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Table 3 

CTTGGAGATCTATTTCAGAGTATCAGTGTGCTAATTAGTGCGCTTATTAT 

CTACTTTAAGCCAGAGTATAAAATAGCCGACCCAATCTGCACATTCATCT 

TTTCCATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCC 

ATCTTACTCATGGAAGGTGTGCCAAAGAGCCTGAATTACAGTGGTGTGAA 

AGAGCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACA 

TCTGGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACA 

GCAGCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATA 

>Sequence 2998 

TTTACTTAANCTACCTTCAGTCCATATATAGCGTGAATGTACTTCAACTG 

TACTCTAGTATACAGCGAGACTAACTAGTGTAATCTCATATTGAAAACTT 

CTAACTTCAATATCAAGTAAGTCCAGAACGTAGAGTTAGAATATCTATAT 

TACTAGACAATATCATTATTCTATTCATAATTTATTTATGTAATATTAGC 

TATGAGGGTNTCTG 

>Sequence 2999 

CCGGGCAGGTACCTTGGCTACATGAAGACCACCAGCAGCAGCTGGGACAA 

CCAGCACCCTGTGGAACTGCACAGCATGCATAGAATACGTCCTCCCTTCA 

GTTGGCTTGGGTCAGCTTAGGTCATGGGCCACTTGGACTGATAGCAGT 
>Sequence 3000 

CCGGGCAGGTACCATAAATGTTGTTTCTTAAGAGAATGTCAAGTTTCAGT 

AAATTTACTTTGAACTTCAAAGTAGTGTGCAATAACTTTGATAAATAAGC 

CGATCTTATGAAATTTGAAAGTTACCTTTATAATTATATTATAAAATAAA 

ATGTTGAATTTTCTGTTTTAAACCTTCCCTGATGTTCCCATTATTGATTT 

TAATTTACATTTCACCAGATGTTTTCTTTTTCAAAAAGTAAGGCTTTCAC 

TTTGAGTTTTGAAT ATTTCA GCCAGCTTTATTTTCTTTGCGAATCCTATT 

TTAAATTGAGTACCTTTTTCTGCTTGTTTTATTCCTTAAAAGTGGCAAAA 

TAAATTGGCCTTTTCAGCCAACACTTGTTTTATTAGTATTAATAAGCTTC 

CTTGAAAGTGAGTTCAGCATTTATTCAAGCTTAGAGTTCTTCCATTGTTC 
ATAA 

>Sequence3001 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 
AAT 

>Sequence 3002 

CCGGGCAGGTAC 1 11111 rTTTTTI rTTTTTTTTI ill ATGCG AC AG AGT 

TTGTTITATACTGCCTCATAATTACCTCTTTTCCTTTTTCTTTCTTTGCT 

ACCTTGGTCAAGTTTCCCTTTATTTTCTCTTTCCTATTTAACTT7TTCTA 

TTAATTCAGAAGTTTTAATTTGCTTTTCCAGTTTCCTAGTGTTTGTATTC 

CCATCCTGAACAATCTCTGTATTTTTCTTTTATTATATCAGAAGTCTCTC 

TGTAGTTCAGGTGAATTTATAGACAGTCATCCTTACACTACCTATATAAA 

ATTATGGAAGGATGTCTAGAGGCATGCTTCTACTTCAGATTACCAAAATG 

ATTATGACCACTGCGCAATGCTGGGATCAGTCCACTGGCACTACACT 

>Sequence 3003 

AGGTACTGGGGGCTCCTAAACCATATATATCTTGCACCATTCTGGGGATA 

TTTGCCAGGCCTGGGGGATCAAAATATACCCCAAATATTAAACCAGTTGA 

AGGGTGATTTGAGCCTACTTTTTGAACACTTTGTATCCCCTGTGTGCCAG 

GAAATTCAGGGTCTTTTTCGTAACTTGATCAGATGTCTCCCAGGTTGGGC 

TACACACAAAAAAGTTATCTACATACTGGAGTGTACCTGCCCGGCCGGGC 
GGTTTAA 

>Sequence 3004 

AGGTACTCACAGCTGCATCACACTGAATATCATCTGCCTGCACTGCCATT 
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TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACTA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGATCCTGACTGTT 

AGTACCTGCCCG 

>Sequence 3005 

AGGTACCATTGACTACTTCATACTGCTACAAAATGCATTTGAAATTTTTT 

TTCTGGCCAAGGAACCTATTCATCCACTCTCTCCAAATTAAATACTTACT 

AGAGAAATGTTGGCACTTATTAACCTTGTAATATGAATTAGAAACAAACT 

TGACCTTCATATATTCTTTTACACTTATGAATCTATTTAACTGCATGATT 

TATCTGCATGATTCAGAATTTTCTTGATACCATGTAACTGAAGTAAGATT 

TAGAAATATATTTTCTTGATACCCTGTAACTGAAGTAAGATTTAGAAAGC 

TGAGGTGACAGTTGTCACCCATAATGCTGATAAATATAGGAATGAGTCGA 

TTATAAATTTAAACCTTTTGTGGCATTATGCTACCAAAATATCTTT 

>Sequence 3006 

TGTTTGGTTCGACGCCTCACTACTATTATGCGGCTAGTTGCTCCACCGCC 

GTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACG 

TAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAG 

ATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAA 

GACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGC 

TGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCAGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGAACAGAACACAGGAGAAGGGCCCTGGGA 

TC AATTTGGGGG AGGTCCCGG AGG A ACC AGTC I " I " 1 ' 1"! ' ITGTCCCGCTTGG 

AACCCCAGGGGGCCACCTGGAAATTCCCTTAAGGCCACTTTGCACGTGCC 

CCCTCCTTATAAAAAACCCCCCGGGG 

>Sequence 3007 

AGGTACTTI'l'lI'lUiril^TTll^ll'illl'iril'lGCAAATTTACACAGT 

TTTCTTAGGAATGCTCTTTCrilllU'l'IlCTCTTTGGACTCTACATTCCT 

GTAGCTCCTATTCTrCAAGGGCACAGGGGCTTACTTAAACATAAAATTTT 

ACAACTTAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGA 

GCAAACTTAACTGCAGCAAGCAGGTGACAGAGCAAGGAACAGGATCCAAA 

ATTATGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTA 

CTCAGGGTCATAGGCTGGGTTGGAAGACTGGGAAAAGGAAATCAGTAGTA 

TCTATATCTAATTATGGTGACAGAA 

>Sequence 3008 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGAACAAAAGACAAGGAGAAGGCCTTAAGGATCTACCGGGG 

GGAGTTCGGGAGAACCCATTTrni 1"1 1 TCCCCTTGGAAACCCTGGGCCC 

CCCGAAAAATTTTTGGGCGCTTTTTCCGGGGGCCTTTTTAAAAAACACCC 

CG 

>Sequence 3009 

ACCCCGCAGGCCGGAGCACCTACAGCATCGGCCAGCAACGCAATTTCGTC 
GTGACCAAGGGCGCACAGGTACCGATCCCGGTATTCGGCTCGGTGGTGGC 
GAATACCAGGGCCTTACCGGCCGGCATCTACACAGACACCCTGACGGTGA 
CTCTGGATTGGTAAAACATGAGGATGGACATCATGCATGCACTTGTATCG 
AAAGCAGTTTTTCCATTGGTGGCGCTGGTGTGGGTATCGGGCATCCAGGC 
AGCCACCACCGTGACCGGGCAGATCAGCTCCACGCTGATCCTGACCAACA 
GCTGCCTGGTCAACGGCGTGGGCGGTACCACCGGTTTGAACTTCGGTACG 
ATCAATTTCGGCACCACCAACAGCCAGTTCACCACCCAGTCCGGCCAAGT 
GCTGGGCGGCGGCGGCGGCGCACTGTCGATCCAGTGTTCTTCGGGCACCT 
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>Sequence 2991 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAG 

AAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCC 

CGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCA 

TCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTG 

GGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 

ACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTT 

GAATGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAA 

>Sequence 2992 

AGGTACATTTTGCATGCACGGTCTTCTACATACATATTACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGTCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAGCAATGTTGC 

AGCCAAAAGGGCATTTAAAAGTACCTGCCCG 

>Sequence 2993 

AGGTACITTTITI I I ri'l l"l"iU"ll lUUGACTGGAGAGAGAGAGATGTTTT 

ATCTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCAC 

CCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCTG 

TTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACAA 

TGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTT 

TTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACC 

TGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGGTG 

ATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCCAACTGT 

C 

>Sequence 2994 

AGGTACCCACAAGCATACGTAGAGCTGGCCTACCTCATTAATTACTATAT 

CTGCAGTGCCTCAAATATACAAATTTTAAAAAGAAAAAAAGTCATATGCT 

ACTGATGGGGTATTGTATTATCTGAATTAAATGGTAAGGAATTATTTACC 

ATGCAGAAATCGTATAAATCTTTTTTTGGTAGTAGGAAACGCTAAATGCT 

CATTTTCTTAGACTATGAGGCATGTCAAAGGTTGAAAAAAGAAAGAAAGC 

ATAGCTTACCTCCTTTTATAAGAATAAAAGAACTAAATAAAAATTTTTTG 

TCAAGTAAGCCTCTTTCAGGAAATCAAAGGATCAACACAGATTTAATTTC 

ACCTTCTGAAACATCTACATCTGTGGTCTTTTACAATGAGAATGTGCCCA 

AG 

>Sequence 2995 

AGGTACAAGGCCACTGATTATCTAGACCTGGCTTTCTTCTTCAGTCTCAT 

CATCCATCCCCACCCCACATTCTCTCTCCCCATCAGGTTTGTGCAAATGT 

TGTTTGGGATACTCTTCTCTCTTTGGAATCCCTCCTGTTTGGAATACTCT 

TCTCTTCTTGCCTTTGGCATCTCCTCACCACGCACGTTCTGCTAATTCCT 

AAACTGCTTATAGATTGTGGCTTAGCTTTGACnTTTTTCAGGATGCCTCT 

GCTAACCCCTAAATTCAAGGTAGGTCCCGCGTACCTGCCCG 

>Sequence 2996 

CGAGCGGCCGCCCGGGCAGGTACGCGGGGAGTGCTTCTGGTTTCAGCACA 

CATGGAGATATAGAATTGAAATTGCTCTGCTTTCTTTACAAATGACTCAG 

AGTGTGCTTGTCCTTCCCTAAAATGTTGCCAGCATGTAAAGGATTTTCAA 

TGAGCAGTGCAATAAGCCAGCAACTGGGAAGGCTTGGAGCGGCACTGATA 

TAACGTGGTACTGTCACACAGATAATCAGGGCTGGAGCCAAGTCTCGGTA 

GCGCTGTGCATTATCCTGGTCACATACTGGAAGTTTTGTTTATCCAACTT 

GGTTGCTCTTGAAGCTGGTGAGAGCCCTGCCAGGATGTGGAGTGGACTTC 

CTAGCAGAGGCAGTACCT 

>Sequence 2997 

CCGGGCAGGTACAAGCCAATGCCAGCGTCAGAGCTGCTTTTGTGCATGCC 
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>Sequence 2984 

CCGGGCAGGTACAAATGGCAGGGCAGGACTCAAAGGCAGGCCAGTCTAAC 

TATATAGCTTTCCCTTTCCAGCCACTTCCCTGATTCTTATGTCATTGTCA 

TACCTGGGGTTTGTAGTGCCTGCAATGAAAACTCCCCACTTGGAGTAGAG 

GCAAAGCGAAAATACACTAAGCTTAAATACAGGTTAGTTTTCAATGTCTG 

TGCCTCATGCCXTCTTTCTCATTTTTGCTACC^ 

AGTGACATCGATAGTTCTTTCTAATGACACTAATTGCTTCCTTTACAACC 

CTTACCAGAAACTTTGAAAGTTGGATGTTTTCCTGAGGCAGAGATTTGAG 

TACCT 

>Sequence 2985 

TATAGCACCACTTTTTCTCAATAAAATTTGAAACTTTTTTGAAACAATTC 
CAGCTTTAATTTACACAAATATATTTTTCATTGATTATTATACAATTTTT 
CCTCTTTTGTTAGAATGTACCCTATAC 
>Sequence 2986 

TGCCAAGTCNATTCGACTCATATACTGAATATCGGGCGAATAGTAGCGCC 

AACGTGGTGGCGGCCGCCCGGGCAGGTTCCTCCCTCATCCTTATGGAAAG 

AGGTTTATGAGAGAAGGGAGGGAGGCCTTTGGCAGCCAAGGGAAGACAAG 

TTTCAGGAGTTCATGAAGCACCATCCCCCACCCCCAGTGAAGACCCTACC 

AGAAGGTCTTATGTTCTGAGTTATATTGAGTGACTGCCTCATTACCACTC 

CCTACTGTTATGTGGCAAGTGTCAGGGCTGTGGCAAGGGTCAGGCTATCA 

TCATTGGCCCCTTCAATAGACTGACCCTAGCATTAGGGCAACCATAAGTC 

CCTGTGTGCCCAAGACAATTCTAGTTTACATCTGAGGCCCCAGTGTCACT 

ATTAATAGTGACCTCCTTTCACTCTCAAAGTTGTTCCAGTTTGGGCAATG 

AATTATATGATCAAAGGCCCCATC 

>Sequence 2987 

CCGGGCAGGTACGCGGGGAGGCCATCTCGCTATAGGAAAGGAAAGTGGAA 

CAGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAG 

AAGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTG 

GTGTGAGAAGGTAGCACAAGTGAAGTAGAGATACAGGAGATAGGGAAGGG 

AAGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGG 

GCTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCC 

CTCAAAATGTGTACCT 

>Sequence 2988 

AGGTACTCAATCCAGAGGCACTATTTGCAATCTATGAAGAGCCCAGAGGA 

GAGGAAAATTGGTAATGAATCAGTGGGGAGTCCACGAAGGCAGAGGGGCT 

TTGGCACAGCCCAAAAGACAGACAGAAATGAGGCTCTCAGGACTCAAGAG 

GAGCCTCATTCCAGGCAGAAGAAGGATCATGGAAACCACACAAGCGGGTA 

CCTGCCCG 

>Sequence 2989 

AGGTACGCGGGGACTCTGCACTGAGAGAAGCACTCAAAACCACCATCACC 

AATAGCGCTACTAAAGACAGTGCTTTGGAGCTTCCAAGCTGATAGATTAT 

CCTTTCTCCCCACCCTCAGATTTCTCCAGTGTCTCTGGCACTTATAGTCC 

ATGTTTGCAAGAAATATTTTATTATAGTGCTCTGAAACAAATTTATAAAG 

TTTGCAAGAGAAGTTTTAAAAAAGCAAGCTCAGCAATATTTGGGGGCTTT 

TAAAGCTGATGATGCAGCTGACCTACTGGAGACAAAGGCAGTGGGAGGGC 

CCTTACTGGTATAAATAAATAGGAGTCTCTGGTACCTGCCCG 

>Sequence 2990 

AGGTACGCGGGCTAAATACTGTGCTCTGACATTGATGCTAATATTCCATA 

TTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTAAG 

GGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAGGAGGGTTGCAATCTA 

GAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATAAACAATATG 

CCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGAAGTCTCACC 

TCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCATCTGGGTGCC 

TCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATTGACCCCGAAACACAG 

AAGATAGAGATTGCACATTGCGTTCAGTAATTGTTGTTTATTTATGTTAT 

TTCTGAA 
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AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 
AATTCCTTGAAATTTGCAAGGTAGGAGGCATCTTGGGTATTACTCTCACA 
TTAGCTCTGTTGCTGGAGCTATGTGCTTCTAGGGACGTGTACTCCTAAAC 
GAAACAAACTCNCCTGGAAAGAAAAAAGNAAAAAAANAAANNGGTCCCT 
>Sequence 2977 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 2978 

AGGTACCCGCTTGTGTGGTTTCCATGATCCTTCTTCTGCCTGGAATGAGG 
CTCCTCTTGAGTCCTGAGAGCTTCATTTCTGTCTGTCTTTTGGGCTGTGC 
CAAAGCCCCTCTGCCTTCGTGGACTCCCCACTGATTCA 
>Sequence 2979 

CCGGGCAGGTACATGGGTTTGTCACAGAGAAAAATTATGATGCTTTAAAA 

ACACACACAGAGAAATAATAGGTTTTATGCAAATGTCAAGACATTATAAA 

TAAAGAAAATAATGTTATTTGTTATGCAGGCTAAACACTGACCAACTCAC 

TCAATATATTCTGGAAGTGGCAAAATAAAATTGGAAAAGTAGAACAAGTA 

ATTTAACATACTACACTTATCTTCATATAAATTACTGCAATGAGGCGCCA 

TCACCATCACCATCAAAAAAAGAAGAATTCCTACAATCAATATGTGGGAT 

TTTAGCTAAAAAAGAAAAGTCTATTTAGAAGTCAGTCACAGCCACATGGT 

TACCTCAAGCCTTACCTCATCACTGCTCCACCGGTTTG 

>Sequence 2980 

CCGGGCAGGTACGCGGGGAGTGCTTCTGGTTTCAGCACACATGGAGATAT 

AGAATTGAAATTGCTCTGCTTTCTTTACAAATGACTCAGAGTGTGCTTGT 

CCTTCCCTAAAATGTTGCCAGCATGTAAAGGATTTTCAATGAGCAGTGCA 

ATAAGCCAGCAACTGGGAAGGCTTGGAGCGGCACTGATATAACGTGGTGC 

TGTCACACAGATAATCAGGGCTGGAGCCAAGTCTCGGTAGCGCTGTGCAT 

TATCCTGGTCACATACTGGAAGTTTTGTTTATCCAACTTGGTTGCTCTTG 

AAGCTGGTGAGAGCCCTACCAGGATGTGGAGTGGACTTCCTAGCAGAGGC 

AGTACCT 

>Sequence 2981 

TTCCTAGTCACATCTGTTGTTGCAGCATGTTATCAGTAGAGCCTCCTTTT 

ACTCTTAAAAATGCCCTGGTTTGGATGA 

>Sequence 2982 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTAGGTCAGCTGCATCATCAGCTTTAAAAGCCC 

CCAAATATTGCTGAGCTTGCTTTTTTAAAACTTCTCTTGCAAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCA GCTT GGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGCGATG 

GTGGTTTTGAGTGCTTTTTTTTAGTGCAGGGTCCCCGGCGTACCTTGGGC 

CGTTTAAAAACCTGGGGATCCCCCGGGGCTTCCAAAATTTCAATTTTCCG 

>Sequence 2983 

AGGTACAGGATGCAAACACTTCTAAAATTGTCTTCTGGGATTTCTGTAGA 

TAAAAGCTAGTAAAAGACCTGAGAAGAGATTTTTATTGAGCCTATAGCAA 

TTTGGTTTCATACCCTGAGTAGTAACAGATATTACATTCAAAGATGCTTA 

ATTACCTTCACAAAGTATGAAATTCCAAGCCTACAAATTGAATCAGCAAT 

TCAAACTTGAATTTGGAACTTTTCATTATTTATGTGGACATTCTATTAGC 

AGAGAACCAGCTATACTTCTTATTTCCATAGGAGAGAAAAGAGCACAAAG 

CAGAACAAGAGGATTCCCTACAGGTGTGAAAGAAATATTTCCGCTTGATA 

TTCCTACAGTTACAGAAGAACAACCTTAGGAAGG 
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CCGGCAGGTACGCGGGTGGCCCGAAGTTAGATAGATGAGGAGGGTATTTA 

TCTGAGACAAACACTGGGAGGAAATTTCAACCAGAAGGAATATTAGCATG 

TGAGAAGGCATACAATCATAAAAGGCATGTTGTGTTAACGAGCTACAAGT 

AGCACAATTTGGCTAATGTGTACAGCGAGAAGAGAGTTGTGGGCAGATAG 

Gr fQ<jAAAAGAAGCCGTGAGTTAGATCATGAAGAGCCTCGGTAAGGAGTT 

TGTTTTAAAAACAATTACTGAAAGATTCGGAGCAAACACAATATTTATAG 

GTTGGAAATATTGCCAGAATGGAAAAAACCACCCTTACCCAAACCGTTCC 
T 

>Sequence 2973 

CCGGCAGGTACCTCATCTCTGATGATTAGTGATGTTGAGCGTTTCCCATG 

CCTGTTGGAATGGCAATCCGTTGGAAATGTCTTCTCAGTTACTACCCATA 

TGTATGTTGCTCAGGCCACTGTCTACTGTCAGCACTGTTGTTTGCATCGT 

TACTTGCGGATTGTTTGTCGTTGTTAGCCAAGACAAATGTTACACTGCTG 

TTCCTACAGTGAGTAGTGGGAGTGGGGTATGGGGACATATGCTTATGCCC 

ACAGTTCCATCAGAAATCCCACTGCCTTAAGACAGTCTCACGGGAACCCA 

GTCCCAGCCTTGCAGCACTGGGTAGCCCTGTGGCATTTTGACTTTGGATG 

TATCTGCATTGTTGAAGTCACTCAGCATGTTGCCATGCATTTATCCACTT 

AGGTCAATGTTAAGGGAAGTTCATCGCCTCTGCTTCTTCAGTAACTGATG 

TCTGGTGCATCAACTGAATGCATTTCACGCTTTTAAGCAGTTTCCACGGA 

TCTATGGGTAAAAAAAGCTTTCACCATGCCCACCTACTCAATGAGTGACC 

AATGTCTCATTGGTAGTGCATCTGATGCACAGAGTTTAATGGTCTGAGGG 

AAGTCAGTCGCCTAACAGAGAATTGAATCACATTTGGATTTACAATAATA 

ACTTTTCTACGGCTTGGTTTCnTGCCAGGTTTCACAACTATTAGTTCGGG 

ATTGAATCCTTGAATACTTTACTTTGGCTACCAGGGCTTCAAAGAATTTG 

TAAACTTGTTTTATTACCCACCTATTCG 

>Sequence 2974 

TGAAAAAGCTCGACGCACCTACTGACATACCGGGCGAATTGTAGCTGCAC 

CGCGCAGGCGGCCGCCCGGGCAGGTTCCCCCCTATTAGGGAAAAGGGCTC 

CTTTCTTTTCCCTAAAACTTACTCCTTTCTGCCTCTGGAAAAAGAAGGTT 

CAGCCCATTCTTCACTCCAGTCCACTGCTTGTGTGATCACTACAGACCAC 

TGCTTGTGTGATT1TCCCATTTATAAATGATACTTTCATCTCCTTTCTAA 

CTCTTACTTTTGCTCACTTTTTAAAGCCAAGATGTAGCCATCTAGCCCCT 

CCATGATGTCTTCCCCAGTGCTCCCATCTCTGCCTGTCTCTGCTCTTAGA 

TATCTTTCCATACAGTGCTGATTGAAGTGTATGCTCTAAAACCAAACTTT 

CTGGGTTTAAATTCTGGTGCCTTCACTAACTAACTTATTTACCCTTACTA 
TGTCTCAGT 

>Sequence 2975 

CCGGCAGGTACTTGGGGCGGCAGGTGGAGTTATAATTATAGCTTAGAAAA 

AAGCAGCATCAGCAGCTGTTGCTTCTGTTTGTTCCCAGCTATAACTGTCA 

TCAGTGGGTAAACTGGCATAAACAGGCCTCTACAAGTGAAAAACATTTAA 

CCCCTGTTCTTGTCACACTCTGGGTCCTCTCAGTGGCCAGAGAACAGAAA 

GAAAATCTGACTGTGCACGAGCGAAGGGTGACACCGGGCGTGCAGCACCG 

ACCTGAAGGCACCTCTTCGGGGGAGCCAGAAATTTGAAGATTCTCTTTCC 

TGTCGGAGACTACAAACCAAATAAATAGGGTTTTATGTTACTCTGGTAGT 

GAACCGATGGTGGAACCAGTTTGTGAATTTGCCCTGGCCAGACAGGCTAA 

TGTTCCTCATCTCTAGCAGTGTTCACGGAAGCGACGAGCACGGGCGCCTG 

CTTAGAAGGACGCTGATGCGCTACGTCAATCTCAACCTCCTGCTCATCTT 

TCGCTCGGNGAGCACTGCTGTGTACCT 

>Sequence 2976 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGACAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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>Sequence 2968 

AGGTACTCTCACCCCTAGCTCATTTTCATTCCCTGGCTGACCTACCAGCA 

GAACCTCCGCCCCCCTGCGGCCCGATACCATCATTTTTAATGAAGTTAAT 

TTTTArj"rr(A1"I"lllA'ril"IlACTATTTTGATAACCACTTTCTGTGAAA 

TAATAG 1 1 rm i 1 1 1 CAAAACTTGGCTCATATCTCCTTTTATGTTAGCA 

GTCATGGCATAGAAAAGCTGCCCACAGAATGACATACATCAAAAACAGTT 

TTCTGTTTAGACGGATAGCTTTAAGTGTGTGCAAACAGGTGCCTCTATGT 

GTGGAAGGAAGACATGCTAGATTATTTGGGGTCCACCTGCAGAGGAATGA 

GCTAATTTACAGAAGAGTGAAGCAGGCTCTGCACTGAAGGCCAGGGTTAA 

GGCATATAGCTAATGATAAAATAAATGAATGTGACTTTCTAAAAATGTCA 

TGGGGGAGAAGAAAATGAGGAGGAAAGGAAAACTGGCTTCTATAATCTTG 

TAATGTTACAAATAGAATTGCCATGTGACTCAGATCTTCTCAGAGGTTAA 

AGGGCATAGGTCACTTTTTTTAGTGGTGCATCTTTGTCATTAGACGAAGA 

ATAATTGGGAGGAAATGATTTCACCCCCAAAGTTTAAATTTCCTTCGTCA 

CTGGCCTC AT i " 1 " 1 " 1 CTTCCAT AAAATCC AT AGGG A ATTCTTTCTTGGG A A 

GTGAAAGTGGAAGCCTTGTGGCATTTTTCCTAAAAGTTTGGGCCTTTTTT 

TGGGGGGTTTTTGGGTTTGGGAGATCTAATTGGTGGTGGCTTCCTCTTGT 

GGGGGAACAAGAAA 

>Sequence 2969 

aggtacatgtggcctttcagctagtgcagaggatggaaaccagagtgggc 

tgatgattggatgccaggcctgagccaggtgagtcctgttctcattatac 

tgtaaagtgagctgctccaagcctccctgattcttagcactccagtccct 

ck;aggggtccctgagaaggttaatcttgcattaggccctctgctgttttc 

cctctgtaagccttactccactttgcagtgagttctagtataacttctat 

tccagtaagatcaaatggttaaggactccagaaaagaaatttggtgaaca 

caaagggtttgtcatactttaacttttgtccctttcccaggtggcgcatg 

cttctaggccagcctcccaattcctagcntgcttcatgctcctggccttt 

gcctactcaaaacaatctgtcctccccaccctgt catctct gttcagagt 

AAATACCTCCCTCCCTCTGCTTTTGCCCTAAGTTCTTTTTTCAACTCACC 

TAACATCTAACTTGGCTTTGCAGCTCTGTTTCTCCAAAACCCTCTCTGCC 

TGTTTCCTCCCAAGCTATCTCTGACCAGTGCCAGAAACCAGAANATCTTC 

TTGGAAAGCTGCACTCTTGCTTCTCTTCChWTCTCCTTATCCTTCCACTT 

GGAATCTCTCNTCTTCTACCTGTCTCTATCTGCTGCAATCCTGTTCAATC 

TTTCCAGGTACCTGCCCCGGGCGGCCGCTTTAAGAACTAAATGGATCCCC 

CCGGGCCTGGAGGAAATTCCATTTCAAACCTTAATCGTTACCGGCGAACC 

>Sequence 2970 

CCGGCAGGTACGCGGGAGAGGGGTCTTGCCCTCATCCCCTGCCCTGTCTC 

TGAGACGTGTCCAGTAAACCTGAGGTCAGCACCTCAGGAATGAAATAATG 

TCTTTTGCAGCAACTTGAATGAAGCTGGAGCCATTATTCCAAGTGAAATA 

ACTCAGGAATTAAAAATCAAATGCCATATGTTCTCACTTATAAGTTGGAG 

CTAAGCCATGCGTATGCAAAGGCATGTGGGGTGACATAATGGACTTTGGA 

GACTCACACATGAGGGTGGCAGGTGGATGAAGGATGAAAAAACTACCTGT 

TGAGTACCT 

>Sequence 2971 

AGTGCG ACATACTTTCGNGGC AN AGGCGGN mTTT fTTTT AGGTTG AAT 

GCAGGGTTTTATTGAGTGGTGTAGGTGGTTCTCTGAAGGATGGATGCAGA 

GCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTACTGGGTGGCAAC 

CTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCT 

TCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTCTGGGAT 

GGTGAAGACAACTGTTTGCCCATTTGCTTGGCGATAGGTGATTGTCTCGC 

CGCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCC 

ATCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTCGTCTCACTG 

ACTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGCAGTTCTTAA 

AGGCGGCATGTCTAGAGTTTGTTCCTTCTGATGTTCGGATGTGTTCACAG 

ATTCTTCCTTCTGGTGGGGTTCGTGGTCTCGCTTGCTCAAGAATGAA 

>Sequence 2972 
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TCTGAAATAGACCATTCTATTTGCTAGAATGGTCTCAAACCATCCTTCTG 

CCTCAGCCTCCCAAATTGCTGGAATTTCAGGCATAATTCATCATGCCTAG 

CCATTTCTTTTTTCTGCTGCATTGCAGAGTTAGAACCAATTTCAm 

CTGCACTGAGAATGTGCATTCCCAGCAGATCATGGTTGAGCTCAGCACAC 

CTGCAACTCAGCCAGCCTCTTTGAAGGGTGCACA 

>Sequence 2962 

CTCCATTCCACTCATACATTTTTATTGACTAACAATTTTTATAAATTCAT 

CCTATATATTTCTATTTACAAATCTTATTTACATATAATGATTATTTTTC 

ATCACATTTATTTATTTTACTATATTTTTTATTTAATATATG^ 

AGTAATTTCACG 

>Sequence 2963 

AGGTACAGCTGCATGCCATACTGCAGAATAAATAAATAAAACACATTCCC 

ACCACTTTTACTACTCTGATAATCTATGAAAATCAACACTTTCATCAATT 

A TACA ATATAAATATAAAAACAATTAAAGCAAACAAGTAAAGCAACCAAA 

ATTTTGAAAG ATGA ACTTTTAGTGCCCTGCAACAATACATTTAAAAAGAC 

AATTGAAGTCTTTTACTTGGACCTACAACTTAAGGTCCAGCTCACCAGTA 

CGGCCCACGGTNNTATGCCCTAGGCTATGACAAAGTTCATGGACATCTTA 

TAAGGTGGTCAACCCCCTCGGGTTCCTTTTGTACCATTGGGCGATTTTTA 

AAAACTTGTGAGATTCCCCCGTGTTTGAATTGAAATTTTTTATAAATAAG 

CTATATTTGAATCACTGTCAACTCTT 

>Sequence 2964 

AGGTACCCACAGAACCTCAAAAGTGGGATATGGAGGGAGAGAAGGAGAAT 

GAGAGAAGGCACAGAGGCAGGAAGAACAAGTCCGGTTTGGCTGGCAGGAG 

GCCATCTGTGAGAAGCCATCTGTGAAGCCAAATTCTTGATTTCTAAAAAG 

AAAAGATTCCTTACTCTGGTGGGTAAAGCTGGAGGGCAGAGGGCAGAACC 

ACCAAAGGCTTTGTGCAGAGAACAAAACTGAAGCCGTGCTAGAGAAAAAC 

CATACAGTGTTGGGCAGGACAGATGACAGGACAAACGGTCTGAAGCTCAG 

GAAGCTTGACTCACCAAGCCAGTGCCACGTGCAAGCATTTCCTATAGAAA 

CACGTCTTGACCCAACATGCCAAAAACCATAGTTCTGTCTACAGAAAATA 

AGGCTTTTCG 

>Sequence 2965 

CCGGGCAGGTACAAGGTATTTTTGCTAACTGTAACTTCCCACTTAATCAA 

CAAAAACAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATC 

TTAATTACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGG 

TAACAGTTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTT 

CTTTCTGGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTT 

GTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATA 

CATTCCAATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTT 

TCTTTAGTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATT 

TCTAATG 

>Sequence 2966 

AGGTACATGTGGCCTTTCAGCTAGTGCAGAGGATGGAAACCAGAGTGGGC 
TGATGATTGGATGCCAGGCCTGAGCCAGGTGAGTCCTGTTCTCATTATAC 
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AATATCCTGCCCTTACTGGCTGAATACGTAATGAGGGGGACCCAACATGG 

GAACATATAAATGTGCAATTTCAATTTTirrTAAAAAAACACCCATGATAA 

GAAATCAAAATGTGCAGTTTCAAAGTGTGGCAAAGCCATGCAAGAAATGA 

CCGGGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGGGG 

CGGTGGGATCACTTGAGGTCAGGCATTCGAGACCAGCCTGGCCAATGTGG 

TAAAATCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGATGGTG 

CATGCCTGTAGTCCCAGATT ATTCANGAGGCTGAGGCANGAGACTGGCTT 

GAACCCATGAGGCAAACGTTGCAATGAGCCAAGATGGCACCACTGCACTC 

CAGCCTGGGCGACAGAGGGAGACTCTGTCANAAAAANNNAACANAANGNA 

AAAAGGTTCCTGCCCG 

>Sequence 295S 

AGGTACGTTGTTCCTCTCTATGTGTCCATTAAAATCCAGTCAAGTACAAA 

CCATGAGATTCCATGATTCACAATGCCCCAGAACACCCTCCAAAAAAAGA 

AAATAAAATACCATT1TTATAATAAATCACTATAAGATAAATGCATTGAA 

CACTAAAAGCATCATAAATATTTTATTGGCCATGAAATCTTGTTAAATTA 

GCAACTACCTTCCCGTGTAAAATGAGGGCTGATGTGGAGTGACACCACCG 

TTACCTGAGCCAGGATGATAAGGGGGTCCTCTGTGCTTTACCTCTTTAAG 

G AAAGTAACTCTG A A ACAACC A ATC ACT VVVi GTTCTTTTTCTGTTTTCT 

TTAGCCCTTTTCTGCCAATAAAGCTAACCCCCCTCTGCTCAGCTTATTGA 

AGAGC 

>Sequence 2959 

AGGTACATTCGCTAGAAACAGTTAAGTAACAATACAAAGCGCCCCTGAGT 

GTAGTTGCTGGGGAGGCCAAATGTGAACTGGCTCTAGAAAGATCTGGGTG 

GGCTGAGAGACCATGTGGTAATAGCATAAGCGAAGACAGAGTGGACATGA 

GTCTGGCTGCTTTGCAGGTCAGAACGGACAGAAGAAGGACCCAAGGCAGG 

TAGAGGGGAAGAGAGGGACACTTGGCTTTTTTGTAGAAGTCGTGGAAGTT 

GTCGGGGGAGATTGGGATCAAGGAAAATGGAGATGATTAAAATTGTAATT 

TTTATTAGGCCCTGCTTGGGGTAGAAAAGTTAGGGGACTTTTTCCnTrTT 

CATGCCCTGGAGGGATAGCATTGTTTTGCCCAGGCCGGGGGGATGGGGAC 

ATTTCCTTTTCACTATTTCCCnTACCCCCCCCATATTTCTTTTAGAACn^ 

TA 

>Sequence 2960 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACT 

TCTGGAGAGACCATTCAAGGCrTCTGGCTCTTGACAAAGATAGACCATTG 

GAACAATGAGAAGGAGAGAATTCTACTGGTCACNACAAGACTCTCTTGAT 

CTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTC 

CTCTGAGCGCTGTCTATCGCATTCTGCCTGGGCAAGTTCACCTTTCCTTG 

GGATGTCCTTGGACAAAAGACAAGGAGAAAGCCTTAGGATCTACTGGGGG 

AGTCCCGAAGAGCAGTCTCTTTTGTCCGCTGGACCCCAGTGTCCAATTAA 

GGTTCCTTATGCCTACTTTACATGGGCATTCTATTAAAAATCCACCATTG 

AAGAAATTCCTTTGAAATTTGGCAAGGGAGGGAGGCTTTTTTGGTATTAC 

CTTTACAATTAACTTTTGGTTGCTGGAGCTTTTTGCCTTCTAGGGCCGGT 

GTTCTCCTTACCCAAACCAAATTTAAAAAGAGTACAAATTATCGAGAAAA 

AGGGTTCCCTTGGGGCCGTCTTAAAACCTAGTGGGATCCCCCGCGCTCTG 

AAGGAATTTGAATTTCAACCTATATTAATACCGCCCCACCCTAAGGGGGG 

GGCCCGGGCCCCAACTTTTGGTCCCCCTATAAGGGGGGTTAATTGCCCCG 

CTTGCGGTAAAATCAGGGGAAATAGCTGGTCCCTGTGGAAAAATGTTTTC 

CCGTTCAAATATTACAAACAAATAAAACCCGGAGAAAATAAGGTTAAACC 

CGGGGGGCCCTAAAGGGGGCCCACACCCCATATATTGTGTGGGCCTCCTG 

CCCCCTTTTAAGAGGGAAACACTGTTGCCCCTTTTTTTTAAATCGCACCC 

G 

>Sequence 2961 

GGATTTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGGCACAATCA 
TAGCTTAGTGCAGCCTCATTCTCTTGGGCACAAGCGCTCCTCAGCCTCCC 
TCCTCAGCCTCCCAGTTGCTGGAACTTACAGGTGCACCACCATAACCAGC 
TAGTTTTATTTTTTGTAGAGACAGAAGTCTCACTTTTTTTCCTAGACTGG 
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GrrACAATCATrTACCAACTCATTGTTTATGATTAGAACGTAATGTGCAN 
AACCAGATTAACATTGCTTTTGTATCCAAATTCAAATGCCCAGTGCTTTT 
GGCTATGATTGCAGGTACCTGCCCG 
>Sequence 2953 

CCGGGCAGGTACGCGGGTGTTCAGGGAATTACAGCATAGATATGAAAGAT 

GTCTGAAAAATTGGAAATATCAAATAAAAATTAAGAAGCCTAAAACTACA 

TCAGATTAATATGTAGTATAGTCTTTCACATCTGGCCATGATGAATGGAG 

CAATGGGATTATATATACATTCTCACAGTAAACAGTTTTCAGATATrGAA 

CAACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAACA 

AAACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTCCAGTTTGC 

I^II^ AGAAAG " CTCACGCTGCAGCTCAGAGA GGAAAAATCCAGAGC 

TCAGTGGTCTGAATGAGTTAAAGAGGATrTGCNGCAGCANATGCAAITAG 

AATTCACAGGGCAAGAGGTGAGAGGAAGTGTANAGATGGAGAGGGTTGTG 

^ GAGGG ^ GAGAGaGagagcgataagag ^ gaactaca gagagaacaag 

TTGCAAAGTAAAAGAAAATTAAAGATCCGGAGTGCTTGAGACGGTTTCAG 

GCTTAAGTATTGATCAGTGCACACATGTGAGGAAACTACAGGGCAAATAA 

CTTCTGAAAGGAAGCAGATTGAACAATGCCTCATGGGACAGAGAAGGCTA 

A ^ A T A ^I^ GCTGGCCTCCTAATCAGCCACGA ^ G ^AACCTTAATATACC 

£ AAA j^J rGGAGAAA ™CC^^ 

TCGCCGGTTTTAAACTAGGGATCCCCCGGCTGGAGGAATTGATTAAACTA 
TTCGTCCCGTAAACTAAGGGGGGCCCGGCCCCAGTTTTGTCCCTTTAAGA 
GGGGAATACGCCGCTGGCATAAATAGGTTAT 
>Sequence 2954 

^ CG 5 GCAGGTAC ^ GTCGAATGTAGAAGTGAATAAA TAGCAAGACAGAGT 

ca JE ccggctggc ^ ggacctgga ctggccaagctggtggtctacaccatg 

A I!I GCTGGATAATCCATGCAGG TTTCCCTGCATAGACACAATGCAGCCC 

CTCTGTCCAAACATGATGCTCCCTCTGTCATTGATGGGAACCAGATGGAG 

TCGCGCCTGTAACATGACTGAGCACTGATTTCAGTAAAGTAAATGAATTA 

SS~ A " GTAGTCA ^ ATAATCTATOTCATG TTAGTGACACACTTGACT 

GGCTGCTATAAACCAGGATTTGAAGAGTGAATG 

>Sequence 2955 

C S G ^ G ^ GGTACGCGGGGAAAACAAACCAT ATCTAAACCATAGCAGTGGC 

ATCCTTTGAACTCACGGATCCAGTCATAACTGAAGTTCCATCTACACCTG 

GGGTCTTCAGACCCAGGCTCTGGAAAAGATCCTGNACTTACAAGCAAAAG- 

AAATTCTGCCTCTTACCCTCAGCATGTGAGTACCT 

>Sequence 2956 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

^ C I A H ACAAG ^ CCCTAAGOTATGGGTAAAAA TGGAGTCAAAGAGAA 

?T? C ^ GTATCCAATCTTCA AATATTTCGCTGAGGATCACATGGAATTTA 

AAAAGAAACGCTCCGAGCAGGAAAAACAATTGGCCAAGCCTTGGGAAGGA 

AGACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCT 

TTCGAGGTTGAACAAGGTGAAGGGGGACCCTCACATGGGAACAGCGTGAT 

GGAGGCAGTCTGGCTTATGAGCTGGGGAGTGAATAGTGTAAACATTTATT 

GAAGTCAGTTTGGAAGTTGGCAAGCCACAAAAAGCCACTATCTGAAGAGC 

TTGTTGAAACTAAGCCCTTTGTGGAAACTCATGTGGTCATGCCCACAGCA 

TGTAATTTCAGGGCAAGACGGAGTTCTCTCAGGCGAAGTTCCACCACCCA 

CAGCTGTGCTGGGTCGCTAACTGGAAGGACACGCTCAATAGCATTCTGGC 

CGGAGTGAGTTGCCTTCAAGCACACAAACCGATTTTTCCACGTTGCCACG 

I GAAGCCCTGGGAAGAGTTCC CTATTCCACAGCCATTTAATATCTGTCAA 

CCCTCTGGGCTAAATAAAGGCCATTTTGTGCCGCTTTGATTTTTCCTTCT 

CACTGGAATCCAAGGCCCAAACCTTCCATTCTTCTAGCCTGGGTAACCTT 

I AGAA ^ CGCGAmGTG " c TCCCAATTACTTTTTATACGGGGAAGAAT 

^ AGG IIF G AACCTGTTAATACCCTCGACCCTTAAAAGGGGCGTGATGGA 

>Sequence 2957 

AGGTGCTGATCAAGCTAGGTCATGTGCTGGACCCTGNGAAAGCGGACACA 
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>Sequence 2949 

NCGTGACCTCTATNATGTACCTTCGGGCGAATTGAGACTGCCACGTGTTG 

CCGCCCGGGCAGGTACGCGGGTATTGTAGACGATTGAAAAAGCGTACTAN 

GAAGAAGAGGTATTATTGCCAAGTCTCCACTTTCTCAGGGGCTGATTTGA 

ACTTTTGCTCACAGCAGGTGAACACAGGCTCCCTCCCACACTGAGACTTC 

TCCCCTGCCGGTGTGCAGTCTGTTAAGTAAACAGAGACGTTATACTGAGA 

AAGGAACATTTCTCTATTTTGGCTATGAGTTGTTATTTTTAAAGATTCAT 

CCTCCAAACATTTTCCCCTATCCTTGTTTATTTTTTCACTAGAAAGAAGA 

TGAACTGCTTAAAAAAAAAATTCAACTCCATGACAAGAAAAACCCACTTC 

TAGTATGTTCTCCCCACTCAATGCCAATGGAGCCTTTGGTGTGAGCACTC 

TGCCCAGCACACAATGGGCAGCATACCTCTTGGAAAATCCTGCTGGGCTT 

CTATAGAGCCTTCATGCATTCAGATTTTCAAAGGCCAAGCAAAAAGCCCA 

TGGC AATTTTTI TTT1 GACCTCTTC AAGTTTA A A AGGCCC ACCTTCTCCT 

GGGCATAAGCCAGGGTTTTATCAGTATATTCATAGCGAATTCCTTAAAGG 

GGAGGCGCCGCGGGGGCCCCAACTTCAATCTAAGGGCGTTGCAAATAAAA 

ACCCCTATTCAATTTATTGGGAAAATGGTTGCCACTGTCTCCAAATTGAA 

TCGCGCTAATCTCGCGAAGACTGAGTTGAAGGCAAAAGCCTTATCTTGAG 

AGATGTACTTGGGCATGCCCCCGTATAAATCGGTGTAGTGCCATATCCGA 

TGACCAAGCGGAAAACCGCCAGCGCCCT 

>Sequence 2950 

AGGTACATTCTGAGCGATCTGCATTTGGTGATGATGGAAGCCATGGACAT 

GCACTAGATTGTCTTGTGGGAGAATATGGAGTAGTAAGAGAAGGAGAAGA 

CCTAGGATTGAGCCCTGAGCACCTCTGGCTTAATGTGGATGGAGGAAATT 

GAATCTGTAAACAATACCGGGAGGCTGCAGCCTGAGAGGCAGAAGGAACT 

GGGGTGTTTGGGATTATGGAAGCCAAGGGAAAAAGCCTGTCTCACAGCGG 

GAAGGGAGGTATCAACATTGTAAGCTGCTTCAGATAGGTTATGTAGGATG 

CGGACTGAAAA ATATCTG TAAAATTTGGCAACGCGATTCATTGGTAATCC 

TAGGGAAGTTGCTTTTTTGGGGTAACTAAGGTGGAAAACAGAATGGTGTG 

GGTTGAGCAATGCTAGAGAGGTGGAGAAAAGGAGATTTCATGTGCAGACG 

TTTCTGAGTTCAGCTTGGGAACAAGGGATAAGAATGAAGATGGGAATTTA 

GAAGCCTGGTGGGCAAGGGAAACTTTTTTATTGGACAATCTCGCCTGGTG 

ACCAAGCCCATGAGTTAGGGCCCTTTTGAGGAAAAAGAGGTCATTTCCCA 

GGAGAGGAAAGGAAGAGGGGTCATTATTAAATAACCGTAACCACCACCGA 

CCTTTTTTGGGTGGTTTTTTATTCCGGGAACTTTGTAAACTTCTAACTTG 

ATTCTTCCATTAATTTTTAAAATGTGGGATGGGGGGTCCAGAGATTCCCT 

TAATTCCGGGGGGAAGGAAAATTAAATTGTCGGGGCTTGCTAAGATTTCA 

GT 

>Sequence 2951 

AGGTACCACCTGAAGTTCAGGAGTGGGCATGGGGCCTAAGGCAGGCCAGT 

GAGAACTCAGAGGCACTAAGATGTATGTTCCCACTTGCAGAAGAGGTGCA 

TGCTCACCCAGTAGTTGCTAAAAAGGCTGAAGGTAGGTGTAGAGATGCTT 

TTGGGGCCATGGTTACCACCCTTGAGGTAAGGAGGGAGGGTGAGTCTGCC 

TAAAAATGAACCAAATCGAGAGTGCAACCACAACTGCACTAAATGGAAAG 

AAACAGAAATAAGAGAGATGGGCTCCTCTCACAACACATTTGGGGACCTG 

AACTCAGCCCCGCCTCACCCTATGTACCTGCCCG 

>Sequence 2952 

AGGTACAGTAGGGTATTACACAGCAAAAAAGCCTTCCTGCTGGAATATTT 

CAGCATTTCAGTTATTTATTACATTAGCTTTATGGCATATCACAACCTAT 

TTGAGACAGGTAGAGTGAACCCTTTTCTGCCACACAGAGCACATTAAGTG 

GCCATCATGACTGGTGAGACTTAATTGTTTTACACCGGGCAGTTCTCTGT 

CGTGATTTAAATCCCTCGTAAAGCAGCTGACCCCAGTTCTCAGGATGATT 

TGG ATCC CCCGCTAACTTGGAAAATCAGAGCCAGCTGAGAGTTGGCTTGC 

ACATTTTAGCATCTGGTAAAAGCGTGCAAGCTAGTGAGATGTGCAGGGAA 

GGAGTCATTGGCAATTGTATGTGAAAACANCTAATTAATTGTTTATCTCT 

TTTAANTTGTTTAAATGATCATAAAATTGCTCGCATTATTTTGAAGATGT 

CTTCATGTNTATAAAACTGTCTTCATGTCTTCACATATTTATAAAACANA 
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AGCTGTGCTGGGTCGCTAACTGGAAGGACGCGCTCAATAGCAGTCTGGCG 

GGAGTGTGGTGCCCTCAAGCACACATNCGATTATATCACGTTTCCATGTG 

AAGCCCTGCAGGGGTTCCTAATCGTCAGCCATCTCATTTCTTCTTAATCC 

TCTGCCCTATATAAGGCCCATTTTCTTCCTCTTGAATCTNCATGCTTACA 

GGTCTTCAAGGCCCGGATACCTGCAAGTCTTNCTGGCTGGGTCACCCTTT 

TCCCACACACCATTAAGCTGTGCTCCAATGGCACTATTTACAGTGGTCGG 

CCGACCCTCCGGGCCA 

>Sequence : 2946 

AGGTACACCGAGAACATCACCTGACTTCCCTAAACTTCAGTTTCCTTGTC 

CTTAAGAGAAAATAAAAATATCTTCCTCAATGATTAATTTCTTAAAAATC 

AATAAAATGTGAAATAATATCTGGGATGGATTGTGACAAATATTATGAAT 

GAAATTAATACAGTTTCCTTTAATTATTTATCAGAGTTCAGAGAAACACA 

AATGAAATCATGAATACTAATTAACTGTGTGGTTTGTTTAGAAAATGCAT 

TACATCTCTTCTCAGTATTCAAGCATGCCTTCTTTTTTTATTTGAAATTA 

TCAATAGCATTCTAATTCTGTCTTCATACTGGTGCTAGAAATTCATCACA 

GTTTTAAAATCTACTTATATAAAATGTATTATAATGTTTTTCACATCATT 

TTACAAAGACATGATTTCATGGTAGAAAACATTCGATGTGGAAAAGGCGC 

TAAATATTTGNGGTCTCAAGATAATTGCCTTCTAAAGAGGTATAAAATTG 

GCTTGGAAATTGTCCTGATCTTAGTCCCGCAAAGTATCCGCCTGATCATG 

GTTCAATTTTAACTGGTACTTGCCCGGC 

>Sequence 2947 

AGGTACGCGGGTAAAAAAATAAATCTACCACTAAATATAGTAAGGGAGTT 

TTAAACTGAGGTTTTTGAAGTCTTTAAGAATTTATTTAGAGACTTCTTTT 

GTTGGAAGTATGGTGGCTAGATGCCATGAAAAACCCACTGAAAACAAGTG 

TAAGTGCTAGGTAATATGTTGAAACATATCTTTTGAAATGTATTACTGAG 

CTGGCAAGAAAGTATGCCATTGTAGAGAGTGAAAATAAGTGAAGGCAGAA 

TCCTGNGAGGTAAGCCAGCCTGAAGATATTGATGACACTGGATGGCCTTA 

AGTTTCCATTTTGACTGGCATGTAATCCAGCCAAAGATTCCCACAGAAAT 

CCGAGGTTCCAAATGGTAAATCCGTGGTGACATTGGGGTGACCGAGAAAT 

GAACTCTGTGCAGAAAGGAATGGTAACAACACTTGTCTCGTACAACTTTG 

GCTCTAGGTAGGGGAAAGGAAAACAGCTTTCTAGAAGAAATGTAACCACA 

AGCTAGCCCTCATGAGAGATTTCAACTAGGATGGATGCTATCTGTGTAGT 

GCAAAAAAAAAAAAAAAAAATCCATACCAGATTTTGTGCTTTAATGGGGA 

CCTAGGTCAATAGTGACTGCAAAGCCAGAACAATGGCTCAACCCTGTAAA 

TCCAACACTTTGGGAGGCCCAAAGGAGGTGGATCGCTTGAGGTCAGAATT 

TCAGAACAAGCCTGGCCACATTGTGGAACCCTTTTTCTTCCTAAAATGCA 

AAAAAAAAAAAAAAAANAAAAAAAAAGGGTTCTGGCCCGGCCGGCCGTTT 
TAAAATAGTGTATCC 

>Sequence 2948 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCATGTATTCTTGTCGT 

GTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTC 

ATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTCA 

TT TGTGG CTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTTT 

GCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGGTATTTAGTTTC 

ATGATTTCATNTTGAATGACTTATTAACTATGTATTTTGTGAAGTATACA 

TTCTTTATTAATCATTTTGCTTCCAACCCCATTTAGCCTGCCATTGAAAT 

GCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACAT 

TGAGAGCANGTAAATTTTTTAATGGAACTATGCAAAGACCAATATTTCAA 

TATTGGACATTTTGATGGTCCTTCTATCCCCAATGCTTTATTTTTTTCAA 

CTTTGATGAAAAGATTTGATCTAGGTAAAGGCAATATTGGTATTGGAGGT 

TGAAAAGCTGGTTTACAGCCCCATAATTTTCAATATCTTTTTTTAAAAAT 

GGTGGCTTAATCCCAGAAGTTTTACTTTGGAATCTGAAACTGAATGTTTC 

TATTTGAACTTTGATTTTTTAAGGATAAGAAATTAATGTTGAACTCCAAT 
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CAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTCC 

TTCTATTAGAAATCAAAGAGGCTTTCAAAAGCCCTACAATTTTTTCCCTG 

TAACTAAAGAAAATAGCTTCTCAATGTANACTAAATTTATCTCATACGCA 

AATTGGAATGTATCCCCCTTCACTCTGAATNGCTTGAAATATTCCAGGAG 

AAATAAATACAACTCTGTGTAAGGTCTTCTAAAAAAGCAGAAGTCAAAGT 

CACCAGAAAGAACCTTTANAATCAACTATGTTTCTGACAATGTTGCTTTC 

GAAACTGTTACCCCACTCCCGCAAAATCACCATTGAAAAATACCTTTGGG 

GTGTAATAAGAATAATCATGAATGCACTGAATGTTCAGAAATGAGTGTTT 

TTGGTTTTGGTGAATAAGTGGGAAGGTACCAGTTAGCAAAAATGCCTTGT 

ACCT 

>Sequence 2943 

CCGGCAGGTACGCGGGTTATTTCATTTACTAGCATTTTAGGATCCAGAAG 

AATTCCACCAGATTGCATGAGTTAGATTGGGAAATGGGAGTGGGAGATAA 

TATTGGGAGGTATCTATTTTAAGTCAGGGGCTGTACTACCGATTTAGTTC 

TCACAATAACCATGTGGAGAAGCTGTGACATTTTTAATTTACAACCTTTC 

TGGCGCTCAGACATAAAGTTACCTATCCAAGGTTGCAGTTGGGTAGTGGT 

GGGACCAGCATGGACAACTCATTGGCCCTGCCTGAAAAGCCATACCTATT 

CTACTGCTATGCAGAATCTGTTTCTCCTGAATCTCTGTGATGCTGGTGGG 

AATTGTTNGCATAGAGGAAGGACAATAACCCTGCCATCGTGAGTTAATGT 

CCGGGCTGGTCACAGTGGTTCATGCCTGTAATCCCAACACTGTGTGAGTC 

CAAGGCACGCATATCATTTGAGGTCACGAGTTTAAGACCAGCCTGGCTAA 

CATAGTGAGACCCTGTTTCTACTAAAAATACAAAAATAAGCCAGGTGTGG 

TGGTGCATGACTGTNATCCCAACTACTCAGCAGGAGAAGCACTTGACCCA 

GGATACNGAGGCCGCATTTAGCCAGATTGTGCCCTGCACTCAGCCTGGCG 

ACAGAGTGAACTTCTTNTTCGGACGAGACAAGGGGTAAAAAATGGTCCTC 

GCCGTTTAGACTTGGGATCCCCCGGTGCGGAATCTTATCAGCTTATCATC 

CGCTACCCAGGGGGGCTGGACCAATTTGTCCTTAAG 

>Sequence 2944 

AGGTACATCAACAATGACTGCTTCTTATTTCTCTTTGAATCTCCAATACC 

TGTCACCAATGTTTGGCACACAATAGGCATTCGATAAATATCTGTTGAGT 

GAACGCAAGAAAGAATAAACTCCCACGAACATCTAAAACAACAGTCCTGC 

AAACAGAGAGTTAGCATACAACAAACCATGTGTCAACATTCCCTCTTGTT 

AGTCCCTGCAGATCTTAGAGACTGGAAAGCGGGGGGATATAGAAGGACTG 

GAGGGATATATTCCATATATCACTGGAAGGTAATAAAGGTGGCCTGGTTG 

AAATACTCCATTGACATAACTAACAGTCACCAAACAAGCCAGTGGAACTC 

TACAGCTACCTTAAAACCCTCTTCACAATAACTTGGGGCCCTCATCCTCT 

AATCTGAATCACACTATTTAACAGGTATTGAGATGGTGCCAGAACACTTA 

ATGCCTTGCCCACAGATCACCCAGACTCATGCTCAATTAGGATGGGCACT 

GAAACCAACTTCCCACCTAATTACTTCAGCCACTAGATAATGTCTCTAAA 

AGTGGGGTCCAAGGCTGACCAGCATTAGAATCACCCAAGAGCGAGTATTA 

ATGCCGAATCCAATCCTCACCCTTAACCTGCTTAAAATCACCATGTAGAG 

AACAAGGGTTTCCGATTATAACC AGCTTTCCAG AG AC 11 TTTTTCAAATA 

AAGTTGGACAATACCGCITTTCACAATCAGAAGTTCTTCTCATTCACTCA 

ACCCAGTTCTTGCACGGAAAGAGCACCTTAACAAGACTTCTCAATTAACC 

AAATTTTTGAAGGCCCGGGGA 

>Sequence 2945 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

AACCTAGACAAGTTCCCTAAGCTTATGGGTAAAAATGGAGTCAAAGAGAA 

GTGCCAGTATCCAATCTTCAAATATTTCGCTGAGGATCACATGAANTTAA 

AAAGAAACGCTCCGAACAGGAAAAACAATTGGCCAAGCCTTGGGAAGGAA 

GACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCTT 

TCGAGGTTGAACAAGGTGAAGGGGGACTCTCACATGGGAACAGCGTGATG 

GAGGCAGTCTGGCTTATGAGCTNGGGAGTGAATTGTGTAAACATTTATTG 

AAGTCAGTTTGGAAGTTGGCAAGCCACANNAAGCCACTATCTGAAGAGCT 

NGTTGAAATTTAGCCCTTTGTGGAAACTCATCTGGTCATGCCCACAGCAT 

GTAATTTCAGGGCAAGACGGAGTTCCCTCAGTCGAGGTTCCACCACCCAC 
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GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 

TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 

AGGGAAGAAGGCAGGGTCAAAAT 

>Sequence2122 

CCGGGCAGGTACTAAAACTATTCCAGGAAGACTTTAACTTTTGTTGATTC 

AAAAGGAACATGGTGCATCATTTAGCACCGTAGGGTCATCGTTATGATAA 

TCCATTTTTATTACAGTCCTGTGGTTCTCATCTACCCTAATTATCCAGCA 

AGTGGTTCATTGCAGATTCTGATTTATTCCATCCTACCTCAACCCTATTA 

CCAACTATCACCACCCACCACCCGTCACCCAAACTGGAAGACAACCAGAG 

ATAAATCCTCAAGAAACTTCTTTTTAAGAGGGTGCGTAACAAAGTTAAAT 

AGGGTAGAAAACAGATGAAGCAAGTCTAATCTCTTTGCTGACATACCAAT 

AGTGCCTACATGAAGAAACTGGAGCAGGAAGTTATACTCTGGGTCGATAA 

AACTAAGCGTCATAACTGCGGTCGTGGAAAAAACAGGCATTTTAACCTGT 

ACCTTGGCCCGTTTAAAACCTACG 

>Sequence2!23 

AGTACACCTGTCCATGTGATGAATTAGAACATGCTTTTCCACCTATAAAC 

TACAACTTAATTTGCATAACTTAATATAAGTAGTATTAATGTAAGTGTTA 

TACATATTTCAGGTTATAATTTTGATTACAATITGAAGACATAAATACAA 

TTGGTTTAGTTATAAAATTACACTACTTACTTGCTACTTTATAACTGCTC 

ACTACCTCCTTAGTGGAACCCAGATTTTCTCTATGATTTGAGAAAAATTA 

CTCCACATGTTGCCTAGTTATCAAACTATATTGGGAAGCAGAAAAAGCTA 

TGAA AGGCTT CAAAGCTTCTGAGAACCTTAGCACGAAAAACTCTTCCAAA 

AAGCi l i 1 1 rCACTTTTCAATAGTTCCTCmACATCACATTTATAATCA 

CTCACCAGCAATCTCTTTTCCATGCTTGATTTGTGAGGCTTATTGAAAAC 

AATG GCATTGACGTTCATTCTGACTCCTTGATTTCCATTGTTTTCAGGAG 

TTTTCATCTGCTGAAGGCAACTAATCCACAATGAGCAAATTATCCTGCCC 

TGGAGGGTAAGCTATAATATCGGTCCCATGCTTCAGGAAGAGAAAATCAT 

GTGTTCTTTCTTATACCTTGATAGTCATCCATTGCTGTGTCTTCACATGG 

CAGAAGGAGCAAACGATCTCTCTGATGCCTTTTTATAGGGCACTAATCCC 

ATTCATGANGGCTTCACCCTCATGACCTAATCACCTCCAGAGCCCCTTGT 

AATGCCCTCAGGCTGGAGGCAGGATTTAACATATGAAAAGTTTGACTTGA 

GTAACTCACATTCTAATAT 

>Sequence2124 

CCGGGCAGGTACTAAAACTATTCCAGGAAGACTTTAACTTTTGTTGATTC 

AAA AGGAA CATGGTGCATCATTTAGCACCGTAGGGTCATCGTTATGATAA 

TCCATTTTTATTACAGTCCTGTGGTTCTCATCTACCCTAATTATCCAGCA 

AGTGGTTCATTGCAGATTCTGATTTATTCCATCCTACCTCAACCCTATTA 

CCAACTATCACCACCCACCACCCGCCACCCAAACTGGAAGACAACCAGAG 

ATAAATCCTCAAGAAACTrCTTTTTAAGAGGGTGGTTAACAAAGTTAAAT 

TGGGTAGAAAACAGATGAAGCAAGTTTTAATCTCTTTGCTGAGTAAGAAT 

AGTGCCTACATGGTGTGGGTGATCATGTGTAAGACTCTGATGGGCAAACC 

TGGGGCCCATTACGAGGGCATGAAGACTCAGGCATCTGAGCTGGACCATG 

GCACTAAAAGATTACAGTGATGACAACTGTAACGATGATGGTTATGACGG 

GAATATCTCTAACATCATCATCTTCAATTTTAGCATGTGGTCCTTATGTT 

CCAAGCACTGTCCTAACAACTTTGCATATACTAACAATCCACTGAGAGGC 

ACTANGAATGTCCCCAGTGTTCGCATGCAAATGTCAGTAGCTTGCCCAAA 

GTTATCAAGTAAGTGGCGGATCTAGGACCTGAACTTGGGCCGTCTTGCTC 

TAACCNAGGCACTACAACATGCTTCCTTCACCATGCAACTTATCACTGAA 

TCCCCTAGATGTTGAAGTTTTCTTTTCCAACTACCTTACCTTTAAATGGA 

ATGCCACCTTTGTGCTGTGGCACATATTCTAACACAAATGGCG 

>Sequence 2942 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAGCAAACCA 

TGTCCTTGATCCTTCTTGCCCACCACCATCCATTCTTCCAACCAACAGCT 

TCTCCGGGCTTTCACGTCCCATGCACTTTGCTAAGAGCTTGAGGGAAATA 
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CCGGGCAGGTACAAATTTGGGCATAGTCAGAAACTCTGCTGACTCTCTCT 

TCCCATTTAACCTAATCTTACCATAGCACTCCTCACCCTATGACTTGCCC 

ATTGCAGTAAACCAGAAAGCAAAAAAAGGTCAAGCACGTGTGTTTGAGAT 

CCAACTCTAGTGTTTGTAGCAGCTCTGCAGAACCACAGTTTGCACATCTG 

TAAATTGAGCAATAACAACTGCCCTGCCTGTTTCACAGGGTTGCTTAAAG 

AGTTATATGAGCTATTGCATGTGAAAGTGTTCCATAAGCTGGCATTTGCT 

CTGAAGCTCACGGGTATAATTATTCTAGTCTAACCTACTTATGTTTGCCC 

TCTTTTCTGCAGTTGCATCTTTGTGCATAAAGATTCTCTCTCCAACCTGT 

GCAATTGATTCATCTTTAAAGACCAACTCAAATTCGACCTTCTAAAAGAA 

ATCTTCTCTGACCTTCCAACTCTAAACTAGAGTAATNTACTAACTGTATT 

TATCACTTTCAAATTCTTCATTAGGTCTTGAATCATAAAATATTGTTACC 

CATTGGCATTTATCATCCCTGCCAACAAGACAGGGGGTTCCATGTGTTAG 

ACTTCGTGTCCCATTGCTCTTGGATTTTAAATGCACATCCCCAAGGCTCT 

TGCACAAGTTTGGTGAAGGGCAAAACACACTGAATGTTCAATTCCTTAAC 

TTTTCTTTTACCAATAAGCTTGTTGCTTTTCCCTGACACCATGACTGAGA 

ATCCTTTTTCCTTTCCTTTTCAGAATTGTGATTTGAAACCTCCTTGGACA 

>Sequence21 18 

CCGGGCAGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTC 

AAAGCTGACTTGACAACTGCATTTATTTCACATTGCAATTGCTGCAGGTT 

AATAATATTGTTTTATCAGGAAACATTTATCITGANGGAAGAAAGTTATN 

CCTAATACCNAGCAGATAACTTATCCAAGGGACAGATAGAAAGGGGACCT 

GTGTCTNAGAGGGTAATGGGCTAATGCCTGGCATGCTATAAAAATAAATG 

AAATCTGATTAACACTATTGGAGGGAAGAATAAGTCATCGTTTCTATGAA 

ATATTATTTTCCTGATTGGAACCATTTCCATTTTCGTCAGCTTAAAACAT 

TGCATTAAAGATGAGATGACTNTAAAACGGTGACAGCTATCTCAAGCCCT 

GTG ATTA TAAATGGTGTTATAGGCTTGTAATCCTATGGGTTTAGACTAAA 

GTATTTTCTTCATAAATTGAAAGAGAAACACACTAGGAATTCAGAAGATT 

TTAATTAAAAGTGTTCAAAAAATTAATGGGAATTTTAAGGCTGACTCACT 

AAGTAGTTTTGATTATTGAATTTAATTTATAAGAAAAAGTTCTTTGGCAA 

ATTGGTAATGCCAAAAAGAGGCTACATATGCACAAAGGGTTTTTTTCATG 

GGGAGCATTAATATTAAGTGTCCCTGCTTTACCTGGTGAGCATACGGTAA 

GTCATTTCAGCTTCATTCAAATTTGGGAATAAACCAACACCCTATAAATG 

GGAACAATGGCTTTTTAAGGGGAAAGACCCCCAAGGGTAAATACACTTGC 

TTAATGATAAGCCATTTTTTTTAAAAATAATTCTTTATGTTAAGG 

>Sequence2119 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGTAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAATGATATATA 

ATTCAGTGGGAACCTGNGAGGATAGGGAGGAGGTGGGGGAGCTTAAAAAA 

CATGAGTGGCCGAATGCTTAACAATTGTTATTGTTAGGTTATGGATACCC 

GGNGGGTGGTTGTACCT 

>Sequence2120 

GNGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGATAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAANATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 

>Sequence212l 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 

Page 175 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



AATTTAGCACCTTTTGTATTTATGAACCAAAACCATTTCAAGGAACCCTT 

CAGTTTCATTTG 

>Sequence2112 

AGGTACGCGGGGTGAAGGGCTCTCTGTATACTGCTGAAGATTCTATAGTT 

TCTCCTGAAATCCATGAGGGAGCCCCCTGAAGGATTTTGGCCAGGAAAGT 

GTCATGAATCAAATTTCTATTTTAAGAATAGTATCGAGGCAGCAATGTCA 

AAGTTTGTTTAGAAAATAGGATGGTTCCTGTAATCCCAGAACTTTTGGAG 

ACCAAGGCGGGAGGATTGCTTGAGTCCAGGAATTTGAGTCCAGCCTGGGC 

AACATGGTGAGACCTCATCTCTGCAAAATTATAATATTTATAAAAATAAG 

TTCCTTGCCCGGGGCGGCCCGTTTTATAAACTATTTGGATCCCCCCGGGG 

CTTGCAGGGAATTTCCATATTCAAGCCTTTATTCGATACCCGTCGACCCT 

TGG 

>Sequence21 13 

CCGGGCAGGTACCCCCATGCTACCTGGGCACTGGGGTTTCTCAGCCACTC 

CACTGAAATTTGCATTGGCTTATTGAAAGTCAATCACAAGTCAAAACCAC 

AGACTCACATAGGAGAACACTGTTGTTTGGGCCCAGCAGCTCTGAAATCA 

ATACCTTTAATGGTAGAACCTAAAACTAAAATAAATAGGAAGGAAGGAAG 

GAGAAAGAAAGAAAGAGAATGAAGAAAGAAAGAGAAAGGGAGAGAGTGAA 

CAACAAAAAATGGAAGAAAAAGTACCT 

>Sequence2114 

CCGGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAA 

TAAGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACA 

CACTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGCTAGGC 

CTGATGGATGATCTGATAGAAAACTGGCTTCAGCAAGGAGCTTCCACAGG 

TAACCTTGGTTCTGCAGTGATAACAGCTCCTATGAAGGAGACCCCATCAG 

ACTAACAGTGGATTTCTCAGCAGAAATCATAAAGGCCAGAAAACAGTGGA 

ATGGCATTTTCAAAATGCTCTTTCCATTGCTTTTCCATACCACTGCTTTT 

CCCAGGACTGGAGACTTGGTTTTCAGCTCTTTGCACC 

>Sequence2115 

AGCGGCCGCCCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTG 

TCATAGTCAAGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGG 

ATGACTAAATTGTAGTGCATTCTTACAATAAAATACTATAGAGCAATGAA 

AATAAATAAACTATGGCTATATGCAACAACATGGATAAATCTTACCAACA 

ATGTTAGACAAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCC 

ATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGA 

GTGAAGAAAGGACTGCGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTA 

ATTTCTATTTCCCAGTGCAGGTGTGGTTTGCATGAACATGTTCACTTTGT 

GGAAATTCATTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAG 

TGATATATAATTCATGGGGAACCTGCGAGGAAAGGGAAGGAGGGTGATGA 

CCCATGCAATCTGGATTTCTGCTTGTAATTCTAATTGATGGAGGTCACCT 

TGTCAGGGGAGGCACGAGGCCCAACTTTGTCTATCCCTTATGCAGGAGGA 

AATCATCGTCATGAGGTATATAATGTGATATTACGTATAACGGTGAAAAT 

CGTAATACAATACAGAGATGTATTATCAACTAACAGTGAAGGATAAAGAA 

TTGTAATGAGTAGAGGTTAATATAAGAGGGAGCGCAATATATAGTTTTTG 

GACTTGAATCTATAAGAACATATTTTAAACTGGAATAATATATAACAGCC 

GCAAAATTAAGATCCAGACACTCGGAGGAGAGAGGGCTATC 

>Sequence2116 

CCGGGCAGGTACGCGGGGGTAGAACAGGCGATATCTTCACCATGCGCACA 

ATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAGCCAGAAAA 

CTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATATT 

TAGTAGTCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGATAT 

GAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGATGC 

CTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTT 

TGCGTTTGATTTAAAATGCTGAGCTGACTTAAAGTCAAACTATTTCATAT 

GTTGAAATCCTGACTCCCAGCCTGAGGGCATTACGAGGG 

>Sequence 211 7 
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GGGGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCA 

TGGATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAA 

AATCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACT 

GATAGATCCTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAGGGGGCA 

GGAGTCTATGGGAACTCTCTGTACCT 

>Sequence2107 

ccgggcaggtaccatggccaaagctgaggcagccagngtgggacaggggc 

ctccaagcaacacagcagtgttagcagttcacctggacctgttgatgagc 

tgtcttagatgcacgaaggcaagagatgtctcatctcgtctctaagatct 

tagatcttaagtgcagagggaaggcagctgggagtgtggacggcagccac 

aagggagaaaagtgcaagagcatttacaaccagaagagaagccgagggga 

catgatggcccatggacaatgtagccatggacagtgccctgngaggctgg 

taaggggggtck:tgggactggtggtgaagagatcatttttaagaaaaaga 

atcccgcgtacct 

>Sequence2108 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 

CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 

TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 

GAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGG 

GGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATG 

GATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAA 

TCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGA 

TAGATCCTTTTACAATATTCTAAGGTAGTCTGTCTGTGGGAGGGGGCAGG 

AGTCTATGGGAACTCTCTTGTCCTT 

>Sequence2109 

AGGTACITmillTrrrrrn^UUUMUl-lll'GGGGAACAAGGTGAGGTTC 

TCTGAGGTAACATTCCCTAAGACAGGAACCCCAGGACTTTCCAACTCTAA 

GGATTTCCCACATTCAGGATCCAGAAGTTTTCAAAATTACCTCTTAAGTT 

TTCCTACTAGTTTATGGCCCCAGAGGCTTCTACTCCAGGTAAGCAGTTCT 

CTGCAACTCTGAATTTGCTTGTATTTCTAGATTTTAAGGTGACAGTTTGC 

CCTGTAATATCAGTTCTCTGACGGGTCCAAGACAAGCCATCAATTTTAAG 

GTTCTTTAACTATTTCTTATTGTAAGGATGGGAATTGGAAATGCTAAGCT 

CTTTA A AG ATTTGGGCTA AA ACTGGAGGTA ATGCTC ATATTCTG nTTTA 

TCAAATTCACTGTTAAATATATATCATCTATCCTTCACACTCAGACAAAA 

TCAAAACAATATTCAGTGATCAGTCACTCATTTTTAGATATTTGGGTTAA 

CTGACGAAGGCTTTCATTTCCTTCTCCTATATAAACCCTTGACCCTGCCC 

GGNNNNNAhWTNhWN^^ 

TCATATATAATATTATATTANTTTATAATACTACATTTTATTATCTAATT 

ATACTCCAATCTCTAACCACATACTACTGTTCTTTAATATTTATAAATAA 

TTATAACATTATTCAATTAAATATATAGTTAAATACTATTGATGTTACTA 

ATTGATATGCTTGTTGGCTGTGCATGATTCATATACTTTGTAGTAATACG 

CGTTTTGTTAGAGAAATTATCG 

>Sequence2110 

AGGTACACACAGACCCCTGAAAAGCACCATGGCAGTAAGACCTTCCCCAC 

ATGAGTTGGTAACCTGTAAATTATCTTAGCCTTTCCTTATTCAACTTATC 

AAACCCTCCTCAGAACTCCACACTATTACTTCCCCTTTGGTGACGTGAAG 

GGTTGGAACCCCAGCATCTCCCATTCCCGATGAGTCATAACTCACACACT 

GCACAAAACGCAGTCCACATAACTGA 

>Sequence2111 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTATGTTACTTGTAGGACCCTATACG 

GCAACCTTCTTTGCCAGGAACTATATATAAACATCCTGCAGGAAAATGGT 

AGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCATTTCTGAATTT 

CTGAAGGCAAACTGTCTGCCTATATTGTACCTGGCCCCAATCAAATTTTT 

TAAAAAATACACCACACGATACAACTCAATACAGGAGTATTTTTTTTTAA 

ATTTCTTCTAGCACCATAAACATTCTTCAAGTTTTCTGAAAATTCTATTA 
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CGAGCCAAACCCTGGACCTTTCCAGGAAATGGATAAATACCATTTTACTT 
CCCCGCGTACCT 

>Sequence2lO! 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATAATATGATCACACTGGA 

AAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGCA 

CAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGCT 

CTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTATCGAATT 

AGACATGAATAGGAGTGTTTGTTGTGATCCAAGAAACTATATAATCAAAT 

GAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACACCAGCCAAT 

GTCATGTTGCGTACCTGCCCG 

>Sequence2102 

CCGGGCAGGTACCTACrTACTATTTTATGAGAATTGATTTTTACTAAGCC 

TGATTTGAA TGGGT TGCATTTACACCAACTGCTATTTATTAATGAAAGTG 

GTAGCCTGCTTTTTAAGTAATATGTGTTTGCAACAGGAGAGGGTTTTCTG 

AGCTTTTAACACCAGTAACCCTGAACTTCTTCCAAAATCCACACCTTTTA 

TTCCCCCTTTTCCTTGTCTCCTTCTAGGTGCCTCAGTCCTGGCATCTCGG 

GAGGACTCTGCCATTACTCATCTGTTACTGATTCTGAATCTTGTGCTCTA 

GCTCTACAGCCCAGTGAAGAAGCAATATATCTTTAATTCAGGGCTTGCCT 

CTTGCTTTCCAACTCTAACCTGAGAGCAGTGCTACTTTTGTAATTGCAGG 

TCTAAATAACTTAAGCGTATATACAGAAGCCAATCACTGATCACTTCCAT 

TGCAATGAGGCATCTGTTGTCAAAGAAGGAAACCATTTGTCAAG 

>Sequence2103 

TTAGTGCTCTCACTTAGGGCGAATCGGAGCTTCACCGACGTGTCGTGCGC 

GGCGATGGCGGCAAGCGATGCGCCCTCCTCGCACACTGCGCCGGCCAGCA 

TGGCCGTGCGCAGTTCGGCCAGCACGGCGCGCGCGCAGGCCAGGGTTTGC 

ACGCGGCCGTAATGTGCAATCAGCTCAAGGAAGCCGGTCGCCCAGGATGC 

GGTCGACCGACGGCAGGCGCACGGTTTGCCCCGTCGTCATGCTGGCTGGC 

CCTCGCCGCTGTCGTTCTTCCCCAGCCACAGCAGCGGATTGCCGCTGGCG 

CGCTGGTAGCCCGCTTCGCCCACCAGCAGGTCGAGCATCAGGCTGGCCAG 

ATCGTCGGCCAGCGGTTCGACGTTGTAATCGTGTTCCTGGTTGAAGACTT 

TGCGATAGGTATGGCAATCGTCGCAGGTTTCCGCGCGCGCCACCTTCTTC 

GGATCATTCGCCTTGTTGGGCAATTTGTCGTCCTTCGCCGTCACGGGGTC 
GAACGGCTTTGCGT 

>Sequence2104 

AGGTACGCGGNGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAATGGTAAGCCC 

TTGGTTAAATTTATTGACTTCATTTATGTATCTCACAACACTTCTT^ 

GTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACCTGCCC 
G 

>Sequence2105 

GGTACAGGGCTCTTGATATATCCTGGCCTTAAGTCTCAGGTTCTCCAACA 

AAGCTGGCAGCCTGTGGTATGCCTTCTGGGGCCAGAGAGTGTGGCATGAT 

CCGAGGTCCTGAGTCTCTCTCTCAATGAGCCCATCATATTGGCTTAACCA 

AAGCCAGTGGTCTTCAGGACACGGAAAAGGGAGTCCCTTAGGCTCCAGGT 

TTTTTTCCCTTCAGTTCACACTGGGAGAAGGGTCACAGAGCTCCAGTGAA 

ATCTGGTCCTGTTAGATCATTTGTGGTTGGCTGCAGATGCACATGTGGGC 

ATGTGATAGTTTTGATTTAGATAAAAAGCCCACAACTGAGTGGAGTGTTG 
AAACC 

>Sequence2106 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 
CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 
TTTTCTTATGTTTTCTCTATACTTCCATATCCCCANNCCCCCATTATCCC 
CCGAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAG 
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TAGTCTAAACCCCATTGATTACAAGCCTATTACACCATTTTTAATCACCA 
GGCTTGAGAAAGCTGGCACCGTTTTAAATCATCTCAACCTTTATGCAATG 
TTTAAGCTGACAAAAATGGAAATGGTTCCATCAGG 
>Sequence 2096 

TCACGGTGATGTTGTTGTCGCGCCGGGGCACGCTCAGCGAGCGCACGCCG 

GCGTAGCCGGCATTGACATTCACGCTGGTGCGCGCACTGGCTTGCCAGTT 

CCAGCCCACGTTGGCGCCGATCTGGCGCGTGCGGTCTTCGCTGCCGAACT 

CCATGCCGGGCAGCAGGGCGCTGTCGATGCCGCTGGCCGTTTGCGCCGTA 

CGGTCGA 

>Sequence 2097 

AGGTACGCGGGTCCCTGAGTTCAGAACATAGGAATTAGATTGATAGACAT 

CAACATACCCGCTTTATTGCTGACTCATGACAACTAATGGGAAGACATGG 

CTCAGATGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGACTAAG 

CTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACA 

GGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCATGTCAC 

TGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAGCACACT 

CAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTCCTCCCA 

AGAAGAAAGTGGAGAGAGCATGAGTCCTCACATGGAAACTTGAAGTCAGG 

GAAATGAAGGCTCACCAATTATTTGTGCATGGGTTTAAGTTTTCCTTGAA 

ATTAAGTTCAAGTTTGTCTTTGTGTGTACCTTGCCG 

>Sequence 2098 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAAATCTAGAG 

TTAGCAACTGGAAAAATTAGTCTCGGGCTGTCTGTTTCTGCCCACACGTT 

TGTCAAATTATAGAACAATCGTGTTTGCACGTTAATAGAAACAACACTCT 

CACTGCTCTTCATAGAGGACGTCATGATACTCGATGTCTCGAGGGCCCCT 

GGTCGGTCCCCTGTAAGTACACTGCCCGCGGCG 

>Sequence 2099 

CCGGGCAGGTACATGTCAAAGGAAAAACACGTGAAAGATGAATTCAGCCA 

AACCCACCAGTGTTCAACCTCAGTCTAATCAATCTCATACTCCTAGAGGC 

TTAAGTATCAGCAGGTAAGATCGGATGACCTGTCTCTGAGGCTCCAGACA 

ATAATTTCTAACTGCCAACTGGAAATCCTTATATGGTTAGGCTGCCAACA 

TCCCAGGGAACAGGACCAAAATAAAAAGCATCACTCATTATCCTACTGCA 

ATTTTCCTCTTCCCTTTGTCAAATGGGAATGATCTTTACGATCATGATCC 

TTTATTGCAACCAGGACAGAAATCATGAAGTCATCTATGGCCCCTTCCTC 

TCACTCCGCCTCCAATTAGTTGTCCTATCTGCCCCTTCCGTTCTCCTTCC 

ATCTCCATAATGCCCAAGCTAGTCTATCACCTCTCCATTCATCTTTCACT 

CAACCTCCAGAATTATCTTCCTAAAACCCAGACTGATTCTGATTTTTCCT 

CCTCAAGAAACGCTCTCTAACACTAAGCACTTTGCTTCTACCTCTATCGA 

GCCCAAGGGTATTCATCCTTGTAATCTCTCTAAATGAGTTCCCAGCTGTC 

CACCCCACGAGACTAGGAGTTTGTTAAGGACAGAATCACTCATTTCATCC 

TTGTACCT 

>Sequence2100 

GCAGGTACTGTGTGGTTTAAAGATAAGCAGCCTGTGCTGTCTTTTATTTT 

CAGAAATAACATAAATAAACAACAATTACTGAACGCAATGTGCAATCTCT 

ATCTTCTGTGTTTCGGGGTCAATTGTCTAACAGGAGCCACAGGAAGAGCT 

TCAGAGGCACCCAGATGCCAAGCCTCAATTCCCACTGTGACTCTACTCTG 

GCAGAGGTGAGACTTCACCTTCCAGAAACTATGCTGGGGGCCTCTGTGTC 

TGTGGCATATTGTTTATATTGTGTGTTTATAGGCAATTTTAACAATCACT 

GTTTCTAGATTGCAACCCTCCTGAGGCACTGCGCTGACACAGCAAAGTTA 

TTCCCCTTACTGAAGAGAAAAATTAGAGGCCTAAACACCACAGAAGCCCT 

GATAATATGGAATATTAGCATCAATGTCAGAGCACAGTATTTAGGACAGA 

TACTGATAAAGACAGCATAGATGACCACCTCACCTTGTCACCACCTGAGC 

GAGGAGCCCTTAAAAGATGGGTTTCCTCCCCGTGATTACGGCCTGCTGGC 

TTCTCCAGGACTGGGTTAAGGCACAGCTAAAGCTGTTCTCTTGGCCCTGC 



Page 171 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GAAGCACTTTATAAAAGAGAGAGACAAGATCGCATGTCAAACTAGAAGGA 

AGGAGGTGAGAGGAGATAGGGCTCCAGAGTGGAGCAAGCCCCTTCTGTCC 

CCGTGAACTTCCTGCCGGTGCATGGGTTACCTCTCATTAAATTTAATAGT 

ACCTGCCCG 

>Sequence 2092 

AGGTACTGTATATAAATACTGAAACAAAACAATGGAAAAAGCAAATAGGA 

AATAGAGTGAGAATCAGGGGAACTGAGGGGAAGCACCAAGTTTATCTTCT 

TTAGATAGTTC7TATTTTGGAGACAGGATATTTATTTCTTGCGAGCTCTA 

AGGACTGTGCATTTAGCAAGGACCGTTCATTTTTCATCTTCCTCACTAAT 

GTCTTAAGGGAGGGAAAGATAAATCTGAGTGTCATCAGGATACATATGGA 

GCTGAGGGCCACAGTTGCTAATTAAGTCCTCTTCAAAGACCCATTTGGAT 

GCCTCAGCATACGTGATAAAAAAGATTACCCCCAATGATGTCATGTTTTT 

CCAGGCATCAAAAGAACCCCAAATTACCTTGTGTTAACAAGAGTGGTTGG 

AGAAAGCTAAGATACCACTACAATCTCCCCTTACCCTCTGCATAGTGCTG 

ck:taagtggtatggtcctgattttctgataattactacttttaaagagat 

GGTATTTTGTTGCAGTGTCACTGAGGAAACGGAATTCCAATCATAACAGG 

CCCCGAAGCAATNTAAGTGCTGCAAACCGACCCCAAATAGAATTTCCTTG 

AACCCTGCC AGAA ATAGGAATATTACTTTTTTGGAACCTCAAGGGGGAGA 

GAAAAGTTATTTTGGGAAACAGACAGTTCCCTGGCCGGGCCGGCCGGT 
>Sequence 2093 

CCGGGCAGGTAC 1 111111 11 1111 111 Mill AG ATTTC AAAACCCGCT 

TATTTCACGCGAGGACTCCTCTGCGAAGACAGGAAGGATGGGGTCCCACA 

CCTGAGCCAGGCGCGGCCCCACTGGTGCTCCGCAGCCCGGAGTGGCTCCG 

GACGACAGCCCGCTCAGCGGACCTTTCGCCAGGCTCGGTGGACCTTCTCC 
GCTG 

>Sequence 2094 

AGGTACATGAACTAATAATGCATTTCTAAAGGTGAAAAAAGAATAGGTAT 

TTTTCTGTTTAATATTCAATTTTATAGAGAGTAGTACGTTAATTTTTTT 

AACCCCAGAAGCTCAGGATCTTATCATTTTAAAAGAAATTATCACCAGTT 

CTGTGTGAGTAAATAAAGTATTATAACACTTTGTGTTTTTCATCCATGAT 

ACCTTGTATTTACTTACCTGAGCTTTTTTTCTAGGGAAAGAAAAATGCTC 

AGGTAATAACAGAGCCTTGAAAAATTTGGATTTTCAAAACTACCTATTTA 

TGTATAGGCCTTTAGATCATCTGATGTTGAATACTCTTTAAGTGATCTAA 

AGGCCTACATATAAAAAGGTATTTTTATTAAATTCTGGAATTAAACATTT 

CAGCATTACAAGAAAAGAAAGCAAATCCACTGGAACAATTCTGGGAAAGA 

AGGAAAGACTGTGATTAAATGCCTCTTAACTACTTCAGAATCCTGGATTG 

ATGTCTTATCTACAGGC 1 1 1 1 1 I ' l"l AAAAATCA AG AACG ATTGGCTGTG A 

AGTTACCAGGGATTATAGTTGAGGGCTAAAGACAGCTTCTTAAGAAAGCC 

CCTGTTCTTCATCTACCGTCACATGCTTGACCTTGAGTTTGCACTCAGAG 

AAAAGAATGCCATCTTACGGAACTTCACAGTTTTCATTGGGAATGGGTTT 

TTTGGGGCCAAGGTCCAAAATTATGTACCCCACCTCTTAATTTGGAACAA 

TTAAGGTTTTACCCGCCTTGAAGGGATAA 

>Sequence 2095 

AGTACTTNN 1 11111111 11 1111 11 11 1 1 1 GTGCAATACC AGCTTTCAC 

CCTGTCCTCTGCACTGGTTAGCCTTGGCTCTGCTGAGTTGTGCAACACAT 

TCTGAGAGATGCCATACAATGCTCCAGGCAACTTATAGAAAAACAGGAAT 

GAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAATAAATCA 

CGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTGCACTTTA 

TACATTAATGAATTATTTTTTAAAAAGAAATTAGCTCTATCATGAAGACA 

GTGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAATTGTTACC 

ATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGCTGAAATGA 

ACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATAATGCTTTC 

ATGAAAATATACATTGTGCATATGTAGGCTCTTTTTGGCATTACCAAATT 

TGCCAAGAACTTTCTTCTATAAAAAAAATTCATTATCAAAACTACTTAGT 

GAGCCAGCCTTTAAAATTCCCATTAAATTTTTTGAACAACTTTAATTAAA 

ATCTTCTGAATTCCTAGTGTGTTTCTCTTTCAATTATGAAGAAAATACTT 
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TCCGGATGGGCTGGAGCAGCAGGTAGGCGTTGGAATTGGTCTCATAGGAA 

CAGTAGAGGCTAGGGATCTGGTAGAGAGTGGGCTGGGAACCCAGGGTCTG 

ACATAGCCCCTCGTAGGTGTCTCTGGTCTGCAGGTGGGGTATATTGGGCC 

TCTGGATGACGGCCTCAGCTACCACGTGGTTGGGGCTCTCTGCCAAGAGC 

CTTTCATATTTCAAGACATTCCTGGCCATCCTCTTATTATCTGGGCTGTA 

GAGAAGAAACTCCCGCCGCGTACCTGCCCG 

>Sequence 2086 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCC 

>Sequence 2087 

CAGAGAGAGCTTTTAGAGGGATGGGGCAGGCATCTCAATACCTTTCCTAT 

TTTTGAGATGGTGCTTATTCACAAAGAAGCTACATTCCACAAGCAGGTGT 

CTCTTCCTACTTTATCAACTCATCCATTCTTTTCCCACAAATACTTACTG 

AACACTCTCTATGCCTGTCGTATTGCAGACATGCGGAATATATCGACAAA 

ACTGACTGAACTTCCTGCCCTTGGGGTGCTTCCTTCTTTATCTGGCTCAA 

AACTCTGTTCGCTGCAGGTGCTAGCTGCAGGTTGTTGCTCATTAACAAGG 

AAAATCTATTCTACAATTAGAAAAATACCTTGGGAGAACATTGCAAAACA 

GTATCTGAATAAGTAAAAGCTGGTGTCACCCCAGAGGAGAAGTTTGTACC 

TGCCCG 

>Sequence 2088 

CCGGGCAGGTACGCGGGGTCTTACCTCAGAGCTGAGCTGG(3CATGAGTAG 

ATGCTCAGTAAGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTA 

ACACCGCCCAACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCACG 

GGCATGAAGGCCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGTG 

CCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCAT 

CACTGGTCACCAAATTGTCGGCCTCCTGTACCT 

>Sequence 2089 

AGGTACAACTGACATCTCATCACTGAAGTGTTATGAATCGATCAGCTTGG 

ATATACACTTAGGTCATAATACTAAATATGAATATTCGTTTTTTCCCATA 

ACCATAGGGTGTAATCATATGCCTATGATTCTGATCCTCTACTTTATCCA 

TCTGAATGCTTCTCGATCCACTCATGCAAGATGTGTAAAACTCATCATGG 

AAATAATCTATACTAAGCTTTCAATATTGACATATTTATATAAAAATTTA 

TCGTAATAGATTAAATAAACATAAGTAACTTTTTTTATATTGATAAGTCA 

CCACAATATTTATCTTAAAAAGCAATCTTATTATTCAAGTATAAATTCAG 

TATTTTTTCAGATCCTACAATTCGCCTGGTTCGGTGTATCATTAGTCTAT 

AATAAATTTTTGCGGAATGGCAATTTTACCAAAACAACACACTTGCTTAA 

ACATAAAGCCAATGTTCTCAGTTTCCAATATATCTCATTTCAATAGCTAA 

CATCAACAAAATATATATATTTCTCATGCCTGATTGTAACAAAGAAACCT 

AATGAGTCACTGTGGTTCCCCCAATTCTGGTAGTCTCTTGAGTGCCCACA 

GGCTACATTCTGGAGTGCAAATAATCTACATGCATCTGAGGTGAAGTTAT 

TCAACTGCCCCTCTCACCAGCTCCAGAAATACCTGGCTACATTTTTTTTT 

GGTTGGCCAGTGAAACGGACCTGAAAGCCTCCTCTTNNNNhWN^ 

AAATAAAAAAGTAATTTTTGGGGGGGGGGGGGTTTCTAAAACCAGGGACC 

CCCGGGGGAAAAAATTTATATAT 

>Sequence 2090 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 

TTTGAGGGAGGTCAACATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 

GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTACAAG 

TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCAGGTCTAAGCACACAAGT 

TCTTCCTTCCATCTACCCCCGCGTACCTGCCCG 

>Sequence209! 

AGGTACGCGGGAGGAAGGATTTAGGACAGCATCCTAATCAAAAGGGCCTG 
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TGAAACTTTTTCTTGTAACAATTTTAACAATTTGGGCCCACTGGTTTTCA 

TTTGTGAAAGGCAAAAGGGTANTTAAACTTAATTTAAAAAAAACTCTAAC 
GGGTGGG 

>Sequence 2082 

CCGGGCAGGTACAGAGAGTTCCCATAGACTCCTGCCCCCTCCCACAGACA 

GACTACCCTAGAATATTGTGAAAGGATCTATCAGTCATTTTCCTCACCTC 

TCTTATAGATGTCTCTCTTCAACAGTGAGATTATTCCGTAACTCTCTGTC 

TCAGGACTGGGCTTGTTTGCACTCAAATCCATGACTCATCGATTCTCTGC 

CTTTCCGTGTGTTACAGGTGGGCTGATCCCCCTGCAGCCAGTTTCCCATA 

AGCAACTGACTTCCAACTGGGAATGTCTCGGGGGATAATGGGGGTGGCGA 

TATGGAAATATAGAGAAACCATACGCGGAGACAGGGTGTATACACATTGC 

TCTCTCTGAGGATGACGACACTCGCTGTACTCACTGGCGCATGTCGTTAC 

GTCCTGCTTGAGCCGGGTATGTACCACTCGACGGTCGTGAAACGGTGGAT 

CCCACAATCTGGGGGAATCCCATGTAAAGACCATTGATCACAACGACCAT 

CAAGGGGGGGCACCCGCACAAAGGTCGGTTTGATGGCCTAAGGTCAAAAG 

CTCCGCTCCCCTGACAAGGGTATAAAATGTTCCCTTTAGAAAAAGGTAGC 

CGATCCCCACCGGACAATAAAGAAACCCGGGTGCCTCACTGGAGCTCCTG 

GGGGGCTCTCTAGTGACCTCCTTCCACTAACGGAGACTTGTTCCCTTTCT 

TTTTCAGGAAGAAAGCGTGTTTCCCACATCAATCTTAAGTGCTCAATCCG 

GGTAGATGTTTTCTCCTATTGGCCTCATTCACCAACCCCTTGCAGTCCAT 
CCGCTGGTATT 

>Sequence 2083 

AGGTACTTGCAAACCAAATTGGCAGCATATTAAAAGAATTACACACCAGG 

GAAAATAACCCTAGACCTTGCATTCTAGTGCTCTGCTTATCTGTGACTTC 

AGACAAAGATGGAGAGAGCTGACCATCAGTATAATTTAGCTGAATGAAAT 

AATGAGATATTTTAGGAAGAAGAACATTGAATGTCAGAAGTTAAATGTGA 

GATCCAAGAAGTAACAGTGAACAGACAAGTTTGTGGGTATGTGGATATGT 

CTTAAATAAGTCAGGTTGTGTCAAATTATGATGGATGATGATGACTGCGA 

GGCAGGAAGGAAGATGAAAAGGAGGAGGCATTGAACACTAATGGTCACAG 

GGAGCACCGGGAGCGTGGTGACGCCAGGGTGAGCTGCTTGTTCTGTGAGG 

GTGGAGGGAAGAGATTTATTAACCTTAGACTTTGTTAAAGTATACATGTG 

ACGTCTACATGGGAAACTGCTAAATGAATAGAAGTGGAAGGTGTAACTTT 

CACACCATTTAAAGGCAAANNTATTAATGTAAAAATATATANTGGTCCTG 
CCCG 

>Sequence 2084 

AGGTACTCTGACATCATCTGACATGGCAGCTCCCCAGCCATGGTGGTGGT 

GATAGAAATATAAATGGTGACAGCAGCAGCAGTGTGATAGTCACGGTGGA 

GGGAGATTGCTTTTCTGCAGCCAGGCTTCTGGCATCTCCCAACCTGGGTG 

GGACCCAGCTGAAGATCTGCAGAGAAACCAGCCATTTCTGAGAGCAAGGC 

AATCAGTGGGCATTTACTGGAGGGTGTCTAGGTTCTTAACATCTCACTGT 

TATTTGGGCTCATGGGATCATAAGAATGACAAAATAAAGAGAAGTCCTCA 

TTTCTGACCACAAGACGCTTGACACAATTCCAGTAAGTCTTGGATTGAAA 

GGAGAGACATGTTTTCATGTGTTTATATTCCCTTAACAACCAATATACCT 

TGACATTGAAGAGCCAAGATGTTAGTGGGAGGTAGTGCTAAGGTATGTAT 

GACTTGCCTCAAATTATTTTTGTGGACACTTAAATCTACATGCACAGGCG 

TATAGAGGATTGAACTTATATGAGTAGTATAGTATATAGCGGCTTTCTTC 

TTTTATATAAAATAAATGCTGTTACACTAGAACAACACTTGAAATGCTAT 

TCTTCTATAAAAGATTGATAGACACACTTATGCATGTGACGAGAGTTATA 

CTATATATGATATATGTCATAACTACATATATACATATGTGTACAGATGG 

ATAAGATTCATTCTATATAAATCTATTTGTATTATATATTAAATAATTTG 

TCGATCCACACCATCATATGTACCATACTTCACTATTGTTCTTATACCGC 

TTTCTCCATTCTCTCTCACATATACAT 

>Sequence 2085 

AGGTACTCCACTTGTAACTGCTTCTCCCCTGATGCCACCACTGACCTCTG 
TAGCCATGGTTCTGCAAGTTCTCTAATTTTCTGAGCCTCTGAGTCACTGA 
CGAAGTCATGGTAGAGAGCAATGTAGGGCTCCAGGTNGGATGACTCTCCT 
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AGGCACAGACATTGAAAACTAACCTGTATTTAAGCTTAGTGTATTTTCGC 

TTTGCCTCTACTCCAAGTGGGGAGTTTTCATTGCAGGCACTACAAACCCC 

AGGTATGACAATGACATAAGAATCAGGGAAGTGGCTGGAAAGGGAAAGCT 

ATATAGTTAGACTGGCCTGCCTTTGAGTCCTGCCCTGCCATTTGTACCTG 

CCCG 

>Sequence 2079 

AGGTACTGCAGGAAACCATGTTGCCAGCACTCTCCTAGCCCAAAAAAATT 

ACATCTAGGAAGCAGGGGCCATTAACCTACTGGAATCATTGACTATCTCA 

TAGAAGTCCAGTCACCCCGCAGGAACCAGAATCTTCCCCATGGATATTTA 

AACCCAATTAGAAATGGCCACCAGGTGGTGCCAAACTGCAGCTAAGGTCC 

AGGTGAATTTGAACCATGCAATCTTGGATCTTTTGGCTCTCCTGGTGATT 

TTTATAGAGTTTTTTTCATCGTTAATCCATTTATGAATAAATGCTGTCAG 

TTTTGATAACTCTTTCTTATTGTCTATAGGTAAAACAGAAAACCTTTAGC 

ATTGTATAAAAGTCTTCCTTATTTTTTACTGTGACCTCTTTCTTTCTTTT 

GATCTCTAATATTTAGTCGCATGGGAACACCAACTGTTAACTGAATTTCC 

ATTTTTCCATGCCTTTGCAAATGCTCTTCTGTCTGGAGGGCCTTTCCTGC 

CACAGGCCTTGCACTTTAGATTTAAATTAAAGCTTTTGCTGAAAAAGAAG 

TCAAACCTGTAATGAACTACCTCAAAGGGTGTTGTGTCTGAAAATTCTTG 

GAATACTTTCCTCTAAAAAAAAGCCCGATTATTAATTCTGACCTCTTTGG 

GCTTGCCAAGCACTTTGTTCATATATGTAAAAGCCGGGGAATCTTAAATT 

GAAAAACTTTATTGGCTTAACCAGTTGGCCCTTAAAATGTAACGCCTCTG 

GTTGAACCAAACCAACTTTTAACTTAAGGCATCATGGCATAAGACCCATT 

TTCTATTACTTCGGAACG 

>Sequence2080 

GGAGCTCCACCGCGGTGGCCGGCCGCCCGGGCAGGTACGCGGGGGTTTGT 

AGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 

TGCCACCTAGGTTACTTGTAGGACCCTATACGGCTTCCTCCTTTGCCAGG 

AACTATTGATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAG 

GGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGA 

GATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTT 

TGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAQCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGGCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATGTTGGCTTTTCCAA 

CTTCAGAACTGGGAGAAAGTATATGGTTGGGGTTTAGTCAAGGGTCTATG 

GGAATTTTTTTAATGCAGTCCCCAGCCAGACAGTGCCTCATTTACTTACT 

CCC ATTAT ATG ATTAT ATAGGCTCTTTC A A AAACCC ATGTTC AA ATAG AG 

AATAGAATCTGGAACCCATAACACCTTAACTAGTTTTTAGGTTCCAAATT 

TGGAAAAATGTTGGGT 

>Sequence 2081 

AGGTACACTTGCCAATTGAGATAATATGAAATTGTATTCCATTTTAGTTT 

TAATTACATTTCCATGATTACTGCTGAGGTTTAGCATCTTTTTGAGTATT 

ACGGAATTTAGTTTACTCCTACGTGCATTACATTTTCATAATTTTGCCCA 

GTTTTTCCTTGGGTTGTTTTTATTTTCTTACTGATTCCAAAGGTATCTG^ 

AA ATTATTG A AATGA ATTATTTTAGTATTGTGCTTTTC AGC' I I TTCTTTT 

CACTTTAATTGTGCATTACATCATATAAAAGTTTTCATTTTAATGTAATC 

TT AGTTGT A A AT ATTTTT A AATTTGGTTTGGTTTTCCTGTT A' nTTTTT A 

AAAATTATTTCTCTCCCCTAACATCTAACAAATATTATTCACTTCTGGTT 

TTTCTATTAAATTTTCAATTTTGCTTTTCACACTTATGAAATTACTTGGT 

ATTATTCAGTTACTTAATAAACTTTGTACCTGGGTAAATTTGGCCACATT 

TTTGAGTATTTTTAAATAAAATATTTTGGCGGTTTTTAATTCTATCTAAA 

GGTTCTATTAAAATACCTTTTGGCTCTTTAACTTTCGGTAATTGGGGAAA 

ATTGTTTACACTGTCTTATTTCTTGTAATTTCCTGGGGTGGAAAAGTTCC 

AAAAAATTTCACATTTAATTTGGTTTAAGGGAGCCTTTCTGCCCAATGTT 
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TCAAAAAAAAAAGTACCTGCCCG 
>Sequence 2075 

CCGGGCAGGTACGCGGGGATTATAATGTATGTTGGAATGTCCTCCTTTGA 

GTAAATTTTACTTAAGGGTCTTTGGGCTGCATAAATTTGTATGTGCATAT 

CCCTATCAACATTTGGGAAGTTCTCAGCCAGTATTTCTTTAAGTAAGATG 

TTTATCTTTTCTCTCTCTCTTCTCCTACTGGAAATTCCATAAATTATATG 

TTCATA TGCTTGAT AGTGTGCCATAGGTCCCTCATACTTTGTTCACTTAT 

TTCATTC I rTTTTI CTTTTGTTTCCCC A AGTGG CTAATTTTA AATAAC AT 

GTCTTAAAGTT GACTAA TTCCTTCTTCTGCTGAATGAACTTTAAAAGATT 

T TTAAT AGAAGTTTTTTGGTAATCAAAAAGAAAAACATATAGTAGAAATG 

CTTTTTAAAGTTCAGGCATGGTGGCTCATGCCTGTAATCCCAGCACTTTG 

GCCAGCCTAAGTAGGAAGATCATTTGAGGCCAGGAGTTTGATACCAGTCT 

GAGGAACATGGCANAACCCCATCTCTACTAAAAAAACGAAAATTAGCTGG 

ACATGGTGGTGCCCTACTGTAGTCCCAGCTAAACAAAGGAGAGGTGGGGA 

AGATCCTTTGAGCCTGGGAAGCAGAGGTACAGGTAGCTGAAAATGCGCCA 

CTGGACTTCCAGCTTACAAAAGAATAAGACTCTGTCTAAAAAAAATTAAA 

GTGGNAAAAGTAAAGGGTTCCCTGGCGTTTT 

>Sequence 2076 

GCCCGGCAGGTACCCTGTGGACACCTTTTTTTACCATGATCCATTTTTTG 

AATACAAAGACACAGTACCCCGCTTTTGGGAAACAACTGAAAAATAGGGG 

AATAG ATA AG AAAGTTTTTTTGCTTACTTGTTTTTGTG 1 1 1 T T T TT ATAT 

TA AACTAA AATTTC ATTC ACTAGTAA AG1 " H T HTTA AAG AATAAATTGC 

TTGCTGGATGTATTGAGGTAATAAAAGTTTTCCTTTTCCTTTATATGAAG 

CAATATAGGATATTAGCTTTATGAGGCACTTGCCAGTAAAAAATAGATGA 

ATATGTGTTAGTTAAGAATAAAGAGACATGAGGACATGAGGATACTCCCA 

TGATCAGGTAACTTTCAGGCATCTTAGTGGAATCAACGGGCCNGAGTAAT 

TTCTCTGTCTATAATTACACATGTTTAAATGGGGACACTGGCTGTAAAAA 

A AG ACTT 1 T 1 " 1 GTTCTGG ATAC AGC ACCGGGTTTTTG AAGGG AC ACT ATT 

ATTCTCTTTTAAGGATGGGCAATTTTTCTTTGGGTGAATCAAACCAAATC 

TACAGCTTGTTGCTAGGACAAAATTCACTTTGGACACCCTTTTTTTTAAT 

AAA GGACCAATT ATTTGCGAAGACTGGTTAAACCTTTTAGGCCCAAGGGA 

C TTGT T 1 1 rTTTTTTI CC ACA A ATTTACCCTGGTTTTGGGGCCTC A A AAG 

ATTTTGGTGAAAATCTCTGGGTGTACGCCTGGCGTGTTATTTGGTTTCTA 

CTACAGATGTTTGAACAGCCTGAGCCGCTTATTTATATATAGTTT 

>Sequence 2077 

AGGTACAAACCAGGGCTGTTACTCCTCAACAAGGAGGAATAACGCCTCTT 

AGAAGCATGGCAAGCAGGTGCCATAAAACATGTCTACTACAATTTCTCAC 

TGCC TGGA ATAATTGGAAAAGTTTCATAAATGCTCTGGCTTTCAGGTTCT 

TCACTTTTGCAATAAAGCTGCTAAGTCTGGTTGCAAAGCTTTTATGATGA 

TTAGAAATAATATATGTAAAATGCCTGATGCACAAGAGTCACTCAATAAG 

TGACAGCAGTGTGATTAATCTATGACATAATAAAAAGTTCTAACTTGAAA 

CACGAGAGAAAAAAATAACTGCCAGTGCGTAAAGAGATAATTTCATGATC 

TCAGGGACACTAACCTTCCTATTACCCATTCCTCCACCCGCGTACCTGCC 

CAGTTTGTCGACCAGGGTATTTACTTCTTTCATACAGTCGCTCTCGATAG 

ATAGTAAGAGACTCTTACGGTGTTAGTAGCGCACACATGGTCCCAAAGAG 

AGCGACTGATGGGGACAGACGAGAGTGACATACACTCATTGTGTATAGAG 

TCTACAGAGCATAAAGAAAGTGAGATTACGGTCAGACATATTCGTCGATG 

ACTATAGTTATTGTCGATTTTTTTAGTATATAGACTAGCTACGTCGCGTG 

TCTAGAGAATAGACGATACTGTCTCTACCGACTTACCAGAGTCGAGAGAC 

GCGAGAGAGTGTGTATAGAGTACACTAGTGATTGTACAGATCTCTTGTGT 

GTCTAGATGAGATCTGTTACGGCTCGACAGTGACTAGACTATAGTTGACC 

AGTCGTCTCTTGCG 

>Sequence 2078 

AGGTACTCAAATCTCTGCCTCAGGAAAACATCCAACTTTCAAAGTTTCTG 

GTAAGGGTTGTAAAGGAAGCAATTAGTGTCATTAGAAAGAACTATCGATG 

TCACTATGCCAAGGGAGAAAAGGGGTAGCAAAAATGAGAAAGAAGGCATG 
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>Sequence 2070 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCGGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTACAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATAGGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATTAGCATT 

TCATGCCAAGAGAGAGTGGGCATGAATGATTTCAGGAAATGAAAAACTAG 

ATTTCAGCCTTGAATTTGCTTCCACCCTTCTGGTGGAAATTAGTGGTGGC 

TTACTGAGCACTTTATCTTGCCGGGGTAAATTATTTTTCCAGACAGGGTG 

GTACTTTTGCATTCAGAGCTGGAGGACCCTT 

>Sequence2071 

CGAGCGGCCGCCCGGGCAGGTACCTTAAAGTTTGAGTCTCACTTTCCTCT 

TATATATAAGGCTTCCTGAAAGCATTAACAGTGATGTATATGAACTGGCC 

AATACAAAGTAAGACCTCAATAAATGGTGGGCACCTTCTTTTATATGCCA 

GCTTGTATTCTTATTGGACAAGGTATGCAACCTCTTTGGGCCCCAATTTC 

TTTCTGAAAGAATCAATTCTAGTGCTCAAAGATTCAGAACTTAGTGCTTA 

CACTTTGGGAAGGAGGACTGATGTAAAGAATCAGGATTTTCTGGACAAGT 

TGATGAATCTCCTCCCTCTCTTTGGTGTCCCTGAATGAGTGATAGATGGA 

TAAAAGTCCAGTGTCCACATATGCACAGATGCTAATAAAATGAGGTGGAA 

TGATGGTAAGGCCTTAAAGTAGAAAGTATGAAACCTCCACTCTTGTCTTG 

GCTTTCTCTCTTTCCCTTGCTTACrCACTCTATCTCCTTCTCTCTCTC^ 

TTTCTCCAAATGTCAGATGTAATCTCTGGCTTAAATTTCGGAAAATCATC 

AACACCCTTTGTAAACAACATACAAACATAAGTTATTATTATTAACTATG 

TAATCATTGGTGCAGACATACTTTTAGGCAATGTCTCCAACTTCCTTGGT 

TGAAACTCCATCAACTCTGTATTTTCTATAAAGAGGTACCCCGGGACCCT 

AAATCCAAAATTCTCAAGGTATTGGTGGATAACCCACTCACCCACAAAAA 

CCTTAGGTCATGACTCTTCTCTTCCTGACAGTTTGGCAGAACCCTGTCTG 

TGCCTATAACCA 

>Sequence 2072 

CCGGGCAGGTACGCGGGGACTCAATCTTACTCCCTTGTAGAACAGGCGAT 

ATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATT 

CTCCACGAAGCCAGAAAACTAATAAATGAACAGATGGCTCCACATAAGGT 

AGAGCGTGTCTGGTGCCCTGCCGTTTGGAAATGACCCAAAGGCAGGAGTG 

GAAGATGAAGTTTCAGCAGGAGAGACTGAGGATCTCAGAGGATTTGCTCT 

GGGATGCAGAGACGCTTGCCTATTTGCTAAGTGTCTATGCCATATGATTC 

TGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTGT 

AAGTACCT 

>Sequence 2073 

CCGGGCAGGTCAGCAGCTTTGCATGTTGACAAATCCGCTCTCTGCTGCAG 

ATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAATGGGGGAA 

CACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAAAGAAA 

AAGAAGGAAGGAAGAAAAGAAAAAGAAGGAAGGAAGAAAAGAAAAAGAAG 

GAAGGAAGAAAAAACAGAAGGAAGCTAAAAAAAAAAAAAAAAAAAAAAAA 

TGTTCCT 

>Sequence 2074 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTAGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGCCTGGAATCCTTCAAAACTCCCAATTGTTGACAT 

TTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTGC 

ACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGACTGGCTC 

AGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCTG 

AATCTCACTTCACCAAGTAGGCTGAGAGTTACACTGCCACCCTCAAATAG 
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AACACTGTAAAACTTGGGACTTGCTGCCAAGCTCCACCAGGCAGGGGGCA 
GAGGACACTGAGTCTCCTCCAACTGAGTCAGGAGTGGCTCAGGAGCTGAC 
ACTGGCCTAAGCTTGCAGCAAAGGGCCCCTACGTACCT 
>Sequence 2066 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACAAGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 

CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTTAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 2067 

ACGTACCCGGGACGCTGGGAGGAGATGCTACCACCTAGGTTACTTGTAGG 

ACCCTATACGGC AACC I GCTTTGCCAGGAACTATTTATAAAC ATTCTGCA 

GGAAAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCGAAA 

CATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGAC 

AAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCT 

TCATAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

CTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGGCTGCAAACTGCG 

AGAAGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATGTTGGCTGT 

CCAACTTTCAAAACTGTGGAAAGGAATATGTTGTGGTTAGTCAATGGGCT 

ATGGTAATTTTTTTTATAGCAGGACCAGCCAAACAAGGGCCCATTTACTA 

CATACCAATTATATTATTATATAGGCCTCTTTTCAAAGAACCCTGGTTCT 

ATACAAGATTGGAAACTGGAACCCATAACACCTTCAATAGGTTTTAGTTT 

ACCAAATTTGAGAAATTAGTTGGTATATAACTTTCTTATTCCAGAAATGG 

CGATTCCTGGTGGGTTCAAATATTTATAATATAGCTGGCCAAATGGAGAA 

ACTTTCCCGCATCCAAATTTTAACCTGCCAAAAAG 

>Sequence 2068 

AGGTACTGACTAGACAATTGAGTCTCAAAGACGATAATTTATCCAACATA 

ATTGTGTGAATAATGACAAAAAAACACCCAGTTTTGGGAAAATTACAAAT 

GCAATTTCTAGCAGACACTGCTTGGTATCTAGTGTTTTGAAATAAACAAC 

TCCAAAACTTCGTGGCTTGAAATAAGCATTATTTATCTTATTACAGTTGT 

TTGGGTTGATAATTTAGACAGAGCTTAGCTGGGATGGCTTGTCTTTGCTC 

CATGTTATGCTGACTTGACTCACTCATCTAGTTGCAGTTAACTGGCAGGG 

CAGCTGGAGCCTGGCTGGTCCCAGATGGCCACACACTTTGTGGCTGGTAG 

TTGCCTGGCACTCATAAGGTGCCTTCATTTTCCTCCACCTAGCCTATCCA 

GCAGACTATCTTGGGCATCCTGGGCTTCAAGAAGAAAACCGCGATGTACC 

TGCCCG 

>Sequence 2069 

AGGTACGCGGGGGTTTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTG 

CTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAG 

GAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTC 

TTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTTGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCATAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 

TGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTTGA 

ACCTTGAAGAGGACCCTCACTAGAAACTAGCCATACTGGCATCCTAATCT 

TGGCTGTCCAACTTCCAGAAACTGGAGAAGTATTTGTTTGTGGGTAAAAC 

AAGGGTTTTGGGGAATTTTTTATAGCAGTCCCAGCTCAAGACGGGGCCTT 

TTTTACTTCATACCCATTTTTATTTTTTATTGGGCTCCTTTGAAAAACCA 

TGGTTAAATAGGAGATAAGGTCCGGGACCCCTTAACCCCTTCCTTTGTTT 

TAGTGTACAAATTTTGGAAAATGTTTTGGTTTAACTATTTGCCCCAAGAA 

TGGAAATCCCGGGGGGTTAAATATTAAG 
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CCAATTGGTTTTTTATAATAGTGCGTTGTATACATATTATCCTAAACGGG 

TGTTTTAATTAAGATAATGGTCTCGGGGTGCTATATTGTGTTATCTTTAC 

TATCTTACTAAGTATCTTACTGTTATATACGGATACTATTTTGAATGTTA 

ATTAATGATTTTGTAATATAATATATTATCTAGATTTAGTCATTGATACT 

ATAGTTTTATATCTGCATATATAGCTATTATCATATATAATATTATCTAT 

TATGCTCATGACTCTCCACGTTTTATAATATGTATTCAACGACTTATGTG 

AACTTCTCGATAACTGGTATTTATATCTTATCTCACCCTAATCGGATTAG 

CAATACATCTCATACCTCTCACTGTATAAGAGTTAATAACGGTTGTTATA 

TCAATCATTGTACAACCTATATCATGTAATTAATCTATACTTATCGATCA 

CTTGATATTAAACTCGTTGACATATGGTGCCATACGACTTTAACTGTTTG 

CTCAACTATGTGTTTGTCGATATACATATATATGTATGCTCTTTTATCTT 

AGTTGGTGGTGTGTTAGACTGCCGTCGGTGGGTGTATTAATAAAGAATAC 

TCGCTGGGCTTCTCCACGTCGTAGGAATATACTCTATCGTCGCGN 

>Sequence 2063 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACAT 

CAAGAGAAGATGAGAGGAGTCTATATGTCAAAATACACATTTCCCACCTT 

GCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAG 

GAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCA 

GAAGGfAATTAATGGTCTTGTAAAAGAAGCCAAAGAGCTTGCGCACCTTT 

TTTCTGCCATGGGAGGAGCCAAGAAGCCCGGCTGGTTTGCAACCCTGAAA 

AAGGACCCTTGACTAGAAGCTAGCCACACCTGTCGATCTCTCATTTGGGC 

TTTCCAACCTTCTAAAACTGGTGTAAAGACTTTTGTTGGGTGTAATACCC 

ACAGGACTATAGGAAATTTTATTATAATGAAGTGAGATCAAGACATGTTC 

GTATGTGATATGATGTCATAATGATGTAATTTGACTCGACGCGTTATGAC 

GAAACCCTCTGTTCGATTTTGTGATGATGTTGATCTGATAATCATGTATT 

CGAGTTGTTCTAATCTTTATGTTAACATAATTATGACAGAGCGATTTCGT 

TATGATAATCATGTGATCAAGTAGATCATGATCAGAAGGATGAGATGATG 

TTGTGATGATGACGCGATGACATGGATGATATATTGATGCCGTCATGGTA 

ATCTAGATTACCTATATAGTGATGCATACACGGATGATAATGCT 

>Sequence 2064 

AGGTACCTCTCCTGGGAAGCTCTTCTTCAAACATTGGTGACTCAGGGATT 

TGGGCTGCTTTCATCTTATAGCTCTGTCATCTCTATCATGGAGCTTTCAA 

GGCCTTGTTTGCGCCAATATCCTCTCCTGGATGTCTTGGGAAACACATCG 

ATGCATCCCGTCAGTCAGCAGCTGTTTACGGAACACCAGCTGCAGGCCAG 

GCACCGTGCTGCAAGGCGTAGATATGTTGCTGAACACGACTCCCTTCCAG 

ATGTTCAGGATTTAACAGGCAAGTAAACAGAGGGTCCAGAGAAGGCACTC 

AGCACTGCCTCATGACATCAGGGAGGATTGCTCAAAGGAAGTGATGCCTA 

AACCCAGCTGGATCGTAGTGTAATGGATAGAGGGGTAAACAAGAGCTGAT 

TTCCTAGCGGTCCTGAGTCTCGACAGGTTGCCACGTCAGGAGTATTGATC 

TTTTTCTCCCCGCGTACCCTGCCCGGGANANTAATATATCTAGAGGGGGT 

CTGAAACTTTATCACTTGAGAAAAAATATAGTCTTAGTTCCAGTAGTAGT 

ATTAGTATTGTACAGCAACATAAGTATCTCTTATCAGAACTAGATTCCTA 

TATAAGCACGATTTATTACTAGTCTTACGGAGGAGGTCAGTTTAATCTGG 

TACATGAATGTGGTTTATGGAGGTTGTCATAAGGTGGTAAATATCAGGAA 

GTCTGACTGAACGACGAGGTTATCTCTGTTAGGTAGATGAAATTGTGGTA 

TCCCTAAAGATAGTATTACGTTGTACATACTTTACAGTGAGCAGGTTCTT 

TCGCAGTATGTATCTACTGTGTTT 

>Sequence 2065 

CCGGGCAGGTAC1 TTT I I HTlTn nTnTlTlTAGGTTATATGTATAC 

ATAGTAAGTGTATATATTTTTGGGGAGAAGATCATGCATTTCCTAGGACA 

GGACTAATACATTTAGCTGTGGCTATTATGAAAGAGCACCAAGACCTTAG 

GTGGGGCAACCAGACTGGCTATGGGGCTTGATGTAAGCCAGACCCATGAC 

CCATAAACTATTTCAGGTAGGAAGTAAGCAATACTATAACTTGGACTCGA 

GGGGGAGCAAAAGGGCACCCCTCAATGGTGATGGCTGCCCACTTGGTCTC 
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CCTAGGCATTCTATGCTATTCTGTACCT 
>Sequence 2059 

TCTCCGGCTTCTATTCTGCCCACCCGGAGTCGAAATACTTCGTCGTCGGC 

AAGATCGGCATGGACCAGGTGGAAGACATGGCCAAGCGCCGCGGCGCCAG 

CATCGAGGACGTGGAACGCTGGCTGGCACCGAATCTGTCGGAGTGCCATA 

ATATAAGCACAAGGCTCGCGGAACTTATCGCGCGCCTCAGCGCACTAACG 

CACGATGCCGGGCGGGATGCTGCAGGCTCACTCCCGCTTGTTACCTGAAT 

GCGTGAGGACGATATATGCCCAGGAGATGCGGACATAAACGTTTGCACGA 

ATAGAGAGACCTTAGCCTGGGACAACCCGCTTGGAGGTGTGACATGATGC 

TTATGACAAAAATCGTGTGTCGCGTCGCGAGAGAAACGACGAGACGAGAT 

TCCTCGGGTGATGTGATATTGCATTTTGTGTGATATGATGTGACATACGA 

GATGTCTTGCTACATGTCATGACATCACAAGTGACGAGATGTGACGTCAA 

ATGAGGTGAGATGACGTATGAGACGTGGTCATTATGATGATGCAAGTCGA 

TGATATCATGTGATGATGATATTGTGCGACGCTATGTAATTGAGATGATA 

CGATGTATTCGTTTCGATGATATGGTGACGGAGATGATGAGGCTATTACT 

CTCTATCGTGATATGGATAATGATGATGACGATGGTCGTTATGATTACGA 

TGTCGCTGACGATGATGTGGATGATAAAGATAATGTGGCTAATAATGATT 

AGCATAGTGATGTCTGCGATCATCGAAATCGACGATGTTGATGACGATGA 

TGATGATGTCGCTCCTCGTAGTGGTCGACGTTAATGATGATGGTGGTCGA 

TGATGATTATCATCATCGTGAATATCATTGATAACAATCf 

>Sequence 2060 

TCTCCGGCTTCTATTTTGCCCACCCGGAGTCGAAATACTTCGTCGTCGGC 

AAGATCGGCATGGACCAGGTGGAAGACATGGCCAAGCGCCGCGGCGCCAG 

CATCGAGGACGTGGAACGCTGGCTGGCACCGAATCTGTCGTAGTGCCATA 

ATATAAGCACAAGGCGCGCGGAACTTATCGCGCGCCGCAGCGCACTAACG 

CAGTATGCCGGTCGGCATGCTGCATGCCCGCTCCGGCCCGTTCCCTGACT 

GGCTAAGGAGGATATATGGCAAGCAATTTCAAACTGAAACGCTGGCAAGA 

TCAAGTGATCCTGTTGCTGGGCCTGTGGCTGCTCGTTTCGCCATGGGCGT 

TTTGCTATCCCGAAGGCTCGCCGCAGATGATCAACGCCTTTGCCTCGGGC 

CTGGTGAACGTCGGACTGGCCGCCTITGACCTGTACAAGATCTATCTTTG 

GGCCGTCCGCCTCCACCTGCTGGTGGCGGTTCGGACGTCATCTTCCCATG 

GGTGCTGGGCATTGGCGAACTAGGCGTTAACATGGTTAACCAGGTGACTG 

TGTGAAATGTTCGTAACTGTGCGGATCCTGAGGAAAATGATACCCGACAC 

CAAAGTGACAAACACTTGGGCTGCCCTTATATAGATTTATTATAAAAAAT 

ATGTTGAGGGTAAATTCCCCTATTACTTTTATAAAATTTCGAGCCACCTG 

GATTATAAAGTGAGCAATGTCTTATGAAGTGTGGATAGATTATATGGATC 

TTATTACAGTTTCCATAATGATAATATAGATAAGTGAATCCTGGATCGGA 

GAATATGAACTTTTATTTTATATAAACTGTGATAATCT 

>Sequence206t 

CCGGGCAGGTACGCGGGGGGTTTGTCATACTTTAACTTTTGTCCCTTTCC 

CAGGTGGCCCATGCTTCTAGGCCAGCCTCCCAATTCCTAGCTTGCTTCAT 

GCTCCTGGTCTTTGCCTACTCAAAACAATCTGTCCTCCCCACCCTGTCAT 

CTCTGTTCAGAGTAAATACCTCCCTCCCTCTGCTTTTGCCCTAAGTTATT 

TTTTCAACTCACCTAACATCTAACTTGGCTTTGCAGCTCTGTTTCTCCAA 

AACCCTCTCTGCCTGTTTCCTCCCAAGCTATCTATGACCAGTGCCAGAAA 

CCAGAAAATCTTCTTGGAAGTTGCACTCTTTGCTTCTCTTCCCTCTCCTT 

TATCCTTCCACTTGGAATCTCTCTCCTTCTACCTGTCTCTATCTGCTGCA 

ATCCTGTTCATCTTTCCAGGTACCT 

>Sequence 2062 

AGGTACAGCACTGGGCTTACAGCGGCGCTCAACAGATTTTTTTCTTTTTA 

AGAAAATGAATTCACTGAGGTTTAGAGATGTTAAAATACTTGCCCAAGTT 

CCTGCTTGCCCAGATGTGCCTTTGGGAATGTATCTTCTTTCTCAAGCCTC 

CTTACAGGGTTGTAGTGAAGATGGAAGGTGATAATGCAGGTGAAGCAATT 

GGAATATATTAAGTGCTCAATTAATAATGACCTGTCAGTATTTTTCTCAT 

GTTGACGATAGGACCTGCCCTTCTGTGTCTGGGAAATAAACTGAGGGGTC 

AACCTATCCTAACGTGATGGGGATAAACGCCTCATATCGTTTACTAGGGC 
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CAAAACTATCTTGCAAAGAAATAAGTACCTGCCCG 
>Sequence 2052 

CCGGGCAGGTACll 11 l"J 1 11 I I I 11 l i i TI I J 1111 1 1GTATATATTCC 

ACCCTCATGGCAAATATGAAAGATTTCCATTGGATGAGACACTGAACTCA 

GTAACCACAACAATGAGGGGCATAATGCAATGAAACTAAAAACATATTCT 

TAGG A A AG A AAAATG A A AGGG AGG AAGTA AG A AAA 111111111 IT TATG 

AGACAAAATTTTGCTCTGTCACCCAGGCTAAGGTGCAAGGGGCCCAATCC 

TCGAGATGAC1TGGAGCCCACCTGCGCCCCTGGGGAAAACGGAATAACCC 

GTGGCTGCCAGCTTGCAATTCATGAAAGGGGGGCAACCGCGCGGGGCAAA 

AAGCCTGTTAACCCTATTGGGGCGGCTCTTTCCGCTTCAC 

>Sequence 2053 

AGGTACCATTGAAGACTATTACGCATCACGTGCCTACGTTCATCAGGCCT 

TAAGCCCTCAAAGAACAACAGCATCAGGGGCTCTGTGAGAGCCGCCACCT 

GAGCCTCACCGCTTAGTTCATAAAACAGCCCTGTGTCCTTTCTACAAAGC 

CAGGTCGTGTTTTCTACCCACAGTTCAGGACTCCAGCGTAGACAGCAAAC 

ACAAAACTTGTATTCCTTTTTGAAACAAAACAGTTTTTAGTGAAGCAAAA 

CAAACAACCACAATCTAAACCAGCCGCGAGGAACCCTTTCCTCCGCGTAC 

CTGCCCGGGC 

>Sequence 2054 

CCGGGCTGGTACGCGGGGACAATGAAATCAATACTCAGAGAAGGCAGATA 

ATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAATTGT 

CCCACCAGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTG 

AATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATT 

TCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCT 

ATGCCATATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACT 

CAAAGTCAAACTAGATGGAAGCATTCGACTGCCGGCACAAGATGTTTGGT 

GTGTAGTGACTGCCTAC 

>Sequence 2055 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAGT 

CTTATAAGGAATTTGAAGGC 

>Sequence 2056 

AGGTACTTCTGTGACATGTATCACCAACTCACACAGTGATTCTTACGTTC 

TTAGGTCACTGCTTGGATTATGCAGCAAGAACAAGGCCATGTAAGGGGTA 

GGGGTGGGGCCAGGATTAGACCTGATCATTGAGAAATGGCAGATGGTAAG 

GGAAGGTCAGTCGCAGATACCTACACTGGTAGGAAATAAAAAGCATATGA 

GACAGAACAGAGTATTACAAATGAAGTGTAACAGACCACAGGTCCTGGGT 

GTACCTGCCCG 

>Sequence 2057 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCT 

>Sequence 2058 

CCGGGCAGGTACAATCTCTGGCCCTACATTTTCTAAACGTTATGCCACCC 

TGACCAAGGGGCAACTCCTACAAAGCCAGGCAAAATAATAAAATCATATT 

TGTCTCTAGTGGAATGGATAACTATGCCTAAAACTGGCCCTTTGAAAAGC 

AACTAGAGAGATAATTTCTGAAGTGTTTGTCCCTACCTGAATGTGTGGCA 

AAATTCTAAACTCCCTGAAGTGTGAAAGTGGTTTCCAAGCCACATGCACA 

TCCAGTAGTGGTAAAGGGTGAAAATCTAACTGGCTAAGAGGGCTTCATAG 

CAACATTAACCAAAAAGTGGTTTATGTAGACTTTGCCTGCTTCATAATTC 
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AGAGAAATTAGTTCTGAAAGTGCATTTTTCTAAAGCCCATTTCAGTATTT 
GATAGCTCAGATCATATAGAAGTTTTAATCAAAATGCTAAAGA 
>Sequence 2045 

AGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAACTCACAG 

ATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGAATGAAT 

GAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTTTGGCTC 

TGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCCTGGAGA 

AGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGGGCTCCT 

CGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTTATCAGT 

ATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCATATTAT 

CAGGGCTTCTGTGGTGTTTAAGCCTCTAATXTTTCTCTTCA 

>Sequence 2046 

TACCGGCGCCGCTGGCGCTCAGGACCGCACCCGCGTTCAGCGTGACGTCG 

GCGCCGATGCCGCGATAACCGAGGTCGAAGCCGCAGCAGTTGGCGGCCAG 

GTTCGGCAGGTCTCCCACCGTGCCGGCGCCATTGCCCTGATTGATCAGTT 

TGATGGTGGCGCCGGTGATGCTGTTGACGCTGATGGAGCCGGCCATATGG 

TTGGTCTTGTCGCTGCCGTCCGCCATCAGCAGCGACACGTTGCCGGTGCC 

GGCGTCGATCTTCGCCGCCACGCCCTGCTTGTCGACGCCCATGCTGAGGG 

TGGCGATGCCGGCGTCGCGGTAGGCGTCGTTGACGCCGTTGGCCAAGCTG 

GCGTTGGCGGGC 

>Sequence 2047 

AGGTACCGTTCCTGCAGTGCCCAGAGATGCTGTCCGCACCAAGCCACATA 

TGTGGAGGAGGCAGGTCTGGACTTCAGGCAGACAAGGAACTTCAGAAAAT 

CCTGGGGAGAGACAGCACAGGGTAAGAGATGGCCTGTGAAAACTGAAGGC 

AATTTGGAAGGCATTTTTAAATTCCGTGGAGCCACTGGAGAAATGTTTAC 

AGGAATGATGCCTTAAAATTCCTCAGTGGTAAGATCTGAGTACCTGCCCG 

>Sequence 2048 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGT 

GGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGG 

>Sequence 2049 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAACAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGTATTGATTTCA 

TTGTGCCCCCGCGT 

>Sequence 2050 

AGGTACACAATAAATACTTTCAACTATTTTGTTGCTAGCTTTACATATTT 

TTTTGCGATAAAAATAGCTTTTCCCAAAAGGAATAAAAACTAAAACAAAA 

AATTCAAACATCCAAAAGTTAACATCCAAAAGTGTTGGTTTTTCTTCTCA 

GAAATAGCAATTTGTTCTGCTTCTCATCAGTCCCACTTAGGCTCTCTCTA 

GGACTTAACTGAGCAACTCCTAAGATCCAAGTTCCCTTAAATTCCTACAG 

GCAGTGGTCCCACCAACAAAGACTTCTCTACTCTTCCTTTGCCTCCAGAT 

GCTCAGACTTGGGCTTCTGGTATTCTGAAAGCATCCTTGTTTATTTTCCT 

ACCAGAGATTGTTGATTTGCCCCA 

>Sequence 205 1 

AGGTGGCACGGTGTATGAAGGCCTGTGTTTGAAGACTTAGGTCAGACCTT 

TTGCCCGCCTTTCCCCTATGCAGCTCTATGCAACTGTCTGTGCAAGGTCC 

TGTAATTTGCGTAGGACGCCTTGACACAGTCTCTGCTTATGGACGCTTTA 
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A A A ATA ATATTGTT TTTTTT T ATTCTTTG ATA ATA AA AG A ATGG A ACC AA 

ATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTAT 

>Sequence 2039 

AGGTACTTTTn TTITITnTnTI 1 1 i I'M I I TTTAAGCATATCCTCAC 

TTATCTGATGTAAATGACCAAATACCTAATTCATGCAAGGCTTAAAACCT 

AGGTGACGGGTTGGCTTAAAACCTAGGTGACGGGTTGATAGGTGCAGCAA 

ACCACCATGACACATGAATGCTTATGTAACAAATCTGCACGTTCAACACA 

TGTATTTAAG AACTTAAAGTAAA ATAA'l" 1 "i'l "M " M'AAAA ATGCAAAG AA A 

CCATAGATTAAAGAGTCAACAAAATAAAAAGAAAACAAAAAATATTTGAT 

TAACCCAAAAGACAGCAGGAAAGAAGGAACAGAGATTAAAAAATATGGGA 

TAAATACAAAACTAATAGAAAATTGATATAATTTTTTT 

>Sequence 2040 

GGGGCCCTTGAGACTGCCCTGGAAGACTGGAGAGGTCACGTCTCTGAGAC 

TTCTGGAGAGACCATTCACGGCTTTTGGCTCTTGACACAGATTGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGAGTCACAGACAAGACTCTCTT 

GATCTGCAAATGCCACTTCATCATGCTGAGTTUTGTGCAGCTGCTGCGGA 

TTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCT 

GGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGG 

GAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTG 

AAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAA 

>Sequence 2041 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCTGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAT 

>Sequence 2042 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCGGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAGT 

CTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTN 

>Sequence 2043 

CCGGGCAGGTACGCGGGGGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAGTATGGCTCCACA 

TAAGGTAGAGCGTGTCTGGTGCCCTGCCGTTTGGAAATGACCCAAAGGCA 

GGAGTGGAAGATGGAGTTTCAGCAGGAGAGACTGAGGATCTCAGAGGATT 

TGCTCTGGGATGCAGAGACGCTTGCCTATTTGCTAAGTGTCTATGCCATA 

TGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCA 

AACTATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTTTGCGTTTGAT 

TTAGAATGCTGAGCTGACTCAAAGTCAAACTGTAAGTACT 

>Sequence 2044 

CCGGGCAGGTACTl"l , J"I114U41Tni"ITlTril"l'i ,, l , GGGACAGCTTTCT 

ATTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTCAGCTCACTGCAG 

CCTCCACCTGTTGGGCTAAATCCATCTTCCCACTTCAGCCTCCTGAGTAG 

CTGGGACCACAGGCACGCATCACCACTCCCGGCTAATTTTGTTTTTCATA 

GCACATTACATTACCGATTTCCCAGTTTATAAGTAACCAAGATGCTCAAA 

CAAGCAAATATTTTCCTTGAGTATGACTTACTACAAAAAAGAGAAAGAAC 
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ATAACTTTATTATTTrCATTTGCACTTAAAACTGCTATGAGTTTTTTAA 

GCAAAAAATAGTGATTGAGAAAGAAAAAAGTGAACATATTTATATTCTTC 

CCCCTCAGAGAGAAACACTGTTAACATTTTGTGTATTTCGGTCCAGGTTC 

TTTTCTGTGTGTGTAAGCACACATATGTGTTTATATTGTATAAAATAAGA 

GATTCATGCTGGACATACATTGTTTGTAACTTCCTTCCTTTCCTTCCTTT 

CTTTCCTGAGCTAGGGTCTCGCTCTGTCA 

>Sequence 2033 

AGGTACGCGGGAAGGTTAAGCATTTGTTTATTAAATAGCACAGATTTCCA 

CCCCCATTTGGTTTATCTAGTTTCCATTTGTAGTAACTAATAGAAAAAAC 

TCTAAAATGCATCGGGAGGGAAACACATTTAAAGCTCTGGAGGCATAAAA 

ACCTGCATATAAATTCAGGCTGCACCGATTGATAAGTGTGTTACTTTCTC 

AATTTACTTATTCTTTCTTAACCTTAGTTTTCTCATCAGCAAACTATCTT 

AATTACATGACTTTGTAATCCATAAAGCTTGCTTCAAGCTCTTAGCATGC 

ACACAGCACATCTGCAAAAGTAAGCATTTGCCACTTTCGGTTCTCAGGAT 

AACATATTCACCCTTCCCTACCTACTAGCAAGC 

>Sequence 2034 

AGGTACTCAATGAAGAGTGGCTACTTTTATTAGATCATAAACAGTTTCCA 

TGTTACTAAC CAGA CTTTACGACTATTAAGATAGCATCTTAACCTACGAC 

TGTATAAATA TTTTAT GATCAATAAATCTTAATTGGTAGACTCTGAGAAT 

AAAGATG GTGTT TTTCCAACCCCTCAATATTTGCATACGTAAAAGTATTT 

AGCTACTATTTTAAAGCACCTAACCGGTATCTGATGTTAAGTGCATGCAA 

TCATGAAACATCTTTATGAAACACCTAACAGGATATGGCATTACATGAAG 

CTTTTATAAAAGCAATTAAACCAAAATAGCCTTTACCTCCTGGCAACTTA 

AACTCCAGCCAAATATTGATGCAGACTAAT 

>Sequence 2035 

GCTTTGCTCCAGGCCTCAGGAGTGTAAGTTTAAGGGCGCGAACCTGGGTG 

GGACGGGGCAGTTTTTCCAGCGGGCCATACGGGAAAATTTTTGGTTCGAG 

GAAGACAACCACCCrTTTTAAGGAGAAAACTGCATCTTGCCCTGCGTTAT 

TCCTACGCGGTGCCCAGGTGGGGTGTGTGTGGACCAGTCAATGACCGCCC 

AAGCTCTCCGAGTAGAAAACCCAAACATGGTTTTGTGGGGTGTGTGCCTT 

TGACCCCGGACTTAAGCAAAAAGCGTGGTCTTGGGCGTAGCTACGAGGTG 

GTTGGTGGGCTCCAGGGCCTGCGTGCCCCTCGACGTGAGCGATGATTGGC 

GGGGCAGGATAACAGATCGCCCTCTTGGCCACTCAGTGG 

>Sequence 2036 

AGCGGCCGCCCGGGCAGGTACTTTTTTAATTTC 1 1111 rTTTTT TT T TTT 

TTTAGNAGAAGCATTCAAGTCAGGTAACGGGACAAACAAGAAAGAATGTA 

GGCAGGTAATTCTGGAGACTCTGAGAAGAACAGTTGAGTGAACTCACTTC 

AGATGCATGTAGATTATTTGCACTCCAGAATGTAGACTGTGGGCACTCCA 

GAGACTACCAGAATTGGGGGAACCACAGTGACTCATTAGGTTTCTCTGTT 

ACAATCAGGCATGAGAAATATATATATTTTGTTGATGTTAGCTATTGAAA 

TG AGATA TATTGGAAACTGAGAACATTGGCTTTATGTTTAAGGAAGTGTG 

TTGTTTTGGTAAAATTGCCATTCCACAAAAATTTATTATAGAT 

>Sequence 2037 

GCGCCAGGAAGCCGCCATCGCGGATATTCAAAATGGACCAGGGAGCCGCG 

AAGTATGGTTCGTGCCAGCGCAGCACGAACGCCAGGCGCGCCGCCAGCAG 

GCCGGCGATCAGCAGGTCGGAAACGAGGGGGCCGGCGTCGGGCAGCTGGC 

GGTAGCGCCGCAGCCACCACGCCACGCCGTAGGCGACGCACAGGGAAAGG 

AACAGCAGTACCAGGCCCGTGGGCAAAGCCAGGGGGCCGATTTGCAGGGA 

CAGCATGGGCGCTCTCTATCACGTCGAATGGACGGCCATTGTGGCCCATG 

CGGATTAAGCGTGCATTAATCCGGCGTCAAGAAGCGGGCAGTGCTTTCTT 

GCGCACGAAATGCATGGCTTGCGGCTGGTCCACCAGCACGG 

>Sequence 2038 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 
CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 
CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 
TTAGATCCCAGAAGCCTTCAAATTCCTTATAAGACTTGGGACTGCATCTT 
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CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATCTCAC 

ATACCTGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

TTTTCCGTGCCTAGAAGTTGCAGAAGACCAAGGAACCTTGGAAGTGACTT 

ACTCTTTTGCCTCATAAAGTTGCTTTAAAACAGCCTTTATTTTAATTATT 

AACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTAA 

TTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTTA 

CTTGGAGTTACTTGAAGTTTGCTTAAA 

>Sequence 2027 

CCGGGCAGGTACAGATGTAACTGGGAGATACCTGAATGTGCAGTCAGTGC 

CAAGTGGAGGCCTAGGTAGGTTTATTTGGTTATTGGGAAAAGGAGTGGCA 

CCAGAAAATTGGAGGACTAGAGGACAGTTGGGTGAGAGCAGTTTAGTTTC 

TTTGATTCTGTGCTAACTTTTTTGGATATTTGCTGGAAAATGCAAm 

AGAGGATAT7TGCTCTTGGCTATGGAATGCATTTGCTGTTTCTTCTCTTT 

TATACGTAAGATACATCTGTGAGACCCTCTACAGGAGATGAATTCCTGGT 

GTAAAAGAGTCATGTGAATATTGTGGAGTAATTATTCTGAGCCAGGGGAG 

CAGGCTAATTAGCCTTCTGGGAATG 

>Sequence 2028 

AGGTACAG AGAAAATAAAACTGACATATTTGAGTAGCTTTAAAAAAAAAA 

CM r I I 1 1 TAAAA A AAGGCTGC ATG ATG A ATC AGTTATGTGGCTTTGG AC 

CAGTAAGGAGTCAATTTCAACCCAGACTGTTCTGACTTGGAAGGCCATTG 

TGATTCCATGTCTAACTCCAGAATATTGTTTTCACAATACCATAACATCT 

TCTAAACTGAACAAAATACTTGCACGAAATAGTTGATTCTCTTCTTCCAA 

TTTCTTTTCATTCATGGAAAGGGAAAGAAGACACATTGAATTAAGCATCC 

AACAAATATAAATACAGCATTAACATTTAAATGCTATCTCAGCAAATATT 

TTAAAGGATAAACCAAAAGN 

>Sequence 2029 

ACTATAAGGCTAAGGGGAACTGCAGCTCCGCCGCGGTGGCGGGCGCAGTA 

CGCGGGGATCTCACTCAATCTTACTCCCTTGTAGAACAGGCGATATCTTC 

ACCATGCGCACAATGAAATCAATACTCAAAGAATGCAGATTATTCTCCAC 

GAATCCAGAGAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGA 

CGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACT 

ATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACA 

GGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATAT 

GATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCNN 

AANAAAAAAAAAAAATAAAAAAA 

>Sequence 2030 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 

CACAGATGTGGAGGAGGCAGATGTGATACTCTAACAATGTCTGAAGCTCT 

GTCACTTGGGTGCTGAATCCTTTTCTATACTTTCTCAATACTGGTCAGGA 

TTTTACGGTGTTGTCTAGGAGAGAGCAACCATGATGGGCATGCAATGCTC 

AAGTTCACAGAAAAACATGAATAGCAAGACTCAAATCTGGCTGCCAGATT 

T CTGC AAGGTATTTTTCTCTCCAAACGAGGTAATGTGTTTCTTATAACAG 

TCTTTATAATAAGGAGATGTGTGTGGAAAAAAATCAAGTGTTAAACGGAG 

TCATGCAAATTAGCCATCTGGATAAAACA 

>Sequence 203 1 

AGGTACGCGGGGGCCCTCAACTTCTGAGAGCTTAAGGTATTTGTTCATGT 

TAGGCAGGTAATGTCTATAAACCAAAAGCTGCCACATACTATCTCTCTGC 

TCAACACTTTACTGGATACTGGAGGATTTAAGGGAAGGAAAAAAGTGACC 

TTTTTTGCCTTTTTAAGAGCTTGTAATCGGTAAAGGAGATAAAACTCACA 

CAAAGGTCAGGGTATATTTTGTGCTAAGCATATGACGTAGACATTTAAGT 

G CTGC CGTAATGCAGAAGAGGAAGAAGTGGTGTGATCTAGAGTAACATAG 

GTTTTGTTTTGTTTTGTTTTTGTTTT^ 

TTTCTTTATCTAGACAGAGTCTCACTCTGTCGCGCAGGC 
>Sequence 2032 

CCGGGCAGGTACCCTTCACTCTTTAGGAGAAGGTTTGAAAAAAAACTGTG 
TTTCCTGTTGAAGGCCAGTGATACCTGGCAGCTTACAGTTAGAAAACTCT 
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TTCTAGGCACACACTTTCTCCTGTTTCTCCACAGTTAAGTTTGTGGATAA 
GGGA 

>Sequence 2020 

AGGTACCTGGTAGTCCCAGCTACTCAGGGGGCTGAGGTGGGAGGATTGCT 

TGAGTCTGGCAGGTCGTAGCTGCAGTGAGCCCAGATGGCACCACTTCATT 

CCACCCTGGGTAACAGAGTGAGACCCTGTCTCAAAAAAAAGAAAAAAACA 

TACACACAGACATATATGCATACATACAAGGAGCAGCCACTACCCTTAGG 

GCTAAGACAGTGTGTCCAAGAATGAGATCCCCCATTTCTCCTACCACGCA 

CCCCAGGGGCTGATGATTCATACCCTGGTTTAGAAAGGGTCTCAGTATGG 

GGGCCTCAACTGAATGGCCAGAAGTAAATTGACTGATGGTGCTTTCTCTG 

GGGATAGCGTGCT 

>Sequence202l 

AGGTACTAAAAAATTTCAATTAACCCAAAAAAGGCAGGAATGGAGGAACA 

AAGGAACAAAAAAATGACAAATAAAAAACAAATGACAAGATAAGACACTT 

AGAAAACAAGTAGCAAGATGGGGGATCTACAGCAACCTCATCAATCATTA 

CTGGAATTGCAAATGGAGAAACTCCATGTGCAAAGCAGGGATTGTCACCA 

AGACCCAACTCCATCTACAGACACCCACGTAAGATACAAAGACAGGTTGG 

GTGTCTAAAGGATAGAAAAAGATCCACAGTGGTCCAGGAGTGGTCCCAGC 

ATTGTGGTAGGCACAAGAGTGAGGATCACTTGAGTCTTAGAGTTTGACCT 

GTAATCCAAGCACTTTGGGAGGCT 

>Sequence 2022 

CTTCACTACTTAGGCAATGAGCTCCCCGCGGGGCGGCAGGGCCCGCCTTT 

TTTCCATGCTTGATTTGTGAGGATATTGAAAACAATGGCATTGACGTCAT 

TCTGACTCCTTGATTTCCATTTGTTTTCAGGAAGTTTTCATCTGCTGAAG 

GCAACTAATCCACAATGAGCAAATTATCCTGCCCTGGAGGGTAAGCTATA 

ATATCGGTCCCATGCTTCAGGAAGAGAAAATCATGTGTTCAGGTTTGACT 

TTGAGGTCAGCTCAGCATTTCTAAATTCAAACCGCAGACAGTAGCAATTC 

ATATGGCCATAGGACAACTTTAGACAAAATTGGTTTCAT^ 

TTTTTCTGGCCTTTCGTTGGAAGAAATTATTCTTGCCCTTTCTCCTGAAG 

GTAATTGATGTT 

>Sequence 2023 

CCGGGCAGGTACT1TI 11111111111 1 1 1 1 1 IGGAGACGAGGTCTTGCT 

ATGTTGTTCAGGCTAGACTTGGACTCCCAGCCTCAAGCAGTCCTACTGCT 

TCAGCCTTCCAAGTAGCTGGAACCACAGGCACACACCACTATAACCAGTT 

TATTTTACATTGTTCTTGTAATTCTGGTATCAGTGATTCTTATAACAATA 

TGCGTCTCAATTTATTTTAAGCATGTTGAGAACCTTAATCNGATAACTAT 

TGCAGAAAACCATTTACTAAAACATTTGhmATCTTTGGAGAATTCTTCCA 

TTTCGTTTTTCCATTCCTTCTGGCGTTATAGCCTTCAAGTTTATTTCCAA 

TTCGCCATGATAATGGGGCACCTTAATTT 

>Sequence 2024 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACrTATCTCTTGAACTCCATTT 

GC A TGTTATAGTGGGATGC AGCTG ATGCCCTGTCCAG ATCTTCTTC AG GC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCT 
>Sequence 2025 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTT 

ATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACA 

TTTCCCACCTTGCCCAACAGTAGAAAAACATAAAATAAAAAAAAAAAAAA 

AAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 2026 

AAGACGCGGGAGT 1 1 1 1CAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 
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GGGAAAATCGGCAGGCCCAGATATGTGTGTATAGCAGCTACTGGTTGGAA 

ATTTGGACACAAAAGTCTTTATCTAGCCAGCCTGTGAGCCACAAATCTGG 

ACTGAGTATAAAAAAGAATAAAACTAAATACCACATGTTCTCACTTATAA 

GTGGGAACTAAACA 

>Sequence 2014 

CCGGGCAGGTACCCTGGATCGTTTCAGAGATCTAACGTGTTGCCACACCA 

TAGCTCTAAGAAGCTGTGGGGCACAGTTCAAATTCTTAGTGGAGTGTATG 

ATTGCACAAGGAAATACTTTAAATATGTTACTTTTAATTTCTAATGACTA 

AGAAATCAGCAAGATAAAAACTAAACTTTTTAAAAGACTCCCAAATTTTG 

CATGTTTTTCAGTTTTTATTTTATTACCTTATCGGGCATTAAAAATTTGG 

TGCAATTTAAACTATTGGTACCCTTCGGCCCCGCTCTAATAACCTTAGTG 

GAATCCCCCCGGGCTTGGCAGGAAATTTCGAATATTCAAAGCTTTATCGG 

ATAACCCGTCGGACCCTTTTAGGGGGGGGGGCCTCGGTTACCCCAAGCTT 

TTTTGGTTTCCCTTTTAATTGAAGGGGTAG 

>Sequence20l5 

TTCT CTTACT GATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATAT TTTCA ATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTCrTCTGAAGGCTAACTGCGGAATGAAAGTTTC 

>Sequence 2016 

AGGTACAATTCCTTTATTCCAAGGCCTGCTAGAATCTTACATGTTTATAA 

ATTGCCTTTATAAGCTGGCATGCCTCTTGGAGTGGGGACAGACATTTGTT 

TTTCATGTGGTATGTCGGGAGTATGAACTGGAAAGACCGAAATCAGTTAT 

AATATGTCAGCATGGAATTGATCGTCGGTTCTGTGAATCCAAGTTGAGTT 

GTATTCCTGGGCCTTGTCCAACTTCAGATGATTTGAAATATACTATGATN 

TCGTTTAGCAAGTAGATGGGAGCCGATATTTTACATTGTTGAGCATGGGT 

TGTGCCTACAAAATATTAAAGATGGGGTGCAAATTCGAGTTTGCAAAACT 

GTAATTCTCCA 

>Sequence 2017 

aggtacgcgggcggtctgaatggaggaagttggtaatacttggcntttt 

ttttcttctctcatck:aagtttccaggat^^ 

tgtaattgagaccaaactctaagcttggggccctggagagaacagttgtg 

gcctgcaggtcattagtgaggtgagcagaagggaatcctggacttcccag 

agaaagaggagaccatgccagcctcgtggaacacagctaccaggaaatac 

agaagcaggtgctatttccttgcgaaactccgaagtccattgaaaaaacg 

ngacccacagtggggggtggctaaaattgtcccagcgcaaagctgccgct 

gctgctgatg 

>Sequence2018 

CCGGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAA 

TAAGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACA 

CACTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTG 

TTGTATAAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGG 

CCAAATCAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCC 

ATCGATCTTCCTGTCAGAAATCAGAATATACCTTTGCAATACCCTTTGCT 

AGCCTTTCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGC 

CTGGGAAATATTAACACCCATTT 

>Sequence 2019 

AGGTACATGCATACTCAATGTTTAGTTCCCACTTATAAGTGAGAACATGT 

GGTATTTAGTTTTATTCTTTTTTATACTCAGTCCAGATTTGTGGCTCACA 

GGCTGGGTAGATAAAGACTTTTGTGTCCAAATTTCCAACCAGTAGCTGCT 

ATACACACATATCTGGGCCTGCCGATTTTCCCATTTGCTTGTTGAAGAAT 

CGACTTTTATGAAAGAATCAAGATCTGTTTATTTTCCTAAAACAACAGTA 

ATGACGGAATCATAAGTAGAAGTGGGTAACCATGGGTCCCTGAATCCAGC 
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>Sequence 2007 

AGGTACGCGGGGACTCATGACAACTAATGGGAAGACATGGCTCAGATGTG 

CAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGACTAAGCTCTTACACA 

CAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACAGGAGCAGGCA 

GCTTCCTGCAGACATGACAGTCAACGCAAACTCATGTCACTGTGGGCAGA 

CACATGTTTGCAAAGAGACTCAGAGCCAAACAAGCACACTCAATGTGCTT 

TGCCCAAATTTACCCATTAGGTAAATCTTCCCTCCTCCCAAGAAGAAAGT 

GGAGAGAGCATGAGTCCTCACATGGAAACTTGAAGTCAGGGAAATGAAGG 

CTCACCAATTATTTG 

>Sequence 2008 

CCGGGCAGGTACGCGGGGAAAAATCCAAGACAAGAAAAGACTGTAATAAA 

GCTAAATATAACAGTATAATGATACCAGGTTGCAGGCAGCAAATAGCAAA 

CTTGAAACCATGGAAAAGGGAATTCATATAGTAGAGGACAAATTTAAGGA 

GGGTTTCAAAAGTGTAAGAACAAAAGACTTAAACTGATGAGCTAATAGTT 

GGATGACAGGTCTTGGAGATCCCAATTCTTTGGGAATAACAGTTTCTGAA 

GGAAAAAACAACAAAGAGAACAACATGTTCAAAGGAACAAAGGAAAAATA 

ATCTTCAATTAAAGAAAAGTTTTTCTGCTTGAAAATGAATGACCATTGGG 

TTAGAGGTAAAACTTATGAAA 

>Sequence 2009 

TCTCTCTCCTGGAAAGCTTCCTCTCGTGGCGCCTCTTCCTGTTATCCGAA 

CCCTTGCCCGCTTTACTCCGGATACCCCTTGTCCGCCCTTTTTCTCCCCC 

TTTCGGGAAAAGTCCGTGGGCCGCCTTTATCCTTCAATAAGGCTTCAACG 

GCCTGTTAAGGGTTATTTCTTCAAGTTTTCCGGGTTGGTTAGGGGTTCCG 

GTTTCCGCCTCCCCAAAGG 

>Sequence 2010 

CCGGGCAGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATG 

GGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAAC 

AATGGAGGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTG 

CAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAG 

ATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAA 

AACATCGTGGGCAGTTTTTGACTGCGGCTGCAAGAAAGGGATTTTAAATT 

AATTAACAGATGAAGA 

>Sequence 2011 

AGGTACCCCCAGCACTTTAGCCCTGTGTGGCCAGCGCCCCATGCGCAAGC 

GTCTTTCTGCCCCAGAGTTGCGGCTGAGTCTGACTAAGGGGCCTGGAAAT 

GATGGAGCTTCACCCACCCAGTCTGCACCTTCCTCTCCTGATGGCAGTTC 

TGACCTGGAGATAGACGAATTGGAGACACCTTCAGACTCGGAGCAGCTGG 

ACAGTGGACATGAATTTGAATGGGAAGATGAACTACCCCGGGCAGAGGGT 

CTGGGCACCAGTGAGACAGCTGAAAGGCTGGGCCGAGGTTGTATGTGGGG 

ATGTGACTGGAGAAGATGGACATCACTGGGAGGGGTGTTCCCGAATGTGG 

ACCACGGGGAGCAGCCGCG 

>Sequence 2012 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATAGCTGAT 

CAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTAGAGATG 

TCTGGCCCCCGGNNNNTANCACCTATTTTT^ 

ATGTTTGCTTTTTTAATATACTATTGTATTAAA 

>Sequence2013 

CCGGGCAGGTACGCGGGATGATTAATCTTCCCTTATCCACAAACTTAACT 
GTGGAGAAACAGGAGAAAGTGTGTGCCTAGAAGCTGGATTCAGGGACCCA 
TGGTTACCCACTTCTACTTATGATTCCGTCATTACTGTTGTTTTAGGAAA 
ATAAACAGATCTTGATTCTTTCATAAAAGTCGATTCTTCAACAAGCAAAT 
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GAACACAGAATGAATTCTGCTTTATATATTTTGTATAGTTTGTATAGATA 
TTTTGTATAGTTTATGAGGCACTGAACTTTCCAGAACAGCAACTACTGTG 
TATACTGATGGGCAAT 
>Sequence 2001 

AGGTACATTCTAATCCCAGTTTACATTTAAAACACTTCAAATGGAGCCAC 

TAGGACTCAAAGTTGCTAAATACACCCATGCCCTCTTATCGCCTTCCACT 

GGGGGTGGTTCTTCGGTATTTTAAGTCTTGGAAGTTAA 1 " I "1" ITGAGG AAA 

AAAAAGTAATAGACATGTGACAAAAACAGGAAGAAGGGACACAGTTCAAC 

TGGGTTGTAGCTCTAATCTCACTTTATCAGCTGCTTGAAAGAGGGAAATG 

AAGGACAGAGCGGTAGGAAGTCTGCACACACCAACCTCATGGAGACCAGC 

TCAGCCCCCAATGCAGTCAAGCTACCTAACCTCCTGGAAACATAAAGATC 

CGCG 

. >Sequence 2002 

CCGGGCAGGTACTTTATATTACTTACTTGTTCACTAATAAACTTCTGGCA 

TTGCATGTTTATTATTCTAATTTGGATTAATAAATATGTCAATTTATTTT 

ATAAGTCAACCGATATGCTTTTTTCAGCTTATAATTTTGTCTACTTAGTA 

TCCTCTAAGTAGCATATCCTAATCTATTCTTAAGATTCACATTGTTATAT 

GCTTGACATAACTTTACAACCATCACCATGGAGAAAGAGATCTATAATGT 

AGACAGATTTTAATTTAATCATAATATCATCACATTTTAATTTTAT^ 

ACCTACACAGTGCCATTTAAATAGGTGACAAGCTAATATTAAAATTATGA 

TGGAGTTGGGATT 

>Sequence 2003 

AGGTACAGGTCCCCTCACACCTTCTGTTGATGCCTTATTACCACCAGGCA 

GATTAGAAGTTCTGGTTTCTCTAAATTTCAGTTGACTCTGTAAACTTATA 

ATACTTATCTTATAATTCTGTTGAGAATATAAAATGAAATGATGCATGTA 

ATATATCAAGCCACTGTCTGATGTAGAATAATATTACTAACATTTATGAT 

TTTGAAAATTAATAACAAAGTTGGAGGAAATACACCACCAACTTCAAATG 

CTAATATGAAGTTACAACGATCAAGATAGTGTGGCATTGGTGTAAAAACA 

GACATGCTTATCAATGGCGCAGAATTAAAAGAATAGAAATTAACTTCTGC 

TTTGATAGGCAATGGAGTTTA 

>Sequence 2004 

AGGTACCTGCACTTCAGACCCTGGCTCCATGTACACCTGTGCTCCAAACC 

TGGCTCTGTGGCTACTGCACAGGTGCCAGCAGCTCAAACAGTCAAACAGT 

GCCACCCTTGCAATAAGGAAACCTACAAGCTAGACCGGATATCAAGAAAG 

ATTCCTTCAGACATGACATCCCCTGTGGAAGAAAAAGACATTAGGGAGTC 

CCTAGCAGCCTTTGTCTTTGAAGATCCCTTACTGCTGCTGTGGATGCCCA 

CAGCCTTGTTTGTTGAAAACCCTTGCAATCTTCACCAATTCTGATCTCAG 

CTGACAAAGATGCACAGGGGAGTTTGCCACAGGCCCTTCCCAGACCTAGA 

ACTGCCACACCTTACTCTGCTTGGGC 

>Sequence 2005 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAA 

>Sequence 2006 

AGGTACGCGGGAGGAAAACACAACATGAACAGGCAGAGTGCACACGCCGT 

GGCCTCGGGAAGCCACAATCATGTGGCTGACATGGTTCCAGAGTGTGGCA 

TTAGGGAGACCAACTTCTGAGCTGCAGATTCACAGCATGGCCATGCAAGC 

AGGGAAGATGTGCTCTACTCCAGGATCAAGGAGCAAGCCCATATTTCCTC 

TTGATTCTGGGACTCCCTCTTGAGACTGATTTGCTCTAATGTTAGCTCTT 

GAGAGAACTGGGGTCCCTGCCTTCTTGGGGAGCCTGAAAAGAAGTTTTGC 

TGTCTGGGCATCACAGCATCCAGAGTGTACCTGCCCGGGCG 



Page 153 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 

GAGCCATATGGATGTGTGTCCTATCAAAAAGAATAAGTGAAAATGTTCAA 

TAGTAAGAGAACACTTTGTAAATCTCTGGCTGCTGCTCTTTGTGATTAGC 

CTCTCAGCACTCTTATTTGGAATAATCAGAAAAATACAACTATCTAAATT 

TTGGGAGGAGAGTATACTTGTGGAGATTTGGGAAGAAAGAAAATAAGTAT 

GGAAGTTTCCCCCAATAATAAAATGAAATTCATTGGAAGCCATTTCAAAC 

ATTTAGAAAGTTAACCAAAAAAATAAAAAGGTGCCCG 

>Sequence 1995 

CCGGGCAGGTACTCGTGAAGCGGTGGTAACAACCCAGAGTACTCGGGAAG 

CAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTC 

CCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAAC 

GCAGAGTCCCGGGAAGCAGTGGTACCT 

>Sequence 1996 

GTAACTACTACTATACGGCGAATTGGATCTCCACCCGTGCGGCGGCCGCC 

CGGGCAGGTACCTTCTACTCATTATGCTGTGATCCTAAAACACTCTAAAA 

GATAAAGCCTATTAAAACCATATTTTTAAAAAACTGACAGGTGTTCTTAA 

GATTAACTAATGAGTTCAGAGAATAAATTGAGGATGAGATGAATTTCTAA 

AAACAGCAGCACCATACATCAAAAATACCCAGCTAGAAATTATAAATTTT 

TAAAAGATCACAGAAGATAAACAAAAACAAACCCCTCCCCATCTTATCTT 

TATTATTTCTTCTTATTTGTATAAAAATAAGGAGATATAAATAAATAGAA 

AACACTACTGAAATATTTACAGGGATTCATGAAAACAGATTTTAAGAAAT 

TAAGATACATATTGTCAGGTGTGGTGGGTCACGCCTGTAGTCCCAGCACT 

TTGGAAGGCCAAGGTGGGTGGATCACTTGAGGTCAGGAGTTTGAGGACCA 

GCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAG 

CCAGGTGTGGTGGCACAAGCCTGTAATCTTAGCTACTTGGGAGGCTGAAG 

CACCAGAATCACTTGAACCTGAGAGGTGGAGGTTGCAGTGAACTGAGATA 

CTGCCACTGCACTGCAGCCTA 

>Sequence 1997 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGCCTCT 

TTAAATATACACTTCTCTGTAGTGTATGCTAGAAATGGAGTGGCTGGAAT 

AAAAGTGGCTGAATCATCTTCAACTCTAGTAGCTGAGACCAATGATGCTG 

ACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCC 

TATATTGTACCTGCCCG 

>Sequence 1998 

AGGTACATTCTAATCCCAGTTTACATTTAAAACACTTCAAATGGAGCCAC 

TAGGACTCAAAGTTGCTAAATACACCCATGCCCTCTTATCGCCTTCCACT 

GGGGGTGGTTCTTCGGTATTTTAAGTCTTGGAAGTTAATTTTTGAGGAAA 

AAAAAGTAATAGACATGTGACAAAAACAGGAAGAAGGGACACAGTTCAAC 

TGGGTTGTAGCTCTAATCTCACTTTATCAGCTGCTTGAAAGAGGGAAATG 

AAGGACAGAGCGGTAGGAAGTCTGCACACACCAACCTCATGGAGACCAGC 

TCAGCCCCCAATGCAGTCAAGCTACCTAACCTCCTGGAAACATAAAGATC 

GGCGTGTTACTTGA 

>Sequence 1999 

CCGGGCAGGTACTTGCTTAGTCAGTTCTGTGGGCCAGAGGACACTCATGG 

GGAGAGATCAAGGTTACTTTTTGCAGGTGGGGCATTTTGTAACTGAATAA 

AACCCAGTCAGTAAAAGTAAGCAACATGCGGAATCTAGGCAAGTGTTGCA 

ATGTATGTGTGCTCTTGATCTGAGGAAGACCATGCATTTGACTCAGACTA 

TAAACCTACACCACAGAAATCCCACCCACAAGCAATGCTCTATTACTGTA 

GGTACCT 

>Sequence 2000 

AGGTACCTGGGGCTACAGGCAGGCACCACCTCACCCAGCTAATTTTTTGT 
ATTTTTAGTAAAGACAGGGTTTCGCCATGTTGCCCAGGCTGGTCTCGAAC 
TACTGGCCTCAAGTGATCAGCTCATCTTGGCTGCCCAAAGTGCTGGGGTT 
ACAGGCGTGAGCCACCATGCCCGGCCCCCGCAGGACTTTCTGCTGTTTCT 
CTCAATTTTATGTAAGTAAAACAACAGCAACAATAAAATCCCTGTCACTT 
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AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTACATTCAAACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTGCGTCATCTTCGCATATTTAACCTCCTTGGCTCA 

ACTGGG AACTCTTTG AAGGCTAGGGCCATC AATTAC A IT n'TGTTTCTTC 

CAAAAAATTGGCACGTACCTGTCCG 

>Sequence 1990 

CCGGGCAGGTACAGTGTCAGGGCTTATGCTACCAGACTAGGTGGAGGAGA 

TGACATGCAGATTCAGGAGAGGATCCAGGGCTCATGAGGACGTGGAGGTT 

TTGTTCTA AGCATTGGGTTTTTGTTTGGC' [TlTl CTGTGTAAACTTCTCT 

TTCACCTTCCATTCAGAATGGCTCCAAATTOTTCTTCAATAGTGGAAGT 

ATTATTGTTAGTCAGGTTTTTCAATACTTAATAGTGGTCTGTATTTGTGG 

GTGCATGTGGTATTTTGGTGCATGCATACCATGTGGAATTATCAGACCAG 

GGCAGCCGGGACATCAGTCACCCCAGACATCCACCCCTTCTTTATGTTGG 

GAACATTTCACTTTCTCTCATTCAGCAATTTTGAACAATGCAACAAACTA 

CTGTTAGCTTTAAACACCCAACTGTGCTATCAAACAGTAGATCTTACTTC 

ACTAAATGGGTTTTATGCCCACGCAGTCTTCCTGGATAAAACTTTGTCTA 

AGTGTTTTAAGGGGCTGCTCAAAGGAAATGTGGCTTGTTTTGGGAGGTCT 

GAAATGTTTTCAAATTTGCTGTCTTGAGAAAAAAAAACAGACATTTGGGA 

TTTCTTCATGCAAAAATTCCATCACATGTGTGTGTTAAGATCAGGAAGAC 

AGGTTACCTGCCGGATATATTTTTTCCTTTTCTTGGACCCTTGGCGCTTT 

AAAAATAGTGGAATCCCCGGGCTTGTAAGAATTTAATATTCACCTTATTG 

GTACCGGCGAACCTGAAGT 

>Sequence 1991 

GCCCCTCGTGGTGGCCAGGCGCGATGCGCGCGGCGTGGCAGAACTGCTGC 

GTCCGTACACCAAAGAGGCGCTGGCGCCCGGCGAATTCCTGCTCGAACTG 

ACGCCGAAGGATGGCAATTGGGTGCTGGTCAGCGATGCCTGGTTCTTCAA 

GGAAGGCGAGGCGACGCGCTGGGAAAAGGCCCGCTATGGCGAGTTCCGCG 

TGCTGCCCGATGGCCGCGCCTTGCTGGTGGGCATGCGCGGGGAAGATTTA 

CAGGCACTGTAACCGCTTGATTGAACAAACCCAATGGCAGAATCCGGGGN 

>Sequence 1992 

CCGGGCAGGTACTTTGGCACATGCTGGTAGCCAGGAGTCTGGGCCTGAAA 

TTTGGTCCTGACTCCACCCTCATCTCTCTGCATGACTTCTCTGGGAGATA 

CAGCCTCTCCATTTTACACTGAGAGACTAAATGAGCTCTAAAGCTGCCCT 

GACAGCTGACAGTCAAGGTTAGCATATTTCTGTGTGGCTCTGGCAAAAGT 

ACCT 

>Sequence 1993 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGAGCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTCTATCAGG 

ATGATATACCAACATCGCATTNTTAATGCTAAGAGCCGAGCACCTCAGCA 

AGCTCTTCTGAACACACCCTGCATGCTGTCTCCCTTGTACCTGCCCG 

>Sequence 1994 

AGCNCTATACCACTACTACTAGTAGATATAGGAGCTACACCGCGGTGGCG 

GCCGAGGTACCGGTTGATGTAAGCACAGGGATGGTGGGGACAGGGTGACC 

AAAGTGAACTGGGCACGAGATGAGTAGCTGGTATATAGTGACTTGGAAGG 

CAAGGTGCTTGAAATTTCCTGGAAAATCTCTGCAGTGCACAGTAGAAACT 

ATTATCATTGGTTACGTGCTTCAAGAGGACTGGGCAGATGGGGGGGCAGG 

AATAAGAGAGCCACTATTCACTTGACAAATTCTTGGACATTTTGATTTCT 
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GAGCAGA CATTAGTGATACCTTTCCAGGCTCTGTGAATGCTATTCATGAG 

TT i 1 1 riCACCTGTTGGGGGGAGTAAAAATGGCTTTTTGGATGGACTTAT 

GCC AGG ACCT 1 T 1 " riTGCTTTGGTGGA A AGGG AC ACCTTTGGGTTG AATC 

AA AAGTAAG GGAATTCCTTAAGCCCTTAATTATGAAAGGGATTGGGCACA 

TGGTTTTTTCTTTTAAACAAATTTTCTTGATGAGCCAAAAGGCATCCGTG 

CACACACCCCTCTATTGAAAATCAA 

>Sequence 1985 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAAGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 

TTAGATTCCAGAAGCCTTCAAATTCCTTATAAGACTTGGGACTGCATCTT 

AAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCAA 

ATCCTGGTTGTCTGATTCITTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGT(nTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTGT 

TAGTATCCAGCGGGGAAAGCAAAGGATCCGCAGGTGGTAACACCCTACTG 

AGAGCAGAGGGGGATGAATACATAAAATTTTGCAGAAGCACGTTGGGAAT 

TCCGNCATCTTCACATAGCACCCCTGCAAGCTA 

>Sequence 1986 

AGGTACACTTGGTGCAATAAAGTGCATCTTTAAAGTGTTTTGAGTTTGGA 

CACAGACCCGTGAAACCAACACCATAATCAAGATTCATGATGAATATGTT 

CCACGTA GTTATTA AATCCCTCTCAGTAGCATATTTGTCTGTTTAAGAGC 

CATTTGCATTTTTTCCATAAATTGCTTGTTCCTCTCCCCCTGCCCGCCCC 

CGCGTACCTGCCCG 

>Sequence 1987 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCCTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTCTATCAGG 

ATGATATACCAACATCACATTTTTAATGCTAAGAGCCGAGCACCTCAGCA 

AGCTCTTCTGAACACACNCTGCATGCTGTCTCCCTTGTACCTGCCCG 

>Sequence 1988 

CCGGGCAGGTACGCGGGTATCCAGTTATTTCATTGGTTGAAATAGCTGAC 

CGCTTATAAT AAAGT AGTCTGTGGACTGCTTAAATTTTGTAGTGAATTCC 

TGTGTGTGCATTTTTGTAATGGTCATTCTCAGTCGTAAATGTCTTTAGAA 

AGTCATCTAACACAAATACATTGAGAGAAGTTTTCCTAGCATAAGCCTGG 

TCATAAACTCCACCTGANTAACTTGGGGCTTGATTTAAATCAGGTGGAAG 

CTCTGTGCAAAAAGATGGATATGTGACCAATATAATAATGGCTCCTTTTG . 

CAAGAAGCAATACTTCTGAAATTAAGGGGAATGCATTAGATGTGTATGTA 

ATAAATAATTGAAAATAATTTTGGAGGCAGAAGTTATTGTAAGTGAAATT 

CTGTCATAAGTGAAACAATCCTTTACAGCCTTTTTACTTTCTCATCAACA 

TGTCATGTCAGAAATGACAACTTATGTTTTCTGAACTAGGTACCAGAGGT 

CTTTCCAAT ACTCGT TTCTTTTTCGCAACCTTAAGAGTTTAACTTTCACC 

TAGGGAATCTTTTTGTTCATGAAGTTGAGCTTGAGTAAAAGACTTATCCC 

ATTTAGGGGGGCAAACCATGTTAACAGCCCGAAAACCCTTTGGACCATTT 

TCCCGGGCGCCTAATGAGATATCGGAGGTAATTTTATTCCGCTAAGGGCA 

ATATTCCCATAAACACCCGGAAAGCGGAAGTGCCGCCCCATTTATTAATA 

GAAATTAGCCGGGAAAAGACCTTCGGTT 

>Sequence 1989 

AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 
CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 
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GTGCCTCATTTACCACATACCATTTATATTATTATATAGGCTCCTTTCAG 

AAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAACACCTTCA 

CTTG 

>Sequence 1981 

CCGGGCAGGTACAATCATTACATAATCATGACATTTTAATTCTTAATTAC 

AATGCCTTTCCAACTATATAAAAATATGTCTAGTGACACATATTTTGGAA 

AGCTTTCTTGGAAAAACATCCAGAGATTGTGTTCATCACTATCTATATAA 

ATGAGCTTAT ACTGAA CCTTAAATATGTTTATTCAGCCTAACAATCAGAA 

AAAG AAAACGTTT T TTAAC AGTATAAAGTTCAGATGAGTCCACTTGTCTT 

GGAATTTTATTTTGATTTTAATTAGAAGAAAGACTGCCATTAGAATTGTT 

TTCTAATGAAATCTTTATAAATTCTCTGGGCAGTGCCCTGTATCTTTATT 

AGAAAGACTTCTTATTTTTAACAATTTTATTTGGAAGAAGTTCTACTCAT 

TTGCATCAGCTCATC GTCTA CATAATTTGTGTGTGTGTGTGTATAGTGTG 

TGTTTACAACTTTGACTTTTGAAACTAGAATTGAATCACGGTAAACATCT 

AAGATCAGTGTGCCAGCTATTCGGCCTGAATCATCGGGCACCATGATGGG 

TTTGGCTCGCTTAAACGTACCTTGA 

>Sequence 1982 

AGGTACTCAGTAACTTCCTGGGACCCCTTTTGCCTATCTTCTGAATAGAA 

ACATAGAGCTTCTTGCAGAGTATTAGCTCCTGGCTTTATTGCTTGCTCAT 

TTCTACATAACTGGGTCAACCCTGGGGCACCACAGTGACAGAAAAAAGAA 

AGAAAAATAATGGGGTCCCCACCCTGTCACTCTTTGGAGTTTATGGTTCC 

CTTTTCTTAGTTCITCTTGTCAAAAAGATAGGTTTTTCCTTCAGGATTTT 

AGATCAGCTATCACCGCCACATTGCAGCTGTATGATTGGGGTGGCCCTTG 

ACACAGGACCAAAAGAGAGCAACAACAACAGCATCAACAACAACCATAGT 

GATCCTACCCCCTACTCCTGGTGACGGCTTCCTGGGGCTCCTTATCCCCA 

TTCTTGGGACAGCTTATCTCAGATTTTCTCTGCTCACCCCTGCTATGCAG 

TTCCAAATTTGATATTTGGAACTGGTAGTATCTTCAGATCAAGTTGAGAG 

ACOsnWNANAAAAAANAAAAAAANAAGTACCTGCCCG 

>Sequence 1983 

CCGGGCAGGTACGTATAACAACATGAATTCATCTCAAAGACATTATGTTG 

AAGCCAGATTTGACATAACTCATTCTTTGTCATTCCATTTATGTGAACTT 

TGGGAATAGTCAAAACTTAGCTATGGTGACAGCAGTCAGGGCAGTAATTA 

TCTATCGAGTGTGGAGATTGACTGAAAAGGGCACAGGAGAACTTTCTGAA 

ATAATAAAAATGTCCTATATCTTGTTTTGCATCGTAGTTACACAGGTGTA 

GACAGTTGCTAAAACGCTAAAAACTAAATGTGTAAGATTTATGCATTTTA 

GTGTATTTAAATTATAACCCCCAGAAAGCATTGCCTCATTTTTTCTGGAG 

GGTAAATATGCTCGTTAGGAGCATAAGGGGATGATTTTGAGAAACCCTTG 

CTCTGTCATTCTGTCAGTAAACCGCCACTAACTTTTCTGGTTTCAAAAAA 

GCAAGGTCCATTGATGAAACTCCTTTGTGCCTTAGTGACAAATAACATTG 

ATAAGGCCTACTGTCAACAAGAGTGTGTTTGGTATATCTTTTGGTTTTAG 

TGACTTAATTTGTAGGAATGATATTTTCATGGGATTACTCAATCTCACCC 

ACCATTAGTTGCAGGTGACAAGAAAGCCTAAGTGGCAGATGTTGTGCTAG 

AAGCTGGGGGTTACCGTCTCCTTGTGCATGTGTTCAAACCTACCAATGGC 

TGGGATTTAAACCTCATGCCTAAGTGTGCAGGGAAGTTTTGAGTATTAAT 

AGTATTCAGGCGCGGGGGATTACTG 

>Sequence 1984 

CCGGGCAGGTACTGGTGTTATTTATCTATTGCCATCATTTCAGGGACACC 

TAGGAAAATAAATTTTCAATTGCATAAAACCTAATTATTTCATACTGCAG 

ACATTTGATCAAAGGCTTACTTGATCAAAGGCTTGTCCCAATTGCTCCTC 

CAGGGATTCGTTCTGCTCAGATAAGATATGGTTCCGCTTTAAGAGAGCTT 

GTCCAATTCGAGCAGCGAGTTCCAGATCACGATCCCTCTCTGCCAGGAGA 

TGTGTAACCATGTCGATGTCATTGTAAGTTTTGGTCATCTGCTCCACCCT 

GTCTGTGCCTAGAATCATGNTAACGGAAAGTCTCTTCAGCAAGGACTGGA 

GAG AGAGC ATCAGATGCATGCTGCCGCTGGTGTGGAGACTGAGTCCAGTC 

TTGGTTTTCATATAGAAAGAGAGTGTCTACTTTTAGCCTATACTGGGGGA 

GGTGGTCTTCTAGCAGACTCACCAACTCAACTTCAGGGAGAATCTTATTG 
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CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCCGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAAGGACAGTTAATCTCTGCTTCTGATATAAATATTAG 
GGGTAGA 

>Sequence 1977 

CCGCCCGGGCAGGTGCATGACATTATTGTAGCTGTTGTTTACATTACAGG 

AATACTTCGGATATACCAATGCATGTGAAGAATGGGTTTCCCCTCAGTTT 
CAC^AuAACTTAGAA^ 

rTTTTAATTCI nTTTTTTl l GAG AC AGTTTCGCTCTGTCGCCC ATGCTA 

TAGTGCAGTGGTGTGATCTCAGCTCACTGCAAGCTCCGCCTCCAGTGTTC 

AGGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCCC 

GCCACCACGCTCAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCATGTTAGCCAGGATGGTCTCCATCTGCTGACCCTGTGAACCACCCGCC 

TTGACCTTCCAAAGTGCTGGGATTACAGGGGTGAGCCGCCGCGCCCGGCT 

CAACTGACATTTCTAAATG 

>Sequence 1978 

CCGCCCGGGCAGGTGCATGACATTATTGTAGCTGTTGTTTACATTACAGG 

AATACTTCGGATATACCAATGCATGTGAAGAATGGGTTTCCCCTCAGTTT 

C^TAAACTTAGAAATGTCTCAACTGACATTTCTTTTTCTl "1T 1T1T AA 

TTTTTAATTC1 1 i i l nil II GAG AC AGTTTCGCTCTGTCGCCC ATGCTA 

TAGTGCAGTGGTGTGATCTCAGCTCACTGCAAGCTCCGCCTCCAGTGTTC 

AGGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCCC 

GCCACCACGCTCAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCATGTTAGCCAGGATGGTCTCCATCTGCTGACCCTGTGAACCACCCGCC 

TTGACCTTCCAAAGTGCTGGGATTACAGGGGTGAGCCGCCGCGCCCGGCT 

CAACTGACATTTCTAAATG 

>Sequence 1979 

CCGGGCAGGTACGCGGGAAAGAGAAGGAGAATATACAGTCTTTGTATTGA 

CCTGTATGCTTCTCATTTTTGTTCTTTTTGTTCCTTTCTATAATTCTGGA 

TTTCCATCTTGTTTAATAGCCCTCAGCCTGAGGGATATCAGCATTTCTTG 

TGCTATGGATCTTCTAGCAACATATAATTTCATCTTTTATGCATATCCAG 

AAATTGTTGCTTTGCTTTGATTTTTGTTTTGTAGTTTCACTCTGTGTAGA 

ATTTCTGGTTACCGTTTTTITCTTCCCAGCATTTTGAGATATTGATCCAG 

TGAGTTCTGTCATGCATTTGCCTACTTGGGTGAAATGTCCCACCAGACGG 

TGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATC 

TGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGA 

AACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGAT 

TCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCANAGTCAAACT 

GTAAGTACCTCGGCCGCGACCACGCT 

>Sequence 1980 

NGACTTTCGGAACTCTACTATAGTTGAAGGGACACCACGCGNGGCGGCCG 

CCGGGCAGGACGCGTGGGACGGGNGTTATNACACCNGACGCCGGGAGGAG 

ANGCNGCCACCNAGGNNACTTGNAGGACCCNANACGGCAACCTCCTNAGC 

CAGGAACNANNNANAAACANCCNGCAGGAAAANGAGNCNANANGNCAGAA 
NACACANNNTTTTTCTTGCCTTTTTGT 

CATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTT 

TTTTGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCA 

GAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCT 

GTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATT 

CTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGG 

TTTAGTCAATGGTCTATGGGAATTTTTTTATAGCAGTCCCAGCCAAGACA 
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>Sequence 1971 

AGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAATTGTTAA 

GCATTCGGCCACTCATGTTTCTTCAGCTCCCCCACCTCCTCCCTATCCTC 

CCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATTCTGTAT 

ATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCATGCAAA 

CCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCCCCTCTG 

CAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTAGCTACTA 

TCACCTATTGTGAACCTTGCATATATGGATTCATAGAACATGTGTATTTT 

TTGGTTTGGCTACATTTGTCTAACATTGTTGGTAAGATTTATCCATGTTG 

TTGCATATAGCCATAGTTTATTTAT 

>Sequence 1972 

ACGGTGAGCCGTTGCTTGTTCTCAAAGAGCCATTTCTTGAACGACCCGTT 

CCATTGGCGCACCATCTCGGTGTGTGAAGTCGACCGACGGAACAAGACCA 

AGCCTGTCGACCCCGCCATGTGCCAGCTCCACTCTGGAGCAAGCTCAACT 

TGCCACCCGATGAGCTTGGCCAAGTTCTGTGCTTCAATAAAGCTCGGCAC 

ACTACCATCTTCGCTCAGGTAGGGCATTGACACCCGCGCGGTGCAATATT 

CGATGCGCTTCCCAGACTCCAGTGGCAGATAATCATAGTAGTACTGCATG 

TGGTCTTGGCCTGGAAACTCGATATTGGCTGCTGAGCCCCAAGCCGGCAG 

GCACGCTTTGTAATCGACACCCATTTGCAGCTGCGCAACGACTCCTTTTC 

CGCTCCCCGGGGCCTCGATATGGCCCAACCCGAACKjCCGCCCCGAACGAT 

ATGGCCAGGGCGCCGGCGCAAGCGTGCGG 

>Sequence 1973 

CGAGCGGCCGCCCGGGCAGGTACCTTAGCAAATAGATAGTTTATTCACCA 

ACTATAATCACCTTAACAATAAAAGCTCTCITrTCGAGAACACTGCGTGT 

CAGGCACTTCATGAAAATTATACTAAACACTTTATGAAAATTATCTCTAG 

CTGCAAATTCCCGCGGATGCTATGCAAATTAGGTATAGCTACACTTTGCT 

GATGGGGAAAGTATAGCTTAGAGAAGGTAGACGAACTGCCCAAGGCCAGA 

GCTATGTGGCAGAGATGGAATTCAAATGCAAGTATAAATAATAGAATAAT 

TTTCAGTTGGAAATTTCAAAAAGCTGTTCTAGTTACATTGATGTTAAAAT 

CTGTTATTCATTTAAGATGAAGATGGCAAGGGGAGATAAAATTACAGGGA 

AGTGGTGAGGATAGAGCTGAGGAAAGAAACTTGGAATGAGATTTTAAAAA 

GAAATCTGGAAAGTTTGCTAGGGATGATA 

>Sequence 1974 

CGAGCGGCCGCCCGGGCAGGTACCTTAGCAAATAGATAGTTTATTCACCA 

ACTATAATCACCTTAACAATAAAAGCTCTCTTTTCGAGAACACTGCGTGT 

CAGGCACTTCATGAAAATTATACTAAACACTTTATGAAAATTATCTCTAG 

CTGCAAATTCCCGCGGATGCTATGCAAATTAGGTATAGCTACACTTTGCT 

GATGGGGAAAGTATAGCTTAGAGAAGGTAGACGAACTGCCCAAGGCCAGA 

GCTATGTGGCAGAGATGGAATTCAAATGCAAGTATAAATAATAGAATAAT 

TTTCAGTTGGAAATTTCAAAAAGCTGTTCTAGTTACATTGATGTTAAAAT 

CTGTTATTCATTTAAGATGAAGATGGCAAGGGGAGATAAAATTACAGGGA 

AGTGGTGAGGATAGAGCTGAGGAAAGAAACTTGGAATGAGATTTTAAAAA 

GAAATCTGGAAAGTTTGCTAGGGATGATA 

>Sequence 1975 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCCGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAAGGACAGTTAATCTCTGCTTCTGATATAAATATTAG 

GGGTAGA 

>Sequence 1976 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 
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GATGCCCTCATGCCTTTGTTCCAGTGCAGGTGCCTAGTGGAGGGTGCAGT 

GCTCTTGCAACATAGAAGGACCCATCTTGCAGGAGCTGATGGCTTAACTC 

CTGGGAACGGGAGGAGAGGAAGGGCTTGTTGGACCCAACCTTTGTTGAAT 

TGACTGGGTTTTTTGAGAAGACCACCGAAACTTCCCTTTCCCAATTCCAC 

CCCCAATTTTGTGCG 

>Sequence 1965 

CCGGGCAGGTACATCTCAGATGAAGCTGAGCTATCAAGTGACTTGGTTCA 

AGACCTATCTTTCAGACTGTCTTTCCTTCTACTATGCAGATCAACATCCT 

ATGTAAGCTGTGACCCCAGGCAGTAATTAGTTTTCACAATCCTTCTTCAA 

GATTGAGGGACCCTTTTCCCAGACTATGTTTTCATGAAGTAAGCTGGCTG 

GCCTTTGTCTCCCAACATTTATGGAAAGCTTTTGGTGCCTGATGTATACT 

TGATGTCAAACTCrTTTCCCATTTTTGTGTCCCTCTGGACACAGAAGTCAG 

TAGGTCC AAG ACTTCGGTGTCCTTTTCCTTCTCTG AGCTC AG r TTT TTTT 

TGTTCACAGAAATGTTTATTTGTTCATATATGCCAGGGAATTTACCTACA 
AAAG 

>Sequence 1966 

GGGGNAAGGGCGTCGCCTTCA 
>Sequence 1967 

GGGGGCGTTGATCCGCGTATACTGACTCACTATCGGGCGAATTGGAGTTC 

CACCGCGGTGTGCGGCCGCCCGGGCAGGTACGCCTACTCAACCCGGCTGT 

TCACCATTGATGGCATCAGCATCCCATACACATGGAACCACACCGTTTTC 

TATGATCAGGCACAGGGAAGAATTCCTTTCTTGGTTGAAACACTTCATGC 

ATCCTCTGTGGAATCTGACTATAACCAGATAGAAGAGACACTGGGTTTTA 

AAATTCATGCTTCAATATCCAAAGGAGATCGCAGTAATCAGTGCCCCTCC 

GGGTTTACCTTAGACTCAGTTGGACCTTTTTGTGCTGATGAGGATGAATG 

TGCAGCAGGGAATCCCTGCTCCCATAGCTGCCACAATGCCATGGGGACTT 

ACTACTGCTCCTGCCCTA A AGGCCTC ACC ATAGCTGC AG ATGG AAG A ACT 

TGTCAAGATATTGATGAGTGTGCTTTGGGTAGGCATACCTGCCA 

>Sequence 1968 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAA 

>Sequence 1969 

AGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAGTCACTT 

TCCCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGTGAATAG 

TGTGCACACAA AAAG CACACTAGGTGAAAGACAGATACATAAAAAGGGTA 

AAGTCAGGATATTTTAACAAACCCTATCAAGCTCTAAATATAAGCCTCCT 

TGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTTGCTGC 

ATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTCAGGGT 

TAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAAAAGCA 

GTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCAGCTCT 

TCAATTGTTGATCATTGGCTATTGTTCTCCAAACAG 

>Sequence 1970 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGATGGGAAGAAA 

CAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTA 

CAAAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTGGAA 

AAAAAAAAAAATTAAAGAATAGGTACCT 
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GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGGAAAAGGAAAGA 

AACTGATGGTGTTAAACTGAACCCATTTTGATTGAGACCCTACCCAGGCT 

GGAGTCATTCA TTGGA AACCCCAACCAACCTTGGTATTCCCTTGCCCCTG 

GGGAATTTTGGTTTTTGAAAAGCTTTTTTGTCCTTCGGGCCGTCTTAGAA 

CTTAAGGATACCCCCGGCTGCGGGAATTTCAATATAACTTATTCGAACCG 

GTGACCCTGGAGGGGGGCCCGGACCCACCTTTGGTTCCTTTTAGGAGGTT 

TAATTCCCCCCGGCCGAAAAAGGGCATAGATGTTCCTGTGG 

>Sequence 1960 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATGCCTGCAGGGAAAAATGGTA 

AGCCCTTGGTTAAATTTATTGGCTTCATTTATGTATCTCACAACACTTCT 

TTTCTGTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACC 

TGCCCG 

>Sequence 1961 

AGGTACTGCAGGAGGCAAGAGATTACATTTTTOT^ 

TGTTGCCTAACACGTTTAGCTGGTGGGACAGGTTCTAAGTATTTGCTAAA 

TATTGTTCTCATTATTTTGAACATGTAAAAGATGACTGCATTCTTATATA 

TTTCCCTTTTAAGTGTGAAAAGTGAACTACTTTCTTTATATAAAAATTCA 

TTTGCCTATTGTCTCAGAATATCACATATGACTGGTGCACTGGACATAAG 

GGATACGGATTCCCATTGTGGCTTTGTCTATAAATAGCTACAAATAAATA 

GCTATAAATAGGTTTGTCTATAAATCTTAAAGTGATGAATATCAGTTCAA 

CATCAGTAAAGTGAGTGGCITGGAGCAGTCTCAAGTCTCCTCCCTTTTTT 

CTGAAGGACTGGTTAAATATTCTCTTTTTGACCTTTCAATTGATGGAGTT 

TTTTCACTCCTTATTCTTAGAAAAGAATCCTTTTCTTGCATATATCCCGA 

TCAGGGAATCATAGCTTTTTCAAATGTTTACCCAAATCTAGAAAAATTCT 

TGGGCCATCGGGCATTGGTGGCCTATTCGCTGGGATCCCCAGCCCTTTTG 

GGAGGCTGAGGCAGGCCTATTACAAAGGGTCAGAAAATGGAACCATCCTG 

CCCAACATGGGGAACACCCACCTCTCCTAAAATTTCCAATTTAATTGGCC 

GGTGGCATTCCCCATAAACCCCGTTACTTGGAGGCCCAGGCGGGAAATCC 

TTGGAATCACGAAGGCAAATTGTGGTGGACCCGATATGGCCCTGTCCTCT 

CACC 

>Sequence 1962 

CCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

TATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGGTAAGCCCTTGGTTAAATTTATTGGCTTCAT 

>Sequence 1963 

AGGTACCCGGCTTGGTGAGGAGTCCCAGATTGTGGAACAAAGTATTCCTC 

TGTTCAATACCATCTTCCAAAAAGAAACAATGACCTAGTGTGTCAAACCC 

AATGGTGTCCTTTATTAGCAAGCCATTTGTCCCATGCACAGTGATGCACC 

TTGAGAAGCTGTGATGAATAGACAGGGCCGTCCACAAATGTTGCATGTCT 

GTATCCNTCCTTTATANATCCACGTCACCACACAGGTNGAAAATGAACAG 

GGTTATTCGCCCCATCTTGCTTGCTGACCCATGTGTTTTCAAATTCCACA 

TAATGAAAAGATGGGACTTGAAGTTAAAAATTTTTCAATTATCATAATGT 

GGTCCCCCCAAAAGGTATTCATAAATCAAAAAAATTTGGGCACTGGATTT 

TTTCTGGCGTTAGCCATGAAGTCCCTCCCACTTTCTCCT 

> Sequence 1964 

CCGGGCAGGTACTCCACAAGCCAGAAGATTAGTCTCCTTCCCTGTAGCCT 
CATCTAGCTTACTTATTCAGACTTTCTGTTCACAAGGGGTTTGTTATCTT 
CATGAAATTTTAATATGTGTAAGTTAGAAATGAAATTAGAAAAAGAGGTT 
CTTGCTGTAAACACTGGGCAGAGTAGCTCATAAGAAGACTGTGGTTCTTG 
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AGGGTAAAGT CAGG ATATTTTAACAAACCTATCAAGCTCTAAATATAAGC 

CTCCTTGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTT 

GCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTC 

AGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAA 

AAGCAGTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCA 

GCTCTTCAGCTGTTGATCATTGTCTATTGTTCTCCAAACAGTAGACCAGT 

ATTTCACACTTGAGATTGTCGGCTGCGGGTATATTNCAATTCCCCCTCTT 

CTTATGAATATGAAAGGAAGGGCTTCTGACCCTGGAAAGTGGGTAAGTAA 

TGCTGGGCCATTGGGTGAATGGCTTGCCCGTTAACTATGGGCCATGGGTT 

TACCAATTGGGTGGCCGGCGAACTTGGGCCGTCTAGAACTAGGGGTCCCC 

CGGGCTGGAAGAATTTAATATCAAGCCTAATCGAACCGGCGACCTTGAGG 

GGGGGCCCGGGGACCCAGCTTTGGTCCCTTAAAGAGGTTAAATGCGCCCT 

GGGCGAAAAAGGGCAAACTGGGTCCTGTGGAAAAGGTTTCCCTCTCAAAT 
CT 

>Sequence 1957 

TATGACTAATGGCAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGGCC 

CTCAACTTCTGAGAGCTTAAGGTATTTGTTCATGTTAGGCAGGTAATGTC 

TATAAACCAAAAGCTGCCACATACTATCTCTCTGCTCAACACTTTACTGG 

ATACTGGAGGATTAAGGGAAGGAAAAAAGTGACCTTTTTTGCCTTTTTAA 

GAGCTTGTAATCGGTAAAGGAGATAAAACTCACACAAAGGTCAGGGTATA 

TTTTGTGCTAAGCATATGACGTAGACATTTAAGTGCTGCCGTAATGCAGA 

AGAAG AAG AAGTGGTGT GATCTAGAGTAACATANGTTTTGTTTTGTTTTG 

TTTI iGATATTTTCTTT'llClllUl'CTTTTTCTTTTTCTTTATCTAGACA 

GAGTCTCACTCTGTCGCGCAGGCTGGAGTGCAGTGGCATGATCTTCGCTT 

CCTGCAACCTTCCGCTTCCAGGGTAAAGCAAATTCCCTGCCTCGGGCCTC 

AATGCAAATGGGAATAAAGGGCGCATGCCACCACAACCCGGTTATTTTTT 

GTATTTITAGTAGAAACCGGGGTTCACCCTGGTTGGCCCGGCTGGGCTCG 

AAACTTTGGACCTTCAGGAACCCGCCAATTCAACCTCTTTAAAGGGCTAG 

AATTACCGGGATGTATCACCCAGGCCCCACCTTGTAACAAGGGTTTTGAG 

GTGGAATTTGGAGCCACAGGGGGACCACCCGGAGGCCCCTTAGAAGATAA 

GCTGAAACCAATCACCCCCGAGCTGGCCCAGCACCGTTTATTATTCCCCG 

ACAAAAAGGCCAAGACCAGGGCCTTATTGATTCCCTGCCGGGGGGCCT 
>Sequence 1958 

AGGTACGCGGNGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAGAACATTA 

AAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAG 

GTGGAGCCTTTCAAAAGTAAATTAATGCCCTTGTAAGAAGAGGCCAGAGA 

GCTTGCGCACCTTCTTGCTGCCATGTGAGGAGCCAAAAAAGCGGCTTGGC 

TGCAACCTTGCAGGAAGACCCTTACATGAGAGCTAGGCCATACTGGCATC 

CTCATCTTTGGCTTTTCAACTTTTCAGAACrTGTGAAAAGTATAATGGTT 

GGGGGTTAAGTCCAATGGGCTATGGGTAATATATTTATACCAGTCCCCAG 

CCAAGAACGGTGCCTTATTGTCTATCCTACCCATTTATATTAATTATATA 

GGGCTCCCTTTCAGAAAACCCCATTGTTCAAATAAGAAAATAAGAAAACC 

TGAAACCACATAACACCCTTCCCTGAGTTTTTAAGTTTCCAAAAATTGGG 

AAAATAGGGTGGTGATAAACTTTTCTATACCAGAAAAGG 

>Sequence 1959 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACT 

TCTGGAGAGACCATTCAAGGCTTCTGGCtCTTGACAAAGATAGACCACTG 

GAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGA 

TCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 
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AGGTAC GCGGG AAGC AGTGGTA ACAACGCAAG AC 1 1 1 H nTTTTTI 1'TTT 

TTTTTTACTGCAACAACCTAACAGGAAAACTAATCAGAGATCATGAGGAG 

AGTGGTATATCAGTCAGGGACTAATCAGGAACATAATCCACTTGAGATTT 

TAAAATAGAGAGGGCTTAGGCTGGGGAGTTGGTGACAGCATAATGGGAAA 

TCTACAAAGCAAACAGGAATAGGGAGACAACCCAGAGCCCATCTAGGCTG 

GCAGAGTCATCATCTCTAGGCTGGAAGGTCAAAAGAAGGTGGTGTTAGTG 

GAGCCAGGAGATGCACAGTCTCCCAGGGGAAGCTGGAGCTAGGGTGTACC 

TGCCCG 

>Sequence 1951 

CAGCACATAATGCAGTATACGCCCAATTAAATTTGAGACTCACAGAGTTT 

ATTAGTGGCCACCTTGTCCAACCTCTCCTATTAGAGATGAAGAGACTTCC 

AGAGGTCATACCGCAAGTTGACAGCAGAGATGCAGTAGGAACTGAAGTGA 

GGCAGAATTTGAGGATTCAGGTCCATGGGGAAGATAGTTTGCTGAATGAA 

GGAGCAGTGCTTTAGGGAACAATTTTAATGGAATTTAAAGACAGAATAAT 

TCAGAACTGGATACATAGTAGATACCAACTGCACCTTGTGGGAATAATTC 

TCTGGATAGTATCTGGCAGTCITCAGATACTTTGCTGTTATCCTGGCTAA 

ACCACATAAGTTGTTGTGTGTTGGTTCACAATCTGATCTTGCAGATGTAA 

GTTAGAATCTTGACAGTTTTTTTTGAGAGAGTfT 

>Sequence 1952 

AGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTATTTTTA 

AAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAAA 

CACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTT 

GGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGT 

TCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAGGCATTCAAACTGT 

GGGCTCAGGCAAGCCTTTCCAGTGTGATCATATTAATTTTATATTTTATG 

TGTTAACATGTGCCTCCAATAACITGCTTTCCTTGCTCACCATGGTGATG 

CATTTTTCCTACTTTATGTCCTCGCTCATTGATTATGATGAGCTGCTGAC 

TATTTGAACCTGGTAN 

>Sequence 1953 

CTTCACGGCCGAAGCCCGATTCGCGGTAACCGCCGAAGCCGCAAGCCGCG 

TCGAACTGATTGGCGCTGTTGATCCACACCACGCCAGCCTTGATGGCGGG 

AGCGATGTCCAGCGCGAGGCTGATCGACTCGGTCCACACGCTGGCGGCCA 

GGCCGTACACCGTGTTGTTCGCCAGCTGCACCGCTTCAGGCGGCGTGCGG 

AAGCTCATGGCCACCAGCACGGGGCCGAAGATTTCAGCCTGTGCCACGGC 

GGCCGAGGTCGACGCGCCCGTGATCAGGGTCGGCGGGAACCACGAGCCGT 

CAGCCGGCAGTTCGCACGCCGGCTGCCATACGTCGCAACCTTCGGCACGG 

GCAGAGTCGACCAGCGCGGCGATGCGCTGGCGCTGCACGGGGTCAACCAG 

CGCGCCCACGTCCATCGATTTGTC 

>Sequence 1954 

CCGGGCAGGTACTTGA TT TV I llU"ri4"l CTTATTCCnTTTGGCTTTGACT 

TTGAGTCAGCTCAGCATTCTAAATCAAACGCAAACAGCAGAATCATATGG 

CATAGACACTTAGCAAATCCAATGCCTTCCAGGCATCTGTTTCCTGTTGA 

TGAAATCCTCCCTATGGAGAGCAAACTGGTTCATATCTTCAGATAGTGTC 

ATTCAACCCCTTGGCAGCTTTCTGGGCTACTAAATATCACACCGTCTGGT 

GGGACATTTCACCCAAGTTGTTCATTTATTAGTTTTCTGGCTTCGTGGAG 

AATTATCTGCCTTCTCTGAGTATTGATTTCATTGTGCCCCGCGTACCTCG 

GCCGCGACCA 

>Sequence 1955 

ATACACGCGGGCGATGACTTCGTCGCGCCGGTTCTGGTCGATGGCGCGCG 

TGACGATGGGGCTGCGTCCGGGCGGCAGCTCGTCGATCACCGACACTTCC 

AGGTCGGCGTAATACGTCATGGCCAGGGTGCGCGGGATCGGCGTGGCCGA 

CATCATCAGCTGGTGCGGCA 

>Sequence 1956 

CCGGGCAGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAG 

TCACTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGT 

GAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGATACATAAAA 
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ACTTCTAAAGATTTTTTCTTTGGCCTGGGATACACAG 
>Sequence 1945 

TTCTTCCCGCTTTCCTTCGCTTCACTTGACTTCGGCTGCGGCTTCGGTTC 
GTTTCGGGCTGTCGGGCCGAGCCGTGTATTCAGGCTTCACCTTCAAAAGG 
CCGGGTAATTACCGGGTTTATCCCACCAGTAAATCCAAGGGGGATTAAAC 
GGCAAGGGAAAAAGTAAACATTGTTGAAGCCAAAAAAGGGCCCAGCCAAA 

AAAGGGCCCAGGGAAACCCCGTTAAAAAAAGGCCCCGCGGTTTGGCTTGG 
GCGG 

>Sequence 1946 

AGGTACCTTTGTTCTTCCTCCTCCTCCATCCTCCCAGTGCCTGTGACTGG 

AATGGTGAATGGCACCGCTGGATGGGTTTCTGCAGATGTGGAACAGCCAG 

GAAGCCAGCCCTGTCCAAATTGAAGTGCCTTTCTGTAGGACCAAGAAGGG 

TCAATTACTATTAGTGGTAGACTTCACAAGCCAGGCGGTAGGAAGGCAGG 

GAGAGCCCTATGAGAACTGAGACCGACTCACCTGGCATGTGCTGGATCCA 

TGCATAAAAGCTACTGTATCAATGTTTCAGTTGAGTGAATGAAAAAAAAA 

AAAAAAAAAAAAAANGGTCCCTGCCCG 

>Sequence 1947 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTGCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAN 

>Sequence 1948 

CGAGCGGCCGCCCGGGCAGGTACTAATTTGTAAAATTAAGAAGTTGTAGA 

ACTGTGAACATCAAC TATTGC ATTATAGGAAAAAGTTAATTTAAAAGAAT 

AGGACAANGGTAAACTTTTTAAAAAATTTTGCCAAGTGGAATATAAGACA 

AA AAAG CATTTCCAGAAGTTTGACATTCACTAGAAGCTCTCTCTGTGCCT 

CTCTTTTCCACCATTCATACTGTTAAAAAAAGACAATATTGAAATATTAC 

CATCAGTATTATTGACTGTTGAAGACTGGGCCCTTGCTGTAAGTCANGCA 

CCATGCTGGATGCAGTAAATGTATGTCCTATTTCAAAGGTAAAGCCACTG 

CATCTTGCACACACAGTTTGGTTCAAAAGCTTTAAGAGTAACAAGAAGGT 

TTGCCCAAGCTTAGTCACATCACTGAGCAAAATCCACCGGATAGAATGAG 

GTTGAG ATCTC TGAGAAAGCAAAATACTAATTGACAGTAGCAGTTGGCGG 

GTCATGrilil ATCCT AATAATTGTATAGCTGTGCTGACTTCAACTTTTT 

CACTTCAGAACTTTTCCCCAAGAGGTCCTTTCTCTTTGTGAAGTGGTCCT 

TCTTCAGTCTGGGACTCTTTCATTTACCTGATTGAGTCTTTGCTCATCGA 

TACAGGCCCCTGTAAACCAACTTTATACTACAGCACTTTCCTTAACAAAA 

CAAGTTGATTTATTTTGAGCCAATCTTAAAATATACAAATATGTGACAAC 

ATAAGGGATTGACTTATAGAAACGATAGAACTGAATTTGCCTTTCTGTAA 

GGCATTCCG 

>Sequence 1949 

TGCCAAGGGATTCGAAGCCACTTTAGCTATAGCGCGAATTGGAGTTCCAC 

CGAGGTGGCGGCCGAGGTACTGATCTAACCAAGATATTTTGTTTTTCTCA 

CCCACCAGTTTCTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAA 

AGCTTGGTGAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGAT 

ACATAAAAAGGGTAAAGTCAGGATATTTTAACAAACCTATCAAGCTCTAA 

ATATAAGCCTCCTTGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGA 

TGAAATTTGCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAAC 

ACAAGGTCAGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTT 

ATTTTAAAAAGCAGTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGA 

CCAGCTCAGCTCTTCAGTTGTCGATCATTGACTATTGTTCTC 
>Sequence 1950 
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CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 
CAGTGAAGTATAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 
AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 
CCAACAGTAGAAAAAAAAAAAAAAAATAAAAAAAAAGGTTCCT 
>Sequence 1939 

AGGTACGCGGGGACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTC 

CACGAAGCCAGAAAACTAATAAATGAACAACTTGGGCGAAATGTCCCACC 

AGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGAC 

ACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCA 

ACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCA 

TATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGT 

CAAACTGTAAGTACCTGCCCG 

>Sequence 1940 

AGGTACGCGGGGAGCTAATTTCTTTTTAAAAAATAATTCATTAATGTATA 

AAGT GCAAG CAGTTTGGGTCACAAATTAGGAAAGAATGCACCTGGACGTG 

ATTTATTTTGAATTGGACAGCTGAAACACATCCCGTATAAAATCACTCAT 

TCCTGTTTTTCTATAAGTTTGCCTGGAGCATTGTATGGCATCTCTCAGAA 

TGTGTTGCACAACTCAGCAGAGCCAAGGCTAAGCAGTGCAGAGGACAGGG 

TGAAAGCTGGTATTGCGCATAAATAAATAATAAATTAGGTCCCTGCCCGG 

GCGGAACGATTTTTAACTACTCGCTCCCAGAGGCCTGTTTGAATTTCTAT 

ATCAATCCTTAATCGATAACCGGTTTAACCTACAGGGGGGG 

>Sequence 1941 

CCGGGCAGGTACAGCCACTGTGGCCCCCCATCTGACATACCACCAGAGAT 

CTGGTTATCACCTGGCCCATTGACTACCACAGCCAGCCTTGCTTGACATG 

CACCACCAGGGTCCCTGAGGACAGGTCTGCCCAATTAAGCTCCACCCTAC 

CACAGTGAAAAACAAAAAGAAAGAAAGAAAGGAACAAAGGATATTCAACA 

CAACCAGAAATCAATAAATAAAATGACAGGAATAAGCCTTCACATATCAA 

TAATAACCTTCAATGTAAATGGATTAAAGTTTCCACTTAGAAGATAGAGA . 

CTGGCTGAATAGATTTTAAAAATGACCTAATTACATCCTGCATACAAGAA 

ACTCATGAGGAATTCAAAGAATTTTTTGAAACAAATAAA 

>Sequence 1942 

CCGGGCAGGTACTTGCAAGAAACCTCAGGACTTGAGTAACAGCAACATGG 

TAAGTTTTCTAAGTTTTCTTTTCGTCTCCCATATACGCTGGGCTGAGCTG 

GAATCACCAACAGGCACAGAAAAAATGACAACAAAACAACAACAAAACCC 

CCAAGAATATCCTGTTCTCTTTGGCCAAAGTTCAGGAAAGGGGAGCCCCA 

ACAGAGACCCAGTAGGAAGCTCTAGCCCCTGTTTTGTACCT 

>Sequence 1943 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTACAAAGGGCAAAGGTAAGAGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGGCAGAATGGGCCATGACCTT 

AGATTAGAATTTCCCATAAGCCCTTTTAAATTTCCCTTATAAAGACTTTG 

GGGA CCTTGCATTCTTAAAATATAAATAATTGTTTTTATTTTTTTATTTC 

TTTTGAATAAATATAAAAGAAATTGGGAAACTCCAAAATTCCTTGTGTTG 

GTTCTTGCATTTCTTATTGGCACCCAGTTGGCATCCTTTTACTTTTAATT 

GTACTTAAACAACATGCCACTTCCGGTTCTTTTAATGGACAATTAAATCT 

TCATGAAACCATTTTAACTACGTAGGAATAAGGTAGCTTAATTTTGGTCT 

TTTGGGTTTCCAAGGATTTTCAAAACTATCTTTTCCAAAATTTTCCTCAA 

TTTAGTGGTTGGACGTTAGGTCTAAATTTTTATTTGTAAAATAATT 

>Sequence 1944 

CCGGGC AGGTA CTTATTTTTATATTAAGTCAGACTTCAGGATTTATTTTA 

GCCTTCCTTTTTGAGAAGCTTTCTAAGCCCTCAGCATTAAGCAGCATTTT 

TCCTCATCACACACGGATCTGAGCAGGTGACCGCGGCTGGGATAGGTGCT 

GTTGTGTTGTGTGCAGGTGGGCTGGCCAGCCATTGGGTGTGTGTTTTTCC 

TAGAGTAAGAAGCACTCCAGGCTGAGATGAGAGCTGTTGAAATGAGTAAC 

ATTTCCGTCTCCTGTGATACGCGCTGCTGTTGCTTCTTTCAAATGATCAG 

ATTTACATTCTTTTAATGGGTCCTTTAAAAATGTAATCGAGTGAAGAAGG 



Page 141 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



TCTTCCTTCCATCTACCCCCGCGTACCTGCCCG 
>Sequence 1934 

CCGGGCAGGTACCTTCACAGCTGCACCACACCAGTTCTGGGCACATGGAC 

AACAGATCAAGCTCCCCCATCATCACATAAGTTAGGCACCAAAGAGTTAG 

CAAGGGTATTCAGTTCCCACTTAATTGATTTGCATATCATGCAGGCTCTG 

ATTTCAGTACCT 

>Sequence 1935 

AGTGCCTATCTACTACTATAAGGCGATATGGGCGAATCGGAGCTGCACCG 

CCGTGGCGGCCGCTCGGGCACGTGCGCGGCGGGAGGAGATGCTGCCACCT 

AGGTTACTCGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATAT 

ATAAACATCCTGCATGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CATAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTATGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTGCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCACAACGTAATT 

AATGTCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAAGAGCCAACACGCCGGCTGTCTGTAACCTGCAAGAAGACCCTTAC 

TAGAAACTGGCCATACTGGCATACTCATCTTGGCTTTGCAACTTTCAGAA 

CTGTGAAAAGATTATGTTGTGGTTTAAGTAATGGTCTATGGGTAATTTCT 

TATTGGAGGGCTCACCAAAAACAGGCCTCATTTACTACATACCGTTAATT 

TATTATAAAAGGCTCTTTTTAGAAACCCCTGGTTCAAATCTGAGATTAAA 

ATGCTGGAACCCCATAACACCTTCACTATGTTATAGGTATACACAATTTG 

GAAAATTAGTTTGGATTAACTTTCTTTATCCAAAAAGCAAAACACGGTGG 

GGCTATATGTTAAAAAAAACGGACAAAG 

>Sequence 1936 

CCGGGCAGGTACCCTTCACTCTTTAGGAGAAGGTTTGAAAAAAAACTGTG 

TTTCCTGTTGAAGGCCAGTGATACCTGGCAGCTTACAGTTAGAAAACTCT 

ATAACTTTATTATTTTCATTTGCACTTAAAACTGCTATGAGTTTTTTAAT 

GCAAAAAATAGTGATTGAGAAAGAAAAAAGTGAACATATTTATATTCTTC 

CCCCTCAGAGAGAAACGCTGTTAACATTTTGTGTATTTCGGTCCAGGTTC 

TTTTCTGTGTGTGTAAGCACACATATGTGTTTATATTGTATAAAATAAGA 

GATTCATGCTGGACATACATTGTTTGTAACTTCCTTCCTTTCCTTCCTTT 

CTTTCTTTCCTGAGCTAGGGTCTCGCTCTGTCACCCAGGCTAGAGTGCAG 

TGGTGGGATCTCAGCTCACTGCAACCTCCGCTGTCTGGGCTCAAGCGATC 

CTCCCACCCA AGCCT CCCAAGTAGCTGGGACCACAGGCACATGCCAGGAT 

GCCTGGCTA ATI "IT1 GTTATTTTTTGTAG AG AC A AAGTCTTACTATGTTG 

CCCACGTTGGTCTCGAACTCCTGAGCTCAAGCGATCTACTCACCTTGGCC 
T 

>Sequence 1937 

CCGGGCAGGTACTCCATGCCATGCTTGTTTCTCAGTCTTGGTTGTGTTAG 

CCCTCTCCCTGCTCATGCCCCAGTTCCGTGAGCAGCAGCTTGAGTTTCCT 

TAATGCCTGGGATTGGCAACCCTGGTAACAAGGACCATGAACACTCTATT 

AAGAGCTAGGATTAACAATGGCATCTTGCTATAGCTGCTTAGGCTTCAGG 

AAGGGTGTGGAACTAAAAGCATTTTCCCTCCCTTGAGCAGTTCCTTGTCT 

CAGTCCCCTGACTGCTCCCTATGCTAGATTCAGGGATTGAGAGGGTCAAA 

ATGCTCTCCCAAGATCTAGATTGTATGATTCCCCAGTGAGAAAATGGACC 

ACAGAAAAGCCATTGCTTACTTTCTCCTGTATTATAGAGTCACTCCTGAT 

TTCCAGCTGGTCTTGGTCACACAGGCTGGCTGTTTTTCTTTTCCTTTCTA 

GTTTTTGCAGTCTCCTGTCACTTCTGTTAAACTCTTGTGTTCTCTCTTGG 

ATA ATGTACTW^TNNTTTT^ TT 1" r GCTTTATTTC A ACT 

TTTATTAAACCAAATCCAGTAACTTTTACAATGCCTTACTAAAGGGGTGC 
CTTATAAC 

>Sequence 1938 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 
CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 
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GCTGCATTGAGCCTCAGCGGACCCCAGAGGAGCTTAGAGCCTGATCTATC 

CCCAGAGTGGGTCTGCATGAGCAATGAAGCATATTATAATCATGACTGCA 

GCTGGATTTGGAGATGCTTACCTCAGGACAGTGGCTTTATAGCTGAGTTA 

GTTTCTCAGAGGATGACTTCTTGTTAACAAAGCCAACTACAGCACTGAAT 

TGAAGCTTTTTAATGATGGCCGAAAAAATGGCCGG 

>Sequence 1930 

AGGTACTTTTCCATATTTCCACATACTACCAAGGATTTTCAAGTGTAGGA 

GTAATTCAATCAGACCCTTTCTTTCATATGAGAATTCTCAAAAGAGTAGA 

ATAAATGGAACACAGAAAGAAAAGACTTTAAGCAAGGGGCTTCTTGGAAG 

CCACTGCAGCAGTCCAGGCAAGTGATGCTGAAGGTCTGCAACAGAACAGG 

GGCCCGAGAGTGGAGAAGAGTGGGTAAACTATCATATTAAAGAGGCCAAA 

CTCAGACTGGGGGCAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGG 

CTTAGGCAGGCGGATCATGAGGTCAGGAGTTTGAGACCAACCTGACCAAC 

ATGGTGAAACCCCATCTCTACCAAAAATACAAAAAATTAGCCAGGTGTGG 

TGGTGCGCACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATC 

CCTTGAACCTGGGAAGCAGAGGTTGCAGTAAGCTGAGATGGTGCCACTGC 

ACTCCAGCGTGGGTGACAGAGAGAGACTCTGTCTCAAAAAAAAAAAAAAG 

TACCTGCCCG - 

>Sequence 1931 

AGGTACTTii-iri ri rrri rn rrrrrriu M rrriAAAGGTGAAGTTTCAC 

TTTGTCACCCAGGCTCAGTCTCAAACAAACAAAAAAAAAAATTGGGGGAT 

CTTTATTTCATGCTTTCTCTCATTAAGAAAAGAGAGGACAATAAAGTGTT 

AGAAGATAATAAAGCACAGAAGTCTAGCCAGTGTCTTTGGAAAATGAAAC 

GGCTGTGTGAATTTTTTATCTTTTGGCACCTCTTITAAAAACTCCACTTA 

ATGACCTACCTGCATTACTGAAGTGTCTCTTGTTGGGGTGATTGTAGTTA 

TCTCTTGGGTGTCCATGCATCTGTGGGCCATGGGAGGCAGGCAAATGAGG 

CTTTTGAGGGTGAAGGTTGTGTGAGGAATGGGACTGAGATATCAGAGAGT 

CCCGGCTGGAGCCTGAGGCCTCTGGACCAAATGGTTTGTTACCCCCAATC 

ACGTCGGCTTTCTTTTTTTGCTCCTAAAGAGGAAAAGGGAACCGAAGGAA 

GCTTAAGATCCCAGGCTTAATTCCCCCAGAAAAGAAATAAGGCTATTCCC 

CTCTAAACAGCTCCTITTTGGCCTTCTTAAACTTCTAAACTGGCGGTAAA 

CTACTTCCAACCAAAAAAAGGTTAATAATTCCCCGGTGGGCTTTTAGTGG 

GGGGAACCCAATGGAT 

>Sequence 1932 

CCGGGCAGGTACTTTCTCTCATAGGGAA'lHrrrTTl-lAA'l"l"l'riAAATTT 

TAATTATTTAAGAGACAGGGTCTCACTCTGTCACCCAAGCTGGAGTGCAG 

TGGTGTGATCATGGCTCACTGCAGCCTCAAACTCTTGGGCTAATGTGATC 

CTCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAAGCATGAGCCACCAC 

ACCCGGCCATCCTAGATGATT l "l'l I AAACATCACTTTTCTCCTGGCAGAA 

TTTTCTGACTCTGTAGTTCTTGTTAACTTCCAGAGAAAGCCCTGAGTAAG 

CCAGACCCTAATTACAAACATGCCTCAGTGGATGAGGCTACAATTTGAGT 

CCAAACTGCTCAAGGTTCACACTGACAAAGTCTCACACCGTAAACCTGAA 

ACATCATGTTACAGTCTGAGGCCTGCTCCGAGCTGGGTAAGAAAGGCCTC 

GTGAATGCAGCCCCCTGGGCAGATGAGGTTTGGGCCTTCACCCCTTTGGG 

ACTGCCTCCTCATTGCTCCTTGGGAAGCAGCCCCGCTTGCTGCCTGTGTC 

TTTGGGAAGTGAAAGGGAGGGGAGGAAGAATCTGGCCAAGCTTCTATAAT 

CAGGCTTCAGATGGACAGGGTTTCCCTTGGACTGCCACAAAGTTTAACTC 

AGAGGAAGAAAGCTTGTCCTCACCTGGGCTTGGTGGAAGCCCCAGCTCTG 

GGCCAAACCGTGGAAGAAGAGCAATGGCCAACCTGCATTTGGCCTTGATC 

CTGACCTTCTTAACTGGGAGAATGGCTTCAAACTTTTGCTTAAAGCCCTT 

AAGCTCCCTTT 

>Sequence 1933 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 
GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTACAAG 
TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCAGGACTAAGCACACAAGT 
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TCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTATCGAAT 
TAGACATGAATAGGAGTGTTTGTTGTGATCCAAGAAACTATATAATCAAA 
TGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACACCAGCCAA 
>Sequence 1926 

AGGTACGCGGGGAATCTTACTCCCTCGTAGAACAGGCGATATCTTCACCA 

TGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAG 

CCAGAAAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGT 

GTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCT 

GAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAA 

ACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATT 

CTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTA 

AAAAAAAAAATGAAATAAAATAAAAATCTTTATTTCCAATGAGCTAATGA 

GGAAAAAGGGGATGATGAAAAAACAGGGAGTGGGAGCAATTTGGAAATGG 

AAAGAATGCTGAATACCTACATGATGCCTAATTCAGAAGAACATTCTGGT 

ATGTAGGACATTATTTTCAACTCTATCACTTACGGCAGATTTTTTTTTTA 

TATGCAGATGTATCTCTACTCTCTAAAGATGTACCTGCCCG 

>Sequence 1927 

CCGGCCAGGTACTTTTCTTTTTTTTAACTGGTTTTAATTCGCAATACCAG 

CTTTCACCCTGACCTCTGCACTGCTTAGCCTGGGCTCTGCTGAGTCGTGC 

AACACATTCTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAA 

ACAGGAATGAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAA 

ATAAATCACGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTT 

GCACTTTATACATTAATGAATTATTTTTTTAAAAGAAATTAGCTCTATCA 

TGAAGACAGTGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAA 

TTGTTACCATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGC 

TGAAATGAACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATA 

ATGCTTCCATGAAAATATACATTGGGCATATGTAGGCTTTTTTTGGCCTT 

ACCCAAATTGCCAAGACCTITrCTTGTATAAATTAAATTTATTATCAAAA 

CTACnTAATGAGCCAGCCTTTAAAATTCCCAATAAATTTTTTGGAACAAC 

TTTAATTAAAATTCTTCTGAAATTCATAGCGGTGGTTCTCTTTTAATTTA 

AGAAAAAAAATACTTTTGTCCTAAACCCATAAGGGTTACCAGCCTTTTAC 

ACC ATTTT TTAATCACAGGGCTTGGGAAACCGGCACCCGTTTAAAGGAAT 

TCATTTTTA AGGCA TGGTTTAACCTGGCCAAAATGGAAATGGTCCATCCG 

GAAAATATATTmTATAAACCATGACTAATTTTCCTTCAATGTGTGAAT 

CAATTTATTATTG 

>Sequence 1928 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCATGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTGGGGTG 

GGGATGGATGATGAGACTGAAGAAGAAAGCCAGGTCTAGATAATCAGTGG 

CCTTGTACCTGCCCG 

>Sequence 1929 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTNTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAGGACAGGCAAAGGAAGAAGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAC 

CTGCTTAACTCAG ATTGGC TTCTGTGGAAGCAGAGGCTGACATGAGGTTG 

CTTATGAAAATGCTTTTTTGAGGAAGCCATTGCAGGAGGAATCTCTAGGG 

AAGCAGGGAAGAGGGAAGAGAAGGAAAGTATGTGAGCAGGGTATGGTTCA 
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AAGCAGCTCAGCCTCTCACTAGTGGTGAGATGTATGAAAATCCTGGCAAT 
GCCAGGGGGAAAAGAATCTATGAGTCTTCCCTTCGGTCATCTCTCCTATT 
TCTTG C ATTAG 1 " 1 TTTT C AGGGTTA AATAC AC ATCTC AC AG A AG AGCT AG 
CTATATATGGGCTGGGTGGTCTTCAATGAATCTGCAAATGTATCAA 
>Sequence 1920 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGGTATTTAGTTT 

CATGATTTCATTTTGAATGACTTATTAACTATGTATTTTGTGAAGTATAC 

ATT 

>Sequence 1921 

CCGGGCAGGTACGTCTGTTGTCTTCATCATGAGATCAGAAAACTCTATGC 

TGCTCCCTAACTATGTGACCTTGAGCAAGTCTCTTAAAGGAGAACTTCAG 

TTTCTGTATTTGGAGAAGAAAGAAGATCATGGTAGATGATCCTCTTGAAT 

TGGCTTCAGGCTCTAAAATTCTGTAGTTTGGTAAAAATGCCTAATGACCA 

AATGGAGGCAAGATCTCGTTACCAAGATCATGGTGGCTTTGGAAGTGACA 

GAGATGGCTGAGACCAGGAGGCTGAAATGAAATTAAGTCCTATGATGTTG 

CTTTAAGTTAATGCTATCTAAGAAAAGGTGCTGGTAGAGGAGTGGGGCCC 

CAAACTTGGCTTCATAGTGATGGAGTTTCCAAATCAATGGAATAGGG 

>Sequence 1922 

AGGTACGTGAAACTGCATCTCTCACTTTTTCTCTCTCTTCGGGCAGTGCT 

AGGAAGATTACTCACAAAAAGTCAAATCACATCCCCCATTCTAATGTTGG 

TATTTCTGGGGAAGCCTTATGG AAAGCTGCGTl TTT I'CATGGGGGAACAC 

TTTGTGCCATGGTTTTACAAAGCTAAAGAATTTCAATAGTCAAACTGTTG 

CCATAAAAAAATCAAACTTAGGAATAGAACTAAACATGTTATTAACAGAA 

TAGGCTTGAGAGAGCAAGAGAATTCTTTTGGAGTAAAGTTATCCAAAGTC 

TATGTGTTCTCCTTTGACACATAAATCTACTATCGACCTAGTCTTGGACT 

TTTTTTTTGGACAGAAATTGGGTAAGTTTTGCAAAAGACAGGCACAAAGC 

CT 

>Sequence 1923 

GCGCCAGCGCCGCCTCGATGCGCGGGATCTTGCAAATGTCGGTGCCGATG 

CCGTAGATCATGGGCTAGTCCTATTCCTTATGCTTTGTTGCCCAGGCGCG 

CAGCCACCATGATGGCCrTCATTTCGCGCACGGCGTTTTCCCAGCCGACA 

AACACCGCATGCGCGACGATGGCGTGGCCGATGTTCAGCTCAGTAATATC 

GGGAATGGCGGCGATCGCCTGCACGTTGGTGTAATGCAAGCCGTGGCCCG 

CATTGACCTTCAAGCCACGGCCCACGCCGAACAGTACGCCTGCCTTGATG 

CGCTCCAGCTCCGCCAACTGCTCGGCGCCTGCCGTATCGGCGTAGCGGCC 

CGTGTGCAACTCGATCACGGGCGCACCGAGTTCGGCAGCGGCGGCGATCT 

GTTGCTCGTCGGCATCGATGAACAGGCTCACGCGGATGCCCTCGCCCTGC 

AATTGCTTGACGGCAGCCTGTACTTCCTTGAAGTAGCGCACCACGTCCAG 

GCC ACCTTCGGTGGTC ACTTCCGTGCGTT ET ICCGGC ACCAGGC AGACGT 

TGGCTTGCTTGATACGGCAGGCCAAGTCGATCATTTCCTGCGTCA 

>Sequence 1924 

AGGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGAATGTCTG 
GAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCACTCACCCGAGACT 
GCCCAAGCCCAGATTTCTTCCTTCTATAAGAATA 
>Sequence 1925 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCACACTGG 

AAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGC 

ACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGC 
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GATACAAGTC1 
>Sequence 1913 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTC 
>Sequence 1914 

CCGGGCAGGTACGCGGGATGATTAATCTTCCCTTATCCACAAACTTAACT 

GTGGAGAAACAGGAGAAAGTGTGTGCCTAGAAGCTGGATTCAGGGACCCA 

TGGTTACCCACTTCTACTTATGATTCCGTCATTACTGTTGTTTTAGGAAA 

ATAAACAGATCTTGATTCTTTCATAAAAGTCGATTCTTCAACAAGCAAAT 

GGGAAAATCGGCAGGCCCAGATATGTGTGTATAGCAGCTACTGGTTGGAA 

ATTTGGACACAAAAGTCTTTATCTACCCAGCCTGTGAGCCACAAATCTGG 

ACTGAGTATAAAAAAGAATAAAACTAAATACCACATGTTCTCACTTATAA 

GTGGGAACTAAACATTGAGTATGCATGTACCTCGGCCGCTCTAGAACT 
>Sequence 1915 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGtGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 
>Sequence 1916 

CCGGGCAGGTACTTGAAGCTGTCATGGATCAGGTCATCTAGGGCAAGCAG 

GTAGAGTGAGAAAAACTCTGGAGAGCTTCAGGACTTAAAATGTGATCAGA 

AAAAAGGATCCTTATAGAAGAGACTGAGAGGTAGGAAGGGAACAGAAGTG 

A l!!lIE5 CAGAGGCCTGAGGCAGACACTG ^ AAAG AGGGAGGCACCTGGAC 

ACnTTGCTGTAGACAAGTAGCCCATCTAATCCTAAAGAGCCCCTTTGAT 

ATGGCCACTTAATGACGTATGAAATACTTCAAAAATGATTTTAAAAGTGT 

TTAAAGTAATGGGCTTCTGTGTCATTTCCATAATATTATTCTGGGTGCCT 

GCCATGCGCAAGACACTAACATAGGTGTTGGATGTTTCAAACAAA 
>Sequence 1917 

TCCGGGCAGGTACT 1 11 1 1 1 1 U 1 1 1 1 1 1 [TTTI GG AG ACCAGGTCTTGC 

TATGTGGTTCAGGCTAGACTTGGACTCCCAGCCTCAAGCAGTCCTACTGC 

TTCAGCCTTCCAAGTAGCTGGAACCACAGGCACACACCACTATAACCAGT 

TTATTTTACATTGTTCTTGTAATTCTGGTATCAGTGATTCTTATAACAAT 

ATGCTCTCAATTTATTTTAAGCATGTTGAGACCTTAATGATAACTATTCA 

GAAACCATACTAAACATTTGATCTTGAAATCTTCCATCGTTTTCCATCCT 

CTGCTTATGCCTCAGTTATTCCATTCGCATGATATGGGCACTTAATTTAG 

CCAACTCACTGACCCATTTCATCTACTGCTCCCAACTCTATGGCTGGATC 

TAAGCACAGTTTCTACATCCAATATTAGCCGGTCATTGTTTCACAGGACA 

GATTTCCACAGCTGACAACTCTACTCCATAACTGGAATGAACACTTCAAT 

CTGCATTTTTATATCAAGATCCTTTCTGATTAAAAAACTCCGCGTACCT 
>Sequence 1918 

CCGGGCAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCC 

AGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGC 

AATAATGGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTA 

AAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAA 

TATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTA 

AGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGC 

GAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCA 

TCTCCCAGTTGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTT 
>Sequence 1919 

AGGTACAAGCATATAATGCCAACTGGTAAAGTCAGAACTCCAGATGACAA 
^?I™^ ATGTAATC ^ GCAGTCTATTGACAGCAA TCTAAATAAAAG 
CAAAGGAAGATGCTTCCAGTACTACAAACTTTATGGGAACTTAGGGTCTC 
TCAAAGCCACACTGTTTGGGTCACTAGCAGGAGGTACAGTATATTAAAGC 
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AGCCAAACTCAAGACAAAGAATACAGTTCAGTTCCAGGTTAGGAAGAGGG 

AGAAGCTCAGCTTCTGAAGTAGTGCTATATTTACTGTTTACCTTGACTGT 

TATCTTTAGAAGTTGATGATTATTTTAAAAATTGTGTTAACTGCTGTTTG 

AACTGTTAAAGTTCC 

>Sequence 1907 

CCGGGCAGGTACTGGTTTTACTGATCTTTGTGCAATTTGCTGCTCAGCAG 

ATATTTTCAATGCTGATTGGTAATATGTCAGTGGATAACCAGTGGAAATG 

CATGTCTATTAATTACTATTGCACATAATATTTATCTTGTTTTTATATTT 

TGCACAGGATTTTCAAGGTGCTGGTATATTTCTGAGCACTGTAAAGTTTT 

CTTTGAGAAATAAGTGTTTATTTTTAAATTGCGTTGTCTCATGGGAGGGT 

AACATTTGTAAATATACTTCAAATTAGTGTTGTTCCCTCTGCTTTCTTTT 

TCCTGACTCAGAAACAGAGTGCTTTGACTGCTCTATGTTGGGGCCATGT 

>Sequence 1908 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 
GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGCATAGGGTCCTACAAG 
TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCCCCCGCGTACCTGCCCG 
>Sequence 1909 

CCGGGCAGGTACGCGGGATGGGTTTAGACTAAAGTATTTTCTTCATAAAT 

TGAAAGAGAACACACTAGGAATTCAGAAGATTTTAATTAAAGTTGTTCAA 

AAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTTTTGATAAT 

GAATTTAATTTATAGAAGAAAGTTCTTGGCAAATTTGGTAATGCCAAAAA 

GAGCCTACATATGCACAATGTATATTTTCATGGAAGCATTATTATTAAGT 

GTCCTGCTTTTACTGGTTGACATACGTTAGTTCATTTCAGCTTCATTCAA 

ATATGTAGATTAAACCTAACACCTATAAAATGGTAACAATTG 

>Sequence 19 10 

CCGGGCAGGTACCATACACCATGGAAGTTAGCCTTCCACCTCAGGAGAAA 

GCAAGCTGCTCTCATAAGCCTCTCACCAACTACCCAGTAGTCTTTGCCTC 

CAAACTGAACAACAGGAAAAAGTGCCATAGTTTTTAATTAAGCTGTTTTA 

AAAGTCCATGTTCCGGGAGAAAACAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGTACCT 

>Sequence 1911 

AGGTACTTACAGCTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAGATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTAGGCAAATGCATG 

ACAGAACTCACTGGATCAATATCTCAAAATGCTGGGAAGAAAAAAACGGT 

AACCAGAAATTCTACACAGAGTGAAACTACAC 

>Sequence 1912 

AGGTACCATACTTTG7TTTTATTCTTGAGAGGAAACTTCGATCATTTAAA 

GCAGATATTTGCCTTCATCCCCTACGCCCACCCAATAAAACAAACCTGGA 

AATGCCCATTTACATATTTTAGCTTAATCACGGTCAACTGTCTTCTATCG 

CCACTTCACTGCTCACAAAATACACATATTTAAAAGTGAAAATACTGAAA 

TATGTCTTCACAATACAGCTAATACCACCAGTAGAAAATTCACGTCACCA 

TGTTCAGTAGACAAACGTGAGAAGCAATGTGGTGTCAGATTGGAAACTTG 

GGAGAGATTCTCAGAAATAAGTAACTTCAATAGGTTGCTTTTTGCATAGT 

GCAAAATTAAACTTCACTTTATTTAGTGGAAGTGACCCAATTCAATCTTA 

TCTGGGGTCAACACAGCTGATTTCATTTGTGTTTGACCACTGCACATTTT 

GTCATCCAAAAAGTTAAGGAGAGGAAGTCAAGGTTATAATGAGAACTACG 

AAAGACAGATGCTACAATAAAGACTTTTTTTGGTGATATTGGTTTTGTTT 

TGGTGATGATTTGATCCAAAAGAGAAACACTTAAATTTGGAATTCACACA 

CAAAATTCATACTTCAGAAAACCCAACAATTGTAGTTGGAGACAGCTAAT 

CACTGAAGACTTTTTGCTTATTTTATAACAAGAGATTGATGGATTAAATC 

GTTATCTGCAGGATCCATTAAATTCCACCCAAATATGTGAAAAATTCCAG 

ATATGGCATCTATTGGTGGCCTTTTCAATGGAATTGATTTAAAAAAAAAT 



Page 135 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



TATTTGCAGTGCCTATTCTCACAGTGATAAATGACTATAACC1TTTCAAG 
AGGATGAGTGAAAGAAAGAGGGAGGCAAGAAGAATGAAAAAGGAGGTAAG 
GTCCTGGTAACACATCATCTTGT 
>Sequence 1901 

AGGTACTTTTTGTTGTTGTTGTTTTAGAGAGACAGGGCCTTGCTCTTTTG 

CCCATGCTGGTCTCAAACTCCTGAGCTCAAGCAGTCCTCTGCCTCAGCAT 

CCCAAGTAGCTGGGACTACAGGCCTAATACTTTTTGTGCCTGCTCCTCTC 

TTCCTGTTTCTACCCCATCATATTTGCTCAGATCTTTTAATCAACTACTG 

CAGCAACCTGCTAAAATGTCTCTCAATCTTCTGGATAAGTCAATCAACTG 

CTAAATGAATCTTCCCTAAATTTTACTTTTATTGAGTTCTTCTGCTCAGA 

AACCTATTTTTACTTCTTTCTAGTCCTCAGCATGGTATTTCTTTCTTCTA 

TGTTAATTGACAGTCTGTCCTTAAATATGACTGTCTATTCCTGCTCTTCC 

TTCCCTCAAACCCAAACTCACC 

>Sequence 1902 

AG GTACA CACATTATCTAAGATGATACCTATAAGGCAGATAGTATTATCC 

CCATTTTACAGATGCAGAAATTGAGTATCAAAGTGGTTAACTTGAATAAT 

GTCAAGCAGCTAGTCAGTGGTGGCAGTGGAATGTGAATCCAGGAAGTCTG 

ACACAAAAACAAGTGGTCTTAATGCTATAACATGCTTAATGCTAAGAAAA 

AGTGGACAGTATAATGCTATACTGTTCCTGAATAAATATCCAGTAAATAA 

GGAAGGCTAGAAGAACACAAAGTTTGTAACAACATGTTTTTCTAGTAGAA 

GTCTTCTTTGCTGACTTTCTGATTCTCAGGTATAGCATCAATCGGTGAGG 

GTTGCTATATGTAAACATTATACTGACAGGCCAAAGCGATCAACTGTGAA 

AACTAGGCAAGCAAAGTAC 

>Sequence 1903 

AGGTACAGCTTGAACAAATCCACCTTCTGTGGACCAAGCACCACCCTGGG 

CATTTCTAGCATGAGCAAAATCCAAGGTCCTGGCTGGACTCCAGAGATGC 

TATTTACCTCAGAAGCATGACAATAGGAGGCAGAAGGAGCAGGCAAATCC 

AAGTCCTTTCTTGTAGTTTCCTTGTTTGGGGAGGAAAAGTTGAGTTTTAC 

TATTATGGAAAAGAAACAGGAAATAGAGACAGACAAAGAGATATGACAAT 

ACAG TCCTGCCACCCAGATACTCATTTCCACCTACCATTCCATGCATTTG 

TTTTGAATATATAAGTATGTACCTGCCCG 

>Sequence 1904 

AGGTACATTGCTTTATTTTTTCATGAGACATAATCATGTCTTATTATAAA 

TTTGCCTAAGCAGGGGATAATATCTGACATACATGCTACCTGTTATTGTG 

TAAATTGAAA ATATTC TATCTTACCAGTTGTTACAATTAAATATATTATA 

CTGATAATTTATTTTTTCAGACATTGACATAATAAAGTTTTATTTGAAAT 

ATATCTTAATCAATAAATATAAAACAGAAACCACTCTAATAGAGGACAAT 

TGTT CTAG TCAATACTCATATTTGTTCTGACTATTGAGAAAAATTATGTC 

TGCATTTTAAAAGTTTCAAATTTTGAAGCTTCAGATTTTAGAATAGGGAT 

TTTTAACCCACGGACCTGCCCCGG 

f>Sequence 1905 

AGGTACGCGGGGAGACGGCATCTGAACCTTGCCGAGTAGGAATGTTCCAG 

AAGTAAGAGAGATGACTAGGGTTTCAAGAACAAGGACCAGCACCTATGAA 

GGCTCTGAGGCACAGACCACTGTGACCTGTGGAGAAGTGACAGCAAAGTG 

AAAGGCACGTTTTGATTACTACCGACATTCACAGTCTGGACACGGGTGAC 

AAATCTAAAAGATATTGCCCATTCGTCCAACTGCCGCTGTCCTGCCAGTA 

TATCGTCTGAGATTACCATCAGCTAAATATTGCATTGTCTTTGGACAATT 

TTCCTACATTGTGACTCCTCACTACATTTTCAATGCTTTTCTAGTCCCAG 

ACAAGCTACAGACTGTTAATTTACACTTGCTTTTGCCTTGCCTGAGGAAA 

TTGAAAATAAATTT 

>Sequence 1906 

AGGTACTTACAACTTTTCATATAGTATTGGTAGTGTTTTGAATAATTTAA 

AAAATCATCTTAGGTTTGTTATTTAACTTTATTTATATAGTGCTTGTATT 

AATGATTTTGTGAATGTTTTTTAAAGATGGATACCTTGATTTGGCTTGGC 

CTCCCAAAGTGCTGAGATTACAGGCGTGAACCACCGCGCCCGGCCGACTT 

CAGGAGATCTTTAGGCATCATTGGTTTGTGTTCTTCAGTTAAAAATAAAA 
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ACTTGGCCTCTGGTATAATAGAGCAGAATCATCACCTCACATTCTATTTC 
AAGCCAAAGTCAATATCTCAAAGGCTGGTTCTGTGATTTATTTGGCCCTT 
GGGAGCTCCTACTGAAAGTGCTGAAATGTCGTACCT 
>Sequence 1895 

CCCGGCAGGGTACTTTTAAACGGGGGGCCCTAGGATTCATTTTAACCATT 

TCTGGCCTCACTCTCACTCTGTCACTATGTGGAGTGCTCTAATCCATTAG 

GGAATATAGCTCCTATATCACTGGCTACCCAAATGGACCTCAAAAAGGCA 

GACAGAGCCCATCCCCAGAATATCCTTGGTTCTTGCTGGTCACAAGGACC 

AATAACATCATTAACATTGATGTTTCAGAGTCAATACAGGTATAAGAACC 

TTAGGTTTAGGACTGTGAATAGGGGAGCGGTGAAATGAAAATACGGCCTT 

GAATTAGTTTCACTGTCAACATATCTCATATTTATCTAGCTAGGGTATTT 

TAATTCTAGGGTATGTTATGTCCAGAAGAGAGGAATGATTTTCACCCTTG 

CCAACATCTCAGATAATTTTAGACA 

>Sequence 1896 

TCGAGCGGCCGCCCGGGCAGGTACTCTTTATGCACATCAGTGTGGGGCCT 

TAGTAACCACTGTGCAAGTTGAAACTGGGCAAAGTTATCTTAATAATTAA 

TGGGAAAACATAAACTTCTTCCTGCAATCTTTAAAGACACTTGTCAGTCA 

GGTGCGGTGGCTCACGCCGGTAATTCCAGCAGTTTGAGAGGCCAAGGTGG 

GCGGATCACTTGAGCCCAGGGGTTTGAGAACAGTTTGGGCAGCATGACGG 

AACCCTGTCTCTACAAAGACTACGAAGGGTTGGCCGGGAGTGGTGACATG 

TGCCTATAGTCCCGGCTATCGGGAGGCTGAGGTGGGAAGATCACCTCAGC 

CTGGGGGACTAAGCTACAACGAGCCTTTTGGATACCACTGCACTTCAACC 

CGGACAGCAGTGAGGTCTTGTCTCTAAAAAAA 

>Sequence 1897 

CCGGGCAGGTACATCTCTAGCTGATGATTCAAAAAAGAAGCCTTTTAATC 

TCACTCCACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAA 

TAATATGCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATC 

TAGAGTTAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAG 

TTTTCAAATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTG 

CTCTTCAAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCC 

TGTAAGTACCT 

>Sequence 1898 

AGGTACAGATAGAGTCTCACTATATTGCCTAGGCTGACAGAGTATTTTTT 

TCCTTAATTATTCTTTATTCTCAAATGCAGTGAACAGTCACAGTAGCCCA 

CCATAGGGGGTTCATTTTCAGACATTACAGTAACTAGGGGAATTTTATTA 

AGGAACCAGCAGCTTAACCCATTATGGTAATAATTCTTCTTCTTTAAACC 

CAACTTACAGAACTAATTCAGAATTTAATCAGTTTTTCCCATCAAGTGCT 

TGGTTTTTCTTGGTCCCATGGATCCAAATGGTAGGGAATTCCCACAATTC 

AC AAGTTA AG nTTTTI AATC AACTTCGTTATGTGCCCTCTTCCCC AACT 

CTGGGGGATTGGGTTTCCCTTCAAGTAATCCTCITGTTGGTCTTTTCCAG 

GGGACCCTTGAACCACTTTTTTGGAAAGGAAGTAATTTGGAACCAGGCTT 

ATTTTTGG AA AG AAATGGTCCCCTGCCA AATTTTCTGCCCTT 

>Sequence 1899 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGA 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGGATGCTGTCCTAAATCCTTCCT 

CCCGCGTACCT 

>Sequence 1900 

GCACCACTACTATTCGGCGAATGGCAGCTCCACCGTGGTGGCGGCCGCCC 

GGGCAGGTACTACAGGGGCAGGCTACCGTCCCCGGCTAATTATTTTAATT 

TTAATTTTTAGTAGAGATGAGGTCATGCTGTGTTGCCCAGGCTGGTCTCG 

AACTTCTTGGGCTCAAGAGATCCTCCTGCCTTGGCCTCTCAGATTGCTGG 

GATTATAGGTGTGACCCCCCCACCTGGCCTATGATCTTAACTTATTTACA • 

CCTTTTGACATTGCCAAAAACTAAGTTTTACAAGATCTCTCACCATATCT 

CTGGGGATGGGAGGAGGAAGGGAAGGATAATGGTCTCATATTCATAATAG 
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CGGTGGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCCAAGGCAGGTGG 

ATCACCTGAGGTCAGGAGTTCGAGACCAGCCCTGCCAACATGGCGAAACC 

CCATCTCTAGTAAAAATACAAAAATTAGCTGGGCATGGTATATTGTGGGA 

AGGCGGATATGGCAAGCCCACACAGTTTATATTCCAAGTATGCCATTAAA 

ATAGCCACAGGAGAGGTTGGATCAACATGTTCTGAATTGTCAAATGAATG 

GGAAAACCTGAGCCATAAGTGAAGTTTTCTCATTAGGTTTATAGATGGTT 

AATAAATTCAAGACTGGGATTTAATAGAGCTATGAAAATATTTCCGATAA 

ATGAATTATTTAAATAAGCTTAACCTCAATACCGGATTTGGAATTTTATG 

GAGGGTTCTTAGCCTTCTTTTTGT 

>Sequence 1889 

AGGTACTGTATTTCCAAAAGTAAGTTTCTATTCCTAGAACTAAAACAGAA 

AAGAAGTGTTGTGAGATACATAAATGAAGCCAATAAATTTAACCAAGGGC 

TTACCATTTTCCTGCAGGATGTTTATAAATAGTTCCTGGCAAAGGAGGTT 

GCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCATCTCCTCCCAGCG 

TCAGGTCTAAGCACACAAGTTCTCCCGCGTACCTGCCCG 

>Sequence 1890 

CCGGGCAGGTACAAGCTTTAAATGGGAATAAATCTTTTATAAGCCTTTCC 

ATTTACTTTCCTGCTTATTAAAGGTGAATTGTA-ATGGAAAACCCTAAATG 

TCACAGAGTCTGGAAAATTGAAATAATAAGGGGCAGCATTCTCCTTAGTG 

GTATAACTAGTAAAAGTGGGCCTAATGGAAAGTCCACCGTGGAATCATCT 

GTGTTTCTATGCAACAAAATTATTTTCCTTCTTTCTCTAACAAGGGAAGT 

AGTTCTGACCAACAAGGTTGGCTGTCTTAAGCATTGTGGTGGAGAGCAAT 

GGAAAGATGAGTGTGTAGTGGGAGCAAGCTTATCAGAGTTCCTGAAGCCA 

TTGCTTTAGTGTCCCACCACATCTGTAGGCCTAGGGGATGCCATGCAGTC 

CTTCAGAGATAGCCTAGGAAGCTGCAAC 

>Sequence 1891 

AGGTACGTAGGGGCCCTTTGCTGCAAGCTTAGGCCAGTGTCAGCTCCTGA 

GCCACTCCTGACTCAGTTGGAGGAGACTCAGTGTCCACTGCCCCCTGCCT 

GGTGGAGCTTGGCAGCAAGTCCCAAGTTTTACAGTGTTGAGACCAAGTGG 

GCAGCCATCACCATTGAGGGGTGCCCTTTTGCTCCCCCTCGAGTCCAAGT 

TATAGTATTGCTTACTTCCTACCTGAAATAGTTTATGGGTCATGGGTCCG 

GCTTACATCAAGCCCCATAGCCAGTCTGGTTGCCCCACCTAAGGTCTTGG 

TGCTCTTTGATAATAGCCACAGCTAAATGTATTAGTCCTGTCCTAGGAAA 

TGCATGATCTTCT 

>Sequence 1892 

CCGGGCAGGGTACAAGGGAGACAGCATGCATGGTGTGTTCAGAAGAGCTT 

GCTGAGGTGCTCGGCTCTTAGCGTTAAAAATGTGATGTTGGTATATCATC 

CTGATAGAAAACACTGCTTCCCAAATCCTAGTCACTGGATGGGAGGAAAG 

TAAGAACAGATTCTTTTCAACCACTACTGAATTGTTATATTACTTCCCCA 

TTGAAATAGGGACAAAATTTTGGACATGCTACTCTGAAATTGATCACATT 

CTCAATACTGACAATAGCATAGAATTTAGCCTCAACACCACCAATTCAAA 

ATAGTTTAGGTGCTGCCCCTGCCTGATTATGTAACAGAAAAGCTTAAAGT 

TTGCTGGGTAGAACGGGAGGAATTTCCTTAGGAAATTTTCTTCTCTATCA 

TTTTACGCGTGAATTGAGTTAGGGCAGCTTG 

>Sequence 1893 

CTGTATCACTACTATAGGGTGTATGGCAACTCCACCCTGGTGGCGGCCGG 

CCGGCCAGGTACTGCCACAGGACTTTCAAAAAGGAGGGGGAAAATTAATG 

AAAGTGACATGCATCAAACAAATCAAGGGGCAGTGTTGAGGTCATCTCCA 

CGGAGCTGTAAACTCAGAAGTGTTTCCTGGTCATATATGGTCAATTAGGG 

TCAAGTCTGAAACATTTAAATAATGACCTAATTTTCAGCTCACTCAGAGC 

TAAAATCCATAACACTATCATACTTTCCTTTTAATTTATGAGATGGAGTC 

TTGCTCTGTCGCCCAGGTTGGAGTACCT 

>Sequence 1894 

CCGGGCAGGTACCAACCACCAGGGCCCTTGCTTCTGAGCAGGAAGCAGCT 

GGGGAATAGGCTCTTTCTCTTAATGACTTCCAACATAGTTCTCTCAAACC 

TTACTCCTCCAGAAGGCCACCCTCACCTGGCTATGGCTACTTCAGAAAAA 
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CAACATCAAAACCGTAATCATTTTCTGTGACCTTCCTCCCTCCCATATAG 
TCCTATATTCTCCCCCTTCTTTATGTGTGCGTATGCCAGCTTTTCTGATG 
TTCTGTTAGTCTGGGTTCTTATTGCCTCCCCACTCACCTTCTTTGTGGTT 
ACATATTTGTAGAATGGAGGTTGTCACATGGTCTGGACGTAACGGAAT 
>Sequence 1884 

ccgggcaggtacgcgggggtagaacaggcgatatcttcaccatgcgcaca 

atgaaatcaatactcagagaaggcagataattctccacgaagccagaaaa 

ctaataaatgaacaacttgggtgaaatgtcccaccagacggtgtgatatt 

tagtagcccagaaagctgccaaggggttgaatgacactatctgaagatat 

gaaccagtttgctctccatagggaggatttcatcaacaggaaacagatgc 

ctggaaggcattggatttgctaagtgtctatgccatatgattctgctgtt 

tgcgtttgatttagaatgctgagCtgactcaaagtcaaactgtaagtacc 

T 

>Sequence 1885 

cgagcggccgcccgggcaggtactgttactatccttaagatgagggaact 

gaggaaccaagaggttaagcaatttgcctttggttcacatagctaatgat 

gtggagatttgaacttaggctgtttgtctcccaagcctatgttcttaaat 

ttggggaaatagtaaagataatttccacaatgtgaagacagttagcagcc 

ttaaggatgaaaggatggtgcaaataccatgcccagtgagtgacagagta 

tcaaggctggtagagcctgatgaaagcacaagttttcagaaaagagggaa 

acaaacaattcctataaagttaagaaaatcacattgacaccagacttctc 

attggtagagaccacaaagcccttttcaaaagtgggtcaaactggcaggc 

tgagcacatatccttccctccctttctgtcaaaagat 

>Sequence 1886 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTAT 

>Sequence 1887 

AGGTACITTTTTTTTTTT1 1 1TI TI TTGTTTGTTTGTTTn 1TTTTGAGA 

CAGAGTCTCGTTCTGTCACCCAGACTGGAGTGCAGTGGTGCGATCTCGGC 

TCACTGCAACCTCTGGGCTGGGCAACGGTGTGAGACTTGGACTCAAAACA 

CACACACACACACACACACGAAGCGGGAAAAATTCTGGTGCTTCGCAAAG 

TCATCACAATACAAATCAAAATAAATTTGTCTTAAGCCACTTAGACAATA 

CTAACCAACTTTCACCAGGTGTAATCCATGCACAACCAAAACCTTTTACT 

GTGAGAGCGAAGCTCTTATGGAGTTCTACCTCATCAGTGATCTACCATTA 

TAAGATATAAAAGACTAGTAGATTCTATTCATGAAACCATTTTTCTTGGC 

TTGGTATTAATTTTGGTAAGAGATGAGTTACCAAGTTAGAAATTAGTGTG 

GTCCCAAATTAAAACATTAAAAAGAACCACCTAAGGTAAATATAAATATG 

TGATATAAAATTGTCAAAATGAATCCTTTCAGACCTTACATCATTTTCAA 

TGGGAAGTATTTATCAGTCATTGCTAACAGCTGGGTAAATATATGTGAAA 

TACCACAGAATACCTTGGCCG 

>Sequence 1888 

CCGGGCAGGTACTTTN I f TVl'l I l T l ' l 'l' l 1 n 1 1 rTTTTTT ATTTTTTGA 

GACAGCTTTCTATTCTGTCACCCAGGCTGGAGGCCATTAGAAAATAATTT 

GTGCTGTTCTTATAAATATGAAGAACTTTGGAAATATCTCTGTGACATCG 

GATGCAGTTTGTGTTTGGGAAGTATCACTGATAAGAAATAATACTAAAAA 

TTAGCAACCCCATTGAAAAGTGGGCAAAGGACATGAACAGACACTTTTCA 

AAAGAAAAAATTCATGCAGCCAACAAATATATGACAAACAGCTCAACATC 

ACTGATCATTAAAGAAATGCAAATCAAAAACCACATTGAGATACCATCTC 

ACTCCAGTCAGAACCACCATTACTAAAAAGTTAAGAAACAGGGTCCGGCA 
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ATTATCTCAACAAAGOTGATTTTCTTGTTAAGAAGGTTTAGTAGCCAGGC 
ATTGGACAACTC 

>Sequence 1877 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGGGGATGAAAATACAGATCGAATTTGGGGG 

AGCATGTTAAGGTTAGGGGAATAGAGATAGCTTATATTTAGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGAT 

>Sequence 1878 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCG 
>Sequence 1879 

AGGTACCCAAGCCAGAAAGTGAGCCCACTCTGACTCTCATGAACTGGGTC 

CTGATTCCTTTAAGGTTATTTTGCCTAAGTATATTTCCACTC 
>Sequence 1880 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTGCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 
GAAGTCAGC 

>Sequence 1881 

AGGTACCAGCACGTGCAGAAAAGAAAGAGTCTCCGCTTGTCTTTGTCTGA 

TTCTCCTGTCCTCTCCATGGAAGTTACATTTTCTGTAAAGGATGAGCTGA 

AAATTCTCCTGGTCGTTGCCAGTTGAACTTCTGCTGTGCTCTGGGAAGGC 

ATTCTCACTCTGTTTATGTTGTCTAAGTGCAGACATGGATGTGCAGGTTT 

GC I^ AACCTCCTGAGGATGTGC ^TCGTTCTGTTCATGCCT^ 

TCTTTTGGGAGTGGACATTCTTTCTCTCCCTCATGCACAGCCTCAGGCAC 

ATGGCTTGAGCTATGGCGGCACGCAGTATGGCCATCACCCAGGTACTGCC 

CCGGNAAATTATAAATTATTTATTCTTTTTAAAAATATTAATTAATCCCA 

ATCTTATATGTTAAATGTTTTGCCT 

>Sequence 1882 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGG 

>Sequence 1883 

GAAAATGTTTCGTTTCGCACGTCATACTACTGAATATCGGGCGATTTGGT 

GCTCCACCGCGGCGGCGGCCGAGGTACAGTGGNTTACGCCTGTTAATACT 

AGCACCTTGGGATTTCGAGGATTACAGGCGTGACCCACCGCGCCAGACCA 

CTTGCAAATATTTCACAGAGCCAATGTGTAACTTGAGTGGTGCAAGGACA 

TGAAGTTTACCCAAGGCTTAACAGTTGATAGATAATGGCTAAATATGGTG 

ATCTTCAAAGACTAAAGAAATATAGTTAGTATTCCTCACCTTCACAAATA 
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CCATGTTGCCCAGGCTGGACTCAAATTCCTGGACTCAAGCAATCCTCCCG 

CCTTGGTCTCCAAAAGTTCTGGGATTACAGGAACCATCCTATTTTCTAAA 

CAAACTTTGACATTGCTGCCTCGATACTATTCTTAAAATAGAAATTTGAT 

TCATGACACTTTCCTGGCCAAAATCCTTCAGGGGGCTCCCTCATGGATTT 

CAGGAGAAACTATAGAATCTTCAGCAGTATACAGAGAGCCCTTCACCCCG 

CGTACCT 

>Sequence 1870 

CCGGGCAGGTACACAAAAAAATGCCCCATTATCCCTTTGCTGTGGGAGCA 

GTGCTGATGCTAGTGGCTCGCTCTTTGGTCCTGGCTCTGACTCCACCAGC 

AGTAACAACCAGCAGTGGTGGAGGCTGTGGGTGCAATAGACTTTTATCAT 

GGCCACTCTTCTGGAAGATGTCACTGCCAGCAACTCCTGACTCAGCTTTG 

GCAGCAGCTGCCGCATCGAAGACTGTTGTGAGTGGGGAAAGGTAATGGGG 

CTGCAGGAATGTGAGGATGTAGGGACTTTGGGACCTCCAAGGCAGGATGC 

AGTCTAGACCTCCAAGGCTTGGCTTTCAAAATGGCACCT 

>Sequence 1871 

CCGGGCAGGTACTTGCCAAGATCTCACTCCTCAGCAGCITTTTATTTCTA 

AATTTAAGCTTTTGGTTACTGAAAGTTTACAGCAGTTCTAGACTCCTATT 

CTTTAGCATTCCGTTACGTCCAGACCATGTGAGAACCTCCATTCTACAAA 

TATGTAACCACAAAGAAGGTGAGTGGGGAGGCAATAAGAACCCAGACTAA 

CAGAACATCAGAAAAGCTGGCATACGCACACATAAAGAAGGGGGAGAATA 

TAGGACTATATGGGAGGGAGGAAGGTCACAGAAAATGATTACGGTTTTGA 

TGTTGTATTTGTGAAGGTGAGGAATACTAACTATATTTCTTTAGTCTTTG 

A 

>Sequence 1872 

AGGTACGCGGGGGTATTTAAAGGAGGAAAGAGCGATGAATCTACATGGAA 

AATTAGGTGAAGGAGTGGAAAATTGCATCGGCCATATAAGTCCAACTACA 

TATGGATCTATTCCTCCATGAAAAACTGGAAATTTCACTTTAACATGGTA 

TTTGCACAGTCAGCAGCAATTCTTAACAATGTCTTTCTTGCTGCTGACAT 

CATATTTTTTCACCCCAATAATAGAGGATAATTTGGACCCTTTCTGCTTT 

TCATTTAATTCTGTCTATTTCTGATTGCACTTCTCCTACTTCTCTTCCCA 

CATGAGAGATGATTGTATTACTTGTGGAATATGATGAATCACTTC 

>Sequence 1873 

AGGTACGCGGGGTCCAGTGGACGCCAGGGATCTGAAGGGCAAAGGCAAGG 
GCTGCTGGAGCCTGCATCATGTCGAGTCCGCAGAGGAGGAAGGCTATGCC 
CTGGGCACTGTCACTGCTTCTCATGGGCTTCCAGCTCCTGGTGACTTAT 
>Sequence 1874 

CCGGGCAGGTACAGAAAAACTCATTTCAGTTAAGGGGAAAAAAAGAGTAA 

GTGAGCCAGGATTACAGTCCAACTCCAGTCAAAGTTAGTATAAGAAATAA 

GAGAATAAATAGATCAACATCCTCACAGACAATGAAAGCACACCGGAAGG 

ACATGACCACAAGGCAGATAAAAACCTAATATTTGCCAAAAAATAAAATG 

CAAATATGACAGGAAATTTATATTAATTAGTACCT 

>Sequence 1875 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAAT 

>Sequence 1876 

CCGGGCAGGTACTTTCTTGGCCAGACATCATACATCTGCCTCTATAGAAT 

CCCTCATTCAGGGGGTCACTGATGAAGTGTAAGGCCCTAGGGTTGAGCTT 

CAGCTCCACTGTGGGGTAGGTTTTTACCTTCTCCAAAGCTTCATTTTCTC 

ATTTGTAAAATGCAGATAATGTGTGTCTTGCCAAACTCTAAGGGCTGTTG 

TAAGAGGTTTAAATGGCATAACAGATAGAAATGATTCAAGCTATTAAGTC 

CTTTATAAATGTGTGGAATGTTGTTTCTCTGTATAAATCTTAGCTTTTCT 
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>Sequence 1863 

AGGTACGCGGGGTGAAGGGCTCTCTGTATACTGCTGAAGATTCTATAGTT 

TCTCCTGAAATCCATGAGGGAGCCCCCTGAAGGATTTTGGCCAGGAAAGT 

GTCATGAATCAAATTTCTATTTTAAGAATAGTATCGAGGCAGCAATGTCA 

AAGGTTTGTTTAAAAAATAGGATGGTTCCTGTAATCCCAGAACTTTTGGA 

GACCAAGGCGGGAGGATTGCTTGAGTCCAGGAATTTGAGTCCAGCCTGGG 

CAACATGGTGAGACCTCATCTCTGCCAAAGAAAGAGCTTAAAAGAAGGGT 

CCCTGCCCG 

>Sequence 1864 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 

>Sequence 1865 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGTTCCTGCCCG 

>Sequence 1866 

AGGTACGCGGGGGTATTTAAAGGAGGAAAGAGCGATGAATCTACATGGAA 

AATTAGGTGAAGGAGTGGAAAATTGCATCGGCCATATAAGTCCAACTACA 

TATGGATCTATTCCTCCATGAAAAACTGGAAATTTCACTTTAACATGGTA . 

TTTG CACAGT CAGCAGCAATTCTTAACAATGTCTTTCTTGCTGCTGACAT 

CATA 1 1 1 1 1 1CACCCCAATAATAGAGGATAATTTGGACCCTTTCTGCTTT 

TCATTTAATTCTGTCTATTTCTGATTGCACTTCTCCTACTTCrCTTCCCA 

CATGAGAGATGATTGTATTACTTGTGGAATATGATGAATCACTTCAACAA 

GAAATATGTGGCATCTGGTTAAGTTTCTTTCTAGCATATAAATTAAGCTT 

GAATCACAGCTGGGTCAAACATTTTCTTTGAAACGGGT 

>Sequence 1867 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTC 

>Sequence 1868 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTT 

>Sequence 1869 

CCGGGCAGGTACTTT 111111111 1 " I TTTTTTTGC AG AG ATG AGGTCTC A 
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TCTTGCTTTGAATGTCCTGGTAGGTTCCCA 
>Sequence 1857 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCAGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTGCAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATACGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATCAGCATT 

TCATGCCAGGAGAGAGTGGGCATGAATGATTTCAGGAAATGAAGAGC 

>Sequence 1858 

CCGGGCAGGTACGCGGGTAAGTTTAAAATCAAAAGCAAGATATATGATAC 

TTGCAGCTCAGAAAGCAGCAGGACTTCGGTGGGTTGGAACGCAACTCTTC 

TTGCTGTTGTCCCAGGTGATTTTTCATCAACCAAGTCTTAGATCAATCAA 

TTACACAAATATGACACTATTACATCTTTCTTCTGGAGTTATCITrCTGT 

TGGTCTAATACTCAGATGCTTCTGAGCCACGCAAAGTAAAAGCCCCAGGT 

GGAATATCCATGAGATGGGACTGATTGTGCTTCCATGGTTTACCTATCTC 

AGTGGCCTGCCCTTCTGGCCCTGTGAAATCAGTTTGGAAACTTGCCCTTC 

TTCTTCCTCCTGGTGGTCTTATTAAACTTTTCCAAGTTTTG 

CAAACCCAGAATTTCATTGACATTTTCACCT 

>Sequence 1859 

AGGACGCGGGAGTTTTTCAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 

CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATCTCAC 

ATACC TGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

TTTTT CCGG GCCTAGAAGTTGCAGAAGACCAAGGAACCTTGGAAGTGACT 

TACTCTTTTGCTTCATAAAGTTGCTTTAAAACAGCCTTTATTTTAATTAT 

TAACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTA 

ATTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTT 

ACTTGGAGTTACTTGAAGTTTG(nTAAACTTTATTCACrTGGAGTAGAA^ 

TTCCT 

>Sequence 1860 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGGGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACGTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 

TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 

AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 

CAGCC 

>Sequence 1861 

AGGTACTTTTAAAACATTTTTTCCTTGAGAAATCATTGCCTAAATCTCAT 

ACATATGTGCTTCTCTGCAGAAAAAAAAAATGAAATAAAATAAAAATCTT 

TATTTCCAATGAGCTAATGAGGAAAAAGGGGATGATGAAAAAACAGGGAG 

TGGGAAGCAATTTGGAAATGGAAAGAATGCTGAATACCTACATGATGCCT 

AATTTAGAAGAACATTCTGGTATGTAGGACATTATTTTCAACTCTATCAC 

TTACGGCAGATTTTTTTTTATATGCAGATGTATCTCTACTCTCTAAAGAT 

GTACATGTGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTG 

AATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCT 

ACCCCT 

>Sequence 1862 

CCGGGCAGGTACACTGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTG 
GGGTGGGGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTT 
AAGAGTAAAAGGAGGCTCTACTGATAACATGTCTGCAACTAACAAGATTG 
TGACTTAGGGAACT 
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TTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 

TGCGC 

>Sequence 1851 

AGGTACAGAGAGTTCCCATAGACTCCTGCCCCCTCCCACAGACAGACTAC 

CCTAGAATATTGTAAAAGGATCTATCAGTCATTTTCCTCACCTCTCTTAT 

AGATGTCTCTCTTCAACAGTGAGATTTTTTCCGTAACTCTCTGTAGCAGG 

ACTGGGCTTGTTTGCACTCAAATCCATGACTCATTGTTTCTCTGCCTTTC 

CGTGTGTTACAGGTGGGCTGATCCCCCTGCAGCCAGTTTCCCATAAGCAA 

CTGACTTCCAACTGGGAATGTCTCGGGGGATAATGGGGGTGGGGATATGG 

AAGTATAGAGAAAACATAAGAAAATACTGGGTGTATACACCTTTCTCTCT 

CTGAGTATGATGACAATGTGATAGTCAGTGTGGCATCTGTGACTCCAGCT 

TGTGCCTGGCATGTACCTGCCCGGGCGGCC 

>Sequence 1852 

TTCCTAGTCACATCTGTTGTTGCAGCATGTTATCAGTAGAGCCTCC 
>Sequence 1853 

CCGGGCAGGTACGCGGGCATTGGTGAATGAGAATGAGCTACTGAAAACAA 

AAAGAGGGTCTTCTACTCAGCCTCTACCCCTAATATTTATATCAGAAGCA 

GAGATTAACTGTCCTTACTCATTCACACGTTAATGGAAGAGAAGGAAGTT 

TCCCTAGAAAAATCCTCCCGCTCCACCCTGCAAACTTTATGTTTTTCTGT 

TACATAATCAGGTAGGGGCAAGACCTAAACTATTTTGAATTGGTGGTGTT 

GAGGCTAAATTCTCTGCTATTGACAGAATTGAGAATGTGATCAATTTCAG 

AGTAGCATGTTACAAATTTTGTCCCAATTTCAATGGGGAGAATTATAACA 

AATCAGTAGGTGGTTGGCAGAATCTGTTCTTACTTTCCTCCCATCCAGTG 
ACTAGGA 

>Sequence 1854 

CCGGGCAGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCACAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGA 

ATGAATGAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTT 

TGGCTCTGCAGGGCCAAGAGAACAGCTTTAGTTGTGCCTTAACCCAGTCC 

TGGAGAAGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGG 

GCTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTT 

ATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCA 

TATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTA 

AGGGGAATAACTTTGCTGTGTCAGCGCAG 

>Sequence 1855 

CCGGCCCGGTACATGTCAAAGGAAAAACACGTGAAAGATGAATTCAGCCA 

AACCCACCAGTGTTCAACCTCAGCCTAATCAATCTCATACTCCTAGAGGC 

TTAAGTATCAGCAGGTAAGATCGTGATGACCTGTCTCTGAGGCTCCAGAC 

AATAATTTCTAACTGCCAACTGGAAATCCTTATATGGTTAGGCTGCCAAC 

ATCCCAGGGAACAGGACCAAAATAAAAAGCATCACTCATTATCCTACTGC 

AATTTTCCTCTTCCCTTTGTCAAATGGGAATGATCTTTACGATCATGATC 

CTTTATTGCAACCAGGACAGAAATCATGAAGTCATCTATGGCCCCTTCCT 

ATCACTCCGGCTCCAATTAGTTGTCCTATCTGCCCCTTCCGTTCTCCTTC 

CCTCTCCATAATGCCCAAGCTAGTCTATTACCTGTTCATTCATTTT 

>Sequence 1856 

CCGGGCAGGTACAAGAGCTCCCATTTCCCCACATCCTGGATGATACATGT 

TATTTAGACATTCTAATTTCTTTTCCAATCCAGTAAGAACGACATGGCAA 

CTCATTATATTCATTTGCATCCACTCTATTGCTATTGAGATTAAGGGCTT 

TTACTGTTTTTCTTATATTTCTTGGCCACATGGCTTCATTTTCTGTGAAT 

TGCCTTTCTTATGGTCCTTTCATGGTTAAAACAGCCCTTTAGAAGACTCG 

GATTTTAAGGTTGGATTAGGGGTTGGGATTTGAGAGTTTTACACCATGGC 

CATGCCTCGTTTCCCTAAGTTATCATTAAAATGCTCAGCCTCCACAGCCC 

ATATCCATGCATATCACCCAGGTTGTCCCAGAACATTCAGAACTTACTGC 
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TATTAACAGACCCCTGACTATGAAAAAGGAAGGCATCCAGACCAGAAACC 

GAAAAATGTCTAGCAAATCCAAAAAGTGCAAAAAAGTGCATGACTCACTG 

GAGGACTTCCCCAAGAACAGCTCGTTTAACCCGGCCGTTCTAAAACTAGG 

GGATA 

>Sequence 1845 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGTAAGC 

CCTTGGTTAAATTTATTGGCTTCATTTATGTATCTCACAACACTTCTTTT 

CTGTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACCTGC 

CCG 

>Sequence \Z46 

CCGGGCAGGTACTTGCCAAGATCTCACTCCTCAGCAGCTTTTTATTTCTA 

AATTTAAGCTTTTGGTTACTGAAAGTTTACAGCAGTTCTAGACTCCTATT 

CTTTAGCATTCCGTTACGTCCAGACCATGTGACAACCTCCATTCTACAAA 

TATGTAACCACAAAGAAGGTGAGTGGGGAGGCAATAAGAACCCAGACTAA 

CAGAACATCAGAAAAGCTGGCATACGCACACATAAAGAAGGGGGAGAATA 

TAGGACTATATGGGAGGGAGGAAGGTCACAGAAAATGATTACGGTTTTGA 

TGTTGTATTTGTGAAGGTGAGGAATACTAACTATATTTCTTTAGTCTTTG 

AAGATCACCATATTTAGCCATTATCTATCAACTGTTAAGCCTTGGGTAAA 

CTTCATGTCCTTGCACCACTCAAGTTACCCATTGGCTCTGTG 

>Sequence 1847 

CCGGGCCGGTACCATGGTTGGAATGATAAATGATATTGTCATTTTTGTTA 

GCAGTGAAGTGAGTGGCATCTATGTATTTTTTAAGGTATATAATGAAATT 

GTGCCTAGGGGAGTTATAATTTACTCTATGTATTTTTATATATACTTAAA 

TCAATACATTCTTACAGACTAACTTCTTTAGTGGTAACATACAGGCCGAT 

TTTCTCACTCCATGAATGATTACTGACATGTATCCAGGAGCGGAGGTACC 

CTCATCCACCATTTCACCCAGGCTGTCTTGCTCrTATCITTTCATAAGGG 

AAAATTGGCTAGGGGTTTTCTCTCCACCATGTGCTGTTCTCCAGGACTTT 

GGGTGAATCCAGGTGTGGGAAAGAAGGTAGCATCAGCTGTAAGATTCAAT 

G 

>Sequence 1848 

AGGTACGCGGGATCTGTAATTTTGACATATATAATATTTTAGCAGTGGGT 

ATTTATTTCTAGATAAATTAAAATAATAATAATGATACAGCGCAAAACGA 

TAAAAGCTGAAAGGAAAATATGGTGAGGTATAAATGTAGAAAGGACAGAG 

ATTTCTCCTCCAAATACTGTTTCTCTTGGCCCATAATTTAATCATTAAAA 

TATCAAAGATAAAATTGTAGGGCAAATAAAATATCCCACTTGGACAAAAA 

TCAGTAGTATTTCTATACACCAAAAACGTTCAAGATCAGCATCAAATCAA 

GAACATGATGTCATTCCAAATAGCCACAAAAAGTTGAAATACCTAGGAAT 

ATGGATAACCATGGAGGTGTGAAAGATCGCTACAAAGAGTGCTACAAAAT 

ACTGCTGAAAGAAATTCAAGACAACACAAATAAGTGTAA 

>Sequence 1849 . 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 

CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 

TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 

GAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGG 

GGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATG 

GATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAA 

TCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGA 

TAGATCCTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAAGGGGCAGG 

AGTCTATGG G A ACTCTCTQTACCTCGGCCG 

>Sequence 1850 

AGGTACGCGGGGGTTTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTG 
CTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 
CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGGAG 
GAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTC 
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AATAACCAAGTTCAGTTAATTGAAACAATGAGTATTGGAGTAAGAGTTTG 

GGATTTGATTCCTTAGGGATAAACTACTAAATCCAGGACAGTCATTTAAC 

TGCTGCAGATTTGAGTTCCCAGGGGAACCAAACAGAAGTCACACAATTTC 

TAGGATGAAAACATCTCAAAAAAAATCAGTCCTCCCAGCACTTCGGGAGG 

CTGAGGCAGGGAGAGCACTTGAAGTCAGGAGTTGAAGACCAGACCAGCCA 

ACATGGTGAAATCCCCGTCTCTATAAAAAATACGAAATTTAGTTGGGCGT 

GGTGACGCGTGACTGTGGTCCTAGCTACTCAGGAGGCTGAGGCT 

>Sequence 1840 

AGGTACGCGGGTTATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGA 

TGCTAATATTCCATATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATT 

TTTCTCITCAGTAAGGGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAG 

GAGGGTTGCAATCTAGAAACAGTGATTGTTAAAATTGCCTATAAACACAC 

AATATANACAATATGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGA 

AGGTGAAGTCTCACCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCT 

TGGCATCTGGGTGCCTCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATT 

GACCCCGAAACACAGAAGATAGAGATTGCACATTGCGTTCAGTAATTGTT 

GTTTATTTATGTTATTTCTGAAAATAAAAGACAGCACAGGC 

>Sequence 1841 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTC^CCCCCACnTCAAAGCT 

GAC TTGAC AACTGCATTTATTTCATATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

AGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCTAGAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAACTATCTCAAGCCCTGTGATTATAAATGGT 

GTTATAGGCTTGTAATCCTATGGGTTTAGACTAAAGTATTTTCTTCATAA 

ATTGAAAGAGAAACACACTAGGAATTCAGAAGATTTTAATTAAAGTTGTT 

CAAAAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTT7TGAT 

AATGAATTTAATTTATAGAAAAAAGTTCTTGGCAAATTTGGTAATGCCAA 

AAAGAACCTACATATGCACAATGTATATTTTCATGGAAGCATTATTATTA 

AGTGTCCTGCTTTTACTGGTTGACATACGTTAGTTCATTTTAACTTCATT 

CAAAATATGTAATTAAACCTAACCCCTATTAAAGGTAACT 

>Sequence 1842 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGGTGGAAATCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTA i ri i ri ACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCACACACACCATAGTAGAATAAATTAATTATATTTT 

CTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATCA 

>Sequence 1843 

ATGGAGTCAGCTGCGATAGCGGCCTGACGTCCGCCGTGGTCGATATCGCG 
CGCGCGCAGGAGCAATTTACGGTTGCCCTGAATGGCCGCTTCAAGGGCGG 
CCATATCACGCGCCATTACGGCCTGCCGGACAAGCGCGTGCATGCGATCC 
AGCTGGAGATGTGCCAGTGCGTGTACATGGATGAAGCGGCGCCGTTCGGC 
TACCGGCCTGACCTGGCCGCGCAAGTGCAGCCGCTGCTGCGCCAGATGAT 
GGAC 

>Sequence 1844 

AGGTAC1 Hill ITmr ni 1 1 1 1 1 1 1 1 rTT T CT T TTTTTTTT TT TTGG 

GCAACTTTCTGGTATTACTTGTAAACACTGGTTCCTTCAACTTTCTGAT^ 

TTACTTGTAAACACTGGTTCCTTCTCAACCACCGTATTCTGATTGGGTCT 

ATAAGTAGCACCCAGTCCACACCACAGCACGCTTCTGGAGGAGGAATGCC 

AATGGGGACCCTGTCTGCAATGCCTGTGGGCTTTACTACAAGCTTCACAA 
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CACTGCACCCCCCTTCACAAAAAAAAAGAACCCACCCACCAATTTTTAAC 

TTTCTTCTACAAACACCTCTTATCTCTTCTCTATCAAAGCATGACTGGCC 

TTTTTGAAATATTCAGGACAAAAAGTTAGGAAGAGGGCAGGCTCGCTAGT 

TCAATGTCACTACATATAGGGGAAATGGAACACTTCCCATAGAAAGCTCT 

GATTTCTCTCAGCGTGAGTCrCTGTCTGAGGCATCCCCCTCTCTCTCTGC 

TAACCAGACACCATACACAGCATGTTCTTTCCAATCTGAGTCCTCAAAGG 

GCATCCTGAAAGTGTCCAGGTTATTAATGACATACCCAAAAGCCTATTAA 

AACCTGACAGTTATCTGCTTAAGGCTTTACTGGCAATAAAAATTCATCTT 

TTTTGTTTTAACTGAGTTTTATGAACTCACTGAAT 

>Sequence 1834 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

CAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTGGAATAAAAAAAAACTGATTAAAAAAGAAATGGTACCT 

>Sequence 1835 

AGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATAAGGT 

GTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACACACTCT 

CTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTGTTGTAT 

AAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGGCCAAAT 

CAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCCATCGAT 

CTTCCTGTCAGAAATCAGAATATACCnTrGCAATACCCTTTGCTAGCCTT 

TCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGCCTGGGA 

AATATTAACACCCATTTGAGTATCTCCCAAACACCTCAATTAACTATATG 

GTGCTGTCTAGCCAGGACCTTATTTCAGTATAATGTGAACCTGAG 

>Sequence 1836 

AGGTACGCGGGGACTCAATCTTACTCCCTTGTAGAACAGGCGATATCTTC * 

ACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCAC 

GAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGA 

CGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACT 

ATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACA 

GGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATAT 

GATTCTGCTGTTTGCGTTTGATTTCGAATGCTGAGCTGACTCAAAGTCAA 

ACTGTAAGTACCTGCCCG 

>Sequence 1837 

AGGTACAGCTAACTGTGCTAGGCAGGGCAGCCCTGTGAGTTCTACTGCTG 

TCTTGGTTTTACAGAGGGGGAAGTGAGGCACAGAGAAGTTAATTAACCTC 

TGAAGTGTTGCAGTCTAAGGCACAGAGGCACAGTTCCAGGCAAGGTTCAT 

CTGAATCTTAAGTCCTCACTCTTTGCCACCATCCTCCACTGCTGAGACCA 

TCCCTGTGAGTCCTGCCGCTCTCCTCCCCTGGTCCATATTCACTGCTACT 

CAATGAGGCCAAGGAAGCCAATGGTCGTGTCCCCAAGAGGATATCTCTCC 

CCTCCTGAGAATCTTTCTCATACATCTCAATTCTGAGATACAGATTGAGA 

AGCACCTCAGCAAATCCACTGCATGGAAGGCAAAACAACCTTGATCCACA 

GCAATGACCACAAGCAAGGGAAGCCTGGCTATGAGCACAGTCATAA 

>Sequence 1838 

CCGGGCAGGTACACAATTGTGCTGATTTTTCTCTCATTTAAAACGGTTCC 

ACAAGTAGTTAGTCCAGGGCTGGTGTCATGGCTCCATGGTCACTGGGGCA 

TTGTGTTCCTCCACGATTTCTGCTTCACCAGGCTTAGCCTTTGCTTCCAT 

CCTCTAGTTTGCCTCATGGCTCAAGATGGCTGCTAGAGCTCCAGCTGTCT 

CTTATGCATTCCTGGCTGTAGAATGGAGGAAGGAGGAAAGGGTAACGGGA 

CGCTTTACTGGCTATTCTTGTTTAAAGGAGCATCCTTGATCATACTTAAT 

GAGAATCTGGAGTAATTTTCAGGAGATCTCAGAGAGGGTACCT 

>Sequence 1839 

CCGGGCAGGTACGCGGGTGTCCTTCTTCAACTGGACACCTCTAGATAAGA 
AGGCAAGAAATTCTTAAAACTTTTGCTAACCTAATTGTGfATGTAATTAG 
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GGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTTGAAGAGACAGGGATATTCC 

CAGAAGGTTTATGCAAAACCATCAAGAGAAAGATGAGAAGGAGTCCTATA 

TTGTCAGAATACAACATTTTCCCACCTTTGCCCCAACCATTAGTAAAAAA 

CCATTATGAAGGAGTAATAAAACATTTTTAAAAAAATTGACCAAGGGATA 

GTTAAATGGTAAGGTCCAGCCAATTGTGAATTGGTTGTTTTGGGAGAGTT 

GGGAGTCCTTTCAAGAAAGGGTAAATTAAAATGTCCCCTTTTGTAAGGAA 

AGTAGGGCCTCAGAGTAACTCTTGGCGCCACCCTTTTCTTTCCCTGCCCC 

ATGGTGGGGGGAGGCTCCAAGGAAAACCCCGGGCTTGGTCTTGCCAAACC 

CTTGCAAAA 

>Scquence 1829 

AGGTACTTACAACTTTTCATATAGTATTGGTAGTGTTTTGAATAATTTAA 
AAAATCATCTTACGTTTGTTATTTAACTTTATTTATATAGTGCTTGTATT 
AATGATTTTGTGAATGT 
>Sequence 1830 

CCGGGCAGGTACGCGGGGCGTTTGTAGATGGAAGGAAGAACTTGTGTGCT 

TAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGGTAAGCCCTTGGTTAAATTTATTGGCTTCAT 

>Sequence 1831 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCAGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTGCAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATAGGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATCAGCATT 

TCATGCCAGGAGAGAGTGGGCATGAATGATTTCAGGAAATGAATAGCTAG 

ATTTCAGCCTTGAATTTGCTTCCACCCTTCTGTGGCAAATTAGTGTGGGC 

TCACTGAGCACTTTATCTGCCCGTGGTAATTTATTTTACCAGACAGGGTG 

TCACTTTGTCATCCAGGCTGGAGTACCT 

>Sequence 1832 

CCGGGCAGGCACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCACAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGA 

ATGAATGAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTT 

TGGCTCTGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCC 

TGGAGAAGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGG 

GCTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTT 

ATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCA 

TATTATCAGGGCTTCTGTGGTGTCTAGGCCTCTAATTTTTCTCTTCAGTA 

AGGGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAGGAGGGTTGCAATC 

TAGAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATAAACAATA 

TGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGAAGTCTCA 

CCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCATCTGGGTG 

CCTCTGAAGCTCTTNCTGTGGCTTCTGTTAGACAATTGACCCCGAAACAC 

AGAAGATGGAGATGCCCATTGCGTtCAGAAATGGNGGTAATTAGGTATTT 

CTGAAATTAAAGACACACAAGCTTCTATTTTTAACCACAAAAAAAAAAAA 

AAAAAAGTCCCTTGGCCTCTATAACTAGGGATCCCCCGGTGTGAGAAT 

>Sequence 1833 

CCGGGCAGGTACTGGGATTACAGGAATGAGCCACTGTGCCTGGCCTGATT 

GCGGATTTTATTGGAATAACCTATAAATATTGAACAATGCACCTGCGAAA 

GAGTATGTCTTAATCTTCTCTTGGAATACTGTCAACAAAGATCTCTGAGT 

TTGAAGGGTAGAAGTAACTCACTACTTGGCTGCTGACTGTGAAATTTAGT 

CATGTTTTTATTGTGGGAGTGGACTGATTAAACAGACAAGTGTTATAAGG 

TTCAAATTACAACATTTCTCCTAATATGCAGTGCTTTTAACTATGATAAA 
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AGGTCCCAGCTGCTCAGGAGGCTGAGGCAAGAAAATAGCTTGAACCTGTG 
AGGCGGAGGGTGCAGTGATCCGAGATCACACCATTGCACTCTTGCTGGCG 
ACAGAACGAGACTTCGTCTAAAAAAAAAAAAAAAT 
>Sequcnce 1823 

GCGGTGGCGGCCGAGGTACGCGGGCATGACAACTAATGGGAAGACATGGC 

TCAGATGTGCAGCCTCAGAGAGCTTCTGAACATTTCTTCTCAGACTAAGC 

TCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACAG 

GATCaGGCAGCTTTCTGCATACATGAACGTTCAACCCCAACTCATGTTAC 

TGTGGGCAGACACATGTTTGCAAAGAGACTTAAAGCCAAACAAGCACACT 

CAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTTCCTCCTCCCA 

ATAAGAAAGTGGAGAGAGCATGAGTCCTTACATGGAAACTTGAAGTTAGG 

GAAAAGAAAGCTCACCAATTATTCGTGCATGGGTTTAAGTTTTTCTTGAA 

ATTTAGTTCAAGTTTTGTCTTTGTGTGTACCTGCCCCGGCCGCCTGTCTA 

GAACTAGTGGATCCG 

>Sequence 1824 

AGGTACGCGGGAGATGTGTTATTTATCATTTTATGATGCCAGAGATTTAC 

ACGAATTTGTGAAAGGTTTTTTCTTACCATAGATTCAGAGGCGTGTTTGA 

GGCAAGGTTTTCATTGTGCAGTGAGGAAATTGGCACATAGAAATCAATTG 

ATGTGCAGGACTCTTCKjACTGACTATTCTGGTTATGTTTCCTTATAACAC 

ATTAAGAAGAAATTTGAGATAAAGTAGTAATTGTCAACTAGTCTTTATTT 

ATTTTAATAACAAATGTTGCAGTATAATTTTTAGAAATATTCCAAAATAA 

CCAATTAATTCCAAAATTTACGGGATAATTTTAAAGTGAGAAAATAACAT 

ACTACTTATATTAACAGGGAAATATTCTTGTGTTCAGAATGATTTCTAAA 

CCCCATGGAAACACTTGAT 

>Scquence 1825 

CCGGGCAGGTACATTCGATTTATTATATGTTAACTACTTCTCAATAAATC 

TGTTAAAAAATTAAACACATTAAACCACCCCTCAAGAGAATCCCTAAAAT 

AAAAATTTAAAGAGGGGGAAAAAAGGAAGGGAAGCTACTGAAAGTTGTAA 

GAAGAGACAAAAAGTTACCAATAATGAAGCCAGTGTTTCAAGGAGTGTGC 

AGTTAAAATAACATGACACACAGATATCAAAACTGGCAACTGAGAGAAGT 

CCAAGGTCCTTGGCAAAGAGAAAGCCACTGACCATCCGTGGAAGTGTAGT 

AGGGTGACAGCCAGAATGTCAGAGGCTGAAGGGAAGCTATGTGAAACAGA 

GAGGATGGCAGTGAGCTTAGACCACTTGTTTAAGAAGCTCAGAAATGAAA 

ATGAGAGAAGTAAGACAGTAGCT 

>Sequence 1826 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCATTAGTGGTTGGCAGAAACTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGG 

>Sequence 1827 

AGGTACGCGGGGGCTTAAACCTGACCCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTAT 

AAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTGGAAAAACATAAGAGGAGAAAAACATTAAAAAATGAC 

AGGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCT 

TCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

CTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCA 

AGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTT 

CCAACTTCCAGAACTGTGAGG 

>Sequence 1828 

CCGGGCAGGTACGCGGGGAGACCTGACGCGGGGGGAGATGCTGCCACCTA 
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GGAGGAGTCTGTAAAAGCACACCTGGACTCGGGGAAATCATTGACCTCTC 

ATCCTGAATTAAATAGCGCTTGAAAAGACTCTCTTTGAATCAGAAAAATA 

ATGCGAGCTCCTATCAAACTACCTTACACAGCCAACTGAGTGATCATAAG 

GCTTGGGTGGGAAAAAATGGTATTCGTAGAACCTTTTAAGAGCTAAGATT 

CCTTAATCACATGGATACCCGCCTGTTGAATGACACCGAACTGTGCTGCC 

CAGAATCGGTTGCATGGTGGCTGGACCTGCTTTTTT 

>Sequence 1819 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTAGGCAAATGCATG 

ACAGAACTCACTGGATCAATATCTCAAAATGCTGGGAAGAAAAAAACGGT 

AACCAGAAATTCTACACAGAGTGAAACTACAAAACAAAAATCAAAGCAAA 

GCAACAATTTCTGGATATGCATAAAAGATGAAATTATATGTTGCTAGAAG 

ATCCATAGCACAAGAAATGCTGATATCCCTCAGGCTGAGGGCTATTAAAC 

AAGATGGAAATCCAGAATTATAGAAAGGAACAAAAAGAACAAAAATGAGA 

AGCATACAGGTCAATACAAAGACTGCATATTCTCCTTCTCTTTCCCGCGG 
ACCTGCCC 

>Sequence 1820 

ACGTACATTCTGCTATATTGTCCTCCCTGGCTATAACTACTCTAATCTTC 

CACCTTTCTTTCTCCTTACCCTCACTGCTTTATCTCAAGAAGATCTTGTG 

TGGTATATAGACGCGAGAAAGTTACCTGCATGATTCCGACAGGTGCCCTG 

CCATCACTCTAATGCTGTTCTCATTGCTAGGCCTTATGGCACATTCTCAC 

TCACTCACTACCCCTGCCCCGCGTACCTGCCCG 

>Sequence 1821 

AGGTACATGTAGATCCAAACACATGTAAACATTTAGTGGAATTTCCAATC 

AGTATATAATGATTCATTAATTTAAAAAAAAATGGTTCCTGGACAAGTGA 

TTGATAACATGGAGAATGAAAAAGGTTAGATTTATACTTTACAAACCATA 

CACATAAATAAATTTCAGAAAGGTTGAAAATCTAAATATTTAGAATGAAA 

TGATCAAAGAACTAGAAGATAATTTAGATGAATATTACTGTAATCTTAGG 

TTTAGAGCTTTTAAAACATGATAAGGAAGAAACCATAAAGGAAAATAGAG 

ATTTGAATATATGAAAATTTTACACTTCTATAAATGAAAAATAAGCCATG 

AAAAAA CATAA GAAGTTACAATAACTATTGCCACATAAATCACTCTCTTA 

AGATTGATTTTCATATATAAAAAGCAGTAAAAGCAAAATCCCAATAGGAA 

ATAGCCTAAGTGCATAATTACCAANNAAAAATATTATTGAAAATAATAAA 

AAGGTGCCTGCCCGGGCGGCCGGCCGGGCAGGTACAGGTGAACAGACCTC 

CTACCAAGGGAACTTCTGCCCAAGTGTTCCAGTCCCATTTGAAAAGTTTC 

CAAAGTCCTTGGGTTCCAAGGGAATGCCTTAAGGCAGTGAGTCCCAAACA 

ATTTGCTTGTTCAGGATACAAGTTGATCCCATTTATTGAACCTGGATGAC 

ATTTGTGGGAGATTTTTTGGAAAGCTAAAAACCTGACCCATTTTGTGGTC 

AGTTTAACTTAAGCACTCCAAGCCATGGAAAGGGGG 

>Sequence 1822 

CCGGGCAGGTACAATAGGAATAATGTAAATATTTTTATATTTAATTTTTT 

TTAATTACAGAGGTTATTGAGTTTGTGTTTTTCAGCTGCAGAGAGAGAAA 

TTTGTGGGGATAAAGTCACAAGATACCAGTTGGCAGAAATTGAATTACCT 

TCCTTTGTATAAGTAATATCCAGTCTAGTCTTAAATGCTATAGGATGAGA 

TAAGAGAAGGATAGCTCACATTCCAAAATAAAAGCAAAAATATAAAATAT 

TGAGAATTGAATTTGACAACATGCGAACAAAACTGAAAATAGAAAAATAT 

AAACCTTTATTAGAGGACATAAAAGAAGCCTGGAATAAGTGGAGAGACAG 

GTCAGTTTTCTAGAAAGACATGATATTGTTAAGCTGCTGATTATGTTCAA 

ATTCATACATTTAATTTCAGTCAAAATTCTATTTTTCCTTTGTTTGAATC 

TGAAAGGCTGATACTGTAGGCCATTTAAAAGAATAATATATGGGCTGGGC 

ACTATGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAGGGAGGGCA 

GATCATGGNGTCAAGAGATTGAGACCATCCTGGCCAACATAGTGAAACCC 

CGTCTCTACTAAGAATACAAAAATTAACTGGGTGCAGTGGCAGGTGCCTA 
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CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 1814 

AGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCA 

CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 

TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 

CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCCGGGACTCTGCG 

>Sequence 1815 

GTCCTTGCAGGGTTTTATCGGCGCGCAGGTGAAGGCGGACCGCAACCGCC 

TGGCGCTGGCCATGATCTTGTGCTGGCTGCTGGCCGACGACTGGTTCATC 

GGCCAGCGCTTGCCGCAGCAGGATCTGCTGCAGGTGCCTGGGCTGAGGCG 

GCGCGCGAACTGGCCGCCAGTACGCTCGGCCCACCAGTTCACGCAAGACC 

CGGAGCGGCGCGAGGAACTGGCGCGCATCGTGCTGGCGCGCCTGGGCTTT 

CGGCCCAGCGACGAAAGCGTAGCGCAGGCCACGGACAGATTGTCTGCCAT 

CAGCGGCACGGAGCGCCGCCGCCTGCTCGAAGCGAGCCGCCTGGCCGAAC 

AGCGCGCGCGGGAAATCCGCGAGGCGCTGGCGAAAAA 

>Sequence 1816 

CCGCCCGGGCAGGTACAGTAGAATCCAGTCGTTGGTTTGGAGGCGAGGGC 

TCTCTGCGGTCCTCTCCTACTGTCAGGAGCTTCCCGTGCTCATTTTTCAT 

TTACTGATGCACTAAAGGAGAGTTTGACTTTGAGTCAGCTCAGCATTCTA 

AATCAAACGCAAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCA 

ATGCCTTCCAGGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAG 

CAAACTGGTTCATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTT 

CTGGGCTACTAAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGT 

TCATTTATTAGTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGT 

A 

>Sequence 1817 

CCGGGCAGGTACCTGGTAATTTACAGAACGTTCGTTATCAGATTTGATAA 

TTATATATTAAGGTTGTAAAGAATGTGTATGCCAGAATTATAGGTAGTAG 

ATCCTAGATTCTTAGGAAAAATAGTTTCTTTATAATCTTTTGAGTAGTGA 

AATGGTTACTTTTACAATGGTTATGAACTGGGTCAAGGCAAAAGGGCCAC 

TATATGTCTTCAGTCATCTTTCTATGCCTGAAATCCAGGAAACAGTGAAA 

ATGGATGTTCCCTGGAACAGCCATTGCGATGCCATATGTTGGTCATTGGT 

GTCCTTAAAGTGTATCTCAGATAATTGGGTGTCTCCCTTACTTGTGAACT 

GAGGGGTCACAATATTGATGTGCCTGATGTGTGCCCCTCTGCATTTCGTG 

GGTAGTGTCTCAAATTTGGCTGTCATATTGATGAGAGTCACTAATTTGGT 

TTTAGCTGCCAGAGGTTTAGGTGGTTTTCACTTGCAGTGACTTACCTGAT 

TGCACAATTGTTCAACGGCGCTGGGTGCACTCCTTCATAGCTAGCATCTT 

TTTTCTAGGATATTCAAATACATTCTTTTGGATTATCCTTTAAAATATTT 

GCTGAGAAAGCATTTAAATGTTAATGCTGAATTTATATTTGGTGGATGCT 

TAAATCAATGAGGGCTCTTTTCCTTTCCATGGATGGAAAAAATTGGGAGA 

AAAG AATCAACTATTCGGCCAGrrrill'ri^CAGTTAGAAAATGTTTTGG ■ 

TTTTGGGAAACAATTTTTGAAGTAAACATGGAATACCATGGCTTTCAAGG 

CAAAACAATTGGGTTGAAATGGCTCTTTCT 

>Sequence 1818 

AGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATCCCCAGC 

TGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGATGGTGT 

CTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGTATTCTG 

TGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGATCAGGAG 

AGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCAGCTACA 

CAGGATTGAAAGGAGACATTTCTGAAGGGGAAAAAGGAAATGAAAGAAAA 

GATGTTTCAGATTGAGGATATGCTGTGTGGTGAACTTGTTCTTCACTCTG 

TAGGGTTCACAAATGACTCTTCACTGCCCTCTTGGATGAAATAAACTGGT 

TCCCATAGAAATGGACCGTCTCTGATTTCACAGTCTAGAGCACACAAATA 

ACCCAACTTTCTGGAAGCAAGGGTGATGGCTCGTGAGAGCTCAAGGACAA 
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AGTAACAAAAACATATATTATCCTCAACACAATATTATCAAACCAAATTC 

AGCAACATCTAAAAAGAATTATACACCATGACTAAGTGAGATTTATCCCT 

GGAATAAGCTTAGTTTAACATCTGAAAATTCATCAGTGAAATACACCATA 

GTAAGAATAAAGGACAAAAACCACAGGATCATCTCAACAGAAACAGAGAA 

GGCATTTGACAAACTCCAACACCCTTTCATGATAAAAATACTCAACAAAC 

TAGGAATAGATGAGAATTTCCTCAACCTAATAAAGGGCTTCTGTGAAAAT 

CTCAAGGCTAATTTCGTATTAATGGT 

>Sequence 1808 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 1809 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAAGGGTGGAACTGAACAAACAATAGTCTTT 

CTCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGA 

AAGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTT 

ATTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAG 

TCTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTCATGCCCAT 

TCTGCCTTCCCTTGCTGTGTGCCCCTGACACAAGCATGGAAACATGTATT 

CACTTACCTTTGCCCTTGGGAACACTTTG 

>Sequence 1810 

AGGTAC1 1 1 1 ri'l'J'1'1 l'l'l 1 rri'n'riGCAAGATGGAATTTCATCATTCC 

ATCGGTTTTGCCCAGACTGGTGGCAAACTCCTGGGCTCAGGATATCCGCC 

AGCCTCAGCCTCCCAAAGTGCTGGGAATACAGGTATGAGCCACTGCACTC 

GACCATTTATGCATTTCTTCATATTCTTTTAACTGACAACCGTAAATTAA 

CCTCTGTGTTTCTGTCAATCACTGGATTTTAAGTCACTAAGTAGCAGAAC 

TATA TCTA ATTTATTAACATTCATCATCCCCCTTTGCCAGCATTGAACAT 

GATGTTTTGCATATAGTAGGCATTAAATTTGCTAAATGGAACTAAATAAT 

GTTTGATAAATAACATCATGGCACATGACCATATTAGGCCTAACTAATTA 

TTTAT TCTTC CATTTAGTGAGTGCAAAACTTTAGTCAAAAACATTAAACA 

TACTATTTTCTAATTACCTTATTTTGCN 

>Sequence 181 1 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGGATGCTGTCCTAAATCCTTCCT 

CCCGCGTACCT 

>Sequence 1812 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACANGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 

CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 1813 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACAAGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 
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CTGTTAGTATCCAGCGGGGAAAGCAAAAGATCCGCAGGTG 
>Sequence 1801 

CCGGGCAGGTACTCACAGATCTGTTTCCAGAAACCACTACAAGTGTCATG 

AACCTTGGGTTGCTCTCTGATTGAATTCTGGGATCCAAGCTGGGTAAGGA 

GAGAGATGAGTCCAGGCTGCTACAGAAGATTATTTTCCATAATTTCAATA 

TGAGCAGTTTTAAAACACCAAGGATTTTATAGTCATGTTAGCTATGGCCA 

GCCTTAACACTTTCTCTACCTCATTTCTTAGAAACCAACAAGGGCCTTTC 

CAGAGAGGGCCAAGGACGGTGGCATTCATAAGGGATGAAAACACTGAGTA 

CCT 

>Sequence 1802 

TAATATGACGCGCCTTGTGCGTTAAATCAATGGATCATTAAGCTTGTTTT 

CCCTGGTGTTGAAATTTGTTTATTCCTG(nTCACATATTTCCACCACCAA 

CCATTACGTATGCCTGTGGAGTCATTAATAGTTGTTAATAGTCCCTGTGG 

GTTGCCCTTAAATGAGGTTGAAGGCTTAAACTTCAACAATTTAAATTTGC 

CGATTTGGCGCCTTCAACTTGCACACGGCTTTTTCTCAAGTTCCGGGGAA 

AT 

>Sequence 1803 

CCGGGCAGGTACTGCGGGGATAATAAAAAATGTATTTACTGAGCCAGTTG 

TGGTGGCTCGCGCCTGTGGTCCCAGCGCCTTGGAAGGCCAATGAGAGTGG 

ATCGGTTGAGGCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGGGATG 

CCGTCTCTACTGAGAATACAGAGATGGGCCGGGCGCGGTGGCGCGTGCCT 

GTAGTCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCA 

CTTGGCCTGGACTCATCTTCATTGTCCACCTCCTAGGCTAAATTTATGTC - 

TTTTATGTGCTTGTAATCTCTGCATACCACTTTAGTGACACTTGCCCTGG 

AGTGTGATTGGTAATCCC 

>Sequence 1804 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTACACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 1805 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTTGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGGCCGGAATTCCTTCAAAACTCCCAATTGTTGACA 

TTTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTG 

CACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGACTGGCT 

CAGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCT 

CCCGCGTACCTGCCCG 

>Sequence 1806 

AGGTACATACATACTTGTTATTCTTGTTACATCTTCCTTATTGAATAAAT 

TGTCATCACTTAAAATGTCCCTCTTCATCTCTAATAAGTTTTTGTCTTAC 

AGACTATTTTATCTAGTATTAGTATAGCTGCCCCAACTCTGTATGATTGC 

TGTTTTCATGGTATATCiTl riCTATCCTTTTACTTTTCTTTTAAAATAA 

ATTITAAAAATTAATTTTACATACCACTAAAATGCAGAGATTTTAAGTGC 

TCAGTTCAATGACTGTTGACAATTATACACAGCTATATATCCACCCCCAA 

ACAAGATATAAACCATATATAATATTTCATACAGTTTTCTCATGCCCCTT 

TCCAGTCAATCCCCATCTCCTTCCTGTAACAGGCAAGTGCTTTCTGATCA 

TAATGATCTTTTTAAAATCATAGGATATTCATTTGTCTGTTCTAGGTTTT 

ATGGTAATGAAACCAAACAAGAGGTAT 

>Sequence 1807 

CCGGGCAGGTACTACAAATACATTTTTATAAATGGATGATTGGAAGTGCC 
CTAAATGTCTTATAAGAAAATACATTATGGTAGATATATATACTAAAATT 
TATATTTCAGAAGAATATTAAAAGAGGAAAATGCTAGTGGTAAAATGTTA 
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>Sequence 1795 

AGGTACTCTGCGTTGTTACCACTGCCTCCCGGGACTCTGCGTTGTTACCA 

CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 

TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 

CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTA 

CCACTGCTTCCCGGGACTCTGCGTTGTACCTGCCCG 

>Sequence 1796 

AACATTTCGACATACGCCAGCATGTGATGGCCGAAGGTGATCGGCTGGGC 

CACCTGCATGTGGGTAAAGCCCGGCATGATGGTGTCGGCATGCTGTTCGG 

CCAGGTCCGTCAGCGCGCTGCGGAACGTCGCCAGCAGGGCGGTGATGTCG 

TCGATGGCGGAACGCACGTACAGGCGGATGTCGGTGGCCACCTGGTCGTT 

GCGCGAACGGCCGGTGTGCAATCGCTTGCCCGCATCGACTACCAGTTCGG 

TCAGGCGTTTTTCGATATTCAGGTGGACATCTTCCAGATCCAGCAGCCAT 

TCTAACTGGCCGGCGGCGATTTCCTGCGAGATTTGCGCCATGCCGCGCAC 

GATTTCCGCGTAGTCC 

>Sequence 1797 

AGGACTANN 1 1 1 1 1 1 1 1 ITTTTTTTTT1 1 ' 1 GGGGA ATACCAGCTTTC ACC 

CTGTCTTCTGCACTGCTTAGCCTTGGCTCTGCTGAGTTGTGCAACACATT 

CTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAAACAGGAAT 

GAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAATAAATCA 

CGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTGCACTTTA 

TACATTAATGAATTATTTTTTTAAAAGAAATTAGCTCTATCATGAAGA 

G TGCT ATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAATTGTTACC 

ATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGCTGAAATGA 

ACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATAATGCTTCC 

ATGAAAATATACATTGTGCATATGTAGGCTCTTTTTGGCATTACCAAATT 

TGCCAAGAACTTTCTTCTATAAATTAAAATTCATTATCAAAACTACTTAG 

TGAGCCAGCCTTTAAAATTCCCCATAAATTTTTTGAACAAACTTAATTAA 

AATCTTCTGAATTCCTAGTGTGGTTCTCTTTTCAATTATGAAGAAAATAC 

TTTAGTCTAAACCCCTAGGGATACCAGGCTATTACACCCTTTAATAATCC 

ACGGGCTGGGAAAACTTGCCCCGTTTTAAAGTCATTTAT 

>Sequence 1798 

TGTTGACTGCTATACTTCTGGCAATTGAGCTCCCCGCGGTGGCGGCCGAG 

GTACTCAGATCTTACCACTGAGGAATTTTAAGTTATCATTCCTGTAAACA 

TTTCTCCAGTGGCTCCACGGAATTTAAAAATGCCTTCCAAATTGCCTTCA 

GTTTTCACAGGCCATCTCTTACCCTGTGCTGTCTCTCCCCAGGATTTTCT 

GAAGTTCCTTGTCTGCCTGAAGTCCAAACCTGCCTCCTCCACATCTGTGG 

TTTGGTGCGGAGAGCATCTATGGGCACTGGAGGAACGGTACCTGCCCG 

>Sequence 1799 

CCGGGCAGGTACTCACAGATCTGTTTCCAGAAACCACTACAAGTGTCATG 

AACCTTGGGTTGCTCTCTGATTGAATTCTGGGATCCAAGCTGGGTAAGGA 

GAGAGATGAGTCCAGGCTGCTACAGAAGATTATTTTCCATAATTTCAATA 

TGAGCAGTTTTAAAACACAAAGGGATTTATAGTAATGTTAGCTAGGCCAG 

CCTTAACACTTCCTCTACCTCATTTCTTAGAAACCAACAAGGGCCTTTCC 

AGAGAGGGCCAAGGACGGTGGCATCCAGAAGGGATGAAAACACTGAGTAC 

CT 

>Sequence 1800 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTATA 

TTAGATCCCAGAAGCCTTTAAATTCCCTTATAAGACTTGGGAACTGCATC 

TTAAAATAATATTGGG 1 1 1 1 1 III 1 ATTCTTTG ATAATA AA AG A ATGG A A 

CCAAATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAA 

CACTGCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGT 

TTGTTCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGG 



Page 116 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



AGGTACGCGGGAGTAAATACAGTACAAATTGTTCTACTGTTTTAAAAAGT 

TTTCCGCAGAACAGTGCATTTATGGCAATGCTATGTTTAATGAGTTAGGG 

ACATCAAATATATAGTAGTTCCTTATTTTCAGTTGTGAAAATGAAATGGC 

TAAAGCAGAAGAGACGTCTATTTTAGTCTTTTAAAAATGTGTGTGGGTGG 

TCTTTTTTCCTCAGAAGCCCAAAGCACATGTATATTTTGTTATTTCTCCT 

TGCTATATTCCTGAGACTATACTAAAAACTTTAAGAAAAGGAACAAGAAA 

AAGGTTAATTCATGTGTTCCCCACTGCTGTGTCTAGAACCAAGATCACAT 

TATATCATTGTTAAAATTGTGTTATCTAGAAAGTGCAATATAGGGAAAAC 

ACTCTAAGAATCTTTTAAAAGCCTAGTG 

>Sequence 1790 

AGGTACGCGGGGGACTCCTTGAGAAGAAACGGCGGAGACCTGAGACCGGG 

AGGCTGAGGCTGTAGGTGGGCTCCGCTGGGTAAAAGTTGCCGCAGCAGCT 

GTCCCTTGGCCCCATCGCGATTTATTTTTCCCCCTTGCTTTCCGGGTCCC 

GGGATCCCAAGTTTGTAACTAACGGGAGCGAATCCACACCCGAGCAAAAT 

GTTTGCGAGTTTCAGGCGCCCTTAATTGAAAGGCTGTAATTAACAAGTCC 

GCTGTTTGCCAGCCAGGCGCCGTTGCAGGCGCTTrCTGTGGATTGTCATT 

TATTTCTCACAGCCACCCTTAGGGGGTGGTTTTCCTTGACCTTTGCAGCA 

ACCTTTTC AAGTTGGGG AC ACCCCGGTCTTTGG AGGCCCCCC rTTTTTTT 

CGGGGAAAAAAAAAAGGGGGGTTTTTCCCC 

>Sequence 179! 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAAGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACTTAGA 

TTAGATTCCAGAAGCCTTCAAATTTCCTAATAAAACTGGGGACTGCATCT 

TAAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCA 

AATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACAC 

TGCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTG 

TTCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTG 

TTAGTATCCAGCGGGGAAAGCAAAGGATCCGCAGGTGGTAACACCCTAC 

>Sequence 1792 

AGGTACATGCCAGGCACAAGCTGGAGTCACAGATGCCACACTGACTATCA 

CATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTATTTTCT 

TATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCCGAGACA 

TTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGGGGATCA 

GTCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATGGATTTG 

AGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAATCTCAC 

T GTTG AAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGATAGATC 

CTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAGGGGGCAGGAGTCTA 

TGGGAACTCTCTGTACCTG 

>Sequence 1793 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 

TTAGATCCCAGAAGCCTTCAAATTCCTTATAAGACTTGGGACTGCATCTT 

AAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCAA 

ATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTGT 

TAGTATCCAGCGGGGAA 

>Sequence 1794 

AGGTACTCTGCGTTGTTACCACTGCCTCCCGGGACTCTGCGTTGTTACCA 
CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 
TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 
CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 
TCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTA 
CCACTGCTTCCCGGGACTCTGCGTTGTACCTGCCCG 
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TTCTGCACACGTTTCAAAGGAACTTGGAATATCCGTAAGTTGAGACCTCC 
AAATTACTAGAGCTAATTGCCCCATTTTATTCCTTTGTATCATCTCAAAT 
GCCAATATAATATCTAGTGTATAATAAATGTTTGCTGGCTGCTTAGGAGA 
GAACTAGATGTGTTAATGACGCCATCTCACAGTGAAAAGGGGCAGT 
>Sequence 1783 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1784 

TGCCGTGTATACCTATTCTGTAATACGGCGAATTGGATCTCCGCCACGGT 

CGCGGCCGAGGTACACTTATAGTTGAGAGCCAAGTCTTCCTTATCATTGG 

AGAATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCT 

CTACCCCTAATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATT 

CACACGTTAATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCC 

AC 

>Sequence 1785 

CCGGGCAG GTACCATTGACTACTTCATACTGCTACAAAATGCATTTGAAA 

TTTTTTTTTCTGGCCAAGGAACCTATTCATCCACTCTCTCCAAATTAAAT 

ACTTACTAGAGAAATGTTGGCACTTATTAACCTTGTAATATGAATTAGAA 

ACAAACTTGACCTTCATATATTCTTTTACACTTATGAATCTATTTAACTG 

CATGATTTATCTGCATGATTCAGAATTTTCTTGATACCATGTAACTGAAG 

TAAGATTTAGAAATATATTTTCTTGATACCCTGTAACTGAAGTAAGATTT 

AAAAAGCTGAGGTGACAGTTGTCACCCATAATGCTGATAAATATAGGAAT 

G AGTCGAT TATAAATTTAAACCTTTTGTGGCATTATGCTACCAAAATATC 

TCTTTTT1 AA AAA AATTTGTGGGTGCTGCATAG AGCT 

>Sequence 1786 

CCGGGCAGGTACTTATTTCnTrGCAAGATAGTTTTGTAAAGCGTCCATAA 
GCAGAGACTGTGTCAAGGCGTCCTACGCAAATTACAGGACCTTGCACAGA 
CAGTTGCATAGAGC 
>Sequence 1787 

TGCCGCTTAAGCTAATANTGGACGACTTGGAGCTCCATCGCGGTGGCGGC 

CGCCCGGGCAGGTACAGATTGTGTCCACTGGAAAGGTAAATGATTGCTTT 

TTTATATTGCATCAAACTTGGAACATCAAGGCATCCAAAACACTAAGAAT 

TCTATCATCACAAAAATAATTCGTCTTTCTAGGTTATGAAGAGATAATTA 

TTTGTCTGGTAAGCATTTGTATAAACCCACTCAGTTTATATTTAGAAAAA 

TCCTAAATGTGTGGTGACTGCTTTGTAGTGAACTTTCATATACTATAAAC 

TAGTTGTGA GATA ACATTCTGGTAGCTCAGTTAATAAAACAATTTCAGAA 

TTAAG GAAAT TTTCTATGCAAGGTTTACTTCTCAGATGAACAGTAGGACT 

TTGTAGTTTTATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTAAACTGT 

ACGAGAATTTAATAAATCAGCAAGGGTATTTTAGCTAATAGAATAAAAGT 

GCAACAGAG 

>Sequence 1788 

GGAATGTACTCCGATTTCGGANTCAGTATAAGGTATTGCCGAGGTCCCGG 

CCGCCCGGTTGGNACTTAGGGGTTGAACACTCGATTTTTTAAATTTCGCA 

CCACGAAAGCAACACTCAGAGAAGGCTGATATTTCTCCACGAAGCCAGAA 

AACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATA 

TTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGAT 

ATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGAT 

GCCTGG AAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTG 

CTTGCGTTTGATTTAAAATGCTGAGCTGACTCAAAGTCAAACTGAAAGTA 

CCTCA 

>Sequence 1789 
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CCTTTGATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATTC 

TGTAACTGATTTGTAGGAGTCCTTTATATATTCTGGATATAAGTTTTTTA 

TTGGACATAAATATTGCAGATATCTTCTCCCACTTTAACTTGCCTTTTCT 

TTCTCTTAATCATGA 

>Sequence 1777 

CCGGGCAGGTACGCGGGTATTCTGAAAAATCTATCTCTAGAATGAAGTCA 

TGACAGTTCACCCTACTCTACTAGTTTTGTCCAAGCTAATTTTCATGTAT 

GATTTTGTAATCTGATTGAACAATACTTGAAAAAAAAAAAGTTAGATATA 

TAAATGAATTTTGTGGGGAATAAAACATAATTTAGCCTATCCCTATAAAA 

TCTACTCTTTCCTGACTTCCAGGAGTGGTCCTTTATTTGAGAGGCAAAAC 

ATATACATTTCACATTACCATTTTTGAGACTTGATGAAGCCCAGTCCTAA 

ACTGTGGCTGAGGCTAAGGCTGAATGGTTGGGATTTACTGTGAGAATGGA 

CATTCTCCCGGGTCCTCACCTGAGGTCATTAAATTGATTTAGTCTAGGTC 

CACTGGTTGTATTTTA 

>Sequence 1778 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTTCCACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AGTTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAA 

>Sequehce 1779 

GGTCCGGCGCATCCATGGCGAACAGGCAGACGAACGCGCCTTGCTGCGCG 

CTGCTGGCGGTGGCGCCCTGCGGCGCCAGCACCGTGAATTGTGGCGCCGT 

CACCAGTTGCAGCAGCGGCTTGGCATCGGTGCGCAGCACGCGGCGCGGCT 

GGCGGCGCGGGCCCCGCCCGCAGAATGGCGGCCTGCAGTTCCATCGGCAA 

GGTGCGCGC 

>Sequence 1780 

CCGGGCAGGTACAGCACCTTGTGTCCTGCCACCAGCCGGCTGTGAAACTG 

GTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGCTG 

GGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCT 

CCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGT 

AGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGAT 

GAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCT 

TGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATT 

TCCCACCTTGCCCAACAGTAGAAAAAAAAAAAAAAAAAAAAAAAAAGTAC 

CTCGGCCGCTCTAA 

>Sequence 1781 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTCAAAGCT 

GACTTGACAACTGCATTTATTTCACATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

AGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCTAGAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTGATTATAAATGGT 

GTTATAGGCTTGT 

>Sequence 1782 

AGGTACCAAAGGTCTTCAAGGGTAAGATGCTGCTCCATTTAAATAAAAGA 

TGAAGGATGTCGAAACACAAGCAGCCTTTAACCAGTAGGCCCATAAATAA 

GACAGTAGCTAGTGCTATGCAATTCTAACACTGGCACTTGTGCTGGGATT 

GGCCTCTTCTAGGCTAGGAATTCTTAACCTGGAGGTCAAGGACTTGGGGG 

GAGGGTCCTATGGACCCCTTGCAATGTAGGCAAATTTTGCATAAACATTT 
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CTACCACTTTGGGAGGCCGAGGCTGGTGGATCACAAGGTCAAGAGTTCGA 

GACTAGCCTAGCTAAGATGGTAAAACCCCGTTTCTAAAAATTAGCTGGGC 

ACAGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGGGGTCACTT 

GAACCCTGGAGGCGGAGGTTGCAGTAAGCTGAGATCACGCCACTGCACTC 

TAGCCTAGGTGACAGAGCAAGACTCTGTCAAAAAAAAAATAATAATAAAA 

AAGAATGTGGGCCTTTTGACTAGGAGCTA 

>Sequence 1771 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTCAAAGCT 

GACTTGACAACTGCATTTATTTCACATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

CGCAGATTACCTATCCCCAGGGCATTAAAAAGGGGACTGTGTCTAAAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTG 

>Sequence 1772 

GGATATACGCCAGGGAATAGAACAATGGTGATGCATAATAGGCTCATGCA 

TATAAGGGCCCAGGTATACACGTTATAATAAGGGGCCCGCCGTTTTGCTT 

GGGCGGI 1 1 I I I " 1 "I CCATTATGGCCTTCTCGGCCCCCCCCCTTGG ACG AA 

GGCAATGCAACAAAAAAATTCGGACCGCCTCAAAGGTTCAGGAAGGTTGG 

CCGGAAAACCCCGGAACAGTGAACTTT 

>Sequence 1773 

AGGTACAACTTGACAGTTrATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAAA 

TTAGATTCCAAAA AGCCTTT AAAATTCCTAATAAGACTTGGGACTGCATC 

TTAAAATAATATTGTTTTTTTTTATTCTATGATAATAAAAGAATGGAACC 

AAATCCTGGTTGCCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACA 

CTGCCTAGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTT 

GTTCAGTTCAACACTCAATTACATAGGTGCTAGC 

>Sequence 1774 

GTGCGTATCACTACTATGGGCAATTGAGCTCACCGCGGTGGCCGGCCGCC 

CGGGCAGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGA 

ATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTA 

CCCCTAATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCAC 

ACCTTAAGGGAAGAGAGGGAAGTTCCTAGAAAAATCCTCCCGCTCCACCC 

TGCAAACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAA 

ACTATTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAA 

TTGAGAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAAT 

TTCAATGGGGGAGAATTATAACAAATCAGTGGTG 

>Sequence 1775 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATCGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGTATTGATTTCA 

TTGTGCGCATGGTGAAGATATCGCCTGTTCTACCCCCGCTACTCCCCCGG 
GG 

>Sequence 1776 

GGGACAGTCGCCTCGCTCCATACTACTACTAACGGCAACTCCTTCGTGAG 

ACGGCCGAGGTACGCACTTGTGTGCTTTTCTGTTGGGTATATAACAAGTA 

TGTTATTGCTGGGTCTTAAAATATTTATATATTAACTTCATTAAATGCTG 

CCTAAGAATTTTTCAAGTGGTTGCGCTATTTTACCTTCACCAGTTCTAGT 

TGTTCCATATCCTTGCTGTCACTTGGCATTATCTGTATTTTTTATTTTGA 

CCAGACTGGTCTGTGTGTCATAGTATCCCATTGTCATTTTAAGTTGCATG 
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TGTCGGAGGGGATTCAGAAGTTTAGACAGAGGTCATTGCCCAGATCAGTT 

CCAGTGCTACATGATGCTGGTGGTCATGACTTGCAAGGGTGGTTCCTGGG 

CCATCAGTGAGAATAACACAGGGAGTTCCCTCTCTAGGTCTCAGTGAGAG 

AACAGTCTCTGAGGCCCTGGCTTCTGAGCCGGATATTCCTGATGGGTACC 

T 

>Sequence 1765 

CCGGGCAGGTACGAGTAAACTACTTGAAGGCAATTCCTGTGCTTAAAATG 

GCCACGTGAAAGGTGTCCCTGACATGGAAAGGACAAACCATGAAATGACC 

CTTGAAGCTCTTAAGGTGTCTGTCAAAAAAACAAAGCCNCTGTCAAACTG 

AAAAGCCAAAATCATCACAAAAACACCTATTCTTCAGAGGCCTCAAATCT 

CAAACTATCTCCCACCATCCTTTGTAAGTATGTATAAGGAGGCCAGGAAA 

CTAGCATTTGCTGAGACTTTATTCTCAGCTTTGTATGCTTTGCATAAATG 

ATGTCATAGAACACATTGACAGTGAGAAAACTAACGTATTAACATTTTAA 

TTACCTTGCCCTATCACAAGATTAGAAAGATTCAGATATGAGACATCCAA 

AGTCTGTGATCTGAACACCAGAGTCAGAGGCTGGCAACCTATGGCCCACG 

GGCTGAATCTGGCCCACTGCCTGTTCCTATAAATAAAGTTTTATTGGAAC 

ACATCCGTCCATTTATATATTATCTGTGGCTGCTTTCCTGCTGTAACAGG 

AGAGTTGAGAAGTTGCAACAGAAACCATAAAGCCCACAAAGCTTAAAATA 

TTGACTATCCAGCCCTTTAGAGAAAAAGGCCATGCCCAAGCTTCTGTGGG 

TACCT 

>Sequence 1766 

AGGTACTAGGATTGCAGGCATGAGCCACCATGCCCAGACTAATTCCTGTT 

TTCAATTTTAGGTAGTCATTTGATTATTGAGTTGTAGAAATCTTACTTTT 

GGATTAATATATTAAAAACTATCACCAGTTAGCCATGTGTTAACTGCTTA 

GTTTTTCAACCAAACTTCAATCATCAGCCAGCCCTCACTTTCAGCCCAGA 

TCG ACGG ACTCA ACGCTTGGTG ATCGGTTAACTCCTTG T F I" 1 ' 1 ' TAGCTAA 

TGCTTTAATTAGCAATTACCATCTTTGTCTTCAGCTAAACATCATACTTC 

TCAATGCTTTGGTTATCAGCTAATGTCTTCrTTTTCAGCTAACACCTTAG 

TGGACATTAATACCCTTGTTAACGTATGTTACTTCAACCAGATTAGACCT 

GGCTGCATTGGGAAAGGAAAGTGGGGGGCTTGACAAGGA 

>Sequence 1767 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATAGTTTGACTTTGA 

GTCAGCTCAGCATTCTAAATCAAACGCAAACAGCAGAATCATATGGCATA 

GACACTTAGCAAATAGGCAAGCGTCTCTGCATCCCAGAGCAAATCCTCTG 

AGATCCTCAGTCTCTCCTGCTGAAACTTCATCTTCCACTCCTGCCTTTGG 

GTCATTTCCAAACGGCAGGGCACCAGACACGCTCTACCTTATGTGGAGCC 

ATACTGTTCATTTATTAGTTTTCTGGCTTCGTGGAGAATTATCTGCCTTC 

TCTGAGTATTGATTTCATTGTGCCCCCGCGTACCTGCCCG 

>Sequence 1768 

AGGTACAGCTTGAACAAATCCACCTTCTGTGGACCAAGCACCACCCTGGG 

CATTTCTAGCATGAGCAAAATCCAAGGTCCTGGCTGGACTCCAGAGATGC 

TATTTACCTCAGAAGCATGACAATAGGAGGCAGAAGGAGCAGGCAAATCC 

AAGTCCTTTCTTGTAGTTTCCTTGTTTGGGGAGGAAAAGTTGAGTTTTAC 

TATTATGGAAAAGAAACAGGAAATAGAGACAGACAAAGAGATATGACAAT 

ACAGTCCTGCCACCCAGATACTCATTTCCACCCACCATTCCATGCATTTG 

TTTTGAATATATAAGTATGTACCTGCCG 

>Sequence 1769 

CCGGGCAGGTACGTGCTAAGTTGAAAAAGGAGCCTCAGATTTCTCTGACC 

TACCTCTTACCCTGTGCTGTCTCTCCCCAGGATTTTCTGAAGTTCCTTGT 

CTGCCTGAAGTCCAGACCTGCCTCCTCCACATCTGTGGCTTGGTGCGGAG 

AGCATCTCTGGGCACTGGAGGAACGGTACCT 

>Sequence 1770 

AGGTACATGTGAATGGGAAACATTCATAAGTTCCTATTTGCCAAGGGCAT 

GTAAATGTGATAAAGCGGATCCGAAGACACATGGGAGTGAGACTAGGAAA 

GTATTAAGAACATGGGCCTTGACCGGGCGCAGTGGCTTACGCCTGTAATC 
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AGATGATGAATTCCACAGCGAACCGTGGGAGCCGTCCTGGAACAATGCCT 

GAGATGCGCGCTGGCTTTCTGGGAGCAGTTAGGGCCCCTTTAGGTATGTG 

AACCCGCCTCACTAAATGGCCATGAGCAGAACTGAACTGCCTACCTGTTT 

CTTCACCTGTGCCAGACACAATTTTTCAGACCACAAACGAAGCTTCTTGG 

AATATACGTGCATTGGTGGCCCTTGGCTTAACCTACAGTTAGGGAATGGC 

CTGGTAAATTGAAGTTCATGAAATAATGAGAACTTTTATTAAAGACAG 

>Sequence 1758 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGC 

AAACITTATGCITTC 

ATTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTG 

AGAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTC 

AATGGGGAGAATTATAACAAATCAGTAGTGGTTGGAAGAATCTGTTCTTA 

CTTTCCTCCCATCCAGTGACTAGGATTTGGAAAGC 

>Sequence 1759 

GACT 

>Sequence 1760 

AGGTACAAGGATGAAATGAGTGATTCTGTCCTTAACAAACTCCTAGTCTC 

GTGGGGTGGACAGCTGGGAACTCATTTAGAGAGATTACAAGGATGAATAC 

CCTTGGGCTCGATAGAGGTAGAAGCAAAGTGCTTAGTGTTAGAGAGCGTT 

TCTTGAGGAGGGAAAATCAGAATCAGTCTGGGTTTTAGGAAGATAATTCT 

GGAGGTTGAGTGAAAGATGAATGGAGAGGTGATAGACTAGCTTGGGCATT 

ATGGAGATGGAAGGAGAACGGAAGGGGCAGATAGGACAACTAATTGGAGG 

CGGAGTGAGAGGAAGGGGCCATAGATGACTTCATGATTTCTGTCCTGGTT 

GCAATAAAGGATCATGATCGTAAAGATCATTCCCATTTGACAAAGGGAAG 

AG 

>Sequence 1761 

GGGCGGTATCGAGAGTGTGCAGCGTCAGACGGGACATGGGGTACCTTGCT 

AAGTTGGTAAGTCACCCGGCCATTATATCGGCCATATCGCGCACGCAACA 

GACGTCAGCGTCGTCCTTTTGTGCTCGTTCGTCTGTGATTGTGCGATCCT 

TGATTCCGGCAGGCTCTTAGCTGGCCAGCTGGCGCAATTTCTGGTCGCGC 

CGGTAGGCCCCTGGTTGCTCGCCCGTGACCCGCTTGAAGGCGCGTGTAAA 

GGCGGCGTGCGAGCGGTAACCCACCAGTT 

>Sequence 1762 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGGAGAGAATTCTACTGGTCACAGACAAAACTCTCTT 

GATCTGCAAAATACAAACTCCATCATGCCTGAGGTGGGGTCCAGCTTGCA 

ACCGGAATTCCCTTCTGAACCGCTGTCTTAATCGCATCTTGCCTTGGGCC 

AAAGTTCACCTTTCCCCTGGGAATGTTCCTTGGAACAAGAAACACAAGGA 

GAAAGGCCCTTAAGGAATCCAACTTGTGGGGGAAGTCCGGGAAGGAAGCC 

AAGTCTTTTTTTCTTGTTCCCGGCCTGGGAAACCCAATTGGGTCCCACCT 

TGAAAAGTTTCCCTTTATGGCTTAACTTTTAACCTGGACCAATTCCTTAT 

GAAAAATAAACCCCAATTTGAAGAAATATTCCCTTTGGAAAATTTTCCAA 

AAGTTTGTCTTAG 

>Sequence 1763 

CCGGTCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TTTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCTCCCCGCGTACCT 

>Sequence 1764 

CAGAGGGGTCTGTCACATAGATGCCTTTCACAGCTGGAAGTGGCAGAGCA 
GTTGGGTGACCCTACCCAAAGGAAAGATAGATGTGTTCCTGGCCAGTGCA 
GGGGTGAGATGTGAGCACAGCTGCATGGCCATGCTGCTGTCTTGGGTCTT 
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GTACCTGCCCG 
>Sequence 1750 

AGGTACAGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCT 

AGAGGGTAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGAT 

TAACACTATTGGAGGGAAGAATAAGTCATCGTTTCTATGGAATATTATTT 

TCCTGATTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAA 

GATGAGATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTGATTATA 

AATGGTGTTATAGGCTTGTAATCCTATGGGTTTAGACTAAAGTATTTTCT 

TCATAAATTGAAAGAGAAACACACTACKjAATTCAGAAGATTTTAATTAAG 

TTGTTCAAAAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTT 

TTGATAATGAATTTAATTTATAGAAGAAAGTTCTTGGCA 

>Sequence 1751 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTfGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAATGA 

>Sequence 1752 

CCGGGCAGGTACTCTGCGGTGGTACCACTGCTTCCCGGGACTCTGCGTTG 
TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 
CTGCGTTGTTACCACTGCTTCCCGCGTCCT 
>Sequence 1753 

CAATCTGTTCTGCTCACCAGCGAGTTGTTCGAGTTCATCGAAGACGGACA 
CGGCGGCCACCTGCTGAGAGTGGGGACCTCTAAATTTCCGGTCGGCACGC 
TGCGGTTCACCGCCCAT 
>Sequence 1754 

AGGTACTCACCACTGTTCCCCAGCCTGCCAGATAAAAATAAACTGTCCAC 

TCCAGGAGGGGAGAGGCACAAGCTGCTCTGATAGAAACCGTTCCTGAGCA 

TTATCTTGACTGTTTGCAGAGGAGACATGTGTTCCCAGCCAGCACAGAGC 

TGCAGGA 

>Sequence 1755 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTTGAGTATTCCTGGTCACTTCATCAATTGAGAGAGTTTAAGT 

CAGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTG 

CAGTTCTAAGTATTATTTGCAAATTAAATAGCCATATATCTCTAAAGCTT 

CCTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1756 

AGGTACAGTTATGGCTGAGTGTTTCAATTAAAAAATACATTGCATGACAA 

TTTTCTGTTTCACAAAGAGAAACAGCATTTTTGAAAAATTGAATTCTCCT 

GTGTAACCTGGTAGAGTTTTCTATTCCTGAATATACATCCTTTCATAGAT 

ATTACTAGCAGGCTAAACATCTGGCATTTAAATGTCATTACTATAAATAA 

ACCACAAAATTGGCTGCCTGATTTGAAGGGTCAATCTTATGGAGTAACTG 

AAGAAGAATCATTTTTAAAGGAGATGAGCAGTTTTGGATTTATGATACCA 

ATAATTTCTCTCTTTAAGGAACTCCAACTCACTTAATTTAATGTTAAGAA 

TAAAATCAGACTAATTAGTTCTCAGGACAGGTCAATGGCACACCATTTTC 

CTTTTCACTTTGGCAGAAACCTAGGAGTCACTTT 

>Sequence 1757 

CCGGGCAGGTACGCGGGTGAGATTCTGCTGGGTGAAGCCTAAGGGCATAG 
ATGAAAAGTTAGGATTTGGAAGGGAGCCAGAAGCCAAAAGCAGTTCCCAG 
AGGCCAGGCAAAAACAGAAGCTGAGTGTGGGACTGAAGCCAAAAAGCGGA 
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ATATTCGCCCTGGTTTCTACCCCCCGCCGTACCCTTGCCCCCGGGGCGGG 

CTCGCTTCTTAGAAACCTAGGTGTGGATCCCCCCCCGGGGCTTGGCAAGG 

AATTTTCCGATATTCAAAGGCTTTATTCGATTACCCGGTTCGACCCrTTA 

GAGGGGGGGGG 

>Sequence 1744 

CGCCCGGCCGGGTCC I I I TTT rTTTTTTTTTTTTTTGCAAAGACAAGGTC 

TCACTATGTTGCTCAGGCTGATCTTGAACTCCTGGGCTCAAGGGATCCTC 

CTCGCTCGGCCCCCCCAGAGTGCTGGGATTACAGGTGTAAGCCACCACAC 

CCAGCCAACATTCTTATTTTTATGCTTCCTTTGTAAATATAGTGGAGAAA 

AAAAATCACTGTATTAGGATTTCTCACCAAGGGCAAGATAGTCATATGAA 

ATAGTCCTTAGCITCTTTAGTTGCTTGAATATTACCTCCCTGGTCTGTGA 

GGTATCTTTTTGCTTCAGATCATTTCCTCAAAGAAACACATTATTGGTTA 

ATATCATT GTTCA CCTTTTGAAGTTGGGTCCTATATGCTGATTCCGGGTA 

GCCCCAGACTTTCAAAAAAGAACCCACTGTGACTTTTAT 

>Sequence 1745 

AGGTACAGTGGCGCCATCTCTGCTTACTGCAAGCTCCTTTCTCCCAGGTT 

CATGCCATTCTCCTGCCTCAGCCTCCCAAGTAACTGGGACTACAGCCGCC 

AGCCACCATGCCTGGCTAATTTTTTGTATCTTTGGTAGGGACGGGGTTTC 

TCCATGTTAGCCAGGATGGTCTAGAGCTCCCAACTTCAGGTGAGCCACCA 

TGCCTGGCAGGACTTTTTTTGATGTAAGCAGAGCCCCTTTTGCCAGCTTC 

CTTGGGCTTATTCCCCCATAGATGGCAGCTGGGATCCCAGCCTCTTGCCG 

GTTGATATTGTCATTCTTGGAGGGGGCCCAGGTTGGGCTAATGCTCGTGT 

GACTAGAGCTTGCTGGTGTTGATGGTGGTTCATCTGAAGTTCATGACCAC 

TAGGCTTGATCTAAAAAAAGGGACGGAGCTTATCCC 

>Sequence 1746 

GCTNTGCTCCAGGCCTCAGGAGTGTAAGTTTAAGGGCGCGAACCTGGGTG 

GGACGGGGCAGTTTTTCCAGCGGGCCATACGGGAAAATTTTTGGTTCGAG 

GAAGACAACCACCCTTTTTAAGGAGAAAACTGCATCTTGCCCTGCGTTAT 

TCCTACGCGGTGCCCAGGTGGGGTGTGTGTGGACCAGTCAATGACCGCCC 

AAGCTCTCCGAGTAGAAAACCCAAACATGGTTTTGTGGGGTGTGTGCCTT 

TGACCCCGGACTTAAGCAAAAAGCGTGGTCTTGGGCGTAGCTACGAGGGT 

GGTTGGTGGGGCTCCAGGGGCCTGCGTGCCCCTTCGACGTGAGCCATGAT 

TGGGCCGTGCAAGGATACAGATCGCCCTTTTGGCCACTCAATGGCAGGGG 

ACTTGCTACTTTCGGGGTCGCGGCGTCTGGCGTGGAAAGTTTGG 

>Sequence 1747 

CCGGGCAGGTACAGCTGGACAGGGATATAAATCAGTGAACTCTGAGAACA 

CTTTTAATCCAAGCACCAAATAAGGCAGCATTTCCTGTGACTGCTGGACG 

CCACGGTTTAAGTGAGATGCCAAACATTCCTCATTTGGGAAAATGCGCAA 

TAGTCCACAGAGAGAACAAAATCAAAATGTGAAAAGTTGAATAAAAAACA 

CTCCTTTGGAAATAAAATATTACTCAGCATAAGTTAGCTGACCTCATCTT 

TGGGACTAGAAAAATAACAGTAAATAGTAATAATAGCTCCCGCGTACCT 

>Sequence 1748 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

>Sequence 1749 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATTTTACTT 

CACTGGTCAACTTTTAATCTTAAATGGTTTAACCTTGGAACCAAAATAAT 

ATGCATTCTCAAAAAAAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGA 

GTTAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTT 

CAAATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCT 

TCAAGAGGACTCAGGATACCGATTCTCGAGGCCCCGGCGGTCCCCTGTAA 
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TAAACCCCAGTTCCAGCCGGACGCCCCCAGACCTCTGAGGTTCGAGGAGG 

TGGTGGTTTTCATTTGGGGCTTTGCATATTTGGTTGTTAGGTTTTGCGAG 

AGCCCTTCTTTAATTTGCCAGACTTCTCATGCGGGGTGAAGTCCACTCGG 

CCCCCTCCCCTGAGTCTTCGTGTGCGCGGAATTCGAGGAGATCCGGTTAC 

TAAGGATATAGAGGAAAAAAAAAATAATAATATTTAAAAATTAAAGGTAC 

CTGCCCGGGCGGC 

>Sequence 1739 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAAACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTTTAAAAAAAAATAAAAAAAAAAAAAAAAGTCCTGCCCCGGGTTATTAT 

ATA AATCT rm TTTT 1 T rATTA' nTTTT nTATTGTTTA ATTTC ATATG 

TTATGAAA TTTAT ATTTGATGTTTATATAATTATGATTATGCTGCTATCA 

TTAATTACATTTTATTATAATTTGATGATTATTATCTTTATTGATGAAAA 

TAATTTTTTTG 

>Sequence 1740 

AGGTACCAACATACAGTTAAGCTACTTAAGTTGTAGTGACTTAGGACTTA 

ATTATCTTATAGGATAAAATAAAAACTTTAATCCTAAACATTAGCCATTG 

CATTAAATGCTTTAAAGGAACAACTGGCTTTGAGCTCTGTTCATCCATGC 

AAGGATTATACAATCTCAGTGCTCTAGCTAAATTGCTAATGTTTTATTAC 

TAATGCACTGGTAAGCCTCTCATAGAAGATGGGTCTCTTGGATTTACACT 

GAAATATAACTTTTCTCTTCCATATTATGGAAGACCTTATTCTTCAGGCA 

GGAGCTTAAAAAGTCTAAATTATGCACCAGAGCCTTAATTATCTGATGGC 

AAAAACCACGATACTCTGGTCACTACTACAATTGACAATAGAGGACCCCA 

ATTAAAACTCTAGAAATATGAGTCCTGAATACAGT 

>Sequence 1741 

CCGGGCAGGTACGAAAGATGATATACATGAAAATGACTTGAAAATTCGTT 

TCTCTACTTTTTTTTTAATGTAACACAAAGTAAATGAGAATCTGAGTATT 

TTATCAAGTTGTTTCAATGAAGACAGAGTTGATTCAGAAGGTAATTCCCA 

GATTGGATGGTATGAGTTTCCGGCAAGATTAGAGAAGAGTTTTTCTATGT 

AATAATGATATTTGTTCACATGCTTCCTCTTGATGGCTCATCAGGATTTT 

AGAGATAGAAAGGACATCTTATCCAACGCTTTCATTTTCTTAAAGAAATT 

GGGGACCGGGCGCAGTGACTCATGCCTGTATTTCCAGCACTTCGGGAGGC 

CGAGGCAGGTGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGTCAAGA 

TGATGAAACCCCGTCTCTACCAAAAAAAA 

>Sequence 1742 

TGAGAGTCGATCNATTTAGGGAGAACNGGAGCTCCATTGCGGTGGAGGCC 

GCCCGGGCAGGTACAGTTACAACTGACTTGCATAACACTAAAGAAAACAT 

TGTAATTCCTACGCCAGTAGTGGGGGTAAACTGAGAACCAACCTAATTTT 

CACCACAGGGCCCTCTGGAAATAGAGGAACTAAAAGTGACTGTTTGAAGT 

GAAAAGGAAATTCCTAAAACATCACTCCTACTGCATTCCTTACCTCCACT 

CCATACCCTTTCCTTCTTCACTCAGGTAGGACTGTCTCTGGAATGCATGA 

CAGCATGCACAGTTCAGAGCTTGGATGTGATCCTGGAAATGGGCTTAGAT 

GACCTTATGAACACTGAATGCTGATTGCAGACACTCTCAACCTTCTTCCT 

CTAGTTGACTTCTATGGCTGTGCCAGCCAGTCCTAGACCCTTCTAGAAGA 

ACACTAGATGATACATTTCT 

>Sequence 1743 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAACATATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTTCTGGGCTTC 

TAAATATCG CACCCG TCTGGGTGGGGACATTTTCACCCCAGTTGGTTCAT 

TTTATTT A AG 11 1 1 I CTGGCCTTTCGTTGGAAGAAATTATTCTGCCCTTT 

CTTCTGGAGGTATTTGACTTTCCAATTGGTGGCGGCATTGGTTGAAAAAA 
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AGGTACGCGGGGGATTTTTAGTAAAGTTTTGCCATGTTGGCCAGGCTGAT 

CTTGAACTCCTGCCCTCAAGTGATCTGCCCACCTTGACCTCCCAAAGTGC 

TGGGATTACAGGTGTGAGCTACTGTGCTCAGCTCAGCCATGGAACAATCT 

TGATG TTTAA TTATCTGCAGGTATCTCCATCTCTATTTGCCACTCTTAGT 

AAATGTTTTAGTTTGACAGTAAACGAGTTGAGACATTAATGATTGAGAGA 

GCACCTAAGCAGCTCGAAGTGCTGGGAGTCTCTCCTAAAGAATTAGATGC 

ACACAGCATTTTTCCCTTACAGACACTTTACTGAGCAGTCATGTTGGACT 

TGGGTGGCGTCTGCTATTAGACACACTATTCACCAATAAAACCCTGAAAA 

TTGCATTGCACAAGACTGA 

>Sequence 1733 

CCGGGCAGGTACATGAAGGAGGGCACTATGGGGAGCTAAAAATTTGTGAG 

TTAGGTAGCCAAGATTGTTGAGGTTGGAAGAATGAGGAAAGAAAGGGGAT 

CTGTGGCAAAAATATGCTATTGGATCCACAGTTTCTTATATTAAGAGACC 

ATGTTTTAATCTCTTTTTTCAAACTCCTCCAGTTAAATTTATCAATCGCC 

TCTGCTTGGTCCATAAATGGTAAAAGGGAAGGTTTGGTTTCAACCAATTA 

ATTAGGGGTAGTCCAGGGGGGCCTGTGGTGTTTTTAAAATTATTAAAACT 

TGAATACTGTGTTCCCCAGAAAAGGGAGCACTTTTTTAGAATTTTAAAGT 

I i l l 1 1TACGGGTATTCCGAAAGTGTCAAGAAAACAAAAAGTTTGTTCCC 

CTTTTACAAAACCCAAATTGGGTCTAAAAAATTGGTAATTGCCCCATTTG 

GTTAGGTTAGAAATTCACCATTTGGTTTTACGTTTTATTTCTTTTTTTGG 

AATCAACTAATAAAAATCTATTTTTATTTATTATTAAATAGGTTTACTCT 

TTG 

>Sequence 1734 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 

GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 

TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 

AGGAAAAAGCAGGGTCAAAAT 

>Sequence 1735 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 

GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 

TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 

AGGGAAGAAGGCAAGGGTCAAAAT 

>Sequence 1736 

AGGACAGTTTTGAGCACCTGCCTTGTGCCTCAATGAATACTTGTTGGGTG 

ATGAATGATATAAAATTCATCTTGACATTCAGCTTAGGTTTGGAAGACAG 

TGTATGATTTCTTTACCATGGCCTTGACTCATCTTCTGAATGGTCAGGCT 

AAGTGCTGCCTCTTCTCTGTGTAGCCTATTCAGGCACCTGCTCACCTACC 

ACAACCTGCCAGGCCCCTCCAGCTCTGGAAGCATGCTATGTGAGAAATAA 

TCCTAATATCCAAGTCACAGACAGTGGGTGGGCTTGGAAGTGCAGGGCCT 

GTGATCCCTTTGTGGAGTAGCTGAATTTAGAAGTGACAGCAATTGTGTTC 

TATAATGAGAATGGTCCTGATCATCATGAGAATAATAGCTGCCTTTTATT 

GAGAAACTGTCAGGTACCTGCCCGGG 

>Sequence 1737 

AGGTACGCGGGATCAAACATCTTGTTATACTTTGTAAACATTTTCTTTTT 

TTAAACC CCAG TTCCAGCCGGACGCCCCCAGACCTCTGAGGTTCGAGGAG 

GTGGT GGTTTTCATTT GGGGCTTTGCATATTTGGTTGTTAGGTTTTGCGA 

GAACCi i i 1 1 1 ATTTTGCCATACCGTCTTATGCCGGGGTGAAATTTCACT 

TCGGTCCTCCTCCCCTGAGTCTTTTGTGTGCCGCGGAATTTTCTTGGAGA 

ATC CGGTTT AACTTAGTGATTATAGATGGATTTATATAGTATATAATATC 

TTTCTTTTTAATTATAATGTGTTCCTTGTCTCCGGTGCGTGCCCTGCTCT 

TACATGCTCCGGCTTTTTCCAGTTCTTTTTATAACCCTTGTTCGTTGTCC 

CAGCCTTGTCATTTAATTTGATATTGTGTTTCAATCCTCCTCTGGCTTGT 

ATTAAGGGCCTAGTTTTTGTCTATAATTTTGGTTCTTGCTTCTTTTTCCC 

CTATTTACCCTTTCGGCCTTCTN 

>Sequence 1738 

AGGTACGCGGGATCAACATCTTGTTATACTTTGTAAACATTTTCTTTTTT 
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GATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATGG 

ATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAATC 

TCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGATA 

G ATCC T TT IAC AATATTCTAGGGTAGTCTGTCTGTGGG AGGGGGCAGG AG 

TCTATGGGAACTCTCT 

>Sequence 1727 

AGGTACGCGGGGG A Tl " i T TAGTAA AGTTTTGCC ATGTTGGCCAGGCTGAT 

CTTGAACTCCTGCCCTCAAGTGATCTGCCCACCTTGACCTCCCAAAGTGC 

TGGGATTACAGGTGTGAGCTACTGTGCTCAGCTCAGCCATGGAACAATCT 

TGATGTATAAATTATCTGCAGGTATCTCCATCTCTATTTGCCACTCTTAG 

TAAATGTTTTAGTTTGACAGTAAACGAGTTGAGACATTAATGATTGAGAG 

AGCACCTAAGCAGCTCGAAGTGCTGGGAGTCTCTCCTAAAGAATTAGATG 

CACACAGCATTTTTCCCTTACAGACACTTCACTGAGCAGTCATGTTGGAC 

TTGGGTGGCGTCTGCTATTAGACACACTATTCACCAATAAAACCCTGAAA 

ATTGCATTGCACAGG 

>Sequence 1728 

AGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGGAAGTTC 

AAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCTCTCACC 

TCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTATAAAGTG 

CTTCCGGCCCTTTGATAGGATGCTGTCCTAAATCCTTCCTAAAGAGAGGT 

TTTGGAGCCACCAACACTGCITCACTGTGGAATAAACTTTCCTTATTAAG 

ATTCTTC ATTCACTC ATAATCATCTCC 1 " I H TCCTC ACTGCTC ATTC ATT 

TATGGAGATAGCACCCATATCATAGCTACTTGGTCAAATCATGGTGATAC 

TCCCCACTTAGGAGAGGAAGATGACTAGGTTATAGCTCTTGCCTTTAGGA 

AATTAAAAACCCTGTGGTGG 

>Sequence 1729 

TGGATTCTTGACATTCATTAATATCTTGACAACTCAGCCCATCAGAGGTT 

CTTCGAAAGCCACTTCCACAACGGACCACACAGCGATAAGATCCAATCGT 

ATTGTCACAGTCCTGACCAGCGTGGCAGGTATGCCTACCCAAAGCACACT 

CATCAATATCTTGACAAGTTCTTTCCATCTGCAGCTATGGTGAGGCCTTT 

AGGGCAGGAGCAGTAGTAAGTCCCCATGGCATTGTGGCAGCTATGGGAGC 

AGGGATTCCCTGCTGCACATTCATCCTCATCAGCACAAAAAGGTCCAACT 

GAGTCTAAGGTAAACCCGGAGGGGCACTGATTACTGCGATCTCCTTTGGA 

TATTGAAGCATGAATTTTAAAACCCCAGGGCTCTTCTATCTGGTTATAGT 

CAAATTCCACAAAGGATGCTTGAAAG 

>Sequence 1730 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCACACTGG 

AAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGC 

ACAACANAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGC 

TCTCATCATGGGGGACCCAAATGCTTATGTGGACTAACCAGGTATCGAAT 

TAAACATAAATAGGAGGGTTTGTTGGGGATGGCAAAAACCnTrTTTAATC 

AAAATGAATTACATGAAAACTTTTAAAAATAATTTGGTAGAACTTTACAC 

CAAGCCAATGTCATGTTTGCGTACCTGCCCGGGCGGCCGTG 

>Sequence 1731 

CCGGGCAGGTACTGTTTCTTTAAAAAGATTTGTATCTTGCTAGGTAATTA 

AACAATGTTTACAATTAATATATTTATATTTAAATAGAGACAGGGTCTTG 

CTGTATAGCCCAGGCATTCTTGAACTCCTGGCCTCAAGCAATCTTCTTGC 

CTTGGCCTTCTCAAAGTGCCTAGATTACAGGTGTGAGCCAGTGTGCCCGG 

CCCAATTAATACCATCTAAGTCATTGTCTAAGGAACTTTTCGTTTCTGTT 

TGTTGTGGGGCCAGACTTTGGGAAGAAAGTATGTTTGATAAGAATTTATC 

AGATAACCC1TI I Tl ri"n"lTGTAATATCTCTTTGGGATAGCATTGTCTT 

CCTCTGCTTTGGGAAGTCTTTTGGTTACTCATTACTCAAAATTTGCCAAA 

TTTAGGGTGGTGGNTGATTTTGGCC 

>Sequence 1732 
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AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGG TGGAAA TCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTA l ill T I ACTTATTA ATTTATTGCAG AGATGGG AGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCATACACACCATAGTAGAATAAATTAATTATATTTT 

TTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATCA 

>Sequence 1722 

AGGTAC CATG ATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGGTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTTATTGCAAAATTGTGTAATTCCATCAGTGTTAGGA 

ACCCAGTTGAAGTCTACAAGACAGATGATAGTATCTTATACTAGGTTGGT 

ATTTGAATAGATATTGGTAATATCAGTAGAATTTAATGATACATTAAAAA 

GAAAGAAATCAGAGAAGATTCTTTTATTGTCACTTGATACTTGGGTTGTT 

ACTTTCAATGAGATAAGAAAGACTGGCAAAGGAGAACGTTCAAGGGCAGG 

GGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAGA 

TG 

>Sequence 1723 

TCAGCCATTCGGCGAACTGCGCTTCGGTCTCTTGCGAAATGGCATCGTAG 

CGCACGCACTGGAAATACGTGCCGTCGGCCGGCAGCAGGCTGAAGCGGCT 

GCCCGCCAGGCCGTCGCGGAACAGGTCGCGCTTGCGCTGGTAAAACGCGG 

GCCAAGTCCAGGTAGGGCTGCGGCTTGGCCATGTAGCCGGCAATGCCGTG 

CTGCATCGGCGTGTTGACGGTAAACACGTTGTACTGGTGCACCTTGCGAA 

ATTCCGCCGTCAGGGCTGCGGGCGCCGCTACATAGCCAACCTTCCAGCCC 

GTCTTTGCGCAATGGTGAGTAGTTGACCCATGGACGTATGCTAGAAGCCG 

CATGGATGCAGGCTTTCAGATGTTTGATCAATGTCCATGGAAAGTTCCCG 

ATTTGACGCTCTTG 

>Sequence 1724 

AGGTACCACATTTTCTTGATTCCTACAATCTATTCTTCCTACAACAGCAA 

CAGTAATTGTTTGAAATTATACATAAGACTTCATCACTATTTTGTTCAAA 

ATTCTTAGGATTCTTCCCAATACTTTTAGGATAGGGCTCAATTGCTTTAT 

CATTGACTGCAGGCCCTGTGTCCTCTGAACCTGCATACCTATCCAAGTTT 

ATCTCCAACACTATCCCACTGTATTACCCTACTCTGTCTACAAAGTCTTT 

TCTGTTCTTTGAACAAACAAAATTTATTCTTACCTGAGGGTCTTGGATCC 

ACACTCAGACCTTACTTGGTTTTAGTTTTCAGAAAGGCCACCAAGGACCA 

TCCTATTTAAAACAGTCCCCATGGTTAGATCCCACCTCCGTCACCTTTTC 

CTAGTGAGTTTTCACCAC 

>Sequence 1725 

GGGGAGTGGAAACTACTCNTGATATACGGCGAATTGGATCNCCACCGAGG 

TGCGAGCGGCCGCCCGGGCAGGTTCTGAGTCAAGGACTTCTTTAACGTCA 

TTGACGGCTCCTAGGACAGCCACAGAAAAAAATGGGGTAAAGGGGTAGGA 

AGAAAAAAGGAAGGGAAAGAGAGCCAGGGAATTGGGGAAGGAGAGGTAGG 

GGAAGGGGAAGGGGAAAGGGNNGCCTGGAGGTGCTTACACATGAAGTCAG 

AGGGTTGGAAGTTAGATTCACAGGATCCTCAATGACCAACTTTTCTTTCA 

AACCTTGTCCGGTGCCTGGGGCACGATCATTATACAAAAAGCTATGTTAG 

ACCTGAGTATGTATCAATATCAAACCAGATTGGCAATTTAAATCCGGATG 

AGGAATTGGAGACATTTGAAAGCACAGACTGGGGGGTCTTTAATGGCGGG 

GCTGGGGAAGATTAATATCTTATG 

>Sequence 1726 

CCGGGCAGGTACATGCCAGGCACAAGCTGGAGTCACAGATGCCACACTGA 
CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 
TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 
GAGACATTCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGGG 
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TTGGAGATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCTC 

TATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGATA 

TACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCAG 

TCGAAAAAAAAAATGAGGGAAAAGTGCCTT 

>Sequence 1716 

CGAGCGGCCGCCCGGGCAGGTACCTCTCCCCTGACCTCCTTTGGCTAAAG 

TGCCTTTCAGATTTTATTACTATTGTTAACATTTCCAACAGCCATTTTAA 

CATTATTTI TACAAATTTGATGTGAATATTCCATATTAGAAATATGATTT 

CAGAAGACAAGAATTTGTTGTGAAAATGCTAAGACTGAAGCTGACAGAAT 

AACATTCCTGCTTACAATGAACTTTTGCACGTATAGTAGAAAACCAGGAG 

CGTCCTCAATGTGCTCCTTCACCCTATTGGCTGCATCTCCATGAGCCCCT 

GAGAAGGGAAATTAACACTACCTGCAGAGGAGACAAGAGGCACTGAGGAC 

CCAGGAGGACCCACAATAAGTTGCTAAAATGAAACATCTGTTACATTTGT 

GTTTAATTAGTAATATGTCTTTN 

>Sequence 1717 

GGGAACTGGACACTACTTCAGCGTCATGGAGCTGCACCTGCCCGCGGTCG 

CCCGCGCACGCGGGCAGGTACCGTGCCTCCAGTGCCCACAGATGCTCTCC 

GCACCAAGCCACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTG 

GTATCGGTTATTCAGGAClTTTmTlM117TCTTAAATATCCTGTGCTT 

CTTTCAATCATTTGAAGGTAAAACCAGGTCCTGTGAGTGGTAAACTGATT 

TTTGGTTCTTATGAGGGTATTATTTTCTGTGTAGATATTTGTTAACTTGG 

TGTCCTTGCAGGGTAGACGATCAGCGAAACTTTCTGTTCCACCATCTTGC 

TCCTCTCATTTTAGACCTAATATATTGACTATTAGCGTTTCCCTCTGGAA 

GTATTGACTATATCTGCATCAATACTAAGAAAATAAAATATAATCATAGA 

GACTGAAACATATTAATATATATATAATGGGTGGTAAACTAATGGCAATT 

GAAA 

>Sequence 1718 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCCTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1719 

CCGGGCAGGTACACACTCTGGATAATTAACGGCAGAAAGATAAACTGTAT 

TTCTGCACATCTTCACTGCACTGCGAGCCCCAACCACAGCACACACCTGC 

ACCCTCCCTGCCTTCTCACATAAAGCCCAGAGGGAACACCGGGCACCTTG 

GTGTCTTCTCAGATGCCCCTGGAGCGTTTCACACCAATGCAATAACAGAA 

GTTTTGATTTTCCAGATAAACAAATGGATTGTTTACAGCTACAGAAGCCC 

CCTTCAGAGACTGCCAAATTTCTGTCCTCATCCACCAACCTGCCTAGAAG 

AGAGAAGCTAGTGCCCTCTGCAAAACCTCCCACACTAGGGGGCTGGTATA 

AGGGATGAAAACTAGGGGGAGTCTCTTTAAGGTGATCTTTCTGCCAAAAT 

GACTTTACTTTTCCCTGAACCATAATCTACTCTAGAAAAGGGG 

>Sequence 1720 

AGGTACACTTTCAAGACCAAAATGTAAATTTACAAATGTGTCTCAGTAAG 

AAAAGTTACAGAAGCTGGGCCGGGCGCAGTGGCTCATGCCTGTAATCCCA 

GCACTTTGGGAGGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCGAA 

ACCAGCCTGGCCAACGTGGGGAAAACCCTGTCTCTACTAAAAATACAAAA 

ACTAGCCGGGAGTGGTGGCGCACACCTCTAATCCCAGCTACTCAAGAGGC 

TGAGGTAGGAGAATCGCTGGAACCCGGGAGGCGGAGGCTGCAGTGAGCCA 

AGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGGTAA 

TACAGTCAAGCTGCTCCTGTCAGATGTATACTTCCTGAATGAGCACTATA 

ATGGATGCTGCTCAGGTTCATCTATTCAGTAAGTTGGAGCCTACTATATG 

CCAGGCACT 

>Sequence 1721 
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AAACAAACTGCTTTCATTGTTATTTGTTCTTCAGAATACTACCTCCTAAG 

TAAATGGTACCT 

>Sequence 1709 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGCCACAGA 

TGTGGAGGAGGCAGATGGCCTGTGAAAACTGAAGGCAATTTGGAAGGCAT 

TTTTAAATTCCGTGGAGCCACTGGAGAAATGTTTACAGGAATGATGCCTT 

AAAATTCCTCAGTGGTAAGATCTGAGTACCTGCCCG 

>Sequence 1710 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGG TGGAAA TCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTA 11 1 r l L 1 ACTTATTAATTTATTGC AGAG ATGGG AGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCATACACACCATAGTAGAATAAATTAATTATATTTT 

CTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATC 

>Sequence 1711 

TGCTGGCGGTCATTCTCGGCTCATTGCTGCAGGTGCTGATCCCCCGAGAC 

TGGCTGTTGCGCCTGTTTGGTCGCGCCGGCCTGGGTTCCACCCTGCGTGG 

CGGGCTATTCGCCTTGCCGGGGATGATGTGCAGTTGCTGCGCCGCTCCGG 

TGGCGGCCGGTATGCGTCGGCAGAAGGTCTCGGTGGGCGCGGCGTTGGCG 

TTCTGGATTGCCAACCCGGTACTGAACCCGGCGACACTGGTGTTCATGGG 

CTTTGTGCTGGGCTGGGGCTTTACCGCGCTGCGGTTGGTGGCCGGGATCG 

TGCTGGTAGTGGGTGTTTCGCTAGTGGCGCAACGCATCGC 

>Sequence 1712 

CCGGGCCGGTACGCGGGAGATATTTGCTGAACTCATAAGTTTATTTGGGT 

AACAAGAGTCAAAATGATATTGGTTAGCAAATAAAAATTCAGGATACATA 

TTCCAAAAATGCTGTTTATGTAATTAATTTGGTGAAGTCTGTCAAAAAAA 

CCAGCTAATTGCTGGGGCCGCGTTGACTGCTGTGGTAAATTAAGTGATGC 

CCTAGCAAACTAAAGACAGTGTCATGCCTTCCAAAAGGCCCAGAGAGAGC 

TTCAGGAGAGAATAGGTCCATCCTCATGTAGCCGGGAGAATTGCAGAATG 

AAATTGCTCCCAGTATTACTAGTAAACCTTCAAATTTCATTTACTGGGGC 

AGAGATAGTTCCGGTTTTAAGGAAATAATAGAAAATCATGGTCTGAAAAT 

TCTCAAACCTGAAAGG 

>Sequence 1713 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTACATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGT 

>Sequence 1714 

GCGTCACGCCACCCGAGCCGGACTGGCTGCTGATGGATTATGCCGACCTG 
GTCAGTTCGGAAGCCTTCCGCGGCACCGCCTTTGCCGCCGCCGTGCGCCA 
GCAGCTCGACACGCTCGAGCGCGAGCACCCGGGGCGCGGCGTGGAGCAAG 
CGATCGACATGCTGCTGCCCGTGTTTGGCGCGGCGCTGCAAAACCAGGGC 

GGCACGGCCCTGTTCCTCGATGGACGCCTGCTGACGGAATTCCTGGAAAC 

ACCGACCACCA 

>Sequence 1715 

CCGGGCAGGTACACGCTAGCTCCAGCTTCCCCTGGGAGACTGTGCATCTC 
CTGGCTCCACTAACACCACCTTCTTCTGACCTTCCAGCCTAGAGATGATG 
ACTCTGCCAGCCTAG ATGGG CTCTGGGTTGTCTCCCTATTCCTGTTTGCT 
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AACTCAAGAAAAGCAGCGAACAGTACCTT 
>Sequence 1702 

CTCACATGGTTTATTATTAATATATAATATAACTTATAATTTAAAAAATC 
TATAATTATATATATTTATATTATTAATATACATATATTCATAATATATT 
ATTATATTTAAAAGTATAACTAAC 
>Sequence 1703 

AGGTACTCACTGCGTATTTAGAAGTTCTTGGGGCACTGTGTAAGTGTAGG 

AGAAGATAGATGGAGTATCTAATTAATCTAAAGATAAAAATGAATGAGGT 

AGAATCCATTCAGTAGACTAATAAATAGTTCTTAAGATCTAGTAGGATTT 

CTCTTTTGGAGTGTGGAGACATAGTGTGGAGACATTTGCTAATGTAGCCA 

TAAAGATAGACCTATTGTCCATTGCAATGAAAGCAACAAATACTATAACA 

TAAAATATTTCCAAATTGGTTTGGGTGAAAATAAGCTTGTTTCCCAATAA 

ATGTCAGATGGCACTTGTTGTAAGAGGTAACTTTGAAGAAATTTAAATTA 

ATATATTATTTCCAGCCAAAAj\CGTCATGCATTTTTAGAAGTTCACAAAA 

GTCTGTAAAATATGCACACAAATGTCCATCAATTGTAATTTATTTCAATA 

AAGAAAGGTAGCTTATACCACTTGTGGCCATCAGATTTCCTATAGACTAT 

GCCTCAAGAAATTATCTAAATCTAAGGTGTTAGCAAAATAGTGCTTACAT 

GTATTTTATAGTATGAAATTCACCTTCAATATACATATTCATATAAGTTG 

TTTAACTGGGGCACTGCTTTACTGAAAAAAAAAATCTTTCACATTCTCTA 

TTTAAAAAAAGGTAATATCTAAAGGGAATGTCTCAGCTTGTAAATTTCTA 

CAGAGGGTTAAAAGAAGGAAGAAAAAAAAAGCAAGCTGTGATCACCTGCC 

AAGAACTGGATGGAAAACTACTTTGATGAAGGTAATGAACCGAAAGCTGC 

CTTTCTTGCCG TTTI ' I CTTA AC AC ATTN 

>Sequence 1704 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCTT 

>Sequence 1705 

CCGGGCAGGTACAGCTATCAAAGGCGGCAATTTTCTCCTGCAAGACTACG 

ACAAGGATCCGTTTATTGCAATGGAGATCATAAATAGGTGTCTTAAATTG 

AATGGACTTGACCATCTCCCCAGTACTCTGCGTTGTACCACTGCTTCCCG 

CG AACTCTGCGTTGTTACCACTGCTTCCCG CG AACTCTGCGTTGTTACCA 

CTGCTTCCCGCGAACTCTGCGTTGTTACCACT 

>Sequence 1706 

CCGGGCAGGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGAA 

TGTCTGGAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCACTCACCC 

GAGACTGCCCAAGCCCAGATTTCTTCCTTCTATAAGAATATTGATTCTTG 

CAAATAAGATGAACCTAAATGTGGTCCAGGAGTCAGCATCTTCTACATGG 

TACCT 

>Sequence 1707 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTGAGTAATCCTGGTCACTTCATCAATTGAGAGAGTTTAAGTC 

AGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTGC 

AGTTCTAAGTATTATTTGCAAATTAAATAGCCATATATCTCTAAAGCTTC 

CTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1708 

CCGGGCAGGTACGCGGGAGGCATGAGCCACTGTGCTCGGCCAAGATTCTC 

TTAAATTCATCTTTTGCTTTrTATTTCCGCTTACCCTGCTTCAGACTAAC 

TTCTCACCGTCAATCACAGAATTGGTTGGATAGTTTGCTTTCTTGCTAAT 

TTTGCCTTCTTTCACTTGTTCTCTATAAATTGTCCAGACTATCAGATAAA 

ATCCAAATGTTTCATCCTTTGCAACTGCTCATATACTGTCTAACTTAGTG 
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CTCCGTCTCCTGAGTTCAAGCAATTCTCCTGCCTCAGGCTCCCAAATAGC 

TGGGATTACAGGTGGGCACAACTACACCCAGCTAATTTTTGTATCCTTAG 

TAGAGACGAGGTTATACCATGTTGGTCAGGCTGGTCTCAAACTCCTGATC 

TCAGGTGATCCACCCGCCTCGGCCTCCCAAAATGCTGGGATTAGAGGTGT 

GAGCCACCATGGCCAGCCGGTTGTTTACTTTTGATAAAGGATAGCCAATG 

TAGGATTAAAGAGGATTCCAATCGCAGTCCCCAGGTTGGGAGTTTATCCA 

TCAATAAAGCAA ATTA CGATAACTCATAGTGATAAATATTAAACCCAAGC 

AACAGGAAAATATTTTATTTTCCAGTGTTTCATTGGGCTTCTGAATCATT 

CTGGACACATGTATATTTCCCTGTCTATATTAAGAGTATGTTATTTTCTC 

ACTTTAAAATTATCCCGTTAATTTTTGGATTTATTTGGTATTTTGGAATA 

TTTCTAAAAATTATACTGCAACATTTGTTTTTAAAATAAATAAAGACTAG 

TTGACAATTACTACTTTATCTCAAATTTCTTTTAATGTGTATAAGGAAAC 

ATAACCAGAATAGTCAGTCCAAGAGTCCTGCACATCAAATGATTTCTTGT 

GCCAATTTCTCACTGCACAATGAAACCCTGCCTTAAACACCCCTTGAATC 

TTGGTAGAAAAAACC 

>Sequence 1698 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTTATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAG 

TCTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTCATGCCCAT 

TCTGCCTTCCCTTGCTGTGTGCCCCTGACACAAGCATGGAAACATGTATT 

CACTTACCTTTGCCCTTGGGAACACTTTGGTGGGGAAAAATGTTGATATA 

GGTTAGCATTTTTATAAACTGTCAAGTTGTACCT 

>Sequence 1699 

CCGGGC AGGTACTTNNTl TTTTT 1"1CTTTTTTTGTTCCTTTGTTG ACTA A 

GATCTCAAAAGTATCTGAGAACTTGGGCTGCGCAGGGAATGCTGGTGTGG 

GAGAAGCAAGCCAACTGAGCTGAGCTGCGGCCCTGTTTGTCCTTAGCTCT 

CCAAAACTTGCTGTCTATGTCACTTGGAAGGAATCTGATTCTTTTCTGCA 

AGGCACTGACAATACCTTACAACAGAGCTGGGAGATAAAATGCAGAGCTT 

GTGAAAGTCATCAGAAAGTTGAACACAGATGGTCCCCGGCTTCCCGCGTA 
CCT 

>Sequence 1700 

AGCGGCCGCCCGGGCAGGTACTGCACTGTGGTTTTGATTTTCCCTGGTCA 

TTAGTGATGTCGAGCATTTTTTCATATGTTTGTTGGCCATTTGTGTATCT 

TCTTTTGAGAATTGTCTATTCATATCCTTAGCTCACTTTTGATGAAATTG 

TTTTTI l CTTTCTAGTTTGTTTG AGTTC ATTGTAG ATTTTGG ATATTAGT 

CCTGTCAGATGCATAGGTTGTGAAGATTTATATCAAAAGTGTAGAGCCTG 

AGTTTGGTCATGAGGAAATATTAGAGAGACCCTGGTTAGTGTTAGCCTAA 

AAAGTGAAATGCCTAAATACTTAGGATTGTTAAGGAAATAATAAACCAAA 

AAACATTGAAAAACAGAGAGCAGCTGCACTAGTGCTGAGAATTGAATGAA 

TATATCAGAGTTCTTTTAGTGCCGTGAGATGCTAACCTTTTGACCTAGGC 

AGAGTAGAGATATTCCACAGAGCTCATTGGACATTCAGTTTAGACCTCAG 

AAAGGGCATACTGTAGGAGTAAGGACCACATTCTAATGTAAGAACTTACC 

CTTTTGACAGTGGACCAAAATGAAACAGACCTAATAGAGCAAATGATAAA 

ATCAACCGGGTGAAAGAAAATTCAATACCTT 

>Sequence 1701 

CCGGGCAGGTACCTCTGGTTGTTGCTCAGGAAGCTTTAGAGATATATGGC 

TATTTAATTTGCAAATAATACTTACAACTGCAAAAACACGTTCACCTGGG 

CTTGTTGAGAAAGAAATCATAAGTGCCTGACTTAAACTCTCTCAATTGAT 

GAAGTGACCAGGATTACTCATAGTGCAGCTATTGGCACCGCCGAAGCACC 

AGAGTCCAGGAAAGATGCTTATGAATCTTTTGCCATCGGCTTCTACTTGC 

AGGTGCCTTCTCTACTATTCAATCATATACGATCATTGGAAAGACATATG 
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TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 

GTTTATAAA 

>Sequence 1691 

CGCATCTTTCCGCTTTCCTTCGCTTCAACTGACTTCGCATCGCGCTCCGA 

GTCAGTTCCGGGCTGACGGCAGAGTCGTGTATTCAGACTCACCTTCCAAA 

GGGGCGTGTAATTACCGGTTTAATTCCCACAAGGAAACCAAGGGGGGATT 

AAACCGCCAGGGGAAATAGTAAACAATGGTGGAGTCCAAAAAAGGTCCAC 

GCCAAAATAGGGCTCATGGTAAACCCGGGAAAAAAAAGGGCCCGCCGTTA 

TGGCTTGGGCGTTTTITTTTCCCATTATTGGCTTCGCCGGCCCCCACCCT 

TGGACTGAGGCATTTCAACAAAAAAAATTCGGAACGGCTTTAAAAG 

>Sequence 1692 

CCGGGCAGGTACACAGATGAAGAGGCAAGAAAATTATGCCAAATTACCCT 
GTTTCCCTTTGTCACACTGCCTCCTCGCTGACACCTTCATTCTCCTGCAA 
CCTTACACTTTGATGATGACTTGCTCTGCTTCCATGGAACTACTTCACTT 
GGCCTATGGCACAAGGCACTTCCTTCCGGCAACATTCGCACCTTGGGAGG 
GGGCTA I i " 1TTGC ATGC ACCTAGTCC ATTGCAATCC ATTTGTTCTTG A AG 
GGCAAGATAGAAACTTTGTTTTA TTATCTACACTCACGAAAA ACAAATTT 
TGTGC ACC ATTCCC AAC ACTATTC IT mTCTTT fl" 1"1 ATTTTAGTAA AG 
GTGGAGAAAGCTTTTAGTGAAAGTCATCCACATCTCAACTCTCGTAACT 
>Sequence 1693 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGN 

>Sequence 1694 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATA 

>Sequence 1695 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTCCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GG ATGTCCCTGG AC A AG AG AC A AGG AG A AGGCCTT AGG ATCT ACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AG 

>Sequence 1696 

CCGGGCAGGTACGCGGGACAGTTCTCTTTCCTCCACTAGACTGAGCTCTT 

CAGAGGAAGACTCACTTGGCTGAAACCATGATTTTACTTTAAACACATTG 

AAAACCTCTACTGGAGTGCATTGTGTCTGGTGGGCTTCAACCTTAATTCT 

TAAGTATGTGAAAACACATCACCTATCTGGAGGTTTACACTTTCTGCTAA 

TGACTTTATTTTTAAGCCCACCACCCTAACACAACAAATACTTAAAACTT 

GTCTTCATTTCCTTTAGGTCTGGCCCTCATGCATGCATATAATTTATAGA 

GTCACTGTTTTGCTCGGTTGTCCTCATGCCTCTATATTATTTGGAGGTTT 

N 

>Sequence 1697 

CCGGGC AGGTAC IT! 1 1 i I TTTTTTTTTTTITTTTTGAGATGGAGTCCCA 
TTCCGTCACCCAGGCTGGAGTGCAGTGGTGTGATTTTGGCCTACTGCAAC 
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CTTTGTCACACTGCCTCCTCGCTGACACCTTCATTCTCCTGCAACCTTAC 

ACTTTGATGATGACTTGCTCTGCTTCCATGGAACTACTTCACTTGGCCTA 

TGGCACAAGGCACTTCCTTCCGGCAACATTCGCACCTTGGGAGGGGGCTA 

TTTTTGCATGCACCTAGTCCATTGCAATCCATTTGTTCTTGAAGGGCAAG 

ATAGAAACTTTGTTTTATTATCTACACTCACGAAAAACAAATTTTGTGCA 

CCATTCCCAACACTATTCTTTTTTCTTTTTTTATTTTAGTAAAGGTGGAG 

AAAGCTTTTAGTGAAAGTCATCCT 

>Sequence 1685 

AGGTACGCCGGGAGCTCCGGCATTCCTGACrTTCCTGAAAATGTCCTTGA 

TGTGCAGCTGGCATTCCTTCGACTTCTTTCCACCCAGCCTTCCAAAACAT 

CACATATCACCTGCAAAAATAGCATGGCTTACATGGATCAGGGCCGTGGG 

AAAGGTAAAGAATGGCCCTGAAGCTGAGGGGGTCAAATGAAGGGTGAATT 

TCAACGCTTGGAGGAAAATTGCAAAATTTCACCTACACAAGTTCTGGGAA 

GGATCGGTTGCAACGAAAACACACCTGGGGGAATGGAAGCAAAAACAGTT 

CTTTTGAATAATCGAAACACCGCAAGGGCTGTGAAGAACTACCTTATTGG 

TAG GATTA TTGCCACCCCCTATTGACATTTGGGTGGTTCCTTGAATCAAA 

GAATTTTTGGGTGTTGGAACGTTTGGGCCCCCTGTTTTGCCTTTTTTAAT 

TAAACCAAAACCG 

>Sequence 1686 

CCGGTTCAAGCCCGAACCGGCTGGCGCCCTTAATCCGGGTAACTTATTCC 

GTCCTTGAAGTTCCAAACCCCGGTTAAGGACAACGGACGTTAATTTCGCC 

CACCTGGGCAAGCAAGCCCAACTTGGGTAAAACAGGGTATTTAGCCAGGA 

GGCGAAGGGTTATGGTTAGGGCGGGTGGCTTACAAGAAGGTTTCTTTGGA 
G 

>Sequence 1687 

AAAGCAGACTTTTTATTTTAACAAGAAAGTCATAAAGTGAATTTTTTCAT 

GAAAGAAATAGTCTTCATTTAAGAAAGTGTTGCCGTTAAAGGGTTATCTT 

GGCACTAATGATTGGCTTTGGGTGATTTTAATTCTGAGATGTCTGTCATA 

AAGGAAATTATGAGACCATAAAATTGAGCTTCTAATTTTCTGTAAGAATA 

CAGAGGAGAAGGAAGGTAAAACTGTTAAGGGTGAGCTTAAGTAATACACA 

GATCCTAGATAAT CAGTTGCA TTTTGTCCTAATGTAGATCACAATGCTTG 

TGTTTGAATTAATGTTTTTTTACTGATAAGAAAGATTTGAAATGGACAGT 

GGAATCAATCAACAATATTTCTTGGGGGTGCATTTCCACTGATGCCAGCC 

ACAAGGACAAATCTTAAAC 

>Sequence 1688 

TGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTTCTCAAT 

ATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTATC 

TCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAATG 

GTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAAAAAATT 

ACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAGTTCTGGA 

AGTTGGAAAGCCAAGATGAGGATGCCAGTTTGGCTAGCTTCTAGTGAGGG 

TCCTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAGG 

AAGAAGGTGCGCAAGCTCTCTGGCCTCTTCTTAACAGGGCATTAATTACC 
TTCT 

>Sequence 1689 

AGGTACAGCATGGATAATTTAGATGTGACTCTGGACAGAGGGATGGATCA 

GATGACTTCTTAAGTTATCTTCCAGTTTAGGAGTTCGTAAACTATACTTT 

CTCCTTTCCAGACTATCCTAGTAAGAAAATTCTCTTTTAAGACAGAGTAG 

AACTCTGGAATTCATCAGTTTTGATGTTTCTTAAAGTGTAATCTAAGATA 

GTGCTCCTGTATTAAGTTCTGATGTCTGACCATTGTTCAAATAAAGAGTA 

AAATGCAAATGACAGGAAATTGGCTGTGTTCTGAATCCTATTTTTATTTG 

GGATAACAATAAGCCTGTATGGTCACTGTGACCTTTGATTTGCTGTTTCT 

GCAACCTCACACTTGCCTCAAGATTCTTCTTCCACTTCTGCACTTTATAT 
TGG 

>Sequence 1690 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
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CCATGAATGTCCTGCTTTTCTGGAAAACCTTCTTGCTGTATAACCAAGGG 

CCAGAGTATCACTACCTCCACCAGATGTTGGGGCTAGGATTGTGTCTAAG 

CAGAGCCTCAGCATCTGTTCTTAACCTCAACTGCAGCCTTATCCTTTTAC 

CCATGTGCCGAACACTCTTGGCTTACCTCCGAGGATCACAGAAGGTTCCA 

AGCAGGAGAACCAGGAGATTGTTGGATAAAAGCAGAACATTCCAT 

>Sequence 1678 

CCGGGCAGGTACGTAGGGGCCCTTTGCTGCAAGCTTAGGCCAGTGTCAGC 

TCCTGAGCCACTCCTGACTCAGTTGGAGGAGACTCAGTGTCCTCTGCCCC 

CTGCCTGGTGGAGCTTGGCAGCAAGTCCCAAGTTTTACAGTGTTGAGACC 

AAGTGGGCAGCCATCACCATTGAGGGGTGCCCTTTTGCTCCCCCTCGAGT 

CCAAGTTATAGTATTGCTTACTTCCTACCTGAAATAGTTTATGGGTCATG 

GGTCTGGCTTACATCAAGCCCCATAGCCAGTCTGGTTGCCCCACCTAAGG 

TCTTGGTGCTCTTTGATAATAGCCACAGCTAAATGTATTAGTCCTGTCCT 

AGGAAATGCATGATCTTCTCCCCAAAAATATATAC 

>Sequence 1679 

TTCTCTTACTGATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATATTTTCAATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTTCTTTGAAGGTCTCTCTGCATGTGAGATTCTATTTT 

AACTCAAGCCTTATAATTGAT 

>Sequence 1680 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1681 

AGGTACAGCAATGGCACACTCTATCCTAATAATGACATCCTGTATAATTT 

AGTATGCTCTGTATCTCACTTTAAATGTAGCATTAAGGATGAAGCAGTAG 

AAAATGAACGCCGGGCCTTTTAATAATGAGGCTCAGGTTTGCTATCTTAA 

TTTCAGGAATTAGGAATGGGAGGGATGCTAAGGAGACTGTTTAAATTTTT 

AAAAAGTTCTCTCTATGCCTGATACAGATGCAAATTGCTTGCTCATTACA 

TTCTTTCAGCCTTTTTAAACAAGTTTGCTAAAACAATCATTCTCTGGCAT 

TAAGACAGCTTACCTGCCAAGCTTGACATTTCTATAACCAAATCAATATT 

TCAATAGTCTCCAACTTTAAA 

>Sequence 1682 

AGGTACAGTGATTTTAAGAGAATAAATGTCCAGATTCCCAACTCCTATAT 

GCACTTTTTACTAAAATGATTCTGCTTGAGAATGTGCCTGCAGTGTGAGG 

GAATGCCGTCTCTTTTCTCTTTTCCCATTTTCCATTCACCCTTTAAAAAG 

GCAAAGCACACCTCTTCCTCATCCTGAGTCTATTCTGGCATATCACCTTG 

TGGTGTAAAAACCTCCAGGCACCAAACAAAGGGACACTTTGAAAATATTA 

GTGTCATAAACTTGTGATAGGGCTCCAAATCTTTCCTTGCTGTTATATAT 

GTATTTCTGTTAAGGAAGAAGTGGGATAGAAATACAAAGTTGAGGAGAAA 

AAGGAAGGATGTAAGCTTTCTGATTGTCTT 

>Sequence 1683 

AGGTACAGGGCTCTTGATATATCCTGGCCTTAAGTCTCAGGTTCTCCAAC 

AAAGCTGGCAGCCTGTGGTATGCCTTCTGGGGCCAGAGAGTGTGGCATGA 

TCCGAGGTCCTGAGTCTCTCTCTCAATGAGCCCATCATATTGGCTTAACC 

AAAGCCAGTGGTCTTCAGGA 

>Sequence 1684 

AGGTACACAGATGAAGAGGCAAGAAAATTATGCCAAATTACCCTGTTTCC 
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TACTTGAGGATGGAGAGTG 
>Sequence 1671 

TTTTGTTGACCCGTATCACT 
>Sequence 1672 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTTCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGAT 

>Sequence 1673 

AGGTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCTITGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTAT 

ATGTCAGAATACACATTTCCCACCTTGCCCAACAGTNAAAAAACCTTAGA 

AGAGAAAAACCTTTAAAAATGACAAGGGAGTTTAAGGGAAGTCCACCATT 

TTATTGGTTTTTGGAGGGGGGCCCCCCTTAAAAGGGGAAAAAAGGCCCCT 

TTTAAAAAAAAGGCCCAAAAAATTTTGGCCCCCCTTTTTTTTCCCCCCTG 

GGGGGGGAACCAAAAAAACCGGGTGTTTTTTCACCCCCGCGAAAGGGGAC 

CCCCCCTCAAAAAAAAGAGCCCCCTCTGGGGGGGCTCTTTTTTTGGGGGT 

GTTAAAAAAAAAG 

>Sequence 1674 

AGGTACAAAATA TTTATA GATATGAGGCTTCACTTTGTTGAATTCATCAT 

ACACACACACTTCTTTTTAGCAGAAATTAATAGAAAGCCAATTCTAAATT 

AATGTAGGTAATACATAATCTACTCAACTGGATGAATACCTTGGTTGCAA 

GTCTTGTCCTGAGCGAGCTAAGTGACAACACTCTCAATCTACTGAGCTTC 

CAGCATCTAGGCAGAGCTCCCAGGACAAGCAGAAGTCACAGGGAACAGGA 

AGCAGGAAAGAGCAGGAAAAGATCCTTTAGTTCCCATGTGTAGAAACAAA 

TGCTCAACTGCCTCTGTATTGGACCATACTGGAGGCCTGCCACTATATTG 

GCAATTGGGAAATGAAATTCTTTTTAGGTGGGCAGTCGATTAAAAAATTG 

GAACCCCCTTTTTTTAAAAAAG 

>Sequence 1675 

AGCCGCTCACTACATAGGGCAATGTGAGCTCCCCGCGGTGGCGGCCGCCC 

GGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATA 

AGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACACA 

CTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGCTAGGCCT 

GATGGATGATCTGATAGAAAACTGGCTTCAGCAAGGAGCTTCCACAGGTA 

ACCTTGGTTCTGCAGTGATAACAGCTCCTATGAAGGAGACCCCATCAGAC 

TAACAGGGG GATTT CTCAACCAAAATTCATAAAAGGCCCAAAAAACAGTG 

GA AAGGGCC 111 1 1 CAAAA AGGCCTTTTTCC ATTGGTTTTCCCA A A ACC A 

ATGi i i n 1 1CCAAAAAGGGGAAAAACTTGTTTAACCATTTTTTGCCCCC 

TCCCCACAAAGTTTTTTTTTTGGAAAGGGGCGGGCCCC 

>Sequence 1676 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTGAGTAATCCTGGTCACTTCATCAATTGAGAGAGTTTAAGTC 

AGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTGC 

AGTTCTAAGTATTATTTGCAAATTAAATAGCCATATATCTCTAAAGCTTC 

CTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1677 

AGGTACGCGGGACATTGATGGGAGAGATGTGGAGGAAGAGGGAAGAGGTC 

ATTTTCCGTGAATACAGCTTTTCTTTTTACCCTTTAAACATTTTTGCTCC 

CTTTGTTCTTTTCCCAGATTACTTCTGTTTGCTTGGGTTCATCTGGCTCT 
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AAAGAGTGCAACTTCCAAGAAGATTTTCTGGTTTCTGGCACTGGTCATAG 

ATAGCTTGGGAGGAAACAGGCAGAGAGGGTTTTGGAGAAACAGAGCTGCA 

AAGCCAAGTTAGATGTTAGGTGAGTTGAAAAAATAACTTAGGGCAAAAGC 

AGAGGGAGGGAGGTATTTACTCTGAACAGAGATGACAGGGTGGGGAGGAC 

AGATTGTTTTGAGTAGGCAAAGGCCATGAGCATGAAGCAAGCTAGGAATT 

GGGAGGCTGGCCTATAAGCATGGGCCACCTGGG 

>Sequence 1664 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGATGCTGTCCTAAATCCTTCCTC 

CCGCGTACCT 

>Sequence 1665 

GTTGTTTAGCCCGTATCACTACTATAGGGCAATTGAGCTCCACCCGGTGG 

CGGCCGCCCGGGCAGGTACACCAGAACTTAAAGTATAATAATAAAAAATA 

AAGTATTACAGAACATGGTCAATTATATTAAAAAGTAGATTAATTAATGT 

CCATATATACATTTTTTGGTGGAAATCAAACATAATGAAAACTATTTCAC 

ATAATTAATATTTTGTTTATTTTTTACTTATTAATTTATTGCAGAGATGG 

GAGTCTTGCTAGGTTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAA 

TCCTCCCACCTCAATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACT 

GCACTTTATTAGTGTTACCTGTCATAAAGTTAATTACTCATAATTTTATT 

TCAGTATATATATATACACACACACAC 

>Sequence 1666 

GCTTCCCTTCGTGGCGACTTCTCCTTGTTTTCCGACCCCTGGCCCGTTTT 
AACCGGGATACCCTGGTCCCGCCCTTTTTTTCCCTTTTCGGGAAAGCCGT 
TGGG CGCCTTTTTTTC ATTAGCCTTAACGGCTTGGA AGGGTlTrri ' 1'CAA 
TTTTCGGGTGGTAGG 
>Sequence 1667 

AGGTACTCTTGTTTAACCATCAGAGGTGATCCCATCACCTTCACAGCCCC 

AGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGCCATCCT 

GCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCATTATTT 

TATTAACCGTGTGGTAGATTTTTAACTCAGTTATCCTGGATATCCAAAGG 

TTTGTGGTCCATCTTTAGGCTTCCGTTTGTTCTTTGGTACCTGCCCGGGC 

G 

>Sequence 1668 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATG 

TGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAA 

GAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAA 

GAAGCCGGCTGTCTGCA 

>Sequence 1669 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCCCGCGTACCT 

>Sequence 1670 

AGGTACACACTAGTTTTGTCATACGTGAGGCAGTGTATTAAAGAGGAAAT 

GTTCTGTCTTTGGGACCAGACAGACTTGTTTCCATAACCCTGATTGTCTA 

GCACT TTAT AGCTCTGAGTCCATGGACCACCACTTAGCCATCCCTACCAT 

CAGTTTTTTGTAAAGAGCTATGTCAGGAATGTGGAAGGATTCAAGAGAGG 

GCTTTTAAAGTGTCCATCACGACCTTTAACCCAAGGGAATTAATGCAGGA 

ACAGAAAACCAAATACCACATGTTCTCACTTATCTGTAGGAGCTAAACAT 

TGAGCACACATGGACACGAAGGGAGCAATAGACCTACTATTGTAGGGGCC 
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ATCCTAGATTCTTAGGAAAAATAGTTTCTTTATAATCTTTTGAGTAGTGA 

AATGGTTACTTTTACAATGGTTATGAACTGGGTCAAGGCAAAAGGGCCAC 

TATATGTCTTCAGTCATCTTTCTATGCCTGAAATCCAGGAAACAGTGAAA 

ATGGATGTTCCCTGGAACAGCCATTGCGATGCCATATGTTGGTCATTGGT 

GTCCTTAAAGTGTATCTCAGATAATTGTGTGTCTCCCTT 

>Sequence 1657 

AGGTACAATTGATATAACAGCTTTGTTGCCACCCCAGGCTTTTCTGTGAT 

GATGCCATGGGCCACATTCTGATCAAACTGCACACCCAGAAGGTGAAGTG 

TTGGCTCCAAGCGAGAAAAATTATTAAGTTTGGCACTTGAAACCCTGCTG 

TCCAAAAATTCTGAAAAATCATCCTGAAGTTCAAACTTGTGTAGAACTTC 

TCCAAGTAGATAGCCACTGGAAAATGCCTTTGCAAATGACTTGGGACTCA 

CGGTCCGGGACACCTTCAACTCCTTGTTGAGCCACTGGCACAGGATCTCC 

GACATGGTTCAGCCGGTGCCTCAGACCGCAGGCGGGGGCTTAGAAACTCG 

CCGGGAACCAAGCCTGGCAGCCCCGCGTCCTCCTGTAACCA 

>Sequence 1658 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGCTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATTT 

>Sequence 1659 

CCGGCCAGGTACCTCTGGTTGTTGCTCAGGAAGCTTTAAAGATATATGGC 

TATTTAATTTGCAAATAATACTTAGAACTGCAAAAACACGTTCACCTGGT 

CTTGTTGAGAAAGAAATCATAAGTCCCCTGACTTAAACTCTCTCAATTGA 

TGAAGTGACCAGGATTACTCAGAGTGCAGTTATTGGCACCCCCGAAGCAC 

CAGAGTCCAGGAAAGATGCTTATCAATCTTTTGCCATTGGCTTCTACTTG 

CAGGTGCCTTCTCTACTATTCAATCATATACGATCATTGGAAAGACAAAT 

GAACTCAAGAAAAGCAGCGAACAGTACCT 

>Sequence 1660 

AGGTCCCCGGGGGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGG 

CAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAG 

TGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGA 

GAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCA 

ACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGT 

TAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 

TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCC 

TGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTG 

>Sequence 1661 

AGGTACAGTTACAACTGACTTGCATAACACTAAAGAAAACATTGTAATTC 

CTACGCCAGTAGTGGGGGTAAACTGAGAACCAACCTAATTTTCACCACAG 

GGCCCTCTGGAAATAGAGGAACTAAAATGATGACTGTTTGAAAGTGAAGA 

GGCAGATTCCTAGAACATCACTCCTACTGCATTCCTTACCTCCACTCCAT 

ACCCTTTCCTTCTTCACTCAGGTAGGACTGTCTCTGGAATGCATGACAGC 

ATGCACAGTTCAGAGCTTGGATGTGATCCTGGAAATGGGCTTAGATGACC 

TTATGAACACTGAATGCTGATTGCAGACACTCTCAACCTTCTTCCTCTAG 

CTGACTTCTTG 

>Sequence 1662 

CAGGGTCAGGTCCGTCATCGCCACCCCAAGCCCGCGGGCGGCGGCATCCA 
GTGCCAGTTCGTCGAGGTTGAACGGGATATGCCGGTAGTCGTCCAGCGAC 
CGCGCACCATTGGCCGCCAGCCAGGTCATCCAGTCTTGCTTGT 
>Sequence 1663 

CCGGGCAGGTACCTGGAAAGATGAACAGGATTGCAGCAGATAGAGACAGG 
TAGAAGGAGAGAGATTCCAAGTGGAAGGATAAAGGAGAGGGAAGAGAAGC 
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AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 

CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 

AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTACATTCAAACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTTGCGTCATCTTCGCATATTTAACCTCCTTGGCTC 

AACTGGGAACTCTTTGAAAGCTAGGGCCATTAATTACTTTTTTGG 

>Sequence 1650 

AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 

CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 

AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTACATTCAAACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTGCGTCATCnTCGCATATTTAACCTCCTTGGCTCA 

ACTGGGAACTCTTTGAAGGCTAGGGCCATCAATTACATTTTTGTTTCTTC 

CAAAAAATTGGCACGT 

>Sequence 1651 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCTGCACCAAGCCACAGA 

TGTGGAGGAGGCAGGTCTGGACTTCATGCAGACAAGGAACTTCAGAAAAT 

TCTGGGGAGAGACAGCACAGGGTAAGAGGTAGGTCAGAGAAATCTGAGGC 

TCCTTTTTCAACTTAGCACGTACCTGCCCG 

>Sequence 1652 

CCGGGCAGGTACCAGCCAATCCCTTCATTAAATGTATACAGATTTAGTTA 

AGTAGCATTAAATAGGATTCTTAGAAGTATGTCCTCATAGAACTTTTAAT 

ACTTAAGGCTTTGTAAAAACTATCCATGAAGGGAAAGCTCCTCAGCATAA 

CTGCTCAGGGAAATAGGGCTAAATAACTGAACATTAAATAATTGGTTAAA 

GGTGCTGTTAGCCGAGCCTCAATGCTTGCTACAAGGATGTATGTACCT 

>Sequence 1653 

CCGGGCAGGTACGGGGGTCTGCTTAAAACTCTTCAGAGGTTCACCATCGC 

TTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTCAGG 

ACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTACGAT 

CCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCAT 

GAGGCAGTGCTGAGTGCCTTGTCTGGACCCTCTGTTTACTTGCCTGTTAA 

ATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTG 

CAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGTAAACAGCTGCTGACTG 

A 

* >Sequence 1654 

AGGTACGCGGGAGTAAATGCAGTACAAATTGTTCTACTGTTTTAAAAAGT 

TTTCCGCAGAACAGTGCATTTATGGCAATGCTATGTTTAATGAGTTAGGG 

ACATCAAATATATAGTAGTTCCTTATTTTCAGTTGTGAAAATGAAATGGC 

TAAAGCAGAAGAGACGTCTATTTTAGTCTTTTAAAAATGTGTGTGGGTGG 

TCTTTTTTCCTCAGAAGCCCAAAGCACATGTATATTTTGTTATTTCTCCT 

TGCTATATTCCTGAGACTATACTAAAAACTTTAAGAAAAGGAACAAGAAA 

AAGGTAAATTCATGTGTTCCCCACTGCTGTGTCTAGAACCAAGATCACAT 

TAT 

>Sequence 1655 

CCGGGCAGGTACCAGCCAATCCCTTCATTAAATGTATACAGATTTAGTTA 

AGTAGCATTAAATAGGATTCTTAGAAGTATGTCCTCATAGAACTTTTAAT 

ACTTAAGGCTTTGTAAAAACTATCCATGAAGGGAAAGCTCCTCAGCATAA 

CTGCTCAGGGAAATAGGGCTAAATAACTGAACATTAAATAATTGGTTAAA 

GGTGCTGTTAGCCGAGCCTCAATGCTTGCTACAAGGATGTATGTACCT 

>Sequence 1656 

CCGGGCAGGTACCTGGTAATTTACAGAACGTTCGTTATCAGATTTGATAA 
TTATATATTAAGGTTGTAAAGAATGTGTATGCCAGAATTATAGGTAGTAG 
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AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 

GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTACACACAAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 

ATTTATTTl TT 1 'I 'G AGACAGGGTCCCACTCTGTCGCCC AGGTTAG AGTAC 

CTGCCCG 

>Sequence 1253 

CCGGGCAGGTACAGTAGTCAGCTACTTGGATATCAAGACTAAGTGCTGAT 

ATGAAGACTTGCCTTTGTGTTTTGTTATGAAACACGCAAGCATAAAGCAG 

GACTCAAGCACAAGGCTGACTGTTCTACTTTGAATAACAGCTTCCTTGCA 

GTCTCCTCCACATGGGTGGTACCT 

>Sequence 1254 

CCGGGCAGGTACAGAACTTTTGGAAACACCGTCCCTTCAAATGCTACCTT 

ACTTAAAATATGTAGACATTAGTCCATCCAACCTCTGCTACCAGGCAGTA 

ACCTTTCATAGATCTTCCAAAGAAAATGTTCTTGATAAAACCAGAAGAAT 

CTTCTCAGAGAGACCCAGGGGAGTGATCTGACCCTCACTGCTATCTTGAC 

TTAGTTTTAGCTGCAGCCATGGCGACTCAAGTACCT 

>Sequence 1645 

GTTTGCGCGTACTACGACTCACTGTANGGCGAATTAGCACTCCACGCGGT 

GGCGGCCGAGGTACACTTAAGCACCTGCAAATCTGTTTATTAATTAGACC 

ATAGAATCTGTGTTTCATTGGTGGTCAGCTGGCCAATCTGATGGTCTTGT 

CATACACAGGTAAGAAGAGACAAAGAGCCAAGAGTTTGTTTGGAGGCCGG 

AGTGAGCTTGACAGAACTAGATGAAATTGGCCACTGGGCACTGGGACCCA 

GAAAGGCCTCATTGCCACAGAGTTGCAACAGAGTGTGGGGTCCCATTATC 

AGAATCCTTTCTATGGTGCATCCAATTGGCTATGACTCTCCTAAGAACAG 

CGCTGCAGGAAAATGCAAGTTCACAGGATAATGAATGCACTGTTGCTTCT 
CTG 

>Sequence 1646 

AGGTACGCGGGATGCTCTGGTTTAATGTTTTTCAATAGTGTGATACAATT 

GTTCAACTTATTGGCAGCTTTAGTGGTATTTGAACAACTTTGCTATGTTT 

GGGTAATTTTCCACCCTGTGAATCAGCTCCCCAAAGCAGAAGTCATAAAA 

TCTGTTTTCCAGCCAGGGTGTGGAAACCTGGGCCCCTGGTATCAGGTCCA 

CCCATGTGCAAGCTATGGCATTTGTGCCCAGTGGCAACACAAAGCGATCT 

TCACCAGAACATTCCTCTCCTGAGGTTTCAGCACTGCTCTTGGCTACGTA 

GCCACCGCTAAGCTTCTCTCTCTGGCCTTCCTAGGAAA 

>Sequence 1647 

AGGTACACGGGGACCTCATAGCTGAGCTGGGCATGAGTAGATGCTCAGTA 

AGTGGTGCACAGGGTTGGTCCCTACGGTGGAGGCCCCCTAACACCGCCCA 

ACCCCCCTTCATGTTCTTACAGCTCCACGCACTGAGCACGGGCTATAAAG 

GCCATGATGGTCAGAAATTCTTGCACCCATGGTAGCTGAGTATGTTGCCG 

CAGGGACCTGTGGTCGGGACATGGCATACTACAAAGTCTTGAGTTGGCCC 

TGACCATTCACGTGGTTCACACAAAATTTGTATGGTCCTTCCTTGTACCC 

TGGCCTCGGGGTCGGGCCGACTTCGTACGGGTATTCAGCCTTCACTTCAA 

AAGGTCTGGTTTATAACCGGGTTATTCCCACAAGTATATTCAATGGGGAA 

TAAACCGCATTGTAAAAGGAACTATTGTTGAAGTCAAAAATGGTCCTAGT 

CTAAAAAGGGCCCTAGGAAAACCCGTTAAAAAAAAGGCCTCGTGTTTGTC 
>Sequence 1648 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 
TTGAGCTGTAAA 

>Sequence 1649 
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TCCATN 
>Sequence 1242 

TACTAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1243 

CCGGGCAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAAC 
CATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAG 
ATACCACTGGAGAAATAGTGATGACG 
>Sequence 1244 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGA 
CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTCCGCGAACTGG 
CCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAG 
>Sequence 1245 

CCGGGCAGGTACAGCTATTCAACATGTTTAAACAGATGTTTGCTGACAGC 

ACTGACTTCTCCAAGAGCCTAAGAGAGGAGAGCAGCCAATTAAACTCCAC 

TGTCTTCTAAAATTTTAATCCTAGATTGGTTTCAGATGGGTTAAGACAGT 

CATTCAACCCACAAGTATTTAAGGAAGGCACCTGGGACTGACTCAGTTCC 

TAGATTTAAACCTATTCTGTGAACTGCCCACCCCTACCTTCAAAGTACCT 

>Sequence 1246 

CCGGGCAGGTACAAGAGTTACAGCCCTTATGACATGTTGGAAAGCATCAG 

GAAAGAGGTTAAAGGAGACCTGGAAAATGCTTTCCTGAACCTGGTTCAGT 

GCATTCAGAACAAGCCCCTGTATTTTGCTGATCGGCTGTATGACTCCATG 

AAGGGCAAGGGGACGCGAGATAAGGTCCTGATCAGAATCATGGTCTCCCG 

CAGTGAAGTGGACATGTTGAAAATTAGGTCTGAATTCAAGAGAAAGTACC 

T 

>Sequence 1247 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTCCTCCGGCTGCCCAT 

TGCTCTCCCACTCCACGGCGATCCCGCGTACCT 

>Sequence 1248 

AGGTACAAAGGGAATAGATAACAGGGACATTGATCTAAAGGGAGGTTAGG 

GAGGACTTCTTGGAGGAAGTGGTATTTGTGTCTGAGTTATATGGGATGTG 

TGGGATTTCTTAGGTGAAAGAGGGCAGAGCAATACGGTGGTAGGCTAGAT 

CTGTGCAGCGGCTTATAGACAAGACTGTACCTGCCCG 

>Sequence 1249 

CCGGGCAGGTACGCGGGGCCGCAGTAGTTGGAGTCTAAGGACTCGTGACA 
ATCTTCGGGTGCCCTTCGAGAGAAAAGGGGAGGATGCCACTGGAGTCATC 
CTCTTCAATGCCACTATCCTTCCCATCTCTCTTACCCTCAGTACCT 
>Sequence 1250 

CACCATGTCCGCCTCGGCTGTCTTCATTCTGGACGTTAAGGGCAAGCCAT 
TGATCAGCCGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGCAC 
TTCATGCCTTTGCTGGTACCT 
>Sequence 1251 

AGGTACAGACATCATTTTCAAGAAGTTTTGCCATAAAAGTGAAAAATGGT 

AATAGCTGAAAAAATTTAGCGTTGACAGAAGGCTTTTTTTAAAGACAGGA 

AAAATTATGGCGCAGAGGGAAATGCTGATGATACAAGATGGAGAGAGAGA 

AATTACTGGAGTAATGACTCTGAGCAGATGTGGATGGCATTAATAAGAGA 

ATGGCCTTAGATAGGCACAAAGATATATCATCAATTGAAACAGAAACAAA 

GAATGGTAACATGAACAGATTCAGGTTGGCCATAGTAATTAAAGCTTATG 

GGAAGTCTTATTTAGCTGGTTCTGGTTTCCTAGGTAAAATAGAAATTAAG 

TTTTCTGGGGGAACATTAAAATATGGGAAGGAAGTGTTACAGGGTCTTAA 

GAAGGGAGGAAAAGGTTTTCTATAAAAAAGGAAAAATGAAGGGGTTTTAA 

GGGACCCCCCTTGGGTGAAAATGC 

>Sequence 1252 



Page 91 
of 685 of Table 3 



WO 01/51628 PCT/US01/00798 

Table 3 

>Sequence 1233 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCAGCCACAGTTTGTTTGATTTCCACCTTGGTCCCTTGGCCGAA 

CGTCGGAATACTATAATATTTGCTGACAGGTAATAATACTGCCACATAAG 

CTAGCCTGCAGGCTTGTTGATGGGTGAGAGTGAAAATTCTGTCCCCAAGA 

CCCCGGTTGCTCACTCGAACCCGTGTCAGGGTACCCCCGGGATTTTCCGG 

TGTCGAATGCCCCAAGTATAATTGAAGCAATTTTTATGGAGGGCTGTTCC 

CTGGTTTTCTTGCTTGGGTACCATGTCCCCGGGACGGGTCGGCnTTTTAA 

AAACTATGTTGGGATTTCCCCCCGGGCCTGGCAAGGAAAATTCAAAATTC 

AAAGCTCTATTCGATTTACCGTTATGAACCTTCAAAGGGGGGGTCCCCGT 

TATCCCAACTTTTTG 

>Sequence 1234 

CCGGGCAGGTACAACGGCCTCAATTTCTCGGGCAGCATCAGCTCCACTTT 

ATCGAGGAGCCGGTGGTAGGTGGCCCGCAGGCCTCGGGCACCGGCGGCCG 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGCGTGGCTGTGTT 

CTCGTCCCTGGCTGACAACGAAGGGGAGCTAGTCACTTTTCCTGCCACGA 

CGACTCGCGTCCGCCTCTCGCCTGGAGTACCT 

>Sequence 1235 

AGGTACTTTTTTTTTTTTI 1 1 1 1 1" 1 1' 1 THTGTGTGG AGC ATGGG ACCTT 

TATTCGTTAAGACATCAGGCTCCAGATATGAACTTTCAGCAGAAGCGCTT 

GCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCAGCAA 

TCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC 

>Sequence 1236 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1237 

CCGGGCAGGTACTGAACTAGCTCCTTCTGGTTAATTTGTTGATTGGATTG 

GAAATTAGAACATGGAGCTGGTCAATGCACGGTATCTGGTAATTGTGGAT 

GGGGGAGATGACTGGGGCAGAACTGAGCTCTATTTTTGCCAACATAGTAC 
CT 

>Sequence 1238 

CCGGGCAGGACTTTCTTCTGTGTGACAATTACTGCACAGTCTTTCCCTCT 

GACAGCTACTGATGTAAGGCCACCCTGGTTAATAGCCTTAAAAGCATATT 

CTACTTGGTAGAGCCGACCCTCGGGTGAAAAAATGGTAATGTGGCGGTCA 

AAACCGGCGCTGGAACCACGGGACATGTTGGTACCT 

>Sequence 1239 

AGGTACACTTTTGGCCAGGGGACCAAACTGGAGATCAAACGAACTGTGGC 
TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGCCCG 

>Sequence 1240 

AGGTCCTTTGGCCTCTCTGGGATAGAAGTTATTCAACAGGCACACAACAG 
AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTTGGTCCCCTGGCCAAA 
AGTGTACCTGCCCG 
. >Sequence 1241 

AGGTACAACTAAATATTAGCTAATGGTAGCACAAGTAGAACCTGTTTAAA 

ATTTTTAAAAAACAACCTGTTCACTGTAAGAATGAGATACCCAAGGAAAG 

AACAGGAAAGAGGTGTATTTTTAATCCTGCCTTTTGTATTTAGTGTGCCC 

CATGACTAGCTGTTCATCTAACATGCTTCTTGGTTCTCGGCAGGTGAATG 

GCTATGTGGTGAACCTTTTCTGGGCATTTGACACCCACAAGCAAGAGAGG 

AGAGCTTTTGAACTTCCGAGGAAGCATATTGTCACACAAAGGTAACACTT 

TGGTGCTGGTCAGTGTGTGTGCCAGGAGGGGGTAAGGGCTGGACCAATGC 

TTTTCCCGCCCGAAAACTTTGACTGGGGGGTGCCAGGGAAGGGGAGGTAT 

TTTCTGGGAAACTGGTTTTGTGTTGACAGGGTCTTGGTGCATTGAGGGAA 
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CTCATGGGGTAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGG 
AATGAGCTCTTCAACAAGACTGCGGCCAACTTGGTAGTGGAAACTGGGCA 
GGATGGAGTACCTGCCCG 
>Sequence 1225 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGCCCG 

>Sequence 1226 

TGGTACTCCATCCTGCCCAGTTTCCACTACCAAGTTGGCCGCAGTCTTGT 

TGAAGAGCTCATTCCACCAGTGGTTTGTGAACTCCTTGGCAGGGTCATGT 

CCTACCCCATGAGTGTCTTGCTTCAGTGTCACCCTGAGAGCCTGAGTGAT 

ACCATTCTCCTTC 

>Sequence 1227 

AGGTACTTTTATTAAAAAATAGTCACGCAGACAGTGCCCTGGTGGCTCTG 

CCCCGCATCCCAACTCTGGGGTGGGGGAAAGGGGTCAACGTTTTCGCAGC 

CCCAAACCGGGCCATCACTTGCCCACCGAGTCGAATATGATGCGGTTCTG 

CTCGGCGCGCTCCCGCGTACCTGCCCG 

>Sequence 1228 

AGGTACATAAGTTCCCTATGGCTTATGGAGAGTTATTTATTAATTAACTT 

TATGGTAGGGCTAGTATGAATACCTTTTTAACAATTGCGTGCTATTACAA 

CAATGAAGATTCAAATGACTCCGCTTTGAAGGATGTTTTCTCTATATGGT 

AAAAATATATATGAAGAAGTCTTTGATTACGTGAAGATCACTTGACTCAG 

AATACTTCAATGTATTTTGTTCACATTACCACTAAGCATATTATCAGTAA 

ACTATTAACTGACTGCACATTATGTAATACGTTGTACCTT 

>Sequence 1229 

AGGTACTCCCTTGTGGATAAGCnTCTAGTTCHTGGCGTGTTTGGGTTGCT 

TTTCCTCCTAAAAACTGAATGGAACTAGAACTTTCTAGGAACCCTTTCAA 

GCTGCAGTAATGATTTACTGAAGCAGAAAGAACATGGTTATTTTGAGTCT 

CAGAAGAAATAAAAAAAAAAAAAAGTACAAATTTCAACTATTTGAATCAG 

GTTCAGGAAAAAAGCAAACATGCACACCTAAAACTTAAAAGACCGTTTCA 

TCACTATGCATACGTTTATCATTTGACATCCATCAACTGTATACCTGGTT 

TCAAAAGTAAATTTAACTTGTGATCTCAGCATAGCTCATGTTCACATTTC 

ATGCAGAGGGTCCAGGAAACTCAAATCACACTTTGGTAAGTCACCAATGT 

TCACTCATTTTTAGAAGCGTACTCTGCCCGGGCGGGCCGTTTAAAACTAA 

AGGGATCCCCCGGGC 

>Sequence 1230 

AGCCAGAAACCCGGTAGGCAACTTGATTAAAGGATACGGCAACCCCCGGG 

AG AAGGCGGTTCGCATTTTGGGG ATTTTCGG 1 ' HlTl GATTAAAA AATTG 

ATTCACCTAGACGTTAGCTTGTGGGAGCGGATCAGTGTATCAAAGGGGGA 

AAAACGTTTTCCACGAAACTGGGGGAACCTCAGGAGAAACAGGTGCACAA 

AGGCCAGAAAGGGCCAGGACCTAAAAGGGGAGTGCTTGAGTTTTCAATGA 

GACACCCCCGAGAGACTTACAAAATGACGACTAAGGAGAGGGGGC 

>Sequence 1231 

AGGTGCGGTATCCTTGCACCTTGCTTCTCATACTTCAAGCTACTGCTTGG 

GTGGGTCCCGTTGTAAACTAGATGAACACTCATCTGACTATGGATATCAT 

CACTCCTAGATACTCCTGCTCATATGATCCACTTACCAGAGGTCCTGTCT 

GGACATCTTTTAACCAAGCTAGTAGTAACTGCCCG 

>Sequence 1232 

CCGGGCAGGTACCAGCTGTAACCAATACGATTCTGGGGCAGGTTGTGGGC 

GAGTAGAAGAACCTCCTTCCCCTCTGCGACATTGAACGGCGTGGATTCAA 

TAGTGAGCTTGGCAGTAGTGGGTGGGTTCCAGAAGGTTAGAAGTGAGGCT 

GTGAGCAGGACCTCCTTCCAGGGGACATGCAATCTGCAGGGAGGGGCTGA 

GGGGGGTCCCATGGTCTCTGCTGTCTTCTCTGTCCACCTCTTTGTAGAGG 

AGCTTGAGCTCCAAGAATGCTCTGGtCAGGGCTGCTGTGACTGTTGGCCC 

TGCTGTCCTTCCTTCTTCTGTCCCCGCGTACCTTGGGCGG 
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CTCTCTCAAAAGAAGCTGACTTGGCCAGTGCTGTGGTTGGAAATGTATTC 

TGGATCCCCGCGTACCTGCCCG 

>Sequence 1218 

AGGTACCATTGGTGGTGGTATCTTTCAAGCAATCAAAGGTTTTCGCAATT 

CTTCAGTGGGAGTAAACCACAGACTACGAGGGAGTTTGACAGCTATTAAA 

ACCAGGGCTCCACAGTTAGGAGGTAGCTTTGCAGTTTGGGGAGGGCTGTT 

TTCCATGATTGACTGTAGTATGGTTCAAGTCAGAGGAAAGGAAGATCCCT 

GG AACTCCATCACAAGTGGTGCCTTAACGGGAGCCATACTGGCAGCAAGA 

AATGGACCAGTGGCCATGGTTGGGTCAGCCGCAATGGGTGGCATTCTCCT 

AG CTTT AATTGAAGGAGCTGGTATCTTGTTGACAAGATTTGCCTCTGCAC 

AGTTTTCCCAATGGTCCTCAGTTTGCAGAAGACCCCTCCCAGTTGCCTTC 

AACTCAGTTACCTTCCTCACCTTTTGGAGACTATTGACCATATTAGTATG 

ACCTTTTTCC 

>Sequence 1219 

AGGTACAGGTCCGAAAGTAGAAGAACACAGAAGGCAGGCCAGGGGCACTG 

TGAGATGGTAAAAGAGATCTGAAGGGATCCAGAATTCAAGCCAGGAAGAA 

GCAGCAATCTGTCITCTGGATtAAAACTGAAGATCAACCTACTTTCAACT 

TACTAAGAAAGGGGATCATGGACATTGAAGCATATCTTGAAAGAATTGGC 

TATAAGAAGTCTAGGAACAAATTGGACTTGGAAACATTAACTGACATTCT 

TCAACACCAGATCCGAGCTGTTCCCTTTGAGAACCTTAACATTCATTGTG 

GGGATGCCATGGACTTAGGCTTAAAGGCCATTTTTGAACAAGTTGTGAGA 

AAGAAATCTGGGTAGATGGTGTCTCCAAGGCCAATCATCTTTTGTTCCTT 

GCCGGGCGGCCGGTTTATAACTGTGGATCCCCCGGGGTTGAAGGATTTTA 

GTG 

>Sequence 1220 

CCGGGCAGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCC 

GCGGGAGGAGCAGTACTCAGCTAAAATATTTCTTCATAAATAGTTACAAA 

ACCTGCCAAAACACAAAGGGGAAAGTATTTTTCATTCAAAAAAATGACAT 

TTGAATGTCACACAACACAAGAAACAATGCTTAGAGACATGTTATTGTTT 

CCAGAAGAAAATGGTCAGTAAACTACTTAGCTGAAGACAAAAGACTACCC 

TTTCCCAGGATCACAGTGCACAAAAAGCAAAATGTTTAACAACAGTTCCT 

TGGTCGTTTTAAAACTAGTGGAATCCTCCGGCTTGCATGAATTTCAAAAT 

TTAAGCTTAATTATAACTGTTGACTATTATGGGAGGGTCATATACTCAAC 

TATTAATTATTATTTAATAAAGGTTCTACTTTATCTATCTTTATTTACTA 

ATAATTCTTTCTATTACTTAATTATTAATAAT 

>Sequence 1221 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTGGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTAGAGGAAGAAGGAGCCGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCAC 

TGCTCTCCCACTCCACGGCGATGTCGCTGGGATAGAAGCCTTTGACCCCC 

GCGTACCT 

>Sequence 1222 

ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GGATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAACAGCACAGCCATCCAGG 

AG CTCTTC A AGCGC AT 

>Sequence 1223 

AGGTACTl rTTTTTTTTTTTTI 1 11 H TGTTGCCGTTAGTTTATTG A AAT 

GGAAATGAATTTGAGGTTTCAACAGTTGTCTAGCAGTTTCCACATAAAAA 

GACAACACAAGAAAGAAAAGTGGTTTCTAGCAATCAACAGATGAGTTCTG 

GCCATAGTCTGTAGCCCTCTGAGCCAAACGCCTTGGGTAAAGTTAATTAC 

TCTTCATATTACACCAAATGCTGTCGTACCTGCCCG 

>Sequence 1224 

GAAGGAGGATGGTATCACTCAGGCTCTCAGGGTGACACTGAAGCAAGACA 
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TATTTGTGGAAAATAAGTACCTGCCCG 
>Sequence 1211 

CCGGGCAGGTACTATGCTGTTTGGATTACTACAGCTTTGTAGTATATTTT 

GATGTCAGGTGGTATAATGCCTCCAACTTTGTTTTCTTTGATCAAGATGG 

CATTGGTGCCAGCCTCGTGGCTCACACCTGTAATCCAAGCACTTTGGGAG 

GCCAAGGCAGGTGGATAACTTGAGGGTCAGGAGTTCAAGACCAGCCTGGC 

CAACATGGTGAAACCCCATCTCTATCAAAAAATACAAAAATTGGCTGGGC 

ATGGTGGTACCTGGAAACCCAAGATTCTTGAATTTACCTCCTGAATCTTC 

ATTGCTTGTAAGCTGAGTTTCTCAGCTCTACTGTAACTTGCTTCTTAAGT 

TTCTAGTTATAAACTTCAGGTTGTAGACCCTGCCTTACTTAGTTGCAAAG 

AAGTTGTGAAAATGAGTGTTA 

>Sequence 1212 

AGGTACGCGGGAACAAAGGATCTGAGAAAAGTTGGGAAAGAGTAGCTTGG 

GTCAGGAAAGGAGGAAGGTAGGTGGCACTATGGAAGTTGACCCTGTCAAG 

AAGAGAATGGTCAGAAATCAGGAAGGGAACTTGTCTTCTAAAGAATAGGT 

GGCTAAAAGAAAGTAACAGTGACCTGAGGTGAAACCAAGTGGGTAACCAT 

TGTAAACTTGTGAGTGCTGGACTCTGACAGCACCCTGGGGTGTGGCTGTA 

CCTGCCCG 

>Sequence 1213 

AGGTACTAGGAAGGTTATTGCACAGCTCCTTAACTGATCGGGGTCAGGGC 

AGAGTGGTCACTTTCCCCACAGCCAGGCTCTGGATTTGCCTCCTGTGAAG 

ACACCATGCCTAGCACAGGCTGACGGGGCGGCTGCAGTCGAACCTTGCCT 

CCAGATTATGAACCAGTATAAGTAGCACAATTCTCGTGGCTACTTTCACT 

TCAGAGTGTCATGTTTATTGATGTGGAGCTTTCTGAATAGGGAGGTTAAG 

GCACACCTGCTGAGTAAAACAAATATTTCTTGTGTAGCGTTCTAGATTGA 

GGGCAGCAGTCAATGGTAAAATAAACTTCAGTAGCATGTTCCTGTCAGGA 

AATATGGCAGGCCTGGCTTAAGGGATTTTTTCCCCTGCACGATTCCTAAG 

ACTGTATGCTAGCTGATTCTTTTGTTTTGGCAATTTGATGGTTTTGATGA 

ATTTGCTGTGATCCCACGGGTGTTTAAAGAA 

>Sequence 1214 

AGGTACTTATTGTCTCTCATCTTGTCCATCATGTTGTTTCTCCTTTTTAG 

GCGTATATATATCTATGGAAGAAAAAAGTTTAAATAGAAACACTCATTTG 

ATGAGGAATTCTGGGAAAGAAAGGTAAAAATGGAAATGATAGAAAAAAAA 

GTATTCTTACCTTGAAGTAACAAAATAATATTAAACCAAAGTGGACCAAA 

AATACTGGAGCACCCAAAAGGGAAAGTGGTTATAGGACCAACCTAATGAG 

AAGTCCCGATTGCGAAATTGAACCAAAGCCACACTTAATTAGGCCTATTG 

GAACCCTGGCCCCGGTCCGGCCCGCTTCTTGAAACTTAGTGGAGATCCCC 

CTGGGCTGGCAGGGCAATTTCGAAATACTAGGGCCTTTATTGGATCCCGT 

ACCACCTCTATAAGAGGGGGGGACCCCGGTGGACCCTATTATCTGGATCA 

CTATTTGGTTCTAGGGAGTAAACAACTCGGGGCCTTGAGCCCACAATATA 

ATGGCCATAATGCTCTATCACGCGACG 

> Sequence 1215 

AGGTACGCGGGGACAGCAACTTCCTTGATCCCTGCCACGCACGACTGAAC 

ACAGACAGCAGCCGCCTCGCCATGAAGCTGCTGATGGTCCTCATGCTGGC 

GGCCCTCCTCCTGCACTGCTATGCAGATTCTGGCTGCAAACTCCTGGAGG 

ACATGGCTGAAAAGACCATCAATTCCGACATATCTATACCTGAATACAAA 

GAGCTTCTTCAAGAGTTCATAGACAGTGATGCCGCTGCAGAGGCTATGGG 

GAGATTCAAGCAGTGTTTCCTCAACCAGTCACATAGAACTCTGAAAAACT 

TTGGACTGATGATGCATACAGTGTACCTGCCCG 

>Sequence 1216 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGA 

CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCAC 

>Sequence 1217 

AGGTACCCAA GTGATG TCATCTCCCCATCCTCTTGAGAGTGTCTGAGGAG 
GCCTCTTTTCC 1" m IT ATTGC A ATGGC A AGGTTGG AAG AA ACTGTG ACG 
AGTAAGAGGCAGAGACCCAGAGCTGAGTGTAGCATCATGTCTTCTAGAGA 
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CGGCAAATACTGCCTCATTTTACCCACTGTGATACTAAAGGTACCT 
>Sequence 1205 

CCGGGCAGGTACCTCTAGGCAATTCATTACAGTAGCATTAAAAGACACCA 

AGGCCAAATGCTTTGGGGTCACTCTTCTAAAACACCGTGTCTAGACAAGA 

GTCATCAAGCAATGATTGCTTGACTGATTTTTTAAAATTATAAGTCACAC 

AAACACACAGTCATCTAATAAAAAAAAACTGATTTTCTTAAGATTCTCAG 

AGTGGTAACACTCACAACTGTCATGTCAGCAAGTGGAACTTTCTTCTAAG 

TAAACATCAGAATTCCAATCAGCCTTTGAACCACTGCAAATATTTCACAG 

TCTCAAAATTCACCTACCTTAAAACCAAGCGCGTACCT 

>Sequence 1206 

TAGTACCATGTCTGCACCAATAGTGGCAATAAGGATGAGGTGGTCTTGGT 

GGACGACGGAGAGCCATATTCTGTTTCAGGTTACAGCTGCAAAGAATGGC 

GATGAGAATATTTGCATTATACATAACCAATAGATGAAGGAAATACTCTG 

CCTAATGATTGTAGTGCATTTAATCCACGCCATTTCTTTGGAGTTACACT 

GTCCCGGACTGGCACGGTTCTAAGAATCTAAGTGTGATCTCCCTCGAGGC 

TGCGAGGAAATTTCGAGTCTTCAAGGCTTTAATCGATTACACTGTCGTAC 

CTATAAAGTGGTGGGCACCGGGTTCCTCAAATTTTTTGGTCACCTTTTAA 

GTGGAGGGATTAAATTTGCGCAGCATTGGGCGATAAATTATGTGAGCATA 

AAATTGGTGACCATGGTGTGGAAAATTGTTTATTCCGGTAATACAAATGT 

CCTAAAATAACAATGACCAAAACTTGGGGAAGCAATAAAAGTTGGTAAAT 

AGTCTGTGGGGGTGACTTAATTGAGAGTGAAGCCTTACCGTAACAATTAT 

ATGTGGGGTTATCCGACTCCACTGGACACTGTTATTTCAAAATACGGGGA 

AACACTTTATCTTGGCCAAGTATGTATTTTAATGGGAAATATTTGTCCAA 

CCGTCCCTCGTGGTGTAAGGGAGCATTTTTTCGGAATTTGGGAGCACTCT 

TTTTACAATATTTCCTTGGATGTAACTGTATATTGGTTGTAGCCTTATAT 

TCTGGTTTAGTATTTATCGTAAATCCGATAATTCTAGCTTGACCTAATAA 

AGGTCGGTAATAATACGGATTTTTCACAAGAAATAAATGTGCGATATAAC 

CACATGGAATGAATCATTGTTATTCCATAAGGCGCTGTTAAAATGGGCGC 

TGAAAATCCTTTAAAAAGGACCGTCTTGTTTCGGCGCGTTATAATAATAT 

AGGGGTGCGGGCACACTGTGCGCAGGATATATAAAAATTAGCTAGTTsfCGC 

TAATATGTCTAGGG 

>Sequence 1207 

CCGGGCAGGTACCACTATTTGAGTTCTGCAGTTGGCCAGGGTTGTGGGAG 

GGGCCTCAAAGTTAAGTGGAGACACTGAGATGGACAAGACCAGATGCTAT 

GCACAATGGAAATGCATGGTTGAAGTTTTCCTTCCTGCCTGTGTGGGGCC 

TTAGGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGGAAT 

TTGCTGGGCAAGGAAAATGACGTGGCCCTCATCATCGATGGCCACACCCT 
GAAGTACCT 

>Sequence 1208 

CCGGGCAGGTACAACGATCTCTTTTGTGGTCTTCTATGTCAACTCTCAAA 

CTAATCTCCTACAACTTTTCCACCCCCCACGCACCGTGCCACAAATCATC 

TGTTACCTAACACATAAGTGACAACACAATTCTGTTCCTGCCATTTTCTG 

CTGAAGATTGTTCCAATTTACTTCTCTGTTGACATATAAGTAGCCTTTAA 

AGCTTTTAAGGTCTTTAAAGCTTTAAAGTAGCTTCAACATGATTTTGATT 

CTGCTTTTATTCTCATTAAATGAATATTTCTGGATTGAACAATGAGAGAA 

AATAATAGAGAGTAGGTGGTGAAAAATTAAAAAGTAGGCATAGCAAAGGG 

TCCTATGGTCACAGACGTCAATAAAGGCAATGAAAAATACAGAGCATGAA 

TGGGGGAATTTAATGCCACAGATCGT 

>Sequence 1209 

AGGTACTGATGTGGGCTGAGAGAGCCAACCAAATCCAAGTGGGGTTTTGT 

CAGGAACGGTATTGGAAACTCTGAACTAGATAAATAATTCAAAGGATATT 

AGCTAAAGTGATCAGGGACCAGGACAGGAAGGTACCTGCCCG 
>Sequence 1210 

AGGTACTGACCATAGATATCCCTGGGGGATGTAGTGGATTCAAAACATGA 
GTTGGATTCTCCAACGTGCCATCGGAATTCTTCTAATATTCAGCAGCTTT 
G A TTG TTG TTTTAC ATCTG ACCTGTATTTAG ATTTCTCTG ATTCCTGG A A 
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AGGTACGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 

TGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGG 

AACTATTTATAAACATCCTGCAGGAAAATGGTAAGCCCTTGGTTAAATTT 

ATTGGCTTCATTTATGTATCTCACAACACTTCTTTTCTGTTTTAGTTCTA 

GGAATAGAAACTTACTTTTGGAAATACAGTACCTGCCCG 

>Sequence 1199 

AGGTACAGGCAAAACACATTTCTTGTTTCACACTTCCTTATAACACCCAG 

CAAAATACCAGGGAAAAATAGCAAATATGAATCAATCTTTAGTAAGTTTT 

ATTCTAAACAAAAGGAGTGACTGATGAATCACATGGAACAGAGGGATTGA 

ATTGTTTTTGTTTTTAAATGGGATCAATTCAAGGAGAGAGATGAATATAC 

TAAACTCAGCTCCCCAATATGATCCCTAAACTTAGCACCATTTTGCCGCC 

TGTGAAACTGCCTCTTTTCAGAACTTCGTCAATTCGTGTTGAAGTTGCTT 

TTCTGATTGTGTTTCCTTTATTCAACCCACCATTCTTGGCTAGCCACTTC 

CTTATAACTTTCTTCCTTTCAAAACTCTAAATTTGGGTGTTCAACCTTCC 

TGTAAGGGATGCCTAAACCCCCAAAATTTCCC 

>Sequence 1200 

AGGTACGTATCTAAACCACCGTGAGCTAGGCACTCCCCACCCATCTGCAT 

ACACTTTGTCATCTTTGCAACTACAGCGTTTAACAAGGGCTGGGAGATTT 

CAACTAAAACAGACAGAATGAACmCTTTTAGGGATCTTAGAACAT^ 

GCATGGATAGGTGGAGAATTTGAATAAAATGACCTATAGGGATAACTGTC 

TTTCTAAAGGTCTAAAAACAAACTGTCCCCAGTTCATTAACCAACATATT 

TATTGCCACTAGAAATCAATTTTCAAAGAGTGGTAAAAATGACAGGGACT 

GTAGCCACTGCCCAAAACCCGACTGACAGGGTCTCAGCACTAAATCAAGT 

AAAATTTAATAAGTGTCACTGTCCCAGGTGTGACAGCTAGGATAG 

>Sequence 1201 

GTGCCACACTGGGCCAGGGTAGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTATAGCAAACTCCCAGAGTCTAACCTG 

AAAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACG 

CTTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGA 

GTTACTGTGCACAGTACCT 

>Sequence 1202 

CCGGGCAGGACGTATGTTGAAAGAGGTAAATAAATGTATGAAAATATAAA 

GCATTCAGAAGACAATTGTCCATAAAAAAGAACCAAGTGGGTATCCTGGA 

AATTCAAAATACAATGTCTGAAGTTGAGAATTAGAATTTGTTACCAAACC 

AGATGGCACACATCAGAAATCTGAATGAGAAAACTCAGAAGCAAGTTAAC 

AGAAAATATCCAAACTGAATCACAGAAGAAGACTAAAAGAGAGCATGGGA 

GTTATGTGAGACACAGACAAAAGTTCCAACATCGATGAAATTGGAATCCT 

GGAAGAAGAGAGAGGGGAAGGGCAAGAGAAATATTTAAAGAAAAAAGTAA 

TTGAGAATTTTCCAAATCTGATGAGAAACTTTAAATCACTGAATCAAAAA 

GtTCACTAAGCCCAACAGGGTGGACACAAGTGCACACACAAACATACACA 

CAAAACCCATCCAAGTACCT 

>Sequence 1203 

CCGGGCAGGTACTTTN 11111 I I ri l i riCTCTTTTCAATGACAGCCTAG 

TCTTTATTGCAGGTTTTTTATTTTAATTTAATACCAGAGAGCCCTAAGCC 

AGGATTTATTTTTCCCATATGAAAATATTTGGGTCTGACTCTGAAGTCTC 

AGAGCGGTTGCTGAATTCTTCAAAGTGAAGAGTGAAAAGCTTTGTAAGTT 

TCTTCAAGGCATTTCATGTGTCATTGT7TTCTCCTCCCAATAGAGATTGA 

AGGTAATGGTGATGTCCGCCAGCACATCACCTGGATTAAATTTTTGCTGA 

GCAAGAAATGCATCGGCACCTTACCTTACTAATAAATTTAACAGCCAGGC 

CCAGGGGAGCAATTCAGCAAGGTCCATTTTTTTTCACCAGAATGTTTTTA 

CTTTTCAGATCTCGATGGGCAATTGCTGGTTTGCCTTGAGTACCCTC 

>Sequence 1204 

CCGGGCAGGTACAGACTTTATTCTCTATTTCAGGGGCCTTGTTTATTAAG 
CAGACAGAACTCTGCTTGATTATTCCATGAAGTCGCCAACCATTAATCAT 
GCACATTTGTTTAACAGGTCAAATGAAGAGAGGAAATTTGTGTGCAGTCA 
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>Sequence 1191 

™^ CTCGAATATACTCC ^ CTA TGCCGTACTCAGTACAATATITATA 
>Sequence 1192 

>Sequence 1193 

^^^^^^^^^^GGGACCAGGACAtKWUWH^SJxnSoCOG^ 
sequence 1 1 94 



GGTAG 



A^G A £7l^£^ 

A . CTG . , ^C^^j^rGATT^GATATATGGAGAGAGAACAT 

ATTTAACTACAGTACCT 
>Sequence 1 195 

TAAGTTGAGGGGTTAATTTGCCGCCGCTTTGGGCTGTAATTCATTGGTTr 
A TAAGCCTGGTTTCCCTTGTGTGGAAAAATTGTTAAT^^ 

>Sequence 1196 

ST^r ^ ^^^^GGTGG^ACCTTGCCCCGGGGCGGCTCG 

rr^JI™ AAACT1 ^ AGmCCC ^AATTGAGGGGmAAAtr 
GCGCCGCTTTTGCGGTTAATC ATGGTTCAT AAA 
>Sequence 1197 



TAA 



r TrY AA J A ™ TCTCCTCCCCAGA '^ CTGAAA CAATAG 



>Sequence 1 198 
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AAAATCAACCTTGACTCCACTCAACTATTATTCCAACTTCACCTAAAACT 

AAATTCACAAGTGTATTTGGGTCTATTTGGGAATCTCTGTCCTGTCACAC 

TGGCCTGTTATTCCTGAGCTGAGCACTGTAGCATGGACCAGACCCCACAC 

ACCTCTCTTCTTTTGCCAGAGGCTCATGGCACTTCTGTAGGTCATTTTTT 

TTCTTTTTTGAATATACCCTTGGTACCTGCCCG 

>Sequence 1180 

CCGGCCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAAATCCATATGCCCAT 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 

TGTACCT 

>Sequence 1181 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATGAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

>Sequence 1 1 82 

AGGTACACTGATCGTTTCTGCAGCTGCAGATTCTGCTGTTCGACTCTGGT 

CTAAAAAGGGTCCAGAAGTAATGTGCCTTCAGACT 

>Sequence 1 1 83 

CAGTGCGTTTTTCCCCCCTGTGAAGACTTTCCTTTGGTGCCGCTACTCTC 

TGTTTCCAGAACCCTTGCCGGCTTTAACCGGGATACCTTGTACCGCTCTT 

TTCTTCCCTTTCGGGTAAAGCGTGGGCGCTTTTTCTCAATTAGCTCACTG 

CTTGTAGGTA 

>Sequence 1 1 84 

AGGTACCTCTCCACAAGCCTGAACATGGAGTAGATGCATGGCACGGCCAG 
ATTAATGCAGGACGCAACGAAAGGCAGTAACAGCACCGCCCCAGGGTTAC 
TGTGTGTCTTCAGGAACTCTAAGTTGTACCTGCCCG 
>Sequence 1185 

AGGTACCTCTCCCAAGCCTGAACATGGAGTAGATGCATGGCACGGCCAGA 
TTAATGCAGGACGCAACGAAAGGCAGTAACAGCACCGCCCCAGGGTTACT 
GTGTGTCTTCAGGAACTCTAAGTTGTACCTGCCCG 
>Sequence 1 1 86 

AGGTACAAAGGGAATAGATAACAGGGACATTGATCTAAAGGGAGGTTAGG 

GAGGACTTCTTGGAGGAAGTGGTATTTGTGTCTGAGTTATATGGGATGTG 

TGGGATTTCTTAGGTGAAAGAGGGCAGAGCAATACGGTGGTAGGCTAGAT 

CTGTGCAGCGGCTTATAGACAAGACTGTACCTGCCCG 

>Sequence 1187 

TAACCCGCTAAAAAAGGGCCCGCGCTTGCTTGTGCGGTTTTTCCATAAGG 

CTCCCGCCCCCACCTGTAACGAGCCATCAACAAAAAATTCGAACGCTTCA 

AAGTTCAGAGGTTGGCGAAAACCCCGACAGGGACTTATAAAGATTACCAA 

GGCGTTTTTCCCCCCTGGAAAGACTCCCCTCCGTGGCGCCTCCTCCTGGT 

TTCCCGACCCTGGCCCGCTTTACCCGGAATACCCTGCTCCGCCCTT 

>Sequence 1188 

CGAGCGGCCGCCCGGGCAGGTACCTTGGCAATAAGTTGCTAGTTATCTCA 

GCCTATAAAA TGTA GGGCATATGGACATTAAGATTATAAATTAGCTTTGG 

TGTAATCAAATTTTATAATTTGTAAACTGGACTATGTTGTGCATCCTTTC 

ATAGT 

>Sequence 1189 

CCGGGCAGGTACTACTGACACTGAGCCAATGTATGCTATCAAGGAAAGCT 
TTA TCTG TCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCAC 
TTCTTTTCCTACACACAAACTATGAGGAGAGATCA 
>Sequence 1190 

AGTAAATCATTGGTTCAATAGACTGCTTTACCTGCTGTGAAAATTTGCTT 
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AATAGTTTGCATGGTATTTGATTAAATGGAACAGTTGGATCAGTACCT 
>Sequence 1 173 

CCGGGCAGGTACGCGGGGATCTCACTCAATCTTACTCCCTTGTTGAACAG 

GCGATATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAAT 

GTTCCACCAGACGGTGTGATATTTAGTAGCCCATAAAGCTGCCAAGGGGT 

TGAATGACACTATCTGAAGATATGAACCAGGTTGCTCTCCATAGGGAGGA 

TTTCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGT 

CTATGCCATATGAGTTCTGCTGTCTGCGTTTGATTTAGAATGCTGAGCTG 

ACTCAAAGTCAAAACTGTCTCGCTCTGAAGCCAGGCTGGAGTACCTTGGC 

CGCTCTAGAAAT 

>Sequence 11 74 

CCGGGCAGGTACGCGGGGATCTCACTCAATCTTACTCCCTTGTAGAACAG 

GCGATATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAAT 

GTCCCACCAGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGT 

TGAATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGA 

TTTCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGT 

CTATGCCATATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGA 

CTCAAAGTCAAACTAGTCTCGCTCTGTAGCCCGGCTGGAGTACCTTGGCC 

GCTCTAGAAC 

>Sequence 1 175 

CCGGGCCGGTACTGAACTTATTTTAAGTCTCCAATTTATTTGAATATAAA 

TTGTTGGGAGCTGAGAACATTTTTTATTTATATGTGTATTCTGATTGTTT 

ATCTGTGTTTGGCATATAATAAAAGTTGATTGAGCTGAAGGACTTAAAAA 

CC TGAA GCACACCTTCCATGCTTTTCATTTGCITTACCTCTGCATGGAAC 

ACTTTTAATCTGTCTCTCCTGTGTGAAACTTCTCTGAAACCCTTACCAGC 

TGTCTGTGCTGCTACTTGTCTGTTGTACCT 

>Sequence 1 176 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATAGCTGAT 

CAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTAGAGATG 

TGCAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTGCTGAGGTGC 

TCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCCTGATAGAAA 

ACACTGCT 

>Sequence 1 177 

CC GGGCAG GTACAAATATTGAAGGGGAAGAAAATATAATTGTCCTTTCTA 
TCTTTTTTCTCATAATTTAGCTCTTTCTCCACCACGTCATGCAGCTGAAT 
TGAGCCAAGCATTAGTGGTAGGGATAAAAATAATGCCGGAATCACTCTCC 
CCCATTTCCAACTTCCACTCTCTTCATGTGCGCAGCTGCACTTCGTACCT 
>Sequence 1 178 

AGGTACAATACTAGAGAAGGGAGAGAATATAGTTAGGACAATAAATTATT 

GAACAAGTGATTTTTCTGTGATGACTATACCCATTTTCCAAAAACTAATT 

TCATTTTTGGTGTGTGTGTGAAGAAAGTTTGGAGGCTTCAGTTTCAATCA 

CTGTGCTCAATACTTAATTTTCCATTATTCACAGAGAAATTGTTTTTCTG 

GAAATTGGCAAGAGGAAGGAAGTAATAATAAAAGATGACTTATGCAGATC 

CCATGTGACCATCTTACATTCTTACTCTTGTGCCACTGTTTCCCTGGCAG 

T CCGT TACTGGTTTAAAGAGCACTGGGATATAACTCTAGAAATACGGATT 

ATTTTCTCACCTCTGACACTCATTCATGGCGGAGCCTTAACCTTAGTGCC 

AAGGTTATTG 

>Sequence 1 1 79 

AGGTACTTCTTGGTTTCTTGTTTACAGAGTAAGATATGGATCCAGATTTA 
TTTTATTTCAAATGGCTACCCAATTGTCCCAAAAACCTTTATTAACAATC 
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AGACAATCTTACTCCAGGTCTCCTTCCACTTTGGTGCCTCTAGAATGTCA 

TCTCCCTCCCCTCCTCTTGGAAAGGAGTCACTCCACCCCAACCATCCAAA 

GGCTGATGGGCCCCGCTGCCCAACTCAATCCCACACAGTGCCTTGAGCCT 

AGGTGTGTTCCACTGTATGCACAGCCCTACACATGTGCCTGGAAGGGGAG 

GGGCACTTTGCATCAACTCACGCCCCCCGAGAACTTTGCATGGGGCTGGT 

GGGACCAATGGTGAAAACCACCTTATCACTGTTCATGGAAGGGCAATGGC 

AGGGGGTTATCTTAGCATTCCTTATTTCAGGGTCAACCCTTTCCAGGCTT 

TCCTTTTTGGAACTATGCCTATCCAAACCATTCTCnTGGCTTTTAAAACC 

CTCAATGACCACCCCTTTTGACCAAGCCTTTTCCAAACTTTCTTGTTTTA 

CAACCTGGTTTAGGAAACAACCAACCTCTTGAATGGGAACATGAACCTTA 

AAAT 

>Sequencel!67 

CTCTGCTCTCATTTCCTGCAGATTCTCTGAAGCCTATCTGTGCTTCTCAG 
TATTCTCTAGCGGAGTTGAAAAACGCCCCTTAGAGGTGCACAGTTAATTA 
TAGAAGCTGTTAGCT 
>Sequence 1 168 

CCGGGCAGGTACTACTCAGAGAATTTCATTGCTACTGCCTGTTCGTTAAC 

CTAGCAAGTGAGTAAATTGAGGCTTTAATTAAAAAAAAAAACGGTTGTTG 

TTCTTTGATATACATTTTGACATAGCTCAAGCTTCAACCCTGCCCAGTTC 

CTATGCTCAGACCCCATCTTCAAGGATGCTCCTCCTGCCTAACTCCTCTC 

TC AG A AT ATTG mTI TCCTTTCCCGTTTAATCCCC AGGCTG AGCTCCTG 

GGACCAATCCTGGTTCAGGCTCCTGTTGCCTGCCTCATCCCACAGCCGTC 

CATAATTTGGTGGTTACGTCATGCACCTGAAGTGGTAGTGAGCATTTATA 

GTAATAAAAATCATAGTCTCACACTGCCATTTTCAGTCACACTGATTTAC 

AGCCAGAACAT 

>Sequence 1 169 

GGCGCCATGGCTCACGCCTGTAATCCCAGCATTTTGAGAGGTCGAAGCGG 

GCGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAA 

CACCATCTCCACCAAAAATACAAAAAACTAGCTGGGCGTGGTGGCGGGCG 

CCTGCAGTCCCAGCCACTTGGAGGCTCAGGCAGGAGAATGGCGTGAACCC 

GGGAGGCGGAGCCTGCAGTGAGCCGAGATTGCGCCACTGCACTCTAGCGT 

GGGTGACAGAGCAAGACTCTGTATTAAAAAAAAAAAAGTAACTTTGAGTG 

AGGATGCACTTGCCACTAGCTATGCCCTGTTTTCTTGTGACAATCACGCC 

AAGAATGATGAAAAATCCTAATAATCCAGATAGATAATCCTTAGAAGTTA 

TTTAACT 

>Sequence 1170 

AGGTGCTTTCTTTTTCTTTCTTTCTTC rTTTTTTT I AGCCCTG AG ATGTA 

T7TGACTTCTGAACACCTAGAACCCTTTGTTTTCTTCTTTCCTGTATTCC 

CTGACCCTTTATTCCAGTTCCAGCTTGCTATTTTTGTTTGATACATTTGC 

AGATTCACTGAAGACCACCCAGCCCATATATAGCTAGCTCTTCTGTGAGA 

TGTGTATTTAACCCTGAAAAAACTAATGCAAGAAATAGGAGAGATGACCG 

AAAGGAAGACTCATAGATTCTTTTCCCCCCTGGCATTGCCCGGAATTTTA 

ATACATTCTAACCACTTATGAAAAGGCTGAGCCTGCTTGCTTTAATATAA 

CTGAACCTTGCCCG 

>Sequence 1171 

AGGTACTAACATCAATAAGTCGAGAAAATTATATTAACTGAAAGAAAACA 

AAATAATAGAGAATTTTATTAAACGTATTTCTAATGTTTCTCTTCATGTT 

TGGAGAAAAGCTGCCACATAATTAAAACAATTCTTACCCTGTAAAACTGA 

TTGTCTTCCAATCTCAGGAGGTTTACATTAACAGGAATATAGAATAAGAA 

ACAGGCCTATGGCCGGGCTCCGTGGCTCACGCCTGTAATCCCAACACTTT 

GGGATGCCGAGGCGGACGGATCACGAGGTCAGGAAATCCAGACCATCCTG 

GCTAACGCGGTAAAACCTAATCTCTACTAAAAATTCANAAAAAAAAAAAG 

AATGAAAGAAAAGAAAAAAAAGTACCTGCCCG 

>Sequence 1 1 72 

CCGGGCAGGTACCCTCCAGGCCCTGTGTATTATTAAGATCTTTTAGTAGC 
GAGTTGCTCTTTCTCTGGGAAATCGGCTGTTAAAGTCAGAGGGAGCTCTT 
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CCGGGCAGGTACTGTGTATCATCGCAGTCTTGCTTTTTTGAGTAATGGAT 

TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 

CCAGGTGCAGTGCTTACGCCTGGGAGACCAAGGTGGGAGGATCACTTGAG 

CTCAGGAGTTTGAGACCAACTTGTACCT 

>Sequence U60 

AGGTACATTTTCAAATGGTTAAAATGGTAAATTTTATGTTACATGTATTT 

TACCACAATTTTTTTATAAGACCAGATTTTAAAGAGAATCAAACAGAACC 

TGCAGAAATAAAAGACATAATAATTGAAATTAGTTCGATGGATGAATCAA 

ATAGCAGATTAGCTCAGCTAAAGATGACTGTGAATACACAAAATGTAGCA 

TGGTGATACAAAAATTGAATATATCAAACAGAAGTTATGCAACATGAGGA 

CAGAATAGAATGTCCAACATATCTAAATACCATTCAAGAGGGAAGGAAAA 

GAAAATGAGAACCAGGCAATATTTGAAGATATAATTGCTGGGACTTTTCC 

AAAAACTGCTGTAGTTTCTGGAAGCACAAAAAATTGCTAGTAGGATAATA 

AGAAATCTATACCTAG 

>Sequence 1161 

CCGGGCAGGTACTTATTCCCATTTTATAAGCAAAGAGGTAGGACTGGAAA 

GGTTAAGAGCTTACTCAGCGAGAGAGAGCTGGTAAATAAAGGAGTGAAGA 

TTCTAACCCAGATGGAATGTCATGCCGAAGCTATTAGCCACTAGAAGATA 

ATACCTCACTTGCACATTCTGCTGCTGCTGCTGCTGCACCTGAGGCCTTC 

ACCTGGGCTCGGTGGTGAATGCCCTAAGATGGTTCAAAAACTGCATGTGA 

AAAACTGTTTTAGGCCAAGCTATCAACAAATCTTCTGGTGATATCAAACC 

TGGTGGCACAGATAAGAGAAATTTGAAAGTGACTTTCAAAAGCAGGGTGG 

AAGCCGTAGTACCT 

>Sequence 1 162 

AGGTACTCCATAATGGATGTGGGCCAGGGTAAAAGCAGTTGTTAATGTAT 

ACAGGAGAATGCTCTCAACGTAAGAGGCTACTCCTAGGTTTACCACTAAG 

ACAACCAAGAAGAGAGGAACCAGCAACCAATTCAAAGTTGGACACCGGGT 

ACCTTGCCCG 

>Sequence 1 163 

AGGTACATTTTGAACAATCTACTCTTCAAGTGGATCATTTACAAAACAAG 

AACATAATTCCCTGAATCAGTAAATTTTATTTTCATGAAAGGATGACAAA 

GAAATTCCATTTACACTATCACGATTTACATTTTCCTACAATTCATGCAG 

CTTTCTTCAATTCACAATCTACAAACCACAACAATGCACAAATTTGATGT 

TAGAGGATACTTTAATGTTTAGTTCTCATCTCAACAGTCACTGTTGCTAG 

TGTCTCTCATTCTCACTCTTCACTGTTACTTAAAGAACAAAGAACTAAAG 

AAGCCAGAAAGAACTAGATCAAGCGATGAGACCAATTTTCAGGGTAAGGC 

ATAATAACATTAGCTAGTCAAAAACTGGAGTATTTCTATCATTTAATCCT 

GCAAGACAATAACCTGCTGTTTTCCCTCACTTTCCTTCCAATAACTTGAC 

AGAAGTCTGGGGAAGGATGGATCCCAAGCAGAAAACCTTCACAAATGTGA 

AAGAAAATGGAAATCCTAGCATAGTCACATGACTAACTAGAAATCCCAGA 

ACTCTGTCAACAACCTTTGTTTTCAATGCAGAAATCATTTCTGTACCTGC 

CCG 

>Sequence 1 164 

AGGTACACTGATCGTTTCTGCAGCTGCAGATTCTGCTGTTCGACTCTGGT 

CTAAAAAGGGTCCAGAAGTAATGTGCCTTCAGACT 

>Sequence 1165 

AGGTACGTTGTCAGGACATTTTGTAATTCGGTATTCTTGGTCTCCTGGCC 

CCAATTCTAAAAAAAGTTCACGTTTTGATGAAAAAAAGATATGGGCATTA 

TGGATGTTGAGGAGATCACAGCTCNAAGATTGACAGGGGCCCCAGGGCAT 

ATAAGAAACATATGGTACCTGCCCG 

>Sequence 1 166 

CCGGGCAGGTACTGGTCTGTCTGCAGAGGCACCAAGATGATATCTTCCTC 

CACTGTCAGAGTTATTTAGGAAAAATAATCTCTGGCATAGGCCGAGTGCT 

CATAAATACTTCACGATGAGACAATAAAGCCGCTCCCAGGTCCTGGCATG 

GCCCAACCTCAGGACACTGGCCTACACATTTGCAGGTAGAAGCAAAGGCC 

TGCGTCAGGCCTGTGGCCAGCTTTTGCCTGTGCGGGAGGCTCTAAAATGA 
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AGACCATAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAAC 
AATACCACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAA 

GTGAACTGCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCC 

CTTAATGTACCT 

>Sequence 1153 

AGGTACCAACCAGGGCTTTGATTTTCATGCTGTCCCAAAGTTGCAGACAT 

GTTCACGACACAGCTGCGTTTGTTCCTTCATCTTGTTCAGCAACCTTTGG 

TAAGAAACTACCATATTTAAGATTGGTATTCTAGATCCAAAAGAAAAATG 

CATGTGTTTGCTGTGTGTGCATGGGCACATGTATGTGTATGTCTGTCTGT 

AAGGATAGAGAATGGCTGAAAATTCACAGGTTTTTAAATTCTTAAAAACA 

GGAACGAAGGAATTCTAACAGCTATGACTCAAAACAAGATTCTAATAAGT 

TCCATGACAAGTAAAACAACTATTTATTGAGATGTTAATAGCCTTGGTAC 
CTGCCCG 

>Sequence 1 154 

CCGGGCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAGATCCATATGCCCAT 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 
TGTACCT 

>Sequence 1155 

CCGGGCAGGTACATACGTAACAGGGACTGGACCACTCCTCCCTTAGTTTG 

TTGTCCATTTCTCCAGTCAACATGTATTTACTGAACACCAGTTATGCATA 

AGGCCTTCTGCTGTCTCTCATTAGCAACGGGAGAGTGAACCAGACTAGAA 

AGGACAGACAGGTAACTGTCTATATCTAAGAACTCTTTCTTTTGGAAATC 

AAAACTCATCTGCAGAGAATTAGTCTTGCCTCTGTCCAATTTTCCTCCTT 

ATGGCCCCCAACTTCCACTAAGGGTCATGAGGTTGGAGGAGGGCTCGAGG 

GGCCACTGAGTGAATCCCTCTGCCTAGAATCAGCAGCACACTTATAGGAT 

CCTCAATGCACAAGAACCTGTCAACACAGAACAGCTTTCAGAGAATACCT 

CCCCTTTCCTGGCACCCCCAGTCAAGCTCTTCGGCGGGAAAACAT 

>Sequence 1156 

AGGTACAGAGGGAGGCAGTGAAGTCTATCATTCCATGCTCTCAAATGTTA 

ACTTTCTGCTTTATATACATAGCAATGCCTCATTTACCTAATGTTGGGGA 

GT ^GGT ATTATATGTGAAAATTTTATTTTAGCTATACCTT^ 

AATTTTTACAATATATGCTTTGGTTATTATTACTAGCATACTGGCAGTAG 

TTGAGTGAGGCTATGAGATGATCGAAAAATGTAGTTTGATGTCCACTGCG 

CTTTTTGAATTATTGAATCTACTTGAGTCGATTCAGTAGTCAGTCTTTGT 

CTTCTTTCAGTGGTGGAAAGCCGCTCTCTTGCTGCTGTTAGTATCCTTGC 

TGCCCTCTTTTAAATTTGCAGCTTCTTATCTGTGGAGTAGGAGCTTTCTG 

ACATTGAATGTAAAACAGCTAAATTGGCTTACTTATGTTCTACCT 

>Sequence 1157 

AGGTACCATCATACAACATAATTTTAAAAGCTTCACTGTTTCAATAAAAA 

AACTAATATAATCATGTTTATCTGACAGACCCATTGCTTTATTCATTATA 

ATCAAATAGAAO^AGGAAATTTATGGTGTTTTGAGAATGCATGCAGGT 

TTTTCTTTITTGTTTTTTTCTTTTGAGGTGTGAATACAGTAATAA 

TGACTAATGCTTGAAAGGCTTGAAGAAGGGACTAGCGGTGGAGTCCAAGG 

ACAAGAAGAGATGAGAAGCTTTTTTTTCTTTTCTTTTCCTTT^ 

GAGGGAAGAAGCTATGTAAATTGGACTGGGAATTAATATCCAGCTTCAGT 

CAGAGAATAAGAAATAGCTTGAAAGTACCTGCCCG 

>Sequence 1 1 58 

AGGTACTTTTAAAACATTTTTTCCTTGAGAAATCATTGCCTAAATCTCAT 

ACATATGTGCTTCTCTGCAGAAAAAAAAATGAAATAAAATAAAAATCTTT 

ATTTCCAATGAGCTAATGAGGAAAAAGGGGATGATGAAAAAACAGGGAGT 

GGGAGCAATTTTGAAAATGGAAAGAATGCTGAATACCTACATGATGCCTA 

ATTCAGAAGAACATTCTGGTATGTAGGACATTATTTTCAACTCTATCACT 

TACGGCAGATTTTTTTTTTATATGCAGATGTATCTCTACTCTCTAAAGAT 
GTACCT 

>Sequence 1 159 
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AGGAACAATACAACGCAAGTTTTCTTGCAAACAAATATTGAGAAATGTAA 

CAAAGGGGAATAGAAGACAGTAGAAATGATGAAAAGAATCGAGTAGGAGG 

GGACGAGTAAGATCAAGCCAGGTCACGAACCGTCGTGGAATGTTTATTTT 

GGTACTCCTAGATTTCAAAAAAAACCAGGTACCTAAAAAATTTTGAATTT 

CCCTTTATTATTTTCTCTATGGAAAACAACCGCAAACTTCAAGTTTAAAA 

AAGGTAATTTTTTTAAGCCTCCGGAATGGACTTTGTTTTTTACATTTC^ 

TCTAAATAATAAATTTTAGTAAAATA 

>Sequence 1 146 

AGGTACCCAATTATGATTTTTAAAAATGCAATGGCATGAATAAATAAATG 

AGTATACCCATTTGTTGATCTTATTCCCTATTACTTCAAATTTGTAAGTA 

TCCTTAGTGGAAAAGAGTAATGTTCATTTTGGAAATAATCATGTCTCAAC 

ATGATTGGGGTCTACTCAAGGGGGAGGGTGGGAGGAAGAATAGGAGCAGA 

AAGGATAACTATTGGGCACTGGGCTTAACACCTGGGTGGTAAGATAATAT 

GATCAACAAACCCTTGTTACACATGTTTACCTATGTAACAAACCTTCACA 

TGTACCTGCCCG \ 

>Sequence 1147 

AGGTAC TTGCAAGAA ACCTCAGGACTTGAGTAACAGCAACATGGTAAGTT 

TTCTAAGTTTTCTTTTTGTCTCCCATATACGCTGGGCTGTGCTGGAATCA 

CCAACAGGCACAGAAAAAAATGACAACAAAACAACAACAAAACCCCCAAG 

AATATCCTGTTGTCTTTGGCCAAAGTTCAGGAAAGGGGAGCCCCAACAGA 

GACCCAGTAGGAAGCTCTAGCCCCTGTTTTGTACCTGCCCG 

>Sequence 1148 

AGGTACTTAGCTTTGTCGTCTTTCTTTCCTCCTCTTGTTTGAGTTTAGTA 

TTAA TAAAAGTTGGACTGAGAAAACCTTTTTTTACAATCrTATGGGTtAT 

TTTTAGTGTAAACGTTTTAGAAGTAGAATATACATATAAAAACTGCACAG 

ATCAAATGTGTGCATCTCAAATGGTGTTCCATTTTCAAAATATGAATACA 

TATGGGCAGCATTTATATTTTTAAAATGTCAGAAGGTGCCTTCTCATGCC 

CTTTCCACTTCTCACTCATTGTCCCTCAACCCAGGCATAACTACTCTCCT 

GACCTCCAACATCATAAACTAGTTTCACAAGCTTTGAAACTATATCCAAA 

TGAGTCATACAGGATAGATGTTCACAGAGCCTACTTAGATATTATGGATC 

CTTGCCAGGTATATAAAAAGTGTTGCAGATAAGCCCAACAAACATCTGGG 

CTGGTGGTGCAGGGGCAAAATAATTTACGATGACTGTTGTAAATAAAGAA 

AGGTCGACTTATGAGAGAAAATATAAAAATATGTTGCAAGAAAGCAATGA 

GCACACCATCACGAGAGAAGCCAACTGCAATGAAACCAAGTGTTTCTGGA 

TATTTTATAGGTTAGAGTTTATGCTGTGGGCTGAAGAGAGTTTGGGCAGT 

ACCTGACCGGGCCGCCGACCGGGCAGGACTGCCATTTACTTTATTAAGGC 

CCCCTAGCTTTGGAATTTTTGAATTCCACCAATATT 

>Sequence 1149 

AGCGGCCGCCCGGGCAGGTACCTTGCAAGTATTAGACTTAGAATAAAACT 
GTGTTGACTGATATAACTGATGCATGGTTGGAATAGTAGGTTCTTGGGTA 
AATTAATCC 
> Sequence 1150 

AGCGGCCGCCCGGGCAGGTACCTTGCAAGTATTAGACTTAGAATAAAACT 
GTGTTGACTGATATAACTGATGCATGGTTGGAATAGTAGGTTCTTGGGTA 
AATTAATCC 
>Sequence 1151 

AGGTACTATTTTCAGATGGTAGGGATACAAATATATTTTCCCTATATTCA 

AGGGATTTACAATTCAGTAGCAGAAACAGACATGTAAGCAAATAACCGCA 

AAACAACGTATTAACTACAATAGCGTTGTATTCAAAACATTATGGAAAGA 

TAGTAATTAGCAAAACTAAGTGATTAATAAAGTTTCATTAAATCTGGCCA 

GGCAGGGTGGCTCATACCTGTAACCCTAGCAGGTTGGGAGGTTGAGGCAG 

GCAGATCACTTGAGCTCAGGAGTTCGGACCAGCCTGGGCAACAAGGCGAA 

AACTTCTCTCTACCAAAAAAATACAAAAAGATTAGCTAGGTATGGCGCAT 

ACCTGTAGTCCC 

>Sequence U52 

CCGGGCAGGTACCCTTGGTTTCTCAGACAACTCACTGATTTATGGTCTTG 
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GACCTCAGATGTGCTGCTCATACATTTGAAGTAGCCCTGACTTGTTTTGG 

GGTGTGGAGGGGGCTTTTCATCAGTTGTCTTGGCGAAGTGCCAGCAATCA 

TTCCAAATTGGACCGAGTTCTTATTTTACTTGGGAAATAAAAACTAATGT 

TTTATGCACATCGTTGAATGATTAGAACCAAGACTTTGTTTAAAATTATT 

AAATTGAACAATGTTTGCCAGGATCTGCATGTTTCTCCCATTTTTCCTTT 

AAGAATTGTAAAGTAAAAGCCCTATCCCGCTTGCGTTGTTGGGATTTCCC 

AGAAACGGAAATTAAGGTGGTCCCCCTCTAAAGTCTTTAGGGGC 

>Sequence 1 140 

TTCGACTACTATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGT 

CAATACTAGAGAAGGGAGAGAATATAGTTAGGACAATAAATCATTGAACA 

AGTGATTNTTCTGTGATGACTATACCCATTTTCCAAAAACTAATTTCATT 

TTTGGTGTGTGTGTGAAGAAAGTTTGGAGGCTTCAGTTTCAATCACTGTC 

TCAATACTTAATTTTCCATTATTCACAGAGAAATTGTTTTTCTGGAAATT 

GGCAAGAGGAAGGAAGTAATAATAAAAGATGACTTATGCAGATCCCATGT 

GACCATCTTACATTCTTACTCTTGTGCCACTGTTTCCCTGGCAGTCCGTT 

ACTGGTTTAAAGAGCACTGGGATATAACTCTAGAAATACGGATTATTTTC 

TCACCTCTGACACTCATTCATGGTGGAGCCTTAACCTTAGTGCCAAGGTT 

ATTGGCATTTAACTNTACTATTTAACCTTGCTGAACTACAGTGTCCTTCC 

TCAATGTCAGAAGAAGCTTAGATAGTTAAATAACTTCTAAGGATTATCTA 

TCTGGATTATTAGGATTTTTCATCATTCTTGGCGTGATTGTCACAAGAAA 

ACAGGACATAGCTAGTGGCAAGTGCATCCTCACTCAAAGTTACTGTTTTT 

TTTTTTAATACAGAGTCTTGCTCTGTCACCCACGCTAGAGTGCAATGGCG 

CAATCTCGGCTCACTGCAGGCTCCGCCTCCCGGGTTCACGCCATTCTTCT 

GCCTGAGCCTCCAAGTGGCTGGGACTGCAGGCGCCCGCCACCACGCCCAA 

CTAAGTTTTTGATTTTTGGTGGAGATGGTGTTCCACGGGTTAGCCAAGAT 

GGTCTCGATCTCCTGACCTATGATCCGGCGCTTCGACCTTTCAAAGCTTG 

GAATACGACTGAAGATTGGCCCCCGCCGTCTTGAACTATGGATTCCCCGG 

CTTGAGGAATTAATTTCA 

>Sequence 1141 

ACGTACCAGTGAGGCATTTCCTGATTTTTACTCATAATATTTACAAAGAT 

TAAAAGAGATAAAATTCCAAATGTGAAGGCTTAAATTGTTCAAATCCTTA 

CTCAAAGAAATAGTGGGAAAGGTGGGTAAGTCAGAGTCTGCTGCGATGAA 

GGAAAAAAATCAAGTTAATCTC 

>Sequence 1142 

AGGTCAGAATGAGCTATAGCCTGCAGTGACAGAAATCTCCAAGTAAGGAG 

TATACACTGATTGTCATGCCCTTCATTAAGTTTAGGCCTGTAGTTTAAGT 

TCTTTTCAGTATGTGCCATGAACAACAATAANCAATGTACCTTGGTGTAC 

TTCCTTTGAAAGATGGACATTGAAAGTAAAAAATCAGTCACTATATAGGC 

ACTGCTGTATGGGAAAACGCTTTTTGTGTTTCTTACAAATTGTAAGCGGA 

AATGCCTTTGAGTACCTGCCCCG 

>Sequence 1 143 

AGGTACACCGTAGCTTATTTCAAGTGACACAGACCAGGCAACTGACAAAT 

ACCGACAAGTAAATATTGTTCATTTTCCTAGGTAATCTCTATAATCAAGG 

GGACTGATTTTTATTCTGGAATTTTCCCCAAATGTTTTCTTTGTAGAAAT 

TATGTTGCTCTCAATTGTGTGCATGGTAGTACCTGCCCG 

>Sequence 1 144 

AGGTACTCTAACCTGGGCAACAGAGTGGGACCCTGTCTCAAAAAAAATAA 

ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 

GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGCTCAGTG 

ACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAGTAGTAC 

CTGCCCG 

>Sequence 1145 

AGCGGCCGCCCGGGCAGGTACTCTGACGGAGTTACACACCCCCAGCTATG 
AAGTAGTCTTGCCAAAACAATTGAACATGACATTTCATCAAGCTCTTAGA 
ACCGACTATACCAATTTATGGGATAAACAGAGGACCACGTGAAACAAAGC 
CATTAGGGATGCCATTAAGCCAAAATGTCAGACTTATAAAAAACTTTTAC 
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>Sequence 1 134 

AGGTACCTACATTCTAAAAGTATAATAAAAATATACAACAATAAAAATGT 

AAACTGTAGGCTATAAAGAAAAATAAGAATGTTAAAATAATAACAAATTG 

TGCCAAGAAGTTATAAATCATCTGGTAGGCAGTCCACTGGTAAAATTAAG 

AGTTATACATAGAAATGACACACTGAAATAAAACTTTTATTTCTGCCTCA 

TTTCTCAACTAAAACACCAGTGACACTTAGCACAAAGTTCACATGCACAA 

CTGTTCAATCACAGTTTATAAAAGCACCTGAACATAACACAAAGCCAAAG 

CAATCCTGGACAAATGGACTAAAGCTGGAGACATCACACTACCTGACTTC 

AAAATATAATACAAATCTATAGTAGCCAAATCAGTATGGCACTGGCATAA 

AAACAGACACATAGACCAATGGAACAGATAGAAACTCAG 

>Sequence 1135 

AGGTACCAGCTGCCATCTGTCAGTTAAACTTCATAACACACATACCATAG 
GGATGAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCA 
GTTCCTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACA 
TCC 

>Sequence 1 136 

AGGTACCCCCrCTCGTTCCCTTTCAGCTTTATCCGTGCTACATAGGGTTC 

ACGTCACCCATCTGAATGTCCATCACATCATAACATCAGATCATGGTTGA 

GAGCTGATTACATGCTAATTGCATAAACTCATTGAATTTTCACAACCAAC 

AGACAAGATAGATATGGACTGACATCGCCTCCATTACACTCATGGTACCT 

GCCCG 

>Sequence 1137 

AGGTACCATCGATCCTAGTGGGACGCGATCCAAAAATATGCCTATTAAAG 

ATAATGCTTTGGTTATGTTTAATGGGAAAGTCTATCTGTTGGCTAAAAAG 

GGGACAGATGTTCTGCCATCACAAATTGGCCAACAGAATTCTGTTCTCCT 

GATACTCCAGTAAGAAAAGACACGTTACAGACAGTGAGTTCAAGTCCAGT 

CACAGAAATATCCAGAGAGGTTGTAAATATTGTTTTGGCTAAAAGTAAAT 

CTTCCCAGATGGAGACAAAATCACTTTCCAATACCCAGCTTGCTtCCATG 

GCCAATCTAAGGGCAGAGAAGAATAAAGTGGAGAAACCATCTCCTTCTAC 

CACAAATCCACATATGAACCAATCCAG 

>Sequence 1138 

ACAGCCCTTGACATATACATTGTGCAATGCTGTAACACTGGCAGAAATAT 

CTCATATCATAAGAGAGTCAGAGATATAGTGAGTCACGAGCTTTATGTAC 

TCGTAAGTAACTCTAGTAACTACTATAACTATGAGAGTATATCATATATA 

CGGGAGAGTGTTATGTAAATACTTAGACGAGCGAGAGTGGGATGAGACAC 

TCGACAGTGACTCGGGAGAGTCAGTACAGCTTAGTAACTAGTGTAAATGT 

GAGTGAATAGACATTAGTTGTTACCATCTGATATTAGAGTACTATAGAGT 

TTACGGCATAGGAGATTAGGACAGTACACATCATGTCTGCTAGATTAGTT 

GATTAATATTGATGAGTAGTGAGCAGTAGTGATGTGTCTAAACGTCGAGT 

ACAGTAGTATATAAGTGAGTATTATGAGATCTGTATAGAGGATTCCATCT 

GAATTTGATGATTCGTCCATGTGTATTATGTGACGAGAATGATGAGTCTA 

GTAGATCATGATATTAGATGATGAGGACACTATTCTATTGTAATATCGCG 

TCTACACTACTATGCGTAAATTGTTACAAATAACATGTAGTTGGCTCGAC 

GATCTGAAATGAC 

>Sequence 1139 

TCGCGGCCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAA 

TGCTCTGAAAACCTATCCAAAGGCAATTAAAATCACAAATATCATTGAAA 

ACATCTAAGAACTACGTGTAAGCACTTCGGGATAGTCAGGTAAGGCGGCC 

TCTAATATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTAA 

ATCCGGATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTTA 

CCTTTTATTATTGATAAAGACAACACACTGAAGTAGACAGACAGTAAAGA 

AAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACTT 

AGCCTCTGATTNTCATGTNTCAGAANTTGTATGTTAATGAACCTAGTAGA 

TGTGGCTNTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCTT 

TTTTCCAGTTACTGCTCCCATCTCCTTTAAGTATATTCAACTGGTGAGTG 

AACTCTTTATCCCGTGTGACAAATGCGTATTGAGGCCCTAACATGCCCCA 
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AGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAAAAATAA 

ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 

GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGCTCAGTG 

ACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAGTAGTAC 

CTGCCCG 

>Sequence 1125 

AGGTACGCGGGGGCTCTCTCAGATTAAGGATATGTGTCTGCTAGGTAAAG 

CGACATCTGGATTCATTGTGTAGGATGAAAGAAACCAAATTCTGACTGCT 

TATTTGTGGATCCGCCAAATCTGGCACGATGCCTATCTCACGTGGGACCG 

AGATCAGTACCTGCCCG 

>Sequence 1 126 

CCGGGCAGGTACTGATCTCGGTCCCACGTGAGATAGGCATCGTGCCAGAT 
TTGGCGGATCCACAAATAAGCAGTCAGAATTTGGTTTCTTTCATCC 
>Sequence 1127 

AGGTACTGTAGTTAAATGTGGGTTCTACATGGTTCTGCAGtTTCTAGCCC 
TATAAACCTCACATGCCATGTTCTCTCTCCATATATCTTAATCACCTTTA 
ATTTGGAAATAACAGATCTACCCT 
>Sequence 1128 

CCGGGCAGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAATCAA 

CAAAAACAAAAACACTCATTTCTGAACATTCAGTGCATCCATGATTAATC 

TTAATT AC ACC AC AA AGGTA l'l " t T 1'C A ATGGTG ATTTTGCGGG AGTGGGG 

TAACAGTTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTT 

CTTTCTGGTG ACTTTG ACTTCTGC 1 "1 TTI " 1 AG A AG ACCTTAC ACAG AGTT 

GTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATA 

CATTCCAATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTT 

TCITTAGTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCnTTGATT 

TCTAATAGGAGGAA 

>Sequence 1 129 

GTGCCACACTGGGCCAGGGTGGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTATAGCAAACTCCCAGAGTCTAACCTG 

AAAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACG 

CTTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGA 

GTTACTGTGCACAGTACCT 

>Sequence 1 130 

AGGTACAAGGCAGCAGAAGCAACAAAGGCTGTGGCCAGCAACGAAGGCAG 

AGTCCCCGGTAGGCGGAGGTCCCCGTGCACAGTGTGGTGCAGCAGTGAAC 

CCAAGATTTTCCTTCACAGGGCAGGGGAACTATTTCCTAATAAGCATTGG 

CATTTCAGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGG 

AATTTGCTGGGCAAGGAAAATGACGCGGCCCTCATCATCGATGGCCACAC 

CCTGAAGTACCTGCCCG 

>Sequence 1 131 

CCGGGCAGGTACACTTTCGTGGCTTATGGGTATCTTAGTATAACCTTTTC 

TGGTTGAGTGAACTGTGTCATTTCAAAAGCCTGAAGACATTGTGATGAGT 

GCTGCCTCCATAATGGCTACATTCTAGGGGCTTTGCCCTGAATCGCATAT 

ATTAACTCAAAAAACAAACAGTACCT 

>Sequence 1 132 

AGGTACATGAAAACCCTAAAGCAAATGAACAGCTTAACCGGTTATCACAA 
AGGCTACAACAATTAACAGAGGTTTCAAGAAGGTCGTTACGCAGTAGAGA 
AATTCAGGGTCAAGTTCAAGCAGTTAAACAGAGTTTGCCACCAACTAAAA 
AAG AAC AGTGTAGCAGTACCTGCCCG 
>Sequence 1 133 

AGGTACCCTAAAACTTAAAGTATAATAATAAAACTAAAAAAAAAGTTATC 
CATGGCCTAGACAAATCAAAAAAGCATGTGACACTATATGACATCACATT 
TCAATTTCTTGTAGAAAGGAACAAGAGTAGTTTAACACCAGCAGCATTCA 
TATGCAGAGAGCATCATAAGTACCTGCCCG 
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>Sequence IU7 

ACTTTTn H TCTCTGTAGG AAGTCAACGATAG AGTGACATGTTGGCTCT 

TTCATTTCAACTGAGACACCTGGTAGCTATTGGATGGCATTTCTGTAATT 

ATGAATAGTAGTTGTGATAGGCTTATTTGCACCTTGTACATTCTCTTACT 

TGGGAACGCCATCTCATGCCATTTCTACGTTTCTTATGCAGTTAGTTTGG 

GGCATGTGGTAGTCCACTGGAAAATGACTCAAGCGTGGAATGTATTTATG 

ATCACAGATAAGGAAGTGGCCGTCCACAAAGCTTTGGATGGTTGGATTTG 

TCATTTGAACAAATTATAATAGTTTAA 

>Sequence 11 18 

AGGTACCTGCTTTGTGATACTGTGAAGATTAGATAAAGCAAATATCCACA 

CAGGAAAGCCCTGGGTGTTAGCATAAAGCCGGAGTTGAGAAGGCCAGCTT 

TCTATTTACGTGCTGAACGATGAATAGTTAAATAGTTTCCGTCTGGCCCA 

CGTCCTTACACACACCCCTTGGGTTTTCTTCTCTTCCCTGGTAGGACTGC 

ATCGGACGCGTGGGTCGACTCAAGCTAGACCTGCCCGG 

>Sequence 1U9 

GCGGGCAGGTGTCCGCTCACTATAGGGATCTAGATCGGACGCGTGGGTCG 

ACTCAAGCTAGCTTGTACAAAAACTTTCAATAAAATGCTTCAAATAATGA 

TTGTCCGAAGCTTGCTAGACACTTTGTAAATGTCAGGAACACATTAAATA 

TGTTAAATGAGCATGTCCAATATCCAGAAAACAACACGAATGATTTACTA 

TCAATTTCACACATGCCTGGGAATGTCTCCCTGATGCAAGACAAAAAGGT 

CCTCTTTGACCAGAGCATACTGACCCCAAGTTTTGGTCCTGGCACAGTAT 

TCATGGGTGCCATTCATGCTCAACATGAACTGG 

>Sequence 1 120 

GGGTACAATGGAAAAGGGGCTGTGTTACTAAGACTGACCAAAGAAGAGAT 

TCCAATATCTTATGATTTGTATGGTCACTGTTAACTGCAATTGTAACATG 

AACATATTGCCTATAAGCCTGTGCTCTCCCCTTTAAACACAAAATAAAAA 

ACAAGAAAAACAAAACAAAACAAATGAACCAAAATAGAAAACCTTTTACA 

GCGTGAGTTGTTTCTACTTAGGATTGGACATCAGTGCATTGATCTGAGTC 

TGGAGATCTTAGGCCAACTTAACAACCTGTGAAAACTTCTCAAATGGGGT 

AACAATATCCTAAAGCAGAGTATAGTCAGAGCTGAATGTGG 

>Sequence 1 121 

CGGGCAGGTCTCCGGCGGACGCGTGGGTCGACTCAAGACTTTTAGCCTCT 

AAGCCATCTCTCTCACCCATTGATTTAAAATATTTTGCTTTGTGAATTTT 

G AATTGTA Al TTT 1 GCT A AT ATA ATTCT AT C ATTT TCT ACCTTC AT H TT 

CTCCTTTCAATCGCTTCTATCTATTCTCCAATTTTGCTGGCTTTCAAACT 

CATAGCCTCTTTTTTTCGCTAACTCTTTTCCCCGGGGCCCCCCCCGGGGG 

AGCCCCCCCTTTTTTTCCCCCTTTAAGGGGGGAAATTTGGCCCCCTGGGG 

GAAAAAAGGGAAAAAATTTTTCCCGGGGGGAAAAATGTTCCCCCCCCCCC 

CCCG 

>Sequence 1122 

AGGTAC ATGCTGTTCTATATCTTG A TTTT 1 " I" f 1TTTCT ACTTTAC AC ATC 

TCATGAGTTTTATCCCCAGCACTGGGTATAGAATTGCCCCATTCTTTTCA 

AGGGCTTGCTGTAAAGTATTCTGGGAACTGGGCGCACTCTCTTTAACTCT 

TCCTCTGTTGATTGTTTTCAGTCTCCTTCTTTCTATAAAGCAAGTTAAAG 

GAAACATTCTTTTAACAATGTTTTTAACAAGTCTTAGCAATGGTTTTTAT 

TATCTGT AGG ATAATCTAGG AGT AG AGTTGCC AG VVVVi AG AGTATGTGC 

TTTTGAAATTTTGTTTGTATTCACnTGGGCAGCAGTAAGTCATCTTTTGC 

TTAT TGTC GNCGCTGTCTCG ACCTG A A ATCCTTTC ITT I'l ATATTCTTGC 

CTTCTTTT 

>Sequence 1 123 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 

GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTACACACAAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTAATT 

AATTAATTTTTTTTGGAAAACAGGGGTCCCAACTCTGTTCGCCCAGGTTA 

AGAGTACCCTGCCCGGGCG 

>Sequence 1 1 24 
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GGTAATTCACTTCCCTCCAATAATCCTGAGTTATCATTTATTATATTTTG 
TATTTTACCTTGGCTGCACTGGAGCCAGTTGGGCAGCCCTCTTGGGCCTC 
ACTCTCATGTTCCTACATGGGCAGT 
>Sequence Mil 

CGGGCAGGTCACGCGTCCGCATGCCTACCCGGGCTTTTTCTGACTCCGTG 

AAGCTGATCTCTTCCTCATTCGAGGAAGGGTAAACCCTTTGTAGATGGGT 

AAACCCTTGTCAGTCAGAGACAGTAGCCATCCCCTGTAATTCCAGAGCGC 

AAGAGACTGAGGCAGGATAATTACCTAAACCTAGGAGTCCAAGATTTGGC 

TAACGTAGTAAGACCTGTCTCGAAACAAAACAAATCTTGAGGATGTGATG 

CTTGCTTAGTGTTAGATTGTGTGATTAGGATACACAGGGCACTCAGCTTC 

CTATCTCCACTGAAGCAGTCAATTAG 

>Sequence II 12 

GCGGTGGCGGGCACGTACTACTGAGACCATTACAAAATTAAAGGTGACTT 

TTTAATCTGGAATTGCAAACCGACAGCAGCCTGTCTGGGGAGCTCCATGT 

CATGAGTGTATGTCTCCAACAGTCTTCAATGACTGACAGGTGAAAAGCTG 

TGCCACAGCCTGGAATTATTATGCTGACACACAAAAGAGGGCGGGAGTGA 

CAGCGTGGTGATCTACCACTGCTGTCTGTGGGGTTAATGGTAAGCTTTCC 

CACTGCTAATGGTTTATAAAAAGAACAAAGAAAAGGAAAACGGTGCAAGG 

GAAAATCAATAGTATTAACATAGTCATGGTAGTGAATGCAACCCTTTATT 

TCTGGGATGGCTTTTATTGAACTGGCTTTGAACTTGATACCTTTTATTTT 

AAGTTTATGAGCT 

>Sequence 1 1 13 

AGGTACATAAAACTTGTAGAGATTTACACACGCCAGCCGCACATCGCCCC 

TTCCCAATGGCTTTACATCTTGGTGACCTTTCAGAAGCCAACGGCACCCT 

TCCTGTTGTTACCCGTAATTGGAAAAGCATCAGAGATAAAAAAAAGTGCG 

GCGCTCGAGATCTACCCCTTATGGGGAGCCCTCGCGCGGGCGGCCCCCCG 

GGGGGGGCCCCCCCCTTGTTCCCTCTTTTGGGGGGGATATTTCCCCCCGG 

CGGGGAAAATAAAAAAAATTTTTTCTTGGTGGGAATTTTGTTTCCCCATT 

TTATTCCCCAAAACAAATTTCCCCCCAAAATAAATTATACCAACGCCGGG 

GTCTTAAAAAAAAAAAACAC 

>Sequence 1114 

CGGGCAGGTGAAACATTTTTATTATTTATTTTTCT^ 

TAAGTGGTTCTGAAAGCCAAGGCAGAGTTCATGTGTCTGGGCTGACATTC 

CCATGGCCTATGAGCACTGAGCAGCCACAGGCTTTTCCAAGGAAGGCCCA 

AGGCCATCACATCCCCATCTACATCTACAATACTTGAATGTATTTACATG 

TGTTGTTCTTTAAAAAGGATTACACATTTTATTCTTTAAAAATCTAAAAA 

ATGATGGAGAAAAGGAACACAGTTTATCTTACACATTTGCAGGATATACA 

AGGGTAACTTGTCAGAGGAGAACACC 

>Sequence 1115 

CCGGGCAGGTACTCTGTGTTTGTGATTCTGTGTCACGCTCTGTGTAAGTG 

ACTCCATGATCAAAGCTTTCCTGTCGTAATTGTGTGGATTTACTTGTTGC 

CCACTGTCCCCATACCCTCCACCCCCACATGGTGTGCTTCCTCCAGAAAG 

GGACTACTTCTGCTGACCACACAGAAGACGTGTGTAAAGTCTGTGTATCA 

ATGAATGGATTCTCATCTTTCATAGTTTTTTTTTAAATAGTTTTATGTGT 

GTTTAACTTAATTTCACTTAAAAAGATATTTACCAGAAGCTGAAAGTACG 

GTGTGATGAGGTTGGGTTCAGGAAGGACTGGTATCACATGGCTTCCCTAA 

GGTGTATATTACATTGCTAGGACACCTGACAGAGCTGTGGATTAGTGAAT 
CTT 

>Sequence 1116 

CGGGCAGGTACTTTTCTCTTAACTTACCTGACTGAAGGCATCCAATCAGA 

AAGGAAAGTGAACAAGTATAATGTTTCTAAGTGAGTCCAGATGGTAACAA 

GAATTCAAACATTATTCTTTTTGTATGTTTAAATAAAACAAATTTTACAT 

TTTATTTGACCAGCAGATATAACTTCCTGGGCATAATTTTATTAGCAAAG 

AACTGATGATACTGGTAATAAAAAAAAAAAAAAAAATGAAAGGAAAAAGG 

AGAATGCACCTCAAACCAGAATACCATAACATGTTTTGTGGAAGCTGCAT 

TTTATTTGAAAACGGACGCGTGGGTTCACT 
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GGAAGCCTGGGGCCTGGGAGCCCCCGAGGGTTCCCGCGTTGCGGGCCCCA 

ATCAAATCAAGGTGGGCACCCGGGAACTTGGGGCG 

>Sequence 1 103 

AGGTACCTAGAATATTTATTTCAGATAATATCAAGATTTACCTATATTTC 

TACCAAAGACAATGATAGG 111 1 TTTTI ATATAGTTGG AGGGC AGGG ATA 

GTGTTTAAAGGTTTATGATGTATAAGCACGCTTAGACACACCAGGAGAAA 

GTATCAGATCTCATTACACATGGTTGTGAGCCACCATGTGGTTGCTGGGA 

TTTGAACTCGGGACCTCTGGAAGAGCAGTCAGTGCTCTTATCCACTGAGC 

CATCTCTATAGCACTTTAAAAAAAATATTAAGCATCATACAGCTTTCTGC 

CTCTATGTATGCCTGCAG 

>Sequence 1104 

CGGGCAGGTCTTTGTCTCTCAAACTTTTATACTGTCATAGTTCATT 
>Sequence 1 105 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

GATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGAAGAA 

>Sequence 1 106 

CCGGGCAGGTACGCGGGGAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCT 

CTGAGAAGAATGGAGCCCTCCTGGCTTCAGGAACTCATGGCTCACCCCTT 

CHTGCTGCTGATCCTCCTCTGCATGTCTCTGCTGCTGTTTCAGGTAATCA 

GGTTGTACCT 

>Sequence 1 107 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTCGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTAA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAA 

TGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAA 

TTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCT 

>Sequence 1108 

GGGCAGGTACTTGTCCTGATGGGTCATCCAGAAGAGTTTCATGGAGATCA 

GTTCACAACATTGGACAGACTATGAAACAAAGTCTGTAATATCATTTATA 

CTCAGTATTGGTAGGCTTTTTCCTTAATACCCCCACTCCAACAAAACAGA 

CCTGCCTTCACTTCTCTTGAAAATATTATTACCATCAGTAACTGCTTGTC 

TACTATGTCTCCAAGGCAAGCCACAGGCTATAAGCCAATTCTGCAAAAGG 

AGCAGCAA AAGA ATGCTTAGTGCAATTCCTCTATTTAAAGTTTGCTTGAG 

TTTTGATTATTTTGTTATTTGG 

>Sequence 1109 

AGGTCACGCGTCCGACCTAGCTTGAGTCGACCCACGCGTCCGATTTCTGG 

TTTCTTTGGAGACTCGGTTGTGCCATGTGATGCTTTTCTGGAAACTGTCT 

TATGAGAGGAAGCTTTTGCTGAAGCAGACACATGGGAGAATGTTTTGTTA 

AGAACAGACATGTAGTATTTTTCTAGAGGCAGCTTGAATAAAGAGCATGT 

GGTATTTTGCTAGAGGGGACACTTGAGAGAACATGTGACATTTGGAAAGG 

ATATATGTATAACCTAAAAGACAGTGGCCAATGCTGTGTGGTATTGGTGT 

GCCTTACCATTCTTTGCTGGCC 

>Sequence 1 110 

TCGTGATCTAGATCCCTATAGTGAGCGGACGCGTGGGTCGACTCAAGCTA 
GGTCGGACG CGTGGG TCGACTCAAGCTAGGTCGGACGCGTGACCTTCCCC 
AAAATTCTTCTTTTTTCAGATGAAAGTCATACACTCAGCnTTCATATTTT 
AATATACATAAAACAGCTCAGTGACTGGGACACTTCCTAACCTCCATTTG 
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>Sequence 1096 

CCGGGCAGGTACTAGCCCTGCTTGTCTGCAGATCCAGAGAGCCTTAATTG 

ACAGATTCAACTGTGCCTATTCCTGAACCAATTCTGATCAAGAAAGTGGT 

CCCACCAGTCAGTGCTGACAGGAATTAGTCTTTTGCTGTCAACTAATGGT 

TTTCAATTAGGGCAACTTTTTCCACCCAGAGATATTTGTCAATGTCTGGA 

GACATCTATGGTTGTCACAGCTGAGGGAATATTAATTAATAGCACCTAGT 

GGGTAAAGGTGAGGAATGTCATTAAATACCCTACAATGCAGAGGGTAACC 

CCCCACCAACAGAGTACCT 

>Sequence 1097 

CAGGCAGGTCTAGCTTGAGTCGACCCACGCGTCCGATTTAGAAGAGCCAG 

AAATAAAATAAAATATCTTGGTGTAACTTTAACTAAGTAAGTAAAAGAAC 

TGTATGACAAGATCTTGTCTTTGAATTAAAAATTCTGAAGATGACAGTAG 

AAGATAGAAGATGCTCATGAATTGGTAGGATTAACATAATAAACATGGTG 

ATCTTACCAAAGGCAATAAACAGACTCAACACAATAACTATCAAACTTCC 

AACATTTTTTTATTAATCTTGCAAGAACACAACTTAACTTCATAAGTTGA 

ACAAAATAAAACAGTATATGTCCAGCCTGGCTTGGCCCTTCATGGTACCT 

CGGCCGCCCCGCGGTGG 

>Sequence 1098 

AGGTACTCAAAATCCTAACCAGAGCATTCAAACAACAAAAAGAGGTTAAA 

GGGATACAAAACTGGAAAATGAAAGAAAGTCAATAATATGCACCTAATTT 

GCAGTATGGAATATGATTAGTTTTAACTTTAAGATGAACCCCCACAAAGT 

TTTCCACTCGTGAGAAAACTAACTATAAGACTTGAATAAAAACAGAACTN 

TCGAACAAAGGGCTAGCTTGGGGGTAATAGAAACCTAAAACTTCAAATTC 

AAAATAAGGCCATTTCCrTTTAACTCCAAAAGGGATTAAAACCATGGGTT 

TGAGGAAAAAAAAAAATTTAAGGGGAAAATTGGACAACCCCTTTAAGAAT 

ACAACGAAGCCGTGTCCCGCACAACCGGCGGATGGGAGGCATCCCAGCTT 
TTATGGTTGCCC 

>Sequence 1099 

AGGTACACACACACACACACACACTCTGCAGAAATTACTCACAGTTTTGG 

CCTGTAAGCAGTATTCATTCTTCCATTAAATCTGCTAGTATTAATATAGG 

TTTTCTCCCATTTTATATTCCTTTGACTATTAAAGTAAGAATTCAGGACT 

TGGAGAGAAAGTGGAAAATTTCCATTTAATTCATTAAGTTTTAAATTATT 

AGCTATACCAGAACCCTTTATTATTATTTTATGTGTATGGATATTTTGCC 

TATATGTATGTTTGTGCACCATATCCATGACTGGTGCTTGAGGTCAGAAG 
TAGGCATTA 

>Sequence 1 100 

GGGCAGGTCTCGTGCGGACGCGTGGGTCGACTCAAGCTAGCAGATGGAAG 

CTAACTGCCCATTGATAAGTAAAGTTTTACAAGACGTAGAACAGTTTTGA 

TCTGTATACATTATCTTTGGTTCCATTCTTATGAGATCATATGAGATCAG 

GCATGTTTAAGGTGATATGGCCGTGAACCTTTGGCTCCATTCTTAATACA 

ACAGTATCGTTGAATAGTTGTAACAGAGACTATCTGACCCATAAAACCTT 

AGGTCTTCACTGTTTGAAGATCTATAGAAAAAAGGTTTGCTTTTTATTCT 

TACAGTTGTTAATATGTGTGGGGTTGTATGCATTACAAGGGTTTGGTAAC 

TTTATTGGCGGATAATG 

>Sequence 1101 

CGGGCTGAGCGGGAGCTGAAGCCAGCTCGAGTATATGGGACAGGCTCCTT 

GGCTCTGTATGAGAAGGCCTGAGATAAAGGGACCTGAGGAACAAGAAGAA 

GCACCTCATTATTGGTTGTGGTCCTACGGATCGAGGCCCATTTGTGGGTG 

CATAATTCATTTCCTTCCGTGGGCCTAAACCAAAATGGAAGGAAATGTAC 

AACCCTTGGGCCCGGCACCCGGAGGGTGGGGAGACTCCCAGACTTTTTGG 

TTCCCCTTTAAGTGAAGGGGTTAAAATTGCCGCCGCTTTGGCCGGTAAAT 

CAATGGGTGCATAAGGCCTGGTTTCACTGGAGATGAAAAATTTGTGTATA 

CCCGCCTTCACAAATTTTCCACCACAG 

>Sequence 1102 

GTGAACTTGGGCAACCCAACCGTTGCCAGCTGGATTGGTTACCCAAAGTC 
GCCCAACCGAACTGGGAAAGATGTTCTTTGGGAAAAAAAATGACCCGGTG 
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TAAGTTTTCAAAGAGTATTTATGGGTGTGGGCAGGGTAAGTGCAGGAAAT 

GG AGG AAAC AG AA A ATG ATAAAC ATTC ACA A ATTTGGGTTC AAGTGG AAA 

ATGAAATGGTTTAGAAGATTCGGGTGTTCCTGACAATGCCTTGGTTGGAA 

TTAACTTTGGTTGAACTTTGAAGAAGGAATGAAGGGAAGGGGCCGTTTCT 

TGGGAGGCCAAAAGGGGAATGGGTTTGCCATTGAGGTTGGCCTGTGCCAG 

GACCGGGAAAGTAGTGGGAAAAGACCAGTAAGCAAGGGAAAGAAAGGGAA 

AGGGNGGGGAAAAAAGGGGAAAAG 

>Sequence 1089 

AGGTACCATGACACAAGTAACTTCTCATGGCTGGATGTGATGGAGGATAT 
CCAAGCACCTGGCAGGCATTTGTAGAGATCCCCGCTAAAGCCCCCTTCAG 
CTATAGGATTCTATGATTCTTTTCCTGTGAAAATTTGGAACACGTGATAG 
TGTA 

>Sequence 1090 

CAATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGAAGCAATGACG 

TGGGGAGAGAGCGCGGAGGAAGGGAGAGATCCAGAAAGGTAGATTCTTCT 

GTGTAGGTGAGTGGATGAGATAATGAAGCAAGTTAATTTGGGCTCTGCTG 

ACTTATTTATCTGTCCCGGGCACTTTTCTCCGTACCTGCCCG 

>Sequence 1091 

CGGCAGGTACAGTAGAGACACCATCTCTGTTAGGAAACTGTTAGTGGCTA 
CCATGTGTCCCTAAACTCCCTAGCTTGGTAGTCATAGCCTCACGTTCTGC 
T TCCA GTTACITACCTGTCAATCCnTITCTTCCTACTGATCCCTAGTGCA 
CTTTTAACACATCCTTATCCTCTTTGTCT 

TGCACCTGCCTTTCTCTCCCCTAGTCCTACTCCCGCATACCTTAAATGCT 
GCCATAACTTGATTATGGCTTAATTACTTAATTATGCCAACTGAAGGGTC 
TACGTGTTAAAGGGCTTGGCCCCTAC 
>Sequence 1092 

CTTCGGTGTAAGGGTCGTTTCGCTTCCAAGACTGGGTCTGTGTAGCACGT 

AACCCTCCCCGTTTCAGCCCCCGACCGCTTTGCGCCTTTATTCCGGTTAA 

CTAATCGGTTCTTGAAGTCCAACCCCCGGTTAAGAACAACGAACTTTAAT 

CGCCCAACCTGGGCAAGCAGCCCAACTGGGTAACAAGGGATTTAGCCATG 

AAGCGAGGGTATTGTAGGCCGGG 

>Sequence 1093 

AGGTACTCTTCTGGTTGCCTTGACTCTAGTCCTGATCAGAGTGCCCAGCA 

AAGAACATTATACGCACTGTCCCGGCACTGTCCTGTGACATAAAAGCAAT 

GACCTGATATCAGATTCCCTGGGATAGGACCTGAAAAAGAGTTGAGGGCA 

GGCTCTGCATTTTGTCCTTTTCTGATGCAAATGAGAACGAAATAATTTTT 

TTCAACTTACTTTATCCTATGGTGAGTAGAAGCCACCATGTTTCCTGTGG 

AAACCAGGCGGTGGCATGGCTTCTGCTTCTGTCTGAGAGAACATTGCTTC 

CTGGACTTATCCCCCTTTTAGCAGCCTC 

>Sequence 1094 

CGGGCAGGTGCAGAACGCTGGAGAGGGTGCAGTCTCTGTGAGGGTGAGCG 

GTGTGGTGCCCTGGAAGGACTCCTTCCCACCAGTCACTAAGCAGCAGAGG 

CCAGGCAATCACAGGCTAGGAGCCTTCTGACCCAGGAATAGGCATTCCCG 
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AAGAGGCCAGGCAGTTGGGGATCACCCATATCACAATAATTTGTCATTGA 

GCATGTAGTTTCTCTCTTCATGGATGACAG 

>Sequence 1081 

AGGTACAGAGCTAACACTTATCCTCCAGTGCTCTACTAATTGCTTGGTGC 

TATGTTGACTACTGGGAATGAACCACAAGATACATCACTGTAAACTGCAG 

GGAGTGCTTCACTGATCATGAGGTTAAAATCTCCCCATCAGCAGAAAGAG 

AATTCTTTACTTAACTTACTGGTACCTGCCCG 

>Sequence 1082 

AGGTACACAl I i 1 1 iGTTGCAAATAGTCCTGCAGCTGGTTTTTCTAAAAA 

AAAAACCCCAAGAATACATATAAATCTGAGTTCCCTATGGCGCTAGTCTA 

CTGGGCAGACTTCTGGTCTGGGGTTCTTTCTTTCTTTTAATAGCCTTCTG 

AAAACCTCAGTGCCACCAAATGCATGGATCGTAGCAGTAGTTCTAAGTGT 

GTGCTATGCTTGGTCTAATATCCAAAGAGATGTCTAAACAATGTGCiGCT 

TTCATGAGAGGAGGCGCACGTTGCAGGAAGCTGTCAATCTTTGAGTGACC 

CACGCGTACGGACCAGACCTGCCCGGG 

>Sequence 1083 

AGGTACAAGTTGGTCTCAAACTCCTGAGCTCAAGTGATCCTCCCACCTTG 

GTCTCCCAGGCGTAAGCACT.GCACCTGGCCTTAGAAACCTCTTTAAAAGT 

GGTTGTGGTATCCTCATAGAATCTAGGAATCCATTACTCAAAAAAGCAAG 

ACTGCAATGATACACAGTACCTGCCCG 

>Sequence 1084 

AGGTCGACCCACGCGTCCGTGTATCTCCTACAGTTCATTATGCAGCAGAC 

ACGGATGTAAATGGGGACAAAAAGAAAATACCAACTCAGACTCTTTGTGA 

GACGTTCAGCAGTTTTCTGAAATGGCGCAATGTATTCATTTTCCATCTGC 

ATTTCCGTCCCACGTTTAAACCTTCCCTGCTGAAGTCAAACTTCCAAAAA 

TACCTGGGCTATGCAATAGCAACTGACTGTTAATTATGAAATTGGCATTT 

TTGGTTATTCTTGAAATATAAAACAGGGAATATAAAAATTGCTGGGGAAA 

TCGAAATGGAAAAAATTTACCACCCCATGGTGGTTAGACTTTGCATATTT 
AAAAG 

>Sequence 1085 

CCGGGCAGGTACTCTACAGTGAAACTGTTTCTACTGTGGCTTAATTTGCA 

AAATCCAAGCAGATATTACTTTTAAAAATCCAACTATCTCTTTCAAAGGA 

TTTGTAAAGTTGCTTACAGACATAAGGTGACATCAGAAAAGCATGTTGGT 

ATAATGCAATTAGCTAAGGTTTCTAGGAAGCTTTGGAATGTTTTGTTTTT 

AAAGAAGGCATAGATAAGTGCAAGTCCTACAAGTAATGAACTGTCCTAGA 

AGCAAAGAAATTCATTAAATAGATCTCCTTGATTTCTCCTTCATGGCCCC 

ATGTCCATAGAGATTGGGAATGTACCT 

>Sequence 1086 

CGGGCAGGTACTGACTTAAAATAACAGAGTAACCTGTCTGGCTTACTTGT 

CTCTGAAAGTGAATGTTCAAAGTGGGTGGAATAGAATCACATATAACGAA 

TAGTCCATACTTATATGCAAAGCCATATGATTCCCTAAGCTACTTAAACT 

GGAATAAAGACACTAATAAAAATTTCATAAAACATTGAACCTGGTGCCAG 

CCTCACATTAAACCCATAGGTTCTTCACGATTAAGGCTGACAATTTTAGC 

TACTGCTTAGAAAGTTGCAAACACAAATAGGGGGGAGTTTAATGTTCCAT 

CAGAAATTAACCCAAGCTGTTTGAAACTCTACTTGGCACTTAC 

>Sequence 1087 

AGGTCTTGAGTCGACCCACGCGTCCGCCTAGGTCTAAGAGCTGAAGCTAT 

AACTGCTAAGAGGCCTGGGACTCTGTGACACTGAAGTCAGCAATGTCTTA 

AAAACAAAAACAGAGGGGCTGGAGAGATGGCTCAGCGGTTAAGAGCACTG 

ACTGCTCTTCCTGAGGTCCTGAGTTCAAATTCCAGCAACCACATGGTGGC 

TCACAACCATCTGTAACGATATCCGATACCCTCATCTGGTGTGTCTGAAG 

ACAGCTACATACATAGAATAAATCTTAAAAAAAAACAAAAACAAAAACAG 

AGAAATAGGAAAAGGAATGGGGGAAGAAAGGAAGG 

>Sequence 1088 

CGGCAGGTCTTGAGTCGACCCACGCGTCCGCATTTATTGTGGGCCTTACT 
TCATGCCTGCTAGGCAATAAAGATACTTAGAACACCTATGAAATAAATTT 
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TTCCAGAAGACCTGACTTTGGTTCCCAGAACCCATGTTGGGTGGCTCACA 

ACCATCTATAACTCCAGCTCCCGAGAGCCAATGCCTCTGACCCCCAAGAG 

TGCCTGCACTCATGTGTATATATCCACATAATTAAAAATAATAAAATAAA 

TATTTTAAAGATCTTTGACCTGCCCGC 

>Sequence 1074 

CGGACAGGTTGCAGAAAGGGAAGAAATGCCAGAAGGAACCAATGAAGGAT 

GAGCCCAGCTTCCAAATTTTGATGAAAGCTTTCGTCTCTACATCAGAGAA 

ATTCTGCAAGATCTTAGAAGGATGCGCTCAGAGAGATTCACACCTAGAAA 

CACCATACTCAAAGGGTAAGGAGAAGAGAGCCCCAGGGAAGAATACAGAA 

GGGGACACATGACTGGCCACACAGAAAGCTCATCAGGAAGAAAACATGAC 

TCCCTGTCAGAAACCCAGGGTCCAGAAGGAGTGGGATGACGTTTGCTAAG 

TTATAAAAGCGAGCTGTGCACCCAGATTCTATACC 

>Sequence 1075 

CCGGGCAGGTACCCCAATCATTTGCCTGCATCCTTCTCTTCTCAACAGAC 
TCA AG A AGTAG AG ACGCTG AC1T l"l " 1 " 1GTCTTTGTATCCCTAGG ACTTAG 
CACTGCCACCAAATACAACCAAAGTTTGCTGAGCTGACATGATTAAGAGC 
CTATCTGTGGAAAAGTATGATCGGCCTTTGTGAAGTTGCAATCTCTCAGA 
GACTTGTTTTGTGCCTTTACAAATAATAGAl'i'ill TTTTTTTTGAGATGC 
TATTGATGGTTTTGGAAATATTCAGTGGTTTAGCGTTAGTGGATATCATT 
GTTTTG AATGTHT I VrCTAGGTGTAATGGTATTATTTTGTnT I " IG ATA 
TATTGTTTAACGTTTTTTATACTTTAGGGTTATTTTAATGTATAATAT 
>Sequence 1076 

CCGGGCAGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCT 
TTATCTGTCACTGAGCAAAGGGTGAAGTTCAATTAGGTCAGTTTTATCAC 
TTCTTTTCCTACACACAAACTATGAGGAGAGATCA 
>Sequence 1077 

CGGGCAGGTGCTTGAGTCGACCCACGCGTCCGCACTAAGATTCTAAGTGA 

ATACCACCAAACCCAGGAATAAACTGArrrn"n"nCCCTCTTAACTGGA 

AAATAACCTGAATGTCTACGCAGCTAAAAAATGAGATTGGGGGGAACCCT 

AAACGACCCGGGCTGTTGTTTGCTCTCCACAACCTGATGGCAAGGCCCTG 

TTGCTGGAAATAACACCCACACGGTTCACTGAACATGGGAAGTGGAGCTG 

GTGCCTTTCTAGAGTCTTCAACCCCATTGGCTGGCGTTCTTGGAACCAGA 

GGTAGCCTGCATGCTAACCAAAGAGAAATAAACACCAGT 

>Sequence 1078 

AGGTACCCAGAAGAAGGTGCAGATATCTGATTGAAACTGTTCATCTTACC 

AACTCTTCCTATTGCAGAGAAGACTAAGGTCCAGAGAGGGATAGTGACTT 

TCCCAGGTCACACAGGAAGCCACAAGAGCACATTGAAGCCAGATACACAT 

TGTCAAAGCACGCATGTCCAGCCGAAGCAAGGACCCGAAATGCTGATTGT 

TTCCCCTGCAAGGAGGATCCTGAGTTTGTCCCCGGGAAAGGTTTAAGAGA 

ACTGGCAGGAACCAGCCTTCATTCTTCTAGGTCCGGTTACCCTTGCTTTC 

TAAGCCCCACTTTCTGCCCGGGCGGCCGCCCCGCGGTGGAGCT 

>Sequence 1079 

CCGGGCAGGTACACACCACCACCTCTGGATAATTTTACTTTTTTTATTTG 

AGACAGAGTTTCGCTCTGGTTGCCCAGGCTGGAGTGCAATGGCGCGATCT 

CAGCCCGGGTGACAGAGCGAGACTCTGTCTCAAAAAAATAAAAAATAAAA 

AATAAAAAACAGCATTCCTTGGGAGGCTAAGCGATCCTCCTGCTTCAGGC 

TCCCAAAGTGCTGAGATTACAGGCGTTGAGCCACTGCACCTGGCCTCAAC 

TATTTTI 1 " I'AAATC ATGTCTG ATCTTAATTCTCCTAGG ATACTTATTCCC 

CAACTAACACAAGTGAGTGACGGATGGCCACTACATTTAGTAAAAAGAAA 

GTACCTT 

>Sequence 1080 

AGGTACAGCTAGGACAAACCTTGACTCCGGGTCGAGCGCTCATTGTATAA 

CATGCAGTGGCATGGCCCGTGGTTAGGAGGAGTCTGAAATCAGATTGCTG 

AGGGTTCCGGATCTGGTTCTACCACTCACAAGTGACTTCGTAGGCCTTTC 

TTATATTCTGATTTCTTATATCTGAACTGGAGCTTACACATGCACCAGAA 

TCCTACAGGGATACTGTGGGGGACACACAGCTTGAGGTAAAGTGGTTACC 
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AGGTACCTCTGTGGAAATCCCTTCCTTCCAGAAGCCTCCACTCACTTCTG 

ATGCCAAGGAGCTCTGCGGCGCCCTGCACGCACCTTTACAGATGCAGGTG 

GCTGTTTCCTGTGTCAGACTGCAGCTCCCGTGAGCTGGGTTCATTGCTCA 

TCGTTGACTTGGCCTCCCCGCGTACCTGCCCG 

>Sequence 1067 

GTGCCACACTGGGCCAGGGTAGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTTAGCAAACTCCCAGGGTCTAACCTGA 

AAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACGC 

TTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGAG 

TTACTGTGCACAGTACCT 

>Sequence 1068 

CTCTTGTTAATTCCATTCAATAAACACACACAAAGCCCACTCTCCTTCCT 

TCAGACCCTATTAATTCTAGTGTAAGAGAGATGGGTGATGTTCCACAGAA 

GAAGCTAAGTTGGACTTTGAAGGATAAAGAGAGTATGGGAGGAAAAGGCA 

GGAGGTAGAATTCTAGCCACAGGAAGAACCAGGTGAGAATAAGCTTGAAG 

ATGTTTAGGGGAGAAGGAGTTGTCCCTTAGCCTTGATCCTTAGAAACAGA 

CGTAGAGGTAGAGGAAGCTGTGGCTGCAAAGGCAGTAGGCAAGAAAGTGA 

AGCCAAACGCCACCCAAGTGGCACTCTCATGCCCCTCTCTAATGTCAGGA 

TATGTTTACAGCCAGCATGATTTCCATATACATTCCTCCTTCACTTCCT 

>Sequence 1069 

AGGTACTCACTTATAGATGGTTATTGGCCAAAAATACAGACACCATGCTA 

TTATCCACAGACTCAGAAAAGCTACACAAGAAGGAATGCACAAGTGAGGA 

TGCCTGAATCTCACTTAAAGGAGTGCATAAAGCAGTCCTAAGAGGAAGAC 

GGAGGGAGTGAACTGAATAGAGAAGAGATACGGAGGGCTATGGGATGGGT 

TTGGAATCAGGTGTGGGTAAGGAAGAGGAAAGATGGATGGAATGGTCCTT 

A A AGTG A ATGG A AATTTTCTACTG AC A AGGGTG A AAAI TTTTTTTTTTTT 

TAATCAAAATAGTTAAAC 

>Sequence 1070 

AGGTACATACGCGCATTTGTGTGTGTGTATCTATGAGAGGGGGAATTAAC 
AAATTACATGGATTTGTGTATGTGTGTGTGCCTAAGAGACAAGGAAGGAA 
. AACAGTGCAGTTGAGAAAGGTGAAGCAAATGTGGCCAAGTACCTGCCCG 
>Sequence 1071 

AGGTACITITTTTTTrrn 1 1 TCCTG AGGGAGATGG ATAGGTG AAGTA AT 

GGTTGACAAGCATAAGTGGGAAGCTTCAAGTCCCAGGTTCTCCCATCAAA 

TCATTTTCTCACAATCTTGCTCAGTATTCTCTTCTAGTAGGCCAGAATTT 

GAAGGATTAGCTCTCTGTATATCTAATCTAAATCCTACTCCTTGTTTTAA 

GCTCTTTGATTTCAAATATTAATGATCTGGTACAGCATCGCTGGTGGTTT 

CAAAAAACGTAGTCATTCTTCTCACTGCAACAATGTAAGATAAGCAGGGT 

AGATCTGTTATTTCCAAATTAAAGGTGATTAAGATATATGGAGAGAGAAC 

ATGGCATGTGAGGTTTATAGGGCTAGAAACTGCAGAACCATGTAGAACCC 

ACA 

>Sequence 1072 

AGGTGCTAGCTTGAGTCGACCCACGCGTCCGCTCAAGGAGAAGGAAGACC 

AAAGTATGCAGGAAGGACCCTAGGGCCTTTCACCAGCTTACATCCACCCA 

CCTTGGGCAAGGATAGGTTAGATTCCAGTTTCCTGCCTCCCGCCATGGCT 

AGGCATTCTCAATCCACAGGAACATTCTTGAGTAGAACATTCCCAGAATG 

ATCTGACTGATGCTTGCTAGCCAATAGATTTAAAGGTTAATATGCTTAGC 

CTATAAGTTAGAAATGTAACCTTTCTGAGGTAACCTGTGCCCTTAAAAAG 

TATAAGAGCTACTTCTTTATTTTTTTTTTTTTTCTTG 

>Sequence 1073 

AGGTCACGCGTCCGCTGCTGGGCTGAACCAACCAAAGATGGAGTGGCAGA 

ACCCTGGGAGCTGATCGGGGTTCTTTCTAGTAAGTAGTTGCCAGGCCTTA 

GAACTGATTGGTGTCACCTACTTCAGTGTTCATTCATTTCAATGACAAGA 

TCAAAATCAGATTTTACAGGATGACCAAGATTCTGAGTTTCTCCCATGGC 

AACAAGTTCTCAGGTTAAAGTCTAGGAATGGTCATACTTGCAGCTTGTTC 
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AGGTCTTGACAGAAGGGTTACCAGCACTGTCACTGCTCTACAGAATGCTC 
T 

>Sequence 1058 

AGGTACAAAAAGTCAAGCCCTGAAGTAGTTTTTCCCCCAAAAGTTCTGAT 

GTTAAAACTTTAAAAAAAAAAAAGAGAGAGGTAGTGTGTAAAAATATTTT 

TACTTAAAATGTTGAACCCCTGCACCACTTATATTATAAATGAAAGTTAA 

CCTTCTACATACTAACATTATTTTGCCATTCAAGAGTCAAATTTGTAAGA 

CTCACAGAATGTTAAAGCCGGAATGCCATTAAAAATAGCATATAAATGGA 

AGAACTTCGGTGAATTCAACAAAAAGTACCT 

>Sequence 1059 

CCGGGCAGGTACTCAGTATAAAGTCCAGATGCCTTTACCATGACCTGCAA 

GGTTATACGTGGTCTGACCCATGCATTTCTCCGTGACCTCATCTTATACT 

CCAGGTTTCTCTGTTTTACTCATTCTTTTCCAGCCACACTAAACTTGCCG 

ATCTTAGAATATGTTGAGTTCATTCTAGCCCCAGGTCTTCAAATTTCCTC 

CTCCTTTCCTGAAATAGTCTTCTCCCAGATTTTGGTGTGGCTCTGTACCT 

>Sequence 1060 

CCGGGCAGGTACGCTGGGGGGAGGATTGCATTCAGTTTAGTTCCTGGTTT 

CCGGCTGAAATAACCTGACCGAGAGCATCACCCCCTGAACATGGACTTGC 

AGAATTCCACAGAAGAGAGGAGACTGGCCTAGACAGACAGCCCCAGGAGC 

TGAGGGCCCANNACAGGCTTTCTACCCTGGATGCNTGCTCCCATGNCCCT 

GACANNCGAGGCCCACTACAATGCTCTCCAAAATGTCCACAAAAGTGACT 

TAAGTCAGGTTCCCCCAAACCAGACACCAAGACAAGAATCCATGTGTGTG 

TGACTGAAGGAAGTGCTGGGAGAGCCCCAGCTGCAGCCTGGATGTGAACT 

GCAACTCCAAAGTGTGTCCAGACTCAAGGCAAGGGCACTAGGCTTTCCAG 

ACCTCCTACTAAGTCATTGATCCAGCACTGCCCTGCCAGGACATAAATCC 

CTGGCACCTC 

>Sequence 1061 

AGGACCTTCATGCTCTAAATCAGATGATCTACTATCTGAAAAGGAAACGA 

CAAATCTGACAACAAATGAATTTCACAACAGATAGGCAG 

>Sequence 1062 

AGGTACAAATTATAGCGACATACACAGAGAATGCAGTTAAAAACTCTACC 

TGTGATACATGAAAGCTTCAGGGGGCTATATATAGCCAACAGTAATTGAC 

TATTACACAAGAACCAAAGAATTGGACCTTGAAAGGAAATATTCTATCTG 

GAGATTAACACAAACTACTTAGTAACAAAAATGAACTATAACAAACATTA 

AGGATAAGTAGTCTTCTGTGGTAATAAAACTATCATTTTGAAAGGACAAA 

AAGATTATTTTAACCCTGCTTAACTATTATGTGTAACTACTTTCCAATTT 

AACAGCAATCAATTAAAGAAAAGGAAAACCTGAAACTCATTAAGAGGGGA 

TACATTTAAACTTGGGTTAAAGTTAAG 

>Sequence 1063 

AGGTACAGCACACCAGGAGAGAAGATCATTATTAATGTGCTAATAGCAGC 

ATTTTATTTTGAAACCCACTCTGCATGGTTACAGGGCTCAAAACAACATA 

TTCTAACAGGAAGATACATTACCGAAATATTTTAATGAGAATATTTAATA 

TGCATTGAGAGGTCCGCATTTTCTTGCAGAGACCTTGTAGGTAGCTCTTT 

GAGATTTCTGTCTCTATGCATTTAAGTGAAGGAGTTGGTTGGGTATTTTA 

GTTGGCAAATTTTGCAGACATGTAGCTTTGGTAGTGGAGGGGTAATAGTA 

CCTGCCCG 

>Sequence 1064 

CCGGGCAGGTACCCCTTTTAAGTTTGCTTGGCTTTCTCAGATTCTGGTTT 

CAATTAACATGCTTATGATTTTCTGGGTTTGCAGGGCAGATTAGTAGGCT 

TTGGTGTGGCTTTTTTCTTTCTTCCTTTCTGCCTTTACGCGTTTGGTTGA 

TGCATCTGTGTACCT 

>Sequence 1065 

CCGGGCAGGTACTGAACTAGCTCGTTCTGGTTAATTTGTTGATTGGATTG 
GAAATTAGAACATGGAGCTGTCAATGCACGGTATCTGGTAATTGTGGATG 
GGGGAGATGACTGGGGCAGAACTGAGCTCATTTTTGCCAACATAGTACCT 
>Sequence 1066 
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TGGGGGTCAGGGGAGCCGGCCCATTTATAGAGCTCTTATGATGTGGTAGA 

CAGCGGCAGTACCT 

>Sequence 787 

CCGGGCAGGTACTGCATGTGCACGTGCGTGTGGTAGTAGGCAACTGCTCA 

AATGTCAGTTTTGAGATGTTGTTGGTGGGCCTGTGTTTATCTGTAACTGT 

ATTTATGTAGGTGTCTCTTCAGAAATATGTCTGAACTGGTCAATTTGTTG 
TACCT 

>Sequence 788 

AGGTCTTGAGTCGACCCACGCGTCCGTGCCTTACAACTGGATCTCATGAG 

ACATTTCCTCAACTGTGGCTTATAGTCTCTGATGAATCTAGTTTGTGCCA 

AGTTAATACAAATCAGCCAATATGCCTGGATTTTAAAAGTAATCTATTTA 

GCTTTACTTTTGATATTTTGACCTGCCCG 

>Sequence 789 

AGGTACTTATATGCTAGGAGCCTGGGACATA(nTTTATTATTTCATAATT 

TTACATCTTTAAATCTTAAAGAAACA 

>Sequence 790 

GGGCAGGTGTCTTAGGTAGGATCTTGCTACTCTGTGTGCACTTATCTTGG 

gag IS^ agtaag tc^tttc^ 

GT^TTTTTACACTACGTCCTGTGTGATTTCAT^ 

TTTTTGTTTATTGGGTTTTTCTTCTTTCATATTGGCTTCATCTAAGGAAC 

AATAATGTCATTGTTCATTTCAGAACCAAGAAAATATAGAACACCTAGAA 

AATCAATCAACCAAACAAACAAATGAATAGTAGAAAATCAAACACACATG 

TATTGCCTCTTGTTTCTGCTGGAATTTTTCCCTCA 

>Sequence79l 

AGGTACACTTTTTACACCATAACTGCCATGTGGTGATAAGCTAAGTCATC 
TCATTCCTTCTCCCTTTCTCTGTGCCTGTCTCCATGGTCATTCGGTCCTA 
TCATCTGTTAACAGTAGGAGAAGGCATGTTTGCATTTGAGAATGATGGTT 
ACTATAGCAGTCAGTTGCTTATACTGGTCTATGAAGCATCTAGGACTGTC 

CCACAAACAAGAGAAGGAAAAAAAGCCAAATGGAGCGGACGCGTGGGTCG 

ACTCAAGCACCTGCCCGC 

>Sequence 792 

CCGGGCAGGTACAGTTTACTACCCAAATTGATATTACTACCTGAGCATTT 

TTCATTTTCTTACATAATCTTCCAAAACATTCATTTTATCTACCACAAAA 

TATTAAATTGAATAAAACATTTTTGCTGAATTTGTGGAGCTGGGCTTTTA 

GACCGGTTTTAACATTTCAGTGTAATATGTAATGCAGCTCAAAAGCTTTG 

TGCAAGTGGTTTCTGGATTTAGGATGTAGTTTTCTTTGACCCCATATAAA 

CTTGTGGTAATTGATCTTAACGATTCTGATTGCGTGATCCTTAAACGAAA 

A i 1 1 1 1 i GTTC A TA ATCA ATTATG ATCTATCTATC A ATATTATATCATTC 

CTTCAGCATTTCTTTTTTTCCTCTAATCACTAATTTATGCTTCCGTGTAT 
TCTATAGTTTCG 

>Sequence 1056 

AGGTACCATGTTTCACGTTAAAATGCCAAAATGTGGTGCCTTCAAAGAAA 

CAGTCAATGAAACAGAAAGCAAAAATAAGCAGAAAATTAGAAACGTTATT 

TGGCATCATGAAGGGCAACACCAAATTTCACTACTAACTGCAAGGATTGA 

TAAACACCATGATTTCAGATTTGAAAAAAAATGGAAAACTGCTAATGCAC 

AATGTTAAGAGATCTCCATGAGAACCAGGCATTAATCCCATATAGCAATG 

ATTTAATATTGTTAC CAATT TCAGGAAAATGATTTTTTGATAAATGGGCT 

ATTGTAAGATATACCTTTTTATTTCTTAGGAGCATGTGACCTGCATACGT 
AAACAG 

>Sequence 1057 

AGGTACAGAGCCAGCCAGTGTTGGGCAGCAGGCTCACAGCCTCAATAGGG 

AGAAAAGACAAAGGCCTCAAAATGACAGGCAGCCTGACAGAGGAAGGAGT 

CTGACACCTCAGCTTGAGGCGTCTTTGGAATTCCTAGCTCATCTCAGAAT 

TATATCTTAGAGTGATAATATGGGTGGTAGCCAGTGGCCAAACAGCAAGA 

ACTAAGAGTGGCCCTTGCAAAAAAAGGTTGGGAAAGCTGGGCCCATATTG 

CCTGTAAACCCTTGAGCCTGATGCTCATACAGCTGTCCCTTGTTTTAGCC 
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TCCTACACACAAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 
ATTTATTTT1 1 1 1GAGACAGGGTCCCACTCCGTCGCCCAGGTTAGAGTAC 
CTGCCCG 
>Sequence 777 

CCGGGCAGGTCTCAAACCCCAAGACTGAAGTGATCCTCCTACCTCAGCCT 
CCTGGGTAGCTAGCACCATGGCATGCGCCACCATGCCCTATTTTTTTTTT 
TAAAGACCCTCACCTC 
>Sequence 778 

AGGTACTGACCATAGATATCCCTGGGGGATGTAGTGGATTCAAAACATGA 

GTTCKjATTCTCCAACGTGCCATCGGAATTCTTCTAATATTCAGCAGCTTT 

GATTGTTGTTTTACATCTGACCTGTATTTAGATTTCTCTGATTCCTGGAA 

TATTTGTGGAAAATAAGTACCTGCCCG 

>Sequence 779 

AGGTACTGTTATTCCAGTTTTGCAGATGAAGAAGCTGGGATTTAGTGAAG 

TTAAATAACTAGTAAATAGAGAGGGCTATG 

>Sequence 780 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACG 

GCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGT 

AGCTGAGACCAATGATGCCGACCTCCCTCAAAAGCTGCATTTCTGAATTT 

CTGAAGGCAAACTGTCTGCCTATATTGTACCTGCCCG 

>Sequence78! 

CCGGGCAGGTACTCTGGTGAGAAGGATGTTCATCAGGAAGGGCATCATAT 

TGTGTAAAGGGCACAGGATTGAGAGGAAAATTCATAAGGCAATGAATGTA 

TATTCACCTAGCCAGCCCAGTCATACCGTCAGAGACATTTTTAATTCCAA 

TATGTTTGGTTACGTTTCTTAAAATTCCAACCTATGCTCCTTATATGATA 

CATTCACCTCTTTTGTAAGCATAATCTCTTTACCATTACCAATTAATTGC 

AGCCCATCCTATTAGCTGTAGAAGAAAGATGTGGCAAATTTGGGAAGTAA 

AGAAAAAAGGGGATCAAGAATAGACATAAAAGATTTGTGATCACCTGCGT 

ATATCTACCCAGTACCTTGGTGTTACTTCCTTTGAAAG 

>Sequence 782 

AGGTACCAGGAAAAGATCCCAAACCTGAATCTAATAATGAAGAAATACGA 

TACAAATGAAAACTGAGAAACATTCTACAATGTAACTGAACTGCAATATT 

CAAAAGTATCAAGGTCATGAAAATCAGGGGAAGACTGAAGAACTGTTCTA 

AAATGAAGAGGATTAAAGAAACATAACTAAGTATATAACCTATAATTCTG 

ATTAGATCCATTCCCTACACAGGGCATTGAAACAAAAGCCAAAATGTGTA 

CCTGCCCGGGCGGCCGCTCG 

>Sequence 783 

CCGGGCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAAATCCATATGCCCAT 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 

TGTACCT 

>Sequence 784 

AGGTACGCGGGATGTGACAACCCTGCTGAAGTGCCACCTACTATATTTGG 

TCTCAGCGATTAAACGAAAAGAGATGGTAAGGCAACAAAAATTATCAGCA 

TATATTTTCAGCTTCTTTGAGTTTTGCAGATTAGTATAGTTCAAAGGATA 

GACAAATTCACTTGTTTTCATTTTGTCTTTAAGATAAATAAATTTTGGTA 

CCTGCCCG 

>Sequence 785 

CCGGGCAGGTACCTTTCACTCTCATCAAACTAGACTACCGACTGTTTCTC 
G AAA A AC IT 11 1CCACCTCTTCACCTTTGCTTATGCTTATCTTTCTGTCT 
GGGAAGGTTCCTTCCACCATTCATCTCTCCA 
>Sequence 786 

CCGGGCAGGTACTGGGATTATAAGCATATAAGCCACTGCGCCTGGCCCTA 

TATACCTTCTTTATTCCTTTATTTTAGTGGCATTTCAAGAGTGTTGAAAA 

CATATGTTAGATCTGGCATGTTTAAATAGAAATCCTTCTGAGCCCTACTT 
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CAGTGGAGGGAGATTAAAAGGTTTCTTTTTTGAATCATTAGCTTAAGATG 

TACCTTTCCCGGCGGGCCGTTTTAACATGTTGAGCAAAAAGG CCAG CCAA 

AAGGGTCAGGAACCGGTAAAAAAAGGCGGGGTTGCTTGGCGTTTTATTCA 

TAAGGCTTCCCCCCCCCCTGGCCAGGCCTTTACAAAAAATTTGACGCTTC 

AAGTCAAAAAGGGGGGGGAAAACCCGCTCGGGAACTTTTTAGGAAACCCC 

GGCGGTTTCTTCCCCTGGAGAATTTCC 

>Sequence 769 

AGGTAC AGCTTAATGGC AAAAG AG AATCTT AATCCCTA AG AGCll TTTCT 

AATTGATGGACATCATTTTCCAATTGAACAAATTGGAATTTATTAGTGGT 

GACTGTGGCTTTGAATCTGAGCTAGTTTATTCTTGCAGTCACAGAGAGTG 

TCCTTATAGAAAATAAAAAGGGAAAAGCTCAGTTCTGCTGAATATAATCA 

ATATACACAATCAATTGATAATTCACAACTACCTCCTTTGCCTTCTTGCA 

CACTCTTCCTGCCACTCAGAAACATCCATACTTACTCTTCAGGATGGGTT 

TTTTGAGCCTGAATTATCCAGATGGCTGTTTCAACTTTTTCAGCCATACC 

TTAAAGTTGAAAAGGATGGCCCTAATTTCCACCTCTAATTCCACTTCCAA 

TTTCTGGTTTGAAGCAAGACTGGAGAACTTGGGAAAAAGGTTAAGGGGTT 

CATTCAGCACCCCACACTGTAGCTTTGTTCTTGAAAAGCTTTGAAAGG 

>Sequence 770 

CCGGGCAGGTACCTGATTTCCTGACATTGCTATTTATATGATGCCACTTA 
ACAGGTGCTTGGAGGAAACTCCTGACTCATTGCTTACCTCTCAGGGCTAT 
GTAAAAACCACACAGAATTTATTAAACACATCACAAGTGGTACCT 
>Sequence 771 

AGGTACCCCTGCGCCAATCATCACAGCCTGGTTGTATCAAGTGTGTGCCA 

AACTGCCTGCGCTAACAACCAAATGCAAATGTCATACGTCTCTGTCACTA 

GCAGCATAGTTGCTAGAGAGACACGTGTGAGCCACACCTCAAAGACAAGC 

CTTCA 

>Sequence 772 

CCGGGCAGGTACTGCTTGTGATCCAGCTACTGAGGTCTGAACCGAACAGA 

CCTGGGAAGTGTCTCAGAGCTGTCTCTCAGGCTCTGAGAGAAAGTAGCCA 

ACACTACAGTAGACAGAGAGAGACAGAGATCAAGACAGATACAGACGACA 

GCATAAGACAAAATACTTTATGAAATTGCCAAGTTCCTCAAGCAATCTAG 

TTAACTCTTCTCAGCAACTGTTGAACCAGGCTTTAACCTCAAGGTTTAAT 

AAAAAAACTAAAAAAAAAAAAAAAGCTTCCCTCGGGCCGCTCT 

>Sequence 773 

AGTCACTTAATGGCCCCATTACCGCTCCTCTGTCTCCCGTGCTGCTAGCT 

CCTGCTTCTAACTCTCATCCCTAATCTTAGTGTCTATGCCCTGTTCTTTG 

ATGTTTAATCAATTGCTTTTGTGATl "ITrtTl 11 1 1 1 1 IGCTATGCTAAA 

TGCCATATTTAAGTTTCTCAAGATTTTTTTTTAACCTCAGGAGCAGAAAG 

GTGAATTAATCAGACTCTTTAGCCTGTGGCAATTTTGTTGTATAAGGTCC 

ACCTGTCTTGTCTTATTTTTCCCTTTATGCCAGATTCCACCACCATCAGT 

CCCTGGCTATCCCAACAAGCACCTACACTAATGTGATACAGACATGTAAT 

T 

>Sequence 774 

CCGGGCAGGTACTCAATTAATATTTTATTGAGGTGCCCTGTAATCTGACA 

TTCCAGGGAGCTTTCAAGGAAACTTTGTCACACTAAAAAAAATTGAGGAT 

TGTTTTGTGGGTTATTCCGCTCCTTTGTCTTCTAACCCACAGAAGTTCTG 

TCATGGTTCTTAGGGGTTGTAGGGTGTGTCCACTTATTTTAAAATGTCAA 

AGACCAGAAGAGTGGAGAATGGGAAAGTGGCAAAGTGTTAGCACTGGAAA 

GATGTTTAGAGATCACGTAGTCCAACCCTTAAATTTTATAGATGAATAAA 

CTGGTATCTAGAAAGCTTAAGTGACCTGCCTGAAATCACACAACTAGTT 

>Sequencc 775 

CCGGGCAGGTACAAGCTGAGATTTTGGAGTCTGGTGGGTTCCAGTCTTGC 

TTTCCACCAATAA 

>Sequence 776 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 
GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 
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AAGATGAGGTCACGGAGAAATGCA 
>Sequence 763 

CCGGGCAGGTACTTTTTI I I 1 1 1 1 ITTTTGGGTTTATTTGCTTAGGATAA 

TGGCCTCCAGCTGCATCTATGTTGCTGGAAAGGACATGATTTTGTTCCTT 

TTTATGGCCTTGTAATGGTTCATGGTGTATATGCACCACATTTTCTTCAT 

CCATTCCAACGTTGATGGACATCTAGGTTGATTCCACGTCTTCACTATTG 

TGAATAGTGTTGCAGTGAACATATGAGTGCATGTGTCTTTTCAATAGAAC 

TTTCTTTTTTTTTTGGATATACACCCAGTAATAAGAATTGCTGGGTCAAA 

TGGGTATTATCATTCTCTTTTTAGTAAACCAACTTATAAAAAGATTTTAA 

ATCAAAG(nTTGTGCTGCTAACCCCAGTGAGTCCAGAGCTTATATTTTTT 

AATCTTCTGGGGGGAGGAAGGGCTGCAAAAGGGGGTGGGAGAAACCAGCC 

CAGCCCAGAACTGACGCTTTT 

>Sequence 764 

GAGATAGTTATTCGAATTCGTACACTGGT 
>Sequence 765 

NATATGTACTAGTTGAATNGGAGCCTGGGCAAAGTCTGCNGCCCGGCAGG 

ACTTTCAAAl "1 "I TTGTTATCCTCTTCAAGAATGTCTNCTNNGG ATTCTGC 

ATATATATCCCAACATNNTAGGAACTCATAAATTGCATACITrTTTGGTG 

TGATCAGAGATGGGTAACTCTTATTACTTGTGGGTTAGATAGTTTTGGAA 

ATAGCCTGGAGTCATTGAGAGCCAATCCTTATCAACAAAATGGCATAAAT 

GGACAGGAATGGGTTTCTTCTTCACTTTAGAGATAGCTCTGAAGACATGT 

CTCAGTTGGGATTAGTTCAGTTGCATATATGAATAGCAGTCATTGAAACA 

AGATAAAAGTGTATGTTTCTCACATCTAAAGAAGTCTGGAGGTAAGCAAT 

CCAAGGGTTAGCCTATCGTGCCCCACTCTCATAAGGGACTTAGGTCCTTT 

TATCTTGCTTCACCATTCTTGATGTTTCGCCTTGTTGGCCAAGTGTGGTA 

CTTGAGCTTCAAGCATTTCTACTGTATTTCAGCCCGCAGGAGGATGTATG 

CC ATTCCCTTTATGTATTTAGG A' HTI TTC AGGTTGTTCCTATCTAAATC 

A ATG rTTTTTTTTI ACTGGCTGGTACTTATGTTGTATGG AATTCTTTAGT 

CTCTTATAATGTTTTATGTTTATTTTCAAATTGTGTGTCCTATA ATAA AA 

TTA rTTTTTATATTTTCTCT I TTATTTTAA ATGTTTGGTATTCCGTTTTA 

TT ACT AT TTTTACTT C ATATA A ATAA ' I'll 1111 i ' f TCGC ATTGT AC ATT A 

t n " rciTG rm tttattatttgi ttt at attat attct attt ac i rm 

T ATT AT A 1 1 1 1 I ATTTGTTGTA ATT 
>Sequence 766 

CCGGGCAGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATC 

CCCAGCTGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGA 

TGGTGTCTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGA 

TTCTGTGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGATC 

AGGAGAGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCAG 

CTACACAGGA 

>Sequence 767 

GACCAGGCCAAACTGCTGGGATTACAGGCCGTGTGCCATCACGCCCAGCC 

TGTCTCCATTTATAAGAGGGGCACTGTGCATTACATTGGAGCTCTGGAGT 

GTCCGGCATTCCTTCAACGTCTGTTATATGCTAAACACATTTCACACATT 

ACATAATGTTAATCGCCACCCATCTGTGAGGCACAAACTGTCGTTGGCTC 

CATTTCACAAATGCAGAAACTTAGGACCATGATAGATGAATGATTTGTCC 

CAGGTCACACCATGTTAAAAGGTGAGCCAGGATTTTGAACGCAGGCAGCC 

TGACCCTGGAGCCTATGCTCTAAAATTTGAAAATATTCACTACATTGCAT 

TAGCTTTCAAGGTGGGCGGGGGTGGACATCTAGAAAATGCTCAAGACGTA 

CCTGCCCGGGCGGGCCTTCTATAA 

>Sequence 768 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTTTTATTGCTGAT 
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AAGAGGTTGGCTGGTGTCATGGACAGCACATGGGATTTGGAGTTAGAAGG 

TCTCAGTTAAAAACCCTCAGGCCCCTGCATTCTAGCTGGGGGACCCTCGG 

GCAGGTTGCTTGAACCTCTCACCTTGACTGGTTTGTTGAACTTGCAGAGT 

GCTAGCAGCACCTGCCCCCAGCGTGGGGGAGTGGTTTTGCAGATTAAAGT 

GTTGTGAATGCACTTCCTCGATGGAGGGCCTCTAGCACCATGGTTTCGTC 

ATCCTGTATCTGTCACTCACCCTGTAGGTCAGGGGTTTTTCACATTTGTG 

GCATCAGAGAAACCCCTAGGTTTCTGTTTACAGAGGCATCCCAAGCCTAG 

GGGAGACAGGTGGCTTAATGGCACTGGTTCCTACTGCTAGGCTTGCAGAG 

CTTACTGCAGGAGGACTGTAGGTGGGGATCCAAGACTGTTCACTTTCTTT 

TCCTGGGGGACATGCTGTCATCTTGTACAAAGATACATTCCCGTTCTGTT 

CCTCTTCGGTTGGAAGAAAACATTACCCCTAAATTCCTTTCTTTGTTTAC 

CCCTCCCCTAAAACTTATTTTGTTGAAACCCTTTATAGCCTTGACTGTGG 

TTTATACAACTTGAATn rCCTTATAATGGGCTATTTGTTAACCTCCTAA 

AACTATGTTTTTTCT 

>Sequence 758 

AGGTACATGGTGGCTACCACATCCTGTTGTTTGTCTATACTGGGAGAATC 

AGGCGTTCCTTGTCATCTTGGCTGCCCTAGCTCTGAGCTTCAGGGGATAT 

ATGACTCAGAAATGCTATGCTTTCTGGAATTTGGATATTCATTTTATTGT 

TCTTGGTAAATTCTCTTTTGACTTAGGAGAAGCTAACTATTTGGAAAGGT 

CTCTCAGAACTCTAATTACAAATATATGGTACCTGCCCGGGCGGCCGCTC 

G 

>Sequence 759 

GGGGATATCGATCTGATATCNGACGCCTGTTAGCTGTTAAATGCAGGCGG 

CCGAGGTACTGGTTTGACATTGTGTTTAAAGTCAAAAGTTTAGGCTTGAG 

ATCTCTTTCTAGTGTGATGGTTTTACTAGTATATACGTATGTTAATGTTT 

AAAAATTTCACACCCCAAAAATGTGCAGTATACCAGATGTTAATTATATC 

TCATAAAGCTATTAAAATTTTATCTCAAAATTATAGCnTrATTGCATTTA 

GGGCATTATCCAATTTTGAATCTAGTCCAGTTATCATAGCTTAATGCAGT 

ATTATGAAAATAATGCCTATAAAGGTCCAGTTCCTCAAACACCCTTGGAA 

CCAATTTTGCCATCTATATTAGTTACCTTGGGCTGCTATAATGAAGTACC 

TT 

>Sequence 760 

CCGGCAGGTACTTGTAGCAGTCCACAAAGAGAACAGCCAGAACATTCTCT 

ATGCCACTGCCTGCTTCTGGGTGAATCCCAGGTGTGAGTAATGAGGCTCA 

CA TGAG TGGGTATATCACTAACACGGCTTAGGAGCCCCATCTCGAGTCAT 

TATTTTGCTTGACAACCATGAGCTTCCAGGATCCCGACAAGGCACATGGC 

AAATTACAGGAGTCCTCACACTAAGAGAAGCCCTAAGCTATGGCCAGCAC 

AGGTATTTATAGTTCCTCCCAGTCCTTTCGCAGTTTACCAGTGGGTCATT 

TTTACCATAAGCAGTGTTGCCTAGTAACATAGCTGACATTCTGCCTGTAT 

GGTTTCCACGGGAACAGAGCTGATAGCTGGGTTAAACTGAATCCAAGCCC 

AATTTCTCATGCTGAAAGACAAGAGTTTTGCTAACACTTAAGTCACAAAT 

ATAGCCAGAGGTTTCCCTGCTTCTGTGCTTCTCTGTTAGTTTCAGTAGCC 

GGAGTGATTCTTTCAAATGTATGGTGGAACACATTACCTGCTCTTCGCCC 

TTGAGTGGGGTCCCCTCCTTAACCTCGAGTGGCAGTGGTTACAAGCCCTA 

CCTTGACTTGGCCCTCTCGGGCTTTTTGACCCTTTCCCCTACCCGTTTCT 

TGCTTATCTGTTATTGAGGTGCTTAATCGCTTGCTGGTGGTGAAATATGC 

CAGTATGGTTTCACTTTGGGCTTCCTTGACCTTTCCGGGGCTAAAAGGTC 

TTACCTCTGAGGCCACCCGGGAGAATCTTTTGCCTCAATCTGGGTGAAAG 

GCAAG 

>Sequence 76 1 

CCGGCAGGTACACTTTTTTGGCTTATGGGTATCTTAGTTTAACCTTTTCT 
TGNTGAGTGAACTGTGTCATTTCAAAAGCCTGAAGACATTGTGATGACT 
>Sequence 762 

AGGTACAGAGCCACACCAAAATCTGGGAGAAGACTATTTCAGGAAAGGAG 

GAGGAAATTTGAAGACCTGGGGCTAGAATGAGCTCAACATATTCTAAGAT 

CGGCAAGTTTAGTGTGGCTGGAAAAGAATGAGTAAACAGAAACCTGAGAT 
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CACCTGAAGACCTGAGAAT 
>Sequence 751 

TTCCGCCCGGCGGTACTCGGGCCTAGAAATTATTTAATTTGGCGACTGAT 

ACGTCTCATGGTGAACTCGTTTATCCTAAGGCACTCCCACTTATAGTAGG 

AGCTCAGCTGATCCACGCGGACAAGTTAGGTGAGGTAGGGGCTGACATAT 

TCTGACTCACTCTTGGATCAATCCCTGACTTCAGGCCCTGCTGGGTCCTT 

CTTGGTACCT 

>Sequence 752 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 

TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACTAGAGTTGAAGATGAT 

TCAGCCACTTTTATTCCAGCCACTCCATTTCTAGCATACACTACAGAGAA 

GTGTATATTTAAAGAGGCCATTTTCCTGCAGGATGTTTATAAATAGTTCC 

TGGCCCCCGCGTACCTGCCCGGGCGGCCGCTCG 

>Sequence 753 

CCGGGCAGGTACTGAAATACTTAAGAAATACTTTTCACAAGTGTCAATAG 

TTTTATGTGTTATGGACTCATTGCAGAAGGCTGAGGAGCAGTAAAGGAGG 

GAAGGTTCAAGAAAGCCTTCAAAAAGGAAATAACACTTACCAGAGCCCTG 

CTCACCAGTAAGAGCAAAAATTGTGCAACTTTGATATTTAAGAAATGGAG 

GGTTACTGCTAGTCGTAGTGGTGGTGAGTAATTCTATATGACTAAAGCAT 

CAAACTCTAATAAGAGCATTATAAAAAGAGGCTAGAAAATTGGACAGGCA 

ACATTCAACATATCTTATAATTAAAGATTTGGTAGTTTATGTTAGAGGTG 

ATAGACACATAGGAGAGTTTTTAAATGTGGGGAGAAAATGGTCAGACTTG 

ACTTTTTAGAACAGTAATAAAGGAGTGCCAGTATTTTTGGAAATCATTTA 

TGGGACCTTTTAAAGACTTCTGGGGGAAGCCTGTGCAAAGGCTTATGGCT 

GTGGTCCCATCACCTTGGGAAGCTTAAAGTGGGCAAATTGCTTCAGTCCA 

AGAGTTTGAGAACCAGCTTGACAACGGTGGGAAACCCCCATTTTACCAAA 

AATGCATTAGCCAGGCGGGGCGGTGCGGGCCTATAGTCCCAATTCTCCCT 

TATGGACCCCTAGGGGGGAAAAACTCCCTGGCCCAGAGTTTAAAACTGCG 

TGAGACTTGGATGAACCACTGTATCCAGCTGGGCAAAAAGAGAGTCCTTT 

CTCAAAAAAACTTAGGGAGACTCATTTCAATTCTTTCTAAA 

>Sequence 754 

CCGGGCAGGTACCACAGGGAAGAATACCTCAGTTATTCACCTTTTGTTTA 

AATGTTTTGGAATAACACAGACACAGCAATTATGAAGTTTTTCTCTGCTC 

TACTTAGATGAACAGATTCTGTTAACTAAAATGAAGGCAATGAATGAAGA 

GAGTTCTATGTTATATATCTGAGAGCAGGGTCTCTATTTTTGATACACTG 

ACCATTGTTTCTCTGTAAAAAATACAATTAATACTTCATCCTCTCCGTAA 

CTCAGTTTTAGCTG AATACTA ri"l " i"l "VAGTCC ATTGTATATGGC AG ACTT 

TATGTTAGGCACGAGGGACATAAAGATTCATTCATTCCTTCACGCAGTAA 

AATATTGAGTTTGGAATCTCCTATGTTCGAGGCACTGAGTTCAGTGCTGA 

AGGTTTAACAATGAGCAACACAGACACAGTTTTGCCTTCCTGCAGGGTAC 

CT 

>Sequence 755 

AGGTACTGTAATTTTGGGGAGCAAGCTAACACATTTGACTTGCGGCTGAG 

CTCTTAACTAAGCAATACCTCAGTATGCTCCTTCGGGAAAAATTAAAGGT 

TCAGTAGTCAAATACTTTTGGAAATGCTGGGCCATTATGCACAGAGAAGC 

GCAGTAAGGAACATT 

>Sequence 756 

GTTTGTGTATCGTCAATTGTGCTCCACCGCGGTGGCGGCCGAGGTGCGCG 

GGGAAGCAATGACGTGGGGAGAGAGCGCTGAGGAAGGGAGAGATCCAGAA 

AGGTAGATTCTTCTGTGTAGGTGAGTGGATGAGATAATGAAGCAAGTTAA 

TTTGGGCTCTGCTGACTTATTTATCTGTCCCGGGCACTTTTCTCTGTACC 

TGCCCG 

>Sequence 757 

AGGTACTGCGGGCTCTCTTGATTCCAGTCTACTGGTCTGCTTGTTGCTTT 
GGGTATTTGAGTATTTATGTGTTTCTTTTGGCTCCTGTTTGCATGGTCAC 
TGGCTGTCATAGGGAATGGTGATCGGCTTTTCCAGTTGCTCAGGACACAA 
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TCTCTGCCAGCNC>fNTAGATGGGCCTCTGGGTTGTCTCCCTATTCCTGTT 

GCTTGAGATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCT \ 

CTATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGAT 

ATACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCA 

GTAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 742 

CGAGGTACCTTCANNTGCTCTAAATCATTATGNATCTACNNTATCTGAAA 

AGTGTAAACCGACAAATCTTGATCTATACAAAAGAAAATTTCAACAACAG 

AAATAGGhmCAGTTGAATTAGCATGNNAGGCACTTAAChfNATTAAANNCC 

CAAGTCTTTCAATGGCCACTTGGAGTCCAGGGCCTGCCCG 

>Sequence 743 

CCGGCAGGTACTGTATCTCCCACTAGGATGTCAACTCCGTGAAAGTAGGA 

ACTTACTGGTCTTGTTCATGGCCCTATTCCCAGCTCCTAGAATACAGCCT 

GGCATGTTGTAGGTGCTCAATAAAATCCTTGTTGAATGACTGACTGAATG 

AAACCTGGCCAAGGTCTAAGCATCACTTCAATGGATTCACCTGGAAATTG 

GCACCCCCCTCCCCCGCGTACCT 

>Sequence 744 

CCGGGCAGGTACTGTATCTCCCACTAGGATGTCAACTCCGTGAAAGTAGG 

AACTTACTGGTCTTGTTCATGGCCCTATTCCCAGCTCCTAGAATACAGCC 

TGGCATGTTGTAGGTGCTCAATAAAATCCTTGTTGAATGACTGACTGAAT 

GGAAAACCTGGCCAGAGGTCTAAGCATCACTTTCACATGGATTCAACCTG 

GACAATTGAGCACCCTCCTCCCCCCGCGTACCCTCGGC 

>Sequence 745 

CCGGGCAGGTACAACCTGATTACCTGAAACAGCAGCATAGTCATGCAGAG 

GAGGATCAGCAGCAAGAAGGGGTGAGCCATGAGTTCC 

>Sequence 746 

AGGTACCTCTCCCACACTCTTCCTGACAAAGCATCTGAGGGACTTTCTCT 

GCCAAAATGAGAGAGTAAACTTAAAAAGAAGACAAGGTGGGATATTGCAA 

ACAAGAGATACAACACAGGAGGGAGCCGAAGAGAATCCCTTGATTTGAGG 

TGAAGCAGCTGTACCTGCCCG 

>Sequence 747 

AGGTACCTTAGGCTCTCCAGGGAATGCCATCAGTTAAGGCAGCCTGTTCT 

GATGTCATGACTATAGGGAATGTGATGCCTTATTTGAATTAGGCGCTGTT 

TGTTCC ACTCTTTATC IT1" 1 "ITCCTCC AG A ACTG AGGCTAGTTG ATCTTC 

CCTTGAAAGTTCAGTCCCCCTGAGTAGCTAAGCCCAATCCTGTCTGTACC 

TGCCCG 

>Sequence 748 

AGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAAAAATAA 
ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 
GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCAC 
>Sequence 749 

CCGGGCAGGTACAGTAGTCAGCTACTTGGATATCAAGACTAAGTGCTGAT 

ATGAATACTTGCCTTTGTGTTTTGTTATGAAACACGCAAGCATAAAGCAG 

GACTCAAGCACAAGGCTGACTGTTCTACTTTGAATAACAGCTCCTTGCAG 

TCTCCTCCACATGGGTGGTACCT 

>Sequence 750 

GTTTGTTATCGGCAATTGAGCTTACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACCCACCGTTCATCTGTAACATGGCTGTAATATATGGCACCTACTCGTTG 

CTGTTAGCATTGAAGGAGCCAACGTATGCAAGCCAATCACTTAACAAATG 

TCCATTGTTCTGCTTGTCATTCTTTGCTTATACTTCCTGACAACAAGCAG 

AAACCTTAGAAGAGTGGTCTGTTCACTTTAGGGAAGGCTAAGTCAGCATT 

AGGTGTCTTCCATCTTAAAGCACACAATACAGACTGGGTAGAGCAGCATC 

GTCACTGATCGCCACTCTAATAGCTCTCTGGCTAAGTTTCTCATGTCCTT 

TGCGGTGTTAACTACAAAATGCATCGACCAGATTCTCCTCATAGTTTCTT 

CACAGGGCCAGAATGACACCAAAAGTATAGTATGCCCAGTGACCTGATAC 

CAGAGAGCCAGAACACTCATTAAAGTGCACAGTAGGGTCCTTGCTAGGGT 
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>Sequence 735 

CCGGGCAGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAA 

AAATAAATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGT 

GTGTAGGAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGC 

TCAGTGACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAG 

TAGTACCT 

>Sequence 736 

CCGGGCAGGTACCACCATCCTGTCATAATTCI 11111 11GGCCAGGGGGA 
GACAGGGTCTCACTCTCTTGCCCAGCATAAAGTCCTTTTIAAAACTGTAA 
AATAGTTTATACATTTGAGCATTATTATTATAAGCTTTTGTTTCTTACCT 
CAGAAGAATATATTTTCAAATGATAGACTTCTGGGACTTTTGGTACCT 
>Sequence 737 

AGGTACATCCCTCAAACATACCACCTGAGAGGGCATGATCACATACTTTG 

CTGATAGCTGACAAAGACTGAAGATGACTGGTGGAACCACGGCATAAAAA 

TGAATCTATTCAAGACAGACACAGCTCTCATTTCAAAAATATCGCCTACC 

TTTCCATAGCCCCCTTTACCAAGTACCTGCCCG 

>Sequence 738 

AGGTACCACCCATGTGGAGGAGACTGCAAGGAAGCTGTTATTCAAAGTAG 

AACAGTCAGCCITGTGCTTGAGTCCTGCTTTATGCTTGCGTGTTTCATAA 

CAAAACACAAAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATCAAGT 

AGCTGACTACTGTACCTGCCCG 

>Sequence 739 

CCGGGCAGGTACTTGGAAAGAATTGACCCAGCTGAATTGGAAAATGTGGG 

AAGGGGATGGGGAAGAGGCTGCTCCACCTGAGATCTGGCTCCAGGACTTA 

CAGCAAGGGGAACTTGGGCAAGTTACAGACTGTCTATGCCTCATTTTTTA 

TCAGCAAAACAGAATCATCCCATAAACTATAAGGTCGATGGTATCAGCGG 

GTCCCCAAACTGACTGCACATCTGAGTCATGTTAACAAACACATTCCAGG 

CCCCACCTGAGCCCTCTGAATCAGAATCCCTGTAAGGAGGACGATGAACT 

TGAATTTGCACTGACTTTCCCAGCTGTTTCTTACTCTGATCAACTTGGGG 

ATAGGACCCATTGAGCTGCATCACATCATTCCAAAGCCAAAACACAACAG 

CAGGACAAGAATATTTTCAAGGCAGTCTCTAAAGCAAAGGAGAAACTGTT 

GAGGGAACCTAGAAGTAAGGAGATCTGGCTTGCTGGGCTCCATTTGAACT 

TTGAGTACCT 

>Sequence 740 

AGGTAcn ri 1 1 n mm 1 1 1 i i i i i i-iggaccaagtttggcttacctg 

AGAAGTGCAAGGTTGGTTCAAAATACCTACTGTTTTCACCACCCTAACAG 

ATTAAAAGAAAAAAGCCATATAATTACCTCAAAAGATGCACAGATGCACT 

TCTGGGGTTGGGGGAAGGGGGAGGCACTGGGACACAGAGAAGGTGCTATT 

T CAATGNA A AACA AAGACTTGGGTTTTTTAAAATTTGGCCTTTATTTTTA 

ATTTTTTTAATT TTAAG AGACGAGGGTTCTTATTAGGGAAGTGCCCAGGC 

GTGGGGCTTTTCTTTTCTGTGCAAGGTACATTNNTTTTTT^ 

T TTCTA TTATGAATANACTCAACAGGGATTGAAACTAATTGAAAGGCATT 

ATTTTAAAGAAGTGGGTCCCAGGTAAAAAATGAATTCAAGTGGAAATTTC 

CTAAATCTGGTGTGGTCATTGTTTAACGGGAGACCAGAAAAAACAAAGGG 

GTGTTTCTCCTAACTGGCTGGTAAAAAGTTATTCTTCTACCTGTTGGATA 

AAAATTTAAAAATACCAAAAGCCGCCAAAAAGGGGAAATCCCTACCAATG 

CGCAATAA CCATTGACTTTTTAGAGGATTCCTGGCTTCAACTTTA'i'l'ITT' 

TTTTTTT1 GTGAGAACGGGAGACTTGG rTTTI GTTC ACCCC AGGTCTGGG 

AAATGGCAAGTGGGTATTTGATTTTAGGGTTTAACTTGAAAGCGCTCCGC 

CTCTCTTGGGAGAACAAAATATATTTTTTGGGCCGTCTAAAGCCTCTCAC 

AATAATTGTGGGAATAAAAGGGGGCGCGTGCAACACCCTGTTTATCTTGC 

CGGGGGGGGCGGTTTTAATAAATATAGGGGAGATCCCCCGGGCGTGGGGG 

ATTATTGGTATTAAGACTTTTATGATACCCGGGCACCCTCAGA 

>Sequence 74 1 

CCGGCAGGTACGCCCTAGCTCCAGCTTCCTTTGGGAGACTGTGCATCTCC 
TGGCTCCACTAACTTTACCTTCTTCTGACCTTCCAGCCTAGAGATGATGA 
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AGTGACCCTCTTTCTTTCAAAGTTGCTAAATTGTTTCACAATTGCTTCTG 

TGGGATGTAAATAACAGAGTATATATGACCTTTTTAAAAAAAATTCTTTC 

TTTTCTGTGTTCTAAGCAACTGGAAACTAAAAACTGCCCTGGCCTATCAT 

AAGGGAGAAGATGGGAGTCTTTTGCTGTCCATCTTGAATGTAATTCACAT 

TGTCCATGAGTGCTGATCTAACCCCATATGCCTCTGCCCGACTGCCTTTA 

TGAAATATGGTAATTTAATGCTTAAACAACTGTTTCATTTGTGTACCTGC 

CCG 

>Sequence 728 

AGGTACCAGATCAAAACCTGGGAACTTCGTATTTGTCCTTTTCTCTCTGC 

CAGGAATATCGTCCTCTCCATTTGCCCAATGAGCCCCACCTGCTCAACAT 

TTTTACCTCTGTGGAAATCCCTTCCTTCCAGAAGCCTCACTCGCTTTGAG 

CCAAGGAGCTTCTGCGGCGCCCTGCACGCACCTTTACAGATGCAGGTGGC 

TGTTTCCTGTGTCAGACTGCAAGCTCCCCCCGCGTACCTGCCCGGGCGGC 

CGCTCGA 

>Sequence 729 

AGGTACTCCACAAGCTTGCCTGCCATGGGCTGTCGGGATGTCCACGCAGC 

CACAGTCCTTTCCTTCCTGTGTGGAATCGCCTCAGTAGCAGGCCTCTTTG 

CAGGGACCCTGCTTCCCAACTGGAGAAAATTACGACTGATCCATTCAACA 

GAAACGAGAAGAACCTGACTGTTTACACAGGCCTGTGGGTGAAATGTGCC 

CGGTATGACGGGAGCAGTGACTGCCTGATGTACCTGCCCG 

>Sequence 730 

AGGTACTGATCCAACTGTTCCATTTAATCAAATACCATGCAAACTATTAA 

GAGCTCCCTCTGACTTTAACAGCCGA 

>Sequence 73 1 

AACTTTATAATCTTTTAACTAAATGTAATTGTCACCATAATCTTATAGAC 

AAAGCATTGAGGTTTATTGAGCTAATGCTGAAGGTAGTAAGTGGAGGAGC 

CAGGATGAGGTCAGAATCTGAGATTTTAACCATGCCTATGCTGTCACTTC 

TTACACTTTAGAATACCTCCATGCTCATGTGGACACCTAGGAACAAATGA 

ATATTTCTATTCTTCTCCCAGAATTTCAAAACATTAAACATGTTAAACTG 

TATTTTTGTTTACCATAAGCCTTCCCAGGAGGAACAAGCACTAAACACAG 

TCTCTGGCTTAGGATTTGGATGAACATATTCAAAAGCCATCTGCTTCCCA 

GCAATTATAATCATACCCTTTCCTTTTGGCCACTATCACCAAGATCTCCA 

GTATTCCCT 

>Sequence 732 

CCGGGCAGGTACGCGGGGAGATCCCTCTTGTTGAGTAGCTGCAGAGACGG 
CAGATGGAAAATATGCTCAGAAGTTGTTTAATGACCTTTTTGAAGATTAT 
TCCAATGCTCTTCGTCCAGTGGAAGATACAGATAAAGTCCTGAATGTGAC 
CCTGCAGATTACGCTCTCTCAGATTAAGGATATGGATGAAAGAAACCAAA 
>Sequence 733 

AGGTACCCAAAGAAGTAAACTTAGCAACCTCATAATTCTAGGCACCTCTC 

TCAGGTAATCTCAGCTGGCTTCTCTAACACCTCTGGTTCCTCCCCCTACC 

AGCATGAGGACATGAACAGCCATGGATGGTGTTCTGCAAATGTTATCTCA 

GATAGTCTCTGGACAGGACCTGCGAGCAGACTTGCTCAGGGTCTAGAAAG 

TCTTCCCTGGACAAATTCCAGATCTCTAGCTAGCTAAGACAACTGCAGCC 

ATTTTCCTGTACCTGCCCG 

>Sequence 734 

CCGGGCAGGTACCTTATACAAGATGCTATAAATATTTGTATGCATAATTC 

AACAGTAATCAGTGGTGTTTATCTAAACTAACTGATAATCTACAGATTGC 

AGTGCATTTATGATTTCAATGGAATTAATCTAATTCTCCACACTTAATTG 

TGAGAATAGCTATAAACAGATTGTCAAGAGGAGCCTTTTAGTGCCAATGC 

TTTACTTGAGGAAAAAAATTTCTTTTGGGCAAACCCATCTTTATTCATTG 

CAGAATACAACGATTCTCAAAAGTAGCTTAACAACCCCAACTCCGCTGGG 

TAAGTGTGGCGGCACACGCCTGTAATCCCAGCTACTTGGGAGGCTGAAGA 

GGGAAGGCTGCTTGGGGCCAGGAGTTTGAAACCAGCCTAGACAACATAAC 

AAGAGTCTGTCGCGAAAAAAAAGCAAACAGGCTAACAAAAAATAACCTCA 

ACTTCTTATATATGCATGTCTTAGAAGATATCTTCTTTCCC 
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GCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCCCTTAATG 

TACCT 

>Sequence 720 

AGGTACCCTTGGTTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCA 

TAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACC 

ACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAAC 

TGCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCCCTTAAT 

GTACCT 

>Sequence721 

TTCTTATCCACCCCCGCCCACCGGGGGGGGGGGCGCCCCCCCCCCACATT 

1 TITl 1 " 1" I "ITCCCTTTTG AGGGGGGGGTA AATGCCCCCCGCCGGGGGAAA 

AAAACAGGGGAGAAAA 1 1 TTTTTTCTTTGGGAAAAAAA rTTTTTTTTCCC 

CAAAAAAATCCCCCAAAAAAAAAAACCCCCCCGAAAAAAATAAAAAAACA 

CAAGGCGGCCTTCCTTGTGGGCCACACCCCCCATATTTTTTTTGTTGGCC 

TCCCGCCCCCTCTTCACGGGGAC 

>Sequence 722 

AGGTACCCTTGGTTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCA 

TAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACC 

ACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAAC 

TGCGTGCATTTTAATGTTGCGTAGTTTACTGATTTATGATTTCCCTTAAT 

GTACC 

>Sequence 723 

AGCGGCCGCCCGGGCAGGTACTCTTGTTTAACCATCAGAGGTTATCCCAT 

CACCTTCACAGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGC 

CGCCCATGCCATCCTGCTTGCTGTGATTTGCTTTGTGGTCATGGACTCAG 

TGGACATCATTATTTTATTAACCGTGTGGTAGGTTTTTAACTCAGTTATC 

CTGGATATCCAAAGGTTTGTGGTCCATCITrAGGCTTCCGTTTGTTCTTT 

GGTACCTT 

>Sequence 724 

AGGTACTGCAGTTAGAGCTTCAATCTCCAGTGTGATGGTATTAGGGTTAG 

ATCTTCAATCTCCAGTGTGATGGTATCAGGGTTAGAGCTTCAGCCTCCAG 

TGTGATGGTATCAGGGTTAGAGCTTCAGCCTCCAGTGTGATGGTATCGGG 

GTTAGATCTTCAATCCCCAGTGGTGGTGGTTAGAGCTTCAATCTCCAGTG 

TGATGGTATTGGGGTTAGAGCTTCAATCTCCAGTCTGATGGTGTTTCGGG 

ATGGGGCTTTTAAGATGTAATTAGGGTTTAAGATCATAAGGGACCTGGTC 

TGATGGGGATTAGTAGGCTTATATGAAGAGACACAAGAGGGCTTGCTCTA 

TCTCTGACTCTCCCACACACAAAGTAGAGGCCATGTTAGCCTATGGAGAG 

AAGATGGCCACCTGCAAGCCAGGAAGAAAGCCCTCACTTGAAACCAAACC 

CCGCAAAACTTTATTCTGG 

>Sequence 725 

AGGTACTTTTTTl TTT1 TlTl'CACGTGGTCCCAGCTTGAGTTTACnXjAGC 

CTCCTCCAGGCTCAGATATGTGCTTGCCTGGAGAAACTGCTTTCAAAGGC 

CAAGCAGCCTTGCCTTTGGAGGAGCTGCTTTTTGTAACTTACAATAGTGT 

TTCCCAGAGTGCATTCCATGAAAATATTAGTTCTTTCAACATGCTGAACA 

A 

>Sequence 726 

AGGTACAGAACTCCAAAAGAAAATCAGGCCTCATTGCCAAAGCTCAGGGA 

TAAGTCTAAACAGAAAGGCATTTATACAGCAACAAGAAAGTTACTGGGGG 

CTGGGGATGAGGGAGGGCTGGGGTAGGAGGATACTAAAATATTTTCTGAG 

NNGTGCCCAACTTCTTGTCTTAGAAGAGAGCTATAACTGAGCCAAGCGTC 

TCTGTTNTGTCTCCTTCCACCCCCTCCTCTACAAGCTTTACATATGTTCT 

CTATGCAGTAGCAAATAACAGTGGTCANCTTGCCATCATATGATATAAAG 

GGATGN 

>Sequence 727 

AGGTACAGTTTTATATCAATATTTTATCAAGCAAAAAGTTGAAGCCAACA 
CCCAAAGCTGCCAGATATGGAGAACCCAGTGACAATTTTGAATTAACCTG 
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TGGACGG 
>Sequence7l3 

AGGTACTCAGGATCTGCAGAGGCCAGGCTGCTTGGCTCCCATCACAGGAG 

GTTTGCTAGGCAACCCAGAAGGAGCTTTCAAACAAGCCTAGATATTCCTG 

CCTGGCCTGCTGCCATTCTCCAAGAAGGCAAGTAGGCACAATAAATAGAA 

CTGGACGG 

>Sequence7I4 

CCACATCGATTGAATATGCCNGAATNGGAGCTCTTCCGCGATGGCGGCCG 

CCCGG CAGGTA CTGTATGTATGTTGGTAAAATGTTGTGAAATTTAATGAG 

GACTATTTTTTGCCATAAGACCTTCCGGACAGAATGTATCTCTGAAAAAG 

AATTCCCACTCCTAAAATAGAGGTCTGATGAGCAACAGATGTGGTTTAAA 

TGAACCCTTGTTCAACTGAACCAAGAATATATTGTGATCTGTATGAGGCA 

CAATTCAGAAGAGAGGGGAGGTGGCTACAGCACAGCCTCAGTGTTGAGTT 

TGGTTGTGGGGTTTAAACATATTTATTTATTTCATAAAGTTTCTCTCATA 

AGGCACAATGCAAATGAGCTTTTAATTAATACAATCTAATGTTCAGAGGA 

TGGTCTTCATGCTTGTTATAAAACAATTTACATTTTTATTTTGTAGTCTA 

AGAACGTGTGTCGAAAAGCATGTCAGTGAGTAGCCATAACCTTCAGAGTG 

ATCTATGTCCTG 

>Sequence 715 

CCGGGCAGGTACATACCCACATACATACCCACACATAAACATATAAATAA 

TATTTTTTAAAGAACCAAGGACAATAAATTTTCCTGATGAGCCAACATTT 

TAAGGAAAAAAATAAGAAAATTGTATCTTTGTGACCTGACATAAATACCC 

ANNAGGATAACTGCCATCCAGCTCTTCTCACGGTGTGACTGAGCACAGTG 

GGTCCTCCCTTAGCTGAATTCTAAGAGTGAAGAATAGTTTATTGTTTGAA 

GCAGTGAGGAGAGCACTAGGGATATATTTCATAATACATGAAGAAAGGAG 

GGAAGACTAATGCAAGTTTGTACCT 

>Sequence 716 

CCGGCAGGTACATACCCACATACATACCCACACATAAACATATAAATAAT 

ATTTTTTAAAGAACCAAGGACAATAAATTTTCCTGATGAGCCAACATTTT 

AAGGAAAAAAATAATGAAAATTGTATCTTTGTGACCTGACATAAATACCA 

AGATAACTGCCATCCAGCCTTCTCACGGTGTGACTGAGCACAGTGGGTCC 

TCCCTTAGCTGAATTCTAAGAGTGAAGAATAGTTTATTGTTTGAAGCAGT 

GAGGAGAGCACTAGGGATATATTTCATAATACATGAAGAAAGGAGGGAAG 

ACTAATGCAAGTTTGTACCTT 

>Sequence717 

AGGAC TTAAT TTAATGTTTAATAATATTAAATATCTTTAATATTAACGAA 

GTGA^CTTTTAAGAGATATTGGTATTGCAAATGTTTACAAATAGTTTCTT 

AGTTGAATCAAGATTNTATGAGTGTAATGGGACTGGGTGATAGATATGAT 

AATTCATCATATTGCTCAGTTTATATTTGAAATTGTATATTAAACTTGAA 

AAGACACTTTAATTTGAATTACTATTTTATCTTTTAAATGTGGTATTTCT 

CCTTAATTTACCCTAAGAAAACACTATAATTTTATCACAGTACCT 

>Sequence718 

CCGGGCAGGTACAGAGACTCCATCTCAAAAAAAAAAGAAAGAAAGATAAA 

AAGATTATCATTGATCCCATTTTACAGTTGAGAAAACAAAGACAGTTCAG 

TTCCTCACTGAAAGTCACACAGATTGTTAGCAGTCACACTGGGAACATAA 

GCTGGGCACTCCTAGTTCATGATCCTAACCACTGTGCATTAATGCGGCAC 

AGACATGAAATACTGATGAGACTATTCTTGAAAAAAAATCACTCAAATAA 

TCAAGTGTGTGTTAATTGGATTTGACTTTTTTCAGTACTCCGTCATACAG 

CAAAGTAAATCAATGGTTGTTTGAAGAGCTGAGAGAAAAACTTTTTAAAG 

GCTCCCAGGTAATACCAAAGGTGATGGATTAAGAAAATTCATTATGGGGA 

ACTTTGAGGAGGTTTCACCGGGTTTTTTATAAATTTAAGATCTTTTTTAC 

AATTTAAAATTTGTGGCCTG 

>Sequence719 

AGGTACCCTTGGTTTCTACACAACTCACTGATTTATGGTCTTGAGACCAT 
AAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACCA 
CCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAACT 
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CCCG 

>Sequence 703 

CCGGGCAGGTACATCCTACTCCAAACAGCCTAACAAAGAGTCAATCAAAG 

GAGTTCTTTGACCTGCTACTTGATTTGAGAGTTCC 

>Sequence 704 

GCGGTGGCGGCCGAGGTACGTGACAAATGTCATCTAATAACCCTGGGAGG 

GCTGGGTCCACCAGGCTGTCCCAGTATCCACCACCCTCTTCCTATCCTCA 

GGGTGCAAAGGCCAATTCACTCCCTCTCCCGTTTCCTTTCATTCTTTCAG 

TGTTGCTGTATTATGTAGTACCTGCCCG 

>Sequence 705 

AGGTACGATGCAAACCAGCAAGCCAGGAAGCACCTCCTTCCCGTCACCAC 
AGCAGGCCTGAGCAGCAAGGAGCGTCACCGGAGCCCACTGGAGAAGCCCC 
ACAACGGCCTCCTCTTCCCCCAGCACGGGGACTATCAGTACCTGCCCG 
>Sequence 706 

CCGGGCAGGTACCCTCCAGGCCCTGTGTATTATTAAGATCTTTTAGTAGC 
GAGTTGCTCTTTCTCTGGGAAATCGGCTGTTAAAGTCAGAGGGAGCTCTT 
AATAGTTTGCATGGTATTTGATTAAATGGAACAGTTGGATCAGTACCT 
>Sequence 707 

GGGCAGTTTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGACGCGCTC 

TCCTTCGAAGTCCGGAGGAGTTTCCTGGATTTGGCACTCTCGTGCAAAGC 

GGTCATATGCTGCAGAGTGTCTCCTCTGCAGAAGTCTGAGATAGTGGATG 

TGGTGAAGAAGCGGGTGAAGGCCATCACCCTCGCCATCGGAGACGGCGCC 

AACGATGTCGGGATGATCCAGACAGCCCACGTGGGTGTGGGAATCAGTGG 

GAATGAATGCATGCAGGCCACCAACAACTCGGATTACGCCATCGCACAGT 

TTTTCCTACTTAAGAGAAGCCTTAGTTTGGTTCATTGGAGCTCTGTGAGC 

TACCACCCGGGGTGGACCAAAGTGCATTCTCGTACCCTCCGGCC 

>Sequence 708 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

>Sequence 709 

AGGTACAGCATCGCTGGTGGTTTCAAAAAACGTAGTCATTCCTCTCACTG 

CAACAATGTAAGATAAGCAGAGTAGATCTGTTATTTCCAAATTAAAGGTG 

ATTAAGATATATGGAGAGAGAACATGGCATGTGAGGTTTATAGGGCTAGA 

AACTGCAGAACCATGTAGAACCCACATTTAACTACAGT 

>Sequence710 

AGGTACATTTGAGATGGTCTCACGTGAGACATCAATACGGCTTGCTGGGG 

GGCACAGGTTTAGGGCAGATGAAACTCACAGGAGGGCGGGTCTGGGTTAA 

CTGAGCTAAAGAGCTTTCAAGCCACTAGAGCAACAGAGCTGCCCACAGTT 

GAGTCAGATTAACCTGGGAAGCCTCCAAGTAATGGCTACCAGCACCACAT 

TCACAGATCTCAAAATTTATGAAACTGATGAGAGGTTGGATTTGATAACT 

AAGAGTCTACA AATCTACA GCATTAATGACACTTGGCATTATGTCAAAAT 

ACATAGTCTGCATTTTTTTCTATTGAATTATGGGTGAGATTACACATGCT 

TTTGG 

>Sequence7U 

AGGNACCCAAACCCTTCATTGCCAAGAGAAAACGCATTGTGAGGGAAATT 
TTGAAAACCANGACANGAAAANGGAGACTGAGATTATTAGAAACAAAAAG 
ACTGTCTAGACCAGCATGGACAGACCTGCCCGGCGGCGT 
> Sequence 712 

AGGTACTCAGGATCTGCAGAGGTTAGGCTGCTTGGCTCCCATCACATGAG 
GTTTGCTATTCAACCCAGAAGGAGCTTTCAAACAAGCCTAGATATTCCTG 
CCTGGCCTGCTGCCATTCTCCAAGAAGGCAAGTAGGCACAATAAATAGAC 
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AGCGGCCGCCCGGGCAGGTACAACAAAAGTTCATCCTAGTAATTCTTAAA 

GCTCTTCAATTCCTATAGAGTTTAGCCTTTGTCAATAGCCAAAATATGTG 

CTTGAAAAATAACTTCTTTGAGTTTCAAAGCAAATGAAAACATAAAACAA 

GCAAAAAAGGCTTTTTTGTTGTTGTTTTTCTCTGCATATCT^ 

TTCTTCATTCATAAATACGGTTTTCAAAAAGCATTGCCTCAGCCAAAATT 

ATTGCCCTTTTTAAAAATGCTTTTCATGTATACACTTTCTACATAACTGC 

TTTTCTTTACACCTTTTTTCTACATTAATTCTAATGA 

>Sequence 695 

AGGTACATGAAGGCCCCCAGTTCCCCCATGCTAGACACGTCCCCAGAAGC 

AGCACCTAATGGGCAACACTGCGGAATCATTTTCCACCCAGATCAGGGGC 

ATCCCACGGACACTTATTCCAGAAAACTGAAGCTGGGCCACAAAGAAGGC 

TCCCATCCTTGCTGCTATTTGCCCTGGACCACTTCAAAATGTGACACATC 

GGGCTGCAGTGAGCTGAGATCGTGCCACTGTACCTGCCCG 

>Sequence 696 

AGGTACTGAACATGTTCTAAACTCAGATAGTGATGACTGCACAACTCTGC 

GAATACACAAAAAAACATCCTCGGAGGGAGTCTGAAGGTATGTAAATTAC 

ATCTCAGTAAAGCTGAAAAACTGCTTTGGCTAAAGTGGCTATCCCTCCAT 

GGTGCTGGGACCTGCCCG 

>Sequence 697 

CCGGGCAGGTACAGTGAACACGCCTGTAAAACTATCACTCATATGAAAGA 

G AGG ACA ATATCGGCGCAG AATAC ATACTAGCAG ATACTG C Tn T 1 ' 1 ACT 

GTGATTTGGAAACTTTTGGTATTCAAGTAACCACTAAGGAATATAACTCT 

AACATGGACAAGGCTTAGATGCATCATGAAAGTCTGTCATGGGAAAGGTC 

TGTGGACAGAGGATGTACCT 

>Sequence 698 

AGGTACAAGGCAGCAGAAGCAACAAAGGCTGTGGCCAGCAACGAAGGCAG 

AGTCCCCGGTAGGCGGAGGTCCCCGTGCACAGTGTGGTGCAGCAGTGAAC 

CCAAGATTTTCCTTCACAGGGCAGGGGAACTATTTCCTAATAAGCATTGG 

CATTCAGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGGA 

ATTTGCTGGGCAAGGAAAATGACGTGGCCCTCATCATCGATGGCCACACC 

CTGAAGTACCTGCCCG 

>Sequence 699 

CCGGGCAGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAA 

AAATAAATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGT 

GTGTAGGAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGC 

TCAGTGACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAG 

CAGTACCT 

>Sequence 700 

AGGTACCTCTGAAAAGCCTAGTGCACTCCAGAAGGCAGGTGGAAGGTGTT 

GTTTGAAGTGAACCCTATTTTATTTTTCTCAAGAAATTCTTGAGCCGATT 

CTGTGACATGAACATCTAAACAGAGTAACCAGATTCCAACTGCATGACTC 

GAATAGGTTTACACATTTTTCTTCTGTCCCGCCTTTCAAACAAAATGGTA 

AATAACtTCATTTCCAGGCCAGTTTAGCATTCCCATTTTTTACCCTGATG 

AGTCCCATTTTAATGAGCAATTTGCTTTATCCAGTAGTGCATTAGTGAAG 

TGTTTCCTG ATTTTATGCGGC AAGTGTTT ATG 

>Sequence 701 

AGGTACGCTTCTAAAAATGAGTGAACATGGTGACTTACCAAAGTGTGATT 

TGAGTTTCCTGGACCCTCTGCATGAAATGTGAACATGAGCTATGCTGAGA 

TCACAAGTTAAATTTACTTTTGAAACCAGGTATACAGTTGATGGATGTCA 

AATGATAAACGTATGCATAGTGATGAAACGGTCTTTTAAGTTTTAGGTGT 

GCATGTTTGCTTTTTTCCTGAACCTGATTCAAATAGTTGTAATTTGTACC 

TGCCCG 

>Sequence 702 

AGGTACCTGCAATGAAGGAGAGGAGAGGACAGGGAGCCAGATTTCCAAGG 

ACGAGAGGATGGATGCGGAGCAGGTTTTCTGTAGCATGTGGAGGAGGGTA 

GGAGGTGGCATGTGATGACCTCGTGCTCCAAGAATAGTGCTCAGTACCTG 
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GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTACACACAAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 

ATTTATTTTTTTTGAGACAGGGTCCCACTCTGTCGCCCAGGTTAGAGTAC 

CTGCCCG 

>Sequence 685 

AGGTACCTCCTGCCTTGAGTGATTTAAAGCATTTTAAGATATGCTTTGCT 

GCCTCTAGATATTTCTCTGGTTAGATCCCCACAAAGATACTGTAACATTA 

AGTTCTGGGACCATTTGAGAACAAACTAGCTGCTCACAGATTCCTGAAAG 

AAATGCAAAACCTTTTCTCTGGCCCCAAGTACCTGCCCG 

>Sequence 686 

AGGTACTCTTTTTCAAAATGCCATATTTTGAAATTGCTATTTGCTATTA 

ATGATGCTGTGTCCTTGAGAAAGAGAATACATGGATCTGGCAACCAGGAG 

TGTGTGTAGGTAGAACTGGCTTCTCTCATCATATACCCCAGGGATCCAAT 

GGG AAATGTTTTCTTCCTGTCCTTTTAACTTCAGG 1 1 TTTTTTT CGGGGG 

GTGGGGGTAGCGGTAGGGGGTTAGTGAGGATCTTCTAGCAGAGAATACCT 

TACAAGGATACCACTAAATCTAAAGCTCCAACTACCTCCTGGTCACTTCG 

GGCTCCTCCTGACACTAGTCCAGCAGGCAAAAAGGTTACTGAACTGGCAG 

GGGTAATTGCCACA 

>Sequence 687 

GGGCTTCGGAAACTCNACNANGTCTTGAAGGGAACCACCGCGGGCGGCGC 

CGGGCAGGACGTGGCCAGTTATATCTTGCGCCAAACGCAAACCAGACGAG 

TTGNGAGGGAGAGGACCCGCCAAACCACGCCANGAACCNGGCNGGGAACC 

AGNGGCCCNGGNGGANGCACCANAGATTTTGAGCOWGTTTTTTTGGCCA 

GGTTTCTGCCGCCACCNAGAA 

>Sequence 688 

CCGGGCAGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATC 

CCCAGCTGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGA 

TGGTGTCTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGT 

ATTCTGTGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGAT 

CAGGAGAGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCA 

GCTACACAGGATTGAAAGGAGACATTTCTGAAGGGGAAAAAGGAAATGAA 

AAANNAAANANAAAAANAAANNNNGGTACCT 

>Sequence 689 

AGGTACTGCAAACTAATATTAGTAATAATTTGTTGATATCAGCTTGTGAG 

CTTTAAAAAGCCTGGTCAAACAAGTTTTATGTATTATGTTTATGCATGCT 

ATGTTTAAAATGAATAATTAAATTTTGAGTAATTATTAGGATTTGGCTGG 

GACAGGGGATGGATGAGCTTTCTGTTGTAATTTTGCTCTTAGTGAGTAGT 

AGGTACCTGCCCG 

>Sequence 690 

A GGTACCACTTGTG ATGTGTTTAATA A ATTCTGTGTGGTTTTTAC ATAG C 
CCTGAGAGGTAAGCAATGAGTCAGGAGTTTCCTCCAAGCACCTGTTAAGT 
GGCATCATATAAATAGCAATGTCAGGAAATCAGGTACCTGCCCG 
>Sequence 691 

CCGGGCAGGTACTGGAATGAAAATACAGGTAAAGCATTTGAAAATTATTT 

TTCTGGCTTAGACTGTTTACTGGCTCGATTCTAGCTCTGTCCTGGTAAAG 

GCCTCCAGAACCTTCACCTACTATTATCAAGTCTGGCCTCATAGGGAGGG 

ACTTTTACTGTACCT 

>Sequence 692 

GAATTTCCATCGGTTTGCTGAGAAGCACAACTTTGCAAAACCCAATGACA 
GCCGTGCTCTCCAGCTGATGACCAAATGTGCGCAGACTGTGATGGAAGAA 
CTAGAGGATATTGTGATCGCGTATGGACAGAGTGATGAGTACCTGCCCG 
>Sequence 693 

CCGGGCAGGTACCATAAGAACATTAAAAGCTGAAATTCAGGTTGGTCTGC 
AGCCTGGGCAAGGGGAACAGCTCCTGGCCTCTGAGCCCAGCTGGTGGACC 
ACTGGAAAATATGGAATATTTCAGTACCT 
>Sequence 694 
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GCTTATAATCTATGGTAAGAGGCAAGGCATTTAATCTCCTTTGCTTCTAC 

GATAATGGCTCACATATGTTTGCTCTGCTCTAAGAAAAATGCATCAGAAG 

CACCTTAGGTTTGGCAGGTAGGGGCTCTGATGTTAACAGGATTGGGTAGA 

GAAGCTCTTGATGCTTCTGGAAACCCCATGAGAGTTTAGAAAACACGAAC 

CTTGTACTTCCCTCTGGAAAGCCTTTGATTTTTCCTGTTTGATCACTGAG 

TCTCCTCCCCAGTGCAGGGAGGAAACAATTTTTGTTGGAAGACATAAAAT 

TTGTTGGCTGAGTGTTGTGGCCCTGGGAGAAATGAAAGCAGACATGGTTA 

ATGGAATGCGTGGACGCATTTTTTGGGGATTGGTTTGAAAAGTATTTCAC 

TCGGAAACATTAACACAGCTTGGGCAAAAGGGCTTTGGGAG 

>Sequence 677 

CCNGGGGNGGCCGGTCCATTCACAGGCAGCACACATGAATAAGCCAGCAG 

TAAGTGCAAATATCCACATAGAAACATTTCAGCATAATGACCAATGAAAA 

TTCCTGTTGCCATTCCAAGATACGCCAGCATGGCTGACAATGCATTATAAA 

GGACAGCCTGCTTAACGGTCATGCCAGCCTTT 

>Sequence 678 

AGGTACTGCTTAAATGAACACAAGATGGTGTCAGGATTCCAAGTTTCTAG 

TTCTTTCTAGGGAGTTACCTAAGGTCTAAGTTTTATCCTGGACAGAATCT 

CTTGGGGAACTAAAATGCTACCAATGAAAAGCTCTTGATACTCCTACATC 

ATGAATATTATTGAGCTCTAAAACTTGAACTGGTCGTGTCAGGAGAACCT 

TTAACTGCTCATGGCAGTTCTTGTGGACTGAGAGGAAGTACCTGCCCG 
>Sequence 679 

AGGTACTGAACATGTTCCAAACTCAGATAGTGATGATTGCACAACTCTGC 

GAATACACAAAAAAACATCCTCGGAGGGAGTCTGAAGGTATGTAAATTAC 

ATCTCAGTAAAGCTGAAAAACTGCTTTGGCTAAAGTGGCTATCCCTCCAT 

GGTGCTGGGTCCTGCCCG 

>Sequence 680 

ATTNCGNATNATNNCAAGWTCT^^ 

CGNAGGGGGNGNNGGCCCGGGTNACCCCAAGCTTTTTTGTTTCCCCTTTT 

AGTTGAGGGGGTTAAATTGCGGCGGCTTTGGGCGTTAAATCAATGGTCCA 

TTAGGCTTGTTTTCCCTGTGGTGAAAAATTTGTTTATCCCGGCTTCACCA 

ATTTCCAACAACAAACATTACGAAAGCCCGGGAAGGCATAAAAAGGTGGT 

AAAAGGCCCCTGGGGGGTGGCCCTTAAATGGGGGGGGAGCCTAAACT 

>Sequence 68 1 

AGGTACAAACTATTTCATTATCAGCAAAAATTAACATCGACTGGACCGAG 
AAATGACTCCTTTTTACAAACGGGGAAAGAAACGGAGACTCCTGGAGGAA 
AGCTGCTTCTGCTGGACATGTTCTCCCGCGTACCTGCCCG 
>Sequence 682 

CCGGGCAGGTACTACTCAGAGAATTTCATTGCTACTGCCTGTTCGTTAAC 

CTAGCAAGTGAGTAAATTGAGGCTTTAATTAAAAAAAAACGGTTGTTGTT 

CTTTGATATACATTTTGACATAGCTCAAGCTTCAACCCTGCCCAGTTCCT 

ATGCTCAGACCCCATCTTCAAGGATGCTCCTCCTGCCTAACTCCTATCTC 

AGAATATTGTTTTTTCCTTTCCCGTTTAATCCCCAGGCTCAGCTCCTGGG 

ACCAATCCTGGTTCAGGCTCCTGTTGCCTGCCTCATCCCACAGCCGTCCA 

TAATTTGGTGGTTACGTCATGCACCTGAAGTGGTAGTGAGCATTTATAGT 

AATAAAAA 

>Sequence 683 

AGGTACATTTTGAACAATCTACTCTTCAAGTGGATCATTTACAAAACAAG 

AACATAATTCCCTGAATCAGTAAATTTTATTTTCATGAAAGGATGACAAA 

GAAATTCCATTTACACTATCACGATTTACATTTTCCTACAATTCATGCAG 

CTTTCTTCAATTCACAATCTACAAACCACAACAATGCACAAATTTGATGT 

TAGAGGATACTTTAATGTTTAGTTCTCATCTCAACAGTCACTGTTGCTAG 

TGTCTCTCATTCTCACTCTTCACTGTTACTTAAAGAACAAAGAACTAAAG 

AAGCCAGAAAGAACTAGATCAAGCGATGAGACCAATTTTCAGGGTAAGGC 
ATAATAA 

>Sequence 684 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 
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TGNTTGAACAAAAACAAATGCCCGGGTTAANNNCATAGCTATAAAGTTAC 

TAACTAAATTTTGTTCACTAAGAGGACCTTTTCTATGGATTTCCTTCATC 

TCTCAGTCACACTGCAATTTTATCTGATTTTTACTTCCCAAGTGTAGNTA 

GAGAATA GGAAGGA ATGTAAAA rri'J TTTl 1 TAATTATTTGTTTTGTTTG 

TTTGTTTGTTTTTTTAAAAACAGCCCTTATTAACTCTTCCTTCCACTGAT 

TCTACTGTAAACTCATAAAAGCCTTTTATAGAAAGCAAATTCA 

>Sequence 310 

CCGGGCAGGACTAGGGTGGACTAATGTCTCACTTCAAAAAAAATATGAGT 

GTAGTATACTTGGCCTAAAATTGTTACTCAGTGTTACTAAAGTGTAATCA 

TTTTCCACATCTCCAAATATATTCCAAGTGTCTGAAATACTAGTGCATTG 

GGAGGTAGAACATTTTCGAGCTTCATGTCTGTAAATGGTTTCTCTTTACT 

GTCATTCAGTAAAATCAGAATAAATGATTGATGTAATACTTAAAAAAAAA 

AAAAAAAAAAAAAAACCT 

>Sequence31l 

CCGGGCAGGTACATTCAAATCAGGACACCTGGGTATATGGACAAAGATAT 

CCTACAATTAAAATGGAATAGAAGTTAAAAAAAAAATTCAGTCCCCTACA 

CCACAGGCCTCAAACATGCTTGCTGATGGATTCTGGGAAGGTTTTGGATG 

AAGGACGGAGATATGGGAGGAAAGTGAGAAAACAGTGGATTCCCTTTGAA 

AAGTATGCTAGCAGACAAGCATTTGGTTTTATGAAAGAGGCACTCTTATA 

GAGAAAGAAGCTAGTATGTGGTGTATAAAAAGCCCCTAAATCATCACCAG 

AATGTCTATCCATGATTGTACCTCGGCCGCTCTC 

>Sequence312 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCCT 

GCCCGGNCGGNCGNCCGGNCNGGNCCNTANTACATGATTGAATACATGAT 

CGTATTTAACATGTTTC fTTT T I CTGCAGCGG ACC AATAAAC ATCCTC AT 

AGTAGCAACTGCAGATCAGTTACC 

>Sequence313 

AGGTACAAACAGTAGAACAATACTGACAAATGCAAACTTAGTCACATGTG 

CTTTAATAACTGACAATACATTCAAGCAGGTTTTTCTAATTCAAGTGTAT 

AGCACATATTCAAATAATAGGAAACAAATCTCATGCAAAGTAAATAAATC 

TTGATGTCTAAAAACTGATTAGAACTAGAAAAGAAGTGGACATGTTTTAT 

TATCTTTGCATTACGTTCTAACAAAAGCAGATTATCAGGGGCTCTTACTC 

ACTTGCCATTCCTGACATGAGCACTATAAGTGAATACTATGAGTTCTACA 

AACAGAACATTTTTCCACATGAATTTGACTTGCAA 

>Sequence 314 

CCGGGCAGGTACGCGTTTCTTGTAAACACGAGGCACCCCAAGATAAGAAG 

ACAGATAGAGCAAGGGATGGACATGGTCATCTCCTCAGTGATTGGAGAAA 

GTTACCGGCTTCAGTTTGATTTTCAAGAGGCAGTGAAGAATTTCTTCCCC 

CCAGGAAATGAAGTGGTTAATGGAGAAAATTTAAGCTTTGCATATGAATT 

CAAAGCTGATGCATTATTTGATTTCTTCTATTGGTTTGGGCTCAGTAATT 

CCGTTGTAAAAGTAAATGGAAAAGTTCTGAATTTGTCAAGTACCT 

>Sequence 3 1 5 

AGGTACATTTTGTATTAACTGAACTCAGCTAAACAGTAAAACCTGTTTTA 

CTTAATCCCTGTCTTGACTACCAGACTATCATGATGTTTGTTGGAACTGT 

AATTCCTGCTCTCCATTTCTCTCTGTCCCCCAAGTTGAAAATATAACCCA 

AATCTTTAGAATTTTTGCCTCTCATTCCTTGCAACTCCAGTGGGCTAGAA 

TC7TGATCCAGTTTTCTCCAGACTAGATTTCAAGCTACTCTGCATGATGT 

AGAACATGTAACCATGTAACCTCATCAGCTACCTTTTCCCTTTTGACTTT 

TCCTGTTGCACACAGTTCAGTCTGACTATCC 

>Sequence 676 

CCCTTTCGAGCGGTCGTCCGGGCAGGTACniirriU-l"lU"rGTTAACTTT 
ATTTT T A ATTC ATG AC ACTTTC ACTG ATC ATTAGG ATGGC AGGGTATCGC 
TAAGAACCAGGATTATAAAGATGAACAGGCCTCAGGTCTGTCTTTAACAA 
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AGGTACCTTCTAAGGTAGTTAACACCACACAGGCTGATAACTCAGGGCAA 

GAGAGAGGCCTGGAGAGTTGACAAGAGTGTGAAGATACTGGAGAGGGGTT 

CAAAATAGGATCAATTCTTCTAATACTATTCTTATTTCTTGCTAATAATT 

TGTCCTTGTAATTATAGTGAAGTAATGGTCTGGATATAAATGAGATATGG 

TTTTGTGAGGAAGAAACATAGAGGATTATTCTTAACAACTGTGGCAGCCT 

TGCCAATATGGAACCCAATTTCAGAGTTTGTGAAATGGTACCTGCCCGGG 

CGGCCGCCCGGGCAGGTACAGTGACCTAAAGTT 

>Sequence 303 

AGGTACTCAAATGCATTGATTTTTCCAGCTGGCTTTTCAGAGCAGTGCTA 

GTGAGAGGCACCAGTGTAACTTGAAGCAGGAATAGTGATGGCTCAGGTCC 

CCACAGGTAGCTCCTCCATACCTGTGGGACTCAAAGGCTAAGGGCACTAA 

CTCATAGGGCTCAAAGGCTGGATGAAGAGAACAATCAATGTGTTAAATGT 

C CTTCAG ACCTAGGTCAGAGGACAAATTTTGACTAATTCTTTTGACTAAT 

TCTTTTTGCAACTTCTCTCAACAGGTACCTGCCCG 

>Sequence 304 

CCGGGCAGGTACCTATTCACCATTCCAACGTGAAGAAGCTCTGCAGTAGG 

AAAAATAATTAACACACTTATAGTCTACTGCCTATGTAAGGATCAGCTCC 

GGCTAAGAGGCCAAAGATGGGTGACATCGTTATGCTCTGCCTTTATTTTT 

TCrTTCTTACCCACTTAGCTTCCTAATTGGAGGAAGGAGGCGTGGTAAAG 

GTATATGAAGACTATGGTTTAATTAGACCAGAAAACACTGTCATAATCTC 

TGGGGTCATCAGAATGTCCAGTTTTGTCTTTGGGCCAAGATAAGGGCAGT 

GGGATTTATGATGTGTTGTTTATAGTCTGAAACTACTCT 

>Sequence 305 

AGGTACGCATGTCGCAGGGTTAAGTATGATGCAGAGGTTAAAGTCTGTTT 
GAACAAAAACAAATGCCCGGGGAAATTTCATAGCTATAAAGTTAATAACT 
AAATTTTGTTCACTAAGAGGACCTTTTCTATGGATTTCCTTCATCTCTCA 
GTCACACTGCAAACTTATCTGAAGTGCACTTCCCAAGTGTAGTTAGAGAA 
TA GG A AGG A ATGTAAAA TTTTTTTTI TAATTATTTGTTTTGTTTGTTTGT 
ttgi mrn A A AAAC AGCCCTTATTA ACTCTTCCTTCC ACTG ATTCT AC 
TGTAAACTCATAAAAGCCTTTTATAGAAAGCAAATTC 
>Sequence 306 

CCGGGCAGGACTAGGGTGGACTAATGTCTCACTTCAAAAAAAATATGAGT 
GTAG TATACTTGGCCTAAAATTGTTACTCAGTGTTACTAAAGTGTAATCA 
TTTTCCACATCTCCAAATATATTCCAAGTCTCTGAAATACTAGTGCATTG 
GGAGGTAGAACATTTTCGAGCTTCATGTCTGTAAATGGTTTCTCTTTACT 

GTCATTCAGTAAAATCAGAATAAATGATTGATGTAATACTTAAAAAAAAA 

AAAAAAAAAAAAAAACCT 

>Sequence 307 

CCGGGCAGGTACATTCAAATCAGGACACCTGGGTATATGGACAAAGATAT 

CCTACAATTAAAATGGAATAGAAGTTAAAAAAAAAATTCAGTCCCCTACA 

CCACAGGCCTCAAACATGCTTGCTGATGGATTCTGGGAAGGTTTTGGATG 

AAGGACGGAGATATGGGAGGAAAGTGAGAAAACAGTGGATTCCCTTTGAA 

AAGTATGCTAGCAGACAAGCATTTGGTTTTATGAAAGAGGCACTCTTATA 

GAGAAAGAAGCTAGTATGTGGTGTATAAAAAGCCCCTAAATCATCACCAG 

AATGTCTATCCATGATTGTACCTCGGCCGCTCTAGAACT 

>Sequence 308 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTAGGTACCTGC 

CCGGNCGGNNCGCCGGNCNGGNCCATANTACATGATTGAATACATGATCG 

TATTTAACATGTTTTTTTTTTCTGCAGCGGACAAATAAACATCCTCAAAG 

TAGCAACTGCAAATCAGTTACCCTTAGAAAA 

>Sequence 309 

GGCTCCNGGTNACTCTACTATAGCTCGAGAGGGNGACNCACCGCGGNGGC 
GGCCGAGGNACGCATGTCGCTGGGNTGAGTATGATACCCAGGNTAAAGNC 
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TCCATTGTAGCCATGAGATGAAAAATGTATTATGGTAATGGTATAGCTTT 
CTTCTATTTTGCTTTTAGTGTTAGGTTTGCTAAAAGCTTATTTAAAATTC 
CCAACTGACATAATGTGTTTTCAATAAGGAGGACGCTG 
>Sequence 295 

AGGTACTGATTTAACACTCTGTATTACTGAACTTCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAG GTTAT CAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATAGGAACTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCG 

>Sequence 296 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCC AGTT TTTTAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 297 

AGGTACACCACTGGGTTTTTATAAAGACTGCACTCAGAACCACACTGCAC 

AGACCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATTCCACTGA 

GAGAGTTTTGAGAAACAAATCAAACGAAGTGGACAAGAAACATAAAAACC 

AAATAGCACATGAATAAAAGCCTGTTTTTGTAACTTATTCAACTTTTGCC 

AAATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAA 

GAGAAATTATGTCCCTGATGTACCTGCCCG 

>Sequence 298 

AGGTACTATGTCAGATCGTATGTAACTAGCTGTCAGGTCTTTCCCCGTTG 

CCTCAGCCTTTCTACACAGACTGGCCTTCAACTTCCCCTGAGTCCAGAAG 

TAGACTCTTTCAGCAACTCTATTCAGGAATCTGCAGCAGGAAAACTGCTT 

CCTCTATTAACATCTATGACTGAAGCACAGATGTGTCTAATAGAAATCAC 

CCTTCACCCAAAAGCTGGGTGCAGAAAGGGAAGCCCTTAGCTGACTATAG 

GAGGTGCCTCTTGTGGCTCCACGTGCTTCTTACACACCACCCCCCAGCTT 

GAGCGATGCCTCAGCCAGCTCACCCTCATCCACACAATCGCTAGAAA 

>Sequence 299 

CCGGGCAGGTACCATATCTCCTGGCTTCCTTCTACATGGGTCACTTAGTT 

AAGAGGGAGGCCAAGGGAGTTCCGATTTCAGGCAGTGTGTGGCAGGGTTA 

CTGTCCTAGCAACCTGGCTACTCCTCACTGTGAACGTTTCTCATAGGTGT 

CA TATG GCAGGATGAAAAACATATTTGCCTCCCAGTGAAAGATGGCACAG 

GCTTTTGCCCAGCCAGGTTGGCAAGAGAACAGAACTCTTAACCCCTTGCT 

CGACAGGTTTGAGTTCAAGGGGTTGGATGCTCCAAGCAGAGGGCCAAACC 

CTGATTTATGAAGCATGCTAGGTCAACAGCCAGTCAGACCA 

>Sequence 300 

CCGGGCAGGTACCTAAGGGGTTACTTGTTTAATGGGATGGCATTGACTTT 

TTGAAAATCAAGTGGACTGAGTCATTGATAAAACATTTCTAAGAGTGGGG 

CTAGAGAACATACTTTACATCTGACATCCTTTGGCCTAACAACATCTATT 

ATTATAGTGCTCAGCAGTGTGGGCATTGAAGAGGCGCAGAATGCTTTGAA 

AGAAACT AATCA GAATCTTGGAACATCATGATCATGCCATTCTTAAGTAA 

ATCAACTATTTTCAACACTGAAGAAAAATGAAACATTATTTAGAAAACAA 

TGAGATTACAAGTTCCAAACTCAGCCAGGAATGTGGCTCACACN 

>Sequence301 

CCGGGCAGGTACCCTCTACCTCCTTCCCTGTCGGAAAAGTCACCACTTTA 

GTCCCTGGCCACCAGCACACCCCAGGAGGGTGAGTGGCCTGAGGTAGTTA 

CGGCACTTAAAACTCCCTTGCTACCGATCTGGAACTCAAGCCCCAAGACA 

TCCCCTTAGATGATCTGAATACGCATTCAGGGACAGATCTAGGCAGTTTC 

TAAACAACACTTAGACTGGGGTCTAACGTTGACAAATCCTTCTAGAATTT 

GCCTCTTTGGGACTGAAGTCTAAGGGGCTGAGACCAAGAAGGGAGAGCAC 

AAGACTAACTTTGGTCTCTTGACCTTTTC 

>Sequence 302 
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TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGG 

>Sequence 288 

AGGTACAGTAAACATTATTCAGTGAGAGATCAGAAGGAAACAAATGGCAT 

CTTTTCAGAACGCTGTCAACTGTTCCCACAACCCAAGTCTGTTTTTCCAA 

GTTGCACAAGTGCTTGGAATAACTCTGAAACAATTCTCTTCAGAGTTTAA 

AGGCTTCAGAGTATAGGTGATGCTTCCTAAAACAAGAAGCCTGTATTAAC 

ATCACAAATTGGAACTCATTCCAAAGCCTCTTCTTAGAGAAAAAAAAATA 

AAGAAATAAAAAATAAAAAATGTAAAGAAGGTCATGAAAAATTCACATGC 

AGCTAATTATCGTAAAAAATATCAAACACA 

>Sequence 289 

AGGTACAGCATTGATGAACACTTTCAGCCGAAGCAGATTGTCAAGTCTCT 

TATCCCTTCGTGGAACAAACTGGTTTTCTTTGAAGTATCTCCTGTGTCCT 

TTCACCAGGTGTCTGAAGTGCTGTCTGAAGAAAAGTCACGTTTGTCTATA 

AGTGGCTGGTTTCATGGTCCATCATTGACTCGGCCTCCCAACTACTTTGA 

ACCCCCCATACCTCGGAGCCCTCACATCCCACAAGATCATGAGATTTTGT 

ATGATTGGATCAACCCTACTTATCTGGACATGGATTACCAAGTTCAAATT 

CAAGAAGAGTTTGAAGAAAGTTCTGAA 

>Sequence 290 

CCGGGCAGGTACATTGTGGTAGGTCCAGGAAAT ATGA CATTTTCCCCCTT 
GATGTGTTATTGTTGTTGTTGGGTGGGGTGGGCATTTTGTTTATTTGTTT 
GGTGGCAATCAGTGGTAGTAGGGAGTGGGAGGGCTTATATTGGTTT 
>Sequence 291 

CCGGGCAGGril^'lHUUnUl'irn-lUUGTAAATTTTCAATAGGTNTAATT 

NTTAAATAAACCAAGGTTTTAACATTAAACAGGTCAACGTGGATGAAACT 

TTTTTTCTTTTAATGTCAGCTAAACTCAAAACACAGTTTTGTTCACGGTT 

CAAACCAAACAGCTCTTCACGTTCCAGAGCTGCCTCACAGCTAGCACAGA 

TCACAGGAGATTACTGTCTGTCCATACCCACCAGACACAGAACTGAACAC 

CC ACAC ACCAG IT1 TTC AAAG AGGG AACTTACAATG A ATGCTGGCTGCCC 

AGGGCAGCCCATGAGTGTATCTGGGACTCAAGCTGGGAGTTTTCCAGGGG 

AGAAAGCCTGGGAAGCCTTGTGGCAAGGAAATTGGGAAATTGCCCACCCT 

ACTGGAAAGGGCCTTCTCAGGGATGAGGGGAAAATCCAGGCTCAAGGTGT 

CAGCCCTTTTGTGGAAACATGACACTCTTAGTATAGACAGGTCGTGGAAA 

ACAAGGCTGAGGGAT 

>Sequence 292 

AGGTACCGATTTAACTAACTGTATTACTGAACTCCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAGGTTATCAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATTTGTTCTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCG 

>Sequence 293 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 

GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAGAGGCAATTCCC 

TTTATTTCCTTACTCTCGTCGTCTTCTCTT 

>Sequence 294 

CCGGGCAGGTACATAACATTTCAAATATAAGTGGAAGGATCATCAGTAGT 
GTTATCAAAATGCATAATACAGAAACTTTTTAAGAAAGGATAAAAAATTA 
CACTCAGGACCCATAACTCTTCCTCATTATAAGCATATGTAGTGATTCAT 
TC ATGC AGGTTTTTAT ATGT AG AT AGG A'l " 1" 1" 1 " I ' l'T'l " fCCTTTTC A AG A AT 
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>Sequence 281 

CCGGGCAGGTACTTGTTTATAGACTCAAAACATGATGAAAATTCATTTCA 

TTGTCTTCACTGAATAGACTTAACCTTGACAGTAAGCTTAAAGCATTAGT 

GTCATTTAATTACATGTCTGAGGAATTTATGCTAACTAGATTTTGGGCTT 

TTGCAGCGAATTTTAGTCGGGGCCTCATTCCTGAGCCCAAGTGACCCTTT 

CACCTCAGCTTCCCAAGTAGCTGGGATTACAGGTGCACACCAACTGTGCT 

TTGCAGTTTTGTTTGTGTGTGTGTGTGTGTGTGTGTGTATTTTGTTTTTT 

TTACAAGCCCACAACATCATAGCTTTGCAGTTT 

>Sequence 282 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 283 

CCGGGCAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACC 

TCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTT 

TGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATG 

GTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATATAT 

TCTCGTGGGACCTCAAAAGGATGTAAAACCT 

>Sequence 284 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAACACCTGCC 

GTAAGTTACTGGCTGAGTGAGGGCATAAAAAGTAAAGGGTACTGGTTTTA 

TCCTCTATCCTTT 

>Sequence 285 

CCGGGCAGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACA 

TTTGAACAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATG 

CTAACCTGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGA 

AGCATCCAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTT 

GAGCACTATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCT 

CTGATGGCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTG 

GGTGCTCAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGGAGTTGGCAG 

ACAGGGATGTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAA 

CACCTGGCGTAAGTTACTGGCTGAGTGAGGGCATAAAAAGTAAAGGTTAC 

TGGTTTTA 

>Sequence 286 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGTCAGCAACACCTGCC 

GTAAGTTACTGACTGAGTGAGGGCATAGAAGTTAAAGGTTACTGTT 

>Sequence 287 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 
CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 
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CTCATTCTTCTAAAACTACTGCCTTTCAAAGTGCACACACACGCGTCCAC 
ATACACTGCATTCGTTGCTCCAGTATAAATTACATGCATGAGCACCTTTC 
TGGCTTTTAAGCCAATATAATGGGCTGCAAAATGAAGACACCAGAGTGTA 
TGCATACAAATCTCACTGTATTAAAGATGCAGGTTTTCTAATTGTACCT 
>Sequence 274 

AGGTTTTTTTTTTATCAAAAATATTTAATTAACAAAAAATAAATTATACT 

ATACATNCTATACTGGGAAATACATGGAATAATGGCTAAAATAAATACAG 

GCAATTAATTCAACTTTTTATAAGAATGAGAGAATTTGACATTTGAATGT 

TATCAAAGCTTAACTTAGAACATAAATAGGTTAAAAAGGCAAACTCAAGT 

TTTCATCTCATTTATTGGCATGGTGTGTTTTTGTTTTCCACAAGCTCTCC 

AATCAGTGAGAGTCTTGAGTTTCAGATGTACCTGCCCG 

>Sequence 275 

AGGTACACACGAAAGTGTGTATTTTTACTTCCAAAGTGGTGATAGGTATA 

TTGGCCTTTTCTAAAAGAAAATAAAAACAAAAAGTTAAAATATTGAAAGT 

TTAAATACTTCTTTCACAGAAATAAACTATTCAATTTTAAAAGGTAGAGA 

GAGAGAAACATTTTATTCTTTCTATCATGAACATCAGTCAACCAAGCTTC 

ACATTTTGGGCAGGATTTTTTAAGTATAAATT^ 

TTTTAAAAAAGGAAGAACAGGTTTATTTTGGCAGAAAAGTAAAATAGAGA 

ATATGCAAAATTTGTCTTTAAGATTGGCATACAAAATTTAAAAACACAGT 

ACCTGCCCG 

>Sequence 276 

CCGGGCAGGTACAACTATATATACATGTGCATATATATGTAAATTTATAT 

TTATATATAATATCTTTATATAGATAGATATCTGCAGACAGGTTATTGAT 

TATAGAGACCCAAGAAAGCAACTCAATAATTGTTCAAAGTTTTCCTCACT 

GACTGCTGGTCTGTAGTTTAAGAAGCCCCCATTTGTTTGCACTCAGAATG 

CCTTATCTTCTTTTAATGGAACACTTGATGTGGAATTTTAAGTCTGAGAA 

GTGAGGTGCCTTCTGAAGAAGAGATTTTAGAGACTCCCTTCCTCTATAAG 

TTGGAAATGACCAGAAGTCTTAAGTAGACGACAGTTAGCTGACTTTGACA 

TTGTAGGACGTAATCAGCTTTTAACCAAATTATAGAACTGGTAAAGGGTA 

AAGATCAAATTTGCCAAAAAAATAAAATATTCTCCAATACAGGTCTCTTT 

TTAAGGGGGATTACAATTCAAGAGCTC 

>Sequence 277 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAATAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 278 

CCGGGCAGGTTl i 1 I [TTI HTTAAGTTTA A AATTTTA ATATTTATAA ATT 

TAAAAAATTTTACACGTGCTGAG 

>Sequence 279 

AGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACAATAGCT 

AATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGGAGCTTC 

ACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGT 

AATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTGTACCTG 
CCCG 

>Sequence 280 

AGGTACAGTGCCAGACCATGACTGTCAATCGTCAGATGAAGCGCTACAAC 

GTTCCGTTTCTAACTTTTATTAACAAATTGGACCGAATGGGCTCCAACCC 

AGCCAGGGCCCTGCAGCAAATGAGGTCTAAACTAAATCATAATGCAGCGT 

TTATGCAGATACCCATGGGTTTGGAGGGTAATTTTAAAGGTATTATAGAT 

CTrATTGAGGAACGAGCCATCTATTTTGATGGAGACTTTGGTCAGATTGT 

TCGATATGGTGAGATTCCAGCTGAATTAAGGGCGGCGGCCACTGACCACC 

GGCAGGAGCTAATTGAATGTGTTGCCAATTCAGATGAACAGCTTGGTGAG 
N 
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TAGTGTAGTT1 1 i AAAATTGCAGTTGAAAAGTTTAGCTGTCTTGGAAGTC 

AAATTTATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACC 

ATGCTGGCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATA 

TTACAAATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATAC 

AAAGGGTTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGT 

TCTACCATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAA 

GCAGAAACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTCAGTTAA 

AAAA CAACTCTCAAAACCAGCACTTATTTCTCTAAGATAGGTTATAAGTA 

TTTTACGATTTCTTGTTATAT 

>Sequence 268 

AGGTTTCATGGTCAAGCTCTAAGACACAACGAGCTCTGTTATTCAAGAAA 

TCAATTCCAGTGGATTTCCAGTTCCAATTCCTGAGAACTAGGGTAAGGGG 

GAGAGCTAATGGTTGCTTCCTAAGGCCTTCTGGGTTTATTAGTTCCATTT 

CAGGACATGACAAGAAAATGTACCTGCCCG 

>Sequence 269 

CCGGGCAGGTACCTTCTAAGGTAGTTAACACCACACAGGCTGATAACTCA 

GGGCAAGAGAGAGGCCTGGAGAGTTGACAAGAGTGTGAAGATACTGGAGA 

GGGGTTCAAAATAGGATCAATTCTTCTAATACTATTCTTATTTCTTGCTA 

ATAATTTGTCCTTGTAATTATAGTGAAGTAATGGTCTGGATATAAATGAG 

ATATGGTTTTGTGAGGAAGAAACATAGAGGATTATTCTTAACAACTGTGG 

CAGCCTTGCCAATATGGAACCCAATTTCAGAGTTTGTGAAATGGTACCTC 

GGCCGCCCGGGCAGGTACATATTTCCAACCTGTGTGATCTCAAAGATTTC 

AGGTTGGTACTCrTTTGGAGCCATTTTTACCAAAGTCTATAAGTAGCCAG 

TTTAACATCTTAACGCAACTTGGACAGGAGTATGGGAATCGGCATTTAAA 

ATAAAAGCCGCTGCATTTAATTT 

>Sequence 270 

TGCCCTATCACTACTTATGGAAAATTGAGCTCCACCGGGGTGGCGGCCGC 

CCGGGCAGGTGCGTTCTCAGGCTCATTGCAACCTCTGCCTTTGTAAACAT 

GCTATTAAATGTGGCACTGAAAGACTGTTTTTAACGTGATCTTGCTATTA 

AGTGGTAATGAATGTTCCCAGGATGAGGATGTTACCCAAAGCAAAAATCA 

AGAGTAGCCAAAGAATCAACATGAAATATATTAACTACTTCCTCTGACCA 

TACTAAAGAATTCAGAATACACAGTGACCAATGTGCCTCAATATCTTATT 

GTTCAACTTGACATTTTCTAGGACTGTACCT 

>Sequence 271 

AGGTACATCCACAGGAGGAATCGGACGAGAGGATGTGACATTCGGTCCAG 

GAGAGAAAGAGCAGTTTCTGTTAAAGATGTAACAAATGGATTTCCAAAGT 

CTAC ATG ACATTCACTTTTCAA ACTTCCC ACCAGTTGAATTTC I " I i ' I "1 ' 

CCTTAAGAAACAGGTGATGTCTTGGAAAACAGCTCCTTATGTCTCTCTGT 

GCATCTCCATTTTCCTAGTCTCTGGAGTCTCAAAAAGAGTGGCAAAGCAC 

TTTACAGTAGTAACTGAGGAATCAGAGTCTCTGCTTCAGCGATATCTAGT 

TTGTACCTGCCCG 

>Sequence 272 

AGGTACTTGTCAAATGAAAGAACAGGGATTGCCAGACCTTCAAGGCAATG ' 

GGAAAGGAGCAAATCTGCAAAGGTAGGATCTCTTTGGAAGGCAGGTATTG 

GCCACCAAGTCAAACTCCTTGAGTCTTATATTCTGATTGGGATGATCTCA 

CATGGATGTTCATCTCTTATATGTGAATGCTCATTTGTGAAAAATAGTAA 

GAGCCAGCTAGGATATTTGGATTCAGTCAGGCACCATCAGAATAGTGCAG 

TGAAAGGCCAAACTGGCCACAAGACAGAGGAATGTTTTCAGTTTTCTGGT 

TTTCCTCTGGTCCATGATAAAGCTCGGAGTAACTCTTCTATCAAGATGGG 

GCTATACCTTCTCATGACAGAGGCTGGCAATTGAGCTACCCAGCAGAACG 

TGTGCTCTCAAAAGGAAGTCAAGGGAACTGGGTTCCTCTTCTCCCTCTAC 

TTT 

>Sequence 273 

CCGGGCAGGTCAGGCAAGGAGAACTGTGCTATATTGTTGGTGCTTGCTGT 

TTTGCTGGACATCTTCAATTATTGTTTTTACCTGAAATCAGTAAGACTTT 

GACAGGATATCACCTGAATTATTAATGAATGCCCAGGAAGTAATTTTCTT 
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AGGTGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGATAAGCTTCGTG 

GAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGGGTAACCTAAC 

TGAGCAAACCTGAGTTGCATTTTGATGAATCCATAGTCAAATTAGCGAGA 

CACGTTGCGAATTGAAACATCTTAGTAGCATCAGGAAACGTAAACAAAAC 

CGCAAAATTATAAAGGCTTGACCTGCCCG 

>Sequence 261 

AGGTACTGTATAGGCCATATTCCTTTACGTGGGACATTAATGAAAAGCTG 
TCTTTTCCAAACTGAATGCGCCTATTAATAAAAAAATACACCTGACCATC 
TAATGCTGAAGTCATCCGCCAAGGTGGTACCTGCCCG 
>Sequence 262 

AGGTACAGATTATGGAAAATATGAAGGACTAACAAAGAATTACATGGATT 

ATTTATCCCGACTATATGAAAGAGAAATCAAAGATTTCTTTGAAGTTGCA 

AAGATCAAGATGACTGGCACAACTAAAGAAAGCAAGAAGTTTGGTCTTCA 

TGGAAGTTCGGGGAAATTAACTGGATCTACTTCTAGTCTAAATAAGCTCA 

GTGTTCAGAGTTCAGGGAATCGCAGATCTCAGTCATCTTCCCTGTTGGAT 

ATGGGAAACATGTCTGCCTCTGATCTCGATGTTGCTGACAGGACCAAATT 

TGATAAGATCTTTGAACAGGTACCTGCCCG 

>Sequence 263 

CCGGCCAGGG'niTn"l"l"l"l'l"l"ri"l"ri"ri"rATACAAAAAGCAACAAGAGT 

ttaattctctttttacatggccacaggctctcttcagtcaggggaacttc 

agctggtgcctctctcttgcagctatgaggcgacagtgtggtgacatgcc 

tcatacagactgtcccagtaagccaggacaagtcaccattaaaatcttgc 

atgaacagccctgggcacgtgggaatgttaagaaagagccaccgcctcct 

tagtcagcttaaccacagctccaaacgcagtttgtcccagctggcaaacg 

cctcaaacaccaatcatck:gtcgtgctcctattctgggtttttataaaac 

acttttatatagagatatagatagcacagtaaatgtgcttctgatgcact 

ctaacatagaggacaggaatacacactgtggggcgccggcccaaccattt 

tcacagtggagaag 

>Sequence 264 

CCGGCCGGGTACAGGATTTCTATTTATCCATAGATAGGTATCTATACATA 

CACATCTCAAGTGCATCTATTCCCACTCTCATTAATCCATCATGTTCCTA 

AATTTTTGTAATCTTACTGTAAAAAAAAGTGCACTGAACTTCAAAACAAA 

ACAAAAAACAACAACAACAAAAAACAAGTCCAAACTGATATATCCTATAT 

TCTGTTAAAATTCAAAAGTGAACGAAAGCATTTAACTGGCCAGTTTTGAT 

TGCAAATGCTGTAAAGATATAGAATGAAGTCCTGTGAGGCCTTCCTATCT 

CCAAGTCTATGTATTTTCTGGAGACCAAACCAGATACCAGATAATCACAA 

AG AA AGCT 1 "1 T 1 T A ATAAGGCTT AA ACC AAG ACCTTGTCT AG ATATTTTT 

AGTTTTGTTGCCAAGGTAGCACTGTGAGAAATCTCATTGGATGTTTATTA 

AGGGGTGAGACC 

>Sequence 265 

CCGGGCAGGTACACGGTGGACCTGGAGTCAGGGCTACACTACCTCCTGCG 
GGTGGAGCTGGCAGCCCACAAGTCCCTGGCCGGAGCAGAGCTGAAGACGC 
TCAAGGACTTTGTGACTGTCTTGGCCAAGCTGTTCCCTGGA 
>Sequence 266 

AGGTACTTTGGGGGAGAAAAACATGATTCCATTTACGGGGAAAAAAGCCA 

TTGACACTCAGTAAGCAACACTGCCATCTAGTGGAATGGTGACACACCAC 

CAAGAATTTCAAGACCCGATAGGAAATGTGAGTGGATTTGGTTTCAATTT 

TCACCACAAAACAGCACTTTTAATAAGCTGGTTTTCAGAGAACTTCAGAT 

TTTT PIG AG A A ACT ACT I " I iTATCTTTA AAATGC AT A AATGTATGTGTTT 

TCTCTGTTTTGGGGGGGTGGTTAAGAATGAGTTGTATTTTTCTTATTAGA 

GCATAAAGTTCTCTACTTGAAAGTTAGAAAACACTTTGGGGCAACCTGCC 

TCCTTGAACATCCATCACTTCTGCTTGACAGTCTAACAGCAACCCCTGAT 

TTTAACAGACAGTTTATAAAGAAGCAAAACTCAACTGTACCTGCCCGGGC 

GGCCGCTCTTAAACTGGTGGAT 

>Sequence 267 

CCGGGCAGGTACTCTTTGAGGACATTTTTGTCAGATTAACTATAACAGTG 
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GACATCACATTCCTGTGTTTTCCCTCAGCCTGGAAAACATATTAATCCCA 
GTGCTTTTACGCCCGGAAACAAAGAGACTAAGCCAGACTATGGGGAAAGG 
GAGATAGAA 
>Sequence 254 

GGGCGAGACTTAGCTCGTATAGGAGCCGTACCGCGGCTCGGCGGCCGCCC 

GGGCCGGTACCTTTAACTCAATTTAATATAACAAGAAATCGTAAAATACT 

TATAACCTATCTTAGAGAAATGAGTGCTGGTTTTGAGAGTTGTTTTTTAA 

CTGAAAGATTATTTCTAGATGGGTAGTGCTTTGTGCTGGTTTCTGCTTCC 

ATATATTTCCCAGTCATTTTAATTAGAGAAGATACTCTATGGTAGAACTA 

AGGCCTTTCCTTTCTTGGCCAAAGTCTTTACCCTATTTAACCCTTTGTAT 

ATTTCTGACTGCTCACTGTTCATATTATAGGGGACCAGATTTGTAATATA 

GAATTCTCCATAACATGAATGAAATTAATTCTGTCCAAGCCAGCATGGTG 

GGCTTCATATTAAGGTAGTAACAAGAAGTCTGAAACAATTGGATATAATT 

TGACTTTCAAGACAGCTAAACTTTTCAACTGCCATTTTAAAAACTACACT 

CACTGTTATAGGTAATCTGACAAAAATGGTCTCAAAGAGTACCTCGGTCG 

CCGGGCAAGGTCTGCACGGAGAGACTAA 

>Sequence 255 

AGGTACATTGTGGTAGGTCCAGGAAATATGACATTTTCCCCCTTGATGTG 
TTATTGTTGTTGTTGGGTGGGGTGGGCATTTTGTTTATTTGTTTGGTGGC 
AATCAGTGGTAGTAGGGAGTGGGAGGGCTTATATTGGTTTTTCC 
>Sequence 256 

AGGTAOTCCATAAGCTTGGATTTTAAACACTGATAGTATCTCATGAGTA 

ATGTGTGTTTTGGGAGAGGGAGGGATGCTGATTGATATTTCACATTGTAT 

GAAATACCATGTTTGAAACTCATAG CAATAA TGCTATGCTGTTGTGATCC 

CTCTCAAGTTCTGCATTTAAAATATATTTTTTCTTTATAGGAATTGATGT 

ATACCATGAAGTCATTGTCAGTTGTAGTAGCTCTGATGTTGAATGAGATA 

TCATGTTTTAGCATTCCATTTTACTGACTAGGGTAGA^GAACACTTTTCT 

TGGCTACATTTGGAGGATACCCAGGGAGTCTTGGGTGTTCCTTATCTGGG 

GAAGCAAACATTTCACTAGTCTCTTTTTTTCATCCTTTAAATTGTAAAAT 

TAGGATTACTCAAGCTCACCATTATTCAAGATTGGGACTTGCTTTCCAAG 

TGACACTTTTGCCTTGCTGAN 

>Sequence 257 

CCGGGC AGGTAC A I ' 1 1 "I Tl AAAGTTCCTC AAA A AATTCTGCTTCTAGGC A 

AATGTAATAGATATTGTGCGTTGCTCATGTTTTTCCTATCAGAACCATGA 

TTTTAAAAAAACTATCCTTTCTGTCCCCATATATCCCTCATGTGGCCTCC 

ACTTCTACTCTCAGCTCCAGTGGACCTGACTGCCCTAAAGGTTATTCTAG 

ACCCTTTGCCAGTGACTGGCTCAGGGATGGACAGGTCTAAGTTACTTTAG 

AGCAATGAGACCTAAGGATATGGAAAGTGAATTCTGGGAAAGCTTTCTCA 

TACTAGGACAGGGCCCCTAGAATCCAGCCTGACTCTTCCGCTGCATGTAA 

ATGAAGATGCACAAGGCTCCAACTGCTACTGGCAATCATCCCATGACCAC 

GAGGGTAGCCAGCCTTAGGATGATGCCATGTTGTGGGTGAAAGGGGGTGG 

>Sequence 258 

CCGGGCAGGTACTGCTAGCTGGAAAAACCATATAGAAAACATGATGACCA 
TG 

>Sequence 259 

AGGTACAACAAAGCCTGTGAACTGGCTTAAACCAGTTTACATGCTGGATT 

CCGACCCAGATAATAATGGATTCATAAATGAGGATTTTATTGTTTGGATG 

CGTACCTGCCCGTTCGTTCGGCTTACCAGGTACTCCACGAGGGTGTTTTC 

TGTGCCC AGC AGGGCC ATG AAGGGCCCCC AC H T H T 1 GG AT AGGCCGGC 

TTTGCTGGTGACTTCITCCAAACTATGCAGGAGCCTTTCTACCTTCTCAG 

AGGTTTTGAGAGGACCTCTAATTGGACTATGACGGAAACTTTGACAATGT 

CTCTCATAAGGGTAGCACATTTATGATTGGTTTGGACCCCCGGCCAGGAA 

CTCCTTTGGATTGCATTAAAAGCATTTTTATAACTGAGTACTGGACGAAA 

CTGGGTTCCATCCTCGCCTGATTGGCTTCCAAGGAAGAACTGCCCTTTGA 

GCTTCCAAAGAAGAAC 

>Sequence 260 
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TTTACCTCTCCCACACCAAGGGAAGAAAAGATGCAGACTGCCTTTAAAGC 

ACCTGTCAGCAAGGCGAGAGGTTTTAAAAGATCAGCCTTGAGAATCAAAG 

CAGCAGCAGAAGTGTCATTACTCCAGTGCTCTCCTTTCCGTTCGTGGGTC 

ACACAGAGACAGGCACATCCCAGCGCTTTGCAAACAGAAGCGCTCCAAAA 

GTTGGTAGNAGGGTACCTTGGCCGGT 

>Sequence 249 

AGGTACCCATTGGTCTTACAGACAAGCATCAGGAACCAGAGGGCCTGGTG 

GGGCTGGGAGGAAGCTCGGCAGTGACAGCTGAGGTGCTCATGTCCTTCCA 

TCCCACTGCCCAGTGGATAATGAGCTCATTAGTCAGACGAGGACCAGCCC 

AGAATAGCCAGGAGTAAGCATGTCACATTACAGAGCTGTAGCCAGCTTCT 

GGGTGGAAATAGCACTATCTGGTACCTGCCCG 

>Sequence 250 

AGGTACCCCTTTTTGCACACTGTCAGCAAAACACGTCCCTTTGAGTATCT 

CCGGCTCACCAGCCTTGGAGTTATTGGGGCCCTGGTGAAAACAGATGAAC 

AAGAAGTAATCAACTTTrrATTAACAACAGAAATTATCCCTTTATGTTTG 

CGAATTATGGAATCTGGAAGTGAACTTTCTAAAACAGTTGCCACATTCAT 

CCTCCAGAAGATCTTGTTAGATGACACTGGTTTGGCTTATATATGTCAGA 

CGTATGAGCGTTTCTCCCATGTTGCCATGATCITGGGTAAGATGGTCCTG 

CAGCTATCCAAAGAGCCTTCTGCCCGTCTGCTGAAGCATGTAGTGAGGAT 

GTTACCTTCGACTTTCAGATAACCCCAGGTTTTCAGATTTGACTTTCTGC 

TGGTCATCTTTTAAAGAAAATNAAACGTTAAAAAGTTCATCTGATAATAC 

TGCACCATAGNTTTTGTTTTACTGGTCATCTCTATTAAAGGGTTTTAACC 

ATTAAAACTGAACATTTTTTT 

>Sequence 25 1 

AAACCCCAGCATCTCGAATTCGGGCAAGGCAGTGACACGTCTCGCGGNCG 

NCCGGCAGTCACNGCACAGACTCAAACANNGAGGTCAGAACGNCANGANA 

CCNANGGNGCAGGGTTAGTTTAACAGNGGACCCAGANGACAGANGNAAAC 

ACCNGGAAACNANANCCNAAAGGGCAGGGNAAACCCCAGCNACCNGGGGA 

CCAGAANCNGACGAGACCAACAANGGNGAGCGCCGGGACAAGCGCCACAC 

AGGACACCAAGCGCAAGCCCCAAGGCNGCACAANNGCACCGGGANNAGAA 

GGGAAAGCAAAACCCCCCAAAGGGAGAAAACCAGGGGCCGGGGGANCCGG 

AAGAGGGAAAAAAAAAAGACCAACGGCCAGGAGGAACAAAAGGAGCCCGG 

AAAAAAGAGAACCCGAAAACCAACCAAAAGAAAGNNCCGGAGGGGACCGG 

GGANNACAAAACCAAAGCACCAAAACGGGAAANCGGGACGCCGAAAGGAA 

ACAAGAACCGGGGGAAAACCGAAAGGGGCAGGACCCACCAC 
>Sequence 252 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAG AC AATCA I 1111 1 I I1CTTTTCTTTTCCTCTCATTTAGTCTCAGAG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGGCTAAGGGTTCTCAGGAA 

AAAATGAGAAGAGCACCTTTGATCAGGAAAGGAAAAAAGGATAGAGGAAT 

AAAACAGTAACCTTTAACtTTTATGCCCTCACTCACCAGTAACTACGGGA 
AGTGTTGCTTGCA 

>Sequence 253 

AGGTTGGAAGAGAAGTTACCCCGATGACTTGGTTTGGAAGGGGTTAAGGC 

ACCAGTCATCCTCTTCTAAAGTGATTTATGATGATGTGTGGAGTTTAAAA 

ACTTTACCCCACCCCAAAGAACAGCCCTCTCACTCCTCACTGAGTCCACT 

CTGAACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAAT 

TCTTAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTTGG 

TTTGGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGC 

AAGAGAAAGAAGAAAAAGAAGAAGAAAAAGAGGAGGAAAAAGGTAGGGAG 

AAATAAAGGGAGGAGAGAAGCACAGTGAAAGAAAAAAAAAGTCCCTTTTC 
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CCAGGCACTGTGACCTGCTACACAGGAGAGGCAGATATGAAGATTTCTTC 
AAGGGTGCTTATTACAGCATCATTTATAATAGCAAATAAAGTACCTGCCC 
G 

>Sequence 242 

AGGTACTCCTCCAGATCCTGGTGCTGCTTTTGTGGTGGTAGAATGTCCAG 
ATGAAAGCTTCATTCAACCCATCTGTGAGAATGCCACCTTTCAGAGGTAC 
CTGCCCG 
>Sequence 243 

AGGTACTTTTTAAAAAATCTATAAATTTAATGCACTGTCCAAGTGAAATG 

TCCTAGTTGTCATTGTGATTAAGGGGCCAACTTTCCAGGCAGCTAGCAGA 

GATACTATTCTCTTCCTCTCCCAGCAAATTTGTATTCCTTCGCCCACGCA 

TTCCTGCTATACTAGATGGCAGCCAGTGATGGAACTATAAAGATGTCTGT 

GGTCATATGTTGAATGTGGCAGCTTGAAGATGTACCTGCCCG 

>Sequence 244 

AGGTACAGAAAAAGGATTGGAATTGTGTTTAGTTTTTGGTGTTTAGATTA 

TTTTCTTTGTGTCTTTCTTCri l l'lUri l l'l rTTTTTTTCTTTTTTACAA 

TAGGCCAGTAGAATTCTTATGAGAACAGCITTTTAAGCACTTCAATGGAG 

TGTCATTTTTTTGGTAGCTTCCAGAAGGTGCCAAACAGGTTTCAACATCA 

TATTAATTAGAAATACCCATAATAATTATAACAACAATAAAAAGGTATAA 

TATGGTACCTGCCCG 

>Sequence 245 

AGGTAC I T'rrrGCTTTTCTTTTG AAAGTATG AAAATG A K 1 ' I ' 1TAC AATGT 

AAAGAGAGTCTGAGAAATGCAATTGCTATTCTTITrATATACTTTTTCAG 

ATTTTTTATATGCTTCTTTACTACTTACATCATAATGCACAATTTTATAT 

ACTGATTTTTTCAATCAATGTATATCATGAGTTTTTAAAATAATGCTACA 

ATCTTCATAACTAATATTTTAATGGGGAGTGACTGCTTAATTGGCATGAG 

GTTTCCTTTTGAGATGAGGAAAATGTTCTGAAAATATGGTGATGGTTGCA 

CACCATTGTGAATGTACCTGCCCGGGCGGCCGAGGTACTTGCCTGGGAGA 

AGGCAGCGGACGCATCACTTGCACTTCTAGAAATAGATGCAACGATCAGG 

ACACAAGGACATCCTATAGAATTGGAGACACCTGGAGCAAGAAGGATAAT 

CGAGGAAACCTGCTTCAGTGCATCTGCACAGGCAACGGCCGCTCTAGACT 

A 

>Sequence 246 

CCGGGCAGGTACAGGTCCCCAGCTTACTCCAGGGATGATGTCAGAAAATG 

AGGTCCTAAACATGCAGCTTTCGGATGGAGGACAAGGAGATGTCCCTGTT 

GATGAAAACAAACTCCATGGTAAACCTGATAAAACCTTGCGCTTTTCCCT 

CTGCAGTGATAATCTGGAAGGAATATCTGAAGGTCCTTCAAATCGCTCCA 

ATTCAGTGTCCTCCCTAGACCTAGAAGGAGAGTCTGTGTCAGAACTTGGA 

GCAGGACCTTCTGGCAGTAATGGAGTTGAAGCTCTACAGCTGTTAGAACA 

TGAGCAAGCTACAACACAGGATAACCTTGATGATAAGCTAAGGAAGTTTG 

AAATTCGTGACATGATGGGATTAACAGATGATAGGGACATATCAGAAACA 

GTGAGTGAGACCTGGAGACNCTTC 

>Sequence 247 

CCGGGCAGGTTTTTTATTI 1 1 1 11 Tl 1 1 11 m i TITCTTATCAAAAATA 

TTTTATTTACAAAAAATTAATTATACTATACATCCTATACTGGAAATACA 

TTGAATAATTGCTAAAATAAATACAGGCAATTAATTCAACTTTTTATAAG 

AATGAGAGAATTTGACATTTGAATGTTATCAAAGCTTAACTTAGAACATA 

AATAGTTAAAAAGGCAAACTCAAGTTTTCATCTCATTTATTGGCATGGTG 

TGTTTTGTTTTCCACAAGCTCTCCAATCAGTGAGAGTCTTGAGTCTCAGA 

TGTACCTT 

>Sequence 248 

CCGGGCAGGTACCCAGCACATCTCAGAGAGATGGAGGCAAGCTGGGTTCC 

TGATGATTTCCAGCTAATACAGGTCCTTCCTCCTGCATGCAGGCGCCCCG 

TAACGCTTTATAACAGACGCCTCTAGACTTCTGTGGGGGTAAAGTGAAGG 

ACCCAAAGCGACACAAGTAGTGTCTGTTCACACTTCCACTTTCAAAGCTA 

ACTACTAGCTGTTCAAATATACTCCATACAGCTTTCAGCAAATCAAAGTG 
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CCCTCATCTTGAAATGAGATGAGTTTTTATGTGTAAGCAATATTTATTTA 

ACTATTCTATAAAATTATTGAGTGCCTACTGAGGCCTTTAAGCACCGCTA 

ACATTCCTTTCCATCATTCTTTTAAATGACATAAAATAATTGTGCAATGT 

TCCTGATGATGTACCTGCCCG 

>Sequence 235 

AGGTACACTAAGTTTGCAACATTTATTGAGATCTAAGTCTGTCTTGCCTT 

CATTTCTCTTTTTATCTCCCCCTTGCCCTCATTCTTGAACAGCTGGAGGA 

ATACATTTTATTCTGTCCATGAAGCATACACTATGAAATTCAAGTGCTTA 

AAAATACTTCTATGACTCTCTGCTATCCCACTGTATAGATCCACAGGGAG 

CAAACACTTAGAAATGATAGAGAACTGAAGGAGATCAATGGTTTAACAGT 

TATCCATGCCAAGTCCCATTGTCAGAAATATTCTTATTACTCAGTCAAAC 

ACTCTTTGAGCTTCCCTTGCTAAAGGTAACCATTCCAGTGAATAGATGTG 

CCCTTTTATAAGGAAACTTCTGATGTTTATTAAAAAA^ 

ATAGAGGTAACTTAATTTGGGAATTTGTTGTGTTGAAATGGCATTTAATT 

TAACCTAAAACTGACTGTGGGG 

>Sequence 236 

AGGTTTTTAATCATTCATATTGACTTAATCAGGTTGACAAAATCTCAGGG 

TTGGTCTGGGATCATTCACAAATCAGAATTACTCAGAGAAATTTTCACAG 

CAGTTGCAGCAGCACAAACTCTAACGCTGATTTAAATTAATAACTGTTAT 

TAATGAACAAACTTGAAAAAGGAATTTCATATAGAACATTACATTTCTCC 

CTGACACTACCGTATCATAAAAATTAAAAATGATATAAACATGTTTTAAA 

GTCATAGTGGTAGAACCAGCCACACTACAGTGCGGCATTGTTAGAAGTTC 

G CTCT CAAGTTGACTCAGCTTAGTAAAGCAAATTGTTCTCTGAGATTTCA 

GCTTTGGTTAGTCCTCTTTGGCTGACATGAACATTATGGAGTGTTAACTT 

GTGGTAGCAACACATAACCAAAAAGCATTCTTTTTAAAATACATTAGAAA 

GATCTCAATGACCTGGATTA 

>Sequence 237 

TTTTTTTTTAAGCTTTTTTGTTCCCGGTCCCCCTTGGGGGGGGCCCCTC^ 

CCCCCCCTTTTTTTTTCCTTTTTTGGGAGGGTTAATACCCCCCTCCGGGG 

GTTTATCATGGGGTTTATAAATri-rri"rrGGGGAAAAAAAAATAiri'l"ll 

TCCCCCATTTTTTCCAAACAATATTTATTCGCGGGG GTGG AAAAAAATAT 

ATATAAAATTTCTTTGGCTCCTCTTTTTGTGGGGAATTTTCCTCTCCATA 

TA ITT 1 " I" I" I " 1 GTGTTTCTCTTCTCCTCCCCTC I " 1 " lTITAA A A AA ATATTA 

AAACACCCTGCTCTCCCCTATAATATTTAAAATT 

>Sequence 238 

AGGTACTCTTTG AGGACA' I" I T FTGTC AG ATTA ACTATA AC AGTGTAGTGT 

AGTTTTTAAAATTGCAGTTGAAAAGTTTAGCTGTCTTGGAAGTCAAATTT 

ATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACCATGCTG 

GCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATATTACAA 

ATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATACAAAGGG 

TTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGTTCTACC 

ATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAAGCAGAA 

ACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTTCAGTTAAAAAAC 

A ACTCTC AAA ACCAGC ACTC A 1 l"l " 1*1 CTAG ATAGGTTATTAGG ATTTTAC 

GATTTCTTGGTAT 

>Sequence 239 

CCGGGCAGGTACTGCTAGCTGGAAAAACCATATAGAAAACATGATGACCA 
TG 

>Sequence 240 

AGGTGTTGGGTTTGATTTGCTTTTGTTTTTAATGCAGCTCTTTTAATATA 
AAGATTCTTGATACAGTGAAATCTCTTATTTCAAGTGTAAGTTATTCTTC 
ACCCACCCCTTCCCCTGCCA 
>Sequence 241 

AGGTACTTATTGAGTGCTTGTATGCACCAGGCTCTGAACTAAACGCGCTC 

CATATTACCCCCATTTAAATTCTTACCATTATTCCTGTCTTACAGAAAGA 

AAAAAGGCATGGTGAGTCACACAGTTCACAAATGAGGGCTAGAACCAAAC 
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TGTTGGGGGGGGGGGGGGGAAATAAAAAAAAAAAAAAAACCCCCCCTTCT 
CCHTGTGGGGAGGGGGGGGGGGGGGGGGGGG AACACAAAAATTTTTTTTT 
TTTTTTTTTTTTTTCTTCTCCCCCCCCCAAAAACTGGGGGGGGGGGGGGG 
GGGG 

>Sequence 229 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCITGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAG AC AATC ATTTr 4 CTTTTCTTTTCCTCTCATTTAGTCTCAG AG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGCTAAGGTTCTCAGGAAAA 

AATGAGAAGAGCACCTTGATCAGGAAGGGAAAAAGGATAGAGGATAAAAA 

CAGTACCTTTAACTTCTATGC 

>Sequence 230 

AGGTACTTACATGGGTGTTTTGATCrCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTTCCTTCrTTTCCTGGGTGCT 

CAGGGCTTGCTTAATAACAACTGGGTTGGTATTGGAGTTTGGCAAACAGG 

ATTGTCCACCTTTTTGAAAAAAAACACTTTAGGAGGTTTTGACAAAAACA 

CCTGCAAAAATTTTCTTGGCTTGGGGGGGGCATAAAAAAAAAAGAGGGCC 

CCGGTTTTAACCCCCCAACCTTTTTTTCCTTTCGGGAAAAAGGGTTG 

>Sequence231 

CCGGGCAGGTACTAGAAATTGCACTGTCCTAGAAATTCCTCCATCCCATG 

AAGCCATTTCCATCATGAAACCTTTGACACACTTGAACACAAGTTCCGCT 

CTCCTTAAGCACCAGGGTATAGTCATTTCCTCTGACATATAATGGTACTA 

AAGCACTGCAAATGCTCAATATTATGCCAATAGGTCCCTTTCCAATTTCA 

ATTACTGGGAAAATATACATATGGACAATAGATGGATGCCACAATAAAAG 

GCTGGCAGCCTAACCTTAACATGAATTTTTCCCTACCTCTATTTAGGGGG 

ACAGGGGAGGGCCCCTGGTTTGCTTTGAGAAGGGACAAATACATTTTACA 

AGGAGTCACTTTTTGGGGTTTTGGTTGGCCCCGCCCAAATAAGCCTGGTG 

GCTATGATCGGGCTCAAGGGTTGGTACTTGGATTGGGGAGGGTTTGAAAA 

AATTTATTTGCCGGGAGAAAAAAGAC 

>Sequence 232 

CCGGGCAGGTACTTGGAGCTGACCAAACGGGAGGTCGAATACATTGCCCT 

GTCAAGGGACACCACTGAAACTGATCTCAAACAGCGACGAGAGATCCGTG 

CAGGCACAGCCTTTTACATTGATCAGTGTGCAGTTCGTGCAGCCACAGAA 

GGCAGAACTCTCATTTTGGAAGGTTTGGAAAAGGCAGAGAGGAATGTTTT 

GCCTGTTTTGAACAACTTGCTGGAAAACAGAGAGATGCAGCTTGAAGATG 

GACGCTTCCTGATGTCTGCTGAGCGTTACGACAAACTTCTCCGAGATCAT 

ACCAAAAAAGAGTTGGATTCTTGGAAAATTGTCCGAGTTAGTGAAAATTT 

CCGAGTGATTGCCTTGGGCTTGCCAGTGCCAAGGTATTCTGGGAATCCAT 

TAAACCCCCCTCTTCGTTCTCGATTTCAAGCCAGGATATTTATTATTTAC 

CCTTCAGGACCACTTAAGGGTGGTTA 

>Sequence 233 

AGGTACAGATAGAGATAATAGAAGACAAAGAGATTAAAAGGAAATAAAAA 

TGCATGATTAAAAACTAAGAATAAAAAACCTATTTTTATGTTTCCTAAAG 

GAAATTGTTTATTCTACAGACTCAGTAGGTAGACACAAACATAAAGATTT 

CCCTAGAAGACATAGAGTGGGATTTGATAACACTGTCTGTTATTTTCTGT 

ACCTGCCCG 

>Sequence 234 

AGGTACTTTTGTTTTGTTTTAAATTAAGAGATTCCCAAATGCCTTTTTCC 



Page 38 
of 685 of Table 3 



WO 01/51628 PCT/US01/00798 

Table 3 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAACACCTGCC 

GTAAGTTACTGGCTGAGTGAGGGCATATAAGTTAAAGGTTACTGTTTTTA 
TCCTCTAT 

>Sequence 223 

AGGTACAGTCACCATCATACTTGTCTCCATTTGGAAAGATAAAGCTGATC 

TTATACACTTCTGAAGTTGGTCGAGAGGTGTTAGAGAGATCTTCCAAACT 

CTGCGACTCCCCCTGGGCGGCCAGCTCTGCGGCCACCTGCCCGGC 
>Sequence 224 

CCGGGCAGGTACATTACTCCATCTACCGAGGCAGCGCATGGCATGACTGA 

ACGGCTTGGAACAAACACAGAAATTAGCACCACAAACATTCAGGAACCAA 

ATATAATCTGCTATGGTCACACCACAGACAATGCAGGAAGAGGCTTTTTA 

TTGCTTGTGTGTGTTTTCAAATCAAGTAGGCACAACCCAGTCCTCATAAC 

AGCCCTCGGGAGTGGACGCACCGGGGCGGGAGAGCGCAGGAGGGAGTGTG 

CTTGGCTATCCTGCXCAGTGGAAAGGAAAGTGACGTGCATTGATCTTAGA 

GTCCTTGGCAACAGACTGTGGAGGCAATAACAGGATAAAGAAAGCAGGGA 

GAACGAGGCATGGCCAGGGTCCCCAGTGCGCCTTAAGGAGACCTTAAAAC 

AGATAGATAGCACCACAAGAGAGCCACAGAGAGAAGTGTAAAAATAAGTA 

CCATTTTATTGAGTTATCAC 

>Sequence 225 

CCGGGCAGGTAAAAAAAAAAAAGGAGACACAAGACTTACTGCAAAAATAT 

TTTTCCAAGGATTTAGGAAAGAAAAATTGCCTTGTATTCTCAAGTCAGGT 

AACTCAAAGCAAAAAAGTGATCCAAATGTAGAGTATGAGTTTGCACTCCA 

AAAATTTGACATTACTGTAAATTATCTCATGGAATTTTTGCTAAAATTCA 

GAGATACGGGAAGTTCACAATCTACCTTATTGTAGACATGAAATGCGAAC 

ACTTACTTACATATTAATGTTAACTCACCCTTAGGGACCTGGAATGGTTG 

CATAAAGGC TTTAAAC GGGGGATCCGCCCATTTCCCAAAAATTATAAAAA 

ATTCCCTCCCTTTTTTTAAGGAAATTTTTAAAGGTTTACAAAAATCAATA 

TTGGGCTTTTAAAAGTGAAAACCTCCCCCCTCCTTAAAAAAAATGAGCCC 

CCCCCCGCGGGGGGAAATTTTTTTCCCCTCTCTCCT 

>Sequence 226 

CCGGGCAGGTACTTTCCATTCATTCCAGTGAGAAGCACTAGAACTTTAAA 

ATTTCAGAATTGGATGAAAATAACAAAGATCACCCAGTTGAATCATATTT 

TTTTGTTCAGAAGCAAAAACTGAGGCTCAGAGACAAACTGTCCTGTCCAA 

GATTATACAGAAAATGGTGGGAAGAGTTGAGAAGTTTCTCAATAATGCCA 

TGACTGTTGAATCATAGGAACAAAAGCCAAGAGATGGATCCTTACAATAG 

TTTAACAATATAAACCACATGGAACATTTCAAGAAAGAGTTAAACAATGA 

TCTATGTTTAAAAGCTATCTCTACCTGGCATAGTATCTTACATTTATAAT 

TCTAGCACTTTGGGGGTTTGAGGCAGGAGGATCGTTTGAGGCTTAAGTGA 

GCTGTGATCGCACTACTGATTGCCAACCCGGGTGGCAGAACAAGAATTTG 

r I III A A A A ATTATAATTCCCATTATCTTTTTG 

>Sequence 227 

CCGGGCAGGTGGCCGCAGAGCTGGCCGCCCAGGGGGAGTCGCAGAGTTTG 

GAAGATCTCTCTAACACCTCTCGGCCAACTTCAGAAGTGTATAAGATCAG 

CTTTATCTTTCCAAATGGAGACAAGTATGTTTTTCTCCTCTGTTTAGATG 
GTGACTGTACCT 

>Sequence 228 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 
AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 
TTAG ACAATCA I YTU t 11U CTTTTCTTTTCCTCTCATTTAGTCTCAGAG 
CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGGA 
ATTACCCAGGTTTCTCCCTTAAAGGAAAAAATTTTTGGGGGGCTTTTAAA 
AAAATGGAAAAAAATGCCCCCCCCTTTAAAAAAAAAAAAATTTTCCCCCC 
CCGCGGGGGTGGi 1 1 1 ITATA A AGGGGGGGGTCCCCCCCCCCCTTTTTTT 
TTTAAAAAAACACACCCCCCCCCCCCCCCAAATTATAGGAGCCCCCCCCC 
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AACAGA V nrmTGTGTGTGTATCTTTGGGG 1 I'l l I ACATAGAGCCCAG 

TTTTAGTTTTAATAGAAATGTTTATAATAGTGGATGGAATAAAGACTTTG 

TATGATTACTGTGAACCACTATCTCTCTCTATATATATAGATAGATATGA 

ATGAGTATGTGTATAAATACATAAAGCAAAGGCTTTGAGAACAATACTCA 

TTTTGCTTTCTGTACATACTGTGGACTTTCTGTTTATTTTCTTATAAAAT 

GCA 

>Sequence217 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAGACAATC A mTTTT i "1 CTTTTCTTTTCCTCTC ATTTAGTCTCAG AG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCITATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGGCTTAAGGTTCTCAGGAA 

AAAATGAGAAGAGCACCTTTGATCAGGAAAGGAAAAAAGGATTGAGGGAT 

AAAACAGTAACCTTTAT 

>Sequence218 

CCGGGCAGGTACATCTGAGACTCAAGACTCTCACTGATTGGAGAGCTTGT 

GGAAAACAAAACACACCATGCCAATAAATGAGATGAAAACTTGAGTTTGC 

CTTTTTAACTATTTATGTTCTAAGTTAAGCTTTGATAACATTCAAATGTC 

AAATTCTCTCATTCTTATAAAAAGTTGAATTAATTGCCTGTATTTATTTT 

AGCAATTATTCAATGTATTTCCAGTATAGGATGTATAGTATAATTAATTT 

TTTGTAAATAAAATATTTTACCT 

>Sequence219 

AGGTATTCTTGTTTCTATGAAGGAAAAGTTTGGCTACTAACAGTAGCATT 

GTGATGGCCAGTATATCCAGTCCATGGATAAAGAAAATGCATCTGCATCT 

CCTGCCCCTCTTCCTTCTAAGCAAAAGGAAATAAACATCCTGTGCCAAAG 

GTATTGGTCATTTAGAATGTCGGTAGCCATCCATCAGTGCTTTTAGCTAT 

TATGAGTGTAGGAAACTGAGCCATCCGTGGGTCAAGATGCAATTATTTAT 

AAAAGTCCCCAGGTGAACATGGCTGAAGATTTTTCTAGTATATTAATAAT 

TGACTAGGAAGATGAACTTTTTTTCAAGATCTTTGGGCAGCTGATAATTT 

AAATCTGGATGGGCAGCTTGCACTCACCAATAGACCAAAAGACATCTTTT 

GATA TTCTT ATAAATGGAACTTACACAGAAGAAATAGGGATATGATACCA 

CTCAGTTTTGTTTTCAAAT 

>Sequence 220 

CCGGGCAGGTACTGCCAGATCTGTATCACTCCGGAGCAACGACCTGTCTC 

TCTGAATGATCTCTGGCATGGTAAAAGAGTTAACTGTATTTCAAAAGGTG 

AAACAAAACTTTTTTTGCTTTGTTATGCATGTTTCAAATTGATCAATGGT 

TCAGGCCTGGAGTATGCATCAGAATTATCTGTGAAGCTTAGTGAAAGTGC 

TGATGCCAGAGCCCACCCAAAGCTTACTGCTTCAGAACCACTGGGGACCT 

GGCAGTTCTGATGTGCACGACTAGTCAAGAATCCTTTAAAGGCTGATAAA 

GCAATCTTGAAATCACTGTCAATGCAAAAGTGGGATGTTCCTTATTAATA 

AGAACTCAAAAAATAAAGTACCT 

>Sequence 22 1 

AGGTACGCGTTTCTTGTAAACACGAGGCACCCCAAGATAAGAAGACAGAT 

AGAGCAAGGGATGGACATGGTCATCTCCTCAGTGATTGGAGAAAGTTACC 

GGCTTCAGTTTGATTTTCAAGAGGCAGTGAAGAATTTCTTCCCCCCAGGA 

AATGAAGTGGTTAATGGAGAAAATTTAAGCTTTGCATATGAATTCAAAGC 

TGATGCATTATTTGATTTCTTCTA 

>Sequence 222 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 
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AGGTACCTGTTTGCCTTAAATTGCTTTTTAGCTCTAAGATTGTAGAATGA 

TCCmCAAATTGGACTCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGAGACATTTACAA 

TCATTCATTGGGCCTTATATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence 212 

AGGTACTGGATGTTAGAACGGGCTCCAGGAGCCAGGAATCCTGGCTCTGC 

ACTGTTGGAAACATCTAAGCTAGTCTTGCGCCCATTTACTGGCTTGACAG 

GGATGCCTGAGGACTTCTGGATCTTGCTGAGAGTGGCTGAACCACCAGTT 

TGCATGACAGTGGCTGTGCCTGTGGCAGGAGGAGGCTTCTTGTAGCCAAA 

GGATCCCGAAGTGGAGGGGCGAGCAATGCCCGAGGGGGGCTTCTTAGCAT 

CACTCAGGCGGTCCCGACCAGCATTAGAGGAGGAGCGTTGGAACCCAGTA 

TTCTTCACTGCAAGCTTACCCTTGTCTGTAGCTTTGCCCTTAAGTTTGCC 

TGCGACTTTGAGGGCACTCTGGGCTTTTTTAGTATGGNNGAAAGTTACAG 

CCCAGGGGGGGGCTTTGCCTTTTTTAGGGACCAGGGGGGGCCAGCTGAGG 

GGCTTTTT 

>Sequence 213 

AGGTACTTGAGACCTCATGCATATAAAACCAGCTTACAAACTACATCGCA 

CTATATGAAGAAATTATCACTGGGGGCAAATCACCAAGTAGGGAGCACAA 

TACACAGGGTGTGGATGTTAATGTCATTCCCTAGCCTTCTCATTCCCTTC 

TCTTGGTCCTTTATGCATATGGAACAGTTCCATTATTAAATTTTGTAATA 

ATAACTGAGAACCTGACTCCCAGCAAGGGAGTAGTTCAGAAGTTGAGGGA 

GTTTAAATCTGAATGAGTAAATAAAGCAATTATATCATTAGCTTAAAATT 

TTATCATCAATTAAAAATAAATTTAAAAACAAATACTTAAAAAAAAAAAA 

AACCTGCCCGGGCGGCCCGCCGTNCAGGTAGCAAACCATTTTCTCCGGCT 

GGTCTGGTTTTCTCCAAGCCCTTTTCTGGCAACTTTCAAGATTTTCGGGG 

GAACCCACN 

>Sequence 214 

CCGGGCAGGTACAAGTCTCATAAACTATCTCAGCACTGCATCCGTATTTG 

TGGGCACCTGTGCCAAAAGCACCTTGATATGTTTCTTAGTGTAATTGGCC 

AGAGATGGCCAATAGATGTCTTCTCAAGTGTTTTTGATCACCAGGTCAGT 

GCTATTGGGAGTGATATAATATGGTGGTTCCTAAAGTTATTTTTGGTCTC 

rTTTTTTTTTl 1 1 1 1 I AAGTGCTATGATAGATTAACAACACCTGCCTTGG 

ATGCAG GAATT AGGTGGGGCTGCACACGTGCATGGTATTTTCTATCCCTA 

TGCTAGGTTTTGGTTCTGTTGGCTGTCTTCACTAGACTTGAGATGACTTG 

ATTTACAGTAATCCCTATGTGATGTAACTAGTCTAGACCTTCCCTTCTCC 

GCAATTCCCAGCTCCAGGTTTCAGAAAGTATGCCACACTCAACCCTTTCT 
TCAGTTAT 

>Sequence 215 

AGGTACTGTAAAGTGAAAAGGGATGTGCATAAAAATAAAAAAAAACAACA 

AAAAAAGCTAACCTTCTATTAGAAAAGGGGACAGGGGAATGAGTAAACTT 

CTTTTATTGCGGACAAATGTGCACATAGCCGCTAGTAAAACTAGCCTCAA 

ACAGGATGCTCATAGCTTAATAATAAAAGCTGTGCAAAGGCCATGAAAAA 

AATGAAAAAAATAAAAAAAAATAATGCTTAAGCACCACTAACTTAAAAGT 

GTAATTACAATTACTTGAATTTAAGTAAAAAGAAAAATTCTCAAAATTCT 

ATTATGGAACATGGGGGGACAATTCCGAATGACCCCGGAGCTATTTGAAA 

AAAAAAGAACA ill l l fGGAATTGCAGAAAGGATATTTTTAC Hi TTT T A 

CCAAAAACATAAGTTTGTGGGACCTATGGGGGAAGCCTTTTTAAGACTTT 

TTTTTGAAACCTTACACATTTG 

>Sequence 216 

CCGGGCAGGTACATACAGATCTTTTACTGCCTTGGTGTTAAATTTATTCC 
TAAGTAAGTATTTTTTTTATGCTATCATAAATGGCATCTTAATTTTTCAG 
TTAGGTCATTATTTTCATTATTTATGTATAAAAATGCTAATGCTTTTTGT 
ATGTTGATTTTGTATTCTGCAACTTTACTGAATTCACTTGAGTTCTAACA 
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AGTCTTGTCTGTTCGCCGGATAATTTTCACCACACAAATAACAGCCAGGG 

GTGTGAGGAAAGAAATTGCAAACATGAGGCGGTAGGTATGTTATCTGATT 

GCACCAAAGGATTTTTATAGAGCCAGATCTCTTCTGGCTGGATGACTCTC 

TGAACGGATCCAAAAACTCTGTAAAAC 

>Sequence 205 

CCGGGCAGGTACCATATCTCCTGGCTTCCTTCTACATGGGTCACTTAGTT 

AAGAGGQAGGCCAAGGGAGTTCCGATTTCAGGCAGTGTGTGGCAGGGTTA 

CTGTCCTAGCAACCTGGCTACTCCTCACTGTGAACGTTTCTCATAGGTGT 

CATATGGCAGGATGAAAAACATATTTGCCTCCCAGTGAAAGATGGCACAG 

GCTTTTGCCCAGCCAGGTTGGCAAGAGAACAGAACTCTTAACCCCTTGCT 

CGACAGGTTTGAGTTCAAGGGGTTGGATGCTCCAAGCAGAGGGCCAAACC 

CTGATTTATGAAGCATGCTAGGTCAACAGCCAGTCAGACCT 

>Sequence 206 

CCGGGCAGGTACAGTGCCCCCTGCTTGTGGTGCAGGGGGGTGCCATTGCC 

GTGGTGCTTGGCATTGAGGGGCTGCAGGTGATGCATTGCACGGGACACCA 

GGTCACTCAATTCGGCGATGCTGCCTACGCGCGTGGCCAGCAAAGACTGC 

TCGATGGTCCTCAGCTCCGACTGGCTGAACATGGGCAGTTCCCCTGGACC 

T 

>Sequence 207 

CCGGGCAGGTACCAAGCTAAAGAAGGCAGGAGAGAAAGTTTTTGAGGATG 

GTGTGTGTAATCGGTCACTATTTACTGTGTGAGTTCCACTGGAGACAAGC 

ACACTTTCrCCAATCCCAGAGTCTACACCTGACTGGGAATTTTTCATTCT 

GGATTCTGATTGAGGGAAAATACTGATATCCAATGGGCTATAAGGAGGAC 

CTTTCAGTTTCTGTAACAGCATCTGAGTTCTATGCATGTCCTGGAAAGGC 

ACCTGCCCACTGGCTAATTCACATGCTGTAATCCCAACACTGTAAATATC 

TGACTTCACATTATACCCACGTAAATCCTGTCTCAGTAGTTCTGGACTCA 

GCCACGGCTGCACTGATGTGCTGAACTGTGGGAAATCATACACAGCCCTA 

TGCCTCTGTCCATGCTTAACCAAACTATGCAGATGGGAAAGGCCAGAGAG 

GGTCACTAGGCCATTACCAGAAATGGGG 

>Sequence 208 

CCGGGCAGGTACCAAGCTAAAGAAGGCAGGAGAGAAAGTTTTTGAGGATG 

GTGTGTGTAATCGGTCACTATTTACTGTGTGAGTTCCACTGGAGACAAGC 

ACACTTTCTCCAATCCCAGAGTCTACACCTGACTGGGAATTTTTCATTCT 

GGATTCTGATTGAGGGAAAATACTGATATCCAATGGGCTATAAGGAGGAC 

CTTTCAGTTTCTGTAACAGCATCTGAGTTCTATGCATGTCCTGGAAAGGC 

ACCTGCCCACTGGCTAATTCACATGCTGTAATCCCAACACTGTAAATATC 

TGACTTCACATTATACCCACGTAAATCCTGTCTCAGTAGTTCTGGACTCA 

GCCACGGCTGCACTGATGTGCTGAACTGTGGGAAATCATACACAGCCCTA 

TGCCTCTGGCCATGCTTAACCAAACTATGCAGATGGGAAAGGCCAGAGAG 

GGTCACTAGGCCATCACCAGAAA 

>Sequence209 

AGG' 1 T I " I ' 1 ACTAAATTATCTATGTCA AAAAAATTCTGTGCCTGGCGTGG A 

ATTTCACTCCATCAAGTGTTACAATGATTTTTTCATTTTCATTACAAGCA 

GGAGAATGAATGTAGGACAAG 

>Sequence2lO 

AGGTACATAGTCTCCCAGTCTACATGTCCTGGCTGTTAATCATCTTGGCC 

CCTTGAGGCACATCACAGTTTGAAGGACCTGTTTAAGTTGAAATAGACTT 

TGCTTATTTATTGGGATTCTAAAAAATTCTGAGTGAGTTTGCAGTATGAG 

AGGAAATAAGATTTCCTCCTCCTTCCTCTCATTTTATATTGACTGTTTGC 

CAGAAACTGTTTTCTTCTGTTTTCTTATATTTTG1 T 1'TTG AGATGGAGTC 

TCACTCTCTCACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGCTCACTGC 

AACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCGGCCTCCTGAGT 

AGCTGGAATTACAGCACCGTGCCACTACGCCCCGCTACTTTTTGGAATTT 

GGTTTTTAGGAGAACGGGGGTTTACCATGTTGGTCAGGCTGGGTCTTGAA 

CTCCTGACCTCAAGTGATCC 

>Sequence 2 1 1 
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>Sequence 199 

CCGGGCAGGTACTGATGAACACCAACATGTTCCAGAAGACCCAAGAGAAA 

AATCACAAGATGAAGTCTTGAGAGATGACCCTCCAAAAAAAGAACATCTA 

CGGGATACAAAGTCTACATTTGCTGGCAGTCCAGAGCGTGAGTCCATTCA 

CATCCTGAGTGTTGATGAGAAGAACAAGTTGGGAGCCAAGATTATCAAAG 

CAGAGATGATGGGGAATATGGAATTAGCTGAACAACTTAAAGTTCAACTT 

GAAAAGGCAAATAAATTCAAAGAAACTATAACACAGATACCAAAAAAATC 

TGGGGTAGAGAATGAAGACCAGCAAGAAGTAATCCTTGTCAGAACAGATC 

AGTCTGGAAGAGTATGGCCTGTGAACACACCCGGAAAATCTTTGGAATCA 

CAAGGGGGAAGAAGAAAGAGACGTTTGGTTCAACCCATGAGGAAGGAGAA 

AGGGGCAGAACCTTCATGGGGGGGTAACTAAACCTAA 

>Sequence 200 

AGGACCTGTGTTTAAAAGATGAAAGAAATGGTTGCTGAACCCAAAACATG 

TTTAGGAGGAAAACCAGAAGAACAGAGCAGTGGCACTGGACCTCCTGTCT 

GTCCGTGAGGCTGCAGAACACAAGGCAGCTCCCAATGCCGCTGGACTCTC 

TGACCTTGGAGAGCGTAAACATCATATATGATTCTGTGTTCCTGAGATCT 

GGGTTTAACGATCTGGGCITTGTCATGGTGTTATACGTTCGTTGTTGTTr 

GTGTACCTGCCCCTTTAACCCCTTTTTTTGACCTGTGTTTTAGACATTAG 

GCCACTTTAGAAAGTCTTTTCTTCTCAATTCTGTTGTTCCTTTTTAAGCC 

CCT TGTCGATGCC CTCTCCTTTCCACAACTCTGGTTTGCCCGGATTTAGT 

CCCTTTTTATTTTCTACTTATCTTCTAGCGGAAAGTTTACTTTTTTGCCA 

AAAATTATTTGTTCCAATCATTTTTCCCATATCTTTCTTATATCCTTCAT 

CCATCCCCACTCATA 

>Sequence201 

AGGACAACCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTAC 

CCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTGA 

AGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAG 

CTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTGC 
CCG 

>Sequence 202 

CCGGGCAGGTACAGAATCCAAAAGTCATAAAAAGCAAAAGCTATCTTTTT 

TTCACTCTGGCACCCATCTGTTCTTCCCTGGAGTCAAACACTATTACCAA 

TTTTTAGGTATACTTCCAAAGATACTTACTGCATTTACAAGCACAGACTT 

ATATTGATTCTAAAAGAATAAGAGACATTTTCAGCATGTTGTTTTGTTCA 

ACA CCACAG TATATCTTAAAGATGGTCCCCCATCAATACATATAGAGATC 

TCTCi l l 1 1 1 ATGGCTTCATAGTATTATCATGTGCTG ATATGCCAAAAAC 

TAATCCATTAGACCCTTTTGGGTATATATTTACTATTTTGCAGTCTTCTG 

CTCTTAGGAATAAAGTGAAATTCAATCACCTGTATAGAAGTATTTCACAC 

ATGTTTGAATATATATGTAGAATAAATTCCCAAAAGAGAAATTTCTAGAG 

AAAGAGATATATGCATTCACATT 

>Sequence 203 

CCGGGCAGGTACAAAGCTATAAAGGAACGTTTTTAGAGAAAGCACTGAAG 

ACACACATTTTGCTGACCTAAAAGATTTTAAAATGAATTAGAATAATTTA 

CATCATATAAAGAGGTATTTAGTCTTTAAGTGGAGAAAGTTGCTAGTCAC 

ATGTAAGAAAAACAAGTATTATGGGCCTTCCTAAGACAAATGGAATAAAT 

TCCA TCAC TTTTGGCTTTTTTATAAACCAGACTTCTAACAAATAACCATA 

TTAATTTTCCAGTAATCAAACATATCCTAAAAGAGGAAAAAGAGAATGTC 

TACTTTTAAATCACATCCAATGTGAATTTGCGTGAATGCAAGGCATAAAA 
TACCT 

>Sequence 204 

CCGGGCAGGTACAAGGGCAGGATGGCAGCACAGAGCCGCCAGCTCTTTCC 

CCGCCCACTCTCGGTGAAGCAGTGCAGCTTGCCCGCCAAGTAGAACGTCG 

TGAAGCCAAGGCCCGAAAAGGCAAAGGAGGAATGGATGCTGGGGAAGCTT 

TTGCGGCCCTCGGACACCAGATCGGGGTCACCTGTGCAATGCATTTCCGA 

GTTCATCACTCCATCTTCCCACTATTAATTTAATAGTGTTTGTGCAGACT 

CCATTCAAAGCAAGAGCCAAGGACACCGCTAAGAAGGCTTCCTTAATTTC 
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ATACCATGAAGTCATTGTCAGTTGTAGTAGCTCTGATGTTGAATGAGATA 

TCATGTTTTAACATTCCATTTTACTGACTTAGGGAAGAAGAACACTTTTC 

TGGCTACATTTGGAGGGATCCCAGGGAGGCTTGGGTGGTCCTTTATTGGG 

GAAGCAAACCTTTCACTAGCCTCTTTTTTCATCCTTAAAATGGAAATTAA 

AGGTTTCCTCAGCTCCCCATTATTAAAGAGGGGACTTGTTTCAAGTCAAC 

CTTTGGCT 

>Sequence 194 

GTGGACCGTGAAAGCTGTAGTTTGCAACCCTGCGAGTATGTCTGGATCAC 

AGGAGAATGGTCAGAGTGCTCAGTGACCTGTGGAAAAGGCTACAAACAAA 

GGCTTGTCTCGTGCAGCGAGATTTACACCGGGAAGGAGAATTATGAATAC 

AGCTACCAAACCACCATCAACTGCCCAGGCACGCAGCCCCCCAGTGTTCA 

CCCCTGTTACCTGAGGGACTGCCCTGTCTCGGCCACCTGGAGAGTTGGCA 

ACTGGGGGAGCTGCTCAGTGTCTTGTGGTGTTGGAGTGATGCAGAGATCT 

GTGCAATGTTTAACCAATGAGGACCAACCCAGCCACTTATGCCACANCTG 

ATCTGAAGCCAGAAGAACGAAAAACCTGCCGTAATGTCTATANACTGTGA 

GTTACCCCAGAATTGCAGGGAGGTAAAAAGACTTAAAGGTGCCAGTGAGG 

ATGGTGAATA 

>Sequence 195 

AGGTACAAGTTGGGGTCATAATTATCGAGTCTCTTGATATTATCACAATT 

ACTGTGCCCCCTGCACTTCCTGCTGCAATGACTGCTGGTATTGTGTATGC 

TCAGAGAAGACTGAAAAAAATCGGTATTTTCTGTATCAGTCCTCAAAGAA 

TAAATATTTGTGGACAGCTCAATCTTGTTTGCTTTGACAAGACTGGAACT 

CTAACTGAAGATGGTTTAGATCTTTGGGGGATTCAACGAGTGGAAAATGC 

ACGATTTCTTTCACCAGAAGAAAATGTGTGCAATGAGATGTTGGTAAAAT 

CCCAGTTTTGTTGCCTTGGATGGCTACCTTGGCCATTCACTTACAAAAAT 

TGA AGGG AGTGCTCTCTGGGTGATCCACCTTGATCTGAAAATTGTTTTGA 

GGCTTTTGAAATGGATCCTGGAAAGAAGCACCTGAAAAAGAAACAGCCCT 

TTTTAATCCAATTATGCCCCCAGGGGT 

>Sequence 196 

AGGTGTGCTGCACAGATTGATACATTAGCCTTTGCTTTTTCTCTTTCCGG 

ATAACCTTGTAACATATTGAAACCTTTTAAGGATGCCAAGAATGCATTAT 

TCCACAAAAAAACAGCAGACCAACATATAGAGTGTTTAAAATAGCATTTC 

TGGGCAAATTCAAACTCTTGTGGTTCTAGGACTCACATCTGTTTCAGTTT 

TTCCTCAGTTGTATATTGACCAGTGTTCTTTATTGCAAAAACATATACCC 

GATTTAGCAGTGTCAGCGTATTTTTTCTTCTCATCCTGGAGCGTATTCNA 

AGATCTTCCCAATACAAGAAAATTAATAAAAAATTTATATATAGGCAGCA 

GCAAAAGAGCCATGTTCAAAATAGTCATTATGGGCTCAAATAGAAAGAAG 

ACITTTAAGTTTAATTCCAGTTATCTGNTGAGNTTCTGTGAGCTACTGAC 

CTN 

>Sequence 197 

AGGTACAAATTGTTCTACTGTTTTAAAAAGTTTTCCGCAGAACAGTGCAT 

TTATG GCAAT GCTATGTTTAATGAGTTAGGGACATCAAATATATAGTAGT 

TCCTTATTTTCAGTTGTGAAAATGAAATGGCTAAAGCAGAAGAGACGTCT 

ATTTTAGTCTrTTAAAAATGTGTGTGGGTGGTCTTTTTTCCTCAGAAGCC 

CAAAGCACATGTATATTTTGTTATTTCTCCTTGCTATATTCCTGAGACTA 

TACTAAAAACTTTAAGAAAAGGAACAAGAAAAAGGTAAATTCATGTGTTC 

CCCACTGCTGTGTCTAGAACCAAGATCACATTATATCATTGTTAAAATTG 

TGTTATCTAGAAAGTGCAATATAGGGAAAACACTCTAAGAATCTTTTAAA 

AACCTAGTGGTTCCCTTATTTGTCAGAATATGTGGTAGTGGCATCCATAA 

GTATCTTTAACTTGCATTTAGCAGGACAATAGTGTGATACTTATACG 

>Sequence 198 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 
ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 
AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 
TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 
TACCT 
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CAAGGAACTTCATGCTTGATTTGACCACGGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGGGCT 

CAAGGCATGCTTATTAGCAGCTGGGTTGGTATTGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGGTTAAGGCTTGGCAGCAACAACCGCC 

GTAGGTACTGGCTGAGTGAGGGCTTTAAGTTAAGGGGACCGGTTTTAACC 

TCTATCCCTTTTTCC 

>Sequence 188 

AGGTACATTTCTAAATAAATATCTTTGATCTATAACCCTTGAAAATATTA 

CAGTTTATGGTGACATGATAGAGACAAGTCAAACAGTATTATAAGTGAAA 

ATGAAACATCAATTTAAAATGAACAAGTGTAAAAACACGCGGAACTGAAA 

TTATAGAAAATCAAAACACTAAATACACAGTAATTAAATATCTAGCACTG 

GAATCACCAAATGCATGCGCAGTAACACACTTTCAACTGATATAAAAAGC 

CCTTTAAGATTCACATAATCTAAATAAATAAGCAGAAACACAAAGGGAGG 

TACCTGCCCG 

>Sequence 189 

AGGTGGAGGGAACTGTTGCAAAGCCATTTCATCGAGAAGGGGACAGAAGG 

AGAAATACACACATGTATACACAAACAGAATGGTTGAGAAAACGTTTTAA 

TAAAATGTGAGGGTTGTATGTGTGCGTGTATATATTTACACTTAACCTCT 

AAAATTCTCTTCTACAGTATCTCTGTTATGAATATGATGGAAAAGCAACA 

TTTTGGTGGTGAGACTATTGTTAAAATAAATTTGAGAAAGACGAAAATTT 

TGTGAGTCTTGATAATTACAAGTCAACAGCTATCGAAAGTTAGCACAGCT 

TGTCTGTGGTGCTGTTTTTTTCCCCACTGCAGTGGACTTATGCTGGTTTC 

ATGTTTAGAAACAAAAAGGTTTCATGGAGATCAATGGGGAAAAGCACAGT 

TTTGGACACCCGGTTTTTGAAACCTTATTCCAAAACCGGGTTTAACTTAT 

GGGGGGCC 

>Sequence 190 

AGGTTTTTTGTTCAATACATTTTAGATTAGGATTGACAAGTAAAGATACT 
GCTATGGAATGATACATTGTATTTTCTGCATTGTGTGAAATAGTTTTTAT 
TGAAAGTCAAGTGACATTTCAAAAGAAGTTCTATAACAATTATGTTTCAT 
GCTTAAAGTAAAAATTCCCAGAGTTTAGTTTAGAAAATGTAA 
>Sequence 191 

AGGTACTGTTCTTATAAAAGATTCTTTCTCCCAGAATTATATCTCCTCAG 

AGCAACAGCAAGGTTCTCAGGATCGAAGCCTACTCTAGCCTGAAGGGCTA 

GGAAGATTAGGATAAGGATAAGGATAATAATCCAAAAGTCTCGACAATTC 

CAGTAGTCTCTGGATGGCTCCAACATCATAGAAATTTAACACTGTTCCAC 

TTGTTTACAAAATCTAACACTGGCTTAGACATTCTGGACTTTCAGTGAGG 

GTTCCAGCATCTGATGTCCCTCAACTCCTTTCCAGGGTGAGAGGCCCACT 

TACAGGAAACTTAACTTCTCACCATGTGGACCCATGAGGGTTTTTCTCTT 

GCAGAAGGGCTAAAAAGTGAGGAGCTATGGAAAAATGTTGGGTCACTTTT 

AAGCAGACTGTTGGTTTGGTGGGAATTTTTCCTAACCTAGTTCTAA 

>Sequence 192 

CCGGGCAGGTACGATTCACTAGGGCATCCTGCGAGCCTCACTAGCCTTCT 

GGTTCATGCCTTTGACAAGCATTTTTGTGCCCCCTCTGCTTACTGTGACA 

GTCGATGATGAATCTTGCGTTGCCATTTTCTGCTGTGGGTAACTGCGTGC 

AGGGTCTTGCCTTGCTTTCTCTTCTTACTGTCCCACAGCTTGGTTTCATG 

TTACAAACAGAAAAGCTCGAGGCTCCCACCCCGCCACATCCCAACTTCAT 

TTCCCCCTCACTGTAGCCCATTTCCACCCCACCACAAAGTTGCCACAGGT 

TTTCTTTGTATAGAATATTTATTTTGAAGCTCTATTTTAATAGTATTTAT 

TTTAAAAAGTCTACTATTGTAAGAGTTCTTCTGGTTGTGAAGAAAAAAAC 

AAGTTAAAAACTGAATGTACCT 

>Sequence 193 

AGGTACTTCCATAAGCTTGGATTTTAAACACTGATAGTATCTCATGAGTA 
ATGTGTGTTTTGGGAGAGGGAGGGATGCTGATTGATATTTCACATTGTAT 
GAAATACCATGTTTGAAACTCATAGCAATAATGCTATGCTGTTGTGATCC 
CTCTC A AGTTCTGC ATTT A A AATAT A' 1 l" T TT 1CTTT ATAGG A ATTG ATGT 
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TGGGAACTGTCTATTGAGCACTCTTCTCCATCATTAAAGTAATGCTAAGG 

GATCTTTAAGGGGAATTCTCAATTTGACCCTTGGACATAAGAAAACGCGG 

GCAAAAAAAAATGGGGGGCCCCCCCCTGCACAAAAAATTTTTTTTAAGAA 

AAACCCTTTCAAAAATTTAAAGGGGGTTTTGGGCCCCCCGCGCCCCCGGG 

G AGGGGTTCTTG A AAGGG AACC ATTTTTTG T 1 " I " IT I GG A A AG A ACCTTTG 

CCCAAAACCGGCCCTCCTTAAATTATTTTGGGCAATA 

>Sequence 182 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 

GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTTTTTAGCCAGAGGCAATTCCC 

TTTATTTCCTTACTCCTCGTCGGCTTITTTTIAACCCAATCTTCTGACAA 

TAGTTAAAACAAAAAGACCCCCAAAATATCTTTTGCTAAAACAGAGTAAG 

CCCCTAAACTCTCTTATTTTAGACTACTGGCAGGGTCCTTGGGCGGTTAA 

GACTAGTGGGATTCCCCGGGCTG 

>Sequence 183 

AGGTACACACACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCTGT 

AAGCACTAAGTTAGCTGTTTTCATTTAATGACCTGTGGTTTAACC(nTTT 

GATCACTACCACCATTATCAGCACCAGACTGAGCAGCTATATCCTTTTAT 

TAATCATGGTCATTCATTCATTCATTCACAAAATATTTATGATGTATTTA 

CTCTGCGCCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGT 

AGACAAAGCATTTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTA 

GATAATGACACAATCAAATATAAATTGCAAGATGTCACACGTGTGATGAA 

GGTAGAGTAGGAGAGACCATGAGTAATGTGTAACAGGAGGACACAGCATA 

TTTTAGTGCTGTACCTGCCCGGGCGGCCGCTTAAACAGNGTGGATCCCCC 

GG 

>Sequence 184 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 185 

AGGGGTCAGGTTCATGATGAATTATTTGTGGGTGGGTGGATATTTTTATT 

CCTAGATATGGAGGAAACATATGTCTGTATTATTATAAAACTGATTGTAA 

TAATTCTTTCCTATCAAAATCTCCATAGGTCAAAATATTGGGGGAATACT 

AAAATTTGCAACCTTGTTTACTTTAAAAGGTTGCCACITTCAGTGCAGAA 

TACTACCGGCATCTTGTTACTGCAATAGTTGGAAATAAAATGTGAAAATT 

AGCGGAAAAAAAAAAAAAAAAAAGAAACAACCCT 

>Sequence 1 86 

AGGTCTCTGATAAAGTTCTTGAGATCCTGTATGTTCTTCAAGACCTTTAT 

CAGAGTTTATGTGAATGCGGCTATTTTCTGTTTTAGGACAAACAGGACTA 

AAAAGTTCAAGGGAATATGCTTGGTTTTGTCCACTTTCATATGCTTCTGT 

AAAACCATCAAGCTGAATCGAATTCTCTTCAGGTATTCTTATCTCCCCGT 

AACTTG CCTTT GGTTCAGTCTCCATGTTTACATTCCCTTTATTTACAGGA 

CTCCGCCTTTTATCTTTCTTTTGAGCTAAAAAAGCAACCTGGCTGGAGGT 

AATTATACTGAGAAATTCTGTATCAGTTGATATTTTAAGGTCTGAGACCT 

TCCTAACTGCTGCTTCAGACCTTGACTTATCTACTGCGTTCGAGGAAAAT 

AATCCCAACACTGGTTTTGTATTTCATGATATTCTGTTGGCACCACTCTT 

TT 

>Sequence 187 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 
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CCAAtnTGAATGGGTGCACTCATCCATGGGAACCTCTTCAAAAAGGCTTT 

CTTTTCCAAAGTGTTCATAATGAATGGAGGGATGGCCATGCCAGGGGCTG 

CCATGAGAATCCTGGACACGACAACTTGCGTGATGGCTTGTTTCGCAACG 

TTCGCCGACTCCCCCAAGCGGTTCCCATTCTCATCCGTGACGGGAATGCC 

AACTTTGAGTTCCCTTTGCCTCATTAATGGAATATTAATGCAATTAGCAG 

CAGCTACGGGAGCAAGGGGACAAAACGTCTATAAGTGGGGAGACAGCTT.G 
GG 

>Sequence 177 

AGGTTACAAGCTATTATATATTTTCATAATATAGAACTTTAAAGTATAGT 

AATCAACAGTGGCAAAATATTTCTGTCTCTGACATTATTATTTGTGAGAT 

CCAACCTGTAATTGAGATCAGAGAAAACAGTATGGGAAAACAAATCCATG 

AGAACAGGATAAAAATATCATGAACAGCAAAATATGTCTGAGTATTTAAA 

ACTGTATAGAAAAAATAAATTAGATGAACAATTGTGTAAATATAAATTAA 

AAAAGATGACATTCTTAATAAATAAAGTTTACTATTTACATTTTTATATA 

^^ A ^ AGAmAAC " AGATCCATAA ^ ACACA TAAACAGAAAAAAA 

AATAGGAGCAGCAAATTTATGCCGTGAGGTACCTGCCCGGGCG 
>Sequence 178 

AGGTACAGAAGTTAGAATTTTTGACTCCAGGCAGCAGTTTGCTCAGTGAT 

CTTGAACAAGTTATCCAATTGCCTCTACATTTGCATCAGTTTCTCTAGCT 

GCAAw\ATCGGGATAATACTATATACCTACCTCACAGTGGGAGGGCAGGAG 

ATTTTGAGGCCCTGAGGTTTTAGGTGGGCTGTGAGGGCCAACGCTTGACA 

CAAAGTCCATGGGTTATTATTCAAGAATGCACAGCCCCATCGGCCTTTTT 

AGAAGGACANGACCGGGAGGGGCTTGGTTGGATATTTCAAGGGAATAAAG 

CCCGGCCCT CCTGGATTGG GCACCCCCCCCTTAAAAGGGAAACCCCGGGT 

TGGGAAAAA 1 1 11111 1 1 ' I" 1 GTGGGG A AAA AATTG AGCCTTCCCCCTCTC 

CCCAATTATTAATATTTGGGAAAAAAGGGTTATTTTTCCCCCCAAAGAGG 

GAAAAAGCCCGCCCCCCGGGCGCCATAATAAAAAAATTGGGGGTATTTCC 
ACAATTTTAGGGGGG 

>Sequence 179 

CCGGGCAGGTACTTCCTGAGGAGTGAAGCTGTTTTCTGCTACCCTTTCCT 

GTCTGGTGGCTCACGAAGTTCAGTGTCTCGGTGTCTGATGCAGTGAATAC 

CTGGGATTACAGTCTGGCATGCTCATTCCTTAGAACACAGGTTTATTCTC 

AGGATGATTTATAGCAAGTGATTCTGGTTTCCAGTCTGGTTGAAAAAAGT 

GAATATTGAATGTCCGGGCCCAGTTCTTTAAAGACTCGTTTTTTTTGTGA 

AAAAAGCGGGGAAGACTGGCCTTTGTGGTCCCTTTTTTATGGGGGAAGGG 

GGCCCCCCCGCCCCTTTAAAAAAAAAGGGGGCCCCCCCGGGGGCGGGGGG 

GAGAATAAAAATAAAAGGTGTTTTCCCCCCCCCCCCCCGGGGGGGGGGGG 

CCCCCCCCCCCCCCCCTTTTTITrTTTTAAAATAAAGGGGGAGCCCCCCC 

CCCCCCCGCCA AA AAA AAAAAATAT T 1 1111 Hill GTGTTTTAGTG AAA 

GGNNNNAACAACACACACCCCCCCCGGCGGTGG 

>Sequence 180 

AGGTACTTGTTTATAGACTCAAAACATGATGAAAATTCATTTCATTGTCT 

TCACTGAATAGACTTAACCTTGACAGTAAGCTTAAAGCATTAGTGTCATT 

TAATTACATGTCTGAGGAATTTATGCTAACTAGATTTTGGGCTTTTGCAG 

CGAATTTTAGTCGGGGCCTCATTCCTGAGCCCAAGTGACCCTTTCACCTC 

AGCTTCCCAAGTAGCTGGGATTACAGGTGCACACCAACTGTGCTTTGCAG 

TTTTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTTTTNTTTTTT 

1 1 1 i ACAAGCCCC ACAACATC ATAGCTTTTGCAGGTTTTTAACCAGGAGC 

TGGTGGGAGATCTTTGAAATCATTTAGGCCAATTCTTTTAGTTACATTTA 

TGATGAAACTAGGGGATCTACCTTAAAGTTTTGGGAAGCTCTTTCAAAAC 
TTCAGACACCTAGAAT 

>Sequence 181 

CCGGGCAGGTACTCATGGAAAGTATTAAAGATCTTTAAAAAAATCGAATG 
CTGTCATGTCAAAGTGAGGCATGAAAAGTATTATTAATGTGGCTCCATCG 
ATTTGGGGGTTCCAATCTGAGGAGGGCTTTTTATTTAATGTTTTAATGAA 
TCAAAATATCTTCTTAGAATGTCTCTGAAAATGGCATCTCATTACCTTAC 
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AGGTACCTTGAAGCAATATACTCAATGAGCTCTAAATCTCACATTCACTA 

GTGATCTGCAAGTGAAGCTGAATAAATATATTCTCTTTGTTCAGTCATGG 

A A ACTC AAC ATTAG A A ATG AC ATGTGGG AAT AG ATC ACCTTCTCTCT AG A 

CTAATATCCCATTTCTGACAGTGGTCTCCATGGCCCATTGGGGCTTATAA 

AGTAGCTGCCTTCTGTGACATTCTGCTTGAAGACAAAGGCTTTGCCCAAA 

CATAACTCCTTTTAAAAAAGCACAACTTGTTTAGGCACACAGAGGTTAAG 

TGACTTACACAAATCCACCCAGGATTGTGATTGGCACGGTCTAATCTACT 

GAAAAATATAAGGCCAGGCAATTATATAGATATCTTTAACAAGTTAGTAA 

AATAGTGGGGACTTTTCTGGCTAAAAATTGTAATAAATGGGATGTTACTC 

TGGTATAACTAAACAAACAAAN 

>Sequence 170 

TGTAGCGGATCACT 

>Sequence 171 

AGGTACATTAAATAATAACAGAAACCAAGAGTTTGTTTCTAGTAGTAGAA 

GTATAAGTGGAGAGAGTGCTACATCAGAGAGTGAATTTACCTTAGGGGGT 

GACGACAGTGGTGTGTCAATGAACCCAGCTAGGAGTGCACTTGCACTGTT 

GGCCATGGCCCAATCT GGGG ATGCAGTCAGTGTCAAGATTGAAGAAGAAA 

ACCAAGATTTAATGCATTTTAACCTTCAAAAGAAAAGAGCTAAAGGAAAA 

GGGCAAGTTAAAGAGGAAGACAACAGTAATCAGAAACAGCTGAAAAGACC 

TGCCCAAGGCAAACGCCAGAATCCAAGGGGAACAGATATTTACTTACCGT 

ATACTCCTCCTTCCTCAGAAAGCTGCCATGATGGTTATCAGCATCAAGAA 

AAAATGAGACAGAAGATCAAAGAGGTGGAGGAAAAACAACCCGAAGTCAA 

AACAGGAATTATTGCTTTTTTTCTAAATTTTCTGAAATN 

>Sequence 172 

AGGTACCAACTCACCTTAAATTAGCATGTTCCAATCCAGTCGGCATTGCC 

TGAATACAGTAGCATCATACCTATAGTTGGTCTTAGATAAGAAATGAACT 

ACTTGATATAGCAAAGTCCTTTGGCTTCGTAAATAACCCTGAGGTTTTGT 

ACCTGCCCG 

>Sequence 173 

AGGTACCAACTCACCTTAAATTAGCATGTTCCAATCCAGTCGGCATTGCC 

TGAATACAGTAGCATCATACCTATAGTTGGTCTTAGATAAGAAATGAACT 

ACTTGATATAGCAAAGTCCTrTGGCTTCGTAAATAACCCTGAGGTTTTGT 

ACCTGCCCG 

>Sequence 1 74 

CCGGGCAGGTACCAGTGCCCCTTTTCAGACAGTTTTTGATTCGCTCTAGA 

CTTTTTTnTl M lU^'AATAGGGAGGGAAAAAATTTGATAATTTTC ri TTTT 

CTACATGCACTTAAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTT 

CCTTTTTCCGCTTTTCTTCCCGCAGAGCCTGATGGGAGAATGTCCAGGGC 

AGGGAA ACCACATTTTTTGTAGGTGATAACTCAATGAAAATTGGTGCTTA 

TTTT 1" I'ACACTTCTCTCTTGTGGCTCTCTTGTGGTGCTATCTGTTTTAAG 

GGTCTCCTTGAAGGGCGCCTGGGGTCCCTGGCCATGCCTGGTTCTCCCTG 

CTTTCTTTATCCTGTTATTGCCTCCACAGTTCTGTTGCCAAGGACTCTTA 

AGATCATGGCACGTCACTTTCCTTTCCACTGGGCAGGATAGCCAAGCACA 

CTCCCTCCTGCGCTCT 

>Sequence 175 

CCGGGCAGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAG 

GTTTGCACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAAT 

AGATGTCTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAA 

GGAGATTGATGCATCAGGTTCAGTTTAACCTGGAATATCTGACTACCCCT 

GAATC CACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTT 

Mil ICGAAGTTATTAAGCATATTCCTTTTCCACGAACCTCTTCTGTACC 

T 

>Sequence 176 

CCGGGCAGGTACACGCGTCGCAATTCAGGATGGCTCTCTTGGATCTTAGC 
TTGCAACTCGGCCTCCAAGCTTGTCACAGACATGGAACTTTTCTGAGGAA 
ACAGGGCACAACACAGGGGTGTAGCAAACACCAAACAGAAGCCAACTAAC 
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CCCTCCTTCCTCCTCTTGCTCTAGCCTTAATACTGGCCTTTTCCCTCCCT 

GCCCCAAGTGAAGACAGGGCACTCTGCGCCCACCACATGCACAGCTGTGC 

ATGGAGACCTGCAGGTGCACGTGCTGGAACACGTGTGGTTCCCCCCTGGC 

CCAGCCTNCTCTGCAGTGCCCCTCTCCCCTGCCCATTCTCG 

>Sequence 162 

AGGTACATCGTCTTCGTCTTCCTCCTGGGCGCCATCTGCACTCGAGAGGC 

CCTTCGCTATGACTTCCTGATAGCGGAAAAGGTATCCCTCATGGGCTTCC 

TGTTCCTTTTGGGCTTATACATCTCGTCCCTGGCTTCCTGCATGGGAGGA 

CTTTATGGAGCTCCCCGCATCCTGCAGTGCATTGCCCAGGAGAAAGTGAT 

CCCTGCACTTGCCTGTCTGGGACAAGGGAAGGGGCCAAACAAAACACCCG 

TGGCTGCC ATCTGCCTG ACC AGCTTGGTG ACC ATGGCCTTTG V H TTGTG 

GGTCAAGTGAACGTTCTGGCCCCCATCGTCACCATCAACTTCATGCTGAC 

ATACGTTGCAGTGGACTACTCTTACTTCTCCCTGTCCATGTGTTCCTGCA 

GCCTGACCCCGGTGCCTGAGCCGGTGCTCAGGGAGGGCGCAGAAGGCCTC 

CACTGCTCTGAGCACCTGCTCTTAGAGAAG 

>Sequence 163 

AGGTACCACAGTCTTGCACATAAGTGCAGATTTGGCTCAAGTAAAGAGAA 

TTTCCTCAACACTAACTTCACTGGGATAATCAGCAGCGTAACTACCCTAA 

AAGCATATCACTAGCCAAAGAGGGAAATATCTGTTCTTCTTACTGTGCCT 

ATATTAAGACTAGTACCTGCCCG 

>Sequence 164 

AGGTACCACCTACAAGCTAGAGTGGTAAATTTCAGGAAAGCAGAAGTTAA 

AGGCAAAATTGTAAATCAGTCGAGATCGGGTGCCTTCAGGGTGGTAtGGC 

TGTATACCAAAATTGTAAATCACTACATGAAGCTTATATATTGGTTTGGC 

CTGAAAGGTGAAGTGGTGTAGGCAGGGGGCGGGCTTACAGGTTATGGCGG 

ATTCAAAGACTCCCTGATTTGTGATTGGTTAAGGAAGCAAAGCTTTGTCT 

AAAAACTTGGGGTCCGCAGAAAGGAACATTAAGGTCTGGCCAGGCCCCTC 

AGGAAGAAACTGAGAGCAAAGAATGGAGGTCAGAGTTTAGTCCCTGGTGT 

TCCCTCATATCTGACGTTTGAGTGAATCCATTTGGTGGGGGTCTTGGTTT 

TCTGAAAAGTTTTTCAGGGGCACGTAGTACGGAAGACTCTAGGTGACTCT 

AACTTCCTTGGCTATG 

>Sequence 165 

CCGGGCAGGTACATAAATATGGAAGAGCAGTTTGTAATATGAATACATTT 
TCTCTAGACGAGATCACAGTTTTATTTTGTAAATATTACATTTAAGTATA 
TATATACACACATATATGTACCT 
>Sequence 166 

CCGGGCAGGTACAAAACCTCAGGGTTATTTACGAAGCCAAAGGACTTTGC 

TATATCAAGTAGTTCATTTCTTATCTAAGACCAACTATAGGTATGATGCT 

ACTGTATTCAGGCAATGCCGACTGGATTGGAACATGCTAATTTAAGGTGA 

GTTGGTACCT 

>Sequence 167 

CCGGGCAGGTACAGTTTTTGCTCAAAATATATGAAAGGAAAGATAATCAG 

TTCTTAAAGTTTGGTATGCTAAATAAGCACCCAGGGAACTTACCTGCTCC 

ACCTCACCCCAGAAATTGATTATTCAGGTCTGGAATATGGCTCAGGATTC 

TTAATTTTCAACCAACACAATATAGAATCCTGTCAGTTATCCTTGGATCA 

TTTGCTAAGTGATCTTGCAAAATCAAAACTCCTTTGAGACTATTTCATTT 

TCAGAAATATTTTAAAACTTGTTCAGAAACATCTTAAAACTTGTTAGCAT 

ATAGGAAAGGTCCCTG 

>Sequence 168 

CCGGGCAGGTACACCCATCAAGCCACCAGCCTGGCCAAACGGGCATCTTT 

CTGTCCAGAGCTCATCAATAGGAACTGGGCAACCAGGTGGGGAGCCGCCA 

GGGGAGCTTGGAGAGGGCAGAGTAGGAGCCTCCATGAACCAAGTCAGGCT 

GGAAGGGGTCAGCCCTCGTGGTCCGTCAGCGTGCGGCGGAGTCCCTGTGC 

CTAAGTAGCAGAGCGGTAGTCATTGAAACAGGCCGGGATGCCAGCAAGAG 

GGAGGCGAGCATGCAGTGAGCGATAGGTACCT 

>Sequence 169 
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AGGTAGGAGATAAAGATGAATTCTGAACTGTTACTAAAAGTACGAACCAG 
CTCGTTATTAGATGCATTGTAGACAACATCGATGATCCTTGTTTTACGAG 
TACCT 
>Sequence 155 

CCGGGCAGGTACAAAGCTTATTCACATTTTTACTAAATCCAACACAACTT 

TCACATATGGCAAAATGATTGCCTCTTCAAAGCAATGCAGCCTAGTTTTT 

GGTGGGTTCTGGTCACTGCTTAGCTAAGTCTTTGTTGGGCAGAGTCCTGG 

CTCCACAGTCTCCrTCGATGGGCTCCTTGATACACGAGGCTTTATAACAT 

GCGCTTCTTTGAGAACCATTTCTGATGATCCCAGGTGGTCGACCCTCTTA 

AGGAGGGAACAAAATTGTGGTTTGATTTTTTTTTTGGAGGCGGGGAACAT 

TTTTTTGGGGGGTTGTGGAGAAAAAAAAAACCCCCCCCCCCCCCAAAAAA 

AAAATTTTTTTTn J Vl'i TGGGGG GGG mm '1 AAA A AAA A A A A A AAA A 

AAAAGG AG ACTTC 1 111 1 11 1 ' I " 1 CCCC A A A AAA AA A AA AACCCCCNNNNG 

GGGGGGGGGGGGGGAGAAAAAAATTTTTTTTTTAAAAGAGAAAAAGACCG 

GCCGCCGGGGAGGGGCCCCCAAAAATTAATTTTTTTTAATAAAAC 

>Sequence 156 

AGGTACTCGCGATGCCCCCGAGTGGCCTCTGCCAGGCTGTCCCGGGCCTC 

TCGGCTTCCCGGGGACCCAGTGGTGTAGGCACGGACCATGTTGTAGGCAC 

CATCCCGGAGACGCCGCTGGACACAGTATGCCTCATACAGCTCATCGATC 

TTGCTGGCATGGAACTCCAGTCGTCGCAGGAAGCGTTCAATGGACTTGAC 

TTGCTTGTCCAGATCATACAGGAAGCCCAAGCGGGAATTCCTCTTGGACT 

CCCTTATCTGCCCCTGGAGTTTCTCTTGCTCCTGCTGGTGCACTTCCAAG 

TAGGCCGTCAGGCCCCGCTTCAGCGCCGTGTACCTGCCCG 

>Sequence 157 

CCGGGCAGGTGGCGGAGAAGTTTGACCACCTAGAGGAGCACCTGGAGAAG 
TTCGTGGAGAACATTCGGCAGCTCGGCATCATCGTCAGTGACTTCCAGCC 
CAGCAGCCAGGCCGGGCTCAACCAAAAGC 
>Sequence 158 

AGGTACATTCAAACTCATAGTTTTAATAAAATACATCTTTAGATCAAAGC 
TGAACGAAGACATCAGTAGTAGATCAGAGCATTCCATTTTTCTTCTGCAT 
GATGGATGGCTTATGCCATTTTTTATCTAATATTTCCACAGAACATTGCA 
TTCACCTATCATTTTACTCATTCTACTCCTCAAGCACCTGCCCG 
>Sequence 159 

AGGTCTTGGGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGATAAGCT 

TCGTGGAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGGGTAAC 

CTAACTGAGCAAACCTCAGTTGCATTTTGATGAATCCATAGTCAAATTAG 

CGAGACACGTTGCGAATTGAACCATCTTAGTAGCACCGGGAAAAAAAAAA 

AAAAAAAATAAAGGCTTGTACCTGCCCG 

>Sequence 160 

CCGGGCAGGTACTATCATTTGCACACAGCAGATCAATAGGTGTCAGTCAC 

CAGCTTAAGTTACACTTGTCAATATTCAAACTTGAATAAAATAAACACAC 

ATCACAACAGCGACACTTTGCACTATCAACAATGAAGCTTGCCCTCAACA 

ATTATGACGTTACTGGTTTTAGTAACATAAAAATACATTGCTGGTTGACA 

GGAAGGATAAAAATGACATCAAGAATCTCAAAAAGTTATGTGAGGTGCCG 

GTCACCACATTTAGGCACTCAGGAATTAAAAATCAAATAAAAGCATAGCG 

AGGTGATGAATTTCCTCCTGGCTTCCCCCTCTACTTGTGCCATATGAGAT 

AAAAGAGAAGGCAAGAGAATGAACGAAGATCATGAGATTTCTTTCAAAAA 

TCTATACACCAGCTAAGCTACAGACTTTACTTTACAGGAGTTTGTGGTTG 

CCATTATTTTAAGGGTCCTATGCCAATTTATTT 

> Sequence 161 

AGGTACATACATTTCTTAGGGACACAGTATACTGACCACATCACCACCCT 

CTTCTTCC AGTGCTGCGTGG ACC ATCTGGCTGCCl TTTTTI CTCC A A AAG 

ATGCAATATTCAGACTGACTGACCCCCTGCCTTATTTCACCAAAGACACG 

ATGCATAGTCACCCCGGCCTTGTTTCTCCAATGGCCGCGATACACTAGTG 

ATCATGTTCAGCCCTGCTTCCACCTGCATAGAATCTTTTCTTCTCAGACA 

GGGACAGTGCGGCCTCAACATCTCCTGGAGTCTAGAAGCTGTTTCCTTTC 
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TATCCATGCCAAGTCCCATTGTCAGAAATATTCTTATTACTCAGTCAAAC 

ACTCTTTGAGCTTCCCTTCTAAAGGTAACCATTCCAGTGAATAG ATGT GC 

CCTTTTATAACKjAAACTTCTGATGTTTATTAAAAAAAACTGGCCT^ 

AGAGGTAACTTAATTGGGAATTTGTTGTGTTGAAATGGCATTTAATTTCA 

ACCTAAATACTGACTGCTGGACATAAATA 

>Sequence 149 

AGGTACAGAAGTTAGAATTTTTGACTCCAGGCAGCAGTTTGCTCAGTGAT 

CTTGAACAAGTTATCCAATTGCCTCTACATTTGCATCAGTTTCTCTAGCT 

GCAAAATGGGGATAATACTATATACCTACCTCACAGTGGGAGGGCAGGAG 

ATTTTGAGGCCCTGAGGTTTTAGGTGGGCTGTGAGGGCCAACGCTTGACA 

CAAAGTCCATGGGTTATTATTCAAGAATGCACAGGCCCATCGGCCTTTTA 

GAAAGACAAGACAGGGAGTGCTTGTTTGATATTTCAAGGAATAAAGCCGG 

AGCTCCTGAATTGTAGTCCACCTTAAAAGAGAGACCTGTATTGGAGAATA 

TTTT A 1" H T 1 TTGGC AA ATTTG ATCTT ACCCTTTACC AGTTCTAT A ATTT 

GGTTAAAAGCTGATTATGTCCTACAATGTCAAAGTCAGCTAACTGTCGTC 

TACTTAAGACTTCTGGTCATTTCCAACTTATAG 

>Sequence 150 

AGGTACTGGGGGTTTGAACGTGAACGTATCTTTCTTGGGAGATGCGATTC 

AAGCCACAAGAGCATTTACITCTACTGTAAGAAGAAAACAAATCGAGTTT 

AAATCCTATGTATCTTTTGTTTCCAAACCATGCTGCAGAAACTAAAACTG 

AACTGCACTATATATATTTCTAGGTGTCTGAAGTTTTGAAAGAGCTTCCC 

AAAACTTTAAGGTAGATCCCTAGTTTCATCATAAATGTAACTAAAAGAAT 

TGGCCTAAATGATTTCAAAGATCTCCACCAGCTCCTGGTTAAAAACTGCA 

AAGCTATGATGTTGTGGGCTTGTAAAAAAAACAAAATACACACACACACA 

CACACACACACACACAAACAAAACTGCAAAGCACAGTTGGTGTGCACCTG 

TAATCCCAGCTACTTGGGAAGCTGAGGTGAAAGGGTCACTTGGGCTCAGG 

AATGAGGCCCCGACTAAAATTCGCTGCAAAAGCC 

>Sequence 151 

AGGTACTCAGGTGACTTTCTGGTTAAAAATATTGAAGACGGATGACAACT 

GGGCTTTTTTTACTTTGACAACTGAGACAAAATGACAAATTGTCAGTGTT 

CAGAGATCCAGACCAACTTCTCAAAAAAATATGTTTACCCCTGATATCAT 

CATTATTTTAGCCCAACTGTGCCTTTTGGGTGATCACAACTCATTACTGG 

CCTTTTTGTTTTAAGTTTAAAAATTATTGGGGCCCTTTAAGAAGGGGCTT 

TAGGAAAATAATTACCCCTTGTTGGCATGGGCTTGAAAAACCCCACCCCC 

CTTTTTGGTCCCCGGGGGGCCCAACCCATTTTTTTTTCATTAAGGGGTTC 

CCCACGGGGGGGGGCCTTTTTGTGGTGTGTTAAAAAAAAAAAAAACCTCC 

CCCCGCCGCITI I rri"lTTAAATAAAAAGGGGlUTTTL lCCCCCTCTTTT 

TTTAAAAAAATAATTAGTGTCCCCCCCCGCGGGCGCGGTTTTTTTAATAA 

ATTATTTCCCCCCCCTGTGGTGGATATAATTTTTATTAATTTTT 

>Sequence 152 

CCGGGCAGGTACATTATTTTGATGGACGAAAACGGATGATCTTGAGCACT 
ATTTCATGGATGGGAGGAAAAAATCCATTTTTGGGGATTGCTTACATCGC 
TGTTGGATCCATCTCCTTCCTTCTGGGAGTTGTACCT 
>Sequence 153 

CCGGGCAGGTACCAATTAGAATGTCTTCAGTTATTAGTAATAGAGCATCC 

TAAATCAACTGGCTTAAAAATAAGTTTAGTCTCTCACAAAAGAAACAGTC 

CAAAGGAGGAGTGGCTACAAGGCTGCTTGGTTTGGTGGCTCAAAGACATC 

ATCCAGGTCTCAGGGTCTTTCAGTATTTCTGCTCAGGCCATGATTAAACT 

ATAATCCATTGCTGAAAGATGGTTACCAGGCACCACATCCAGACAAGGTA 

CCT 

>Sequence 154 

CCGGGCAGGTACCACGGTTGTAAAGCAATAAGATTTGAGATGAACACTAT 

TGAAACTTCGCTTTTTGCTAAAAAATAGCAAGTTGAATAGTAATCAAAAA 

ACATAGAAAGATTTTAGTTCAAAATGATTGCTCCTTTCTCTACCTGGACT 

TTTAAAAAATCAATTGTCATCTAATATGAGTTTATTTGTCTATAGACACA 

AGTATCAATGTCTAAAAAAAATCATGACTTTAAACTTCCACCGATGAGGC 
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ATTATCTAGAATAATTTTGTTTGACGTTACTAATTAAAATGAACTCTTAA 

AGAAAAGCAGTGTATTTAGACTCTTGTAGTTAAGAAAAATTACACCACAG 

AGCCCTTTTTACTTTTTAAATTCATTmACA 

TATTCATTATGATTCCCGTTGCTACTAT 

>Sequence 143 

CCGGGCAGGTACTATATTAAGTGGTTCTATAAAAGCTATTCACAAGTTCT 

ACTGTGATGGACATCCTCATCATAGACAAACCTCCCCTGTTTTATCCTCA 

ATTTCTAGTTACAGAAATTTGGTGATGCTTATTTTTGCCAATTTTATGTC 

AAAATAAGGTAAAACTTCCCTCCTGTTCACCTCTTGGGTCTCTATCCTGT 

GTAACCTCTGGTGTAGTATTTGCCCATAGGCAACCAGAGCCACTTCCTCT 

GAACCCAACATCTTCTGGGGACCTTCGCAGCATGAGGAAAGCACTGAGAC 

AATAGCTTGCTAAGCAGGGGCCCAGTGGTGTCTCAGAGAAACCATGGGTG 

TCCTCGCCACTTCCCAGGGAGGGTGAGGTGAGCTCGGGAACATAACGATG 

TTTTGACTTACAATAGGCATGAAATCGCAACTAGGAAAATAGGGGCAGCC 

TTTAAAAATGTGATAGGTATCTATTGC 

>Sequence 144 

CCGGGCAGGTACAGATTATGCTTACCTCAGGTTTCTTTAGTGTGCTTGAA 

TGCCCTCCTTTCCATATAACACTTATCTTCTTCTTAATTCGGCAATGGAA 

TATCTTTTAAGTTTTAAAAAAACTGGAATAATTATATCTATCTTTTTTGC 

CGTTTATATTTAGGGGTTTTTGTTGATAAAATCAAGTCTTGGTTGTGGCT 

TGCTGAATTAAATATTTATGAGTGGTGCATTTTTAAGTATAGTGAACAAG 

ACACCATATTAAGTACCT 

>Sequence 145 

AGGTACCTGCCGGAGTGCATGCTCGCCGAGTCCCTGAATTGCTCGCTCAC 

GGAACTATGATCTCCATAATTATGCAACTGGTAGTCCGGGCCATTTGGAT 

AGCGACCGCAAAATGAGTTTACAAAATAAGAGCTCATTTGTTTTTTGATA 

TGTGTGCTTGATTTGTGGCTCGCGGTCGTTTGTGCGTCTATAGCACCCTT 

GCACAATTTATGATGAATTATGGAAATGACTGGGACATGTACCTGCCCG 

>Sequence 146 

AGGTACAACCTCATCAATGTCTCTAAAACTAGGTCTTGAATCTAAAATGG 

AATTATACATAGAACTATTACATGAAGCAGTTCTTTCACTACAATCATTT 

TTAGCCCCCCAGTGACCAATCTCCTCAGGTAAACAATGTCTAATGACTGA 

TGATTGTTTACTGTATGCCAATTACTGCTAAATCCCTCATATAGATTATC 

TCATCTATGAAGACACAAGGATTATTAATAACCCCACTTCAGAGATAAAC 

AGACACAGGTTAACACATCTCGCTAACACCTNTTGTAAGTGAAAAACCAA 

GTTCAGAGCCCAAAAAGTTTGACTGCATAGCCCATGTGTCTAGCCATTAC 

TTTGGGTGTTCCCTGGAATACTTTTTAATTCCCCAACTACTAAAAAATCT 

CGTACCTAGGAGTGGGGTTATGCAGCGAAACCGATGAACAATGGATATAA 

CTGCCGAAAGTNGAGGGTCTCATACTAGCANCAGCATAAAGCC 

>Sequence 147 

AGGTCTGTATCTCATGTTTGCTGATGGCAGTTTGTGGGAGAGGGAACCAT 

TTCAGCAATGATTTCAGTTAGCAAATAGCTTTGCAGCTTTAACAGAACTC 

TCTCTGCTTGCTTTTTTATTTCCTGGGTTTTCTGGCCAGGCGCGGTGGCT 

CACGCCTGTAATCCCAGCACTTTGGGAGTCTGAGGTGGACAGATCACTTG 

AAACCAGGAAGCCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACC 

CTGTCTCCACTTAAAAAAAAAAAAAAAAAATTAGCCTGTAATTCCAACTA 

CTCGAGAGGCTGAGGCACAGGAATCGCTTGAACTTGAGAAGCAGAGGTTG 

CAGTGAGCCAAGATCGCACCACTGTGCTCCAGCCTGGGCAACAGAGCAAG 

ACTCCATCTCAAAAAATAAAAATAAATAAAAAATAAAAAAATAAAAGAGC 

AAACTATTTCCAAATACCATAGAATAACTTACTT 

>Sequence 148 

AGGTACACTAAGTTTGCAACATTTATTGAGATCTAAGTCTGTCTTGCCTT 

CATTTCTCTTTTTATCTCCCCCTTGCCCTCATTCTTGAACAGCTGGAGGA 

ATACATTTTATTCTGTCCATGAAGCATACACTATGAAATTCAAGTGCTTA 

AAAATACTTCTATGACTCTCTGCTATCCCACTGTATAGATCCACAGGGAG 

CAAACACTTAGAAATGATAGAGAACTGAAGGAGATCAATGGTTTAACAGT 
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CCTCTAACCATGCTATGCACCCAGTGAGTGCAGAATGATTACTAGTAATT 

GATGTTGACTTTACAATTCTATGACATGTAATACAGGATGCCGAGGCACT 

TTTAAAATTCCACCTAACATGTTCTGGCACTGGAAAATCTTACTTGAGAT 

TTTAATACTGGTTAATATAGGAAAAATTATGCTTAAGCACCACTAACTTA 

AAAGTGTAATTTCATTTTCTTGAATTTAGGTAAAAGCAAAATTCTCAAAA 

TTCTATTATGGCACATGGTTTCACAGTTTCAACCT 

>Sequence 137 

AGGTACATACACATACTCTAGTTATGAGCACCTAGGGTCTTTCCCATCAC 

TCTTGCAAAAGTGTGTGTGTGTGTGTGTGTGTATACATACACTCACACAT 

ACATATGTATACACAGACATCTATATACAGAGATAATGTATATGCGTGTC 

TAATGTATATATAATATATACACATAGACATACACACAAGCACATATCAT 

AGCGTCAACCTCATCTAAACATCTAGAGTCTGGAGAACGTGCTGGCCAAC 

AGAATACATGTGCATGTGGATGTCATGTGACATGCACTAACCAACCATCC 

CGAGGTGAAACTGTTGGGAGGAGGAAACTGCCCACAATCTTTGAAAATGC 

AGGCCTACCAGGCCATTATTTAGATATTTGCTCCCATGGAACCCTCAAAG 

AAACTTAGGAAAATTGGACTGGAATGGGGTCCCACCCTGGTGAACACTCA 

AACACGCAAAGCTATATCTAGTTATGCGTAGAAGCGACTCAA 

>Sequence 138 

AGGTACCAGTGCCCTTTTTCAGACAGTTTTTGATTCGCTCTAGACTTTTT 

rTTTTTn i AATAGGGAGGGAAAAAATTTGATAATTTTCTTTTTTCTACA 

TGCACTTAAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTTCCTTT 

TTCCGCT TTTCTTC CCGCAGAGCCTGATGGGAGAATGTCCAGGGCAGGGA 

AACCACATTTTTTGTAGGTGATAACTCAATGAAAATTGGTGCTTATTTTT 

TACACTTCTCTCTTGTGGCTCTCTTGAGGTGCTATCTGTTTTAAGGTCTC 

CTTGAAGGCGCACTGGGGTCCCTGGCCATGCCTCGTTCTCCCTGCTTTCT 

TTATCCTGTTATTGCCTTCACAGTTCTGTTGCCAGGGACTCTAAGATCAA 

TGCACGTCACTTTCCTTTCCACTGGGCAGGATAGCCAAGCACACTCCCTC 

CTGGCGCTTTTCCGCCCCGGTGCGTCCACTCCGAGGGGCG 

>Sequence 139 

AGGTGTGCTATAGACGCACAAACGACCGCGAGCCACAAATCAAGCACACA 

TATCAAAAAACAAATGAGCTCTTATTTTGTAAACTCATTTTGCGGTCGCT 

ATCCAAATGGCCCGGACTACCAGTTGCATAATTATGGAGATCATAGTTCC 

GTGAGCGAGCAATTCAGGGACTCGGCGAGCATGCACTCCGGCAGGTACCT 
GCCCG 

>Sequence 140 

CCGGGCAGGTACTTTGATAGAACTAAGGAAATAGTGGTTTTGAGTGAAGG 

GAAAGGAAACCCAGAAACATTTTACGTTGCTTTTACTTCTGTAGTGTAGA 

TTGCCCCGGCCCCTCTCTGAGCCCTGTAGCATCTGTGATAGCTTCTGTCC 

CTTCATCGGTTCATGTCACAGGGATTTTCTTTCCCAGGAAGCGGACACGG 

AGAGTCAGCCCTAATAAATGAGCACATGCCCTGGCTGTGAAAAAAAAAAA 

ATAAAACAGACCTTCAACAAAAAATAATAGGACCTGGCTCGATCTAAAAC 

AAGTGGTTCCCCCGGGCTGCCGGACTGCTATATAATGGTAATCAAACCCG 

TCGCTCTAAAGGGTGGTCCCGGTTCCAAGCTTTCGTTCCCTTTAGGGGGG 

GTCAACCTCCCGCTTGTCGTAATCATGGATATAGCTGTATTCGGCCTCAA 

GGTGCCATCCGGTCACAAAGGGCGCGCCGGGT 

>Sequence 141 

AGGTACAGATTGTTCTCAAGAGGGCCATCAGAAGGAAGCCAAAGAGTTCA 
CAGCCTCAGCACCAACAACTCAACATGGTCATCATGTTTTCTATATGGTT 
TTTCCAGCTAGCAGTACCTGCCCG 
>Sequence 142 

CCGGGCAGGTACCCTGAGAAGCATGGGGCAGTAGAAAGAGCATGTGGGCT 

TTAGAGTTCAAACCAAGTCAGGCTCAAACATAGTTCTGTGATAAGCCCTG 

AGCAAGTTACCCGGGTCTTCCATTTCCCCCTTCTGGAGAAGTCCTTTGGA 

GGATGAGTCCTTCTGGAGGATGAGTCCTTCTGGAGGATGAAGTCCTTCTG 

GAGGATGAGTTCGTTGTAAGAATAAAATGAGAATGTAAGACACCTAGAGG 

ATGCCCGAGTAAAAAATGACAGTTGCTAGTAGTAGTAATTTGTAGGGCTC 
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TAGCTTGAAAACAAAATCACAGTACCT 
>Sequence 130 

AGGTACATCATATGCCTGCTGAAGTGCTCTGACTTTAGGATGAGAAACTC 

TAACATAGGCCGGAAGACAAATAAACCATAAACTGTAACAATGACTAAAC 

AGACACTTGGCCCACTGTGGTGGATTTGTATAACATCTCTTCGCCAATTT 

ATGAGCTGTTTTTATTTCCTGTTTAGTTCTCTTAGCCATGAGAGGTGGAC 

TCTTTGACCTGCCCG 

>Sequence J3 1 

CCGGGCAGGTACAGTGTTTGTTTCCTAATATTTATTAACCACCTTATACC 

AAATGTCTTGCAAAGAAATGTTATTAAAACCTTGAATTTTTACAAATGTA 

AAAAACAAAAAGTGTATTAATGTATTTGTTCAGGAAAAGCTACATACCGA 

AGGGCTTTTGTATATGAATTCTGAGGTGGGGAGACCCATTTGTAATCTAT 

ATGGCAGTTCCATCTGGGTTTTAAGTTTAGATTTCACCGTGTCTTAGTGC 

TTCATTCTATTGGTTTATTGGAACATGTAATAAATAGGAGTAGTGATGTA 

TTAAAACACAAGTATTCATTAATGTTTTATATCTTCACTAAAATTCTATA 

GTTATGAAACTTTTATCAATCAAGGTGTTATATTTCAGTCAGAAGTGAAA 

ATTTATGAAGAGTATTTGGAAGTGTGTACCTAGGCCGCTCTAGAACTAG 

>Sequence 132 

CCGGGCAGGTACTACCAAAATAGTTCAAAAGAGTTCTGTATTATCCTTAA 

CATAGTGCTTTTTTTTCCTTCCCCTTCTCTTGGGGAAGCTACAAGACATA 

ATCCTTCAGTGCTTAACTGGAAAGAACAGTCAATCCTAAATATTAAAGAA 

TCTTATGCTGTTGAAAGTAAATGAAAAATTTCGAGTTATTTGTGGCATAT 

TTGAGCAACCAATATTTATTGCATTTAATCAACTGACTTTAAAAAATTAC 

AATCTTGTTAGTTTCATTAATTTAGCATGTGAAATTTAATTAGAAATACT 

GGGTACCT 

>Sequence 133 

AGGTACAGAAATATTTTGTAATGTGTTGATTTTAAAAAAAATCTGTAAAT 

AAAGTTTTAAAAAAAGAATTCAAATGGCACACGCTGAAATATGTAGATAT 

TTTGCTATTTATTTAAAGGAGTATTTTAAGAGATATTGAACTATCTGAAA 

TTGACCAGTAATCAAAGTTCCAATCATCrGAATGCTTTTCCTTGAGGTAG 

A ATGTG AGTCTC AG AAATG ACTGC ATTACCTGCCC I T ITLTGCACCTTTT 

CTGTCTTTTTATTTTGCAGAACAACAACAACAACAAAATTGTGCCTTAGC 

TGTATTTTTTTGTCTAGGGGAGTTTGTTTCTGTCTGACAAAGCAACATTT 

TTTGCAGAAAACAGGGGATGTATTAAATACTGTATCATACCAAAAACACT 

GNAGGTGTATATAGATGCTTTCTGTCATACTGTGTTTTCAGATGCAGAAT 

TTTA 

>Sequence 134 

CCGGGCAGGTACAAAGCTTATTCACATTTTTACTAAATCCAACACAACTT 

TC AC AAATG GC A A A ATG ATTGCCTCTTC A A AGC A ATGC AGCCT AG rTTTT 

GGTGGGTTCTGGTCACTGCTTAGCTAAGTCTTTGTTGGGCAGAGTCCTGG 

CTCCACAGTCTCCTTCGATGGGCTCCTCGATACACGAGGCTTCATAACAT 

GCGCTCTTTGAAGAACCATTTCTGATGATCCGAGTTGGTGCAGTCTCGTA 

AGAGTGGAACGAAACTGTCACTCGACTCCTTCCTCGCAGCCTGGACACAT 

TTCTTGGACTGTTCGTGAAATAAAGATCCATCCTCCTGCAAGATGAACTT 

CTGATTCTCTGGGGCAGTTTCTTCGCAGAGATGCATGATAAGGGTATCCA 

TTCCTGCTTCCACAGCAATGCAGCCCTAGGTGGTGGGGTGTTTAGCGTAT 

>Sequence 135 

AGGTACTGGCCTCTTTGAGTATGAATGAACTTGGAAGAATAAAGCCTTCC 

AGTTGGATGAAAGCACATCCAGCCTTTTGTGAGTGACAGCTTTGTATATA 

ATCTTATGCAGAGCTGATATGGATTCCCTCGAGGCAGCTCAAATCTGGAA 

GTTGTAAATGAATGGCTATGCCACCTTGGAGTATCACCATAATACATCTC 

TGCTTTAGAGCTGATATACAGATGTGAAACGATCGAACAACATGATTTCT 

CATTCTAGTGCTCCTTAGAAAGGAGTTCTGATAAGCCCCAAAGCAGACCT 

GGGTTGGAATCGTGGTTATTATTCAAGTACCTGCCCG 

>Sequence 136 

CCGGGCAGGTACCGCTATATCCGCCAGTTGATGACTGTCCATCTCTAGCC 
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GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAGAGGCAATTCCC 

TTTATTTCCTTACTCTCGTCGTCTTCTCTTTAGCCCAATCTCCTGACAAT 

AGTTAAAACAAAAAGACCCCCAAAATATCTCTTGCTAAAACAGAGTAGTC 

CCTAAACTCTCTCATCTTAGACTACTGTCAGGTACCT 

>Sequence 124 

CCGGGCAGGTACAAAGCACTGGAATTGGGGAAATAGCAGGGTGTTTCCCC 

CACAATTAGAAGCAGTGTTGCTTTTCATTTTCCTTTTACTGATTAGCACT 

AAGTAGACATTAACCTATATGAATTTTTCAAAAACAGCATTTAGGGTCCA 

CATTTATTTTAATTCTGATCTTCTCTAATCTAATTGGTGAAACTTATGGT 

GAAAAAATATGCATAGTTACTTTTGACATAGATTTGTTTAAGCATGAAAG 

CTAGGAATTGATTAAAACCAATACATAATATTTAGTThfTGTGTTACTTAG 

TTTCTTTGTA ATAGTGTG1 AG AATC ATGTG A ATTACTGT 

>Sequence 125 

AGGTCTAGTTTAGTTTATTTCTAGTTCAAAAATAATCTGTAATTGCTGTA 

AGAAATGTCAACCACTTACCTAGGATGTTTGACAATTGGGATGAAGTCTA 

CATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAAAAGAAAGTC 

AAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATTTCAAGTATG 

ACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGATTAAAACAAT 

CAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTATCTTCAGTTA 

AAGTGCATCATTGCATGTTATACATTACTAAAATTACACAGTGCATAATT 

GTTACCATGTGACTATTTAATTCAGGGTCAACTGTCTAAAGGTCTCAGGT 

GTCACATTAAGGTTATAATCTAGATGAATTGAACAAGAAAGAAAAGATTT 

CTTCATrAGCCAATTTGGTTATGATTCAATTCCTACTCTTG 

>Sequence 126 

TGGGCGTTTCTGTTCGACCITGCGTTAAC^ 
GGAGGTGGGCTTTTAAAATACCCCC 
>Sequence 127 

AGGTACATTCCCAACAGCATGTCCTTCCTGGTTCTCTACCCCCACAGCAC 

TTCTTAGAGCAGAGGCAGAGCCCAGAAGCTGTGTGGGTCACAGGCAAGAG 

CTGAAGTAAGACCTGCAAGAGGCGGCAGGGAGCTAACTGTAGCACGAGGA 

CAAAAATGAACACGGTAATACTGAGGTAAATGAACACTCAATTCATGTGG 

AGGCTGTAAACGTCCTGATGTCACCTCTGCCTCAAGAGCAGAAAATGTGA 

CTGGAGTGGTTACAGGAGGGGCCTGCCAGACCCCTGTGGGAATACTACAT 

CTGGGACACCTCAATCAAGGAGGCAAGAGAGAATTTCTGGCCACTGGCAA 

ATGAAGCATACTGGCTTGCAGGGACCTTCTGATTCAAGT 

>Sequence 128 

CCGGGCAGGTACCCTTGCCGGACTTTCCCTTAAAGAAGGAGAGGATCAGA 

AAGAGATAAAGATTGAGCCAGCTCAGGCTGTGGATGAAGTGGAACCTCTA 

CCTGAAGACTATTATACAAGACCAGTAAATTTAACAGAGGTAACAACCCT 

TCAGCAGCGTCTGTTACAGCCTGACTTCCAGCCAGTCTGTGCTTCACAGC 

TCTATCCTCGCCACAAACATCTTCTGATCAAACGGTCCCTGCGCTGCCGT 

AAATGTGAACATAATTTGAGCAAGCCAGAATTTAACCCAACGTCAATCAA 

ATTCAAAATCCAGCTGGTCGCTGTCAATTATATTCCAGAAGTGAGAATCA 

TGTCAATTCCCAACCTTCGCTACATGAAGGAGAGCCAGGTCCTCCTGACT 

CTTACAAATCCAGTTGAGAACCTCACCCATGTGACTTTTTGNAGTGTGAG 

GAGGG 

>Sequence 129 

CCGGGCAGGTACATAGATCCTGATCTACTGGCAGAGCTCAGCGAAGAACA 

GAAACAGATCCTGTTCTTCAAGATGAGAGAGGAACAGATCCGACGATGGA 

AAGAAAGAGAAGCAGCTATGGAAAGAAAGGAGTCCCTGCCAGTGAAACCC 

AGACCAAAGAAAGAGAATGGCAAATCGGTTCATTGGAAACTTGGAGCTGA 

TAAGGAAGTCTGGGTATGGGTGATGGGCGAACACCATCTAGATAAACCCT 

ATGATGTGCTCTGTAATGAAATTATTGCTGAGAGGGCTCGGCTGAAAGCA 

GAACAGGAGGCAGAAGAGCCCAGAAAAACTCACTCTGAAGAATTCACCAA 
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>Sequence 117 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGCCCGAGAGGCTG 

TACCTCGA 

>Sequence 1 1 8 

AGGTACCAACTTCCTTATTTCACAAATTTAAGTTTGGTTTATATATTTTA 

TTGACATGGTTACTCAATGTCCACATCATTCCATCTGCATCGTCTTCCTA 

CAAACAGTTTTTCTTCTACTATTCGGTTATTTCTCCTTTTT^ 

ATTTCAGAATCAAATTTATTTTACTTGCAAAGTCAGTGGAATATGGTTTG 

GAACCAGTAGGGCCTCTAACTTAAGCCCAGAACCTGTCAAAGAGAAGTGC 

AGTATCATTGCTAAGACTTGAACAGTTTATCTCTCAGAATCTTCAGTTCC 

TTTGAATTTCTCAGCT(nTAGTGTAATCTGTTTTATGTGTTTGTTGTAGA 

CTTCCATTATGGATAGATTTCCAAAATAATTTGGGTAATCAACTGGTATT 

TTAGCATTCTGGTAACTA ACATGTTTAAA AATCTAAGGCTCn "1" l"l CATG 

CAAAGGAGACTGATTTTTGCTTTCAAAAGCATAGGCAGGAAACCTTAGGT 

TCN 

>Sequence 119 

AGGTACAGTAATATCATGAAGCTGCTGTCTGCACTTGTCAATATCCTGTA 
AGCCAGTAACAATAAAATTCAGCTTTTGGTTGAGCCCGGCCTGGCTGCTG 
GGCTGGAAGTCACTGACGATGATGCCGAGCTGCCGAATGTTCTCCACGAA 
CTTCTCCAGGTGCTCCTCTAGGTGGTCAAACTTCTCCGCCACCTGCCCG 
>Sequence 120 

AGGTACTGGAAGAAATTGCCAAGGACAAAGTTTTAAAAGACTTTTATGTT 

CATACAGTAATGACTTGTTATTTTAGTTTATTTGGAATAGACAATATGGC 

TCCTAGTCCTGGTCATATATTGAGAGTTTACGGTGGTGTTTTGCCTTGGT 

CTGTTGCTTTGGACTGGCTCACAGAAAAGCCAGAACTGTTTCAACTAGCA 

CTGAAAGCATTCAGGTATACTCTGAAACTAATGATTGATAAAGCAAGTTT 

AGGTCCAATAGAAGACTTTAGAGAACTGATTAAGTACCTGCCCG 

>Sequence 121 

ATGGGTCATTTTTCTTGTATATTTTCTCTTGATTCCCCTCCTTCATGGCT 

GCATATCTGGCTAGCGTGAAGAGATAGTCACTGAGTCTGTTTAAGAACTT 

GGCCACGTTCGCATCGGTCTCTCCCATCTGGACAAGAGGCACCACACGTC 

TCTCGGCCCGGCGGCACACGGCCCGGCAGAAATGCAGCGCCGAGCTGATC 

TTGCCTCCCGAAGGCAGGATGAAGGCCGTGAGTGGTGGGAGCTGGCTGGT 

GTACCT 

>Sequence 122 

ATCATTCTTGGTTTTGAAGTAATATTATTTTCTCGTGGTGCTATTCTTGT 

GTATTCATCTTATTTTTTTTGTACATATTAGAATATATCGTACTTATTAT 

ATAATTTTTATThTNTNNCTGGGTGCGACGTTAAGTATAGGGGAATTGCAG 

CTCCATGGCGGTGGAGGTCGAGGTACAGAAATAAAAATTAGCAAACAATT 

ATTCTAGGGATATTTTCAGATTTTACTTCATTTCTTGAAATGCGTGTGCC 

ATAT GCAATTGC ATTTCTTGTGCCAAGAAACTAATAGAAC TTAT TTCACT 

TTACCTTTTTTTAAAATGTGAATTTAGTTATTATAGTTCAATTTTATGGC 

CTTACAGATGGCTTTTATTTTGTTTGCAGCTGACACTGCAGTTCCTTTCA 

TGCAAAATACCATAAACTGTTTGATGAAAATTATGCCCCTAATGGAAACT 

CTCTAGTTTTTCCATATAACTATTCTACTGTACCTGCCCCGGCGGCCGTT 

TTGACCAACATGTGGTGAGCATTCCCCGGGCGCATGAAGTCTGGGTGCTG 

CGCTTGAAGCTTTGAATATTTTGGAAGGAAACGACAAGAAAATTTAAACT 

GTGTTTTTGGTGACTACTTGGAAGTGAAAAGGAGCCTAAGGTTTCCCTTT 

AAAAGAAACCCTTTG 

>Sequence 123 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 
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CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 
AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 
GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTG 
CCCG 

>Sequence 1 10 

AGGTACCGACCGCTCCGAGATCTGTATGAGTTGGAGGCAGGCCAGTGTGA 

AGGTGTGGGAGGAATCCGCCCACACCCAGCTTCATACAGCACCCTGAGGA 

CAATGTGGCTTCCCTGATTCACACCTACTGAGCCAAGGCCCCCTCTGAAG 

TTAGGTCAAGAGGGCCCACCCTAGCCGGGCCAACTCATTCCTTTGAGGAC 

CTGATACTCAATGAACTGCTTACTACCAAAAAAATGCAAAGGATTCAGCA 

AAAAGTGCAATTTCCATTTGAGAAGTAAGATTCTCCCCAAAACATGACAC 

CACCTTTTCATCCTTTCAGTACCTGCCCGGGCGGCCGCTCTAGAAC 
>Sequence 111 

CCGGGCAGGTACTACCATTTAGGAAACTGCTATAACACATAATTTCATGA 

AGTAACACCTAATACGGTGTAGTTCCCTGGTCATATTTTATACAATTCAA 

CCATATAAAAGGGTGTCACTGTAATTTCAGTAGTGTGGGTTTACAAATAA 

TCTGCTGGTTAGCTTATTACCTTGAGGTTTTGAAAAACTAGAATTATATT 

GAGGCATTTCATAAACATATCTCTTGCACCCTCTTCATGGTGGAGTTAAG 

GATAACTTGCAGGTGGTTGGCCAAGGCCCAATATAGATGATTATAACATT 

TAGAATTGGCAATTAGAAGTTGATAATCCATATAGGACCATAGGA 
>Sequence 112 

AGGTACCCACCTCACATTCTTTAACACTTAAGGTTTTTCTGGGTAGTAAG 

TGCAATACATTCTTATTATAAAACAATATGGACAGTTCAGTATGTATAAA 

TGAGGATAAAATCAAAATCACCCACAATCTCACCACTTTGTGATAATAAC 

CATTAACTTCAATATTGATGAATTTCCTTGAATGTTTTATCTACAATATT 

TCTTTCATATAGTTGATATCACTCTGTATGCACAAACTrGTATCCTTTTT 

CTAAATCTTAATATCATAATATTAGCATTTTCTAATGTTAGTAGATGTAC 
CTGCCCG 

>Sequence 113 

AGGTACTATGAGTTGCCACCATGTCATGCAACATAACATATTGCTTTCTA 

ATGGAATATAGTGAGCTTACGATTGATACTATGGACATAACCACAATAGC 

TAGAGCATAGTAATAGTATTCATCAGTGCTCCACAGTATAACACTGAACA 

GCTGGAAAATGTAAAATGGGTTGAGAACCTCTTTAATTAGAAGCTTAAAA 

ACAGAAGGCACTTTTACAGCAATTTCATTTACTCCATAAAGCAGTTTTCT 

GTAGGCATGCATCCCCTTTGTCAGTCCTGCACTATGCTTTTCATAAATTG 

ACGTACCTGCCCG 

>Sequence 1 14 

AGGTACTGCACTGGTCATTGATAAAGATGTATTCAAAGGCTCACTTAAAG 

ACTTCGAATACAAGCTGATGGGAATCTGATTACTATTTTCACTGCTTGGA 

GCTGATCCAAATTCAGAGAGAGAAGGTTCTGACCCAAATTCCAGAGCCCC 

AAACTGCACATTTAATCCTGTGACATCTGCTGAACCAGGCATTTCCACTG 

CAGAAGCTGGGATCTTAGAAGCTGGGGGTATCCGCCGCTTAGCAAGTTTG 

ATGTGTTTGGGCTGTGGCTGGTGGACAGACACAGAGATATTTTCAATGGT 

CGTGCTGGGAAGCTGCAAAAGCTTGTTCACAGTGGAGGGACTGTCT 

>Sequence 115 

CCGGGCAGGTACCTGGTTCTACAGATGGTTCTCATGCACAAAATTTCAGA 

ACCACATTGTAGAAAAGTAAAGCAGTATGACATGCTTTGGAAACTGCAGA 
TAA 

>Sequence 116 

AGGTTTTTTTTCACTGTCGTATTGTTTATGGAAGAAGAGATTAGAGGACA 

ATACAAGTAGCCACAGCTATGATGCATGGAATACTACAGAATATGGTGAA 

ATGCTATGTAAGGGCTAGAAACAATTCATTAGGTGTACCTGCCCGGGCGG 

CCGCCCGGACAGGTACATGCATATCGCCTGTGGTAGCTCATAGTCACAGG 

ATGTGTCTTCAAGACAGAAACTTGCTTTGTGGCCCTCAGCCACTCTCCTG 

TGGGTGTTGGCATCAAGCAGGTCATAGAGCCTAAACTCATCCATACTGTG 

GTAATGTTGATGACAACTGTGCCATTCCCAGAAATATCT 
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TTAACTTAAATGGTAAGTTTTCCAACTTGGGTCAAGGGTCTTTTAAACAT 

TTCTCTTAAAAACCCAAGTAG 

>Sequence 103 

CCGGGCAGGTACAGTTGGATTGACTACAAAAAAAAATTAGGCCTTGTCCA 

TTTATCCAGAGGTTTCCTTCAAAACTTTTAAAAAATTTTATCACCTAAAA 

TGGATTTTAAATTATCAGAATTTAGATGTAGCAATTAAGTAAATCTTAAA 

GGAGGTGTAGAATTCCTTTAAGAAGTTATTGTCTGCTTCCCATTGCAGCA 

ATGTCTGCAATACTACTTTTTTTAATGAGCCCAGAAACAATTCTCTGCAA 

CTGTAAAAATTATGCCAGAATGCAAGTTTTTGGTTAGTGCCATAGTTTCG 

TTTTGTTATTGAAAATGGGATAAGTCATGATTTATTCCCTCCCTTCTATG 

GAAG 

>Sequence 104 

AGGTACTTTTACCATAGAATCTACTAGAACTCTCTGCTATTCAAAACAAA 

GAGCTCATACTTGTTGGAGTAGGGAAAAAATTAGAAATTTGACCAAAAGA 

TAGATTCAATCAACTACAAAGTCAATTCCAAGATGCTGATAACATCGAAA 

CTCTTGAAAAAGAACTATTAGAATCTGGAGTTGAACTTTAATGGATCATA 

TACCTGTTTTGCTTGATCAAGTGATTGATCAGCTtAATATTAAAGAAGAT 

GGTATCTATTTAGATCTTACTTTAGGACGTGGTGGTCATTCGAGTCAAAT 

TTTAAAAAAACTTACTAGTGGCAAGCTTATAGTCTTTGATAAAGACAAA 

>Sequence 105 

CACTACTATAGGTCGAATTGGAACCTCACGCGGTGGCGGCCGCCCGGGCA 

GGTACCNTTTTGCCATGTCAGTTATGACTCCAATTTTCTGTGTGCAAGAG 

CAATCACACGGAAGCCCTGTTTAGTGAAGTCTTCCAAAACGTTTTGAAAA 

TCGACAGGAACTGTTTCAGGTTTACAGAGACCGGCAATGGCCTCGGGCGC 

TCCTTTCATGTAGGCTTTCATTTTCCTATCCCCCAGCACCCTGGCAACCA 

CACTCATACGTTGCAAAGCAGAAGAAAATGGGAACTGGCGAACAATTCCT 

ATCTCATAAGTAGCTGGAAGTTCAAACAGCTCCATTTCTTGGTTTCCTGC 

AGGGGTAGATTCAGGAAGCAGTTGTTTGGGAGGACGAACCACTGTGGGCA 

T 

>Sequence 106 

CCGGGCAGGTAAAAAACAATTAGTAGATACTAAACTACTATTTATTCTTG 

CCGGTATGGGCGGAGCAACAGGGACTGGAGCTTCACATATTTTTGCAAAA 

GTAGCCAAAACTCTGAAATCTTTAACTATAGCTATTGCTATCCAACCTTT 

TGATTTTGAAGATAGTAAAAGGCTTTCAAGAGCTTCTGAAGGAATTAAAA 

AACTACAAGAAAATTCAGACGCGCTAATTGTAGTTTCCAATTCTAAAATC 

GCGGAGCTATACAACGGCATAAGTATTTCAGATTCTTTTACAAAAGCTAA 

TCA A ATTA 1 TIT! G ATATTATTTAAACTATTATTG ATTTAATT AGTA AAC 

AAGCTC 

>Sequence 107 

GCTCGTAAACCACTATATAGGGCGATTGGNNAANCTCCCNNCAACCNNCC 

CGGGNNNCCCGGGGGGGCTTTTCGGGGGGGGGGGCACCCCACGGGNNGGG 

GCCGCCCGGGCAGGTACATNNCCAGGGTGNACNCAAGCCCCACCTNNGGT 

TCTTAAGTCATTATCCCACCCAGAATTCCCTGGAGTCCTTGCCAGAGCCA 

TCAGAGACAGCAGGCGAAAGCAGGCTCACTGAAATCATATTGGGTTTCCT 

CTCTCGGGTCTTCCTGGGTTCCACTGGCCGTTCTTCCAAACGTGGAAAAA 

AACCGGTCCATTTTCTTTCTG 

>Sequence 108 

AGGTACATCCCGAAAGACAGCAAAAAGAAGAAGCACGAGCTGAAGATTAC 

TCAGCAGGGCACGGACCCGCTTGTTCTCGCCGTCCAGAGCAAGGAACAGG 

CCGAGCAGTGGCTGAAGGTGATCAAAGAAGCCTACAGTGGTTGTAGTGGC 

CCCGTGGATTCAGAGTGTCCTCCTCCACCAAGCTCCCCGGTGCACAAGGC 

AGAACTGGAGAAGAAACTGTCTTCAGAGAGACCCAGCTCAGATGGGGAGG 

GTGTTGTGGAAAATGGAATTACCACATGTAATGGAAAGGAGCAAGTGAAG 

AGGAAGAAAAGTTCCAAATCAGAGGCCAAGGGC 

>Sequence 109 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 



Page 18 
of 685 of Table 3 



WO 01/51628 

Table 3 



TCC III£ GGAATG ^ TGTO ^ 

CTGTTTTAGTGCTGCATTCGACATGGAAAAGTCCTTTTAACCTGTGCTTG 

CATCCTCCTTTCCTCCTCCTCCTCACAATCCATCTCTTCTTAAGTTGACA 

GTGACTATGTCAGTCTAATCTCTTGTTTGCCAGGGTTCCTAAATTAATTC 

ACTTAACCATGATGCAAATGTTTTTCATTTTGTGAAGACCCTCCAGACTC 

TGGGAGAGGCTGGTGTGGGCAAGGACAAGCAGGATAGTGGAGTGAGAAGG 

AGTTGGTAGGGTTTTAAGCCAAATCAAGGCCAGAAAAGTCAGTAGGACAT 

TGCAGAAGCTTGAAGGC 

>Sequence 96 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACGTATTGGAAAC 

AATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAG 

GAGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTACTTAGTTG 

GTAGGGTAATGGCCTACCAAGACGATGATGGTTAGCCGGGCCGAGAGGCT 
GTACCT 

>Sequence 97 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTG 
CCCG 

>Sequence 98 

AGGTACCTGCCCATCCACATGCCTTTTCCATGTATACTGGAACTGAGCAT 

AGACCTCTTCCCAGGCAGAGCTGACAGCAAGTAAAGGAGATCATAATCAT 

GGGGACCAAACAACTTTGACTAAAGTGTGAATGTCACCTAAGGAGATGCT 

GTGAGATCAGAAGGGTGGGGCAGAGGAGCAGACACCATGAGGGAGAGTCC 

TTGGGGGTACCTGCCCG 

>Sequence 99 

GGCTTTCAGGGACCACCCCNANNGCTGNGAGTTGAATCNCACCGCGGNGG 

CGGCCGAGGCCAANANCNNCTGNGAAGGGAGGGAAAAGCCACNCCCCCCA 

GACAAAACNGNCACGNACCNNNGGCCTTGCNAGAACNAGGGGGAGCCCCC 
GCGACNAAAA 

>Sequence 100 

AGGTTGCAGAAATNACCCTANAACTGGAGTGTAAACNACCCCTGNGGCGG 

CCGNCCGGGCAGGTNGATGAGAAGATTNGTAAATCAACCCTCTCCCTGNG 

CGAAAGTCTACCTTTGATGCTTTCAGNNNCANGGGAGGAANNGCCCNAAA 

AAACGGGNGNGCAGGCNGNAANNNNCNNNCNNAANAAANNCNGCAAANCA 

AAAGAACGATTTGTCCACACTTTTTTTACAGAGGGGGTGANACCCCAAGA 

GAAAGGCGANNCATTTAGTGTAACTCACTGAAGCGGAAAGACTATCTTTT 

AAGATGTCCCACATGGAAGACGCTATTCCAGGATCTTTAAATTTCCATGG 

ATGCATATAGGATGTTTGGGAGCATAATCCGNGAAGAAAAAATCAATAA 
>Sequence 101 

CCGGGCAGGTACCTTTTGTTGGTTTTGATAATCCTTTAACAAGCTTAGAT 

TTATTATTGTGCCTTTTATGGAAGATGAGGAAGAAATAGGAAAGCAGTAA 

AATGAACAATGAGAATCTGTTACCCAAACTGATATAAACTCCCTCAGAAA 

GAAAGATACTACTCCCTAATTCTTTAAGNGTTAAGTGGCAATAATGATCA 

AATGTTGTAAAGGGGATTGTTACTACAGCTAATATGAAACGGGAGGCTGG 

ACTAAATCTAACCTTTCTACCCTTGATTTCAATTCTAAAAGGACACCGTA 

TACCATTGCAGAAAGAAAAGACAGGTCCCAATGATAAATTTCAGAGTTCT 



> Sequence 102 

AGGTACCAGGGTTTTTAANCCTTNNTCAAAAATCACTCTTGTGAATGCTT 

TGGCCATTCATTGCTTTTAAGGTTGTTNNATGGTTGGCACCAGTTACTTG 

CTTTCGCCTGT^/ NTAAAT TTCAAATGGTCCITTGTTTGATACTTACTTGT 

TAGCAACACTTATTTTTTTAAATACCAGAAAAAAGGCTTCCCTTATTAAT 

CGCAACTTTCAAGAAGAAATTTAAAAAATTCCACAAGAAGGTATTTTATT 

TAACCCAATGGCTTGCCAGGGTTCCCTGCCCCCGGGGCCGGCCCCGAAAG 
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ATGTGGCTCCCGAAAGCACCAGTAGTCACTGCCTATTATACAGACATGCC 
TGGGCAGTTAAAATAATGCCTACATCTTAAAAAATGTGCTAGACCAGGCT 
TTCCTGTACCTGCCGGGCGGCCGCTTAGACTGAGTGGATCCCNCGGCTG • 
>Sequence 90 

CCGGGCAGGTACCGAACAATGACAGGGGAAGGGTATTGGACACGGCAGCG 

TCCTCCTTATTGAAAACACATTATGTCAGTTGGGAATTTTAAATAAGCTT 

TTAGCAAACCTAACACTAAAAGCAAAATAGAAGAAAGCTATACCATTACC 

ATAATACATTTTTCATCTCATGGCTACAATGGAATTCTTGAAAAGGAAAa 

AAAAATCCTATCTACATATAAAAACCTGCATGAATGAATCACTACATATG 

CTTATAATG AGG AAGAGTTATGGGTCCTGAGTGTAAI "1 "I" ATCCTTTC 

TTAAAAAGTTTCTGTATTATGCATTTTGATAACACTACTGATGATCCTTC 

CACTTACATTTGAAATGTTATGTACCT 

>Sequence91 

AGGTGGCTATTGAACTTCCTTTTCTTGTTTGAAGTTAGCTTCAAATTTGT 

TCCTATCCAGAATATTTACAGGTAATTTAGCATAGGAGCAAATTACCTGT 

AAATATTCTGGATAGGAACTACTTGAAATAGTAATTTGTTAAAAGATATG 

ACAAAATGAAAATGCTTAAACTACAGAAATTTAAAAATGCCATAACAATC 

TTGCGAGACTAACTTTAAAATATACTTTAAATGATTATTATGATTTTGGT 

GGTAACGATCCCCCACACACAACCACTATGAAGAAATAATGCCGCATTTT 

TCCCCCATTGTACCTGCCCG 

>Sequence 92 

CCGGGCAGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACA 

TTTGAACAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATG 

CTAACCTGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGA 

AGCATCCAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTT 

GAGCACTATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCT 

CTGATGGCACnTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTG 

GGTGCTCAGGGCATGCTTATTAGCAGCTGGGTTGGTATTGGAGTTGGCAG 

ACAGGATGTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAAC 

ACCTGCCGTTAGTTACTGGCTGAGTGAGGGCATANAAGTAAAAGGTTACT 

GGTTTTATCCTCTATCCTTTTTTCCTT 

>Sequence 93 

AGGTACTGGATGGACGATACTGGCTACAGCGAGAAAGCAACCTTTGCCTC 

AGTGACATATCCTCGGGGCTATCCCTACAACGGGACAAACTATGTGAATG 

TCACCATGCACCTCCGAAGTCCCATCACCAGGGCAGCTTACCTCTTCATA 

GGGCCATCTATAGATGTTCAGAGCTTCACTGTCCACGGAGACTCTCAGCA 

ACTGGATGTGTTCATAGCCACCAGCAAACATGCCTACGCCACATACCTGT 

GGACAGGTGAGGCCACAGGACAGTCTGCCTTTGCACAGGTCATTGGCTGG 

ATCGTCACAAAATTTCTGTTTGGACCGGAATTCAGCCATCAAGAGCAGCA 

TTGTCCCTGAGGTGAAGGACTATGCTGCTATTGTGGAACAGAACTTGCAG 

CATTTTAAACCAGTGTTTCAGCTGCTGGAGAAGCAGATACTGTCCCGAGT 

CCGGAACACAGCTAGCTTTAGGAAGACTG 

>Sequence 94 

AGGTACTTGCTGAAATTGAGACTCTTCTCCCTTTTGAGCAGAGGTCATTT 

TCTCTTGACATTGAATTCCAGTATTTGTGCAGAAAAGAGGTGTCAATGAG 

GACTCCATGGATACTTTCAGTTGATCAGTATTGGCTCTGCTGCAGGGTGA 

TTTTGGCTTCACACATAAATGTTGCAGTGGCATTTGTCCAGGGGAAAGCC 

CGCTTGGAGGCTGTAGGATGACCCTGATGGAGGCTGTCACTCAAACAGCT 

CCAGGTAGTCAGGCAGCTGGTCCTGCTGACCACAGGGATAGAGAAGGAGC 

TCCTTCCCCAGGGAAGTGATGGGTTCCTCCTTGTGATATTCCACCAAATC 

CGCCAAGGTGGCATGCTGTAGCTGGTCCACGCCCAGAAGCTGAANGCGTC 

TGCGAGGCTCGATGGGAAAATGTACAGCCGTCCCCGACGATGGACGGGCA 

TACTTTGATCTTT 

>Sequence 95 

AGGTACCAGAAACCCACCTCACCCCGGCTCACATCTAAAGGGGCGGGGCC 
GTGGTCTGGTTCTGACTTTGTGTTTTTGTGCCCTCCTGGGGACCAGAATC 
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ACTTTTAAGGCAGAACTGTTTGGTTGTGTGGGAATTTTTCCTAACCTAGT 
TCTACCATCTTGGATTATTCAATGTATAGGATAGAGCAGCAGGA 
>Sequence 83 

CCGGGCAGGTACCCTGTGCGTAGGTGGAGCGGTTGAAGCAAGGTGGGTGT 

GAAGCCCCGAGAGTGGTGCTTTGGTCGGACTGGCACACTCCGGGCAGCTG 

GGAGAGTGACAGGGAGGCTGAGAAGGGGCCGCTGGATCCCGCAGCTGGCG 

CGCACATAGTGTCTGCTGCCCTGCTTAGGACAGTTCTCTTTGCATCCGTG 

AGGAGCCAAGACAAGTCACAACTGCAAGTGAGGGGGTTGCCAAAGAGGTT 

GATCGATAGGACCTGGGAGGAATCCAGGGTCCAAGGAGGGAAGGAACTCA 

AGTTGCAGTTCTGGAACAGAAGGACCTATAGATGTGGAGTATCTTGAAAG 

ATGGTGTGTGGCGACAGAAGCAAGTGCTGNNGGAGTCCTGACAGTCCAGC 

TGCTGCAGGTGGGGGGGTCATCTTGAAAATGTCCCCCTCAGGNGGTCGTC 

AGCCGAGGGCATCTTCAACTT 

>Sequence 84 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 85 

CCGGGCAGGTACTCTTTGAGGACATTTTTGTCAGATTAACTATAACAGTG 

TAGTGTAGTTTTTAAAATTGCAGTTGAAAAGTTTAGCTGTCTTGGAAGTC 

AAATTTATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACC 

ATGCTGGCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATA 

TTACAAATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATAC 

AAAGGGTTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGT 

TCTACCATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAA 

GCAGAAACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTTCAGTTA 

AAAAACAACTCTCAAAACCAGCACTCATTTCTCTAAGATAGGTTATAAGT 

ATTTTACGATTTCTTGTTATATTAAATTGAGTTAAAGGTACCT 

>Sequence 86 

AGGTACACCAGCCAGCTCCCACCACTCACGGCCTTCATCCTGCCTTCGGG 

AGGCAAGATCAGCTCGGCGCTGCATTTCTGCCGGGCCGTGTGCCGCCGGG 

CCGAGAGACGTGTGGTGCCTCTTGTCCAGATGGGAGAGACCGATGCGAAC 

GTGGCCAAGTTCTTAAACAGACTCAGTGACTATC 

>Sequence 87 

AGGTACAGAAGAGGTTCGTGGAAAAGGAATATGCTTAATAACTTCGAAAA 

AAATACCCATAAATGGACAAGGGTGTTGGGCCCCCTTTCTGGGTGGATTC 

AGGGGTAGTCAGATATTCCAGGTTAAACTGAACCTGATGCATCAATCTCC 

TTCTTGGAGGTGTCTCAGTGTGCCAGACACTGAATCCACCTTAGACATCT 

ATTGCCATTCAGCCAGCAACAAACACACA 

>Sequence 88 

CCGGG CAGGT ACAGAAAAAGGATTGGAATTGTGTTTAGTTTTTGGTGTTT 

AG ATT ATTTTCTTTGTGTCTTTCTTCTTTTTC TTTTTTTT ITTCTTTTTT 

ACAATAGGCCAGTAGAATTCTTATGAGAACAGCTTTTAAGCACTTCAATG 

GAGTGTCATTTTTTTGGTAGCTTCCAGAAGGTGCCAAACAGGTTTCAACA 

TCATATTAATTAGAAATACCCATAATAATTATAACAATAATAAAAAGGTA 

TAATATGGTACCT 

>Sequence 89 

AGGTACTGTTGCACGTCGAATTAAGGATCTAGCTGCTGACATTGAAGAAG 

AGCTTGTTTGTAGACTGAAAATTTGCGATGGGTTTTCACTGCAACTAGAT 

GAATCAGCTGATGTTTCAGGACTTGCTGTGCTGCTTGTGTTTGTTCGTTA 

TAGGTTTAATAAGTCTATTGAGGAAGACCTACTCCTGTGTGAATCTTTGC 

AAAGTAATGCTACCGGTGAAGAAATATTCAACTGTATCAACAGTTTTATG 

CAGAAACATGAAATTGAATGGGAAAAATGTGTTGATGTTTGTAGTGATGC 

TTCTAGGGCAGTGGATGGGAAAATTGCCGAAGCTGTCACCTTAATAAAAT 
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AAGAATACATTCATATGGCAAATAACTAACCATGGTGGAACAAAATTCTG 

GGATTTTAAGTTGAATCCCAAGGGGAATTTGTTTTAAAAGAGCTTTTCAT 

TGGAATAAGAAAAAAACTTGTTTATTTTAAAACTTTTTAAAAAGTGGATT 

TTTGGGGGGGTGGTTCCTTTATAACCTCGTTTAAAAAAAGGGGGGGGGGT 

TAAAAAATATGGGGGCCCCCCCCCGGGGGGGGAGGAAATTAAAAAAAAAA 

TTTTTTTCCGCCCCGGCCAACCTTGGGGGGGGGGGGCCCCGGCCCCAACC 

TTTTTTTTTTTTTTTTAGGGGGGGGTAAG 

>Sequence 77 

CCGGGCAGGTACTTTTTTTCTCTTTGAAATCTCATAGGATAGTCACACTT 

ATAAACATTCCCAATATTCGGATTCTAGAAGAAATGCAATTCATTAAAAT 

TTTCCTGGCACTGAGAGTTAATCTTTAGCAGATTGCATGAAAATACTGAA 

TTCCTGGTAAGGAGATATTTTGTTTTAAAAATAATGTGTTTTGATACGAA 

TCAGTGTATTAACTGATAACTAAAAAGTACCT 

>Sequence 78 

CCGGGCAGGTACGTTGAACGTTTATTACAACTAATTGGCGATGTGATAAG 

ACAGTGCTCACGTGGCCTGAATGTTGGTCACAATCACAACAAAGCTTAAT 

CCAGCCCAGCATATATAAGTGAAAATATAAACCATGAAGACATGTTTAGA 

TATGTATAAGTACCT 

>Sequence 79 

CCGGGCAGGTCGGTTCTCTTGGTCTTATTCCCATCCTGGCCAATGCTTAA 

ATACTATTTGTTGAAAATAATTCTTTGAGACAGATTTCAGCTACCTCCCT 1 

TCCAGGTTCGATTTAACTTGGTTGTAATTGTCAATTTGTTGTTATAGGTC 

TTACCTGTGTGAAAGAAAGAAAAAGAAAGAAAGAAAGAAAGAGAAAGGAA 

ATTATAAGGTCAAGTTAACAGTT 

>Sequence 80 

AGGTTT nTTTTTI 1TITG AAAAGGAAGGA AAATATTTTATTAAAAGTTT 

TTTAAAGTTTATGAATGGAAGTCTATGAAAACAAACTACTTGATACAAAA 

ACATTCAGATATTAGATGTCAAAATAAATCAGCACATTTGAAAATACTAT 

AAATTATATTTCAAACAAATATATACACATTATGTTAACCTTCAACAGGA 

TCCATTATCACTACTTAGAACACTGATATGTTTATCTTTTAAGTATGTAA 

AAATTACATAGCTGTTAACTTTGTATGGCAATTCACCTATAACACATTTA 

AGAAAGCATTACAAAATTCATTATATAATAATTCTACAAAAGTTTTCTCA 

CATTTACCAAAGCCTACTAAAGTCCAGAGGGCACAGATATTGGCCAAATA 

AGTTCTTTTATCTTAGACATAAGGAAGTTTTTGCTGGTTTTTAGAACCAT 

TAAGATGGCTAAGAGAACAAACTTACGGAGTTATCTTGTTCTAAGG 

>Sequence81 

AGGTACTTTAACTTTTGAAGGTGGTTTCTGGTTCCCCCAATCGGTGAGCC 

CAAAGACCTCAAATAACATTTTATTCACACAGACTTCTTAGAGATGAAAA 

GTTTCTAGAGAGCAGAGCCTTTAGGGAACTAGTGATGATGCATTCACTGA 

ATAAATCACAGTATTATACTCAAGAGCAAATACGTTTTCTTTCTTATTGG 

TGTCATCTTTCCTTGTGAAATACGGCAACTGATGAAGAAGTCTCCTATTG 

AGAATAACCAGACGAAATCACAAGGCTAGACAAGCAGCTACTAACACCAT 

CCCCTTCCCCCTGCCCATGGTAAACCCTGCTGGCAAATGTATTTCTCCCT 

CCTAAACCTGGGAGGACTCACGTTTCTGCACCCAGAGCCCCAGGTGGAAG 

TAAACAATGGGAGTGAGCCGATGAGGTGGGATTGCTGTTCCTTGACTCTT 

AGTGCTTCTCATGCTAGTCTCCTGGGGATGCAGGTTAAATGCAGATTCTT 

CTCTT 

>Sequence 82 

CCGGGCAGGTACTGTTCTTATAAAAGATTCTTTCTCCCAGAATTATATCT 

CCTCAGAGCAACAGCAAGGTTCTCAGGATCGAAGCCTACTCTAGCCTGAA 

GGGCTAGGAAGATTAGGATAAGGATAAGGATAATAATCCAAAAGTCTCGA 

CAATTCCAGTAGTCTCTGGATGGCTCCAACATCATAGAAATTTAACACTG 

TTCCACTTGTTTACAAAATCTAACACTGGCTTAGACATTCTGGACTTTCA 

GTGAGGGTTCCAGCATCTGATGTCCCTCAACTCCTTTCCAGGGTGAGAGG 

CCCACTTACAGGAAACTTAACTTCTCACCATGTGGACCCATGAGGGTTTT 

TCTCTTGCAGAAGGGCTAAAAAGTGAGGAGCTATGGAAAAATGTTGGGTC 
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AGGTGTGCTATAGACGCACAAACGACCGCGAGCCACAAATCAAGCACACA 

TATCAAAAAACAAATGAGCTCTTATTTTGTAAACTCATTTTGCGGTCGCT 

ATCCAAATGGCCCGGACTACCAGTTGCATAATTATGGAGATCATAGTTCC 

GTGAGCGAGCAATTCAGGGACTCGGCGAGCATGCACTCCGGCAGGTACCT 

GCCCG 

>Sequence 72 

CCGGGCAGGTACCCCTGCTGCTGGCTGGGTTCTCAGCCCCTGACCATGAA 

ATGGTTCCACATCGATCTACAGAAAAAACAGCCACTTTGGCCGTGGGCCC 

TGACGCGTAATATCATTATGGAGTCAGCAGCGCATCCCGTCCCATTATCG 

CCTGGCCAAGCTTTTCCAAGGCCAGCCTGGCTGCAAATGGCTTTCTCCTG 

TCTAGGGGGGCCACAGCCACTGTTTGCCCTCCACTACCGGAGGAGAAATT 

TTATCTTTAATTGACACTGGCTGCCTGCCACCCCCTTGCCTCGGCTGGCC 

CAGGCTCCAAGCCCGATCTTTCCTTACACTTCAGGAACAGGCTTTCCCTG 

GCTTCTTCCCTCTCCTCGGCCATTCCCGTCTCACCCTGCTTGTTCTACAC 

TGCCCAAGACACGTCCGGGNGGTGGTTCTTGTCCTTTCTTGGGGGCAGCT 

GACACGGGAGACTTCAAAGAATCTGTGGAAAAAAGCTGGAGAGGGACAGG 

A 

>Sequence 73 

CCGGGCAGGTACCTTCTCTCCTTCCCTGGCTCTGAACATCATTCAGAACA 

GGAACATGGGGAAGCCAGGCCAGCCTGCCCTGAGCCGGGAGGAGCTGGAA 

GCACTCTTCCTCCCCTATGACCTGAAGCGGCTGGAGATGTATTCACGGAA 

TATGGTGGACTATCACCTCATCATGGACATGATCCCGGCCATCTCTCGCA 

TCTATTTCCTGAACCAGCTGGGGGACCTGGCCCTGTCTGCGGCTCAGTCG 

GCTCTTCTCTTGGGGATTGGCCTGCAGCATAAGTCTGTGGACCAGCTGGA 

AAAGGAGATTGAGCTGCCCTCGGGCCAGTTGATGGGACTTTTCAACCCGG 

ATCATCCGCAAAGTTGTGAAGCTATTTAATGAAGTTCAGGAAAAGGCCAT 

TGAGGAGCAGATGGTGGCAGCAAGGATGTGGTCATGGAGCCCACGATGAA 

GACCCTCAGTGACGACCTAAATGAAGCAGCAAGG 

>Sequence 74 

CCGGGCAGGTACATAGATCCTGATCTACTGGCAGAGCTCAGCGAAGAACA 

GAAACAGATCCTGTTCTTCAAGATGAGAGAGGAACAGATCCGACGATGGA 

AAGAAAGAGAAGCAGCTATGGAAAGAAAGGAGTCCCTGCCAGTGAAACCC 

AGACCAAAGAAAGAGAATGGCAAATCGGTTCATTGGAAACTTGGAGCTGA 

TAAGGAAAGTCTGGGTATGGGTGATGGCCGAACACCATCTAGATAAACCC 

TATGATGTGCTCTGTAATGAAATTATGGCTGAGAGGCCCCGGTTGAAAGC 

AGAACAGGGGGCAGAAGAGCCCAAAAAAACCTCCTTCTGAAAATTCCCCC 

ATTAGGTTGGAAAACAAAATAACAATATCCTTGGCCGCCCGGGCAGGGAC 

CGGTCTTTTTCTTGTGGGAACCCAACAATTTTGGCCCCCCCATGGGGGGT 

GGGGCAATTCCAAAAAACCTTGGGGCCCTTTTGGGGCCCCCTTTTACACC 

TTCCCCAAGACTTTCCGGTTGGTCCCA 

>Sequence 75 

CCGGCAGGTACTTTGTTTCTTTTGGGGAGCATTAGACAGTAACCCTCATG 

GAGCTAGAGAACCGGATGGGAGACATGAGCAGTAATTAACTCACTTGTTC 

CCCAGAGTTTCTATTTGATTGATTATCTTTTTCTGAGACTTATTTTCCTA 

TTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACC 

TGGAAATTACAAGGAAAAAAAATTCTTCCTCTAATAACTATCCAAATTTG 

TGGAATATTTATTTGTAATAGCAGATATCAAGTTATGCTTATATAGCATT 

AAAAATTCTCCTGCTTTGACTACACACACAACCACAGTTGTGGGTCTAAT 

CATGGAGATATCAGTAATTTTTAGTAACTGAATTATGAGGACATTTATCT 

GTTTAGCATGTATGCAAACTGATATGTAATCTGAGGTTCCAAAGTCAATT 

CTTTCCTTTTTTTTTTTGAGATGGAAGTCTACTTTTGT 

>Sequence 76 

CCGGCCGGGTACGGCGTGGTCAAGGTAACAAGAAGAAAAAAATGTGAGTG 
GCATCCTGGGATGAGCAGGGGGACAGACCTGGACAGACACGTTGTCATTT 
GCTGCTGTGGGTAGGAAAATGGGCGTAAAGGAGGAGAAACAGATACAAAA 
TCTCCAACTCAGTATTAAGGTATTCTCATGCCTAGAATATTGGTAGAAAC 
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TTGACTACACCTATCATGACAACAGCTTCCGCATCGCAAGCATCAAGCCC 

GTCATAAGTGAGACTCCCCTCCCCGTTGACCTCTACCGCTATGATGAGAT 

TTCTGGCAAGGTGGAACACTTTGGTAAGTTTGGAGTCATCTATTATGACA 

TCAACCAGATTATCACCACTGCCGTGATGACCCTCAACAAACACTTCGAC 

ACCCAGGGCGGGTCAGGGAGGTTCAGATGAAATGTTC 

>Sequence 65 

CCGGGCAGGTACATGAGGTGTGGTGCCTATAAGCCAGGGTCGGAAACTTT 

CCAGACAAACCTAGATAGCTCTACTAGGAGGGAGTCAACGACCTATTGTG 

TCAATTAGATCCCAGCCTGGACAAGGGCATGACTATTGCTGTTTGGGGAC 

ACGTGGCTCTGTGTTGAAGGCAATGACTGTGTGGCTGTTGCCATGTGGCC 

TGTTCTCCCCTAAGCCCTGAACCAAAGGTTCCAGGCCCAGATGAGAAGGC 

CCCTGGGAATGCATGCCAAGGGGGTGATGCTGGACATTACCCAACCTTTC 

CATTAATGAAAACCATTTTTATTAAACTAACTTGTTTAAAAAAATGTTTT 

AACCAACAACCTTAAAAACTGCAATGGGGTTGGTTTATATAAAATTTGGG 

AAATTAAAATTTCAAAGAACCCCTTTTTGAACTTGTTCTGATATTCAAAA 

TTTAAAAAAATTTAAAAATTTTTTAAAAAGGGGTTTTT 

TTTAAGAAAAATTTTGTTTTTTTTTTG 

>Sequence 66 

CCGGGCAGGTACGTGGAGTCGCAGCTGCAGCGCACAGAGACTGGAGCGAC 

GGAGACCGTCACGCCCTCAGAGGCCCCGGTGCTGGCAGCTGAGCCCGAGG 

CTGACAAGGGCACTGTGTTGGCACTCACTGAAAATAACTTCGATGACACC 

ATTGCAGAAGGAATAACCTTCATCAAGTTTTATGCTCCATGGTGTGGTCA 

TTGTAAGACTCTGGCTCCTACTTGGGAGGAACTCTCTAAAAAGGAATTCC 

CTGGTCTGGCGGGGGTCAAGATCGCCGAAGTAGACTGCACTGCTGAACGG 

AATATCTGCAGCAAGTATTCGGTACCT 

>Sequence 67 

AGGTTTTTTGTTCAATACATTTTAGATTAGGATTGACAAGTAAAGATACT 

GCTATGGAATGATACATTGTATTTTCTGCATTGTGTGAAATAGl'l TTTAT 

TGAAAGTCAAGTGACATTTCAAAAGAAGTTCTATAACAATTATGTTTCAT 

GCTTAAAGTAAAAATTCCCAGAGTTTAGTTTAGAAAATGTAATCTTTTAA 

ATTTCAGACTGATATATTCCCAGTATTTTCATAATGCCATGTTTTGATAA 

AGTACCTGCCCG 

>Sequence 68 

CCGGGCAGGTACACTGACTCAAATTTTCTCTAATCATTCATACTCGCACA 

TTCACTCAAGCATACATACTAGACATAAAAATTGTGCAAGATCAAGCATC 

AGCTTTCTATTTTAAAAGCCTTAATTTAAAAAAACTTAGATAGGCTCACT 

GCAGTTCCTTTAAAGGAATATTCAGTACCTCTGAAAGGTGGCATTCTCAC 

AGATGGGTTGAATGAAGCTTTCATCTGGACATTCTACCACCACAAAAGCA 

GCACCAGGATCTGGAGGAGTACCT 

>Sequence 69 

CCGGGCAGGTCCAGGGGTAAAAAAAACCCTTGTGAATCCTGCACACATCC 
CTTCCTGTGTTGGTGTTTCCTTTAGACTGGCCTAGCCTGGGCATCACTGT 
AAAGTATGTGCAGTTGGTCTCTGTCCTGTACCT 
>Sequence 70 

CCGGGCAGGTACAAAAATACCAGTGCTTGTTATACTAGTTACTAAAAGAA 

GAAGAAACTCAAAATTCCTATCTGCGTGCTAATTTGAAAAGAACAACGTA 

GATAGATTTGTTGGCACATATATATGGCATATTCACATATGGCATATATA 

CATATGGGGAGAAAACATGAACCAAAGGCCAATTCAGTTATGGGAGCTCA 

TCTCCTTCCATCTCTCCTAATCAAGAGCAAAGGGAACAGCAGGCCTAACA 

GCAGGGTTGGGAAGGCAAAAGGACTGGCACTGAACTAAGTGAAAGGGCGT 

CTGGTCTATTCAGAGGAAGAGGCTGGAAAGGGCTTAACAATAGCAGGCAT 

TTATAAGTGCCCACCCTCACCAATGCATGGGGGGGGGGTCCCTAGATATG 

AAAGGGGAGGGAAGTCTCTGGATACTGTGATGGTACCTTGGGCCAGGTCC 

CAAGTCTTAGCCTGCCCTACCTTCCAGGCTTCAGGTCCTGGTTCTTAAAA 

TTCCCCACC 

>Sequence 71 
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GTTTAAAACCCCCCCCCC 
>Sequence 58 

AGGTACTGGGAAAATTTATAGAAATCATCTAGTCTTACCCTTCATCTTAC 

ATATAAGAAAAATGGTCTTTTCTTCTAATCACATTTACAAAATATGATAT 

AAACCTTGACCATGAATGTATGAGCCTAATTAGAGAAACAGAAAATCAGC 

ATGTCAG1 1 1 1 ICTTCATTCAAAATAACATAGTCTTTCTAAGCAGACATT 

CTGGAGTTAACAAGCCTAGTTTATAAACGCCGTGGATGCTCAAAAAAATT 

CTGGAATTGAATTCCTGNCACACCTATTTTGGAGAAAGGCCCCCCCTCCA 

TTTTTTTGCCCCGTGCGGGGGTTTTAGGAAGGGGTCCCAAAGGCCAGGGG 

GG GGGGGGT TTCTTACCCCCCCAGGGGTTTTTTTCCAAGGGGGTTTTTTT 

GACTTTTTTTAAATTAAANAAAAACCCCCCCCAAAACCCGGGTTGGTTTG 

CCATTTAGAAAAAAAAT 

>Sequence 59 

AGGTACTCGTAAAACAAGGATCATCGATGTTGTCTACAATGCATCTAATA 

ACGAGCTGGTTCGTACTTTTAGTAACAGTTCAGAATTCATCTTTATCTCC 

TACCTGCCTCATCGGTGGAAGTTTAAAGTCATGATTTTTTTTAGACATTG 

ATACTTGTGTCTATAGACAAATAAACTCATATTAGATGACAATTGATTTT 

TTAAAAGTCCAGGTAGAGAAAGGAGCAATCATTTTGAACTAAAATCTTTC 

TATGTTTTTTGATTACTATTCAACTTGCTATTTITTAGCAAAAAGCCGAA 

GTTTCAATAGTGTTCATCTCAAATCTTATTGCTTTACAACCGTGGTACCT 

GCCCG 

>Sequence 60 

CCGGGCAGGTACAGATAGAGATAATAGAAGACAAAGAGATTAAAAGGAAA 

TAAAAATGCATGATTAAAAACTAAGAATAAAAAACCTATTTTTATGTTTC 

CTAAAGGAAATTGTTTATTCTACAGACTCAGTAGGTAGACACAAACATAA 

AGATTTCCCTAGAAGACATAGAGTGGGATTTGATAACACTGTCTGTTATT 

TTCTGTACCT 

>Sequence 61 

CCGGGCAGGTACCATATTATACCTTTTTATTATTGTTATAATTATTATGG 

GTATTTCTAATTAATATGATGTTGAAACCTGTTTGGCACCTTCTGGAAGC 

TACCAAAAAAATGACACTCCATTGAAGTGCTTAAAAGCTGTTCTCATAAG 

AATTCTACTGGCCTATTGCGNAAAAAAAAAAAAAAAAAAAAAAAAGGACC 

T 

>Sequence 62 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTTTTTGCACTTAACACA 

ATGAACCTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

ATTTTTATAAAAACTGCTTTCAAAAGGCATAGAGACACCACACATGGTCC 

ACAGTAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAAAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCTAAAAGAATGTGAGCAATCCTATAACCAGC 

TTTAAGCCATCTGCTTGAATCCTTACTATTCTCCTTATTGTAAGGAACAT 

TTTGGGGAAAAGAGAAATCCCCTTTTGGGTCCATTACATATAGG 

>Sequence 63 

CCGGGCAGGTACCATTTCACAAACTCTGAAATTGGGTTCCATATTGGCAA 

GGCTGCCACAGTTGTTAAGAATAATCCTCTATGTTTCTTCCTCACAAAAC 

CATATCTCATTTATATCCAGACCATTACTTCACTATAATTACAAGGACAA 

ATTATTAGCAAGAAATAAGAATAGTATTAGAAGAATTGATCCTATTTTGA 

ACCCCTCTCCAGTATCTTCACACTCTTGTCAACTCTCCAGGCCTCTCTCT 

TGCCCTGAGTTATCAGCCTGTGTGGTGTTAACTACCTTAGAAGGTACCT 

>Sequence 64 

ATCCTGAAGACCTCCTTTTTGGGCACCGGACGCCAGGTGTTCTACAAGTA 
TGGGAAACTCTCCAAGTTATCAGAGATTGTCTACGACAGTACCGCCGTCA 
CCTTCGGGTATGACGAGACCACTGGTGTCTTGAAGATGGTCAACCTCCAA 
AGTGGGGGCTTCTCCTGCACCATCAGGTACCGGAAGATTGGCCCCCTGGT 
GGACAAGCAGATCTACAGGTTCTCCGAGGAAGGCATGGTCAATGCCAGGT 
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CTTTAAAAAGATTTCTTGACCTATGCCTTTTTTTAGAAAGAGTGGTAGAT 
TATTTAGAACTTCCTATCATCAGATCAGCCTCAAAAGGGGGGGGTTGGGG 
GGGGT ATTTTTTTTCGGGGGG 1 ITT 1 Tl 1 H CCC ACACACCACAACCCTT 
TTTTTAGGTTTTGGGGGGGGGAAAAGGGG] TTTTTTTTTTTTTTTAGGCC 
GCATGGAAAAAAGAATATAAATTTTTTTTTTTTTGTTTGGGGGGGGGGGG 
GGGGGGGTGAAAACCCCCAAAAGGGACACCCATTTTCCCGGGGGGCCGGG 
GGGGTTTTTTGTTTTGGGGGGAAAAA 1 I TITm TITGGGGGTTTAGGGG 
TTAAAAAAAA 
>Sequence 53 

AGGTACCATCCCATGTGGAATCTGTGAGTGTCCTCTTAAGTAGCGTGGGC 

TAGCCAATCTGCCGTTCATGGTGTATTGTAAACTCCGAATTCCATATGTA 

ATAGGATGCAAGTCTAAGCGTTTCATGTGGACATAAATGTATCTAAATAA 

AACTTTCCCTAGCACTGTGGCTGACCTCACCCTTACTTTTATACTTTAGT 

ATG A A ACTG ATG AG A ACTTTGGTAGTG AGTAl " ITF'n TTATAT ATATAC A 

TATATATGTACCTGCCCG 

>Sequence 54 

AGGTACCTC ACGCGC ATA AATTTGCTGCTCCTA rTTTTTl TCTGTTTATG 

TGTTTTTATGGATCTAAGTTAAATCTTTTGGCAATATATAAAAATGTAAA 

TAGTAAACrTTArrTATTAAGAATGTCATCrTTTTTAAT^ 

CAATTGTTCATCTAATTTATTTTTTCTATACAGTTTTAAATACTCAGACA 

TATTTTGCTGTTCATGATATTTTTATCCTGTTCTCATGGATTTGTTTTCC 

CATACTGTTTTCTCTGATCTCAATTACAGGTTGGATCTCACAAATAATAA 

TGTCAGAGACAGAAATATrTTGCCACTGTTGATTACTATACTTTAAAGTT 

CTATATTATGAAAATATATAATAGCTTGTACCTGCCCG 

>Sequence 55 

CCGGGCAGGTACAACTATATATACATGTGCATATATATGTAAATTTATAT 

TTATATATAATATCTTTATATAGATAGATATCTGCAGACAGGTTATTGAT 

TATAGAGACCCAAGAAAGCAACTCAATAATTGTTCAAAGTTTTCCTCACT 

GACrGCTGGTGTGTAGTTTAAGAAGCCCCCATTTGTTTGCACTCAGAATG 

CCTTATCTTCTTTTAATGGAACACTTGATGTGGAATTTTAAGTCTGAGAA 

GTGAGGTGCCTTCTGAAGAAGAGATTTTAGAGACTCCCTTCCTCTATAAG 

TTGGAAATGACCAGAAGTCTTAAGTAGACGACAGTTAGCTGACTTTGACA 

TTGTANGACGTAATCAGCTTTTAACCAAATTATAGAACTGGTAAAGGGTA 

AAGATCAAATTTGCCAAAAAAATAAAATATTCTCCAAACAGGTCTCTCTT 

TT 

>Sequence 56 

AGGTACGAGAAAAGAGCTAGGGTAGGCAACTAAAACTTACACAGTGCCAG 

TCTCAGGAAGTCAGTAGCTCACAGAACTCAACAGATAAACTGGATTAAAA 

CTTAAAAGTCTTCTTTCTATTTGAGCCCATAATGACTATTTTGAACATGG 

CTCTTTTGCTGCTGCCTATATATAAATTTTTTATTAATTITCTTGTATTG 

GGAAGATCTTGAATACGCTCCAGGATGAGAAGAAAAAATACGCTGACACT 

GCTAAATCGGGTATATGTTTTTGCAATTAAAAACACTGGGCCAATATACC 

ACTGGGGGGAAAACTGGAACACATGTGGGGGTCTATAAACACAAGAAGTT 

TTTGAATTTCCCCCAAAAATCTTTrTTTTrACCCTCTTTATGGTGGGCTG 

GCTGTGTTTTTTGGGGGGAAAAAAGGATTTTTTGGCGTTTCTTAAAAGGG 

GGTTAA AA IT I" 11 TTAC AAGGGGTG 

>Sequence 57 

AGGTACCCCGTTCTGCCTGAGCATTTT T1CCTAAAGGGAAGAATCAATAG 

TTTCTGACTGTTTTAACAGCTGAAAGCTCCAACTGGAGGCAGAAGATGGG 

ATGGCTTTTCACACACGTGCGTGCAAGTTTAGCCACCTCCAAAGGCCTTG 

TTCTTAAAGCAACAGTGCTGTTTGCATTATGAAATGTCTCTGGAGTTCCC 

CTTTGGAAAGGCTGCTGGTGGGCCACATGGGCACGATACTTTTAAGGCAC 

ACCCTACTrTGGGACCTTATCCTCAGAGTAAAGGCTTTGAGGGAAAAGGG 

ACCCCACAGTCTCACCCATTACTTGGGTGGCAACAATTCCATATGCTTCC 

TGGTGGAGTTTAATGGACCCTTACCTGGGGATTTGGGGCGAAAACCCTTT 

TTCTTTTGAAACGGGGGTTTTTTAAAAAGGGAGCCCCTAACACGGGGGGG 
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TTTGGAATGAAATTAACACGATTCTACCTTAAAAGAGAAAACTTATGTGG 

GCTTTGCAAATTGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCC 

CCTGCTGCTGGTnTTATTAATTTGGGCATATAGCCCAGAGCCCTTATTAAG 

AAAAAACAACCCACCCCAATAAACTAAAGGGCCCCATCTGATGGCTAAAG 

GTCTTCAGGAAATATTACAAGAGCCCCCTTGATCAGGAAAGGGCAAAAGG 

TTTGAGGGTTAAAACCGGAACCTTTAAACTCTATGCCCTTACTCAAGCAG 

GAACTTACCGAGGTGTTGTCTGTTAGGGCTTACCC 

>Sequence 48 

AGGTACAAGAGAACAAATTAAAATTGAAAAATTGATTTCACTTAGAAAAA 

CTTCTAGGAACAGGGTGAACCACTGATTTTAATTTGCCTAATTATCTTAT 

GACAAGTATCAAATTAAGATGACACTTAAAGATCCTTAGCATTAACTTAA 

TGATGGAGAAGAGTGCTCAACAGACAGTTCCCAGTAAGGTAATGAGATGC 

CATTTTCAGAGACATTCTAAGAAGATATTTTGATTCATTAAAACATTAAA 

TAAAAAGCCCTCCTCAGATTGGAACCCCCAAATCGATGGAGCCACATTAA 

TAATACTTTTCATGCCTCACTTTGACATGACAGCATTCGATTTTTTTAAA 

GATCTTTAATACTTTCCATGAGTACCTGCCCG 

>Sequence 49 

TGGAAACGTATTGGACGCAAACTACTGAATATCGGGCGAATTGTAGCTCC 

TACGCGCTGGCGGCCGCCCGGGCAGGTTCGAGAAAAGAGCTAGGGTAGGC 

AACTTAAACTTACACAGTGCCAGTCTCAGGAGGTCAGTAGCTCACAGAAC 

TCAACAGATA AACTG GATTAAAACTTAAAAGTCTTCTTTCTATTTGAGCC 

CATAATGACTATTTTGAACATGGCTCTTTTGCTGCTGCCTATATATAAAT 

TTTTTATTAATTTTCTTGTATTGGGAAGATCTTGAATACGCTCCAGGATG 

AGAAGAAAAAATACGCTGACACTGCTAAATCGGGTATATGTTTTTGCAAT 

AAAGAACACTGGTCAATATACAACTGAGGAAAAACTGAAACAGATGTGAG 

TCCTAGAACCACAAGAGTTTGAATTTGCCCAGAAATGCTATTTTAAACAC 

TCTATATGTTGGTCTGCTGTTTTTTGTGGAATAATGCATTCTTGGCATCC 

TTAAAAGGTTTCAATATGTTACAAGGTTATCCGGAAAGAGAAAAAGCCAA 

GGCTAATGTATCAATCTGTGG 

>Sequence 50 

AGGTACCCTCTGTCTTCTGGACCAGTCAGTCTATGAGCTCTTCTTTGAAA 

CAGTCTTAGACCCAGAATGGTCATCTCACCCCCAGAAGACATGGTTTCCA 

AGGGTGGGAGGTGTTAGTTATGGGTGCCGAGCCCCACTTCCTGGGCGACA 

AGGCAAAGGTCAATTTCTCCCTGCTTCAAGAATGAAGAGGGAACTGGTGC 

TCCTTGAACCAAAGATTCTTGGAAGGGTCATTGTCACCAAAGTGGCTGGT 

GTGGGCAGGAGCACCAAGTGCAGACAAACCCACCGGGGCCTGGCGGGGCA 

GCCCTGTCATGGTTTCTGTCTTTGTTCCTGTTAGTGAAACAGAAGACCCC 

CGACCCCCGCCACCTAGCAGCATGGAACACCTGCTGCCCAGATACAGACA 

AGGCTCTGCTTTGTCTCCTTGTGCTGGTTTTTGGCAGAGACGTTAAAGGG 

CTGAAGGCCTGTGGGACAGAAATGGGGAGAAGGAATGGGGATACC 
>Sequence 5 1 

AGGTACTCATATAGTTACATCCCTATATAAAAAGTATGTTTACATTTAAA 

AAATTAGTAGATAACTTCCTTTCTTTCAAGTGCACAATTTCATTTTGACT 

TGAGTCAACTTTTGTTTTGGAACAAATTAAGTAAGGGAGCTGCCCAATCC 

TGTCTGATATTTCTTGAGGCTGCCCTCTATCATTTTATCTTTCCCATGGG 

CAGAGATGTTGTAAGTGGGATTCTTAATATCACCATTCTTGGGACTGGTA 

TACATAAGGCAGCCGTGAAACTGGAAAGTCATTTTGATGACTGATGTGAT 

ACATCCAGAGGTAAAATGCATTTAAACATATTAAAGTATTTGCCAAAGAT 

ACAATTTTCTTGCTGACATAAAAATCACACAAACAAGTCCCCCCCAAACC 

ACAACTGTCTCTCAAATAGCTTAAAAAAATTGAAAAACATTTTAGGATTT 

TTCAAGTTTTCTAGATTTTAAAAAAGATGGTCAGCTATTAGAGGAATGTT 

AAAAAATTTAT 

>Sequence 52 

AGGTACCAGGAATTTACTTGACCATTCCCCTTATTTTTCATCTAGAGGAA 

TCTCGGATTCAGCCCTTTCATTGCTAAGACACCTTTTCACTGAGGTTCTT 

ACCAGCTCAGCCAAATCTCCACTCTGCTATAGCAGAAGCAATAATGTTTG 
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AGGTGGAAAGCTGGTGCTGCTGCTGCCTGATTCCCGCCGACAGACCTTGG 
GACCGGGGCCAACACTGGCAGCTGGAGATGGCGGACACGAGATCCGTGCA 
CGAGACTAGGTTTGA 
>Sequence 42 

AGGTACCCTTTGCCTCCTTTTGTGGGGAGATATCTGGAAAATAGCTGAAC 
AAACTCTACATGTGGCAAAACAAAGTGACAGTTGTTATAAAATGTCCACT 
AAAATTACCTGCTAGCATTACTACGTATAACTGAAGTTTTTGCATATCCG 
CATAAGAAGAAATCCACATTACAAGGAAAAGTACACCTGCCCG 
>Sequence 43 

CAACTTCGGCGCCACCCAATCGCTCACCTGGAACGGCTTGCGGATCAACC 

GTTGCTGCGATGCCAGATCCACTTTGTCCTGCAACTTGGCGAGGAACACC 

GGGTCGAGGGTCGACGGGAAAATCTCGCTGAGTTTCTGGTCTTTCAAATC 

ATTGGTCAGGATCACCGGTGGATAACTCGCCAGCCCCGACACCAACTGGA 

TGTAGGCCTGCTTGTTGTTGTCATCGGTCAGCCATTGCACCGCTTGCTGC 

TGCGCCTTGAGCAACGTGGCCACGGCTTCAGGATGCTCATCGACAAACTT 

GCCGCTGCCCACCAGCACACTCTGGATACTG 

>Sequence 44 

AGGTGTCACTTCTACGCATAAACTAGATATAGCTTTTGGTGTTTGAGTGT 

TCATCAGGGTGGGACCCCATTCCAGTCCAATTTTCCTAAGTTTCTTTGAG 

GGTTCCATGGGAGCAAATATCTAAATAATGGCCTGGTAGGTCTGGATTTT 

CAAAGATTGTTGGCAGTTTCCTCCTCCCAACAGTTTTACCTCGGGATGGC 

TGGTTAGTGCATGTCACATGACATCCACATGCACATGTATTCTGTTGGCC 

AGCACGTTCTCCAGACTCTAGATGTTTAGATGAGGTTGAGCTATGATATG 

TGCTTGTGTGTATGTCTATGTGTATATATTATATATACATTAGACACACA 

TATACATTATTTCTGTATATAGATGTCTGTGTATACATATGTATGTGTGA 

GTGTATGTATACACACACACACACACACACACACTTTTGCAAGAGTGATG 

GGAAAGACCCTAGGTGCTCATAACTAGAGTATGTGTATGTACCTGCCCGG 

GCGGCCGG 

>Sequence 45 

CCGGGCTGGTACTAAGAAGACTAAAGACAGTTATCTTATAATAAGAAATA 

TAGTATAAATAGCACCTTATCAAGAATTCTGCAGGGGTTTTAACACTTAC 

AATAATAGGAAATAGCCATTAAAAAGTTGCTCTAACTTTAGATTTCTAAC 

TTTAGTGTTCTTTAACAAAGGCCATATTTTGTGGCCTTAAAAACAAAAAA 

TTATATCTGGCTTTATCTATTAGTAAACACAAAGGGTCCATATTTTATTC 

TGAAAAAATATTTATTATATTCATTCATAAATGTTCTAACTAATTTAACT 

AAAAAAATCTTCTAGTATTTTCTGATGCCACAAGCTTACTAGAAAATTAC 

TTCTAAAAATTGGTAATATAAATCATCAATGATTTACCTACTTTAAAAAA 

GAGGGGTATCTTGTTCTCTTACATTTAATAACCTGAAAATGAGTCTATAA 

AAATATTTTTAAAAAATACAGTAACACTGCTGAGTTTTGGTAGGTCCCTT 

GGTTTTTTAAAT 

>Sequence 46 

CCGGGCAGGTACAGCACTAGAATAATGCTGTGTCCTCCTGTTACACATAC 

TCATGGTCTCTCCTACTCTCCCTTCATCACACCTGTGACATCTTGCAATT 

TATATTTGATTGTGTCATTATCTAATGTATTCCTCCTGGACTCTAAGCTC 

CAAATGAACAAATGCTTTGTCTACTTTGCCATAACTGTGTCCCCAGTGCT 

TGGCATGGGACCTGGTGCAGAGTAAATACATCATAAATATTTTGTGAATG 

AATGAATGAATGAATGACCATGATTAATAAAAGGATATAGCTGCTCAGTC 

TGGTGCTGATAATGGTGGTAGTGATCAAAAGGGTTAAACCACAGGTCATT 

AAATGAAAACAGCTAACTTAGTGCTTACAGGAACCATACACTCCCTGTGT 

ATAAACATGCCGGTGTGTGTGTACCT 

>Sequence 47 

TGGANNGGTGTCGGAGCAATTCTGTAAACGGCGANNGTGCTTGCCANGTC 
TGCGGCCGCCCGGGCAGGTTCAAAAGAACGGCTTAAATCCCANAAGTTTT 
GAAGCCAACAAGGAAGGCAAAGGGCCGGGTTTVn i l ATAAACAGCAATT 
CTCACAATTGTTTTGACAATCATGGTTTTTACTTTTCTTT^ 
TAGACTGAGAGCCTACAAAGAAATGCCTTCAGTCTCTGGTAGCCCCGATG 
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CCGGGCAGGTACTAACATGATGATAGGTTTTCAAAATATCTTTGTAGTGG 

ATGCTGCA 

>Sequence 35 

AGGTACCAGTGCCCCTTTTCAGACAGTTTTTGATTCGCTCTAGACTTTTT 

TTTTTTAATAGGGAAAAA ATTTG AT A ATTTTCTTTTTTCTAC ATGC ACTT 

AAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTTCCTTTTTCCGCT 

TTTCTTCCCGCAGAGCCTGATGGGAGAATGTCCAGGGCAGGGAAACCACA 

TTTTTTGTAGGTGATAACTC AATG AAAATTGGTGCTTA I " I " 1 " 1 " I ' I ACACTT 

CTCTCTTGTGGCTCTCTTGTGGGGCTATCTATCTGTTTTAAGGTCTCCTT 

GAAGGCGCACTGGGGACCCTGGCCATGCCTTGGTCTCCCTGCTTTCTTTA 

TCCTGJTATTGGCTCCACAGGCTGGTGCCAAGGACTCTAAGAACAAGGCA 

CGGCACTTTTCITITCACTGGGCAGGAGAGGCAAGAACAATTTCTTCTGT 

GCTT H " I CCGCCCCGGGGCGGCC ACTTCCG A AGGCTGCTATT AGG ACTGG 

GGTGGGGGCTACTTGATTTGAAAACACACACCAGCATTAG 

>Sequence 36 

CCGGGCAGGTTTTTTTTTn TTTTI TIT nTCAGGGTTTG AACACATTTT 

TAATTATTAGAAATACATACATGCTTATAATTAACCTTAAATTTATTTTT 

AAAAATAAATTATGGTCATGAAAAACAATATGGCrTTAAAATTGAAATTTC 

ATAGACATGTAATTTTATTCCCTAAAAATGAAATAAGATGAACCTTATGG 

GTAATAATGGGATTTTTAATACTTATTGAGGCTATAGACAGTCTTTTTTA 

TGTCTCAATGCATACCATGTGAGTTCCTTGT 

>Sequence 37 

AGGTrTTTTTTTTTT I rTTTTTTTTTI m GG AG AG AACTCCATTTTATT 
ATGGAAAGTTAAAAAACAAACAAATCAAAACAGGCAATTGATAAAGGCGG 
CACATTGTTGAAGGAGAGGTGAGGTGTCTCCTTAGCCACCCGACACCTGC 
CCG 

>Sequence 38 

AGGTACAGAAACCTTCAGAGAGGATAAATAGCTTGCCCTGTAGAAGCAGG 
ACTGAAACCCTTGTCCGCCTGACTCCCCCAGCTACTCTGCCCACTGTAGC 
CCCCTGCCTTACTGTCCTGGCACACCCCTCACCATTCTGTATACCTTAAA 
TATCAAAGAGGGCATGAGAGAAAGGGCTTTAAAGATAAGTTATTT „ 
>Sequence 39 

CCGGGCATGGTCCGGGCAGGTACACATGCATGCATACACACCCATACAAA 

CATCTGTGTGAGGGCAGTTCTGGAGATGAGCAGAGAGAGACCGGAATAAA 

CTCAATCTTTTCTTTCCCAAGCTCCTAGCCAACACTATCCTTGGGAGAAA 

GAAATTTGCAGAAACTGCTAAGACCAAGTGTGGAGATGTCAAGCTAGTTC 

ACACTCTGAGGCTCAGAATATGTAGGACATGCACAATTGTGCAGTCCTTT 

GGGATTGGAAGTGAAACAGTCTGTGATCCCCTACCTTCTAGGGAACTAGG 

ACCTAGGAAGAGGTAAAGATTATCAGGTATGCAAAGCGCCCCAATTCTTT 

TGCTGTCATGGGGGATTTTACCCCAACTTCAGGGTTCGAGGGCCATCCGA 

AAATGGCCTAAGATTGGAATGGCAAGGGATTAAAATAACCCCCTGCTTGA 

GGGCTGAGGCCAAAAATTCCCTCTGGACCTACCCTGTTCCCCCAGACTTT 

GCCTTGGGACCCATTTGCTGGTACTTTTCCGGCGG 

>Sequence 40 

AGGTACGCGGAACACCCATGGCAGTGGGATATATCCCGGAAACCCACAGG 

ATGAGAGAAAAGCTTGGCGCAGATGTGATAGAGGTGGCTTTTGGGCAGAT 

GATGATTATTCTCGCTGTCAGTATGCAAATGATGTCACTAGAGTTCTTTA 

TATGTTTAATCAGATGCCCCTCAATCTTACCAATGCCGTGGCAACAGCTC 

GACAGTTACTGGCTTACACTGTGGAAGCAGCCAACTTTTCTGACAAAATG 

GATGTTATATTTGTGGCAGAAATGATTGAAAAATTTGGAAGATTTACCAA 

GGAGGAAAAATCAAAAGAGCTAGGTGACGTGATGGTTGACATTGCAAGTA 

ACATCATGTTGGCTGATGAACGTGTCCTGTGGCTGGCGCAGAGGGAAGCT 

TAAGCCTGCAGTAGGATTGTGCAGTGTCTTCAGCGCATTGCTACCTACCG 

GCTAGCCGGGGGAGCTCACCGTTATTCAACATATTCACCCAATATTGCTC 

TGGTAGCTT 

>Sequence 4 I 
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AAAATACCCATAAATGGACAAGGGTGTTGGGCCCCCTTTCTGGGTGGATT 

CAGGGGTAGTCAGATATTCCAGGTTAAACTGAACCTGATGCATCAATCTC 

CTTCTTGGAGGTGTCTCAGTGTGCCAGACACTGAATCCACCTTAGACATC 

TATTGCCATTCAGCCAGCAACAAACACACA 

>Sequence 29 

AGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCC 

ATTCTTTTAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACT 

AAAAGACACAGCCTCTGATACAAGAGAGATATCCCTTTGACTGAAGCATT 

ACCAGGGTCCCCAGGGCCCCCTCCCACTGGGGCGGTAACACTACGGGTCT 

CCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAGAGGAAATT 

AAGCAAGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGC 

ATATTTATAAATATTTTAAAGTAAACAATATGAGGTGAGTGCCNTTTCAT 

TAGCTATGATCTTTCATACTGATATATTTTGAACTGATCTGAATAGNCAG 

GTTACTGTGGAAGCATATAACATAAAACAGCTAATATGANTCCAGGTGGG 

GTACCTGCCCGGGCGGCCGCTTAGAACTAGTGGGATTN 

>Sequence 30 

CCGGGCAGGTACAACAGGGACATAATTTCTCTTTTGGCTGTTATACATTT 

CTTTTAAAAAGCAAGTGATTGGTAGGAATTTGGCAAAAGTTGAATAAGTT 

ACAAGAACAGGCTTTTATTCATTTGCTATTTGGTTl'l'lATGl'll'CTTGTT 

TACTTCGTTTGATTTGTTTCTCAAAACTCACTCAGTGGGATTACCTGTCT 

GTCATGTAGCAGCTTTTTAAAAAACTGGACTGTGCAGTGTGGTTCTGAGT 

GCAGTCTTTATAAAGCCCAGTGCTGTACCT 

>Sequence 3 1 

TTGTCCGGGCAG GTTTCT C ACGCGC ATAATTTTGCCGCTCCT A' I'l ' 1 T I'l T 

TTCTGTTTATGTGTTTTTATGGATCTAAGCTAAATCTTTTGGCAATATAT 

A AA AATGT AAAT AGT AAACTTTATTTATT AAG A AT GTC ATC 1" i "i'l' 1T AAT 

TTATATTTAC AC AATTGTTC ATCTA ATTTA 1 T 11 11 CTATACAG 1 1 1 1 AA 

ATACTC AGAC ATATTTTGCTGTTCATG ATAT1 1 ' 1 '1 ATCCTGTTCTC ATGG 

ATTTGTTTTCCCATACTGTTTTCTCTGATCTCAATTACAGGTTGGGATCT 

CACAAATAATAATGTCAGAGACAGAAATATTTTGCCACTGTTGATTACTA 

TACTTTAAAGTTTCTATATTATGAAAATATATAATAGCTTGTACCCTCGG 

CCGGCCCGGCAGGTCACCTTCGGGCTTTGAAGCAGCTTTTTTCTTCTTCC 

CGGTGCTTATAAACCTTAGGCCTGAAGCTCC 

>Sequence 32 

CCGGGCAGGTACCCATTGCATCATGAAGTTTGGGCATATCAACATTTTGA 

CTCATTCGGGAAATCATACGCATTAAAAGTTGAAGCTTTCTACGATTTGG 

TGGGGGAAGTAACAAACAACATAACTGTAGAGCATCGATGGCAACCCTCT 

CTAAATGAGGTTGCAGCAAGCTTTGTGTGCCAGTCAACATAGAAGAAGCT 

GGAAGTAAAGAATTTTCTGAAAGTTCTATTGTACCTTGGCCGCCCGGGCA 

GGTACGGAGGTGAACTGAAAGAGACTGCTTCCATTGGCCTAGTCCAGATG 

AGTGTATATATTCCCATCAGAACCCACCACTGGTCATCTTTAAGGCATTC 

ACAAAATGTCCCTCACAAATTCACTTAATCTCTAGATAGGCATGTGGTCT 

GAG GCAGC CTCTTTGTTTTCTGACCTCACACAGGCAACTGCATTCCATCA 

AGGTTTTTGTTCAATTGCACGG 

>Sequence 33 

TCGAGGTACCTAAGTCAAAAGGCACTGGTTTGGAGATGGCACACTCATTT 

TCATGCGTGTAAAATCTTAAATCATCCACTTTGCAGGCAGTGGCTTTGAT 

AACTCACTGCAGTGTTCAAGGGGTTTATAAAACTGGTTATAAGCTTCAAA 

CCCATGTTTAGAAAAATTGACACTCATAGAAAAAAATGCTTTCTCTGGGC 

TAATTAAAATTAAAAAAATTGAAATGTAAACCCAGAAGTATGGCTCACAA 

AGCTATAGAAAAGATCCTTCATATCATCCCTGGCCCTAGCACCGTGAGTA 

GATGTTCACCCTGATAAGGCCAGGCGGAGGTGGCCCATGTGAAATTCTTT 

GGCTTTGAGCTAATTGCTTAGAGAATGCTAGGCTTCCTGGCCAGAGCCTG 

AGCAAACTGCAAACGCACTGCCATCTGAAGCCTCCCTGGAAATGTGAAGG 

CACTTTGGGGCAGCCAGCCAT 

>Sequence 34 
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>Sequence 23 

CCGGGCAGGTACTCGCTCAAATTAAGTTTTTTTAAAAGGTCTGTAATTTG 

AAAGGAAAACAATTTTTCACTAAAAATATCCTTATTACATGAAAGCCATA 

ATTTAAAAGACAGAGAAAAAAGCTTTTTAATTAACAAATAAACAGCATCT 

CTCAGAGACACTTGGGAATGTTTGTTTTTAATCAGTGGGTCCTAAAAATC 

ACTGCTTCCACCTGCAAACGAACACGAATCCACTGTGGATGGCGTCCTCT 

GACCCACCCTGAAGGGTTCTGTTTCTCTCCACACACTTCCTTTTCTGCAA 

CTTTCAGCAAAGCAGGTTTGGAAGAAAGAGGATTACAAAGAACTACGACT 

GGCTCCCTAGTGAATAACTTAACACGGTAAAACCCGGTTTTCCATTTACA 

TTACACATTCACAATCGCTCACTGCTACTTACTTCACTGACGTATTTCAG 

ACTCTCTCCACACCCAGCATGATTTGTCTGAAT 

>Sequence 24 

AGGTACCTACTATGTGTCAGCCATGGGGGATACAAAGATCTATAAGGCAC 

AAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAGCCAGCTACAACATAAT 

GTGGAAAGGACAATGGTGGAAAATGCACTCAGGTCTTCCTAATGCACAGA 

GTATGCTCAGGCTGTGACATCAGGAAGAAAACAGATATTTACCTTAACAC 

GGACTTGGAGGACCTTCAAAAAACAGTGATGGGAGGAAATCCAGTTTTAA 

AAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAGGCT 

GCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAAACACACA 

CAAAAAATTGCATTTGGTTGAGGAGCAGAATGTAACTTATATTAAAGAAT 

AAACTACTATTTAGTATCTGAGTGAAGTACCTGCCCG 

>Sequence 25 

GCGCCCTTCGACGCAATTACTGAATTCGGGCGAATTGTAGCTCCACCGCG 

CTGGCGGCCGCCCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTG 

GCCCTTAGATCAATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCA 

GAGGACAGTGCCTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCA 

TCCAACCAGTAGCAGATGAACAGCTAATACATCATGATGCTATGCTCTCC 

TAACAGGGTCCCCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCA 

TATCCCTTACATCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAG 

AGGCAATTCCCTTTATTTCCTTACTCTCGTCGTCTTCTCTTTAGCCCAAT 

CTCCTGACAATAGTTAAAACAAAAAGACCCCCAAAATATCTCTTGCTAAA 

ACAGAGTAGTCCCTAAACTCTCTCATCTTAGACTACTGTCAGGTACCT 

>Sequence 26 

CCGGGCAGGTACAAGCTAAGAAATGTAACAGTATCAACCCTCCCAGTTGC 

TTAATTATACCCATAGGTAATACAAAAAGCTCTGAAGACCCAAAGATGAC 

ATTACTAATGATGTGATTTCAGGAGCCACAGAAGAACCTTACCAGCTTCC 

CTCAAATCAGTCCTTATCCTCTTTCTATCTTCACTCCCATCATCATCTAT 

TTTCACACTATCCAGCTAAGCAAAGATTCCTGGAGGCTGACTTGTATCTT 

CAGACTCACAGAGTGAATTCAGCTCTTCTGAATCAAGACCCACCCAGTCT 

CTTTCATTCAGACCTGTTGCTAACAAATTTATATTTGCCAAGGATATTAG 

GCAAAAGAGGCTACTTGATTGGTGGCCAACCTCGTGCCCACATGGAGGGT 

ATCTTTAATAGGGTCTTTTCAAACTTTAGTGGGGGAGGGTCAGCTCAATT 

TGGGCAATGGATTTGCTCCCAATTTATTTTCTTCCTGGGAAATAACT 

>Sequence 27 

CCGGGCAGG IT II IT I TT 1 I M IT TVi'l 1 TTl GGAGAAACAGGGTCTCAC 

TATGTTGCCCAGGCTGGTCTCAAACTCTTGGCCTCAAACAATCCTTCTGC 

CTCGGCCTGCCAAAGTGGTAGGATTATAGTCATGAGCCACTGCGTCCAGC 

TAGAAATAGCAATTTTTCTAACACATATATTTCATTGGTTTATGTATGAA 

TTTAGAATATCAAAGTGGCATGAACAGGTTCAAGATCCAACAAAAGGGAA 

TCTTGATTCTGCCTCACCTAATAAAAGCAGAAGTGCGTGGGCGCACTAAA 

AAGTAATCTAGCTGTGGGCATGCAGCATGCCATGGGTGTCAGGTGATGTC 

ATTTCAAGGAGAATCCGGTTAAGGGTAGTTTGGTAAAGAAAGCTGAAATT 

TATTTAAAATGACTCAGGTATCTTTAGAATTCTTAAAAGCTGCAGGAAAT 

AAGAGTCTGGTACCT 

>Sequence 28 

AGGTACAGAAGAGGTTCGTGGAAAAGGAATATGCTTAATAACTTCGAAAA 
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GATGCTGCCAAACGTTCATCCCTTACCATTTAGCTTTATGTTTGAAAACC 

ATGACATAAGCAGCTAATTCATATTCATT 

>Sequence 17 

AGGTTTTGCnTCCAGTTTATATTTCACATCCTGTTCAGCTTCATTAATAT 

GCCATGGGTCACAAAACTCAGTGCAATAAAATGTGTATGAAAGAAACACC 

CTTCAGAAAAGATGAGACTCTTTCAAGTGTAAATACTCTAAACTAATATA 

AGTCAAAATATATTTTTTGTGCCCAGTGATTTTTAAAAATTACCCAGTCA 

ACCATTTCCTCAATAATTCAAATACTCAAGTGTCCATTTATATTTTTGGA 

ATAAGCGAGAGTGATCGTAGTACCTGCCCG 

>Sequence 18 

AGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAAGATCCTGAT 

TTTTCAGGAGTTCAAGCGACAATGGCAGTCCAATACGGCAGTATGAGCTT 

TAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCA 

GAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAA 

AGTGCAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCAC 

TGCAGCAAAATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGA 

AGGAAACAGAACTTGTCGTAGTTGACACACCATGCATTTTCGACACAGAG 

GTGCCCAATGCTGAAACGTTCAAGGAGATTATTCGCTGCATTCTTCTGAC 

CTCCCCAGGGCCTCATGCTTTGCTTGTGGGGGATCCACTGGGCCGATACA 

CTGAAGGAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAG 

AGGGCTAGAA 

>Sequence 19 

AGGTACCTC ACGCGCATAAATTTGCTGCTCCTAT1 " 1 TTTTT 1CTGTTTAT 

GTGTTTTTATGGATCTAAGTTAAATCTTTTGGCAATATATAAAAATGTAA 

ATAGTAAACTTTATTTATTAAGAATGTCATCX^ 

AC AATTGTTC ATCTAATTTA'I TTTTI CTATACAGTTTTAAATACTCAG AC 

ATATTTTGCTGTTCATGATATTTTTATCCTGTTCTCATGGATTTGTTTTC 

CCATACTGTTTTCTCTGATCTCAATTACAGGTTGGATCTCACAAATAATA 

ATGTCAGAGACAGAAATATTTTGCCACTGTTGATTACTATACTTTAAAGT 

TCTATATTATGAAAATATATAATAGCTTGTACCTGCCCG 

>Sequence 20 

CCGGGCAGGTACGTCTTTCCGTGTGTGTATGCTGGTGAACAGTCAGATTT 
ATTTATAl"rri"llHGCAAGCATTGAATAATCTAAGTTTrAAATATTATTT 
ATCCCCATCCGTTCGTATTTATATTAAAGAATTCTGTACCT 
>Sequence21 

CCGGGCAGGTACAAGAATAAGGTTCACAGCTGAATTGGCTTGGTGTCCTA 

ATTCCCTATTCCAGTATTCTCAGAAGGATCCCATCTATGATATATGCAGA 

AATCACAGCCACATTTGAATGGTTCAATCTTGATTCATACTGAACTCCCT 

TAAGCCCAGCAGTTTCTCATTCTTAAAAGGTAGGTTATTAGAGCCCCAAA 

GCAATTTTCATAACAAATCTACCTTTGTATATTTAAGAATATGCATTAAG 

GCTAGGAGTGGTGGCTCACGCCAGTAATCCTAGCACTTTGGGAGGCCGAG 

GTGGGCAGATCACAAGGTCAGATTGAGACCATCCTGGCCAACACGGTGAA 

ACCCCATCTCTACTAAAAATACAAAAATTTGCCCGGGCGGTGGCTCACGC 

CTATAATCCCAGCACTTTTGGGAGGCCAAGGCGGTCGGATCACGAGGTCA 

GGAGATCAAAACCATCCTGGATACATGGTGAA 

>Sequence 22 

AGGTACTCTATGTCCCTCCCAGTTGCAACAATGTTGTTTCCAGCCTGGTT 

CAGCAGCTTGCTGGTGGTTTACTAGGCAGACATGAGCCAGAAACAAAATC 

AGCAACCCTGGAGTGGTCATTTAGGATCAGTTTTGTCTCCTTTTACAAAG 

CAATGAGTGCTTTATAAAAGCATTTCTCCTCAGGAAACTGGCTCCTCAAA 

AGTCGTTCTCCAAGCCAGCAGCTCACAGTAGATGGATGAGTTTACCTGTC 

CTAATAATACTTTTTATTATAATACTTTTATTACTGATACTTTATTATAA 

TACTTTTATTACTGATACTGATACCTAGTAATACTTTTATTAGATGAAAT 

GTATCCCCAGGCCTCCACATCAGCCTTCTGGGGCCCTGACAGTTGTTTAC 

CAGTAGCTCCACAACCTCCACAGGCTTGTTCTCTCATCCCTGTGAGGGAA 

GGTTCAAAAGGCAACTGGATTCCTTACTATTA 

Page 4 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



CCCTGGGTGGCCTCATGAACAGGTGGCGGACAAGGGTGATCCCTGTTGAG 

CAAGGTCCTGCACTGCGGTGGGTCCAAGGACTAAGCTGCCAGCATTCATT 

TCTGACTGTCACTTACCAGCTTCCTGTGCCATTTTCTCATCTGAAAACAG 

CTGGACCCATCTCATGGATGGCCGTGAGGATGGTATGAAGGAACAGGCAT 

AGAGAGCTCAACCCGACCTTTTGAAGAGTTTGTGCCTAAAAAATCCCAGT 

TGGTGCCCGTACCTTGGCCCGTTTAGAACTAGTGGAACCCCCCGGCCGGA 

GGGAATTCATATACAAGTTTTTAGACCCCCCCN 

>Sequence 12 

CCGGGCAGGTACAAAACTTGGGATCAAATGGAATCTTGATTCACTAACCA 

ATTTAAGATCTGACTTCTAATTTTAGGAACTTTGGGTTATGAACGCTTCC 

ATTTTATACCTGTGTCTAGTTAGTTTCTGCCTATCTATCCAAGAAGCTTT 

TATCAAGGGTCCACCATGTGCCAGCCACTGAAGTAGATATAAATACAAGG 

ATGTGTAAGGTATGGATGATGGTATACGAACTGTCATCTTACTGGATTTG 

TCCGCTCTGTTAAAGATACGGTTCCGAAAACTTTTTAAAGCCCTAGAGAG 

GGCTTTAAGGCAATGTAACATCATATATAGAGGCATCAACCTGTTCATAT 

CTTTCTATTTAACAGAACTGTGCACCTGGGCACAAGGGTGTGCACAACAG 

GATGTGTACCCTGGCCCGTTTTA 

>Sequence 13 

CCGGGCAGGTACAAAACTTGGGATCAAATGGAATCTTGATTCACTAACCA 

A TTTA AGATCTGACTTCTAATTTTAGGAACTTTGGGTTATGAACGCTTCC 

ATTTTATACCTGTGTCTAGTTAGTTTCTGCCTATCTATCCAAGAAGCTTT 

TATCAAGGGTCCACCATGTGCCAGCCACTGAAGTAGATATAAATACAAGG 

ATGTGTAAGGTATGGATGATGGTATACGAACTGTCATCTTACTGGATTTG 

TCCGCTCTGTTAAAGATACGGTTCCGAAAACTTTTTAAAGCCCTAGAGAG 

GGCTTTAAGGCAATGTAGCATCATATATAGAGGCATCAACCTGTTCATAT 

CTTTCTATTTAACAGAACTGGGCACCTGGGCACAAGGGGTGGGCACAACA 

GGGATGGGTACCTTG 

>Sequence 14 

AGGTACATCATATGCCTGCTGAAGTGCTCTGACTTTAGGATGAGAAACTC 

TAACATAGGCCGGAAGACAAATAAACCATAAACTGTAACAATGACTAAAC 

AGACACTTGGCCCACTGTGGTGGATTTGTATAACATCTCTTCGCCAATTT 

ATGAGCTGTTTTTATTTCCTGTTTAGTTCTCTTAGCCATGAGAGGTGGAC 

TCTTTGACCTGCCCG 

>Sequence 15 

GCGTTCTTATTTCGCGCGATTTGTTGTCCACCTCGCGGGCGGCCGCCCGG 

GCTTGTTCCAAAAGGGTGTATACCCANAGGTGATAACAACCGCGGGNNGA 

GCAANAAAGGGGGCATTCGGGGGAAAGACCGCACAAACGGGGNGAAAGCG 

GGAAAGCCACCCGAGGAAGCACACACCGCANACAACACCAAAAAANACAC 

ACGGGCGAGAAGCCGAAGCNCAGAAGAGAGAGGGGAAAAAGACGCAGACG 

GAGCCCAACCCCCAAGGAACAACAGAGGACCCAGACCGGGGAAAGACCAA 

ACCAGCGCAAAGAGGGGGGGAAAAGGGCCAGGCAGCCNAGCAACCANACC 

CGCGAGCAGAGAAAGCACACAGGAGACAAGCCCCACAAACGGGAAGAAAG 

GGGAAAAACCGCCAGGAGAAGCCCAGGCCCAAAACCGCACCAGAGAAACC 

ACACCCGGGGAAAGACCNAAGCCGACAACGAAACCAAGGGAAGGNNCGAC 

CCAAAGCGCCGCCCGGAAGACAGCAGGGAGGCCACCCCAAGGAGGAAACC 

GAAAAAAGGGAGGAAGGGGGGAAACCCCN 

>Sequence 16 

AGGTGTGAATCAACGCAGGTCAAAATGAAATTTACACTGAAGGCTTCCAA 

ACCAAAGGGAAGGACAGGATGTGTCATCAAATATGTTTCGTCACCTTGTA 

TTATACAAAAGGCTATTTTCTAAAGAGTCAGAGAAAATCTGTGAAACTTA 

TTGTGCGGCCCCCTTGTAATTAAATGTTAACTCCCTTGTATTTAATTTTC 

AACACTACATTAAGAATTAAGTGGTTTCAGTTTGTGGACATAAGCAACAC 

TTATTAATATCAAGGTGTTTAAGAACTCAGGAGGTCAAACATATGAATAC 

CAACAGAGATCAGTATTTTCAAAATAAACATTATTTATACAAAATAGTTT 

TTAAATTAAATCAGAAAGCATTTAAAATAATTAATTTTACTGTATAAAGA 

ATTTGCTTTATTTTAGCTATGTAATTGTATCTTTCAGAAAACAGAAAGCT 
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GCTAATGTCACCCTGGCTGTCCTTGACCTGTGCAGAAAGCACTGCCAACC 

CTGGACAAGTGGGGGAGGGCCCTTATGTGCCCAGGCCCCAGCAGGAGACA 

CCTACCAGGAATTTAGTGGGACAAAGTTTTAAGGGATCTGGATATCTGCC 

CACACNCACAGGTGGAACAGGTTCCTTTAATTGGCGAGTGGACAGGGGTC 

TT 

>Sequence 7 

AGGTACTGAAAGGATGAAAAGGTGGTGTCATGTTTTGGGGAGAATCTTAC 

TTCTCAAATGGAAATTGCACTTTTTGCTGAATCCTTTGCATTTTTTTGGT 

AGTAAGCAGTTCATTGAGTATCAGGTCCTCAAAGGAATGAGTTGGCCCGG 

CTAGGGTGGGCCCTCTTGACCTAACTTCAGAGGGGGCCTTGGCTCAGTAG 

GTGTGAATCAGGGAAGCCACATTGTCCTCAGGGTGCTGTATGAAGCTGGG 

TGTG GGCG GATTCCTCCCACACCTTCACACTGGCCTGCCTCCAACTCATA 

CAGATTTTGGAGCGGGCGGGACCCTGCCCGGGCGGGCCGTTTTA 

>Sequence 8 

A GGTAC ATGTATTTGTCACTTAAAGGTTCTTTCTGTAAACTGCTTCAGAT 

TCTTTTACTATTCAATTTTTAATTGTTAATATCTGTAAAGAACGTTAATA 

TT CCTCT TTATAATCAATCTTTCCCAGTTAGCCTTAAAAATGTATTCCCT 

ACT TTTG CTTCAGGAGATCATTATTTGCAAATGCAAAGATTTTTTACTTA 

GACTTTTGAAATCACTCTTAGTAACTTTAACATTGTTTTTAGGTATGAAA 

TTGAAGGCTGTGAAGTGATTTGGGCCATTAAAGATAAAGCTATAGGGAAT 

ACTTTCTTTG ATG C AGG AGC AGCTG A ATTCTTG ACTTC A AAGCTC ATTGC 

TGAAAAAATAAGAGCTAAAATTGCACATAAAAGAACCACGATTTCACTTG 

AAGGAGGAAAAAAGGAGCTTGAAGCCAATCTAAAGCAAATATGTAGGAAG 

TGCATTGGGACCAGAATTGCATGAAGGGTTGTATCTTTAACGGACAAAAA 

ATTTTTTTATTAGATTAACCTTGAATTTTGTGAAGTAAAG 

>Sequence 9 

GATGCAGAGTCGGAAGGGAGCAGACTGCCCTGCTGGTGAGGGAGGTGATT 

ACCCAGGGCGAGTGTGCAGCCACTCAATGGCAGGGATTCTTTTCTATTTC 

CAGCCGGGGTGGAAGAGAACCCCTTTGTCCCTCAGACAAGTGGCCCCAGT 

TGAGCCCAGCGCTGAAACCGCCAGTCATCCGCCTCTGCAGGAAGTGGCCG 

CCCTGACACATAGCCCAGGGCTGGATTCTTGTGGAAGAGTCAGTGGAGTG 

AGATGGTGATTGAAAAAGGAAGAAGGCCCCTCCTCAGATCCAGGGCTTTA 

ACCCCAGCGCACTCCCCGATGTCTCACCCTTTGAGCTCCATGACTGCATT 

CCCACTTCAAGGTGCAGGCACGGACGCTAACGGCCCAGTGACTTGGCCAA 

GGCCACCCAGTAATGCAGCAGCTGAATTGGGGGCATCTACTTCTGGCCAG 

CACAGCGACTGGCCTTTACAGGCTGCTCCTGGACAGGTGTGTCTGGAAAG 

ACTGCAGGGCAGCCACTCCGGATGCTCGGGCTACCCCAGCTCCCCTTTGC 

TTTA 

>Sequence 10 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTAATTGCACTTAACACA 

ATGAAC CTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

C i 1 1 1 1 ATAAAAACTGCTTTCAAAAGGCATAG AGACACCACACATGGTCC 

ACAGTAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAA^TACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCTAAAAGAATGTGAGCAATCCTATAACCAGC 

TTTAAGCCATCTGCTTGATTTCi 1 1 11 1 11 1 1 1 nTTTGGTAGGGACCCT 

TTTTGGGAAAAGGGAATTCCCCCTTTGTTCCATAACATATAAAAAACCTT 

TTGAAGCTTCCAAATAGCTGGGTTTTGGGAAAATACACCCCTTTTTTTTT 

ACTTGGCCGGGGGCCCCCCAACATTTCCGGTGGGTTTTCCAAACATCCCC 

AAGATTTTGTGAGGAA 

>Sequence 1 1 

CCGGGCAGGTACACACCAGGGATTGGGGGCCCTGCAGCTTCTACGCCCAG 
GGACATTTGCTTCGGGGACTGGAGTCCTTGCTGTGGCGTGAGGCTGTGTC 
TGGCGTCTGGGAGGAGGACTGTGTGGGGTCTGGGTTCCCCAGCCCTAATG 
ACCCAGCTGGTTGAAGGCAGCAGATGAAAGGAGACAAATGACCACGCAAA 
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>Sequence 1 

CCGGGCAGGTACACTATCCCTCATGATGACTCCTTAAGTGGGTCATCGTC 

TGCATCTTCGTGTGAACCAGTGAGTGATTTTCCAGCATCTTTCCGAAAAT 

CTACCTACTGGATGAAGATGAGAAGAATCAAGCCAGCTGCTACTTCTCAT 

GTCGAAGGGTCAGGTGGAGTATCAGCCAAGGGGAAAAGGAAACCCAGGCA 

GGAAGAAGATGAAGACTATCGAGAATTTCCTCAGAAGAAGCATAAGCTTT 

ATGGGAGGAAGCAACGGCCTAAAACTCAGCCCAATCCCAAATCCCAGGCC 

CGTCGTATTCGGAAGGAACCACCAGTTTATGCAGCAGGCAGTTTGGAGGA 

GCAATGGTACCT 

>Sequence 2 

AGGTACTTTTCAAACTCCAGATCTAAATATGTTTACTTTTCATGTGGATT 

CGGAACATCCCAATGTAGTGCTAAATTCATCCTATGTTTGTGTCGAATGC 

AATTTTCTTACCAAAAGGTATGATGCACTTTCTGAGCATAATCTGAAATA 

TCACCCAGGAGAAGAGAATTTTAAGTTGACTATGGTGAAACGTAATAACC 

AGACAATCTTTGAACAAACAATAAATGATCTGACTTTTGATGGTAGTTTT 

GTTAAAGAGGAGAATGCAGAGCAAGCAGAATCTACAGAAGTTTCTTCTTC 

GGGAATATCTATCAGTAAAACTCCTATCATGAAAATGATGAAAAATAAAG 

TGGAAAATAAACGGATTGCAGTTCATCATAACrCAGTTGAGGACGTTCCT 

GAAGAGAAAGAGAATGAAATCAAACCAGACCGTGAAGAAATTGTAGAAAA 

TCCAAGTTCTTCAGCTTCTGAATCTAATACAAGT 

>Sequence 3 

AGGTACCTGCCCATCCACTGCCTTTTCCATGTATCCTGGAACTGAGCATA 

GACCTCTTCCCAGGCAGAGCTGACAGCAAGTAAAGGAGATCATAATCAGG 

GGACCAAACAACTTTGTCTAAAGTGTGAATGTCACCTAAGGAGAAGCTGT 

GAGATCAGAAGGGTGGGGCAGAGGAGCAGACACCATGAGGGAGAGTCCTT 

GGGGGTACCTGCCCG 

>Sequence 4 

CCGGGCAGGTGCTGATCTTTCACGGTCAAGCCCCGGGGGGGACCCATCCC 

TGCGGTCACCTTGACCGAACCCTGTGAAAGCTACTGAAATATAGGAACCA 

GCACTTACTCTGAAACACACAAACTCTGGTGCCTTTGAGGCTGGCCTGCC 

TGAATGCACACCTGAACTCCGGATTCACAGCAACTAGTCGGATGATCCAC 

AGTGGAAGAAGCCAAATGCCATGCTATGAGGATACTCAAGCAACTTCATG 

GAGATGTATGTATGGAGAGAAACTGAGGCCTCCTGCCAACAGCCAGCACT 

AACTTGGCAAGCATGTTTGAGAGCCACCTGGGAAGTGGAGCCCTCAGCCC 

CAGTTAAACCTTCAGATGAGACTGCAGTCCTGGCCACCATTTGGACTGCA 

ACTTCACAAGAGCTTCTAAACCAAAGCCATGCAGATGGATTCTTGGCCCC 

CAAAAATTGTGCCACTACATTTTTGGGAAATTTATTATGCAACCATAGAT 

TACCAATACACTTACTATTTTTTTTTTTTGATGCCATACTAAAAAAAAAA 

A AAAA AAACCCTGGCCCGTTTAAAAACAATGGATCCCCCGGGCTGGGGGA 

ATTTTAATTAAAATTTAAAAATACCAAACACTTATGGAGAACCGCCACCT 

TTTGGGCCCCGCA 

>Sequence 5 

CCGGGCAGGTACTGAAAGGATGAAAAGGTGGTGTCATGTTTTGGGGAGAA 

TCTTACTTCTCAAATGGAAATTGCACTTTGTGGTGAATCCTTTGCATTTT 

TTTGGTAGTAAGCAGTTCATTGAGTATCAGGTCCTCAAAGGAATGAGTTG 

GCCCGGCTAGGGTGGGCCCTCTTGACCTAACTTCAGAGGGGGCCTTGGCT 

CAGTAGGTGTGAATCAGGGAAGCCACATTGTCCTCAGGGTGCTGTATGAA 

GCTGGG 

>Sequence 6 

CCGGGCAGGTACCTTCACTGGAGCACTTGGAAAACAGAAGAAATCAAAGG 

GCAGTCAGGACTCTCCCAGCAGGCAGGGACCAGGTCAGAGTCAGGATGAA 

GACAAAGCACCCTGAGCAAGAAGCAATGGAAGAGATGCTTGTGACCCGAG 

CTGATGGGGAAGGTTGAGGGCAACGCAGAGACCCCACTGCCGACTTGCCA 

AGAAAACGTGCAGGAAATGAGGGAAGGCTCCATTTTCCTGAGAAAAGGGA 

TGGAGGAACATAAGCAGCATCAAGCTCCAGCTACTGGCTCTTTGAGAATG 

TAGTCGGGACTTGCCCCAGTCACCCTTGCCCTGAGAACTCAGTGACTGGG 
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GGAAAAGTGCCGAGCGAAGGGGAAAGAANAGCTCCTTATAAAACCATCAAGATCTGATGA 

GAACTCAGTCACTATCACAAGAACAGCATGGGGGAAACCGCCTCCGTGATTCAAATACCT 

CCACATGGTCTTGATCCCTTGACATGTGGGGATTATGGGGATTATGGGCTTACAATTCAA 

GATGAGATTTGGGTAGGGACACAAAGCCGMCCTTATCGGTTATTCCAGCTTTCTTTTGG 

TTA GTGTT AATGTAAGTATATCTTTTTCTATAC^ 

TTTATTTTATTTTA 

Sequence 4841 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATCTTCATCAMGCTTTTGAACCCAAGTC 

TCAGATTGCCTTTGATCAGAAGCCTGGTTTGTCCCCCAGTGCAGAAATGTAGGAACTGTG 

TGAGAGAAAGAGAAAGAGGGAGAGAAGGAGGGAAGAAAGAGGAGAGAGAGAAAAAGAAAG 

GGAGGAGGAGCAGGAGAGAGAAGCCTGTCTCGCCTACTATAGAATTTTCTTCTCTCCTCT 

CAAMCAAGTTCCTTACACATTTGGCTGACCGCATGGTACCTCGGCCGNGACCACGCTAA 

GGGCGAATTCCAGCACACT 

Sequence 4842 

ACI I I I I I I I 1 1 I I I I I I I I II 1 1 I CACATCTGTTTTGTGACTTCTTCAAATTGAATATN 
TTTAGGAATTGGGGAAMTGANCTTTTAGTATAMTTGCCTATMTTTTCATTTCTGTGT 
CTAAAAGANTCCACAATATATCANCCTGANATTATNATAAGCTTTGAATTACA 
Sequence 4843 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCACGCTGACGAACTATGGAATCAACAA 

GCTGCATTTGATGCTGTCGTGATTTGCGGAGTTGTTCTAGTTCAGTAAGGGCACTCTCAA 

GTTTGAGCTGAAGCTCAGTGATTCTGTAGAAAAAGTCGGCCTAATTCACAGGACTGAACT 

GAGAGTTAACTGATTGTAATTTCTACTGTAATTAACCAAGCATCTTTGCCTACCATTCAT 

CATACC ATTTTTGTCTCTCTCATTA 1 1 I 1 I I I I C ATGCTG AGTATTTT ATGAACTACTTT 

TTAAATCCCCACCACACAGGACTCANGTACCTTGGCCGCGACCACNCTAAGGGGCGAATT 

CC 
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AGTMNTAAATTTAGGMGGTTTTTTTCAT 
Sequence 4835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNCGGGTCANTCANTGGNTCATTGCTGACAAA 
GTCACTTTTAAGTNATGTTTTAWAANAACTACCNAGTGTGGCAGGNCANGCATGTNGCAG 
GACTGTTTCTGAGCNCAGATGAATGGATGAGCACCTGGC 
Sequence 4836 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATGTCCAAGGTCAGGTCCTGGGTGGTAAA 

GGTAAATACAAATTGGAAGGGCACTGTGTGAGCCAAAATGAGTCAGATTANTCATGATTC 

ATTTCCANTTTGGGTTTTGGGTGGTCTTGGANMTGTTGTMGCACTGCTTCATTGATAG 

GNTGATTGAGCCANACTTTACTCAGCAGCCTGGAAAAGGAGAGATGGGCTCTGGGTTCTA 

CCTTTGCTNACTGGTAAGTTGCTAAGATNTCAGCTTTGCCCTCAAACCCTGAAGTAGTCC 

TTCATTCACACAGNGGGATCACTCCAAAATGTCANATGGGGAAGTCCATAGGTTGTTACT 

TTAAAGAAAATAGAAAAAATGCTGGAAAAGGTTTCTTCAATTTTAATACCCATGAAGGCC 
CATGTTTTAGC 

Sequence 4837 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAGAGCCAGAAGGCTG7TGGTGAGATGGAG 

CAGTCACTGAGCGGGTCACCAGGAGAACTTACTTTATGAGATCTGCTGCTAATTTCTGAC 

TTTGGGCAAGTCACCTCACCAGTCTGGGGCTAAGATTCACTCCTCATCAGTAAAATGAAT 

ACmGGATGAGACGGGAGGTTTTCCCATTCTGATGCTAGGATCTTGTTCATGAGTTAAT 

GAAGACAGTTGAG GMGG TAAGGAGCTATTTCTACTTGATTAGTGAGGCTTCAGTCTATT 

TCAACATTTCAAAG I I I I I CATGATAATTTGTTCATGAAAAAAAAAGAAAACAGAGGAGT 

TGCTCCAGCTCTAAAAAAAATTTGAAAACCACACCCTGTGCTAATTGCAAGTCTAGTCTA 

CTCTGGTGCTGCTCTGTGGTATTGCAGACATAGAGTCTGCTCTGTGGTACCTGCCCGGGC 

GGCCGCTCGAAAGGGCGA 

Sequence 4838 

ACGCGGGTGGCTGGTTGTTTTTACCTATACAAATCAAAAGGCTATTTTGATTGTCTTCAT 

TTTCCCCTTATAAATTAGGTTGGTGTCTTTAGTCATTTAGGCTAAGTTTTACTATCTGAT 

TCTTAACTTTTCTATTGTAGAATGGTGCTGTCATGTGGACTGTCCTCCCGAGTGTCCCAC 

TGGATGTTCAGAGAATTTATGTGAAGGTCACGTCATTTAGCATTGAGATGCTGTGGTTAC 

CTTCTTCCATTTCTTCCATAATATGCAGCCACATCTATGTGTGAAGAAATGTAATAAGAT 

AAAAATTTCTCTGGACGCATAATAATGTGAGAAAAGATTGTCACATGTCCCAGCAAATTT 

GTTATTAANATAAAATTTGTTACTTGGCAAGCNTGAGATTT7TGCMGGMTGTTACTCA 

AAAATTTCACAAATGAAAGGGG 

Sequence 4839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I > H M 1 I I II I H I I I H M I I 1 M 1NCTT 

TCCTTAGTCTTGAGCATATGTGAAAAAAAGAAAMCTAAAATAAAATATTTTTTTAAAAT 

CTCCGTCTCAGTANAAGTCTCTTCTCATTAATTTTCGCTTTTMTCTTAA^ 

TTCAACTCAAGMCACTTTTTTCTCTTCAGTTGTATCTTCTTCTCCAGCACTTTGGTTTN 

TTCCCTGG GAATATT TACATACTCACAGACTTGGTCTCTTTGTTTAGAGCTACTAAGTTT 

TAGGGCGAi Mill I CTGTAGCAATAGAGAATCAGATGACCTATTGCCAANATTTCCTNA 

AACTACAAGGCTGNATANAACCGCCCTTTGACAATGAAATGGGGGCCCACGTTAAAAGTG 

CTTGAGCCCTNCCCTNAAGGGTAANATAGNAAGCCCCTGGCANTTCTTTTTTTAACAGNC 

NNCCTTGGCAGTTNAAAAAAAGCNAAGGGCCAGGTTTAAGTCAAAAAAATNANGGCCNGC 

TCCAGGGTTGGAGGCNNGGGTGGGGGGNTCTTATCCN I MINI I CCCCATTTGNGGNTA 

TCATTTCNAGTTTC I I I I I I I TNT 

Sequence 4840 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTATAAAGAACTGCCCAAGACTGGGTAATTT 
ATAATGGGAAGAGGTTTAATTGATTCACAGTTCAGCATGGCTGTGGAGGCCTCAGGAAAC 
TCGTAATTATGGCGGAGTGTGAAGAGGAAGCAAGGCACCTTCTTCACAAGGCAGCAGGAA 
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Sequence 4830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGATTTATTGCCTGCC AGGATT GGAATTCA 
TGCAGAGAGGAAGGATTCATGAAAAAAATAATCAAAGTCAGGAAAGTCI 1 1 ! 1 CTGTAAT 
CTTGTCTCATACAGTGAGTTATT7TTGTCCGGGTAGTTTACGGGGATGTAACTCCTTCAG 
TCATCTAACCGTGATGTAGTAAAAGTCATTTGCAGGAAATGAAACTCCACTTTGTTACTT 
TTTTCACTTAAmGGCTMTCTGATTAGCTTTAAAACATT^ 

TTTGTATGATGCCTATGGAAGACATATGGATTTAAATAGAACTTGGCTAACCATCTGCCA 

ATAAGAGAMGTGAGATGCTAAATCAGAGAGGCAGGAAAGTCTATTTCAGTAAAAGCTAT 

TTTGATCTGAAATACTGTAGGCAGTCTTTACAGAGTATTTTAATTGGGAGGATATTGATG 

CATGCTAGTAAAAGAAGTGTATTTGCTGATATGGTTGAAGTTATGTAATCATTAAATTTC 

TATATAAAGTTTAGAGATGTGGAACTATGTGAAAATTTTGATCCCTGTTAATTATAAATT 

TTTTTNCTAAAAAAAAAGCCCATTTGNTGGGAAAAAAAAA 

Sequence 4831 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCAATTAGAAGTTGTCATGGCAAAAGAAAA 

CCACAGCTGGCCTGCCACAGCCAACACAAGAAeCAGAAAATGGTNGATGAAATGAAGGAA 

TAAAGGTGGGGTTTATTCCTTATTATAAAAGAAAAAAAATAATTCTTCAGCAGTCTTAAC 

AAAGACATCAAGGATACAAAAATTACAAGTGTTTTGACTCCAGCCCTTGTCCCCATCTCC 

TCCAAGAAGCCGGAGGGTAGGGMGACMGTTTGAAAGGCAAACAAAGCCAATTTCTGGT 

AAAAAATTACCTTANNAAAACCCTTACCAMTTTGGAATTTAAAAATTCTTANAANCTTT 

CTTATTAAATTTTTGC I I t I I I I I AAAAAAAAAATTTTAAAATTATTCAAAAAAAGGGGN 

CCTGGCTTTTTTAANGTGGAACCAATTGCCTTATTTTTNCCTTACCCCANGAAAAA 

TAAMCCCCCCCCAAATTAACCCXCCCCTTCTTNGTCNCANNTTAAACCAATTGGCTTCA 

AANNTTTNNGAACCCAANGCCCAACCTTC 1 1 I II I I II I CNTTAAAACCCTNTTGTGTGG 

GAACCNAAGGTGTTGGGTTC I Mill IAAAA 

Sequence 4832 

ACCATGGCAGTCATGCAAAGCATGGGACAGAAGAAATACCACGGCAGTGAACTGTGAGGA 

TAACTTCCATTTTTTCCCTCGGAGAGAACAGTTTACGGGGCAGAGGTGATATGTTCTGCC 

TTTTGAAGATTACTGGCACACGTTCAGCTTTTTCACCTCTCTAATCGACTGGAAGCAGCC 

AGCCGATCACTAGTCCTCCATCCCCCTCGAGTCCTCCGATTGTCATGCCTAGGCCTTGCC 

ACAMGACAGCACCTTTATGTGAAAAAAAACTTAGAAAAAATGTAGGTTAAAGAAAGCAA 

TAAACTTTCTTTAAAAAAGTTAAATGGAGATNTTCTGGGAAACCAAGCCATGAATGCGA 

Sequence 4833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTMTTTTTGTTTAI I I M 1 1 1 I I I I GAGA 

GAGGAGGTCTCACTATGTTGCCGAGTCTAGTCTCAAACTCCTGGGCTCAAGCGCTTCTCC 

GGCCTTGGCCTCCCAAGTGCTGGTGAGCTCTCACACCGGTGCATTGTTTTCGTGTTTCAT 

GTTTTCGTTACATGTTACTTTCTTAGGCTTTTCCAATTTTCTGTTGTT^ 

GACCGTAGGATAGAACTTTCTGAGAGACTGATCTTGGTTTNACTAAGCAAGAACATTTGT 

AAGAATCAGTGCTGTCCCANATGTANGTAAATCCGCTATTGAGAAAAATAATGAAGTTCC 

CCCTTTACTNGAAGTACTCAGGNAAGAANTTGAATNAACTTAAACNTGCCTTATGAANGG 

AGATTTCTGATATGGGG 

Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCTGACGAAGAAAAGGGAAGATGGAGC 
CTCCATGTTGAACATGCCTGGCCCTCAGGTAACCCTTTTCTGTTGGCACAACTGCTGGCA 
TTCACCTGTGCAAGCTTCCAGCTTGCTTATCGGTGTTTGCAGCTCGATATTTCAGGCTGC 
TCTTTGTTAGAAAATAMTGATTTGGGGGCTGCTTTTTC 

GGACTCTGTTCTCCTTACTATCTGCCTAMTAATTTCTTTCTAGCTCCTGTATCAAAAGC 
ATTTTTTMTATTGTAMTTTGGMTATTAW 

TAGAGTAAATTAAATGTGTGAGATGAACATAAGAACAAACATATGGATAAGTGAAACAAA 
ACGGAGTTCAGAAATAAACCCCACGTATATAGAAAAATTAATNTTGGATCTAGGGGCCGA 
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GCAGTAAGNACCAGGATATCTTACACCTGGAGGGTTTGGTAGGTGGGGAAGAAAAGGAAG 

GGTGGT TTTATT TNTANGGGGTGGCCAAAGNCAANGGGGAGGGGATTTAAGGGGTAGGTT 

TAAATTATTT TTAAAN GTNCCNTTGNNACCCTTTTCCCAGATTGGGCTTTAACCAAGGGT 

TTTAAAGGGGTTTTTCTTA AANGGG GCCAGGGAAAGGGCCNAGAAAANTTNNCAAGCCGG 

GTTNNTTAAAATTCNAATTNTTTTTTGGGGANGGGG I I 1 1 1 1 1 I I CCCTNGGGGTTTTGG 

GNTTTTAAA 

Sequence 4826 

CCCTCTACTATGCATGCTCTGAGCGGNGCGCCACTGNAGATGGNATATCTTGCAGAATTC 

NCCCTTAGCGTGGNACGCGGGCCGNCGTACAAGATCTCTTANGGCNAATCCAATTCCATC 

AATACCTGGGGAAACACAAAAACCTGGTGCAGCTGGAAGGCTGCTGCACTGAAAAGCTGC 

CACTCTATATGGTGTTGGAGGATTGTGGCCCAAAGGGGGACCTGCTCGGCTTTCTCTGGA 

CCTGTTCGNCCGNGGGATGTNAATGACCTATTGGGATGGNCTTTCTNTATTGGATNCTNN 

ACNATGAAAAAACATAGTTATATCCACATTTCGGGAAAAGGCATGGTCCCTTTATTGGGC 

CGCCTGGGAAATATCCTGGACAGTGAANCAAAGCATTTTNGTTTCACAATGNGGGGNATG 

GTGGGGCCAAGCCCAAGGGAAANTAATTTCTTGGATNGCCAAAAAGNTGGAATCTTCCAN 

CTNGNCTNAAAGCCTNCNTGNTGNGGNTTTMGGGGGCNCTTGGGCCTTTATTGGAAAAG 

TT7TTACCMCCCNCNGNANNGGGGGCCCMTTCTTNCNCTTCTTAACCTTCCAANAACC 

CMTTACCCCTTNTTTCAAAAGTNGGGCNTTTGGCCCCCCAANTAAACCNGGNNTTTNTT 

CCCTTGAANAAACCCTTGGCTTANGCCATTTCAANTAAGCCAANANTGGTNGGTANCCCT 

TNGCCCCCGGGGNCNGGGNNCCGGCTTCGAAAAAANGG 

Sequence 4827 

ACNCGGGGATCTTACAGTCACTCAGGATGGGAGGAAGATTTATTTCACCGATTCTAGCAG 

CAAATGGCAAAGACGAGACTACCTGCTTCTGGTGATGGAGGGCACAGATGACGGGCGCCT 

GCTGGAGTATGATACTGTGACCAGGGAAGTAAAAGTTTTATTGGACCAGCTGCGGTTCCC 

GAATGGAGTCCANGCTGTCTCCTGCAGAAGACTTTGTCCTNGGTGGCAAGAAAACAACCA 

TGGCCAGGAATACCGAAGGAGTCTACCGTTTTCTGGCCTNGATGAAGGGGCCGGGGGCTT 

GATCTGTTTGTGGGAGAAACATTGCCTGNGATTTCCAGACAAACATTCTCGGCCCANCAN 
GCTTCTGGG 

Sequence 4828 

NNGCCCTTTCGAGCGGCCGNCCGGGCAGGTACGCGGGAGCCCAATTAGGTCTCCACCCCT 

GACTCCCCTCAGCCATAGAAGGCCCCACCCCAGTCTCAGCCCTACTCCACTCAAGCACTA 

TAGTTTGTAGCAGGAATCTTCTTACTCATCCCGCTTCCACCCCCTAGCAGAAAATAGCCC 

ACTAATCCAAACTGCTMCACTATGCTTAGGCNGCTATCACCACTCTATTCGGCAGCANG 

TCTTGCGCCCCNTTACACAAAAAATGGACAATCCAAAAAAAAATCCGNAAGCCCTTTCCT 

CCACTTTTCAAAGGTTCAAAACCTTAGGGGACCTCCAATAAAATTAGGGTTTACCAAATC 

CGGGGCATTCAAAAACCCAAAACNCAACCANCCCTTAGGCCNCCNGANTNNGGTGNANAA 

AGTTNAATGAGAGAGAAT TGNGG TTAACCTCTTNTGGGCCCGGCGGGAACACAACTCGCC 

TTAAAAGGGGGCNGGAMTTTTTCCNAAGCCCACCNACCTTGGGCCNGGGNCCCGGTTTT 
AC 

Sequence 4829 

CCCTTTCGAGCGGGCGCCCGGGCAGGTACTTTN I H 1 1 1 1 1 1 1 1 I I U I ) | 1 1| ) ) 1 1 AG 

GCTAAAATCATTTAATTATACNCAGGCCACAA7TGCAGGATGGAAAGGCAGTGGGCACTT 

GGAAGTGACTACNCATGGCAATAAGCANCCTATNTTNTTTACCAACCAAAAGTTTNTTGG 

NGGCATGTGATGGTAGGCCANNACCCTTTCCAAGGGGAATAATTNCCTACACTAANCCTA 

CACNTGTACTGGNGAGAAGTCCATTGGTGGGNAACAAGGCCAACAGGGCAANTGNGGAAG 

GGAAAATTTNTATGACNCCACTTGGGGTCAAAAAATTTNTTAAGGCCCCANNCATGNATT 

CANGGGATGGTAAGGCCTCCATTAAATTTTTTTTAAACCCANCAMTTTTTTTGANNAAG 

AAACA AAAAATTTTNTTGCGAAANNCACCTTTAAAGGGGTTTTGTTTCCTTTNCNTTTTT 
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Sequence 4820 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCACCACATTCTCCAGCTATACTGCCCAGG 

AATCACTCTACCTCCCCCATCCCTGTTGCTGCTGCACCTCAACCTGCTACTTGAAACCAC 

GGGCCCAGCAAAGAAACTGTGCTCCAAGTGCCCAAACCAATTCAGTTCCCTGTTCCGCAG 

GAATCAGAGCTTCAGCATAGGGAAGCAGCCATGACCCCAGCATCGAAGCCCATGCTGTGC 

CTTGCCCTTAGGAGACCAGGTGCTCTCATCTAGTGGGAAAAGCTTGTACCTCGGCCGCGA 

CCACGCTTAAGNGGCCGAATTCCAAGCACCACTGGCGGCCCGTTTACTAGTGGGATCCCG 

AGCTCGGGTACCCA 

Sequence 4821 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTACTGGACAGGCCCTTTGACGAGACGACGT 

ATGAAGAAACAGAAGACTGAGCCTTTTTGGTGCTCCCTCAGAGGAACTCTCCCTCACCCA 

GGACAGCCTGTGGCCTTTGTGAGCCAGTTCCAGGAACCACACTTCTGTGGCCATCTCACG 

TGAAAGACATTGCCTCAGCTACTGAAGGTGGCCACCTCCACTCTAAATGGACATTTTGTA 

AAATAGTAAAAAAACTGCTTCTTAATCCTTCCTTTGCTAAAATCTCACCCTTTTAAAAAA 

CGAAAG GTGGA CTCACTTTGCTTTTTTTCAAGTCCATTAAAAAAACAATTT^ 

AAACCCATT7TCTACTTGTGAAAATCACCGCTGGACCCTTAGCCTTGTCTCTNGGCTAAA 

CCACCACCAGGCCAATTCC 

Sequence 4822 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNN M fTTTTTTTl I GANACGGAGTCTCACTC 
TGTCATCAGGCTGGAGTGCAGTGGCGtGATCTCGGCTCGCTGCAATCTCTAGCCTCCCAG 
GTTCAAGCGATTCCCCCACCTCAGCCTTCCAAGAAGCTGGGACTACAGGCATGCNCCATN 
NTGCCCGGNTMTTTTTTTGATATTTTAGTTAGTGACAGA 

CAGNATGGTCTCCNATNCTCCTTGACCCTTGTGGATCCACCCCACACTNTGGCCCTCCCC 
AAANGTGCTTGGGGGATTTACCANGCCATTTAAGCCCAACCGCTGGCCCCAAGGCCCTTT 
AA 

Sequence 4823 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGGTCCCGTTGGTGCTGCAGGTGC 
ACCTGGTCCTCATGGCCCCGTGGGTCCTGCTGGCAAACATGGAAACCGTGGTGAAA 
Sequence 4824 

CCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 I I I I I I I I 1 1 I GCTCCAAGAATGTATTT 

ATTTACATGAAAACACCATTTTATACAAATTGAAGACACATCTTAAAAGAAGGGTTTGTC 

CAGGCATGCCTTCCTCATCCCCTTATATTGCCACTTCCATTTTCATCTTCTTTTGNATCA 

TAAATGAAACTTCAGGACTGGTTAAAGAAAAATTGAATCTGGCCTCTTNTCCCCACCCAA 

AATTACTTTCCGATTATTTTAATGTCTGGTAAGTGATCCCTTCAAAAGAAAMGGTCTTG 

CCCGGGGGGTTATTTTMTTTTMTTTATTTATGGTAANACCAGGNGGTAANAAAGGCGG 

ATCATTGTCAATAAAGNCAATGGATTTCTGGTACCCTCGGCCCGCGAAACNCACCGCCTT 

AAGGGGCCGAAATTTCCANGCCACAACCTGGGCNGGCCCGGNTNCCTAAGGTGGGGAATC 

CCGGAGCCTCCGGGTACCCAMGCCTTTGGGGCGGTNAATCCATGGGGCCAATTAAGCCT 

GGTTTTCCCCTGGNTGNTGGAAAMTTGGGGTTMTTCCCCNCNTCACCAAANTTTCCCC 

ACACCCAAACATTANCNGAAGCCCCGGGGAAAGNCATTAAAAAGGGTGNNTNAAAAGGCC 

CCTGGGGGGG 

Sequence 4825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGGGTTTTGGTCACGTTGGCCAGGCTGG 

TCTCGAACTCCTGACCTCAAGCCATCTACCCACGTCAGCCCCTCAAAGTGCTGGGATTAT 

GGCATGAGCCACCATGCCTGGCCAGACAGGAGAACTTAATGATTGCAGGCATTTAAGGAA 

GTCTCTGCACAATTATGAGCTGACCATTAAACTAACCAAGCCAAGAGACCTTGGTGGCCC 

ACACACAATTANAAAAATATAGACTTAAAAATANATTCAGAAATGACAACCACAAAACCA 

GTGACCAACAAATAANCMGGMTMNACTCTGGGGGGTGGCAGGGAAAATTCCCGATTT 

ACAGGAGGTTTGCTTACTGNTTAAGAAGAAACCCAAAACTGGGGCCCGCTTGCCCTGCTG 
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CGGGCAGGTACCTG GAGGTC TGGACAGTTATACTGTAACCTCTTAAGTTTTAATGTGCTA 

AATATATCTTGTATGATTTTTTATTTTTTAATAACATTGGAAATATATTCAAGAGATTAT 

GATTCTGTAAAGCTGTGGAATGAAGCTGCAGATTTAGAGAACATTGGCTTCTGAAAAAAA 

AAGAGTGAAGATAGTACGCGGGGGACTCTCAGCAGCTCAACTGCCCAGCGTGACCAGTGG 

CCACCTCTGCAGTGTCTTCCACAACCTGGGATGAAATTGATTCTGCAGTAAAGATGTTGG 

TGTCATTAAAAATGAGCTACAAAGCTGCCGCGGG 

Sequence 4814 

CGGGCAGGTACGCGGGGGCAGAAGAGGAAGATTTCTGAAGAGTGCAGCTGCCTGAACCGA 

GCCCTGCCGAACAGCTGAGAATTGCACTGCAACCATGAGTGAGAACAATAAGAATTCCTT 

GGAGAGCAGCCTACGGCAACTAAAATGCCATTTCACCTGGAACTTTGATGGAGGGAGAAA 

ACTCCTTGGATGATTTTGAAGACAAAGTATTTTACCGGACTGAGTTTCAGAATCGTGAAT 

TCAAAAGCCACAATGTGCAACCTACTGGCCTATCTAAAACACCTCAAANGGCAAAACGAG 

GCANCCCTGGGMTGCTTACGTAAAGCTGAAGATTTTTCACCNGAANCTTCTTAACCAGC 

CAAAATTAAAAATTCTGG TCACCT GGGGAAACTATGCCTGGGTCTACTATTACATGGGCC 

GACTTTTAMCTTTCAGMTTTTTGTAACAAGGGNAACATGTCTGTGANAAGTTTNCAGT 

CCCTNTAAAATGAAAATCCAAACTTGATTGTGAAGAAGGGGGACCCGGTTAAGTGGGGAG 

GAACCCAAAANGAAAAACNAAGGGTCTTTGAAAAGCTCTGGAAAAAA 

Sequence 4815 

CGGGCAGGTACAGTATGGCTTAAAAGGCTCTGCCTTAGATTCTAGAATCCAGAACATTTT 

CTCCAAAGACAATCAGGGTATGGGGGAGAAGTTAGTTCCAGAGAAGAGAGCGAGTCCAGG 

GTAGAAGGGATTCTTTTCTCCTGAGGGTCTATGGTCTCCCATTTTTTAAAGCAGCAGTGG 

TATCTATCCCACTCATGGCCTAGAGGTTGCACAGAGCTGTCTGGCACCCGCTTCTTTGGC 

TTTTCTCTCCTGAC ACCCAG CAATGCTTACTCAGAGCGTTGAAGGCGGCCAGCACCTCGA 

AAGAGATTCT CTGATT TTTTGTGAACACCTGGATGGTGAACCCATCAAGGGACTTCTGGA 

TCTCGAAATTGTTTTTCAACCACTTCGTGAACAGACAGAACTTCAGCTTATCCCCAGTTT 

TATCGANGATGTCACGTTGGCTTCTCTTCTGATCCTGGAATTGGTTTTAAGTCACTGAAA 

GAAGAGGACCAAGGGTNCCT 

Sequence 4816 

CGGGCAGGTACAGCATCACTCGGATTCTGTGTCCAATGGCCTTAGCAGGAAGATTGCTTC 

GGAATTT GGCAC GAACCATGCCACTGTTTCCATGGGCCCGAGTTACTTTTCCCCAGATGA 

CTCTGGGTTTTTGTTTTGGG TTTGG CCGCCAGGGAAGTGACTGGGGTTGGTTCTTTGGCT 

TTATATACATAAAG CGCCA TC TTTTG CCCCAAAATAAGAAATTCTGGTTTCATTCTTCGG 

GCCGTAAMCACCCTTTTAAATTTTTAAAGAAAGAAGCTGGNGTGCTCCCCTTTGGGTTC 
CC 

Sequence 4817 

AGGTACNCGGGGGAGATCTGNGTNAGAACGTGCGTGNGAGCGGATACAAAACCCGANAGA 

GGCNTGAGCAGCGCTGAGTTTGCGAGCGGGAGCGAGGGGCGCCGGCTGGGGTGTGTGCTC 
TCTGAGCTCTTCAG 

Sequence 4818 

CCCTTTCGAGCGGCCGNCCGGGCAGGAACNNAAAANAGCCAGTTTTGGTTGAGGCTCTTC 

ANTTATNCCCAGGTTTGGCAGCACTGANAACCGCAAGNAACGNGCCTGTTGTTACAAAAA 

AGGAGATTTGACTCAGCTGCCCTTTGGTGCATCTGACTGACTATGACTGCTGAGNAGATT 

CCAAGGGACCCTTAATGCCAGGGCTAACNCTCTCCCATGTGCAGNTGNAGACCTCCTGGN 
AGGGAAAGTGTCATCCCT 

Sequence 4819 

AGCGGCCGCCCGGGCAGGTACGCGGGGAGTTCTCTCAGGCTTTCCAGAGCTCAGGACCTC 

TGAGAAGAATGGAGCCCTCCTGGCTTCAGGAACTCATGGCTCACCCCTTCTTGCTGCTGA 

TCCTCCTCTGCATGTCJCTGCTGCTGTTTCAGGTAATCAGGTTGTACCTCGGGCGCGACC 
ACGCTAAGGG 
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CGGGCAGGTACATT7TTAAAGAGTTGTTTTTTGGCCGGGCGCAGTGGCTCATGCCTGTAA 

TCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTCTGGAGTTTGAGACCATCC 

TGGCTAACACAGTGAAATCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGGTG 

GCTGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGG 

AAGGAAGAGGTTGCAGTGAGCCAAGATTGCGCCCCTGCACTCCAGCCTGGGCAACAGAGC 

AAGACTCCATCTTCGCAAAANAAAAATAAAATNNANAAGTNCCTCGGC 

Sequence 48Q9 

CGGGCAGGTACAGTGGTCCTTTTCAGAGTTGGACTTCTAGACTCACCTGTTCTCACTCCC 

TGTTTTAATTCAACCCAGCCATGCAATGCCAAATAATAGMTTTGCTCCCTACCAGCTGA 

ACAGGGAGGAGTCTGTGCAGCTTCTGACACTTGTTGTTGAACATGGCTAAATNCAATGGG 

TATCGCTGAAACTMGTTGTANA AATTA ACAAATNTNCTGCTTGGTTAAAATGGCTACAC 

TCATCTGACTCATTCTTTATTCTATTTTMTTGGNTTGGGATTCTTGCCTNANGTGCGTA 

TTCCAACTNTTGG NTTTACCCTNCTAATAGTCATACTAGTANGTC ATACTCC NGGGGN N G 

GGGGGGTATTTCCATAAAAAACCTTTTAAANGGCTGGGANNGCCAGCCAAGNCATTCAAA 

ATNAGTGNMTGGGNNCTCNTCTTTTGGGCTNGGAAATTTTCAAAAAACCTTCAANAANA 

AAATGNGGNCCATTNCNGGGAGGAAANNNNNAANAATANCCCCTTNGAAGGGGANAAAAA 

ANC^CCCAAANTGGGGGGGGGGAANANGATTMNTTCCCCCTTAAMNGCCTTTTAAAA 

ANTTTTGGNGNACCANATTTNTACCNTATNGGNTNANCGCCATTTTTTGNCCCAGGGGGG 

GCNTTAAANGGCTCCCNATACCTCCCAACCTGTGAANNTNTTNAAAGGAAANAAANAANT 

NANNCCCATTNAAAAAAAAAATTNAAAAACCCATTTTTANA 

Sequence 4810 

AGGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGG 

CACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACCTCCAGAGGTAA 

CTGTGCTCACGAACAGCCCTGTGGAACTGAGAGAGCCCAACGTCCTCATCTGTTTCATCG 

ACAAGTTCACCCCACCAGTGGTCAATGTCACGTGGCTTCGAAATGGAAAACCTGTCACCA 

CAGGAGTGTCAGAGACAGTCTTCCTGCCCAGGGAAGACCACCTTTTCCGCAAGTTCCACT 
ATCTCCCCTTC 

Sequence 481 1 

ACAGATACATGGACACAATCATGGCAGCCAGCTCGAGGCCCCCAATTCCAGCTGCCACAC 

C ACCCA CGGTGACTGC ATTAG TTCGGATGTCATACAAAAGCTGATTGAAGCAACCCTCTA 

CTTTTTGGTCGTGAGCCTTTTGCTTGGTGCAGGTTTCATTGGCTGTGTTGGTGACGTTGT 

CATTGCAACAGAATGGGGGAAAGGCACTGTTCTCTTTGAAGTAGGGTGAGTCCTCAAAAT 

CCGTATAGTTGGTGAAGCCACAGCACTTGAGCCCTTTCATGGTGGTGTTCCACACTTGAG 

TGAAGTCTTCCTGGGAACCATAATCTTTCTTGATGGCAGGCACTACCAGCAACGTCAGGG 

MGTGCTCACCATTTGTGGTGTACTTCACACTTACTAAGATGTTAAAACTATATGAATTA 

TTGG GCATATACTGACTGGACTGCATATTTTGGTAGTAAAATAGGGGNAAAAATAAAGTA 

TTTTAAGTTTGGANGGGATAMTTTTGAATCCGMTCACCCTGAATTGTTCTTATTGTM 

AT GGGA AAAANATTC I I I I I CCTTGGCTTTTCTTTGGGGGTNAAANGGGATANTATTTCT 

TATTTTGGGATTGGGAAATTCCTTATTTCNAAATACAAN M I I I I I I I AAAAAAGTTTAC 

CTCCTNATTTGGGACCAAAAAAAAAAAAAAAAA 

Sequence 4812 

ACCAATTGTCAACTAAGGTAAGAACATTGGGTGTGTTCCCACCCACAAACTCCTTCATCA 

CCTTTGCTACATTGGTGCCGCTTTGGTCCAAGTTGCGGGCTTGGGCTCGTGCCCGCAATT 

TGCTTACTAGTTCTACCACACTGCAGGTAATCCCAGCCACAGCAGCTGCTGCTCCCAGAC 

CCATGCCAGTGTCCAAGAGCACAAAACTGATTCCTTCTGTGAAGGGTGCCAGACCCAGGC 

CGAGGAGGGTCAGGATGCCAGAGGTAGTGCCAACAGAGTTGGACACCACATTGGCAATGG 

TGGTGCCTCTGTGGG ACCT GCTCAACCTCCTTCCGCAAGGGCACGGGAGCTTCCTTATGT 

NATCCTCMGCTTCCCTTTTCAACCCGMNGGAAACTCTTTTCAAA 

Sequence 4813 
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AGGTGTTTGGAAACTTGGCCTTATMTTAGGCTGAATTATGGCTTCMGGTCTACAATTT 

TATGTGTATGGGTTCACAAGCCTANCCTTNTATTTACCATTTTGAAAATNACAGAATTTT 

TTTACCAACCTTTGGGMTTCCTTTTTTTMGNTTAATANTGNm 

TTTAAAATTGGGTCCAAAACCTATTTT 

Sequence 4803 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCTTGACTAATTTTTGTGA I I I I I I M I GG 
TAGAGACCAGGGGTTTCACTATGTTGACCAAGCTGGTCTTGGAACTCCTGGGCTCAAGTG 
ATCCTCCTGCCTTGGCCTCCCAAAATGCTGGGATTACAGGCATGAGC CACTGTG CCTGGC 
TGGATA7TGAAATTTNTTTTTTN I I 1 I 1 I I I I AGAANACAGGGTTTTCGCTNTTGTTGCC 
AGGGCCTGNGAGTGCAATGGGNNGNGATCTTTGGCTCACTTGNAACCTTCGGCCTCCCGG 
GGTTCAAAGCCAATTCTNCTGCCTTCAGACCTCCCAANTAGCCTGGGGATTTACCAGGTT 
GTTNTTGCCCANCCCATGCCCAAGGCCTTA 
Sequence 4804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTCCTAATAACCTTGATGTCAGAGTTGTC 

A ^ZZ3?^^^^^ A ^ - ^ A ^~^^^"^^^^^^^ C AATTTAAATTTTC TTG ATAAACTC AGC GTTGTT 

TGTTTTCAGTGACAAGAAAACATACATGGAAAGGGGACCCAAGACAGTTCACCAAGATAG 

TTCACAGCCCTTTGCAGGATA TGCC TTTGGTGGGTGGGAGCACCTAGATTTTAGAGGGAC 

TATTAAAMCGCCATGmACCTTTTGTTTGAAMTmCTTGATGGAAAAGG 

GTAACTT MCA TTCCCACCATTTTTCATTTTAAAAAAGGTCCCAGNAAATANTAAAACT^ 

TCCCAAATTTTACAACCTAAGGGTGGGGTATTCTGTAAAAAMCCCTTTAAAGAATTAGT 

TACCTCTTTCCCCAAAGGAAGAATTACCAGCCGTTCTAAAGGGGGGGGGGGGAAAAGAAA 

AGCATTCTGAAGCCAGGTAAAAAAGTCAAAGCCTGGTTAAAAAAATCCCAATTACCAGGA 
AATTANTCTTAAATTAAA 

Sequence 4805 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I HI HI Mill MM III II II IATTTTT 
N I 1 I I 1 I I i Ml II I I I I I I IN 1 1 H 1 I Ml l | | | 1 1 n | ( | 1 1 | | | u | U NAAAAA 
ACNACNi nit I AANTT7TAGGCCAATTTTNNNTTNTNAAANNCAAAACNATCAATTTNT 
TTTN NNAN CCNGGGCNNANNTNNAAAAACNTNTTTNANGNNNCCCGGGNNNGGGGNACCC 
NNNCTTTTGGNAAANAAAAACCNNGCTGGGGGANNNGCNCCCNNTTNTANGAANNCAANG 
CCAAAATCCCTTNN AAAAAA GNTNTTAAAA^ 

GANCCNC TCTATG GTTTTTTNNNNAAAAAAAAAANCCCCCNGGGGGNACCCCCCCNNAAA 
CGGGGNNi mm I AAAAAAAAAAACNCCCNC I 11111111 I CNCNNNTNNGGGGNGGGGG 
GGNNNGCCCCCCCNGNNAAAAAAAACCCCCCN I I I I I II I I 1 1 I I U I 
Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGGCAGG 

CGGTGCCTCTAAT ACTGG T GATAC TAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAGN 

ATTTGCCGAGTTCCTTTTACTTTTTTTMCCTTTCCTTATGAGCAT^ 

TGACAGTGAGGGTAATAAATGACTTGTTTGGTTGATCCCGCCGTACCTTNGGCCGCGGAC 
CCACGCTAAAGGGGCGAATTCCAGCACCACNTGGCNGGCCCGTTTACTAAGTGGGAATCC 

Sequence 4807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I I I I I I I I I I I I I I 1 1 A AACAGAGCACTT 

TCTAAAG GTAAAA TATAGGTTGGGGAAATCTTTTTCTTGTTAGTATTATTCAGCCAAA^ 

AGTAAATC 1 I \ 1 i AAAAAGCTTCATATTTAATGTTCACTCCTACACATTTAAAATATACA 

TGGTTGCACAGCCTATTCATGGTTAAAAAMTTAATATATATTTGTATTAATAATAGAAA 

AGTTATAAGATGGAAAAGTATAAAGGAAAAAATAAACTTAGGGGATAGGTGTAAGCATTA 

GGTTTCCATGATTAACTTATGCATTTTCATTAATTTTAGGT^ 

ACATGATGTCATCTCTAATGGAATACATTAGAGCTGGGT 

Sequence 4808 
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NTAACCu mm ICAAAGGTNTCT7TTANGCTTTCCCTTGCCATTTTGGGGGTTTNGG 
NAAAACCAANTGGCCTTCTCTTTTAANCC1TTTGGNGAAGGGAAGGTTCTTGGTTTT 
TTNACCCCCCACCCCTTTTNCTTGGAAMGGCNCTTACC7TTTCCTTGGTTCCNAGGGTT 
TNCAATTCAAAAAACCTTACAATTTTCCTTCCC^^ 

CCCTTTNGNCTTGGGCCAAAGGGGAANTTTTNGNGGAMTNCCCCTTTTTGGGGGANGAA 
AAAAAAM CAAGGGCCCATTTNCCTTGGGGTTTTTTTC 

nrm <ggcnc ctgg ggnttttttttcccntcnmtnttttcggtggggaaatnttaaa 

TTCTTTANCCCCTT1TNGGGGNTCNTTTTANGGMNTCTTTGGGCCNGMCCCCTTTTCG 
GGAATTGGGGGGGNT 

Sequence 4799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGGAATGATTGAGATTGTGGAGGAGGGCC 

GATATGAAAGGTGAGGTCTATCCATTTGGCATCGTTGGGATGGCCAACAAAGGGGATTGC 

CTGCAGAAAGGGGAGAGCGTCAAGTTCCAATTGTGTGTCCTGGGCCAAAAATGCACAAAA 

CTATGGCTTACAACATCACACCCCTTGCGCAGGGCCACAGTTGGGAATGTTGTGAAAAGA 

TCAGTTTGGCTTCATTAACCTATNGAAAGTAGGNAGATAAGCCAAGGAAGCTCTTTTTTC 

CATGTGAAAAAGGAAAGTTTCAGGGATTGGGCCATTTGNAGCTTACCAGGCCANGGAAGA 

TNAAGGGTGGGAGATNTCTCANGTGAATTTNCTTTAAATTCAN NCCGCCACTTGGNCC NA 

AGGTTGGCAGCCGCCCTTGTTAATTGGTTTTTGGGCCGGGGTTCCNTGGTGGAAGGGGGC 

CCCCCCAAAAGAACTTGGTTTGGCAANCCTTCCCTTNCGGAACCCTTGGAATCCGGGTTT 

GGG NTCCAAATCCCCCTTTGGAAAGGAAANTATTCAACTTCTTGGGGATTGANTGCCCCA 

AGTTGGCCTTCCTTCCGCCCTTAMTTGGGGTTTCCTTTTCCNTCCAAGCCCCNAAGGGG 

GGACCCCAGAANTAAACCTTCAAATTGGGGGGGTTTTTGGGGTTGGCCAANAAAAAGGAA 

Sequence 4800 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTCTCGCCAGGCGTCCTCGTGGAAGTG 

ACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGA 

CAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTATTGGATGATTATCC 

GAAATGTTTCATTGTGGGAGCAAGACAATGNTGGGCTTCCAAGGCAGATGCCAAGCCAGG 

ATCCCGCATGTCCCTTCGCGGGGAAAGGCTTGTTGGTGCTTGATTGGGGCCAAAGAAACA 

CCCATGGATGCCGCCAAGGCCATCCGAGGGGCCACCCTTGGNAAAACAAACCCAGCTTCT 

TGGGAGAAAACTTGCNTGCCTCATATTCCGGGGGGGAAAATGGTGGGGCTTTTTGTGGTT 

TCACCAMGGGAAGGGAACCCTTNAACTTGGANGAATTCNAGGGGGACAATGGTTTTGGC 

TTGGGCCCAAAATAAAG 

Sequence 4801 

CC CTTTCG AGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTl I CTTTCTTTC I iTTTTTTTT 

GTATTTTTAGTAGAGACTAGGTTTTACCGCGTTAGCCAGGATGGTCTGGATTTCCTGACC 

TCGTGATCCGTCCGCCTCGGCATCCCAAAGTGTTGGGATTACAGGCGTGAGCCACGGAGC 

CCG G CC ATAGGCCTGTTTCTTATTCTATATTC CTGTTAATGTAAACCTCCTGAGATTGGA 

AGACAATCAGTTTTACAGGGTMGAATTGTTTTAATTATGTGGCAGCTTTTCTCCAAAC^ 

TGAAGAGAAACATTTAGAAATACCGTTTAATAAAATTCTC 

AGGTAATATAATTTTCTCGACTTATTGATGTTAGTACAAAACGTTT 

Sequence 4802 

CCCTTAGCGGCCGCCCGGGCAGGTACAATGACAGTAACAGCCGCGTGGTGCTGCCAGGAC 

TGCCCTTGGGCATATCAGTGACAGCCCAAATGTGGGTGGAGGAAACCTGTAATTTCCTTC 

TTAACATGTGTTTGAAATACCAAGTGAATAATACTGTTCTGGAAAAAAATGATAAACTAG 

TGGAAATTA AAGAA ATTAAGGGTTTTATATMTAGACAGGCCCCACCTCTCAAAATATTT 

TTAGMGTCTTTTTGTAAACTAAmCT 

M n l l AAMCCAATAAATCATCAATTATTAGAAATAGTTGTCTCACAGTGATACTGGTT 
TTTCTTTTGTGCTGTTATGATTTAACATTGACAGGMCACTATTTTAAATCCTTACGT^ 
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CTCCAGTGACACTTTCTCTGTGAAACTNT 
Sequence 4793 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTCCCTCCTGGCTGCTTTCACAGGCTGGTC 

TTGAATGTCTGCAGCTTTTCCAGGCACGTGGTGCAAGCTGTCAGTGGATCTACCATTCTG 

GGATCTGGAGGATGCTGGCCTCCTTCTCACAGCTCCATTAGGCAGTGCTCCAGTAGGAAC 

TCTGTGTGGGGGCACCGACCTCACATTTCCTTTTCACACTGCCCTAGTAGAGGTTCTCCA 

TAAGGGCCCTGCCCATGCAGCAAATTCTGCCTGGGCATCCAGGCATTTCCATACATC7TC 

TGAAATCTAAGGTGGAGGTTCCCAAAACCCCAGTTCTTGACTAATGCGCACTTGCAGGCT 

CAACACCATGTGAAGCTGCCAAGGCTTGGGGCTTGCACCCTCTG 
Sequence 4794 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTCGTCTTCCACTCCCGCTTTATTTACTTC 

MGATAGT TTTTTT TCTGTGTTAATCTTCCATGTTAAAGGCTTTTCTCCGATATATGCTG 

ATCTGCTTATTTTTAATAGGGTGGAGCACGCTGGCATCACGATTGGGCCTGCAACGGCCT 

GGCTGTTTGTT GGGTTA AGTCCTGCGATATCTTTAGAATAAAGTCAAAGCCTTTCCAAAN 

AAAGTTTTGGAGTTTTTAAAACTTGAAAGGATAAAAAGGCCCTTTTTGCCCATGACTGTG 

AAGMGCCAAGTGGGGGGAAAAGAAACACAGGGGGCCCCCATCATTCMCAGCCTGCATT 

nil ICCTTAAATCTCTTTTGGTACCTTCGGCCCGCGGACCAACGCCTAAGGGGCGAAAT 

TCCAGCACACTGGGGCGGCCGTTACTAAGTTGGGATCCCGAGCCTCCG 
Sequence 4795 

GGTACGCGGGTAAGAGATCTGAAATAAGTTTAAAAGGAGTTTAGTATTTTTAAAAGTCAC 

CTCAAAATCTTGAGAAATATTGTGTGTATTTCTTCGTATACTTACAAGTTAATAGGAGTA 

GTGTAGATGGTATAAGAAAGGAATGAAACTCAGAAGGNAAATACACCACATTGGCCATAA 

GGAAATAAACCTCACAAATTTNTATTTGTTTCTCTTCCAGATCNCGACGTTATCCTGANA 

GGGGAAAAGTTCCATTNCAAGCAGAGNAGCCTCCCACCCGGTAATTAGNCTCCATTTAGG 

CTTNGGGAGCCCTGGNCTAGGCAANCACNTTACCTGTCAAGTTTAAGGGCAGTTCCTGGA 

NTGGTATTCTTGGTNACCCTGGCCCCGGGGGCGGGGCCCGCCTTCCGAAAAAGGGGGCCG 
AA 

Sequence 4796 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAANTN I I I I 1 1 I I I I I I I 1 1 1 1 I I I IA GG 

AGAGATGGGGTTTCACCATGTTANCCAGGATGGTCTCAATCTCCTGACCTNGTGATCCAC 

CTGCCTNGGCCTCCCAAAGTGCTGANATTACAGGCGTGAGCCACCGCGCCCGGCCTTTAA 

TTGGTTCTTAAGGANACTCCCTTTGAGTGAGACGGGAATTTCTTGTAGGGTTTTAAGCAA 

AGGAGTGCCTTGATTTAACTGACGTTTNAATAGGATCCCTCTGACTGCANTATGGAAAAC 

AAACTGCAGGGGGGCTTGGNAGGCCAACTTGCCAACCATTGCAACAAATCCAGGTGAGAT 
GGGATGAAGTGGGCT 

Sequence 4797 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGGCATTGAGGCAGCCAGCGCAGGGGC 

TTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGAA 

AGATAGAGAT TAATA CAACTACTTAAAAAATATAGTCAATAGGTTACTAAGGATATTGCT 

TAGCGTTAAGTTTTTAACGTAATTTTAATAAGC7TAAGGATTTTAAGAGAAAATATTGAA 

AGGACTTAGAMGAGTAGCATGGAGGGAAAGGGAAAMGATAAAAAGGTTTTTCTAAANA 

CATGGACGGGAGGTTTGAAGAATGAAAAGCTTCTTTCATGGGAGCNNNAAGGANNNGATG 

ATAAAAAAANGTTACCCTTNGGGCCCGGCGGACCCACCGCCTTNAGGGGCCGAAATTTCN 

CCAGCCACCACCTTGGGCGGG 

Sequence 4798 

CCCTTANCGTGGNCGCGGCCGANGNACTC 1 1 I I 1 1 I I 1 1 I I 1 1 I I I I CTCTAATCTTGTC 
TTCATGCTTTATTTCATTAAGTTGATCTTNAATCTCTGATATTCTTTCTTCTGCTTAATC 
AATTCANCTATTGATACTTGTGTATGCTACACACAGNANCTTGTGCTGTGTTTTTCAGCT 
CCATCAGGTCATTANTGTTCTTCTCTAAANCTGGTTATTATAGNTTAGGCAATTTCCTTC 
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TCTGGATGCTTTCATGGGCACACACAAATTTGATNCATGTGTGAGACCCCATAGAATAGA 

CAAGCAACCTCAGTATGAGAGGAGAAAATAATTCTCTATAAAATGAATCTTACTTGGACA 

CTATACAATGTGGGTTTAATTTCAAATACCCAAAAGGCTTCATNTGTGGCCTCACCTAAC 

AAGAAGTTNGCCATTGCTNGGATTTT 

Sequence 4787 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTAATCAGGCAAATTGTCAGATGCCTCCT 

AACTCTGGTTGGACAGAGGACTGGTCTTACAAGGATTCTTTCCAGATGAGCAGCTGTAGC 

CCTCAAGTCCCTTTGGAGAGCTTGTGCACAAACTGCCTTTGTGTCTGATAGCTCACCTTT 

TGATGTAAAGAGCCAAATTCCACCTNATTTTAATGCTAAAATCCTGCCCCTAAGTGAACA 

TGGGATGTGTTACATGTATGTTTATCCATTGCCCATGTAAGTTGGCTCCCCTCATAAATA 

TATATAGCTTTTNCCCAAACCTTACTGAATATGCATTGACTCTATTATATAATACCCGAC 

CCTGTAAGGCACAAAATCCAAGCTGCCCTTGCCCTCTTTGAAGAAAGGA 

Sequence 4788 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGTGAATTGCTACCAAAAAGAAGCAGCAATC 

ATA TGGAG GCTTCTGTATCCTATCTTTGCAAAATMCTTCATTGAAAGAMGATTTAGGA 

CAGTTTTTCACATAGAGGACAAAACATCTGTGTTGCCAAGMTCTCTTCTTGGCTTGTTA 

ATGCCCTTATCTAATTAGGAAATTTAAGGCTAGGTTTGCAMGTTACTTTTCATGAGATT 

TGGGTGATTTCATATTAGGATTACACAATCCAGTT7TTGTGAGAAAGAAACAACTATTCA 

CTCTATATTCTGCAAAATGTAATTAT7TTAGGAAATTAAGTCTCTAGGTTAATAATGTTT 

ACAGTTCTAACATCTGTGTTTTAGATTTTGTGAGAAATTGG 

Sequence 4789 

GGTACGCGGGAAATGAAGAAAAGCAAATCCTGCCCTCTCTACTTTTCACCTCCTGCTCCC 

CATGTTCCCTGCCTGGTTTGCTGTTGATCTGTTGATTGACTTAGACTGTAAGCACATGGG 

GCAGGGCCAGTCACTTTCTTCTCATGACAGAGCTCACTGCAGGGCTGTGCTCGGTGCTAG 

GGAAGCAGCATTAGAATAAAACCCCACCTGGATGCAGTGCTGGGTCTTGACAAGTTCTCT 

CTTCTTTCATCACCCATCCAACCCAAAGCTCCCGGNTCACGCAGCTGTGACCAGAGTGCT 

GAACAGAGAGGAAGGAAAGGGGTCCACATCCTGCCCTTGNTGCTNGATTTAGATTCTGGG 

AAGGGCATTTCCCTCTTCTG 

Sequence 4790 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I i 1 I I I I GAGGCAGGGTCTCAC 

TCCATCGCCCAGGCTGGGGTGCAGTGGTGTGACCACAGTAGAGGTGCCCACGAACTTCTG 

AGCTCAGGCAGTCCTCCTGCCTCAGCCTCCCAAAGTGCTGGAACTATAGGCGTGAGCCAC 

AGCGCCCAGCCATGTTATCCTGTTTAATCATCCCTGCTCCAAGGTCATAAATATTCTTCC 

ATATTTGTTTCTAGAAATAAI I I I I I I CATATTTATCTGAATCCATTTGGTATTTATTTT 

TGGATGNGGNGTATGACTTGATCCTTACAAGGCAAAGACATTCATGTGAAGACAGAGGCA 

GAAACTGAAGTGATGCAGCTCTAAGGCATGAACGTGAAGGA 

Sequence 4791 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGACTACCCACAAAAACATGACCTCAC 

CAAACAAACTAAATAAGGCACCAGGGACTAATCCTGGAGAAACAGATATACGTCCTTTCA 

AACAGACAATTCAAAATAGCTTTTTTGAGGAAACTCAAAGAAATTCAAGATAACACAGAG 

AAGGAATTCAGAATTCTATCAGATAAATTTAGCAMGAGATTGAATTAATTAAAAAGAAT 

CAAGCAGAAATTCTAGAGTTGAAAAATGCAATTGCATCCTGAATAAGGCATCAAGAGGCT 

CTTAATAGCNGATTTGATCAAGTGCAAGAAAGAATTAGTAAGCTTAAAGACAGGGCATTT 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I t I I G I I I I M i I I i I I I AAACCTTGGA 
GAATATGTATTTCATCTCCCAGGATGAGAGCCAACCTATGTTAGTGAGTAAATAGAGTTA 
ATACTATCCTG 1 It I I I ATTTTTATACCTCTTAAAAAAGGAAACAAAAAAAAACCTTAAA 
TCAAACCTAAATTATTTTGTGTCTTTTATG I (Mill I CCATTCATTCTTTAAATGCCAG 
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GCGG CCGAGGTACTAGGATTACAGGCGTGAAGCAGCATGCCACGCC 

GGCAGC ^^^^ 

^™^ CCTCTGTGAmCMTGMGTCCC ^ CAGATGT TATGGGCTACTTGTTACT 
o AG *r» TAGGAACTG TAGGTCAAGCTGTCATAGGC AAATAGATCTTG CTGAAGAG 

G^iAGA/^ATTGGCTA^GATAACACCCTAGGACACCTGCATACTTTAGACACAGCTAAA 
Sequence 4781 

?^^ C ^™ CGCCCGGGCAGGTACACGG6GGCC 

A / A ^?^ G ^ A J? AAGGGGA ^ G ^ A ^ A ®^^TGTCTTCTATCGTGATCTGGAGGAACTG 

^?IJ™ C Z GCTCACGCG ™ TGACATCAATAATAAAG ^ 

CCTACATTTGGCCTGTGCCACTGGCCAACCG 
Sequence 4782 

S^™ ACTGGGGAGAAC ^ CNGAGGATGTNCATGTCCAGNA NCAGCCC^ 
^I A Io G Z CANGTGNCTATAGCCTNACANCANCTNATGACCAN CCCANCTCTCAGM^ 

GAAATGAAATGTGCTGANAGAGGTGAATCCATGCATTAATCTTCAGCTCACNANGGAGAT 

ACTACATAAGAAGCAAGACCACNNACTCCAGACTGGACATAAGTTGGATT 
Sequence 4783 

AA^S^f G ^ CCGCCCGGGCAGGTACGCGGGATGGTCGGTGTCT ^^ 
AACTMGACCAACCCAGCTCTCAGAAGMGGAATGTCAAAATGTCATGTTCAATTTTACA 

^^C^CJ^A^GGAAATACTACATAAGAAGCAAGACCACAGACTCAA 

GA ^ GGA TAA ^ GGATTTrrTTGCCATGG CCTGGAAAGAAAGGTACCTCGGCCGCGACC 
ACGCTAAGGG 

Sequence 4784 

C ^^ C , CAGAAGCATGCmNCGGGCGCCN ^ NTNACGGT ^NGCACMCNCGCCCTT 
x G ™ GGCGCGGNCGAG ™ 

TCAGACATACACCAAACAGATATACTGGCACATAAGCCTCAAATAAGGAGGAACAGAGGA 

CTAAAACTCTGACTGCTGTTCTTTGTTCTAAATNTCTTCCTGAGGGGCCTAAAAGAGCCA 

GAATGAACATTTTTTTCTACTGATCCCAAATTTTTAGACAAAACTTCTCCTTAACCAATN 

ACAAATCAAAAATCTTTAAATCCACCTATAACCTGTGGGCCCCTGATTTGAGANGACCTG 

CCTTTTTAAATCAAACCAGTATATAACCTCCATATATTGATTNATAACTGCTGNAACTCN 

GCCTTCCTGCCTTAGAAACCCTTAACCTGTAAGCCAT 

Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCCAGGTCTTCATGGAGCTCTGTATGGTC 

CTACCTGAGGGGAGCGTCCTGTATGCAGCTGCTGAAGACATTGCCTGTCCTAGAGCTTGA 

TTAGAGCCCAGAGGCTGCTGGAAACTGGCAGGTTTGCTGGTTGAAGTGGTCTGGTGCTTT 

GATTTGGGATCTTTAACTGGTTTGGTCCAGACCAGTGCCTCCCCAACCTGGAGAGCAGCT 

CCCAACTTCTGAGCCATCTCCACCATCTTGTGTCCACAAAGGAAGTAAAAGAATCAAAAG 

CCGTGACTGTCAGAGACAAGCCAACCCACTTCTTTGGTCTTCGAGCTGGGGTTTTAGCTG 

AAATAAGTGTCTGGTCGTACCTTTCTTTGGAATGGGTTTGGTTCGACCG 
Sequence 4786 

mNCGGNCGCCATTTTGANNTGNTTTTTTNACAATTCNCCTNGNNAGCGGGCGCCCTGA 

2 A ^?Z NCNGGCTNGTNCCTTGTGGNGATCACATGGCT CCCACAGAAAGCACCCGGGATNT 

GACACTAACAGNCCAGCTACAGAGNGCATGCTCCTGGCTTACCATGACAACTGCCANAAC 
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AACTAAGGGCTCTATGGTTTTGCATGTAATTTTCTTCCNCTATGGAANGNCI I I I FACCC 

TTCTCTATTTGGGAAAATNATACAGGCNCTACTAACTTGNTCTAAATATAAAGCTATNTT 

CTATTCCCCTAACCTTAAAATGCTCCCCCAAATTCGATCTNGTACCTGCCCCGGGCGGNC 

CGTTCGAAAAGGGCGAATTCCAANNCACTGGGCGGGCCGTTACTNANGNGGATCCCGAGN 

CTTGGGTACCAAANCTTNGGCGNNAATTCAATGGGCNATAGCTTGGTTCCCTGGGNGGGA 

AAAANGGTTNTTCCCGNTTCAANAANTTCCCNCCACAAANATTACCGAGCCCGGAANGCA 

TNAAAAGTGGTNAAAGNCCCGGGGGGGGCCNNAATNGGGGGGNNCTNAACCCACATTTAA 

TTNTNNTCCCCCCCCC 

Sequence 4775 

CCCTTCGAGCGGCCGCCCGGGCAGGTACNGCGGGCAGTTGACACAAAATAGACTACGAAA 

GTGGCTTTAACATATCTGAACACACAATAGCTAAGACCCAAACTGGGATTAGATACCCCA 

CTATGCTTAGNCCTAAACCTCAACAGTTAAATCAACAAAACTGCTCGCCCAGAACACTTA 

CGAGCCACAGNTTAAAACTCAAAGGACCTGGCGGTGCTTCATATTCCCTCTAGAGGAGTC 

TGGTTCTTGTAAAATCGATAAACCCCCGGATTCAAACCCTTAACCCACCTTCTTNGCTTT 

CAAGCCCTTATTATTACCCGNTCCATTTCTTTNCAAGCCAANAACCCNCTTGGATGGAAA 

GGGGCTTACCAAAAGGTNAAAGGNCGGCCAANGTNTNCCCCCACCGGT 

Sequence 4776 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATT 

TATTTTCTCATATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAAC 

TGCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCGTGTGTGTGT 

CCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTCATTCTCCAATTGGAGCAA 

GAGGAGTCAGTTAGATACTATCACGGCATTCATTTGTGGCTGGCTTGCATATTTACTTAT 

GATTGATAATAAATCTATTTTG 

Sequence 4777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCCTTACTGCCTTCAGGCTGGGGAAGGAA 

CAAAGGGCCTGGTTGATATGCCGGCACCTCCAGCATGCCACAGCCACCCTATGAAAAGGA 

GCTCAGTCTTTCTTCCCTGTGAGTCCTCACCCCCAACTCTTCACCAGGCAGGGCCCCTGG 

CTCGGGACCACAGAACAGCTGCCCCACCCCAGGCTAAGCATTCTTACTGGTAGTTGCTCT 

GGGTTTGCCAGGGATGGAGCTCTCAGAAGAAACCAACAGCTTCTCCGCTATGGCTCCTGC 

AGTGGTTCTGCCCTTGCTGCCCCAGGACTGGGAAAGGAGCAAAGAGTTTGAGGGCTCTAC 

TCACATTTCCAGCATGCCACAGTCACCATACAGATAGGAGTATAGTCACCCCTTCCTGTG 

AGCCTTGACCCCCAGCTTTTCACCAAGCAGGGTCCCTGGA 

Sequence 4778 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACCAGAGACAAAAACAGAAGAGGGG 
AAACATGTTTCCTACTGACGACAGGTGATTACACGTGTGCTTCTGATGGAGGGATCAGGA 
AAGGATATGAAAAATCCCGAAGCTTAAACAACATAGCGGGCTTGGCAGGTAATGCTCTGA 
GGCTCTCTCCAGTAACATCACCCTACAACTCTCCTTGTCCTCTGAGGCGCTCTCGATCTC 
CC ATCC C ATCTATCTTGTAAACC AAAC AACC AAACTG C ATC AGTC GG CTAAATTGTATTA 
ATTCAAGTGCTGTTTACCCCATAATGGAAATAATTAAATGTAGAAGTTACTCCAGGCTCC 
ATTAATACAGTATAAATCTTGCATGATACTACAATTTGAAGTCAGAAATGCCACTTG 
Sequence 4779 

NGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACANGAACTAGCTGGGTGTGGNGG 

CGCTCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGATAATTGCTTGAACCTGGC 

AGGCNTAGGTTGCAGTGAGCCGAGATCGCATCACTGCACTCCAGCCTGGCGACAGAGCGA 

GACTCCGTCTCGGGAAAAAAAAAAAAAATCCTNAACAGCTGAGAATGGCTANGAGTTTAG 

GCGCTGCNCACTGGCAAGCANCTCCTTTGACCCCAGGCACTTCACTCCTCATTTCTTTCG 

TCAAC AGTN N NCC AGC N AGGGATCCTGG AGGTC AC AGGTGTGAG ATGCG N AAAAAAAAAA 

AA 

Sequence 4780 
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AACCGCCTCACCGTTCTGCCCCCAGAACTAGGAAACTTGGATTTAACTGGCCAGAAGCAG 

GTATTCAAAAG CAGAG AACAATCCCTGGGTGACCCCCATTGCAGACCAGTTCCAGCTTGG 

c GTGTC CCATGr7TrrGAGTATATCCCGTCTGAGACATNCAAATAGTNAGGTAGACTCTT 

GATTTTCTTGAAATAGTAGACTGNGANTTTTATAGGT^TTTTATAAATTACCCCCCTTAA 

AAA AATN^ 

CCA i Mill IMNGATTGTTTTTAANTTAAAAAACNTTGCATTGTTCTGGGCCAAGGNGN 

GTGGGNGGTGGNTTCCNCAAGCTNNTAATTTCCTAGCANTTTNGGGGAAAGTTCNAGAAC 

TTAAGANGGGANTTGCTTTGGAGCCCCANGNNNNTTTTGNNGAACCCGGGNCCTTGGGGC 

AAANNMTGNGCAAAGGAACCCNCNNTNTTTTTCCNTAAAAANAAAAAAAAAAAAAAANA 

AAG 

Sequence 4770 

GATATCTGCAGAATTCGCCCTTTCAGAGCGGCCGCCCGGGCAGGTACTTTTTATGCCTCA 
ATTATATCACCTATCAAAGAGCCTGCTTTGTATGATGGTCGTGTTTGTCTTCCCATTTGA 
GTTGGTTTCCTGCTNAAATTGGACCAT 
Sequence 4771 

CCCTTAGCGTGGACGCGGCCNGAGGTACTATTTTTC I ITTTTTTI rCATTTGTGGGTGGG 

GAGGGAATCACTGGTGCTATANAAATTGAGATGTCCCCCCAGGCCANCAAATGTNCCTTT 
TTGT 

Sequence 4772 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGGCCATTCCAGCTGAATCTCAAACAGAAG 

GCAGTAATGAGAGCCTACAAATGGGAGGGACCTAAGTGCCTACCTACTCGCTAATCGCAG 

GTGCAAACACACAAGGAGTTTGGTGGGCTTAAGGTCAGAGGAGTGTGTAGGGAGGGATGT 

ATGTGGAAGGTAAGATTCAAGGCAAGCTAAAAATCCGATACTGTAACGTTTTCCAAAATC 

CCA GAAGG CAAACTGTGCATGTTCTACCCTGAACCACCCAAGCAACACTTTCTACCTTGC 

CTTATTTTTAATTGG ATTC ACTGTCC AAAATG C AGAG GTTTGCTTTGC I HUM I CAGA 

AGTTCCAAACAGCAACTTTGAGAGCAGTGGGGTGCTTGGCAGCTGTTCTGTGTTTTTNCA 

GGAATrCAACTGAGCATTGAAAATCTCTCATTTTNCCCGACTTATTt™ 

CCATTTAA AAAAAAA AAAAAAAAAGTTTTCTTTATAGTATTGGGAACTACTNCTAATTTT 
AAAATGACTTTTTTTGGATGTA i I I I I I IGG 
Sequence 4773 

AGCGGCC GCCC GGGCAGGTACGCGGGGTCCTTAATCCTTCATTGTGATGCCCCTTCTTGG 

AGTTGGCATTTTGTGACAATTCATAGAGATCTTGCAGCAATATTTGGCTATTGGTTTTAT 

TMCTTAAAATTCAACAGAAATGGAGTAATTAAAAAAAAACAAAAAACAGAGAAGAATTG 

CAAAATCTGAAGTGGMTGGCACTTCCTTGGGTATGTAAGGGTTGTTTTTAGATAAAACT 

CCCGATTTGTTCTTCCTACACTTTAATAGTCTCAAATTCTTTCTGGGGAAGCAACGTCAG 

TGTCTACCTCCACAGTAACTATGATATAGGAAATTGTCCTTTCAGTGGTTTCTAGGTATA 

ACAAACAAGCCGTTAAAAATGAGTGACCATTTTGTAGGTTACAGCCTCAGCAATCTGTGT 

CATTTGAAAG CAAAT ATCCTGATATTTTTAAATAAGGTGAGCAGGGCAGGCAGGAAACCA 

ATATTTAGT ACTTTTG NGATTAAACATTCTAGACCAGGCTTGGTTGATATGTATGCCAAT 

ANCCTAGAA mum GGCTTMGTGGTAAAAAAAAAAATGTCTTTTCTANTGGGGGCTGG 

ATATCCGGTTTCTTGTAAATMGANTCAGTTTTGGTTNGTCCTCTTGGGCACCANTNGGT 

TTTGGCCCTTAATTT 

Sequence 4774 

CCCTTAGCGTGGTCGCGGCCGAGGTAC TT I I t I I I I M H I I H I I I I I I I I I M i TTNG 

ANATGGAGTCTCGCTCTGTCACTGAGGCTGGAGTGCGGNGGCATGATCTCGGCTNACTGN 

AAGCTCCGCCTCCCGGGTTCACNCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACT 

GCAGGCATCCACCACCACACCCAGCTAATTTTTTTGTATTTTTANTAAANACGGGTTTCA 

CCGTGTTAGCCAGGATGGNCTCGATCTCCTGACCTNATGATCAACCCTNCTCAGCCTTTN 

AAAGNGCCGGGATTACAGGNGTGAGCCACCGCACCCGGCCATACCCAGTTACNNTTTATA 
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ATTTCTGCATGTGTGCATTC ACATAAGAGAGGCCAGTC TNCAC TGAG TCATATATACTCC 

AACTTGAAAAAAGTAAGTGTAACAACTGGTTAATCATTGCAAGTCTGTTTGGTAATATAA 

CAATGACTGGGTAAAACATTGAATTTCTCGCACAGTAGTTAATAGGGTGCANCTCATTAA 

AAAACCACTACCGGAAAAAAACCACTGGTATTTTGGGTGCNNGTATTCTTGATTTTTCAA 

AGGNGNTTAGTTNACCTTGANCNTTTAAAAAATANGTTTTGGAACNAA7TTTAA 

Sequence 4764 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTCAGTTGCTTCCCTCGGTTCACCTGCA 

GTCGGCGGTCCACCAGGTTCTGAACTTTTTCCAGTCCAGCAGTGGTGAAAAGCGTGTCCA 

GTTCCTCTTGTGTGAAGAAGTAAACTCTGGTTCCATCACCTCTCACATAGAAA7TTCCAG 

ATAGACACTGACCTTTTTTAAACTGAAGCTGAGCCATGTCATAGCGGCCGTAATNTTCGC 

AGAAGTACCTCGGCCGCGACCACGCTANGGG 

Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCCGCAGGAGGGGAAGGATGGGCTTCCTGCA 

ACCTCCCTTGCCCCACGGCTTCCCATCCTACCCCNGGCCGCGTCAGCTGAAGGCCAGCAG 

GGACAGCAAAAGTTTTTTAGGCCCCTTAGGTCTTTAGGTNTAGCATACTGTATCAAGGTA 

CAGTAACTACCATGGCTCCCGAAGTTTTTGCCAAAACCTCGGCATGCNTGGCCTTNTGGC 

CAGGCGTCTGCAGAAAATCATATGGCTTGTNAGCATTCGNNGGCTATCCCTGGGGGGTTG 

CAAGCTTTG GTATA AAGTTTTACTTGGTGGGCTTGAATCAAAANGAAANGAAANGNCTTA 

CCTCCAGNAl l l l l CTANCAAGAAAACCTTACCAATGGTCATGNAAAANNMTTTTTTTG 

AGNGGANGNATT GNAG GGAAAAGGGCCTTGGNTTATTCCTTTrrCAAAGAAATTGTAAAA 

AAGTTTAAATTCCTTTTGGGGAAATTATTNAAAAAGGAANTTTTCCTTTCCA^ 

Sequence 4766 

CCCTTA GCGTGGTCGCGGCCGAGGTAC I I I I I I I H I I M I H I I 1 I I II I 1 GGGGCCTT 

MM> IGGTCAAATAAAAAAAAATCACTTTAGCAGCAGTTCAGCAATCTNTAATTGTAGG 

GCTTGNTGTAAACCTCACTGCTCTACCTTATCTGNTGTTAGGGAAAACNAAAATNTACTG 

GAAATTCANTTTAACATNAAAGCTAGGTTCANNAGCTNATGCCCTTGAAAAAGGATNTTT 

TTGCCCCCCA GAATA AACNCAACTCAAAATAGGAATNCCTANTATAAANNAGCCNTNGAN 

AAAAAAATCCCTTTTCTANCAAATTAATTTTTTGGAAAAAGCNNGNAAAGGGTAANCATT 

NCNTGGAAAATGCCTTGTGGGTTCAGNTNGCCATTNGACCAAAGGTT 

Sequence 4767 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGGTCTGAGTGCGTATTTATTTTGTGAGCCA 

AG GTTTAT GCCTTCTTCTATAATTTTCTTTCACCGAAAATTACCTGGAGAGCTAGAAACT 

CCA I l l l IGTCAGTGTAAGAAGCTTTAGAATCTATATCCAGACCAAGGCCATGGAACAAT 

GTAGATTCACTCAGTAAAAACTCACTAGCGGCCTTCTTTGTACCTGCCCGGGCGGCCGCT 

AAGGG 

Sequence 4768 

CCCTTAGCGTGGTCGCGGCCGAGGNACGCGGGGACTCTGATGAGGGCTCAGACTTGATAA 

CAGCCCGTGGTGCCCCATCCCTATAGGAGCTGGTGAGATTGCAGCCCTGCTGCCTCCCCT 

CC ATCAG CCACAG CTATT GGATTTCCCACCCAGAATCTTTAGGTAAATGAGGTAAGTCCT 

GAM n I AAAACTTCTTTTGAATCTGGAATCCAAACACTTGAGTGGAAAGANGAAGCCTG 

CTTTAAACTGGGGCAGATTGAAAACTTAGNAACAGGACTTCTTTGGGAGACCGGGCTTGG 

GCATGGGAAGTNGAAAGCCTCCAACCNTTTMCCCNTGGGGGCTTTACNCTTCAANCTTG 

GGGGTTCAAAMTTCNANGTAAATTTmATTTTTTTGGGGA 

GGGCTTACCTT 

Sequence 4769 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAACTTGAGCGAAAATTCTCTTCCTGGAAAC 
TTCTTCTACCTGACCACCCTGCGTGCACTCTATCTAAGTGACAACGATTTTGAAATCCTG 
CCGCCAGATATTGGGAAGCTCACAAAGTTGCAGATACTCAGCCTTAGGGATAACGACCTG 
ATCTCGCTGCCTAAGGAAATCGGGGAGCTTACCCAGCTTAAAGAGCTCCACATTCAGGGG 



Page 855 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



GGGTGCC 
Sequence 4758 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGAGAGAAAGCCTACATTCAGGGCCTCAAG 

GAGAAGTTTCCACAGGAGGAAGCTATCATTGACAAGTATATAAAGCTGGTTAAGGTAACA 

TGGACATGCTGAGGACCCANAGTTTGTTCTCGATAAGGCTGGGTTTCTTTATTATTAGTG 

GAGGCACTGGGGGTGGAGAGTGCAGTGCGGGAGGCANGAAGGGAGGAAGAGTCACATCTG 

TTCTTAGCTCAGCCTCCACCCAAGTCCATCCAGTTCTCTGTCTCTCTCTCTCTGGAGCCT 

Sequence 4759 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC 1 J I I I I 1 I t M I I M 1 I I I I I I ) I I \C TTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 [ 1 1 1 n 1 1 1 1 n 1 1 n 1 1 n 1 1 1 1 n i m ) 1 1 

TTTTTTTTAAAATNAAAAAN N AGGN N NN NTTTTTN AAN N AN CCN NTTN AAAAAAAAAATA 
NNGGNAAANNCNTNATTTNTTTTTTTTvJAAAAAACNNGNNAATNNGGCCNNCCTNNNGGCA 
AAANTTTCNNNTTTNAAAAAAANGGGGGGNT 
Sequence 4760 

mTTTTTTTTTl I AAAGATAAATCTTGCCTGGTGACCACATTTTTTTCCTATGCAATTT 

TCATATGTTACAGTTGGGTTATATGGTATGGTTAAGCAAAAATGCATAGCTGTTGTAGTA 

TATAANAAMTATTTAAATTGATTCCTCTATTAAATCTTTAATC7TGAGGGTTGCAATTT 

CAAATACAGACATGTACTCCTTTAAAATAAGCCACTGTAGATTTTCATCAACTCAACCAT 

GTAACATCAAACTCAAGCTTTTAAAACTTTGGACATTCATTMCCTTnCTATTA 

ATATATAGACACATACATACAGGTATATATGTATATATACTATGTATATATCTATAT 

Sequence 4761 

CCCTTTCGAGCGGNCGCCCGGGCAGGTTCCTGGGTGATGGCCATACTGCGTGCCGCCATA 

GCTCAAGCCATGTGCCTGAGGCTGTGCNTGAGGGAGAGAAAGAATGTCCACTCCCAAAAG 

AACTGATTCAGGCNTGAACAGAACCATTGCACATNCTCAGGGAGGTTCTAGCAAACCTGC 

NCATNCATGTNTTGCACTTAGACCAACATAAACAGAGTTGAGAATGGCTTCCCTANAAGN 

CACANCTA GNAA AGTTCMCCTGGGCCAAACGAACCCAGGGAAGTAAATTTTTCAAGCTT 

NCATTCCCTTTTACCAGGNAAAAAATNGNNAAACCTTTCCCCAATTGGGGANGAAGGGAN 

CAA TGGGAAT NAAATTCATGGTACCAAAANGANCATATGCCGGGGGAGGACCTTCGTTTT 

TCC i M I I I iCTTGGCAACCGTTGGNCTTGGGNTACCCTTTGTGGCNCGGCCGGAACCCA 

CCCNCCTTMNGGGGGCGGAAATTTTCNCMGGCCACCACCTTTGGGCNNGNCCCGTTTA 

ACNTAGGTNGGNAATCCNGCAGCCTNCGGGTNACCCCNAAGTCCTTNGGCGGTTAANTTN 

ATTGGGGGNC AATNA GGCCTGGATTNTNCCTTGNGGGTGGAAAAATTTNGTTTATTCCCG 

GCTTTCNCAAATTTTCCCCCACCAAACCATTACCGNAACCCNGGAAAAACCCTTAAAAGG 

TTGTNTAAAAGCCCCTTGGGGGG 

Sequence 4762 

CCCTTTCGAGCGGCCGCCC GGGCAGGTAC I I I H K I I I I I I M M I I I M I A CTTTTTT 

I N I li l l l l I t I I 1 I I I I I I I CTTTGGGAAAACNAANCNTGCTTTATTTCATTTTTTTC 

ACMTTTATTTAAACNTTGCNCATTTACNAAAMGGTCCAATTTAATTTTT 

CCAAGAAANAAAGNTTCTGNGGANCCTTGGNANTAAGATNAAAATGANTACTGGCAAAGA 

AACAAATNCCTGAATNTGTMNAAAGAGGGNCCANCCTTTGGGGCANAAAAAATTCNGCN 

NTACCTTTTTAAATTGGGGNAATAAANNATGGGGNAAAAANTATTGGAAANTGGCTTATA 

AANTCCNAAAATTTT 

Sequence 4763 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGAAACCACAGGTTGCCCTTTCCACAGCTGG 

ATAGACTTATCCAAAACGGCAGGATGATTCTGTATTMTCTTTTTGGAAAGCATGTCTGT 

ATTAAGATTGCAAAACATACAGATAGCTACCACAAATTAGGTCAAATGACTGATCAAGTT 

GTAACATCTGTGAGGTCAAATTCCAGTTATAATAAAGTGCCTAGATACACATTTATACAA 

CAGACCATAAGAGCTGAATTCTTTACAAATATCTTTATGGGCATGTAAAATTGACTCTGC 
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GAACAAACCTNTTAATAATTACTAAATGTCCTACAAAAATTATGTTGTATACATGGGAGT 

CAAATGGATGACATGGATGCGGAAAGCANAAAGANACTGGAA 

Sequence 4751 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTCCCTCCCAGCTGCTTTCATGGGCTCGTG 

TTGAGTGTCTGTGGCTTTTCCAGGTGCATGGTGCAAGCTGTTAGTGGATCTGCCATTCTG 

GGGTCCAGAGGACAGTGGCCCCCTTCTCCCCAGTAGGGACTCTGTTTGGGAGCTCCAACT 

CCACATTTCTCTTCCACACTGACCTAGCAGAGGTTCTCCATGAGTGCCCTCCCCCTGAGC 

AAACTTCTGCCTGGGCArCCAGGCATTTCCATACATCTTCTGAAATCTAGGTGGAGGTTC 
CCAAACCTCA 

Sequence 4752 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC U HI 1 I I I C 1 I I I 1 I I 11 I I II I 1 I 1 1 CGG 

NTATTTACTATAGTTTAAAGTTTCCTTTATCTAACCAACATAAAGAAAACACAGCATTGT 

GGACTTTAAGTGGAACCCTACATCCCCCCCAAGTTCAGAAAATTAAAGCAAAACAATTGT 

TTCTGCA AGMTGGAGA ATTCAAATGTTAGACAAACATTTGTTTTGTTAAAAATGCCACT 

GTATTTTGTTTTGTTTTTAAAATGATCACGGNTACCATACACTGGATMTTTGGTCAGCA 

NAAATAGCTNTGGGAAAAAAAAT 

Sequence 4753 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTTCTGATGAAGAGAAAGCACCATATGTG 

GAAAACTTGCAAACTGGAAAAGCATAAAGAAAATGAGCTGACTTGAGAGATGCTGCCACA 

GGAGTTGGCTTGTTCCCCCATCGCCAAACTTCTCCTCGGTCTCAGATCGCTCCATGGCAT 

AAACAACCAGATCCACCAACTGGTCCTCCAGCACAGGGCAGCGCTGCTTGTGCTGTAGGG 

CAGAGATTAMTACAGTATTCCAAAAGCCTCTCGGTTAGTTTCAGAAGTTACCAGTTAAT 

GGGCATTAATTGTAACAAGAGGCT 

Sequence 4754 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTTCCTGGATTGTTGAATACACATACTGA 

ACAGGCTTGGAAGACCTGCTTAACTGCCAAGGCCAAGTTAGGCCCAATGAAGGGCCTGTT 

GACCATACCCAGAGTGGCCTCTCTCACCATATGGTAAGAGTTATGCAGGGTTTTTGTAAC 

TTTTC ATTGAGCTGTTTGAGGGAGATATAATTTTGATCCCATATATCATCAGAATCCTCA 

TTTTTGACCTCCTTGCTCCTTTATTAACTGTTTTTCCTGTGATGTGTATTCAGGTTCTAT 

TAGGGAATCATAGAAGG 

Sequence 4755 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGAGGACATAGCAGTATTAAGGGATAATGA 

AGT^AGGTTCAGAGCCTCCATCCTTTCTTTAGCAAGmGCTCTACTTGTATCTGTTC 

T GTTT TATATAATATGGTTGC^^ 

A^^^^^^ATG AAAATC ACTG ATTMGTCAMCC CTC ATTTTAC AAMG AG GCAACAC 

AAACTCAGAGCACTTATGCCTCACCATAGGTCACAAAGCCAAGTAGCTCCAGGCCAGAAA 

TGGGCTTTAGGTCTTCCGT 

Sequence 4756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTATAGAAGCCCAACTGGACTGACAGA 

TGTCAAGGGGTTGGGGGATCCTCAGTAGGCTAACCTAGCAGAGTTCTTGCTAAAACTGGG 

CTAGACAGGCCACAGACAAGATAGCCAAAATCAAAGCCTAGTTGAGAAGGGAATTCAGAG 

GAGCATGACTAAAATTTGGTCAAGGGGAGAGTCTTTGTCACCCCAGCACCTAGCACAAGT 

GGTTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4757 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGAATAGAAAATTTCAGGCAGCAGTT 

TCACACGACTAGCAAAAGGAATCTATTGAAATAGCTGCAGCTAGGGACCGATAAGACCCT 

GAAAACCCGGGAGTAGATCCAGCTGGCTAAGACCAACTGGTTCCCACATGGCACTGGATT 

TGACCTAGGTTTCACCTAGAACCTCATTATATGCTCATTAACATACAAAAATCACACACC 

TACCAGTATTATGACAGTTTCAGGAACATCCATATTTAGTGTAAAACTGGGTGACAGGCC 
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CTCCGGNACCCAAGCTTGGCGTAATTCATGGGNCATAACCTGGGTTCCTGNNGTGAAAAA 

TTGGNTNTTCCGGTTCNCAAAATTCCCCCCNAAAAATTCCNAAGCCCCGGANGCCATAAA 

AGNGGTNAAAGCCCCTGGGGGNGCCCTNANNGGGGGGNCCNAACCNCNCATTTAATTTGG 

GGTGNGNCCTCCNCNTGGCCCNNTTTTCAAANNGGGGAAAACCTTTTTT 

Sequence 4744 

CCCTTCGGCCGCCCGGGCAGGTACGGGGGCCAAAAGAGGAAACAGCAAGGAGAACATTTG 

CTTTGTTTGTAGGAGGGAAGTGGTCGAGCTACAAACAMTCTTTAGGCATCTGAGGAATT 

GCTAAGTTTCTAA7TTCATATGGTTGCTGACAAGGAGGTGCAGACAAGGACCCTCTTGCT 

TTCCTCACTATGGATAGTCTGTTGCCTCCATCTAGATTCTCTTATTTCAAAAAATATCCT 

CTCCA TGCA ATTAGGAGATATTTATCGACGCTGAGAAACCAAAGAGCCGAAGAACAGGTT 

GCACGTTTTCAAAAAATCCTAATGGTGAAAATGAGACAATGATTCCTGTATTGACATCAA 

AAAAAGCAAGTGAATTACCAGTCAGTGAAGTTGCAAGCA7TCTCCAAGCTGATCTTCAGA 
ATGGTCTAAA 

Sequence 4745 

TGCTACCCAAGCCTCANGCCTGGGCCTCAAGGATTNTCTCCAGNGCATACCTTAGGCTAC 

AGCTATAGGGCAGCTGNGGTNAGGGAAGGGCCCTATTNAGAATACGTNGGNCAAAAAGCA 

CATCACTTCCGGCCCTTNCTTGCAGAACTGGTTGCTGCTCTGGAATGAAAGNNTCGATTG 

GTCTGTTAGCCACGCCCACCTGGATTGG 

Sequence 4746 

CCCTTAGCGTGGTCGCGGCCGAGGACACACAGTTAACCACAAAACAGGCCTCTCTGAAAA 

AGCCATTGCCATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGATCACTTTTAC 

AAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCACCTGCAAGCTATGGTATATT 

TTTGCAGCTGTGTAGAGCTATGTGGCATGAGAATGTGGGACTTATAAATTGCTGATCCAA 

TAAATAGACATTATGGGCAACAGTGTCTTATCAGCTAGTGTGTACCTGCCCGGGCGGCCG 

CTCGAAAGGGCGAATTCCAGCACACTGGCGG 

Sequence 4747 

TAGNTGCATGCTCGAGCGGCCCGCCAGTGCTGANGCANANCTGCAGAATTCGCCCTTTCG 

GGNGGGCGG NNNG GGCCGGNACNAAAAAAANTNTTTTNTTTNNTTTTGGCGGGTGAAGGT 

GTGTGTCAGCTTTTGCGTCACTCGAGCCCTGGGCGCTGCTTGCTAAAGAGCCGAGCACGC 

GGGTCTGTCATCATGTCGCGTNACGGGCGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4748 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCNNAAAGATTATTNAATNATTGCTTATGAC 

TGTGGCAAACAATTTTGTTACCGACAAGAACTCTGGAGAAGTCATGACAGTAGGAATCAA 

TGCTATAAAGGAGATAACAGCTCGATGTCCTCTGGCCATGACTGAAGAACTTCTCCAAGA 

CCTGGCTCAGTATAAAACACACAAGGATAAGAATGTAATGATGTCTGCTAGAACTTTGAT 

TCACCTCTTCCGAACACTGAATCCTCAGATGCTGCAGAAGAAATTCCGGGGTAAGCCTAC 

AGAGGCCTCCATAGAAGCAAGAGTACCTCNGCCGCGACCACGCTAAGGG 
Sequence 4749 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAGAGAGAGAGGCGGAAGACGAAGAA 

GGAGGGAGTCGAAGGCTTTCCCGATCACAAATCTCACCTCCACTACAACTCTCTTTATAC 

TTTTCTTGCAGAAATAATAATAGAAATMGGAGGTGGTGGGGTTTCCAAAAATCTTAACC 

TTCAACCATCTGGGGAAAAGGCAAAAATCCCATCTACCGCAACTCTCAGTTCGAGAGTAA 

AGGTTTCCCAACAGTGATGTCACAAGATTGACCACATTGATCACAATATGGAGTCTGGAG 

AACGGTTACCATCCTCAGCA 

Sequence 4750 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M M I I I I I H I I I I HI I I M 1 I 1 i 1 1 GCAA 

ATCAGGAATGATCTGAGTNTTTGCCAGCACCCAAATAATCCCAACAGACTACAATTTTTT 

TGAGTAACTGATACTATATTTAAAANAAATTATGGCCTATTTTATTGTCATCAAACTTNT 
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CCNGGGGGGGGGCCTTNAATGAGGNGGGGGCTTAAACTCNNATTTAATTGGNGGTTGGNG 

CTCACTGGNCCGGGTTTTNCANGTCCNGGNAAACCTTNTNTGNCCCANCTTGGNTTAAAT 

GGAATNGGGGCAANTCGGNNGGGGANGAGGCCCCCCCCCCCCCCCCCCCCC 
Sequence 4740 

CANAATTCGCCCTTAGCGGCCGCCCGGGCNGGTACNANAGAATCNCTGCCTNANCAGGNT 

CTGAGAGAANGNAANGGGCCAGNNTCTTNCAAANTGAAACAAGATACAGCANAGGGAATA 

TACTTAATTNANAAAAGCAGCTTGGCAAGACTGAAAGGAGCCTGAAGTCAAAACTCAGAG 

ACTCCCAGGNCTGATTTATNCTTCTNTCCNTTGGCTACATGNTCATAAGCTGAATGTTCC 

ANTCATGGGAAATGGGCGTGAGTTCAAAAATGTGCTANGTGTGACTGTAAAATGCTTTNT 

CCTNATCTTTCGGATTCCAGAGACTAAATACTNATATGGAAATTAGCCTATTAATAAGCA 

TCTTATNGTAAGGATAAATTACAGTGCCATCCATGAGCAAAGGACTGGCAAATTATNTAG 

NGACTACAGCCTTTTAAGATAGGGGCCAGGGAGGAAATAAAGGCCAACTTTTTACCTAAC 

TTGATATGTGAAAGGGAAACCAGNAGCCAAAGGTTCCTNCACGTTTCTCCCATGGTGNCA 

NCTTCCCTNAATCTGNGGAAAACTTCGTTCATTTGATTGGAACCAGGNTTTACCTGNAGC 

CTCNCCAACCCATTTTAATGCNAAGGGTCTNGTNCCTTCGGCCCGTNAANCCACNCTTTA 

NGGGCGGANTTCCCAANCACCAACTGGGCGGGTCGGTTTCTAGGGGGGANTCCCNAGCTC 

GGGTNCCAAAGGCTNGGGGGGTTNAATNNATNGNNNAATANCTGTGTTTCCCTNGGGNGG 

AAAATTGNTANTTTGNTTTCNACTTTTC 

Sequence 4741 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTTGGAAGGCACTCCCTGGTGTAATCTGAGA 

TACTGCACAGACCCATCCACTGTGGAGGACAAGTGTGAGAAGGCCTGCCGCCCCGAGGAG 

GAGTGCCTTGCCCTCAACAGCACCTGGGGCTGTTTCTGCAGACAGGACCTCAATAGTTCT 

GATGTCCACAGTTTGCCAGCCTCAGCTAGNACTGTGGGCCCCAGNGGGAGAATCAAGGTG 

AAAGGGTGGNACAAAATGGTTTTGCTTGGGGAAGGCCCTNGGGGTTTTTGGGGGGGAGGG 

AAGGGNCATTTGCCTTACCCTGCGGAAGNACCCCAAAAACTGCANGNNAAGCTAATCTTT 

GCAAGACCAAGNAGGAAGGAAGGNAACCTNGGGGGTANTTCTGGTGGACCCAAGCCCCCC 

NTTCCCAAGGCCTAAGATGCCCTTGCAAGGGAAACCANTTTCTTGGGAAGNAGGAAAATT 
CAAAAACC 

Sequence 4742 

CCCTT AGCGTG GTCGCGGCCGAGGTACTTTA I 1 1 I 1 1 I I I I I I I I I I I I CCCTCTATTTT 

GTTTCA l l 1 1 ll CATTTCTTTTCATTTTTTCATTTTTTCTTGTCCTTTTCTTTTTATAGA 

TGCTGAATAAATATCTGTAGAATGAGCAAATGATTATATTCTATAGAATGAAATATCTGT 

AGAATGAGCAAATCACTATTGAAAAATGATTTGGGCATGGAAATCCAGGAGCACAGTGAT 

TCAACAGATGATTATTGNCTTGCTTTAATGAATCCTTCTTTATCCATTGCTTTTAGAAGC 

AATGGGGGAAATAATCCACAAGTCATTCANACAAAAGCACTATTTAGTTNTACGCNCAGC 

TTAAAGATAATGTGACCATTGGCATTTTACTGGNTCATAATCAAAGGGANNNAGAAAACT 

GGGATAATTCCNNGNCAGNATNCTNGATTCCTTANACTTTTAAATAAGGGNAGAATTCCC 

AGAATNGTTCNAANTTAMCAAAATAANGGTGGGGAACNTTATTAGGGCCTAANTTTTTA 
TTGAAATTAAAAAGGG 

Sequence 4743 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I II II I I I I I I I I I I I I I I I I I GCTTNGC 

I I ll I AAGTGCTACTGNAGAACCCAAGACAATTTACATTTCAAACCAAATTGAGATGTGG 

AAAAAATAGACAGAAGGAAATACAGCTCTAGAGTGTGTGTGTGGGAGAAAGCACTTCAAG 

TATTTATTCTACAGCCAACTGAGAAAAACAATCAATTATACATAAGCCAACTTCATAGTT 

CAGGTATCTCAATCTTAAATTATAATACTAAACTAATGATTTCCCTAGTCTCCTAACTTA 

TTCAGTATAATGAATTGCATTCAGNTGTAAAATGTAAAATTCAAAGAAATGCAATTAAGG 

GNAGGTAAAGAGAACGGTTACTTTCAATCTAAAATGC I I I I I I I I I I AATTATTTTTTGA 

GCTTTCAAMGTACTNTATGGAAATTAAAAAAAAAAAAATTGAAAAGTCCTGCCCNGGCG 

GCCCGTTCGAAAGGGCGAATTCCCAGCANCCTGGCGGGCCGTTACTAGNGGGATCCNNNN 
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TCACCATATAAGCTTTGAAATAATTCTAATGAAAATTATATGACCTTGAGGCTGGGCGCG 

GTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCCGAGGTGGGTGGATCACAAGGTC 

AGGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCTGTCACTACTAAAATACAAAAA 

AATTAGCCCGGGCATGATGGTGCATGCCTGTAGTCCC 

Sequence 4735 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACACTCGCCTGTGGCCAGCATCCGATGGGCTAC 

ATCCTCAATGAAAGACAGGATCCCTGAGAATGAGACGTCCATCCCCTTTACAGTGTATGG 

CAGCTCAACTAGCTTCTTGCCTCGCTTTGCCATCTGTTCAATGTTGTATCCTGGACTTGG 

GTCGTTAGAA ATCT TCAGCACTCGAGCAAAACGATCCCAGACAATTTACCCACCTGCAAT 

ATCCGATGNNTTTTCCCCAAAAAGAATACCGGNTAAAGC GTAATN NTTC CCGAGGTTATT 

GNCAMTNCACCCTTGGCGTTATTTTCCTCNCACCTTCACAATAACAAACCACCGGGGTT 

TGGNGCCNTGGTTGGGCCTTCCAAGTTGNANTNGAGGGGCCGGGGCCCCCAATTCTTCGA 

AAATGGNTGNGGCCCCTAATAACNAGGTTGGNNTGTTCAACACCCNCAACNCNAAAATGG 

GG 

Sequence 4736 

CGCGGCCGAGGTACATGTTAAGGTTTGGTGAATGCATGCATTCACGGAACTACCACTCCA 
GTTGTGTTAGTTTCCCATGGCAGCTTTAACAAATT 

ACACACATTTATGCTTACACAGTTCTGGCAGCTAAATGACCAATGGGTTTCATTGGGACA 
AAATCAAGGTGATGGCAGAGCCCTGCTTCTTTTGGGGGCTCTAGAGTCCATCTGCTTNCT 
TCCCTTCTTCCAGCATCTGGAGGTCACCTCATTTATTGGCTTTGGG 
Sequence 4737 

GGTACAGGTGCCAGACAAACCTCTCCACCCTCAGTGACCCGGTGCAGCTAGAAGTCCATA 

TCGGCTGGCTGTTGCTCCAGGCCCCTCGGTGGGTGTTCAAGGAGGAAGACCCTATTCACC 

TGAGGTGNCACAGCTGGAAGAACACTGCTCTGCATAAGGTCACATATTTACAGAATGGCA 

AAAGGCAGGGAAGTATTTTCATCANTAATTCTGACTTCTTACATTTCCAAAAAAGCCACC 

ACTTCAAAAGGACAGGCNGGGCTCCCTACTTTCTTGCNANGGGGGGGC 1 1 It I I I GGGGA 

AGTAAAAAAAATGTGGTCTTTCANGAAGACTGTTGAMCATTCAACCCATTCACCTTCCA 

ANGGTTTTGGGCCAGGTGGTCCAAACCCCATTCTTCAATTCAATTTCTTTTTTCCM 

CTGGGGGGTACCCTTG 

Sequence 4738 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGCCCTCATCGAAGCTCCTAAAACTTCCT 
GAAAAAAATGAAGCTTTAACGTCCAGCTTCCACTGCTTAAACTGAGCACAGGACGTGCAC 
TTGGATAGTAAACCAGGTGTCTCCTCAAAGCCCTAATATATTCAGCATCTCTATCAAAGG 
CGCCTTTCATTTGACTTCTTTGTTTCTGGCAMGACTC 

TTGTCCTTATTCATTGCAAAMTATTTGGGGCCAGTTTTACCCCTATTGGGGTTTCATTG 
CANAATGGGATNGTNTTTGCCAAATTGGNAAANTTTTGTGTCCCCNTGGMCTTAAAANA 
ACTGCCAACCCAGGTNCTTCGGGANGTAAAACCGAA 
Sequence 4739 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I t i I I I I I I I I I I I M I 1 I I ! AATATGCA 

AACAAAAAAATGCAAAAATGAAAATGACAACACMCATCAGAAAGACATTTTTTTMCTT 

CATTCGCTACAACAGTCACGAACTGGTTGAACTCTACCTGCCATCCAACTTTAAGAAACA 

AAGACCCGGCACTGNGAAAAAGAAACAAAACCCAAACAAAACAATGATACAAAGCAACTG 

CGAATTAATGTAAAAATGGAGTGCAAATGCGACTACAGAATGCAAAAAAACATCAGCGTT 

GCAGATTCCAGCAACACTTATCAAAATAATTTCTNNANATGGGTTCATATGAAACATAGA 

CAAAGGCGTTAAAAAGGAGGATTATATGTTTNATCATCTTTAAGCATAACCAATGTGNGG 

TTAAAGAGCTTAAAAAATTAAAAAAAAAAAAAGNTACCTTGGGCCCGCNGACCACCGCTT 

AANGGGNCGAATTTCAGCAGACTGGGCGGGCCGTTACTAAGNGGGATCCGAGCTCGGGNC 

CCAAGCTTGGGCGGAATCATGGGTCATAAGCTGTTTTCCTGGGGTGGAAAATGGNTATTC 

CGGTCACAATTTCCCNCACAANCNATNCCGGNGCNCGGGAAGGCTTAAAAGGGTAAAAAG 
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I™^IEE CCMTGGA ^^ NATGGA GGG 

^JJ5II^ CTCAAA mNTNmC AT ^AATTTGGGGAGGGGGGTCNCCCTGGANG 

TTTCC^GTTTCAAACCTTTTTTTTTAAmNTAAMGGTTCTTCT^ 

A^TTTTNGTGGCCMTAAMNTGNTTAAAAMCNCTTTCCCAAAAAAMTGGA^ 

TTTAGGCCTNTTCCTTTTCCTTTTGAACCTTTTTTTAT 

Sequence 4730 

^^^J^ CAACTCACACA ^rrGJAACTAGCCAGGGCCCAGAACTGGTTAGGCAG 
5IU7 / J^^ C ^ GGCCACAGTG ^ G ^ TCAGT CTCAGCCAAAACACAGGAGTCCTGGAAA 
S^ C A 7 GAACTCC ^^^ 

rSIX^f CTAACAACTTTATCTAAA CGGATTAACATTGAAGATTAACCTTCCTGGAGCC 

TTTAAAGGTGCTCTCTNAAGTCTCTCCAGAAATGGGCTCCATGGAAAGTTAATCCCCAGG 

Sequence 4731 

CCC J7 AGCG J G ^^ 

^^^ GGGCTCGCTGCTGCGGACG ^ CAAGCAGATGGT TCCTTCATCAGCTTCAGG 
GGA i G II GGAAG I GACTATGTAGA CTGGAGM 

G ^T A J GAATACCGCAGAT ^^ 

TTmGCCAMTAATTCTTNANGATGTGGGCTTGMTGAAAGAAAATTGCTGCCCTCCCC 

C ? GGGGA ™ GC ^ G ^^ 

TAyAGGTCTTTCCNGTCACCTTAAACTGGACNCAANGGGGGCCAACCTTTTTNTGGGGG 
™ GAGG ^ NAGGCGGANNAATGGGGNAAAA ^ 



ANGAATTN. mini I AATTNNNNACCCAAAACCCCTTAAATCTTNTTACAAGGGGGCCC 
CAAGTACCCTGNCCCGGGGCCGG 
Sequence 4732 

GCC ^ CGAGCGGCCGCCCGGGCAGGTA CAAGAAAAAAACCCCACAGCCTAAATCTCACA 
CAGCTTCTCAGCAGGAGTTGGATTAAACTGAGAAMTAATTTTAATATCAAGGGATAATG 
CACGCAAGATGGGAAAACTTTAAAGCAAACTCTGCAGTGAAAAGTGTTTCCCCCACTCCC 
TTGGGCGAGGGAAG GGAGAAGA AGATAGATAATGAGGAGAACTATAAGGCCCTGGATTCA 

GGTTTCTGGAAACTG I II | I CAACCCTCGGAGGACAAATCAAGCTCTTTCCTG 

GAATCCAAGAAAAGCACATTCAAGAAATGCCCAATGACAGGACCACAGGCCCAAAATATT 
GGG 5 AGGGCAAACTGGA ^ GG ^ C ^ GCGAmCCCA ^ 

A^TGCCTTCAGCTTACAGGCTAAAAAAMTTAAATMNTTAAATAAAAAAAAAAAAAT 
Sequence 4733 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I I I I I I I I I I I I I | | | | | I TNCTTTTTTT 

ILLLllL!. 1 " 1 1 " 1 "" 1 i i n i i i i i i i i u i i i i i i i i i n i i i i n i h , 

TTTTTTTTNAAACCCTTTTTTTTNNNNAANNGGNGGGGNTNAAAGNAAAANAANTNNAAA 

AAAAATTNNNNNAAAAAAAAANNNAAANCCCNGGNNCCNNGGNNNGNANCNCCNNANGGG 

GNAANTNCANCANNNGGGGGGGNNNTNNTANGGGNACCNNNNNGGGGANNAAAAAGGGGG 
GAAAAA 

Sequence 4734 

GG^CCCAAAAGTGGGCCTTGAAATATAATTGTTTCTGAGAGGAACTTATTCTCAGGATA 
TTTTTGTAAGAGGGACAAAACTACTTAACAGTGTGTATCCTTGCAATAAGTATATTAATG 
AATACGATACAACCATTTTATACAGGCAAAAGATGGTTTAATGCCAAAGCACAAACTCAT 
AAACCCAGTTGATGAGGAGCCAGAACAATGGTCATTACTGTATAGAGATGTTTTAAAAAG 
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Sequence 4724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 ITTTTTTTTTTTTTTTTTn 1 CAATTNACA 

ATATAGGGGATCTGAACAAGACATACCCCAAAGCAATTTCTT1TTAAACTTTTATTACCC 

T ATAA ATTCCTCAAATATCAAACTCCATGTTAC I I M 1/1 M J A GCAATTAATGAAAACA 

GTTTTGGAGAANAAGAAACTGAGGGGAGATTTGTCTNTAATACAAAAACTTGTTTATTCC 

AACTGCAGACAGTCTTTTCATAATTTTATGAGCCACAAAATAAGAAACAGTTTCTACTN^ 

TGGGTGTCATTTGCAAATAGGAGACAATCAAGATTCAAAAGAAGCCCNTAAGAACAGCAG 

GAGACTNTANAAGGCACAAGATGTGGGATAGAATCCTACAAGGAGATGATGTACGGTGCA 

GCTGAGAGGAAGGAAACAGANAGGTAAA7TTGTTTTCAAATATTTTAATGCCTCCGGTAT 

TCTGAATCTAAGTATTTCCTGATCTTNGCNCACTCANCCTATTANAAAACTGGGGGTAGC 

TTIIIIA 

Sequence 4725 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAAACTCATTAGCAAAGCACACAAAGAC 

CTTTGTGATGTGGTATTGCTGAATTAAACTACTGGCAGCCCTAGAAAGGTAAAGTGTATT 

TGATGCTTCTGTGCTGTTCCCTTAGCCCAGAMGCCCTTCCAGTTTCTGTTTAGTAAAGT 

CCTATTCATCTTTCACTACTCAATGAGTCATAAGTAATCCCATTAGGAAAGCCTGTGTGA 

TCTACCTCCTCCCTAATTTGCCAGCTTGAGTTTGCTTCACCCCTTCATAATACTCAGTCA 

ATCATAATGTCTTATAATCCATCATAGCACCTCACACAATGAACTCCAATGTCTGGTTTG 

TTGGGATGTCCGCCTTACTACATTGTAAGCTTCTTAAGGGTAGAAACCAGTTCTGATAGG 

CTTAGGGCAGTGGACCACCAACAGAAAAAGTACCTGCCCNGGCGGGCGCTCGA 

Sequence 4726 

AGTATGATGGATATNTGCAGAAATCNCCCTTAGCGNTGGTCGNGGNCGAGGTACTNTTTN 

CTCAATGANACCTAAAGTTTGCTTATGGAAGGGAGCACANGAAGAATTGCANCNTGTGAG 

TTATTGTAAAGTNTGTTCAAAGGCTGGGCGCCCATGTNTNACGCCTGTTAACCCCAAGTG 

CTTTGGGAGACCGAGGCGGGTTGATCACAAGGACANGGAGATTGAGAATGATCCTGGCTA 

ACACAGTGAAAACCCCCCGTNTTTACTTAAAAAATTACCAAAAAACTTAAGCTCATGGCN 

NCGGTGGGCAACGCGCCCTG 

Sequence 4727 

NNGTACTTATTTAGAGCCCAGCAGAGGAAGTGGTAAAGGAAACTAGCTGAGTCGTTTTCT 

GAGAAGAGACCATATTTGTTCGCANAGGAAGCCGTNGCTTTCTGGGATCTGGCTACGGNA 

GAAAAGACATCNGGCTCCAACAGGGGTTGTTNCACAGGGTAGCTGGGAGTTGGAAGAGCC 

AAGAACGCCTTCGAGCTCTGGATTTGAGCTTCTCTGCCCATGGGTGAAGCGCCCATGCTC 

AAGCTTGNGAGCTTNTTCCCGGGAGAAGCAGCCATGGCACTTGAGGGAATGNGCCCCTTT 

CGCTCAAAAGGGTCACTGGGGCCTGGGGACCCCCGACCAAGCCTTTGCTGACTTATTTCN 

AAAGAAAGCTCNAACTTATANAGGAACTTGTGAAGAAAGGCANNTGAAAGAAAGNACNNT 

NGCCNCGGGNCCGNGNCCAGNTTCNAAAGGGGG 

Sequence 4728 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTAAACACTGTCCATTCTGTCCCAGAGGACT 

TTGCAGCCCAGAAAAGCACCTTGGAGAAATTACTTATCCGTTTGCTTGTAGAAAAAGTAA 

TTGTTCCCACTGTGCACTCTTGCTTCTGCACTTGTCTCCTGGGGCGGCTGGAAGCTCGCG 

AGTCAAACATCAGTGCCATCAGTGTTCATTCACCACCCCTGACGTAGATGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4729 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAATTGGTGCCGAGCAGGGATATAACCT 

GCAGTTMGTGAAAAGAAAATCCAGCCTNCCCCTCCAAAAAAAAAANAAAAAmMT^ 

TTAAAAATTAGTGGTATGGCAATAAGTACACTTNAGAGGCTATNTTAACCTCTGAATACC 

CATCTTCTAGTTTAAAGACAGAGACATCCCATNTGGAAAATGTTAANCTTGTGTTTGCCA 

TCTNCGTTGCCGGNAGTAAAGTAGGACATATAGGANANNAGTTTAAGAAGTAACAAAATA 

TAGGANAAAAA I I I I I GGATGGGTCCACCAAATGGAGNATANANTATTTAAGNAATTATT 
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GANCCGGTC AGCTNAGCCTNCCAMGGNGCTGGGAmCA ^ 

I£SL™I GCCAG ^^ 
Sequence 4721 

•^IIIATTCCTCTATAAGTAAGGTTTATTTTTCCCTCCTCTGGTT^ 
JJ^^TATCCTTG 

I™™ > n II I GGCTTTTATCCTGTTTGTTGTTCTCTGAGCTTCCT^A^CTG^GCTT 
IS^^^^AGAAAAATCTCATTCATTATTGCTTTGM^ 

i;^ ACTGTO ^ GG ATATTCTGTTCCTTTTTTATTCAANN^ 

CATTTTTGGAAGTTTCTCTTGAAAAAATACTGGAAGCTCCAGATTTCTX^ 

CACAATNCAANTCTGCTAAATGAGAACTTTCAAACACCCATGG^CTTC^ 
Sequence 4722 

Sequence 4723 

TGCTTTCATTTTGCCAAAATAAAACAGATAATGNGGATCGTTTAAG^GTTATAGT^tat 
CTTGTTT^i^A^T^^*^^^^^^^^^^''^^^^^^^^^^^^^^^^^^ 
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I I I I I l 1 1 l i i i i i i i i i i H I | | | | | | | | ICCCTNANCCAAANGNTNNNAATTNATNAA 
AATCGNNCTTNTNTACAANNAANGATTTTTGGGGTTNGNAANCCATGNCTGCNTTTNTTN 
NCCNCCNNANNCCNGGAANAAAATTTNCAANNGGNNNGGTTCNCNCAGNTAANAAAGCNT 
ANNGGGMGGGNCCNNAANANGGCNTTCAANAAAAANNCCCCCCGAATTTCCNTTTGACNG 
NNTTCCCTTGGGAGNCTNTGATGNGGGNGCCCCN I 1 I I 1 I I A AAAGGAAAATAAAATTTT 
CA ATCNGG GT GGGTT NTTTGCCCTGGGGCCNCTNNCAAAAANTCAAMGNCCCNGCTTTA 
AN I I ) I I INTTGTTTTGGGGNAAAANNTCCCTTNGNTNTNAACTNGCANTTTGCCCAACC 
TTTTANTTANNTTGGACCCCCCNTTTGNANNGGNANNNGGCTTTTCCNTGGGNAAAAAAA 
AAANCCTTGTGAGGGGTNCCrJATGGGNCCGGAAANACCNTTTCCCGGGGG 
Sequence 4713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I HI M I j I I I I II II I I I I I I I I I A NA 

ACAAGGACAGGGGACTNTGATGCCTTCAGCTNTGGCCATCCTGAGNGCTGNGATCTGCTT 

CCCCTGCTTCCTACACCACCCACAATCCCACCACGCTGNTGCAGTCACTGCCAACTCATA 

GTGCCTTCTAAGGGCCCCA 

Sequence 4714 

CCCTTTCGAGCGGCCGCNGGGCAGGTACCTGCCTTGTTCATATCCMCTAATTTTTTNTG 

GCTAATTAAGTNATNATNNTCNAAACACTTAAGGTTTTAAAGGATGAATGACCAGNTGAG 

AGTTACTTCTTATTTGCTCCTAAATCCAATATATTTCCTGATCAGTCAATAACACTTAGA 

ACATCTAGTTNTAATTGGNNATACAAN N G NCTAAAAAATGATAATTAAAAGG ACTAAN AC 

TNTATATGGTCTTTTGA 

Sequence 4715 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTGGGTCTAATTACCAAATTGGTCCCAGG 

GCAGAGAACTCTCTCTCCTGCATTGCAGGGGATGCCTAGGCAGTGTGTAGGCCTAAGCCT 

GAGMCTACCCAGGCCTTCCCATACTTTGGAAGCAGNTGACACTNGACTTNTTGGTTTCC 

ATNTTTNCACTGNGCTGTGTAGCCCTGTGTGTAAACAGCAGGCACTCATGTGCCATTGAC 

TCACGGTCAGAAGCACCACAGCATTGA 

Sequence 4716 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAATGTGAAATGTTTAGGGACATCTCCATGCT 

GTCACTTGTGATTTGCCCTCTTATGTATTTTGGTCATATTGCCAACTGGAAAGTCAAAAT 

TTTCTAACAACTTTAAGTAAGTTCTTTGAAGA 

AAGTAACTTAATTTTAATACCACTACTAAAAATTCGAAAATTTCTTCTTTMTCACATTC 
AATATGGTTAAAAGAACAACACTAATTGACATTGCGTGGGCTTTTTCTCCCTTrGTn"AA 
AATGTCATTTGTTGAGCAAGAGTTGTATAGTATTATCTACTTACTTGAGGCTGTTAATTT 
TTCATT ACAG TGTTTTGTAAATGTATCCCNCGAGACCATGATGCATTGGTTTGGGCTCAA 
C TTGTG TTTTG N ATTTAAAG C ATTTTG AATG G AAG G N GTATTTTTT ATAAA N C N ATTT AA 
AATTTTATGCTCCTTTAAGNMTNGGGACNCCCGNAAAMCCAAACCCTTTTNAAGTCCC 
TGATT TAAATCCTGGAACCCAATAAACCCTGTGGNGGGCCTACCAAAGGNGATTAATTTN 
I I I I I AAAATGNTTNCCTTTAAAAANNCC I I I M i I I I I'AATTAAAAAAACTTTTGCAAA 
AAAGCCTTGGGGNGAAACTTCCTTGGCCNTAAAANGNTAANTTTNGTTTGCTTGGGANNC 
CCCCCNCA ACTGANAAAAG GGGGCTGNNTAAACCTNGGNCCCCCCTNTTNCCCAANAAAA 
AGGNGAAA I I I I I I I I I I I I AAAAAAAAAAAAAAAAAAAAA 
Sequence 4717 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTNACCAATCTCATGAGGAGCGGGAAC 

ATGCTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGAATCTTCCTTCAGGATA 

TCAAGAAACCAGACTGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTAC 

ATTTGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAAAA 

ATGACCCCCATTTGTGTTGACTTTCATTTGAGGACACATTTACCTGAATGGAGCAGGGTT 

GAAAGCCCATTCAAAAAGAATTGGGGTGACCCACGTGACCAACTTGCCGCCAAGATGGGG 

AAGCCGCCCCGGAATCTGGCTTGGCGGGAAATATCTTCTTTTGACAAAGCACACCCTGGG 
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TC^ANAAATTGGCCCCACCAAAAGAMTTCCMCCTTGGGANTCCTTNGGAAANNMG 
Sequence 4707 



^TCAAGGATCAAAAT^ 
Sequence 4708 

GAGAAGACCTCGTCCC ™ CTA ^ 

AGCTCTGMGAGATCAGCCCTACTAAGmcCTGGATTGTACCT?^ 
Sequence 4709 

CA ™ GCACCCGCMT ^^ 

gIgctg^ca^ 

7???7~ CCmGATAAGAAAAAGCA ^GGGGGCACCCGATTGATGTGGTTATCTTGAAr 
^^ G A GACAGCTCTGTCAAA ^ AACTAGG ^ GAA ^ 

ATTGTTCAACAGGmcCATCTAAMCCAGGCGTTTrAGACTAGTGAGAC^^^ 
TGGTGATGAAATAGTGGATATGCGAmTCATCCMG^G^^^^ 

2^ 



, ™'"wv*w m uwMaHC rCTTGGCTACTTTGCCTAGTATTAG 
ATA^GGGTmGMGAMCTMCATGAACACCCTTTCATCAGTAMGACTAAAMC^ 
?A A ^ A J A ; ATATCACTGCTG 

TAAAAANTGCCCAGGGTGGGCTTTAAAGGGCTTGNCCAGACTGGCACCGCCA^^TTCTTN 

AA^NGGGGAAANTNTTNTTGAAAANNGNMNGGAAAAAAMGGAGGGG^^^^ 

ATTACCCACCAACCCTrrrCCCCCACCAAAAAAAMGGGGNAAAAAAAAAT^^^^ 
Sequence 471 1 

Sequence 4712 

CCCTAAGCGTGGTCGCGGCCGAGGTACTTTATTTTTTTTTTTTTTTTCTCTTTTTT^ 
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ACAGTCAGCAAGAGTTAAACAGACAATCCACAGANTGGGANAAAATCTTCACAATCTATA 

CGTCTAACCAAATGGATTAATTTCCCAGAATCTATAATAAACTCAAACAAATTTCCCAAA 

ANNAAAAAAA ACCCC CCNGACGATNCCCTTCAAAAAAGTGAGTTTAAAGGGACATTTGAA 

TTNCCNCCNAi I 1 I I CAAAAAAGAAGGGCNTTACCNAATNGNCNAAACAAAACNTTATTG 

AAAAAAMTGGCTNNACCCATNCCCTTTANTGATTCNAGGGGAAAAATGCCAAATTNAAA 

ACCCNCCANTNTNGNNTACCCNCCNTGGCCTTCCTNCCAANAAGNGGGCCNTTGATCCAA 

AAAAAATTCAAAAAATTTAATTT 

Sequence 4701 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACTGGACCGGCCATTGGACCATTTGTTCCAAAA 
CCCATAAATNGTTGCCTAAATTTATAATTGATCATGAAACCCTAGGCAGAGGAGGAGAAA 
ATTGAAGGTCCAGGGCAATGAAAGNAAAAATGGCGC 
Sequence 4702 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACACNGGAGCAGCTATAACCACTTAAAAAGAGC 

MCAAGGCAAGACCTGGAMTTTTTTAAAAAATTGGCCCGGGTGTGGTGGCAGCATGTCT 

GTGGTCCCAGCTACTGGGGAGGCTGGGGTGGGAGGATCCCCTTGANGCCCGGGAATTCGA 

AGGTTTGCAACTGANCCTGTGAANCAATNGCCAACCGCNACTNCAANCCCCTTGGTCAAC 

NAGNAAGATANNGGACCCCCTTNGAANTTCCTAAAAAAAAAAGNGAAAAAAAAGGGCCAA 

CCTTC CTTNGTAAC ATTCAAAAGGTTCCCTACCTTTAATN ATTAAAC NAC GGCCG AAATG 

GCCANGNCNTCTTTCTTTCNAATAAAAAAGNCNTGGGCCTGNTNTAGANGNAAANACTTT 

AA7TG7TCNGGGGGGNNAANTNCCAGGCTTCCAATTGGGGTTTGT 

Sequence 4703 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGTTGTTTGGACAATGGAAAAACACCAGTCT 

AGATATTACTGTGAAGGCATTTTTAATATGAGAGTAATATTTAAAGCAGTAGGCTTGGAG 

TAAAGCAGACTACTCTCTGTCATGTGGATGGGCCCATCTCATCAGTTGAAGGCCTCAACA 

GGCAAAAGACTGAGGTTCCCTAAGGAAAATGGAATTCTGCCTCCAGTCTGCCTTTGAACT 

CACGTCTTCCCTGGGTCTCAGCCTGCCAGCCCACCCTGCAGATTTTAGACTTGCCAGTCT 

CCACCATCACATGAGCCAATTCTT 

Sequence 4704 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTAGATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCAAGGAAGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCATTACCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 
TA 

Sequence 4705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAAGATAAAATTTGAAATCTGGTTAG 
GCTGGCCGTTAGGGTTCTCTGTTTTTGGGGTTTGGCAGAGATGTGTTTAAGTGCTGTGGC 
CAGAAGCGGGGGGGGGGGGTTTGGTGAAANA I M I N G 
Sequence 4706 

CTAGATGCATGCTCNAGCGGCCCGCTCANTGTGATGGATATCTNGCAGAATTCGCCCTTT 

CGAGCGGCCGCCCGGGCAGGTACTTTGCTACACGGTCGGGGGCCATTGAGACTGCCATGG 

AAAGACTTGAAAGGTCACGTAGCTGAGGACTTCTGGAGAGACCATTCAAGGCTTCTGGCT 

CTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGNACA 

AGACTCTCTTGNATCTGCAAATACGGACTTCATCCATGCCTGAGTTGTGTGCAGCNTGCC 

NANCGGATTCCTCTGGAGCCGCCTGTCTTATCCGCATTCTGCCTNGGGGCAAGTTTCACC 

CTTCCCTGGGGNATTGTNCCCCTGGGACANAGAAGACAAAGGGNGTANAGGCCTNNANGG 

AATCCTACCTGGGGGGGAAGTACCCGGGAGGGAAGCCANGTNCTCNTTCTTGTCCCGCNT 

GGGAACCCCCATTGGTCCCAACJGGAAAGNTCCCTTATTGCCTAACTTTTTCCACCTGGN 

GCCANTCCTTATGNAAAAATACNACCCAGGTGGAGNGAAAAATTTCCCTTTGAAAAATTT 
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Sequence 4694 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTCTGAGTATGGGAACTTCCCTCCCCAAGT 

GGTGGGAAGTTACAGTTAACTACAGCTTACTCAACTATCACTTCCAGAGGTTTAGTGTTT 

TTAATATGGGAAAGAGGAGAAATCTCAGGTCTAATCAGGGTTCTGCCCATCAGCTTTTCA 

CTGAAACTTTCAACTGTGTTTTGTTTTTTGTTTTTTTTTCCATCTTTCAGTTTCTAGCTG 

TGmGCCTTCTCCCTCCGCGTTCCCTCCTCTTTTTTTGCTTTTGGTCTCCTTTCCAGCT 

TCATGTCTCCATGAGTTCAGCTGTACCCTGCATTTGGGAACAGAGAGAAAAACAAAGAAT 
TTGCTGA 

Sequence 4695 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACTAGATGCCAAGGTCACGAATTAGGGTA 
GGAAAGGAGCTAAGAAGAGCAAAAATGTTAAAAGGAATCCAAATGATTTTATAGGAGTGG 
TGAGATGGTGGTAGGMGAGTTGGGATGACATCAAGGTGGMGMGTGTTTTGTTTTGGA 
GACAGGGACTTGCTCTTTTGCCCAGGCTGGAGTGTAGATCACGGCTCACTTGCAGCCTNG 

ATCTCCTAGGTTCAAGCAGTCGTCCTGCCCCAGCCTCCAAGCAGCCGGGACCACNGATGT 

GTGTCACCATAGCTGGGCTAATTTTTA 

Sequence 4696 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATACTTGGAAGTAAAGCTCTCCTCAG 

CAAATGTAAAAGAACAGAAATTATAACAAACTATCTNTTTGACCACAGTGCAATCAAACT 

AGAACTCAGGATTAAGAATCTCACTCAAAGCCGCTCAACTACATGGAAACTGAACAACCT 

GCTCCTGAATGACTACTGGGTAAATAACGAAATGAAGGCAGAAATAAAGACGTTCTTTGA 

AAACAATGAGAGCAAAGACACAACCGTGCTNAGAATCTNTGGAACACACTTAAAGCACGG 

GTATTATAGGGGAAArnTATAGCACTAAATACCCACCAAGGAGAAAGNANGGAAAGATC 

AAAATCAAACACNCTTAACATTCAATAAATTTAAAAAGGAACCTAGGGAGAAGGCNANGG 

AGNCAAACCAAAATTTCAAAAMGCTTGNCAAGAAAGGGCAAAGGAAAAATAAACCTTAA 

GTATTCANGANGCCATGAAACTTGGAAAGGGAGGMTTAGGNGGACCCCCAAAAAACCTT 

TTCAAAAAAAAAATCAAACNGAATTNCCCGGGAAGCTTTG I I I I I I I I 1 G 

Sequence 4697 

NCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCNGCTTACTTTGTAGCCTTCATCAGGG 

TTTGCTGAANNATGGCGGTATATAGGCTGANCAAGAGGTGGTGAGGTTGATCGGGGTTTA 
TCGATTACA 

Sequence 4698 

CCCTTAGCGTGGTCGCGGCCGANGTACMTTTAAAGAATAATTTTAAAGTGAATACTACG 

TAACTCCATCCAAGTCAAGAAATTGCCAGCTTCTCGGAAGCCCACTGTGTCTCCTTCCCC 

TACCTGCAACCTCTTCCAGGCTCCCTTTTCCAGCCTTNCCCTTTTTCCCTTTTATTTTCA 

TGCCTTGATTTGACTTNTGTTGGTGGNGAAACAATGTGTAACTATGGAAAACCTTAAAAC 

CCNTGGCTGCCCAACCCAANAAGCCANGCTTGNTNGAACCCAAAGGGGNCTTGGCCTTCA 

AAGGGTNGTNTGGGCCCCACNGNCAAGGATATGGGGACTTNNCTNCTTCNTGGNNTAGGC 

TTGGGANCCCCATAGTAACCTCTTGTAAACCCTTTTC 

Sequence 4699 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCAGG 
TGTGAGCCACCATGCCCAGCCTATGAGGG I I I I I I I I I I I I I AAGACATGAATTCCCAGA 

CTTCCGTGTAGAGACTGATGTAAAGGGGGGATTTAATTTTTTCAAAAAGC 
Sequence 4700 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACTGATCTTTGACAAAGCAAACAAGATAAAG 

TGGGGAAAGGACACCCTATTCAACAAATGATGCTGGGATAATTGGCAGGCCACATGTAGA 

AGAATGAAACTGGATCCTCATCTCTTACCTTAAACAAAATAAATTAACTCAACATGGATC 

AAGGACATAAATCTAGAACCTCAAACTATAAAATTCTAGAAGATAACAATGGAAAAACCC 

TTCTAGACATTGGCTTAGGCAACTATTTCATGACCAAGAACCCAAAGGCAAATGTTATNA 

AAACAAAGATATAAAGCTGAAACTTAATTAAACTAAAGAGCTTTTTGAAGAGCAAAAGGA 
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GAGCCACCGTGCCCAGCAGAATTT7TTAACTATTTGGTTACCGACTAATTTGGATAATGT 

AAGTGCATGCAGCTTTGATTTGTGCCACTAAGMGTGGGCAAACTGTCTTCCTTTTTNTG 

AATCAAGTAAAAAl I I I ICCCTCAACATGTGTTTGACAGTTGTCATTCACTGCTNANGTT 

AAGGGCATTTTGGGTAAACCACACAAGNCTCTTGNATTCCTTTTCCTANCCGACAGCCAC 

CANANAAAAAAGGGNGGGGCATTGGGGGAGGGGGA 

Sequence 4687 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNA I It M 1 1 I I M < 1 I I 11 I I II H I NACNGG 
GTANAGTTCAGGGTTTATTAACTTTATCTGTACTTTACAGCATGTTCTGTTTGGGCANAG 
•CCTTTATAGCANTTGAGCATATTCAGTAGCCTAGTCAGANACAATGAGATGAAAACTTGG 
CCTCTCATGGATACAAAATTATGTGATTTTTTCCCCCCCCAGACCTCATAGNTATTCCTA 
GGAGTCAAGAAGATGATTGCCCACAATGTACAAGCAGTAATTGAT 
Sequence 4688 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGGCTAAGTGGGTAGTNATATCGNGACTG 

GCTCCGCAGGAGAGGGTGGCTTTTTCCCTGTNTATNATACAGGGTGGCT 

Sequence 4689 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCTGTCTTATGCATGTTTAACACAACAGCAA 
CAATAATATAAGTAGTTAGCATATATTAAAGCATTAACGAACACCAAGCATTGTTAAATA 
TATTACATGTATTTTTGCTTAATTTTCACAACATTACTAATGGTTA 
Sequence 4690 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGG 

GCTrCTGCTGAGGGGGCNTTTNNCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGGA 

AAGATAGAGATTAATACNACTACTTAAAAAATATAGTCAATAGGGTTACTAAGATATTGC 

TTAGCGTTAAAGTTTTTAACCGTAATTTTAATAGCTTAAGATTTTAAG 

AAGACTTAGAAGAGTAGCATGAGGGAAGGGAAAAAGATAAAAGGGTTCTAAAACATTGAC 

CCGGANGGTTGANAATGAANCTTTCTTCCATTGGNGGTAAAAAAAATGGTTTT 

Sequence 4691 

AATGGTTCTCTTCATGGTTTslGGAAGAAAAAGCTTGCCACATAATTNAAACCATTTCTTTA 

CCCTGGTAAAACTTGATTGGTCTTTCCAATCTTCAAGGAGGGTTTACCNTTTACCAGGGA 

ATNTTTGAATTAGGAAACNGGGGCCTATGGCCCGGGCCTCCGNGGCTCACGCCCTGGTAA 

ATCCCCACACCTTTTGGGGGATGCCCGNGGGCGGACCCGGATCACCGAAGGGTCANGGAA 

AATTCCCGACCCATTCCTGGGTTAACCCCGGGAAAAAAACCTAAGTTCTTTTTACTTTAA 

AAATTCCCAAAAAAAAAAAAAGGAAAGGGNAAGGGAAAAAAAAAAAAAAG 

Sequence 4692 

GATGGGATATCTGCAGAATTCGCCCTTAGCGTGGGTC 
TTTTTNCTTTTNTTTNGNTGNCNACTTTTCAGGTTNAAANTTATCT^^ 
GTTGCCTCNATCTTCTAATTTCCCTATNTTCTGTATTCTTTTCTTCGCCT 
Sequence 4693 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCTGACGAAGAAAAGGGAAGATGGAGC 

CTCCATGTTGAACATGCCTGGCCCTCAGGTAACNNTTTTTGTTGGCACAACTGCTGGCAT 

TCACCTGTGCAAGCTTCCAGCTTGCTTATCGGTGTTTGCAGCTCGATATTTCAGGCTGCT 

CTTTGTTAGAAAATAAATGATTTGGGGGCTGCTTTTTGTTAAAAGGGAAATTCTGCCG 

GACTCTGTTCTCCTTACTATCTGCCTAAATAATTTCTTTCTAGCTCCTGTATCAAAAGCA 

I I I i I IAATATTGTAAATTTGGGAATATTATATTACCTGATTTTAAGACTGCTTTAAAGC 

TAGAGTAAATTAAATGTGTGAGATGAACATAAGAACAAACATATGGATAAGTGAAACAAA 

ACGGAGTTCANAAATAAACCCCACCTATATAGAAAATTAAATATTGGATCTANGGGCCAA 

GTAATTNAATTTAGGAAGGTlTTTTTCAriTAATGATACCAGAACAA 

NGCACNAAAAAAAACCCTGCTTCTTTNCTCATATATATCAAAAATAAATGGAATGNCCAA 

ATTGGNACCCACCCTAAAATGTCATTAACTGGGNGNAAGGGGTGACCCAAATTGGGGGTA 

CATTTTTACAANGG 
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Sequence 4680 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCCCTTCCCGACCGTAGCGAGGGTGCTGC 

TGCGCTGGGGGAAGGAAAACGCCGCTTTGACTGTGCCTTGTTCTCACAGCTGGCGGGAAG 

CAAGCGCCTTTTCGAAAGCCANAGGCTCGAGTTACCCCTCTTACCACCGTCATGGCAGTC 

CCAGGTTGCAACAAGGACAGTGTCAGAGCAGGCTGTAAAAAATGTGGCTACCCTGGTCAC 

CTGACTTTTGAATGCCGCAATTTTCTCCGAGTAGACCCTAAAAGGGACATAGTTTTGGAT 

GTCAGCAGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4681 

CGCGGCCGAGGACTATGAATTTTAAMTTAT7TGCTTAGACAGAATATGTGGACATACAA 

ATG ATGAA TGTGATMTNGTCATACATATATATTTATCTTANACACTTAGTCAAAACATG 

TGGT7TTTGGTTATGAGTTATGACACTGTCACTTTACCTGGAAGATACAAAGTAATTGGG 

TCATAGACTCTCAAATTATGGAACACTTAGATTTTTCAGGGGAATGACATGGAGGGAGCC 

AAGGAGTCTTATGATTAGGTAAA 

Sequence 4682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGG 

GCTTCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTCCGCGAAT 

TGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCG 

GCCGCGCTCTCTTCCAGGACATCAAGAAGCCAGCTGAAGATGAGTGGGGTAAAACCCCAG 

ACGCCATGAAAGCTGCCATGGCCCTGGAGAAAAAGTTGAACCAGGCCCTTTTGGATCTTC 

ATGCCCTGGGTTCTGGCCGCACGGACCCCCATCTCTTGTGACTTCCTGGGAGACTCACTT 

CCTAGATGAGGAAATGAAACTTATTCAAGAAAGATGGGTGACCACCTNACCAACCTCACA 

GGGCTGGGTTGGCCCGGAAGGCTGGGCTGGGCGAAGTTTrNTTTTTTNGAAAGGGTTAAC 

TNTN N AAACCNCGAAATTMTAAGCCCTTTTT G AAGCCCAACGG ACTTTCTTGAANGGGG 

CCCCTTGCAAA AGTAA TTANGGCTTTTTGGCCTTAANANCCTTTTTCCTTTCAAGN^ 

ATTANGGNAG C i i i i \ NT TTAACTTNTTCCTNAACAAGGCCCTTGGGACCCAAATNGGGA 

AMTNAAAAGCTTTTTTTGGATACCCAAAAAAAAAAAAAAAAA 

Sequence 4683 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTGTGATCTTCTGGGGATGTTACAGAACC 

TTGTCTTCTCATATTACCAGMTTGTTTTACTGdTTCCTTCTCATTTGGGTAGACTATGA 

CAGAAGAAAGATCTGANACTCAAGGACTGCTGTTCAGATTCGTTTGTCCCATGAGGTGAT 

CCCTTGATGTGGTGCTCTCTCCCTTTCCCTAGAGATGGGGCTTCCTGAGAGCCAGACTGC 

AGTGATTGTTATTGCTGTTCTGGGTCTAG 

Sequence 4684 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACGCCCAGCTAATTCTTTTATGTTTGTAGTAG 

AGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGATCTGCC 

TGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCATACCTGGCTCTTTTG 

CTTCATCCATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACCCT 

TTCACGCCTTACACTTNAACATGCGGCTTGTTGAAATTCGTGCTCCACTTCCAGCAACTG 

CTTTCAAATCGGAGTTCCATCCTCCGGCCGCAGTATGCCCTAACGCAGCCGTTATTCTTT 

AGGAGCTACCACCAGCTTTNCGAAAACCTTTNNGAGGGAGCGCTTTTGCCACCCACCTTN 

CACNGGGGAAAGCGGCGCGTAAAACCAACCTCGGAACCCCCCCCGCGTTACCCTTGCCC 
Sequence 4685 

GCACTGCATTTAATGTGTATATCAGGACAAAAMTATTAATGAGAGAACACACACNGTTT 

TCTTCCTCCCCGACCAGCCAAATTCTNCACCCTCCAGCCCCATTCAAANAAAGGAGAGAA 
GAGTCTTTCTT 

Sequence 4686 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGACTACAGGCATGCACCACCACGCCCG 

GCTAATTTTTGTATTTTTAGACGAGACAGGGTTTCACCCTGTTGGCCAGGCTGGTCTCAA 

ACTCCTAACCTCAGGTGATCCAACTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTAT 



Page 841 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



GACAGAGTTTTAGTCTTGTTTCCCAGGCTGGAGTGCAATGGCACAATCTTGGCTCACTGC 

AACCTCCGCCTCCTGGGTTCAGGCAATTTTCCTGCCTCAGCCTCCCAAGTAGCTGGGATT 

ACAGGCACCCACCACCATGCCCAGCTMTTTTTGTATTTTTAATAGAGAGCTAATAATTG 

TATATTTAATAAAGACGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTC 

AGGTGATCCTCCTGCATTGGCCTCCCAAAGTGCTGGAATTCCAGGCATGAGCCACTGCGC 

CCAGTCTACACACTAATTCTTGTTAGCCCAACANCTGTTCTGTTCTATCTACCCCTCATT 

TCACGCTWAAAGGAGTCATACCTANAATAGNTACCCACAAGAAGGAAACTGGAAGCCAAA 

CACTGGACCTGCCCGGCGGNCGTTCAAAGGGCA 

Sequence 4675 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGACATTCAGAGGTGAGCCCAGAGGG 

GGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCC 

TGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGG 

AATGTCAAAATGTCATGTTCMTTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTG 

AAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATA 

CTACATAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGA T 1 I i I I I I GCCATGG 

CCTGGAAAGAAAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4676 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I II 1 I Ml I I I 1 I II I I H 1 I I II I J AGG 

CAAAATAAATACTTTATTGGTTTMTATATATATATTTTAGAAATCAGCCTTTGTGTGAT 

NTT TCAA ACATTTATAAGCCTTTTANAGATTCTTTCAAAGAACACTGTTAACAACTCGA^ 

CACTTTTGATTAAAATNTCACNCCCAAAGAAACACAATNGGAGNTGAAAAAATTATAAAT 

GCTAGMNAAAAATTCTAMTAMCATTTGGGGGNTCTTTACACNTTTATT^ 

TAAAACCAAATGGGGNAACCCTTTTCC I I I I I 1 I I CANAAAAACNNAGGTTTTCCCTGGT 

TTAAAACCTGAAACTAAAATTANTTTTTATTGNTTGGANGGNGGAACNNAATTCTTAAAA 
TTTACCTTCCCA I I II I GG 
Sequence 4677 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAACTCTCATTGGCTGTTGTTTCAACAGTGT 

AACCTTAATTACAGAAAAAAAACCTATCTCAATATCCTTTGATTAAGCAAATATCTAAAA 

CTATACAGGTTGAATATCACAAATCTGAAAATCTGAAATGCTCCAAAACCAATAACTTTT 

TGAGTGCTCAAAGGAAATGCTCACTGGGGCGTTTCAGATTTCAGATTTTCAGATTTGGGA 

TGGTTAACTGATAAGTATAACTCAAATATTCCAAAATTTGAAAAAATTTGAAATCCAAAT 

CACTTCTGGTTCCAAGTATTTCAGATAAGGGATACTCAACCTGTATTTAGTAAGGTGCAG 

TTG CCGTGT GCATTAAAGAAAAGCTNAAGGAACAGAAGAAAACCAGTNAAATGTTAACAG 

TTTAl MM I GAGTAACCACATTATAGGGTGGTTTGGGTCTTTGGTTTTT 

Sequence 4678 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAGGCTTCAGATGTTACTATAGATAATCACA 

AGGA ACACT GCGCTTGGGGCATGACTGCCCTCAGCAACCCTTCTGGCGGCAGACACAGTT 

GTTAGTTTTCCAACATCCTGCTTTCATGAGAACAGTTTTCTGTTTGCTCATATAGCCTTC 

AG TGGTA TACTGAGTTGGTCACGACCTTCATTCTTTCGGCCTGTAGCATCTCCCCATTTT 

TGM M iGCATTAA TTGA ATAAAGGTAATTGCAGGTTGTGCAGCTCTCAATTGCCGTTTG 

GTGGTCCAGCTGATTTTGCAGACTTATATCAGCTGTCAGCAGACTTCGTCGCAGGGTTTC 

TCATTCTCGTTCTTTCTTTGTCAGTGTCAGTTTCTCTGCTCCAGCAAGACCTTCACTCAC 

GTTCCTGTCCTAGGTGCCANGTTGTCNCTNTTTGGGTTGNTATNGGAGTGAACCGAANGG 

GGATGMTGCNNAAACCGAAAGACCAMGACCAAAAAGTNTTTTTTGGA 

Sequence 4679 

CCCTTAGC GTGG TCGCGGCCGAGGTACCATTC I II I 1 III II Mil 1 r NTTT AAAATTAG 

TCCCTCACTTTTCC ATGT GGATATACNATATAATTAATCACTTCCCTACGGATGGACATT 

GAGTTTATTTCCAATTTTCACAGTTGCAAGCAAAGCTGCAAAACACATCCTCACGTAGAA 
AAATTG 
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TG TCTATTTATTGG ATCAGCAATTTATAAGTCCCACATTCTCATGC CAC ATAGCTCTACA 

CAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGATATTGAGT 

CGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGAGCATCAGCGGGGAAGCTCACATG 

TCCCGTGGC TCACA CACCAGAAGGTATTTGTGTCTTGTCATTGTCTGTCTGGCAGTCCAT 

GGCAATGGCTTTTTCAGAGAGGCCTGTTTTGTGGTTAACTGTGTGTACCTCGGCCGCGAC 
CACGCTAAGGG 

Sequence 4669 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCAGCACTGTGAAMCATAATTTAATGCTT 

ATAAAGGAGAGAGTAAAGATTTTGC7TTTAATGAAGAAMGAGAM 

TAATCTTAGATATATAATGTAGCCTAGGATTAAGGCGAGTCAAACTATACCATAGCTCTT 

TCTGTGGGTTAATCTGTCTTTTATTAGTGTATCATCACTTTTTAGACTGTTTGGGCTGT^ 

TTACAGAAATAGCAAAAAGAAAATACATTAAATCAGMTTTATTTAATCTTTACCTAGGT 

GAAAGCTAAAAGTTTTATGCTAAGATTAGTGTAAACTTGGGTAACTGAAAAATTGTCCCA 

AGTTTTGAATTAAATTTGGCCACCCAAGGTACCTCGGCCGCGACCACGCTAANGG 
Sequence 4670 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCC 

CTGCACTGC CATTTCA TTTGAGCAGGGCGTTGCCTGTCAAGAACATTCATATCTTTTGAT 

AAACAGTGCAi Mil ICCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCATCTGAAG 

GACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCACATTCAAACTTCTCAGC 

AAGGTGTTATGGTCCTTCTCAGTTTGCCTACGATCCATTGAGGCAAAGGTTTCCTTCTCT 

CAATACACCCTCTGCTTTAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTT 

GTTCCTGACTGTTAGTCCTCGGCCGCGACCACGCTAAGGG 

Sequence 4671 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAA 

TGTCTATTTATTGGATCAGCMTTTATAAGTCCCACATTCTCATGCCACATAGCTCTACA 

CAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGATATTGAGT 

CGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGGGCATCAGCGGGGAAGCTCACATG 

TCCCGTGGC TCACA CACCAGAAGGTATTTGTGTCTTGTCATTGTCTGTCTGGCAGTCCAT 

GGCAATGGCTTTTTCAGAGAGGCCTGTTTTGTGGTTAACTGTGTGTACCTCGGCCGCGAC 
CACGCTAAGGG 

Sequence 4672 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTAGGCCGCGGCCTTCTTTTCTCCCAGAAA 

GGTGACCCTCCCCACCCTGCGTCCTGCTCCTTCCGTCCATACTGATGTTTGTTTTGCTGG 

AGGCCAGTAGCAACTGGACAGTAGCTCTAGGGGAGGAGAATCCACCTGCGGCGAAGGGTG 

GGATTTGTTTTCTTTGAGCCTTCTCCAGTGTGGGGCAGCTGGCGCATCTCCACTTAGCGC 

CGGGGGTCCGGGATCCTACATCGCAGGGACTGGGGATCTCCTGGGTTCTGTACCTCGGCC 
GNGACCACGCTAAGGG 

Sequence 4673 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTTTTGTTTTTTTATTTGCCAAT^ 

GATATTAGGTCAAGGCCTANTTGAAATTCCCTGACATCTTTCTTGTATAAACAATACCCA 

CAATGCTAATCTTTATGATTTTCAATCTCTGTCTCTCTAAATTGGCATGGTAATTTAAAG 

ATATTGGGAACCAATCTAAATGCAGMTCCTCCTAGATTTTTACTAAATTTCCCCAAAAC 

TTCTTAGTTATCTAACCTACATCAGCTTTAGTATTTTTTAATGACTCATTTTGATGAAGG 

CCATTCAAACATTCTGCTTAATTTTGATAGAAACAATCACTTTCTGTTTACCTCGTAT^ 

CATGGATTTATATGGAATMTCTGTTCACATACTATTTAATTCATACAGTTGGAGTAAAG 

AGGCTTGGGGCCAAACCCAGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 
Sequence 4674 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTATATGTGGCATAGCATAACCACAGTAAG 
AACAGAACAGATATTCAGCAGAAAACTTTTTATACTCTAATTC I l I I I I I I I I I I I H GA 
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TCATCATTGCATCTCTATCTAACCTGACCCTNTAANACCCAGCACAGAGCATATAGTAAA 

TGCATCCTGATTA 

Sequence 4663 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACAANGAAAGAGAGAGCCTTNTGGTGAAAATCA 
AAGTCCTGGAGCAANGACAAGGCAAGGCTGCAGAGGCTGGANGATGAGCTGAATCGTNC 
Sequence 4664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCGTANCAGGCATTGGTGGTATCTATGCC 

CTCAATATCAGTATTGCCTGAATCCTGGAAGAGTTCCATGAGCACTGNTTTNGACAGCTT 

TGGACTTGTCAATGANGGTCTCAGNGCCTACTTCCAGCCTGCCCACAGAGTCCCATGGGG 

AGCTGNATGCGCTCCATCAGCCCGTTTGCACCCACCGTCAGGCACCAGNGGAAGNTGAAA 

GTCCTNTTTGGGACCTG GAGCA GGAAAGCCCCATAACCGNGGNTCTTGGCCCCAAAGGCC 

CCCIMCCTGGTAATTAACC I I I I l CCCTTGGCNTNTCCCAACAATTNGGNNNAATAANCTT 

TCCTTCCAAGNGGNTCAAGGTNTTGGGGGTCCCCACCNATTAATTTTGGGGGCNTTGGGG 

GA AAAGNT TANGAAACCCCTTCCCANGNANCCCCNAGGGGAATNGGCNNCCAACGGTTCG 

CCTTTTTTNGGGCCAAAANATTATNTCTNGGGTTTTNTGGNGCCCCAANNGGGGGGGAAC 

CAANGACANAAAANGGC7TNGGTAAGNAAAAAAA 

Sequence 4665 

CCCTTAGC GTGG TCGCGGCCGAGGTACGCGGGAAGAGAAAATCACTTGGTTTATAGAAGG 
CCTTTAACATTTTGTGAGTATGTGTTTTAAACCAAAACCCATAGATAGGAAGAGCCGACA 
GGGAGCTGGAAACTGCAATAAGCTTTCTTCTAACTAGCAAACGCAGTTGACAGACATCTT 
TTTAT AGACGTAT CTGTGATTGCACGCTGTTTTTANGC 

AAAACTTTTTTTTCAATTTGAAAAAANCTG N NTTTACANGTN AAAATGGGCCAAAGTTTT 
TGAGGNAGGACCNCNAAAAGCCCCATCCNTGNTTCATTTCTTAAAAGCTTAAAATTTGGG 
GGCCNCCANTTTCCCCNTTAAAANGGNGTTTGGACNCACCCAGNCCCCGCCNGTTTGGGA 
ANCCCCAANTTTAANGGGGTGGGGTTTTTAGGTGGAAAGGGAAAANNG 1 M i ll 11 NGNA 
ATACCTGGCCCCCCCCCCAAATAAAATTTTTTTCAAACCCCN NTGGN AA 1 1 1 1 1 N 1 1 rr 

TTTGGGAAAAAAGGGGCCCCAAAANNNCNNTTGNNAAAGAGGGGGAAAANGGGGNNAAAA 
AN 

Sequence 4666 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATATAAATCCCAAACCCCCAGCTCCAAAA 

GGAGATGAATAGAANAGCAGAAGAATGCAGAGTGGCAAGGCAAAGAATGGGAGAAGAGAA 

GGAGCATCTGAAAGTTGANAGGAGTTGGGCTGGGGACGGTCCNAGAGGAGATTGGCCCGC 

TGGGATGGCCAAAATTNCANNGAGAAAAATAMTNTTACTTNNATCCCCCTTTNCAACTT 

GCCCATTACACCCCTGCNTGANAANCCCACTTTTNCATTCACTNCAAAATTAAAAACCCC 

CCCCACAATTTCANTCCCTTTTTAAAANTNTTGGTGGCCGMNTTTTGGACCTTT^^ 

TGGGGNATTACCCCANGGAAAAAAANTTTAACCCTTGGGGGGTTNCCCCAAAAGAAGGGG 

GCCAACCCCGGAAGCCTTTGGGTTNTANCCAACCTTNTTTNCAAGTCTTGGGTTTTTTTN 

AANNAANTGGGGGCA 

Sequence 4667 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAACACCCATTACCACCATGTAGTTTA 

TGATTGAGCCAATACGAGAGGGGTAGGCAATGACAAACAGGCCCAGCACATCAAAGAAGA 

CCATGTTTCCATGTCGATACTTAGAAGCAGCAGCCAGCATATCAGATGTAGCTAGATGCT 

TAAGAACTGCTAAAATGTTGTCACCTGCTCTCTGAATGGAATCTGTTAGAATTCTGTCCG 

CTGTGTCATACTTGGTGTGATAAATGTATCCATTCTCAATAAAAGCTAAGTCTATTCCTG 

GAATGTTCCCAAAATCCCTGTAGGATACCAAAGTCAGTATCTGAAGGGAATGATTCCACT 

TCTGAAAAACCTTCTGAGCCACCACAGAAAGCAAAAGGGGTG7TTTAGCTGCTGAAACAT 

AAACTTTGAACCAACCCAANGGATTTTTTAGGGACCCT 

Sequence 4668 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAA 
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AAANTTCCAAAAAGTAAMGGGATNGCTNGGGATNCATTTGNTTNTTTTTAAANAT 
Sequence 4657 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCA 

GGCCACTCAGCTTTGAGTAGCCATGTCCGCCACAGGCCCTGCGGCACATCTCAGCTCCCT 

GGGTGCAGAA7TCTGACATCATGGCCTTCATGCCCGTGCTCAGTGCGTGGAGCTGTGAGA 

ACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTCCACCATAGGGACCAACCCTGTGCAC 

CACTTACTGAGCATCTACTCATGCCCAGCTCAGCTCTGAGGTCCCCGCGTACCTGCCCGG 
GCGGCCGCTCGAAAGGG 

Sequence 4658 

CCCTTAGCGTGGTCNCGGCCGANGTACNCCGGGTTTAGAAAAGGGTGGTTTTGTTCTCAC 

TAATTTCATGAGAGAAAAGTGGATTGGAGGAACCTACAAGTGAAGTGGCATCATTGTCTG 

GGGTAAATACCTGGGGTTGGTCATTTTGTGCTGANAAGA7TAACAACATGGACACGCACA 

CATGGAATGGGTTAAGGAGCGGAAAGTTTAATAAGCANAAGAAAGGGGAGAGGAGAGCAG 

CCGTCTCTGTCTGTCTCTTGCCAGAGAGAGGTATCTGAAAAGGAAAGACCTGCTGGTGGC 

AGAGTGCACTGGATTCTACAGGCAAGCTNGAGAAGGCACTGTCTGATTTATGTAGGGCCC 

ACAGATTGATTGGATCAGGTGTGACAT7TACATTGTGTGTGGGAAGGCTGGTCGCCCCAC 
CCTAA 

Sequence 4659 

AGCGGCCGCCCGGGCAGGTACGCGGGTGTCTGGAAGCTGATGGAGCTCANAATTCCACTG 

TCAAGAAAGAGCAGTANAGGGGTGTGGCTGGGCCTGTCACCCTGGGGCCCTCCAGGTAGG 

CCCGTTTTCACGTGGAGCATGGGAGCCACGACCCTTCTTAAGACATGTATCACTGTAGAG 

GGAAGGAACAGAGGCCCTGGGCCCTTCCTATCAGAAGGACATGGTGAAGGCTGGGAACCG 

TGAGGAGAGGCAATGGCCACGGCCCATTTTGGCTGTANCACATGGCACGTTGGCTGTGTG 

GCCTTGGCCCACCTTGTGAGTTTAAAAGCAAGGCTTTAAAATGACTTTGGAAGAGGGTNA 

CAAATTCTAAAAAGAANCATTTGAAAGTGAGGTGTCATNGATTTAATTTGACCCCCTGTC 

^^^^^^^ACNATNTNAAAAACNTTTNTTTTNTCCACTTNTATTTTTNGGTTTTTN 

NTTTNNAAAAACCTTNGACAAAAAAAAAAAAAAAA 

Sequence 4660 

NCCCTTTNGAGCGGCCGCCCGGGCAGGTACACACTANCTGATAAGACACTGTTGCCCATA 

ATGTCTATTTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTAC 

ACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGANATTTGA 

GGTCGCTCATCCTTGTGAAAAGTGATCTTTTGATNTAAGGAGGGAGCATCAAGCCGNGGG 

GAAGCTTCACCAATGTTCCCGGTGGCTCNACACCACNCAAGAAAGGGNNTTTTTGGGNGT 

CnTGGTCATTNGTACTTGGGNTTGGCCAAGGTTCNCAATGGGNCAAATGG 
Sequence 4661 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I i I I I I I I I I I I I I I I I I I I I I I GGGACA 

NANTCTCTGTCACTNANGCTGGAGTGCANTGGTGCGANCTNGGNTCANTCCAACATNTGC 

CTNTTGGGATTCAAGCAATTCTCCTGCCTCANCTTNCTGAGTAGCTGAGCTTATANACAC 

AAGCCACCACACCCAGCTAATTTTTGGCTTTTTAGNAAANACGGGGTTTNCCCATGTTGG 

NACAGGNTGGNCTTGAACTNCTGANCTCAAGTGATCCACCTGNCTTNACCTTCCCAAANT - 

GCTGGGATTNACANGGNGTGAGCCACCACACCCGGGCCCAAAAAGTGNTGACATTTGNAA 

ACATAAANT TCCANC NTTTTTCAAATGGGAAAGGGGCCNN I II I I I It I I I AATNTTNAA 

AAGAAATAN i mi i AANAGNNT ACCCN GGNNTTTCCGCGNTCCCNTTTGGGCCCCNAGG 

GGAAAANAAAATTCCTNAAAAAATTTTTTTNAAAGGGAAGGGGNGAAAAAAAGGGGNNAA 

ATGTANTTTGTAAACANAACCCCCNTTTGANAAAAAGTT 

Sequence 4662 

ATGGCCCTTTGTTCATGTTACTCTAATCGNGGAATAATGCGTTGTCACATNTCTGTCACT 

TCCTGGACCCTGAGCTCCCGGGGGTGGACTCATGCTGCTAATGCTCCTACTAAGCCTNCT 

CCATTATTCTCTTNTTTGTTTTCCTCTTACCTATNATCATCACTAACATTTTTATNATTG 



Page 837 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 

TTTNNNTTAAATAAAAATNTGCTNGGAGTTTGGGGGGGG 
Sequence 4652 

CCCTTAG CGTG GTCGCGGCCGAGGTACAACACCGAACACATAACATCATAGCCATCTGCA 

AAGATTTCTTTTAAAAACTGCTCCCGTAACTCACTCTCATAATTTGCTACAAGGAGCACC 

TTGTAATCAGGATGGAGGATGGTATGGCTCACGCATGCTGAATGCCTTCCTGAAAGAGAC 

ACAGGATGGAAGGCAACACCCACAGATGGCTTTGATGTGTCTGCGATGCCCCTGTATTTC 

AAGGAGGGGTATCACTTGTTCATTTGGGATTGCACAAAAAGCAGGCCAGAAAAAACCTGG 

GTCACCAAAATANACTTCCTTTTTGACCCACTTG 

TTAAAAAG 

Sequence 4653 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACGTTATTTATTCCTTATTTCAAAAAAAAAATA 

CTTTTGTGAACAGGTGAGAAAAGGAAAAAAAAGAGAAGGAAGGGAATATCCTAAGGAATA 

GAGGCCACANTTAGAAGAATGATAGAAAGAATATGCAGGTTACTAGTCAAACAATTAGAG 

AATATTTACCAGGAATAAATGGTGTGTGAATCAACTTCTTAGAATTCTAGACTAGTGATA 

TTAAATTAAAGAAAACTCTMGT^CCCACATATCCTTTGTTGNGCTGGGCAATAATGAT 

ACGTGNTGTTTAAAATAAACCCCCTTAAAAAATTAAANGNAACCGGCCCGGGCAACGGNG 

GNTNACGCCTGTAATCCCAAGCACTTTTGGGGAGGGCGAAGTCCGGCCGGATCACCGANG 

TTANGGGNGANTCCAAGNACCCATTCCTGGGTTMNACAAGGGGAAAACCCCCCGTTTTT 

TTCTTTAAAAATTCCCAAAAAAAATTTNTCCCCGGGCCGTNGNNGGGCAAGGCGNCCTTT 

TTGNTCCCAGGCTTCCTTCTGGGGNGGGTTTANGCNGGAAAAANTTGGCCTTTNNACCCC 

CANAAGGGGGGAGCN7TTGCNNNNNGGCTAGAAANTTGGNCNCTTGGNCTTCAACCCTGG 

GNNGGNAAAATGNGGACCNNCNTNTTCCNNTATTTTANTAATTTGGTTAAATTT 

Sequence 4654 

GAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTGACAAAGGGCTCAGAAACTT 

GTGAGTAGTGGGGGCAGGGGCGGCACAGGCCAGGCCAGTATTTAGGAAACGTCAGGGTTA 

ATGTCCAGAATCTAGCAATATGTTTGGGAAGAAAAACTGAGAACAGTTGAAGGACAACTT 

ACTTGGGGTTTGGAGGGAAGAGATTCAAAGATATCAACAGATCATGGTCACACATGGATG 

ACAAACAAATGTGAAGACAGGACAATGGGTAACTAATGGGATTCCATTTCCTACTGCANT 

TTNGGGCAGGAGTNGGGGAAAGCTGCAANGGGGAGGCAATCATGGTGGAAAAGAGGGTGA 

ACCAGGGAAACCMNGGTCCGTTTTCTTGACCATGCTTTTGGCTTCCTTGCCTNCCTTTC 

CTTTCTTTAATCTANCCGGCNCAAANGGGATCTTTCMCCTTCNCAATNTTTTTNNTTCC 

TGNTGGGNCNCANGAAMGTTCCANAAAAGCAGCCCTTTGTNGGCCCCCTTNTTGACCNA 

ACAANANCTTCCCAAAGCNTTACTTNAAAAAAGGGGAAATTGACCACTTTTTGGAAAAGG 

TGGG AAC C AA AAAAAAAAN CCCTTC AAGGGTTTTN AAAACTTCCTTTGC CN C N TTTTTTN 

GGTTCTTTTTAAAMGGGAACTCGGGGTTNNCTTATTCCCCCCCCCTCACNCCTTTTT^ 

GCTTTAAAANAGCTTNNNTTANTTTNNAAGNCCANAAAATTTITCCAAAA^ 

NGANTTTCTTTNGCCTATATTTNTTTTAAAATTTTTTTCCANCCCCCC 

Sequence 4655 

TGCAGAATTCGCCCTTAGCGNGGNCNCGGCCGAGGTACCCACCACCACACCCAGCTATTT 

TTTTGTAI I I I I AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCT 

GACCTCAGGTGATTCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCA 

CCGTGCCTGAACTTATTTTATAGCTCTTTGGTCTCCTCCCAGATGGCTTGGCAAACAGCG 

ATTACTGATGAGTGTTACCCATCATGCAACAATTCTGCTCTCTTTTCTGTCACACGGTGG 

TC AAAGGC TC C AG AT AGTC CTC C AATTTAATGT 

Sequence 4656 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 U 11 HI 11 1 1 M 1 1 1 H 1 I I I I I I i I 1 CTTT 
I I I M I I I I I I I I I I I I I I I I I 1 M I I I I I I I I I II I I I I I AAAAAAAAAAAAGGNNGGG 
GN ATTTTNTTAAAAAAAAAAAN N ANTTTN NTTTTTTAAANTANTTTTG AGTNTNCCTAAA 
TTTTANAGTNTNTAGGCNTNAANAAAAAAATTGATTAAATTNTN I I 1 1 I I 1 1 I AAAAAAN 
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TNAGGTGATCCAT CCACC TNGGCCTCCCAAAGTGCAGGGATTAGAGGCGTGAGCCACTGT 

GCCCGGCCTATMTTTTTGATAGATGATTTNNMTTATTTTCCACAGATAAAATGT^ 

TGGGGGCTATTATATCACTGATTNNTTTCTGCAAATTGAATAAAATTNTTAATTTTCTGG 

CATGCACATAATANAAAANGTTTTTCATAGGTTNGGATTTATACCNAAGGAAAAANGATT 

NTCCTTGATGAGCCACCTTTTAACCTGATTTTTTCTGTTAAAAGTTTTTM 

TTCTT TGGGMGTCAAGNTCCNGNAAAGGGCMGTTTNGNCMNTTTTTTNCACAAAACT 

ATTTT NGGGTGAAATCCAGAAAGNGGAMNCANTTNGAAANTTGNATTGGGAAAATTNGG 

U I M AAAAATTGGACTTTTGAAAATTTCCAAA 

Sequence 4649 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATGCAATATACAATTA 

TTTGAGATAATTAAATATATGANATAACGTAGAAAGGGAAACANAAAAGNNGTCTTAGCC 

TCCTAAATCAGCCTAATGCTTAACTGGAACCTCAGGTGGAATAGGCTGTTTAGCTCTAAT 

AGTTAACAGGATCTC7TGTGACCCTCCATCAGTCCTGGATGGTGCTTCTTNACAACTTGC 

TGCTCAGAATTGTCTGNTGGGCCCTATTCTGGTCCTTGCCATGCTATGAACCAGCTAGCC 

TACATCCTAACTTCTCTTTNTTTCTGAGACAACTTTTNTAGAAGCCCCTTCAAATNGGGC 

TTTCTCCTTTCCTTGGGGCTTCCTNCTTTCCTTAMNTNNTNTGGCCCTTACCCCAGCTT 

CCAANNGTTTGGCTTTCTCCCTGNTGNATCTCCMTTTTNTTTACCCTCTTNCTNGATGC 

TTCCGGCCTANGGGTTCCCGAACNNTAAAAAAAAAAGGGGAAANCCCCGGNGGACCACCT 

NTTNTNGCCNANGNTMNCCAAAAAAATTTTTTTNGTAAGGGGGTTTTTNGGGGCCAT^ 

AANGCCC CCNG GGANAAAMTTTGGGNTTTTNNGAAAAAGGCCNANAAANNTTGGGATGG 

GGG NGGNTTTTAACCCNCTTGGGCCNCAATTTTTTTC 

AAAANNTTTTTTCCCTTTAATTTTCCCTTTGG 

Sequence 4650 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACACCTTTCCCAGGGAAAAAAATGTCACACTAT 

ATCAAGAATCTTTTAAAACGTTCACACTCCTTAAGAGTGATTCTATTTCTAGGAATCATT 

TCAAAAGAAAAAAAATCAAGGATGTGGATAGTGATTTATGTAAATGAATGTCCATCACAC 

TGCTACTTTAAAGTGTCACTGAATAACTGCAAATGGTGTATATTCCCAATATAAGGAAAA 

TAGTAAAAGAAATTATGGTATAATTATGTCATTATTATAAACATTTCTACAAATCATGAT 

ACTGAAAATACTGAATAACACTAAAAAATGAACAATACTGAGTAAGAAAGGGGATAGAAA 

AATATTACATTATGACTTGGGATTAATGACCCAAGGTCTTAGAACCCAAACATACACTTG 

CCCTTTCACACCCTCACAATTTTCCCCAMTTTTTATCCCACAGTTCAATGGAAAGGAAC 

ACCCAA AGGA AAAGCCCCAGANTGNGAAAGACTGGNGTCCTTACTTGGNCCTTTAGCTTC 

TGGGAATTTTAGTTCATTTTACTTTGGGTTTAAGTGGGATTTTAAT 

Sequence 4651 

AAATTi I i I M M l M I H II H I I I | I ATTN A I I I I I I I I I I M I I I M I I I II i I I I T 

I I I l I I I I I I AAAGGGGACCCATTTATTTATTTATTTATTTANGAGGGNGNCTCACTNTN 

TCNCCCAGGCTGGAGTGCAGNGGCNCAANNTNAAATNANTGNAACCTTTACCTNCCTGGG 

TCCANNTNN TNTCC TGCCTNAACCTCCCAAGTNGNTGGGACTANAGGNGCCACCACCNCC 

CCCGGCTAAl l l l I GGN1TT1TANAAAAAACNGGGTTTTNCCATNTTGGCCNGGCCGGTN 

TTNAACTNTTGACCTNANGGGATNTNCCTGCCTCTGGCCCTCCAAAAGGGNNTGGGGATT 

TT NANNGGGNTT GNANCCCCCCCCNTTCCNGCCNAATGGGGCCCCANTTNTTTTCNCAAG 

NNTTTTTTTTT1 l NAAAAAGGTCCCCCCCAANAAAAAANNAAANNA 1 HUM 1 ACNGGG 

GGNAATNTTGCNAAAGGTTTGAMNTNCAGNGNNTTTACCCCCNCGNNTNNGGGTTTTTN 

TTNTNANAGAATTTGGGNANANNTTGNGGCCCGGGAACMCCNTTTNAGGGGGNNAAATT 

TCNNCNCCCTGNGGGGGGGGTTNTNTTATGTGGNACCCANANTNNGGGACCAAAANNTNG 

GGGNAANAAATNGGNATAAAANNNTTrrCNTGGGNGAAANATTTTTTCNTTNAAANATTC 

NNAAAAAANNAAAACNCGGGAAAATNAAAGGGTNAAACCCGGGGGGNCCNAAAANNGGGG 

CCNAC NNCCN TTTAATTNGGNTGGGGCNNCCGCCCNTTTTAAANANGGAAANCNTGTTTG 

GNCCNi I I i I NAAAAAATTCCCCCCCCNGGGNNNNGNGGNTTNNAATTTGGNNGTTTTCC 
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Sequence 4643 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCATAATCCCCACATGTTGNGGGACGCACC 

CGGTGGCAGGTAATGGAATCATGGGTGGTTACCTCCATGCTGTTCTCATCATAGTGAGTT 

CTCATGGGATCTGATGGTTTTCTMCGGNCTTTTC^ 

CTGCCATCATG TGAAGAAGGATATGnTGCTTCCCCTTCCACCATGATTGNAAATTTGCT 
GANGCCTCCCCAGCCATGCGGMCTGTGAGTCATGTAAACCTCTTTTCTTTATAAATCAC 
CCAANTCTCAGGTATGGTCCTTATAGGGAG 
Sequence 4644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGGTGCTGCACAGACCATCAGGAAGAACT 

GAAAAGTTCAGGCAACTTGAGAAAATAAAGTCACCACCAGCAAGAAGCTGTCTAAAATAA 

CCGGAAGATTATAACCCAAGCACGTGGAGGAGTGTGCTAGTGAGTAGAATGTTATGAAAG 

CTACTAGAGGTCCTCCATAGATGCATGTGCTAGTCCTAAGGAGAAGGAAGAGGAGAAGGA 

TTGCCACGGAGGAACACCTGAAGTTTCAGTTGAGCACTTTGTTTGGAAAGTTGTCCAAGG 
CTGG 

Sequence 4645 

CCCTTAGCNTGGTCCCGGCCGANGTACATATGANAAACCTCTTGTGAGAAGGAGGCGGCC 

ACCATCCCGGTGCTGACAAGTANCCCCCCCAACATCACTACCAGACGGTGTCCGAAACGA 

TTGCTCAGGACTGTGGCGAGGGGAGCTGCCGGGAAAGAACAAAACNATATTTTAACTCAC 

AGAGGCTTCAGGGTTAGCTGCCATAAGACTCCTTCCTCCACGTCTTGCACATGGAGAGAT 

GATGTCNAATATAAATATGGCCCGANCGCANTGACTCATGCCTGTAATCC 

Sequence 4646 

NATATCTGCA GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 III11HII1MI 

rTTTTTTTI INGAGTGGGMGAAACTTTTATTTCCAGGACACGTGTGCAGAAGCAACAAG 

TCAAAATTAACCATTCTATCTGAAAGAGAAGAAACATGTACCAACACATGTCATTCAAGG 

AGTAGAAGTTTNTAGAATAAGGCAAAAGTTACAGGGCAGCAGTTATGACCTTTAATAGAA 

CTTTGTTACACTGAAAGATACAAGTCTGCCATACTTGCAGGGAAAATGTNTTTCAANAAG 

GGTAA CACCCAATTTNTTCCANACATTTAAAAATAGCCTAATCTTAAACTTATCAAATNA 

nrm nggatgagaaaacagggtccncccaagttagggtgaccatcanttatggcaaaaa 

CAAAGAATTCG GCATG I MINIM INTTMCCCCCCAAGCCTGGAAAATATTTTTCCAA 
CTGGNCCCANCTTTTCCCCTTTTACTTCMNGGACTTTTA I I I I M M 
Sequence 4647 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCNNT T I M I I II I M I M I M M 1 GGGAAT 

TATGANAATNTAGCTATTTAGTCCATAACACTTCTTANAGGTCGNGGGACTTAAAATGAG 

CTTTGACAAATGGAAGACATmCTACACACAGAMTTTGAAATCCACATTCCATAGCAA 

ATTAGTAN AAAAGAAGTAMCAAG ACCTCTGTATTTC ACCCAATTGTTTTAGGCC N TG AT 

ACTAAAAAAACAGACACTAAAATTCTTGTGAGTGGATATTCCCTCCTCCTGGGGGAAACT 

TAGCTTGCTTCACTATGCGCATAAAAAGAGAACTCATCAGAACATTTNCNCAGGAAAAGG 

GAGAATTTAATGAAGACACTGGAAAGCCMTAAAAACTTCATGTTTTCTTGNTTTTTG 

AGACCAGCAAAA CAGCA AAATGACCCTTGGCCCTATNCCNATGGTCAAAGCACTTGNGGG 

TT TTANGC TTGCC I 1 I i i CTTGGGTTTAAAMCTATGCTTANNCCTTTCCTCTTTGGGAA 

CA n l n iCCAGCCCCCCGTGGAAAATNGGCTTTTATNTTTGANAATTTTNAAAAAGGNC 

NC n J II NNAGAAANCTTAAATTTTTAGAATAAAGNCCCNTCCCTTNAGGTNTCATTANT 

GGGGAATTTTCAA I I I I I NAATTGGTCNCCCAANTTCANGGAAANGGGAATTTAAATTNG 

GCCCTAATTTTAAAAAA 

Sequence 4648 

TTCi n M M M I U M I II IGAGATGGAGTTTTGCTCTTGTTGAACAGGCTGGAGTGCA 
ATGTCGCGATCTNAGCTCACCACAACCTCCGCCTCCCAGGTTCAAACAATTCTCCTGCCT 
CG GCCTCC CGAGTAGCTGGGATTACAGGCATGCGCCACCACACCTGGCTAA I M M I I M 
GTAl l I I I AGTAGAGATGGGGTTTNTCCATGTNGGCCAGGCTGGNCTCAAACTCCTGACC 
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NAACCCCNCAAGGGNNCCCCTNNGNGATNANAAAAACCCCCCCCCTNAAAACCCCATAGN 
AAAANATNG NTTNG G GGGNT GGGGGNNNGTTNNNAAAACCCCCCCCCCCCCCTTTNNTTC 
CCCCCCCCCTTTTTGI I I I It J I M I IGAAATTCCCNACCCCCCCCCCCCCCAAAACCTT 
TT 

Sequence 4636 

CCCTTAGCGT GGTC GCGGCCGAGGTACATTTGGGGACAAAATGTTTTTGTGGAGATAATG 

TAGACTTAAAATTTTAAATCCGTAGCTGTATTTTCGTCACAATGAAAATTrGATGTC 

AGTAAGCCCCGAATAGAMGCCTTGACTTGCTTTTTGAGCATAGTTAACAGTGTTGAGAT 

AAGAGAGGTTTGCTGGCAGTTGCACTGATGGCTGCACTGTTGTCCAGTGGGCCCAGCTGG 

GTGTACCTGCCCGGGCGGNCGCTCGAAAG 

Sequence 4637 

CCCTTAGCGTGGTCGCGGCCGAGGTAC \ I IN M I I II I M I 1 I GAGATGGAGTCTTTCT 

CCGTCACTCAGGCTGGAATGCAGTGGTGCTGTCTTGGCTCACGCAACCTCCATCTCCCGG 

GTTCAAGTGATTCTNCTGTCTCAGCCrCCCGAGTGGCTGGGATTACAGGCATATGCCTCC 

ATGCCCAGCTAATTGTTGTATTTTTAGTGGACACGGGTTTTCGCCGTGATGGCCAGGCTG 

GTCTCAAACTCCTGACCTCAGGTGATCCGCCTGCCTTCNGCCTCCCAAAGNGCTGGGATT 

ACAGGCGTGAACCACTTGCACCTNGNTCCTTAAAGGGCTTMTTTTCTTGGGCTCTNTTG 

GAAAAAACCCT AGCTTNTTC CCAAAATTTACTTTANTTCNACGAAANGGCTTTTTGAAAT 

AAG AC AAATTTN Tl Mill I AAAACCTGNTTTTCTTATTTTTANA 

Sequence 4638 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTTTI I GAGGCANGG 

TCTCACTCCATCGCCCAGGCTGGGGNGCAGNGGNGNGACCACAGTNGAGGNGCCCACNAA 

CTTNTGAGCTCAGGCAGTCCNCCNGCCTNAGCCTNCCAAAAGTGCTGGAACTATAGGCGN 

GANCCACAGCGCCCAGCCATGTNATCCTGTTNAATCATCCCTGCTCCAAGGTCATAAATA 

TTCTTCC ATATTTGTTNTCTAG AAATAATT I Mil I CATATTTATCTGGAATCCATTTGG 

TATTTAN 

Sequence 4639 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCGGGGGAGTTTTCTTCGAAGATTTGGGGCTC 

CGCGATACANNTNAGGATGGCTGTANTACCTCTGCTGTTGTTGGGGGGTTT 

Sequence 4640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGGCGGCTCTATGGCTTAGGCACAGGAG 

TGGCCCANAAGCAGAATGAGGATGTGGACTCTGCCCAGGAGAAGATGAGCATCCTGGCGA 

TTATCAACAACATGCAGCAGTGATGGCGCCAGGCTCTGCAGGGTGGGCCTGATCCCAGAG 

TGGTGCTTACTGTGCTGACTGTGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 4641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGCATGCAGGCCGCAGCCTGGGCCCCTGC 

CAGGCAAGATGTANGGTGTGAGGTTGTGCTCTGCCCCATTCACTCTGGAACAGCTCCCCC 

CTTGAGTCCAGGATATTTTCTCAAGNGCCTCCACGCATTTGACCATNCAGAAAACATNCC 

AACTCAGNGTGCCTNGGCCACCATAAATCAAGCCAACCACACATGCTTGCCCTCAATGCT 

TNTGAATATCAAGGGAAAGGATCTGCCTCATCCTGCCCTGGTCCTGAGGCTTGCGCATTG 

ACGTTTG AGTTATGTC ATTAT "I MIMA 

Sequence 4642 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCACATGCTGGNCAGAGTGGCCATTTGTCCC 

AAGTCAAAACATAACATGCTACAAGTGTGGCAGCAGAGAAAAGCAAACATGGCTATTTCT 

CTTGGAGGTAATGCAAACTAGATCCNAANCTGTGGAAACCAGTCTGAAGATTTCTTGGGA 

AAAAAAAAGGATGGAAGGCAGAGCTATGCTTTGACCCAGCAANTCNCTACCCCATGCATN 

TACCCCAGGGNAAAAAACACAATGCGTNTTATCANAAAAGACCACATTGACCACTCACAC 

CGTGCCACCGGGGGAGGTTGNTTACCTGGACCAGGGAAATNAAAAGAATGGNGGGAACCN 

TGGAATTCCTTANGAATGGCCCCA 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCTTCTCTTGGCCAGATCGAAGGACTGT 

AATATGATTTAAGTTGTGAATATGCCTTAGTATGTGAGATGTCTTTTCATATGAGGGAGT 

TCTTAACCTACTTTAGCTTAATCACCAGATCCTTTTGTCTTTTATGCTAACACATAAAAA 

ACACAGGCTTGGTATTACAGCTTTTTGTCTTCTATGCATGAGCAGTTTTGTTTTGTATCC 

CAGGGATCCCAGAAGAACAGCTTTGCTTGGCCAGGGTACCTCGGCCGCGACCACGCTAAG 
GG 

Sequence 4630 

CCCTTAGCGTGGTCGNGGCCGAGGTACACCTTCAGCAGGAACAGGAAGATCCGAGGCTGC 

CGGCTTTGTAGGTTTTGCGCTTTTTGTTCCCTCAATTGCACTGGTATACTGCTCCNGNCT 

GCTGTCMTCTTGGAGGACTATTGNNGCTNCATGGGTCCGATTTGACACCAACTGCTTTT 

TTNTGCAACAN ACTTTA TTCAAAAAAATTTCTGCTTCCGCTCTTCTTATTCTTGGAAGAA 

GAATGGAACCCTTTTTAAGGGAGTTGGAAAAACAACCTTTGAAAATG 

Sequence 4631 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGGCTCAGTAACTTCATGGCTGAGGTGA 
GGACATGCTTGTGGGAGGGAAGTCTGTGGCTTGGTGGGTCTGTGTGACCTGCAGTCTCCT 
TATCTGTGCAGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4632 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGTAAGTTGTGCTTGTTCCTCAGTTGAAATAG 

TTACTGTATTCTCATTATCTACAACAGTAGCAACAATGGAAGTAACTTCAGGCTCAGGAA 

CAACTGGAACAGTTCCACTGACAGTATTAGAAGCAGAAGTGGAAGCATTAGCATTGGCTG 

CAGCTGCTACTGCTGCTGCCGCTGCTGCTGCTGCAACAACAGCAGCTGCTGCTTCGGCAG 

CAGCCATGGTGCTCATTGTGGTCGGAATTTCTGTTGTAGGGACTGGGGCTGTTGATGTTG 

TGGTGCACTCTTCTTGCTTACTATACATTAAAAAMGAGAACACTGGTCATTTCATTATT 

GGTMTCAGAAAGCTAAATAAAGGTAGCTTTTAAAATGGTCATAAAATCAAATAATTNAG 

AAAAATAATTTGAAGGAAAAAAACGGCAAGGAAATACCAAGCCCATTAAAAA 

Sequence 4633 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACATTACCTCTGGGTTACCCAGCATCCAG 

AGCCCCAAGGGACCTAGCTCTCCCGGATATATATTCCTGCAATGGACTGACCTTTTTACC 

CACTTGTCTCTGGTGGTGGGAGAGCACTCTGAACCAGAAACCAACAAGGAATCCACTTCC 

CACCCAACTTAAGAGTGTATGCACACATGTGGATACACATGCACCTCCCCACTACTCACA 

CAGACCCCAACCCCCTTCATGTCTTTTGAGGGGGGCTCAAACTACTGATGCCTGGGGACA 

C AAG CAAAG ACCTGGGTC 

Sequence 4634 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCCTCTGCAGATCCATTGCTGATTAACGTGT 

GTGGTTTCCCTCCTCCGTTCTCCCTCTCAGGTTACCACAGGGGCTGTAAGACCTAGTGAC 

CCTCCTAAGTGGGAAAGAGGAATGGAGAATAGTATTTCTGATGCATCAAGAACATCAGAA 

TATAAAACTGAGATCATAATGAAGGAAAATTCCATATCCAATATGAGTTTACTCAGAGAC 

AGTAGAAACTATTCCCAGGAAACTGTGCCTAAGGCCAGTTTCGGTTTCTCTGGCATTAGT 

CCATTAGAAGATGAAATAAACAAAGGGTCTAAAATCTCAGGCCTGCAATACTCTATACCT 

GACACCCGAGAACCAGACGCTTGAATTACCNGAAAGACAAAGGGAGATGGGAAAAGCAAA 

ATACCGGATAAGTGTCACGTTTNCTTTTACACTTAGACTAACAGAATCAAAGCGTGCCTG 

GAI I I I I AAA 

Sequence 4635 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGTGAACTGAAATGCGATGGATCCGCTGACT 

GTTTGGATGCGTCTGATGAAGCTGATTGTCCCACACGCTTTCCTGATGGTGCATACTGCC 

AGGCTACTATGTTCGAATGCAAAAACCATGTTTGTATCCCGCCATATTGGAAATGTGATG 

GCGATGATGACTGTGGCCGATGGTTCAAATGAAGAACTTCACCTGTGCTTGGATGTTCCC 

TGTATTC ACC AAAC CCGTTTC CC GG N GTG AC AAACAATC G CTTGG AATTTTAT AG GTC AA 

TGGAGGTGGTNCCAAAGGGGGGTGGGATNGAACTNGNNGGNAANATTGGAAACTTGNTTN 
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AGGCGGTTGGACTCACCCTGTCTGCTTTCTTCTGCTGTGTGGAGACAGCAGAGAGCCTGC 
TCCAACTCTCCCACACACTGCCTGGAATACTAAAGGCGGCTGGCCAGATCCTCAGACTCC 
TGGAATGAGAGAGGTTCAAATGGGGCCCAAAGGACTCCCCC 
Sequence 4624 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGGACCTAGCTCGGGACCGGCCTGGANAT 
GGANTTCGACTGCGAGGGCCTGAGACGGNTGCTTGGCMGTTTTTAAAGATAGTNCTNAN 
AAAGACC TG CTGAATTTTACTGGCACAATTCCTGTG ATGNATC AGGGTN ATACATATAAC 
ATACCAA7TNGTTNNTGGATTTTGGATACTCACCCTTTCGCTCCCCCTATTTGCT 
Sequence 4625 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAGACAGGCGCAAGAGGGAGGAAGAAACT 

ATAMCCGAAAAAGAMCTGACAAACTTCTCTAATTGGGAATTTACATGCAGAGAGTGAG 

AGAAGATACATCTCCCCATAAAAGGATTGAGAGGCTGTCAGATTCTCTGGCTGTGCTGTT 

TGGTGAAGGTCTTCCCCTATAGAAAGCCAGTrTGTAAAGATTGAGAGAGGTGGCTATTTT 

TCAAATGCAAAAATCACAACAAAAAATAACAAGGCACACAAAGAAACAGGGAAATCAGTC 

AAAGAAACAAAATAAATCTCCATTAACTGACTCCGAAGAAACAGAGATCTATTAGTTACC 

TGAAAAAGAATTTATGATAATCTTAAAGAAGCTCAATGTGTTTACAAGAGAATACAGATA 

GACAGCTTAATGAAATCACGCCAACAAAGCATGAACCTGAATGAGGATATGAACAANGAT 

TTTTTTNTNCTTTAAAAAAAGAACCAACTTGGAAATTTCTGGGGCCTGNAAN 

CTGGTTANGGAAAAAATTTCNCCTNGTGGGAAAGACCAAANAANGAGNACTTTTGTTTCC 

CAAACNGGGG NAAGGMNTNTANTTTTNCTNTTAAAAN AACAAAGGNATTTTTTN NAATT 

TTTTTNNGGGGCCCNGGGNNNGCCCCCCCCCNAAAAAAAAAAAAAAA 

Sequence 4626 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAACAACACGGAGCCTTTGATCACCTTGGAG 

GGAAGCATATCCTTCAGATTTACTTCAGAAGGAATGAATACCATCACAGTGCAGGTCTCA 

GCTGGGAATGCCATCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCT 

CTTCGCTTGTCCTTTTCTCCAAACCTGGATGACTACAACCCGGACATCCCTGAGTGGAGG 

AGGGACATCGGTCGAGTCATCAAAAAAATCCCTGGTGGAAGATCCAGCTGGAGAAAACAA 

AAGGTCAACTGATGACCTGGAGCAGATATCAGAATTGCTGATCCACACGCTCAACCAAAA 

CTCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4627 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACTGCAAAGCCTGACTCTTAACCATTGTGT 

TCTGTTGCCTTCTCCAAGGGAAAGGAGTGCTTCCAGAAAGGCCATTGGAAGTGAGGAGTG 

TCACCTGATAATAGCTGGCTCCTCATCCCACTAGGTTAACAGGCAACAGATGGGGGCCAC 

AGAGTTGGCTGGAGTTAGTCCTGGTTGCCAAGGGTAAATGGGGCTGTTACCATGCAATGG 

ATAGAAACTAGGATGCTCCTGTGTGTCTCCTTATATCCTACCAGGTGTAGCATGAAGGTT 

AAGGACAATTCCGTCCTCTTATTTGGAGAGGAGACCAAGGCCCTGTAGGACTAAAGGTTT 

GGGTGAGCTGAAAGCCAAGGGCAATTGGCCCAGC 

Sequence 4628 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTACCCTGCACAGATGCCCTCCTTGCCCCACT 

CAAGCTCCAACACCTGGAACTGAATAGTCTTCCTGTATAGATACCCTCCCCACCCTACTT 

GGACTCTGGCATCTTTGTCTGGGTAGC I I i I I CCCAAGGTGGTAGGTTGCTTGATAGGTG 

CTTAGTAAATATCATATTTGATTAACTTTTTGTAGCCTCCTCTTTAGTCTAGAAATTCTA 

GATCCCAAATAGAAGGTAAGATATGGTATATTCTGGACTTTTAGTTTTCTATATCTCCTT 

TTCAAATACAGACCTAGGGTGACAGACAAAAAAATATTGTGATCAAAGTATATAGCATTT 

CCTTTCATGGTGGAAAAATGTGCCTGATAAATGTTTTCTCTGCATTATTTGCCTCCAAAT 

ATATTTTAATGACAGGTTATTTGGATATTTCACACTTTATACTTGACTTGGGCTCANATT 

AAGTCTTGTGTTAGTTATAACCCTTGAATAACAAATTTAGGTTCATGANAAACANGGGAT 

GGGGGNAATATTTTGG I ! I I I IAA 

Sequence 4629 
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CNNCCCI Mil 1 GGGGTTTAANAAA 
Sequence 4618 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTAGATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCAAGGAAGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCATTGCCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 

TATGAATCCAGTAACAAGATCTATGGCCGATCAAACAACCCATATGATTTACAGCATATT 

GTAGGTGGAAGTTCTGGTGGTGAGGGCTGCACACTGGCAGCTGCCTGCTCAGTTATTGGT 

GTGGGCTCTGATATTGGTTGGTAGCATTCGAATGCCTGCTTTCTTCA 

Sequence 4619 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I ) I I I I M I I I I M H I M M I GGGATGT 

ANTTTCACTCTGTCACCCANGCTGGAGTGCAGTGGCACAATNTTGGCTNACTGCCGCCTC 

CGTCTCCTGGGTACAAGTGCTTNTCCNGCTGAGATAGTTGNGGATTACAGTCNTTGCACC 

ACCACACCCTAGGCATTATTTTTGTATTTTTTAGTAAGAAAACAGGGGTNTCACCTATGG 

TTAAGCCCANGGCCTGGGGNCTT 

Sequence 4620 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTCTGTATTTGAAATTGCAACCCTCAAGA 

TTAAA GATTTAATAGAGGAATCAATTTAAATATTTTCTTATATACTACAACAGCTATGCA 

TTTTTGCTTAACCATACCATATAACCCAACTGTAACATATGAAAATTGCATAGGAAAAAA 

ATGTGGTCACCAGGCAAGATTTATCTTTAAAAAAAAAAAAAAAAAAAGCTTGGGTCTAAG 

GGGTAATGTCCATGCAAATATTCCATGCCAAATAAGATATATGCAAGACATGCTGATTTN 

CTGCCTTCCGCCATCCAACCGGGAACCACCACTGTCCTGTTAATCAAGCCAGTAGGGTGG 

GAAAATACCACTGTTTAAGAAATCTGGCTTTTATCAGCCTCTGTCATTGGAGAAACAAAC 

GAGACTGCCTCCCAGTAAGCAAAAGTGATCACATTTTCACAAATGAAAATG 

Sequence 4621 

CCCTTGAGCGGCCGCCCGGGCAGGTACAATGCTCAGTTGCCACTATAAAGAATGAGATGC 

TGTGTCCTTCTCAGTGCCTCAGATCAGGAGGCACCTGGTGTTGGCTTGTCACATTACTAA 

TGATGTTTACTTCCATCACTTGATTAAGGTGATGTCTGCCAGATTTCTCTACTGTAAAGT 

TTCTAI illlll ICTGTGTAATGAATAAGTATCTTGTCAGGAGATGCTTTGGACCTATGT 

AAGTATCTTGTTTCTCATCATACTTTCACCAAACTAATTTTAGCATTCGTGGATAATTCT 

TGTCTGAAACAGTTATTACTACAGTGTGTGCCAAACAGTGATTTTCTACTTCCATCATTA 

CTTCTACATTTGTCAATTAAAATGGTTACTATAAGGAAGATATTTTCTTTTATATTGAM 

AAATGCAATTTTTTAAAAATCAGTCTGGACTCTTGGATTC 

Sequence 4622 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATATAAATCCCAAACCCCCAGCTCCAAAA 

GGAGATGAATAGAAGAGCAGAAGAATGCAGAGTGGCAAGGCAAAGAATGGGAGAAGAGAA 

GGAGCATCTGAAAGTTGAGAGGAGTTGGGCTGGGGACGGTCCGAGAGGAGATTGGCCGCT 

GGATGGCCAAATTCCAGGAGAAAAATAATCTCACTCCATCCCCCTTCCAGCTGCCCATCC 

ACCCTGCTGAGAGCCACTTCCATCACTCAATAAAACCCCCACATTCATCCTTTAAGTCTG 

TGCGACTTGACTTCCTGGATACCAAGAAAATTACCTGGGTCCCAAGAGGGCACCGAGCTG 

GTTACACTCTTCAGCTGTCTTCAGATGGCAAATCTAAAAGAGCACACTGTAACACACACC 

CACTTGGGCTTCAGGAGTCACAGGCACCCACCCTTAGATCCTACCTTGGGGCT 

Sequence 4623 

CCCmrCGAGCGGCCGCCCGGGCAGGTACCATATTCCCCACTTAGCACTTGGCAAAGGCC 

AAAGCCAGTTAAGGGCAGGGTGAGCACTTGGCCTCCAAGCTCTATGTCCAGTGCTCGCTC 

CCCACAGGGCCCCTAACTCACCCACAGAAGCGGACTCAGCCCCAGGCTACGTCTAACAAC 

CACACACAAAAGCAGCAAGAAATGGCCCATGCTGCCTTCTGGGCAGGACATTCCATCCTG 

CAGAAGGAACCTTTAGGCTCACTCCGCCACCTGGGAAGCCAGGCTGCCAGGGGATGGGGC 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGAAGCCATCTGCCTTCGAGCCTGCC 

ATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTG 

AGAGCAGATGAGATACTCCCATCAGAATCCAAACAAAAGGACTATGAAGAAAGTTCTTGG 

GATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTACA 

CATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATGGT 

TTTCTGAAGGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATG 

GACACGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATT 

GAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGA 

GCAGATCAGATGTTCCCTTCAGAATCAAAACAAAAGAACGTTGAAGAAAATTC 
Sequence 4614 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGCGCACTAGAGGTCGTTTGAACTCC 

TTCGGCTACCG TCGCC GCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGCGCGCGGCTAC 

AGCACGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGTGTTGAGGTTGGCATACGTAT 

CAAGGACAGTAACTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTC 

TGGTCAGGCGTCTGCGAAATCATATGGCTGTAG.CATTCGTGCTATCCCTGGGGGTTGCAG 

CTTTGTATMGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACCCAGATTTCTACAGAA 

ACTATGATGTCATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCTTTCANAGTGTAA 

AGTAATCTTGGAATATAAAGAATTTCTTCAGGTTGAATTACCTANAAGTTTGTCACTGAC 

TTGTGTTCCTGAACTATGACACATGAAATATGTTGGGCTAAANAAAATANTTCCTTTTGN 

TAAATTAACCATTTAACAAATTAAAAAAAAAAAAAAAAAAA 

Sequence 4615 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAAACCACAGGCAAGTAGAAACTGGAGCAG 

GTCCCCAGGATACCACAGCAGCCCTATGGAAAAGTGGCTAGACGGTTATGTGGGTTCCTG 

TTCCCATATCTCCTCACTGGGAAGGTCCTTCAGGCCTGGACCTCCAGCCACCCACTGCCA 

GAGCTATTAAACTAGTAACAACTTGACAACTCCCTGGGCAGAGCTTCCAGGGGCAACTGA 

AAACCTCTCTGCCACTGCCTCTGCANTAGAACTGTCTTTGCTACCCTCAGACTAACAAAA 

GAACAAAGACCCCACGTGCTTTATCCACACTTCCAACAGGCTGCAATCAACCCAAGGAGA 

AGAAGCCAGTCCCTTTCCCATGTNGCTACACACACCCTTCCACTGNTCATCATCAGGACA 
GGGACCCCT 

Sequence 4616 

TTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTNTTNTTTTC I I I I I I I I I I I I I I I I I 

TTCTCGGGTATTNACTATAGTTTAAAGTTTCCTTTATCTAACCAACATAAAGAAAACNCA 

GNATTGTGGACTTTAAGTGGAACCCTACATCCCCCCCAAGTTCANAAAATTAAAGCAAAA 

CAATTGTTTCTGCAAGAATGGAGAATTCAAATGTTANACAAACATTNGTTTTGTTAAAAA 

TGCCACTGTATTTTGTTTTGNTTTTAAAATGATCACGGCTACCATACACTGGATAATTTG 

GTCAGCANAAATAGCTNTGGGAAAAAAAAATATTACATGANCCTGTTATAATCAAGGAGA 
TTAGTAAAAAAAAA 

Sequence 4617 

NCCCTTTNGAGCGGCCGCCCGGGCNGGTACCAGAAGGCANGNTGGGTCTANAAAGCCCTG 

ACNGTNTAANAAGGTCCTGANTTCAGGATACTGAATAGTGTTACTTCACACTCTAATCAA 

GTGATTCTGANACCTTANCATGCATCAGAGGGCTGGTAAAACAGATTGTTGTCTCCACCT 

CAAAGTATGTGATTCAGTAGATTTGGGGTGGAATTGGAATTGTGGATTTTTAACATTCTT 

AGGTGATGCTGATGTTGTTTGTGGTCCATGGAGCTCACGGTTGAAAACTNCTGCCCTGGG 

CNATTGGGATCCATGGAATGAATGNAAGTTGAAGACTAAAATGANCNNGACNGGGGTCTA 

AAAANGATGACGTTTTCCAANGGGATNNCTTATATGAGCACACGTGTAGCNCCCACCCCA 

CTTNGNCTTCAGGAGTCACANGCCCCCACCCTTTAGATNCTACCTTGGGGGCTGGAGCCC 

CCAANGCACTCCNCTGGGTTTGCTTGCACCTGNCTGTCAACATGCTCCCCTGTCCTGCCA 

AANGGCCCTGGANAATGTTGTGGGNGGGCCAAACAGATGAGCCACCCCCCCTTTTGGCAC 

CGTTCTNCNAAAGTGGNTTCAANGGACCNCTCCCCCTCCTCCNAAAAAANTTTNCCCCCC 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGACTTCCTTGGGGGCTCAAGCTGTGTCT 

CATCCCCAGCACCCAGAACTGTGCTGGCATGTGTNGGGCACTTAATGAAGCATGAACAAA 

T 

Sequence 4608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTAAGTATCAGCTCAGCCACAGTGGGGTAG 

AGCACCAAGCGAGCTCTTGGAGTCCCCAATTCAAGGCCTTGGCTCTTGGATGGCATTTCT 

GGATTTGCACTTGACCACAGGCAAGTNCACTGCCCTGAAGGATGTGTCCTAAGCCTGGCA 

GAACTTACTATAAACTGTCTG AGGAGCCCTTGGGCCTTAAGTGAACATCGGCAG TAGC CT 

GGCAATACTCTCTTGTGGG CCTGTGGTAGTAATGGTG ATAGGGAAG AGGATCCTTTTGC C 

TGGGAAAAAGGGGAAGGG 

Sequence 4609 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTG 
CGGCGGGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCATTT 
TGGTTCTCAGGGTTTGNTATAAATTTTTTATTATTATGGGCTTTGGTGAG 
Sequence 4610 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACG 

CGGGAGGCCTGGTGTGGTGGCCCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAG 

GCAGATCACCTGAGGTCAAGAGTTTGAGACCAGCTGGACCAGTGCGGTGAAACACTGCCT 

CTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGCATGCCTGTAGTCCCAGCTACTT 

GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCCGGAGGCTGAGTTTGCAATGAAGTCAAA 

GATCACACCACTGCATTCCAGCCTGGGCGATAGAGCGAGACTCTGTCTCAAAAAAAAGAA 

AGAAAGGTGGAACCCTTTGNAGATAGCAATAGGAAGACAAAGGAGAAGGCGTTTGCTTTG 

AAGACCCTACTAAGAATAAAATCNACTGGGAGAACTAAATAAAAGCCTTTGGCAGAAAGA 

GCTTAAGCTTCTNCTTCCAAGAACANNAATNAAAATGGCANGAATACTTAAGAAAAGTCT 

TAATTAAAATGGCTTGCTGATCTCCTAGTTAAACAAAGTGATATTCAAAAANNAGTTCTT 

TGCCCAAAA 

Sequence 4611 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACAGTGGTGGAAAATTGGCAGAGAACCTACAA 

GCATTTCAATCACAATAAGGCTGTCCATGATTTATCTGTTCAAACTTGATGTCCATTTTC 

TACTGATCAAGTTGAAAAGAAAAAACCTATTCTGGCCAGGCACGGNGGCTCA I I I I I ATT 

TTGTGTATTTAATAGAAGATGGGGTTTCACCATGTTGGTCATGGCTGATCTTAAACTCCT 

AGGAAAGTCAAATTTAAAAAAAATAGCAATGACAATGCTTAAGTTTT^ 

ATCAGCTTAAGTCTCCAAAMCCAGGGAAGAAAAATATTTNAATGGATTAAAAACAANGT 

ATGACCTGGGAAAGATNTTAGACTAAAAGGAGGAAATCCAATTAGCAGGGTGAAAATGTT 

AAAGG 

Sequence 4612 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATTAATTACTGCAGTAACCTGGCAAAGAG 

ATCTCTCAAAAGCCCTGCAGCATCAAGGTTTTTATGAATGGCTTAGATGAGGTGGATACA 

GCATTCCTGACTTGTCGAGTCTTAGAAACACAAAGCTACTGCTACAAGAGTGGCCATGGG 

GTCCCAAAAGAGTCTTTACACACATTACAAAAGGCTAAATCTAAAAGGATTCAACATAAT 

AAGGTAAGTGGAAGTTCCGCCTGGAACTCCCAGAAATTTAGTTGCTCACAAAAAAGCCAA 

AGGCCAATTCAGTCTTAATCTGATACACTAGAAGCACAGGGTCAAAACAGGATGATCTTC 

CCTGTCGCTTATCCCCCGACTACACCTGCAGAAATGTGTCCATTCAAAAGCATACTCTTT 

TAGAGGGACAATCTATTTTCAGCTTANTATTAGTTTGGTGCAAAAGTAACTGCAG I I II I 

GCMCTGAAAGTAAATTTGCGGTTTTTTGGCTTGAACGCCGGCGGCTTAACG 

TCCCAGCACTTTTNGGAAGGCCCNAANGCGGGGCCGGCTTCACNAANATCCANGGAGATT 

GGAGACCAACCCTGNCTTMCACCGNGGGAAAACCCCCGTCTTTTTNCTTAAAATTCCAA 

AAAAAATT 

Sequence 4613 
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TGAGGACTCTTGGCTCTCATGGAGAGAAATGAAAGGGGCAAGTAAATACAGCNACTTCAA 
CTGAAACATTCATGTTCTCACATTGAGACTGATCAGGGAAAGAGCTCAACCNATGCATNA 
AAGGAGAAAAGCAAAGCAGGGCGACNTGCCCACTAGGAAAGGACATGGNAC 
Sequence 4599 

AGGTACAGTCTCTTCACTCGCCGATAATAAGCGTCTTTGTCCAGAGTCACAGCCATAGCC 
CCGGACGCCGCTTCTCCTCGGGTTCCGAGAATCACGCGAGGTCCCGGCTCAGCCACCCGC 
TCTCGGCCCAAGAATCCCGCACTCTCCCCGCGTACCTGCCCG 
Sequence 4600 

ACGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTCCAC CTTCTCTC TCTCTCTC 

CCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCAT 

GATGTTACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAA 

TGTGAATTTAACTTCAGTTCCATACAGAAACTTCTTTTCCACAGATGGAGTTTAAGCCCA 

AGCTGGAGTGCGATGGTGCAATCCCAACTCACTGCAACCTCTGCCTCCCAGGTTCAAGCT 
ATTTTCCT 

Sequence 4601 

TTGGAGCTCCACCGCGGTGGCGATCGTATATGATTGAATAGTAGAGAAGGCACCTGCAAG 
TAGAAGCCAATGGCAAAAGATTGATAAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGT 
GCCAATAACTGCACTCTGAGTAATCCTGGTCACTTCATC 
Sequence 4602 

m I m I I n M 111 I U } INCCTTTATTCTCAGCAAACAGCAATTCCACTGCCAGAGAGG 
JAGTTTCCTNTTTTCTGCACCATGCAGCTCCCTGTCAACAGCTTATATACAGCGGTTTCC 
ACTTGTGTCTCCTGTGTTAAGCTCTAAGCAACTTGAGGACGGGGCTCACACTCTAGTCAG 
TGCTTG TCTGAAAGCAGCATAATATGAGTCACCAGTNTAACACAGCCNCATAATTAAAGA 

mil l AAC AGCC NCATTATAAATGTAAAAG AAAAAAGTCGGGCCCGCTCTAN AAACTAG 
GGGGATCCCCCCGGGGCTGGAAGGAAATTTCGANNTTCAAGCCTTTATCGAATACCCGGC 
CNACCCCTCGANGGGGGGGGG 
Sequence 4603 

ACGCGGGGGCTCACAGTGGGATCCTGTTAGGTGTGGGTGGATGAGAGTCAGGGTCCATCA 

GTGTATTCATTTAACTGTTCATTTGTATAACCCCGTTTAAGAATACTGTCCTCCAAGTGC 

CAAGAATGGTGCTCAGGGGATTACCACCTAATTGCTGACTCAAGTTGCTGGTTTTGCAAT 

GGGCCACAGAACTTTCTCTTNGTAGGGTGGCCATGAGTTTGA 

Sequence 4604 

CGGGGAGGTACAAAATAGCCCTGGGCTCTGCAAGCTCCACAGGCTCCTGGGGTGGAGTCC 

AAAATCACTNATTGTTTGTGAAAGCTGGAGCTNACAAGCAAAAACAAGCCCACCCATGAA 

AGCTTGTTCGGTGTGGTCTCCTGCTGGTCAACGCCTGGGCCCTTNTGCTTGCTTACCCAA 

GGC CCMTG CCCNGAGGTTTCTGCCCCAGGCTTCTTTGGNTTTTCNTGMGCCTGGTTTA 

AGACl I I I t CTTTCTTTTCMTTAAGGTGG AAAACCCTTNTTGGTTTCN AAAAGTTTTN N 

AGGTTCTTTTGGCCCAA 

Sequence 4605 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGCCTCTCTGGGA 
TAGAAGTTATTNAGCAGGCNCACAACAGAGGCAGTTCCAGATTTNANCTGNTCATCAGAT 
GGCGGGAA 
Sequence 4606 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAATCATT 

CCTTCCACAACTGCTGCATGTCCCTGTGGGTGAAACAGAACAATCTCTGCCCTNTCTGCA 

GCAGGACTGGGNGGTCCAAAGAATCTGGCANATGAGAGTGGTTAGAAGGCTTCTTAGGCG 

CAGATGTNCAGAGCCCTGGTGGATCTTGTAATCCAGTGCCCTACAAAGGNTTGAACACTA 

CAGGGGATGAATTCTTTAAATAGG 

Sequence 4607 
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TATGCCTGATCCTCANAACTTAGAGGMTTTTATGAGAAATTCATGTCCGGAAAAGTTGT 
TGGCCGGGGTCCTGGTTTGACCATGTTGAAAGGATGGTGGGGCTGCAAAAGACATGCACC 
C GGATCCTCTTACCTTCTTTTTAC NGAGGGATATTAAAAAA 
Sequence 4594 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC M H I < H 11 1 1 H 1 I I I 1 M 1 
TTGCTCTACTAAAGrTTAATTTAA^ 

ACCAACTACCCCTTTAACTTGCTGCCTATATTGGAACTGCTGTTTGACTCTGGCCAAAAG 
TATT AGACATTCTGACmATAACCAGACTTC^ 

TTTTCTATTTAACAGTCCAAGATACCACTGGGGATGTATATTTGGAGTCTTTAAATATAT 

AAATCCTGGAAGAATTAACTTATTCTGMTAAMCTGTTTMTTTTATCTACCTAGAAAA 

CATACATAGCATTAATTGTNCCATTMTTGTAMGACATTTCAATTTCAACTTACTGCAA 

ACCTAANAAGAAGGCAAGACTTTCCAACCCCTGGAGTCGCCAATCAGAAGTAACTTGAAT 

AAATAATCACTGCAAAAANGAAAAANGAAAATGATGTTTAATAAAAAGCCCCACTGGCAT 

TTGGNTANTAAGCCTTTTACNAAAAAACCAAAAACCNCCNGCTTTCNAAATTAACCAACC 

TTCACTTGNTGGAAAGAACTTCCATTCTTCCCTATTNAAAGGCCCATGCNTTGGGCTTTA 

AGGCCAAAAAAC CTGGNA MCAAGGNCACAAGCCCCTTTTTTGGACNGGATCAACtTAAC 

CATGGANTAAAAA I I I I I I NTTAAAAAAGGTGGGGCAANNNGCCCCCCNATTTGNNTNTT 

TTTACNNTCAAGNGGAACCTTTCCCCC 

Sequence 4595 

CACTATAGGGCNAATTGNNANCTCCACCGCGGTGGCGGCCGAGGTACAAAAGCCAAGNAT 

GCCCATTGTGGGCCTGGGCACTTGGAGGTCTCTTCTCGGCAAAGANGAAAGAAGCGGTGA 

AGGTGGCCATTGATGCANAATATCTCCACATTGACATGNGCCTATTTCTATGANGAATCA 

ACATGAGGTGGGAGAAGCCATCCAAGAGAAAATCCAAGAGAAGGCTGTTGATGCCNGGAG 

GACCTGFTCATCGATCANTCMGGGTGTTGGCCCANTTTNCTTTGAGAGACCCCATTGTG 

AGGAAAGTCCTTTTNAATAAGGACCCTCAAGGNACCTGTAAGCTNGAGCTATCCCTGGAC 

GTCTTATCNTTATTCACTGGCCACCAGGGGATTTCAAAGACTTGGGGGATNACTTTT^ 

CCCC AAAGG ATTG ATN NAAAGGNTAAATATTGANTC A 

Sequence 4596 

GTCGAGGTGCCCGTTAAAGCACTAAATTCGGGAACCCTAAAGGGAGCCCCCNGATTTTAA 
GAGCCTTTGNACCGGGGGAAAGCCCGNGCGAAACGTTGGCGNAGGAAAGGGAAGGGGAAG 
GAAAAGCGAAAGCTCTAGAAACTAGGTGGGATCCCCCCCGGGGCTTGCAGGGAATTTCGC 
ATATCAANGCNTTATCGGATACCCGTNTCNGACCCTCNGAGGGGGGGGGGCCC 
Sequence 4597 

CCGNCGGNTGGGGCCGGGCCCGCCCGGGGNCAAGGGTNACAAAAAAAGGCCAAGGATGCC 

CATTGGTGGGGCCCTGGGGCACCTTTGGGGAGGGTCTCTTTCTTTCGGGCANAAAGTNGG 

ANAANGAMNCCNGNTGNAMNGGGTGGGGCCNATTTGGNTGGCCANNAATTATTTCCGC 

CCNCMTTTGGNACCTGGNGCCCCTATTTTTNTTATTTGANGAAATCAAAACNCTTGGAG 

GGGGGGGGGGANGNAAANNCCCCNNTTCCAAGGAGGNAATGAATTCCCCCAGNANNAAAA 

GGGCTTNTTGTATTGCCCNGGAAANGGGACCCCTGGTTTCATCCGNCNAGGCAAAGGGGG 

GGGNGGGGCCCCCACNTTTTTCTTTTTTGNAGGAAG 

AAAGGCCCNTTTTGGAGGNAAAGGNACCCCCTTCAAAAGGGGACCCTTGGAAAAGNCTTG 

GGAGNCTTAANTCCTTGGGAACCCGGTCTTAATTCCTTTTMTTTTCCACCTTNGGGGCC 

CCMCCMGGGGGGAANTNTCCAMNGNAACTTGGGGGGGGGAANTGGGNANCCTTTTTT 

TTTTCCCCCCCAAAAAGNGANTGGAANTAAAAMGGGGTTANANTTANTTGAACNCCCAG 

GNGGNGGGAAAAAAANAGGNGAAANCCNTTTTCTTTNGGGNATTGGGCCCTGGGGGGAGG 

GGCCCCNATGGGGGAAGNGAAACCCNTGGGGTGGGGACNCCCNANNGGGGGGGCCTNNTG 

NGTGAGAAAAAANCCCCCCTTTGG 

Sequence 4598 

ACATGCATTGGGATTCATCAAGGAAACAAAGCTGGACCAAAGATGGCTGACTAGAANCAG 



Page 826 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



Sequence.4587 

CC GGGC AGGTACri HUH I MUHIUI } GGTGTAAACTGAAAAAGTGTGTGTGTGC 
CCTTTTTACCCGTTCTTTGTTCTGTGGTGTGCCGTGTGGTGTGAGCTTGGTGTTTTGNCT 

CGAGGAAACATGGGNAANACACAAAGTAAGCCTACTCCGCTAGGAACTATGTAGAAAAAT 
TTTAAAGAAGGG 

Sequence 4588 

ACTTNNTT TNTNl I I l| l I 1 NCTTTTNNCNACAAACGGTAACTGGTATTCATTTTTTAAA 

AAGGTTTCi mi iCATTATTCNGCATCTTGATTTTTCCCCCTGTAATAATGGATCTTGG 

AGATTGCTTCGCATCAGTACATMGTTGCCTAATGTGCCATCTTTAATACTTAGGGGGNC 

CTCTGTTTCATACTTTTAATAAATGTTrTATTTGGGGGCNTGTAAAGAAACTNATTATNC 

TACNAATGG AATGAGGGCTGAAAATAAAATG NGACTTTGG NCTATG N GGN GGTCCCCCCC 

CTNGTTTAACCCTGNGTNACCNGAAATAATNAAATAGCTTNTGGGAATGCCNCTGGAACT 

CCCTGGTCTTTTGTGGGCCTGACCCCATTGGCMTNTTTGAAAAAAAATAANTATTTANT 
TAATTTTAA 

Sequence 4589 

AGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTCTCTCTCTCTCCCTCTCCCTCTCC 

TGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCATGATGTTACCATTG 

GAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAATGTGAATTTAACT 

TCAGTTCCATACAGAAACTTCTTTTCCACAGATGGAGTTTAAGCCCAAGCT 
Sequence 4590 

AGGTACCGCGGGTGTGNTTTGTATATATATTATATATACGTGTATACACCGTATATACAT 

GTATACATGTATACGTGTATACATGTATATATGTGTATAATATATATACACGNGTATATA 

TATTATATA TATATA CCGTGTGCCATGTTGGTTTGCTGCACCCATTAACTCGTCATTTAC 

ATTAGGGTATTTTTCCTAATGCTATCCCTTCCCCAGCCCTCACCCCATGACAGGCCCTGG 

TGGTGTGATGTTCCCCCGTCCTGTGGCCAANGTNGTTCTTCATTGGTTCAAGTTTCCCAC 

CCATGAGTTGAGAACATGGCTTTGCACCCGGCCGCTTNTTAAAAAGGTTTTTTAAAAAAA 

CAAMGACCACCCAAAT GCCCCNC TTTCATTTGGGGGGAAMTGGAAMGNAACTTTTTT 

AAAAGNTAAAAAACCGAATTTTTTTGGANGGGGAAAMTANAATATTTTNGNTNGGGGTT 
TTAAA 

Sequence 4591 

ACTGGCTGGGTCCCAGGTTTGTCTCACTGCTGTCGGCTTGATGGAGGTCTCCTCACCACA 

GAACCCAAGTCTCTGTGGGCCCTCAGAGCCTCAGGTCCCTTTCTCTCTGCCTTCCAGCAT 

GTTGCCTTCCTTTTGGMGGTGATCCTTTCAAAGATGTGTCATCTCTTCTTCCCAGGAGC 

TCCCCATGCCTTCTTTTCCCACTGCTCCCTTTCAACTCTCAGCGCCGCTGGGGGCAGGCC 

CCAAGTGCTGGCTCTGCCTGCCAGGCCGCACTCCGCGTACCTGCCCNGGCNGGNCGCTCT 
AAGAACTA 

Sequence 4592 

ACTACTATAGGGCNAATTGGANCTNCACCTCCACNGCGGNNGCGGGCAACGtACTGAGCT 

NCACAAACGNTCNTCATGGCTTGGTGCGGNAANGATTAATCACNGAAGNACACTCCAAGN 

GATNCTNNNTGCNTNATCCANANTCGGTNNCNTACAGAGGGTNNGNGTNCNAGATNGCTT 

TAAGAANNAAGCCNNGNACNTTCACATGNNTGTGTTACANTTTGTAAAGANGTTACCGTC 

TGCANTCTAAAACTNCAAATNTGTCCAGGANTAGNTGACATTAAACNANCTNACNCAACA 

AAGCCAACTCNCCCCTAAATCCCCCGTACCTGCCCG 

Sequence 4593 

AGGTACAACATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGTGGAGAA 

ATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCCCCATAA 

AGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACA 

TCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGT 

GGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTT 
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AGGTACGCGGGGGGCCGGAGCCGGGCCGGGCAGCTAGCAGGGCGCTTCGGTCTTAGGTAT 

GTCTTTATCAGCAGCATAAAAACGGACTAATACAAGTACACAAGAATACAAAGAAAAGAA 

CAGCAGACACTGGGGCCCGCTTGAGGGTAGAGGATGGAAGGAGGATGTGGATCAAAGGCC 

TACTTATCAAGTATTTA CG CT TATTACCTGGGN NTTTG NAAATAATCTTGTATACTTG AA 

CCCCTGCAACACGCAATTTTAANCCATATNAACAAACCCTGGCAGACCGTANCTTGCCCN 

GGGCNGGCCGCTT7TNNAAACTTAGTGGGATTCCCCCCCGGGCCTGGCAAGGAAATTTCG 

AATAATTCAAGNCTTTANTTNGANNACCCGNCCNAACCTTCTNAAGGGGGGGG 

Sequence 4582 

ATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTG 

AACTGAMTTTCCCCATAAAGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTNAC 

CACAACTGATAAAAACACATCTCCCTTCACATCTTGATTCCACCATCTATCTGGAAAGAA 

AACTGCAAAGATTGTCTATGTGGCCAGAAATCCCAAAGGATTGCCTGGTGGTCCTACTTA 

CCCACTT TrCA CAAGGGATGGGCTTTTCCTTTATTGCCTTGAATCCTTCAGAACCTTTAG 

AGGGAAATTTTAATGAAGAAATTTCATNGTTCCGGGGAAAAGTTGNTTGGGCNGGGTCCC 

TGGGTTTGACCAATGTTAAAAANGGATGGGGGGGGGCCGCCAAAAAANAACAATGNCANC 

CCGGGMTCCNTTTANCCTTTTTCTTCCCGNGGGGNTTTTTTAAAA 

Sequence 4583 

1 1 iiiiniiM 1 1 mi m mi mm nni i i iii i n mm mi 1 1 l inui r 

TTTAAANGGGGNAAGNTTTTATNGGNNNTNNNNCGGNNNNGGGGNGGGNCCCCCCCAANG 
GGGNCGGGGCTTNNAAATNGTTTTTNNNNNCAATTNT^ 

TNNN N mum NAAAAAAAAAAAAAAAACCCCNTTTCCCGGGNAAAAACCCCCCCCCGGG 
TTTTGNCTCTTNTTTNCCCAGGGAAAAMNGAAAAMCNNTTTTNGGGGGGGGGNGNNTT 

nrm igggnnagannacagggngggggnancntnnaatncntttnaaaaaanccnncc 

TTTTCCCGGGGGGGGGGGNN I I I I I i I I M t NTAAAAAAAAAAGNGGNACCCCCCNTTGT 

NNGNCTCTTTGGGGGGGAAAAAAAAAAAN 

Sequence 4584 

ACTCCAGAATTCACACAGCATTACTCACAACAGTCAAAAGACAACCCAGTAGTCAAAAAG 

CCACCCAAGTGTCTAATACATGAATAGATAAAATGTGGTATATCCATACAATGGAATATT 

ATTCAGCCTTAAAAAGGAATAAAACTCTAATACATGCTACAACACAGATGAACCTTGAGG 

ACTTATGCTAAGTGAAATAAGCCACTTGAAGGACAAATACTGCATGATTCCATTCATCTG 

AGTTTATCTAGGAGTAGCCCAGATTAATGAAAGCAGAATNAGAGGTTNCCAGGGAACCTA 

AANGGGGAGAAAGGGGATTGAAGGCCAGTTNCTTGNITTTAAATAAAAANTACNAGGGGNT 

TTCAAGTTTTGGGAGGAGAATNNAAAAAAAAAATCAAGGGCCCGGGGCCCCCGGGGNGGG 

CTTNACNACCCCTNGTTAAACCCTNAGCCNCNTTTTTGGGGAAGGGACCCAAGGGAAGGG 

GNCNAGGGTTTGGCTTTNNANCCTCNCAAGGGNGTTTTAAAACCNCCCAANCCTTTGGGG 

GCCAANNCGGGGGGGAAAAANTCCTTN I Mill I GGCCCAAAAANTTCCCAAAAAAAACN 

TTTCNTTGGGGGGACAAGNNGGCCCNACCCCCTGGGTNTTCCTNGGCNTCCCNTGGAAAN 

GGGAAGGGCCCCNAGGCGGGGGGGGGNANNCNNCCAGGGGGCCNNGGNGNTTTTGNAAAA 

AAANCCNTTNGGCCAAANNAACNNTTGNAAAACCCCCCN I I I I I M I 1 I AAAATTNCCCA 

AAAANT 

Sequence 4585 

CCGCGGTGGCGGCCGAGGTACGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTC 
CACCTTCTCTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTT 
CCCCTTCACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTAT AGITATA 
CCATCCACTCTGAAATCAATGTGAATTTAACTT 
Sequence 4586 

ACGCGGGGCGCCTAAAGCTGACGGGTTTGAAATGGCTTCGATGTTAGCCGGGACCCGACT 

CAGATCGATGCTATAGAAGACAAACAAGGGAAGGTTTTTTTCCTTTTGCATCATGGCTCA 

ATTTGG 
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a r^T-TT^ - ^ G ^~^^ AAAATATTTG ATG TAAG NGC TTATTTTTGTTTAAGC C AA 
GATCACCACAGGGG ^ GT AAGATTTTTCATTTGCCAGTTTTTAAGTTT^ 

SJ^SSS ^ MCCA ™ GCACTCmAATATTAAAAGT CCTTCCCGTGGTCCCGG 
Sequence 4577 

^ A ^ G Z ACGCGGGA ^ gngaccccg ^ gcat gmgtcaggtgtnggagttttccac^^ 

GG^TCATGTTTGCTGCTGCTCMGAAGTTTCTGATTrrGGMC^ 

l**^Z^ ggccttgcattgantganttct accactgtntggggctcagttgtngggag 

gSXSJ^ ^^^QQAAGGTAmNmANATGGATTAAAMGATNCTTTTTG 
Sequence 4578 

CTTCTNTNTCTCTNTCCCTNTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCrr 

C ZI CAOCTOC ™ ATGA ™^^ 

TCCACTCTGAMTCMTGTGACTTTMC^ 
Sequence 4579 

AGGTAC i ITTTTTGTTTTTTTTTGTTTTnTl I G CAATCCCTCTCCCCCTGAACCAATTT 

GGTTCTCTCCAATTTCTCAGCTTCCTCAAAGGCATGGGGTGGAGTTGGGTGTGCCATCAr 
S^ A A ^ G ^ 

J C I CC Zr G Z5 GCCTTCAGGTTTGTAGTC GCAGAAACATTGCCTGCTGTGGACTGTCAGCA 
C ^^ GGGACACTGGTGTCAmANACTGTCAG CAGTNCACATGATTGmC^ 

S^« AA JI TGGGANCCTNGGGGGTmNACAAGACT CCMGGGA^ 
GGAAAATTGGAAANAAANGAAAANTCAACCCTTTTATTGGGGTTCCTCTT^ 

r^T^ G ^^ 

GGCrA^^I AAA ^ TGGGNATGGN ^ 

GGCG ^SE A J TGGGAAAGAANTNTCA CGCNATGCCNCCACNTTTTTmN^^ 



NCNNNGTTTTNCGNCNCCCCCCCCCCCCCCCCCCCC 
Sequence 4580 

CCAGGAGTTCAAGACCAGCCT GGGCATNATGAAGAAACCCTGTCTCTACTAAAAA 
AGGCACGAGAATCACTTGAACCAGGAAAGGCACAGGGTGTGGTNAGCCAAAGATCATGCr 

CCGGGGCTTNGNAGGGAAATTTNGANNTTNAAAGCCTTTNTNNGAATTNCCCGTNNMAAr 

cttcnnanngggggggggcccccgggatcccccancctWgggt 

Sequence 4581 
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GCCTGCAGTGAGCTATGATCGTGGCACTGCACTCCAGTGTGGGTCATAAAGCCGAGACAC 

TGTCTTTAAAC AATAAAAGCCT AAAATCAGAGAGGTCTACCATGTGT7TTGAAAATCCAG 

GAGCCAAAAAATTTTTGTTTTTCTTmGGTGGTGGTG 

ACATAAAACACCCCNGAACATTNCTGGTTACAACTAAAGACTTGCGTAAATGGTTGCTGA 

ANAAAAAATCCACCAAGANTTACCTTGCCCCGGGGCGGCCCGTTCTAGNAACCTAGTNGG 

ANCCNCCGGGGCTTGCAAGGAAATTTCCGANTATTCAAGCTTTATTCGATTACCCGTTCG 

ANCCTTTAANGGGGGGGGC 

Sequence 4571 

ATTCCCCNCCACCGCGGNGGTTNGCCNAGGTACTTNANCAGNNTTTTTNCNGCCCGAGGC 

ATGGGNGACACGGNATNCTNTNATANACACAANATTTATATTTCACTCCNGGNTTGTTCA 

AGAGCCTCTCGATCTGGAAGATGGTTGAAATTNGAGACCCCAAGGGCTTTCACCAGHCCC 

TCGTACACCAGCTTNCTNCATGGCCACCCANGCATCCAAGAACGTTCCTTTNCCACTGAT 

CATANTACCTTTATC ATC NTTTGGGG 

Sequence 4572 

^ CGAC TC A CTATAGGGCNNNATTG GAGCTCCCCGCGGTGGCGGCCGNCCGGGCAGGTAC 

,l,l,,,,lN, '"iiillllllll I AGNAGAGACGGGGTTTCACTGNGTTAGCCAGGA 

TTGTCTCGATCTCCTGACCTNGTGATCCGCCCGCCTCGGCCTCCCAAAGTTCTGGGATTA 

CAGGCGTGAGCCACTGCGCCCGGCCTCCMGTAT7TTTATTACTGAATTACAATGAATGC 

TTGTTTTMGANGTTTCTGAGCACTTMTGTGACAAGTTCTGGAGAAAGAACTTTTATTA 

ATCAGAGGGACCGNTGAACATATAAAAGTGATGAATACCT 

Sequence 4573 

AC I I I n I I i i n u i n i I I II I | lATAGANAACAATTTTGGAAAAAGAGAGTGTCTNT 

TTTTAGAGCAGAGGGCAGGTTTGTTTGCTGCCCAGTATAATTAANATAATGTTTCCCTCC 

AAGGCAAAGNTNANATAGGTTTGCTTGCAGCTCCCCGATAATTTATTAAGGNTTCCTATG 

CTCAGGGTCCCTCAGCAGTGATACTAACCCACTTGCACGTGCAGCTTTCACCCGGGCTTC 

CACACATCACATCCATGAGACTTGTAGGGGCATGAACGGTNTGAACACGAANGTTCATGC 

TGCCTGTTGTCCTANGAGTAATTAAGTCTTTTTACTTTGACCCAGGANTCTTTATGNNTT 

NTGGCGCGGNANNCATAAAAACCGGNGGCAAGCATTACTTGAAAAACT 

Sequence 4574 

TNTTTTTAGAGCAGAGGGCAGGTTTGTTTGCTGCCCAGNATAATTAAGATAATGTTNCCC 

TCCAAGGCAAAGTTTANATAGGTTTGCTTGCNGCTCCCCGATAATTTATTAAGGTTTCCT 

ATGCTCAGGGTCCCTNAGCAGTGATACTAACCCNCTNCACGTGCAGCTTTCACCCGGGCT 

TCCACACATCACATTCATGGANACTTGTNGGGGCATGAACCNGTATGAACACCNAAGTTC 

ATGCTGCCTGTTGGNCCTATGAAGTN ATTAAGTNTTTTTTACTTNTG ACCCAG N N ANTCT 

TCATGTCTTNTGCCCGGCATCCNTAAAAACCCGNGGGCCNGGTTTACTTTNAAAACNTTT 

TTTCAACAAAAAATNAGGNATGGCTTGACCAGACATGGNTTTT 

Sequence 4575 

AGGTACGCGGGTGTGTTTGTATATATATTATATATACGTGTATACACGTATATACATGTA 

TACATGTATACGTGTATACATGTATATATGTGTATAATATATATACACGTGTATATATAT 

TATATATATATACGNGTGCCATGTTGGTTTGCTGCACCCATTAACTCGTCATTTACATTA 

GGTATTTCTCCTAATGCTATCCCTCCCCCAGCCCTCACCCCATGACAGGCCCTGGTGTGT 

GATGTTCCCCGTCCTGTGTCCAAGTGTTCTCATTGTTCAGTTCCCACCCATGAGTGAGAA 

CATGCTCGCACCG CCGCTT NTAAATGTTTTTAAAAACAAAGACACCAATGCCCTTCATTG 

GGGAAATGAAAGAC I I I l I AAGTAAAACGATTTTGAGTGAAAAAATATTTGTTGGTTTTA 

AAAAGNTMTATTTAACCACTCTCCATCATATGTTTGAAAA7TATTTTAAAATGTGGAAA 
GNTTAAAA 

Sequence 4576 

CCGCGGTGGCGG CCGCC CGGGCAGGTAC I H I I M I I I I II I I I M I M II I I \ ACCAAC 
AATTATTAAAGCTGTTTTTATTTCCCAAAGATTTCTAAAGTTACATGAACTAAAAGACAT 
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Sequence 4565 



AGGAGGAAGAGAGAGMTGGGAGGTGCCACACACTTTTAMCMCCAGATC 

5ATGGTTTT/ 



Sequence 4568 
Sequence 4569 

AATTGGACTCCACCGCGGTGGCGGCCGAGGTAC T1 1 1 1 1 I I 1 1 1 I I I | | | 1 1 i PTMrrAT 

g c t a^™^^ 



Sequence 4570 
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TAGTAGCTTAAAAAAATAATATTCAACTGATGAAGAACTGAATTTCCAAAGCAGACAACA 

TTCAGTGAGAGCTGCCATTCTATGCTTTTTTTGAGATGGAGTTTTGCTCTTGTTGCCCAG 

GCTGGATTGCAATGGCACGATCTCGGCTCACCGCAACCTCTGGCCTCCTGGGTTCAAGCG 

ATTCTCCTG CCTCAG CCTCCCGAGTAGCTGGGATTACAGGTGCGTGCCACCACACCCAGC 

TAAATTTGTA I I I I I AGTAGAGATGGGGTTTCTCCACGTTGGTCAGGCTGGTCTTGAATT 

CCTGACCTCAGGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAG 

CCACCACACCCGGCCCA7TCTATGTTTCCATGTCTG7TTTTAAAAGAMGTTTGCAAGTA 

GAAAGGAAAGTGATAACAAAGCGCTCGACACAATAACTGGAGGACAAGCGCTCTCATAGC 

AAGCTCCGCGCCCACCGTCCACTTTGAAAGAAAAGCACCGGTGGGAAAGGTCACATACTC 

GGCTCTGTTGGGAAAATGCTCATCANGCGCGAAANAANGCTGTGGACGGCTCGC 

Sequence 4562 

AGGTAC I I I I I I I I I I I I I I I I M I I IGAGACAGAGTCTNGCTCTGTCACCCANACTGGA 

GTGCAGTGGCGCTATCTCGGCTCACTGCAAGCTCTGCCTCCCGGGTTCACGCCATTCTCC 

TGCCTAAGCCTCCCGAGTAGNTGGGACTACANAAGCCTGTCACCATGCCCGGCTAATTTT 

TNGNAl \ l l I AGNANAGACATGTTAGCCAGGANGGTCTTGATCTCCTGACCTCGTGATCC 

ACCCGCCTTGGCCTCCCANAGNGCTGGGGATTACAGGCGTGAGCCACCACGCCCGGCCGA 

GGTACGCGGGAGCAGGGAACCNNTTNAAAAACCTTTCCANACGGGGAAAANNTTTGTTTT 

TACC CTTTT GGNAAAAAAAAANTGGGGGGGGGGGGGAAAACNTTTNGGGGGGNCCCCCCC 

CCCCTTTTAAANNNGNTNNACGGNGGCCCCCCCCCGGGNGGGGGGGGGNN I I I I I I I I I I 

TTGGNGGGGGGGNCNCCCCCCCNCCCCCCCCCGGGGGGGGGGGGGNNNCCCCCCCCCCCC 

CNTGNGGGGGNGNGNNANNCNCCCCCCCCCCCN I I II I I I I I I II I NNNGTGCNNNNCAN 

CNNCNTNGGGGGGGGGGGGGGNGN I I ITTTTTTTTTTTTTn I NTGGGGGNCCCCCCCNC 

CNCCCCCTNNTTNNGNNANANAANNNNTCCCNCCNCNNGGGGGGGGGGGGGTTTNNGGNN 

N NTTTTTNTNC AAAAAAAAAAAAAAACCC 

Sequence 4563 

ACGCGGGGAGCAGGGAACCGCTCAGATACCCTTCCACACCGTGGAAACTTTGTTCTTACC 

CTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGGTCCACACCACCTTTAAGAGCTA 

CAACGATCACCACGACAGTCTGCGGCTTCATTCTTGAAGTCAGCGACACCACAAACCCAC 

CAGAAGGGAGAAACTCCAGACACATCTGAAGGAACAAACTCCAGACACAACATNTTTAAC 

AGCTGTAACACACACTGTGAAGGTCCACGGCTTCATTNTTGAAGCCAGCGAGACCACGAA 

CCCTCTGGAAGGGAACCAACTTTGGCCACAGANGGGNCGGGAGATTTTNCNTNTTTCTTC 

NAAAATNTTTTTTGGGCCCANCCCNNNGGCCCCCTT7TNGGGGGGGTT^ 

CCGGGGGGGNCCNTTTTAAAAAAAAGGGGGGCNCCCCCCGGGGGGNGGGGAANNATTTTN 

NANAAAN I I II I I NNAACCCCCCCCCCCCCCGNGGGGGGGGGGGGGGCGNNCCCCCCTTT 

ITTTTTTTTTTTTn I NNNGGGNNAAAAAANATCCCNNGGGNGAAAAAAAAAAAAAAAAA 

AANAt I I I I l I I NNGGGGGNNAAAANAATTTTNNTNTNNNNNNAAAAAAAAAAAAAAAAA 

AAAANNNNNGGNGGNGNAAAAAAAAAAAAAAAAN 

Sequence 4564 

NGCTCCCCGCGGCGGTNGCCGAGGNAC I 1 I 1 1 1 11 I I I I 1 1 1 1 1 I I NNNTNAACNNAGGC 

GGACTNTGTTTTCTAATTCTNTTATTTTATTTGCTGGAGTAACAGGTTTGTTGAT^ 

AAATCATGTTTTAATATTATAGCAAACTAGCCACACTATAGGAGATGGACTGAAGCTCAT 

AAGCTCCACATTCAGNCACAGNTCCTTGCTCAACANAANAAAAGGCNAAANAGTTGGCAT 

AGTCTCTGTCACCTAGTTTGTCGNTGTTCCTCTCANATCTCCAGGCANAAGTTCAGGGNG 

GACCCTGCCANCTTCTTTNCANAATGCTTATCAAAGNTNTTATTCATAGCCCCAGGNAAA 

AGNGGGl I I I ICCAGNNTCCAGGCNTCCTTTTCCTAANAAATTTNGGNAGGGNNGGGAAA 

TGGGANTTNGGNGGGNCCNGNNCCCCCAAANATNGGNTGGGGNCCNGGGGGAAANAAACC 

CTTNATTTNNCCCCAAAAAAGNGGGGGTTTGGGGGGGNCANAANTTTTNGGTTNANAAAN 

AAANTTACCCCCGNCNAAAAAGG I I I I 1 1 I 1 NCCAAAAAAANTCCCANCCCCCCTNNGGG 

GGGANCNCCNAGGTTTGGGGGGGT1 1 I 1 I I I I NAAAANCCCCCCCCCAAAAAAAAAGGCN 
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AGGTTATAAACCCTGAGATATGAGGGTTGGGCGAGACATCCGAGCCTGTTTCGTTCCGTG 

TTGGGACCAGGAATAACCCTGACTTCTGAGCTTTCATAACCCCAGGATCCTCCAGAAAAT 

TTGCGGCGCGCTGAGGGAAAACCTTGCTGAAGCTGTACCTGC 
Sequence 4557 

CCGGGCAGGTACACTCCACAGTGTGGGAGTGGGCCCAAGCATAGGGGCTCAAGGGTCCTG 

TTACAGA/\TTTTGGGGGATTTAAATACCCTCTAGAGGTTTCCATTGGTTACTTTGTGTAT 

GCCCTATGTAAATGGAGATAATATTTCCCGGCATAGCTGAAGTGTGAATAGGCCTTATGT 

TCTATGCCTCCAGATCCTATTTTCCTGCCTCATTTCCTCCCTGAGAGATGTCATCCCCAT 

AAATCTTTATGGGAGGTGGAGTGACTAATGGTCTTTCTTCTGTAACTGCCTCATGCTGGC 

TTGAAGCAAAGTCCCTACCTATTGGGGATCACGGAACTGTCACCCTGCTCTTGTCTAAGT 

GGAGGCAGAGTAGCTTCTTGATGCCCAGGGGTGGTGTCTTCAACTGGAACTGGCTGGAAC 

AmTGTCACATGATCTTCTGAAGCTTGATGGTCTCTGGATGCCATCAACAGTGGGAGCG 

ACTCCTTG.TCTGGAGAAATGCAAGTGACAGCACTGGCCCAGCTTTGAGAACC 
Sequence 4558 

GTGGCAGNGGCCGCCC GGGCA GGTACATTTTTTCCTATGATTTTCAAATGGGTATAANNG 

GTAGCCAAAAAGNNATAGTTTTTATGTTTAGGTCTGTGATTCANTTTGAGTTAAATNTTA 

TGGTTTAAGGTAGAGGTTTTGAGGTTCATGTTTTTTTCCTCCATTTTAGTTGTTCTGTAG 

CANCATTTATTGCAAAGATATTCTTTCTCAATNGGAATTTATACTGGCAATATTGGAAAA 

TCTGTNATTCTGGACTTCTATTCTGTTCCATTAGATTCTATMTGCCATTTTTCTTTTGT 

MTCMTTACCCACCCTTGTCTrrGGACTACCTTTTTANGCCNTTTGGTANNGTAAATTN 

CTTCAAAAAAATTCAAGGGTTAAGATGGGAAGNTCCCCTTTCAAGGCTTNTTNGTNNCCT 

TT TGmC AAAAAMTTNGGTTNmGGGCCTTTAATAATCTmcCTTTAATAATAAAA 

AATTTTTTAAGGAAATCCAAGAATTCCATTTCAAGNTTTTCCTTGCCAANACCTGGAGAA 
TTTGGNNGTTTGGAAATTCNTNGTTAGAAATCCAAATATTTTGGTGGTTCTTTAAAACAA 
TCCCCCCCCANCNAAAAAGTTTAGNAAAAGGCCCAGNGCANGNTTAAAATNATTTCANGA 

AGGGGCACCAAAGCCCCCANAATTGGGAANGCTGGGNAANGACAATAANNTNGCNTCCCA 

NNAAAANGGTCCCTTTCCAAAAAAAAAAAGA 

Sequence 4559 

CTCCCCGCGGTGGCGGCCGAGGTAC I III I I I I I I I i GGTACATGTGTCCAGGT 

TTCTCTCTTTGAGGGATAGTGATGCCCTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTT 

TGGGATTGTAATAGCATGATGCTGATGATGCTGTTCTCGCAGCCTGGTCCTGTGTGCTGT 

GGCTGGGGATCAGCTCACCTCTGGGGAGCGCTCAGCTGGAACCTCCCACTGGCTGTTCCT 

GCCAGAACGATCTTGGTGCTCTGCTCTCCAGCCTCTGAGACTTCCTGTCCCTTTCTTAGA 

GCAGTATTTATGATTCCCCGCGTACCTGCCCGGGCGGC 

Sequence 4560 

CGGCAAAGAAAAAAAAAAAAAAAAAAAAAAAANGGGGNNNNCCNTTNNNTTTTTTAAAAA 

A ^'!£2SSE CCCNCNNCCCCNTNGACCNNAA ^ 

NNCNi i i i I fTNGGN CTTTNNNGGGGNNNNNAAAAAAANNNNCCCCNCCNAAATTNNNNA 

AAA^AGCNNTTTTTTNCCNNNNTTTTTNNGNGGGGGNNGCCCNNNCNCCNNNANNNT-TT 

TTNNNNTNNNGGGCCCCCGGGNCCCCNNCCNAAAAAAAATTNTTTTNNCNTTTNNNNCiNlN 

AAAAANCCC GNNNC CNNGGGTTTTCNGGNNGGGGNNGGGNTTTTTNNNNNTNNNNNGGGG 

GNTNNNTNNTTTTTCCCCNCNCTCNGTGCANCAATATATTACCANCAAGAATAAAAAAGA 

AATCCATATCTTAAAGAAACAGCTTTTNANGTGCCTTTCTGCNGNTNTTCANGANNCGGG 

GGATNGCATTTGGNATNCGAATAAGCTNTAGTTNTTACACCGACCTNCTACNAGATTTAN 

AAAAMGTTTACACATMTCTNNGTTTACAGAAAAATNTTGTGCTAGMTACTTTTTAAA 

AGGTATTTGAATCTTTAAAAACTGC I I I I I I I I I I CCANCAGGTTTCCNACCNCTTGGGT 

TCTGCTTNAATAMTTTTGGAAAACTCAAAAAAAAAAAAA 
Sequence 4561 

GGAGGCTAAAATTTGATCCTGCCAAATGTTCAACATTTGAATACTTTTAATACTTCTCTT 
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ATACATGTGGCTACCCCAGCAACAAGCGCATCCTGTGCTCAGATAAGCTGCATGGTTGGG 

AGTGTTTTTTCTCGCACGTTGAGGCTTAGTGGAGATGGGCACCACTGCCATTTGCTCAAA 

AGAAGGCTGGTCTGGTCCTAACTGCATCCCACACTGCCCAGATCATTCTAGAATAGGTTA 

TTTCTGAATGTTTTATAGAATTTCTTAATACCATCCTGGT7TGGTCAGTCATTCCTTTGA 

TTGGAAAGGTCAGCTG 

Sequence 4552 

AGGTACCTTCACTCATTCCACTGCCTGTGACTGACAGAAGGGAGGCAAAGTAACTCCTCG 

GCAGCATCTGCCTTTCTCAGCAGCAGACTGGTTGTTTTCTTCTGCTGGTCAGAGCAATTC 

TTCAACAACTGCATGAGCAGAGGCATGAAGATCTGTCGTAAAATGGGGATACCTGTGTCT 

TAGGCTTGGCTGTAATCTGCTTGATAAAAGGAATGAGTTCCTGAGGGTCTCTTCCTTCAT 

AGTCTTTGAGCACATGTCTGAGCAGACAAGAGGAACAGAAGGACTTCTTCCTCCAGGCAA 

GTAATCATGCAATGAGGAAGAACATGGGACCTCTGCTTCTGAGCATATCCTTCTGTAAGG 

CACAGCTGAGGGCTGATGAGAATATCTGTAAACAGTTCAGAGCCTCTGAACAGCCACGCC 

ATTCCCCAGTCTGCTCGCTGCTCTGGCAAGTCCAGCACCATGGTTGAAGCAGTCTGTTAT 

AGATGCCTGCCTTTCTTTNCCCTGCGGTCAGCATCAGTGTTCCTMCAGAAAGTTTAAAC 

TTTTNCATCAAGTGGGAGTCTACCAGATTCCTCAATTAATGCTTGCTTCCT 

Sequence 4553 

AGGTAC I I I I I I i I i I I I 1 I I I I I I I I M NGCAACAGGGTCCTACTANATTGCCCTGGCT 

AC ACTTC AACTCCTGG ACTCAAGC AATTCTCTNATN TC AGTCTCCTG AGTAGTN GGG AC A 

CCACTGNGCCCAATTTNTATTTTTTANAAGAAATTATGTTCATTCTCCACAGTATACACT 

CTTATNTGTAGCTTGCATTATTCACTTAATTAAGGATCTTGGAAATTACACAGTTTATCA 

GATCTTTCACTCCTTTAGAAGTATTACACCNGCTGTATTACTCGTAGGTCAAACCCAGNT 

CCCCANATAAATTTCCTAANCTTTTTGCTMTTTATTATAAAACAAANGGGACTNGCATG 

CCCATTACCACATAACACCATANAGGAAGGTAAAAAAAGNACNNGGGGNTATNGTAGTTT 

AGGGGAACCAAAAATGGTTGGGGTTAANGGGATAATTTGGTAATNGTACAAAAANATNTT 

TAATGTGGGGGCCTAATGGCAATAATTTTTTTATGGGTNAATTTTTAAGGGCGACCCCCN 

CNCCCCCCCAACAACNAAAAAANA 

Sequence 4554 

AGGTACGCGGGGCTCATAATAGAATTCTCATGAGATCTGGTTGTTNTGAAAGTGTGTATC 

ACCTCCACCTTCTCTCTCTCTCTCCCTCTGCCTCTCCTGCCAGCCAAGTGAAGACATGCT 

TACTTCCCCTTCACCTTCCTTCATGATGTTACCATNGGAATGACATACTGCATCCTATAG 

TTATACCATCCACTCTGAAATCAATGGTGACTTTAACTTTCAGGNTCCATACAGAAACTT 

CTTITCCACAGGTATAGAAACGGTTGNAACTGGGATTGCCAATTTTTATCACAGCTTTGT 

CGTGAAGACTGCCTTNTGTCCCTCCTCTCACCATGCCCATTGGGGNTAACCCAGCCANAC 

AGGNGGTTGCNTCAGGGGGCGNTTGCCCAGCTACATTGNTTCTTATAGCCCTGGTGGAGG 

GGAGGGMGCAAAACATTTTGGCTAACCANGGCCAAGTGACAGGAAAATGNGATTTCCAA 

AATACCCANTGGTGTNGAANGCCTTGAAATGGATGGGTCAAACTTTCAATGCCCNTGGTC 

CCTGGGGGAATTTG 

Sequence 4555 

AGGTACGCGGGGTCACCAACATGGCCGCGGGCTGGAAGTGCGCATGAGCAGCTGTCTATG 

GAGATACCTAGGCCGGGAGAGGGAGAACACAGTTGGAGAAAATCGGCAGCTGAGACGGCC 

TTGGCCGGACTTAGCACTCAGGCCTGTGAATCAGGAAATACAAAGACCTCCAAAAAAGGA 

CCAGTTCCTCGGATGTGCCCCCTCACAGAGAGATGAAGGGGCAGCAGAAAACAGCTGAAA 

CGGAAGAGGGGACAGTGCAGATTCAGGAAGGTGCAGTGGCTACTGGGGAAGACCCAACCA 

GTGTGGCTATTGCCAGCATCCAGTCAGCTGCCACCTTCCCTGACCCCAACGTCAAGTGAT 

GTACCTGCCCG 

Sequence 4556 

TCCACCGCGGTGGCGGCCGAGGTACGCGGGGTGACTTCCGCAGTGCACGCTGCGCCTGCC 
GGGCAI I I I I I CCTGGTTTGGGGGCAAGGTCTCATGGGAAAGGTCATGTCTCTCGAAGAA 
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SS^™ ^ CC ™ GTAAANANAACCAN GGNTATTTTTGGGTTAATNCTCGNCGGCCT 

TNTTNGCTTGAAAANCCCAANTTTTACCCTTTCNGG 

Sequence 4547 

1 1 1 1 1 1 1 1 1 1 1 I I I I i IAGATGATCACTCTGGTGATTATGCTGAG 
A ^ GA ^Il CAAAAGCAAAAACM ^ 

TGCCTTCCAAATAATCMGAGTCAAACTACAGTGTAAAATCACCACTTTTATTCTAGTTA 

5aT^ g S^ cctagtctagt ^ 

CCGGNCCGCTNTTAGAAACTTAGTGGATNCCCCCGGGCTTGGCANGGMrrCGATTTTAA 
AGCTTANTCGAATNCCGTCNANCTTCGAGGGGGGGGG ot»AlTTTAA 
Sequence 4548 

S G ^ AG ^ GCGGGGGAGGMCTGCTCAGmGGAC 
tS1? G ^ G ^ 

AGGGCCAGTCAGACTGTCAGAAGCAGTCACTTAGCCTGGTACCT 
Sequence 4549 

I GGA ?. G ^^^ 

?S£™?o GAAGAC ^ 

TGTTAATTATCTTGCCTAGATCAATACCAGTTGTAACAGTGCTACCTGAGTAGAAAACAC 

A ^ CACAGAGCCTACAAGG ^ GTAAGAA CGACGTGTATGACTGTAACATAGTGTTCTCTT 

ACCTGTGATATAATAGATATGTTTCTGGTTCTCCTTCATTCTGGTGCAGTAGTCCTT 
Sequence 4550 

G ^ C 5 GCGG !? G ^ GG 

G l C ^T^™ GTGTGWCCCCCACACCAAAATCCGTGm ^ 

SSSSS AATGTTGTGAGGGCACAGCCAAGGA AGGTNGGCCATCTGCAAACCAGGAAAG 

ANGAGCTCTCACAAGGGAACCTGGAACCAGCCTGGCAATCTTTGATCTTTGGATTTTCCC 

CAGCCTCCAAAACTGTNGMGAAAATAAAATrrCTGTTTGTTTTAAAGCCACCCTAGTCT 

TACCAATAATTTTGTTTATNGGGCAAGCCCCAAATAAACCTNGAGGACCAAAAAGTTNCT 

CAAGAAAA^CTTCATTAAGAACGGTGNTTTGTTATTCCAAGAAAAACCCATTCCCTTTAA 

NAAAAGAAGAAAAAGGTTTTNCTNCATTTTCTTTGGCCAAGTAANAAAAAGGCCNAAATT 

TAAATTAAAAATGGGGGGAGGGGANTAAGGAATTTTTGGAAAAAATTCAATTCAATNTGA 

AATTGCCTAAAAAACCTTANTTGGGGTTNGMGTTGGTmGGATNGMNG 

GCAAi u i i iNAACCNTTANNTTCCCCCCAAAAAACCCTTCCCTTGGACAAAATTTTT 
Sequence 4551 

AGGTACATCAGCCTGTCTTAGCCTGAGCTGCTTTGAAGACCATGGGGTCTTGTGTTTCCA 

ACTTCGAAGTGCTGATGTGGACAGTTTGCCAATGTTCTCTTCTATTGCAAGTTCAGCCAG 

ACTCCATGACTCATCTGATCCCTTTTATGGCCAAATCATCCTTCAGAGTAGGGAACACTC 

AGACArrCTGTGCATGTTGTTCCCCCAAAGCATGGTCATCACAAAGTCCTGAGTTCTGGT. 

GTGTGCTCCCGCCTCCTGGGTATACAGAGAGAAGGCAGGAATCAGGAGTTCCAGAAGCAT 
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AACTACCGGGCGAATTGGAGCTTNCCGCGGTGGCTTAGCGGCCGTTCGGGCAGGTACGCG 

GGATTTGAGAGAAAAAMGATTTTTAAAAAGAGCGAGAGTTACTCATAAAAAATGAGT^ 

ATTCGGCCAGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTGTGGGAGGCTGAGGCGGG 

TGGATCACGAGGTCAGGAGATCGATACCATCCTGGCTAACATGGTGAAACCCCATCTCTA 

CTAAAAACACAAAAAATTAGCCGGACGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATGATGTGAACCCGGGAGGCGGAGCTTGCAAGTGAGCCGAGAT 

CGCACCACTGCACTCCAGTTTTGGGTTGACAGAGCGAGATTCCGTCTCAAANAAAAANAA 

TNNAAGAATNANAAAG7WCTCGGCCGCTNTAGAACTAAGTGGATCCCCCCGGGCTTGCAG 

GAAATTCNATATTCAAGCTTATCCGANACCCGTCTACCCTTCGAGGGGGGGGGCC 

Sequence 4542 

CCGCG GTGGCAGCGGCCGCCCGGGCAGGTAC l 1 H 1 11 11 1 1 II 1 1 I I I j I I I I I I I fTA 

TTTTTAGTANAGACGGGTTTCACCATNTTAGCCAGGATGGTCTCAATCTCCTGACCTCGT 

GATCCGCCCGCCTNCGCCTCCCAAAGTGCTGGGATTACGGGCGTGAGCCACCGTGCCCAG 

CCCANMTATTATTNJAA^C^CMTCAGAGCACTCCATACCTGCTMCAGTTTAAAGCC 

AAGCACC TAGG CATGCgAtTTAGGCTTCTGAATGACTGGGTCTTGACCAGGANAGCTGgj" 

GTCTAGGTmCTCCTCCTGACTAGTTCCTCAANAGAAATGCAAAACTAGTGATTAACAfe 

TAAGAGTCAGGCCGGGCGTGGGCGGGCCTCTCTGGTGTTGCTGGAAATCCTTGGTATTCC 

TTGACTTGTANACTTGTTTTAAAATGTACCTN 

Sequence 4543 

CCGCGGTGGCGGCCGAGGTACTNCAGCATGNTNCAACTGCTCTACAAAAGCGTGGCANGA 

CCNTTTNN7TAAGCAGGTCCCTGATCTGTTCCTCCTCACTTGGGAGAACTTCCCAACCAG 

GGTCTTCAGCCTCTCCCACTGATGTTCTCTGGTTGACAAGGGTTTGAAAGCATCCTGGGA 

CAGAGTTACTAGAGAGAGGGGCAGGCTGCCATCTrTGCTGTTTCTGCAATTTAGCCGTTC 

CAGCTTCCAGGTTTTGGAGAACCCAACACCATGAGGGGCAGAAATGGTATCCCAGCACAA 

GCTTAGCTTGTTCTACAAAAGTGGGGCTAGACTGCTTCTTCAAGCAGGTCCCTGATCCTG 

TTTCTACTGGCTGGGTGAGACCTCTCAACCAGGGTCTCCATCCACCTCCTACAGGTGTGT 

TCAGGCTGGCAACAGATTTGTACCTGCCCGGGCGGCCGCTCTAGAACTAAGTGGATCCCC 

CCGGCTGCAG 

Sequence 4544 

AGGTAC I 1 1 1 1 1 I I I 1 I I I I I I 11 I NGAGACTGAGTCTTGCTCTGTCGCCCAGGCTGGAA 

TGCTGGAGTGCAGTGGCATGATCTTGGCTCACCACACCCTCTGCCTTCCTGGTTCAAGTG 

ATT CTCGNG CC TNTGC CTCCCCAGTAGCTGGGACTACAGGTGTGAGCTACCATGCCTGGC 

TAAl MM IGTATTTTTAGTAGAGACAGGGTTTCTTCATGATGCCCAGGCTGGTCTTGAA 

CTCCTGGGCCCAAGCAATCCACCTGCCTGGGCCTCTCGAAGTGCTGGGATTACAGGCATG 

AGCCATCATGCC 

Sequence 4545 • 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCTACTGCCTTGTGTGTCTTGGA 
TGdACATGATGGGGAAGTCAACGCTQtGCAGITCAGTCCAGGTTCCCGiSTTACTGGCCAC 
TGGAGGCAgGA6CGCAGGGTTMGCTTTGGGAAQTAT^^ % 
^GGGTTCCCTATCTGGCAGTAATGCAfeGAATTACAAGCATTGMTTTGATAGTGtTGGATG 
TTACCTCTTAGCAGCTTCAAATGATTTTGCAAGCCGAATCTGGACTGTGGATGATTATCG 
ATTACGGCACACACTCACGGGACACAGTGGGAAAGTGCTGTCTGCTAAGTTCCTG 
Sequence 4546 ' 

GNMGCCGTGGCGCTTTTANTCAATAANrCTCACCGCTNGATAAGGGTAATCTTCANTTTC 

CGGTNGTAAGGTCCGNNTACGCNTCCCAAAAGCCTTGGGGGCCTTGTTGGTTGNCAACCG 

AAAACCCNCCCCCNGTTTTCAAG'CNCCCGGACCCCGGCJTGCCGGCCCNTTTJAATNCCC 

GGGGTCAAC CTTAN TTCNGTTNCTTTNGAAGTTNGCCAAAACCCCCGGGNTAAATGGAAC 

NAACCNAACNTTTTATTCTGGNCCCACNTTGGGGCCATGNNNAGTCCCACCTTGGGGTAA 

AANCAAGGGTANTTATGGCCATGNAATCNNGAAGGGGTTATTGGTTAATGGGCNGGGAGG 
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GAATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAAGACAAATAC 

AGAATGTGAAGTCCTGTTCCAACCAAGGGAAATCGGACACAGCAATAAGGAATACAACAT 

GTTTAAGACCACAGAACATCTGCATAGGCTGTAAATTTCGTTGAATGATGGATGCAAAGA 

TGGAAGACAGATGGATAGAGGAAAAGACAGAATCAGATACTGGATGAGTTAGTACTGCTG 

CCTC3TGCTTCAGAGCTGTCTTATTACCACAAGGCCGGCAAGCATCAATGTCCCCACATCC 

CCCTCTGCCTCCCCCTGAAATGTACCT 

Sequence 4535 

TNGGGGNAAGCCGTGGGCGCCTTTCTCATAAGCTCACGCNTGNNANGGTANACNCAAGAA 

TCGGANGTAATGTTCGTATCGCTCCAAAAACTTGTGGCTTGGTGGTGGCACCGAACNCCC 

CCCGGTTTTNAGNCNCCGGACNCGCTTGTCGNCCGTTTAATACCCGGGNCAACCTTATTC 

CGGNNCTTTGGNAGGTTCCCAAACCCCCGGGGGTTANAGGGAACACCCGACCTTTTATTC 

CGGCNCCACCTTGGGGCAAGCCATGCCCCMCCTTGGGTTAAMCAANGGGMTTTTAAA 

GCCAAGGAANNCCNGAAGGGNTAAATTG7TTAGGGGGCCGNGGTGGCCTNACCAANNAGG 

TTTTCCTTTNGGAAANGTGGGTTGGGCCCCTTNAAACTTAACNGGGGCTTANCCACNTNN 

GTGAAAGGAAACCANGGTNMTTTTTGNGNATAATTCTTTGCGGNCCTCNTTGGCTTGGA 

AANNCCCNANGNTTTACCCCTTTCCGGGG 

Sequence 4536 

AGGTAC I I I I I 1 I I I I | I 1 n I I I rTGCTGCACAGCTTTAAAAAGTTGAAGTCTATTGGA 

AACCTTCTTATAAGAAACCTTCCTAGTCAGAGAATTCAATTTTCTTCTTTTCTTCATCCA 

TGAA AATGC AGATCCACTGAGAAAGGGAATAAGGTAAAAGTATCATTTTCCTTTGGGAAT 

CAGGTTTTTCTGTCAGAGGMTAAAGGCCTTTCTTTCCAGGTCAATTCCTGTTGTGCTGA 

AGGCTGGGAATCATCACGCCCTTTTGGTGTGGGCCCCAGCTTTGAGCCTCTGTGATGATG 

GTAGAATCTGGAAGTCAGAAGCCCATATCCTAGATCAGCTGCTTTG 

Sequence 4537 

CGCNGNGGCGGCCGAGGTACATGTGCACAATGTGCAGGTTACGTTACATATGTATACATG 

TGCAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCCGCGTCGCCCTCCCAAAG 

ATCTGGGATTACAGGCATGAGCCACCGCGCCAGGCCCCATTCTTCTTTATACAGTCATTC 

ACAAGCAGAAGTTAACATTTTGAAGGTAAMGMGGAAAGGGGAGTGTTCTGTTATTTCA 

TTCTTCAGTTATGCTGAAGGCTTTTTTTGGGATATTGTCAGTATATACATTTATCCTCTT 

TGGATTCTTATTAGATTCTAATTATAACAAAGGTCTTGGTAAATAGCTTGCTTTCTTTAA 

TTTAGCATCTTTACGTCTAACGTTAATTGMGTAGGTATTCAACTTGTAGGTTGACTTGA 

ACCCATAAATAGATG CC GAAATCC AAAAGGGTCCATGTTGTGG ACTTTCAG ATTAATAAG 

GAAMCACT TTTCT TTAACGTGCAGTANGCTTGTCCTAGGATTAAAGCCACTTTTTGTAA 

AATGGGCAATTTTACAGTAGCCTAAATAAATCAAAACTTTAACAATAGCTCCCAAGGTCA 

TTTGAGATATATTAATATTACAGGGGGTCAC 

Sequence 4538 

TCCACCGCGGTGGCGGCCGTCACGGGCTGGCCGGCCGGTCATGGAGGCTGATGGGGCCGG 

CGAGCAGATGAGACCGCTACTCACCCGGGGTCGTGATGAAGAAGCTGTTGTGGATCTTGG 

CAAAACTAGCTCAACTGTGAACACCAAGTTTGAAAAAGAAGAACTAGAAAGTCATAGAGC 

TGTATATATTGGTGTTCACGTCCCGTTTAGTAAAGAGAGTCGTCGGCGTCATAGGCATCG 

CGGACACAAACATCACCACCAAAAAAAAAAAAAAAAAAAAANGTACCT 

Sequence 4539 

CCGGGCAGGTACGCGGGAGCAGGGAACCGCTCAGATACCCTTCCACACCGTGGAAACTTT 

GTTCTTACCCTCNTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGGTCCACACCACCT 
TTAANAAGCTACA 

Sequence 4540 

TTTTAAGACCTTTGAATTTCNCNAACTATTTTGGCAAATTGCAGCTCCACCGCGGTGGCT 

NCCGAGGTACNTNGCTAAGTTTNTCCTAACACTCTGAC 

Sequence 4541 
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Sequence 4529 

CCGGGCAGGTACGCGGGGAGAGCTCTGGGGAGTCTGCACCATGGCTTGGACCeCACTCCT 

CTTCCTCACCCTCCTCCTCCACTGCACAGGGTCTCTCTCCCAGCTTGTGCTGACTCAATC 

GCCCTCTGCCTCTGCCTCCCTGGGAGCCTCGGTCAACCTCACCTGCACTCTCAGCAGTGG 

ACACATCATCTACTCCATCGCATGGCATCAGCAGCAGCCACACAAGGGCCCTCGATACTT 

GATGAATCTTGAAGATAGTGGAAGCTACAACAGGGGGAGCGGAGTTCCTGATCGCTTCTC 

AGGCTCCAGCTCTGGGGCTGACCGCTACCTCACCATCTCCAACCTCCAGTCTGAGGATGA 

GGCTGATTATTACTGTGAGACCTGGGAACTTAACATTCGGGTATTCGGCGGAGGGACCAA 

GTTGACCGTCCTAGGTCAGCCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGCCCTCCTC 

TGAGGAGCTTCAAGCCAACAAGGCCACACTGGTGTGTCTCATAAGTGACTTCTACCCGGG 

AGCCGTGACAGTGGCCTGGGAAGGCAGATAGCAGCCCCCGTCAAGGCGGGAGTGGAGACC 

ACCACACCCTCCAAACAAAGCAACAACAAGGTACCTCGGGNCGCTTCTAAAACTAGTNGG 

ATTCCCCCCGGCCTGCAGGAAATTCNGATTATNAAGCCTTATCGANTAACCGGNCGAACC 

TCGANGGGGGGGGGCCC 

Sequence 4530 

AGGTACI I I I J J I I I I I I IGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCGGTG 

GGGCGATCTCGGCTCACTGCCAGCTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAG 

CCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCACGCCCGGCTAATTTTCTTGTATT 

TTTAGTAGAGATGGGGTTTCGCCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCGTG 

ATGCGCCCTCCTCGGCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCATCACGCCCACT 

CTGA TGCTTCTTTTACTGCGACAGTGAAATCAGAAACAGTTGTCAGGGTTGAAGGACATA 

TTTTGATTTGCTAAACCAATGATTCTCAAACTTTTGCATGTGTTAGAATCACCTGGAAGG 

CCAGTTAAAGCCCAGGTTGCTAGGCCCTACCCTGGAGTTTCTGATTCAGTTGGTCAGGGT 

GGGGACTAANATGTAGTATTTCATGCAAGTTGCCAGGTGATGCTGATGCTGCTATTCCAG 

GGACCCACTTTGAGAACCACTGAACTGCCTCTTTGGGCTTAAA 

Sequence 4531 

AGGTACTTGGTGAACCATTCCTGGTGCGGAGAGCCCTGTTTCTGCTGGGCTTCTTTGGCT 

TGGGCCGTTTCACCATCTGGGGTCCTAAAAAGAAAAAAAAGG I I I II I I A TATGGTTTTG 

AAAACTATGCAAGAAGCAGCTTAATACCCACCATCTTTTCAGGGAAAGATAACTGCTTGT 

TTACTCTTCAAAAACACCCAAATGGGACTGGCCAACATTAGTAGTGGGAAACAAATTGTA 

AAGGATGGGGCTGGGGAGGGAGTACCTGCCCGGGC 

Sequence 4532 

AATNCGACGGCTCAAGTCAGAAGGGTGGCGGAAAACCCCGACAGGACTATTTAAAAGATN 

CCCAAGGCCGGTTTCCCCCCTGGNAAGCTCCCTCGNTGCGCTTCTTCCTTGTTTTCCGGA 

ACNCCTTGCCCGCNTTTACCCGGGAATTACCCCCTGGTTCCCCGTCCTTTTTTCTCCCCC 

TTTCCGNGGGNAAAGCCGGTTGGGGCCGGCCTTTTTTCTTNAAATANGCCTTCCAACCGN 

CCTGGNTAAANGGTTANTTCTTTCAANTTTTCCGGGGTGGTTAGGGGTTCGGTTTTCCGG 
C 

Sequence 4533 

TCTCTTTTMGTTTCACAGNAATGCTAANAGGTGGGTATTATACCTATTTTACAGATACG 

GATGCTGGAAGTTAAGAAAATGTCCCCAGGTCACATAGGAAGTAGTCAAGACATGATGCA 

CACTTAGGCCTATCACAGTCCAGAGACCAATTGAAGTTGGTATAAAGCATTTTATTAGCA 

AATTAGAAGAATTATTTTAATTATAAATGAACTTTTTAACATATACCTTAAT^ 

GAACACTMGGAAGTAAGATAAATTTCTCCATAAACCCGCATTTGCACACATTTGATGGA 

AAGACTCCTAGATATAGTTGTGAGGATGACTCATGCTGACTGTGTCTGGCAAGACATTGT 

AACGAAGTAGTCTCAGTGATTAGGAAGCTGGGTTAGTTAGCTGCCCACCCCAGGTTTCCT 

GCTACCCTGTGTTTCACTGGTGGGCGCTTCTCATGCAGTGAAAATGTAGGATACAAGGCC 

TGGAAGAGAAAGAGTCTTTCCCTGATGACACTCCTGCT7TAATTGGGTTTTCT 

Sequence 4534 
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ACTGTTACAAAATGCCTTTCAAGCTTCTCTTATATTNGACACCCAGCGTATGAAACCCAT 

CAAAATTATAAGGACTTAMTTTATGTAATTNTTTTATTTACTGGATACTT 

AT TAAT TTG C TATAAGTC ATTG AAATGTTATAAATAATTTTCTC ATATC TACTC TTTGTT 

CATTTTATTTCAGCCTTTAGAAATAAGAGGGCCATATGACGTGGCAAATCTAGGCTTGCT 

GTTTGGGCTCTCTGAAAGTGACCGCCAAGGCTGCGGTGTCCACCAACTGCCGAGCAGCGC 

TTCTCCATGGAGAAACTAGAAAAACTGGTTTTTGGAATTATCTNTACAGTNGAANAAACC 

TCCGGCCTCAAAAGGAG ATTG AAGAATGGTCTTCCANCTTTC CAAG AAAAGCCCAAGG NG 

GGGAGGGGCTGGAAAAGMTGNCCCCCAGTCTTCTGGTCAAGCACTCCCTTCTTCCCTTT 

TATAGGTCAATTCAGCCCCCACCCAA 

Sequence 4525 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTC 

AGGTGAATTAGAGAGTTGCTGGCAGTGAGTTCAATGTTAATGATATCAACAGTGTATATT 

AAATAAGGCATTTTTAAACAGAAACATAAAATAAGTTTATGTATTGATGGTTGACCAATA 

TGTGACCAGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTC 

AATATTCACTAATTCAGGTTCTCAGTGACTTTATAAAACATAACTGCTGTGAATAACAAG 

ACTCTACTGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAA 

TCAAAATTGGAATTCCTAGAATTAGCCTTCCAAGCCTTCTTTC 

TGAGACGGAATTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATGTTGGCTCAC 

TGCAACCTCCGTCTCCCGGGTTCAGGCAATTCTACTGCCTCAGCCTCACGAGTAGCTGGG 

ATrACAGGCATTGTGCCACCACGCCCAGCTAATTrrGTATTTTTTTAGTGGGAGACGGAG 

TTTCTCCATGTTGGGTCANGCTGGTCTCGAACTCCCGAGCTCAGGTGATCCGCCCACCTT 

ANCCTCCCAAAAGTGCTGGAATTACANGCGTGGAGCCCACCCTTGCCCCGGNCACCTTTT 
TTT 

Sequence 4526 

CCGGGCAGG TACACTGTCAGGTTTGGGGTTTAACCTCTCACATGCCTTTCTTAATTTTT^ 

M I I I t M ! I C ACTTTT AAAGTT AG CTT AG G AAC GTC AATTC TG ATTC T ATTC AATCTTG 

TTCTGGCTCTTGTAGTCACTCTTCTGAGGCACTCTTGTTCTTTGCTGTATCAAGGTCATA 

CTTAAAAAGAGAT GTTAT TTCTTGATCAGGGTTTTGAGAGGATTACATTTTCAATGTGAA 

GGTTCAGCCACTGTTTTAGAGGACTGTACTAATGAGCATAAGACAGAAGGTCTTGGCCCA 

ATGTGGACCCGCATTCAGTTCTATTCTCCAAGGATGACATNTTTAACCTCAGCCAGCTAT 

TTCGCAAAAGTGAGTAATGGGTCGGCTGGGCATGGTGGCTCATGCCTGTAATCCCAACNN 

TTTGGNAGGCTGAGGTGGGGGGATTGCCTGAGCTCAGGAGTTCAAGACCAGCCTGGGCAA 

CACGGTGAAACCCCATCACTACTAAAATACAAAAA 

Sequence 4527 

AGGTACATACACCTAATCATCACAAATCTGCTATTTTTA 

AGATATGCMTTATATATATTTATTATTATTATTTTrrAAAAATGGAGTCTTACTCTTA 

TGCCCAGGCTGGAGTGCAATGGCATGATCTCGACTCACCGCAACCTCCACCTCCCAGGTT 

CAAGTGATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGACCACAGGCATGCGCCACCATG 

CCCGGCTMTTTTTGTATCCTCAGCAGAGATGAGGCTTCTCCATGTTGGCCAGGCTGGTC 

TCGAACTCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGG 

GAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCC 

G AC AG AGCG AAG ACTCCGTCTC AAAAAAAAAAAN AN AN NAN N GG ATG ATTTAATTN GTGT 

TCATTTAATCAATATCATGGCCTAGTTCAAAACAAATACCCATTGCAAGTGTTGGCATAC 

ACACTGTGTAGTGGGTTAANAAGCACAGGGTTTGACAAGTCANATTGGACCCTGGGGGT 

Sequence 4528 

CGGTGGG1TTTTTTGTTTGCAAAGCNAGCCANATTACGCGCCAGAAAAAAAAGGGATCTT 
CANGAAGAACCCTTTGGATTCTTTTTTCTACNGGGGTTCTGGACCGCTCAAAGTGGGAAC 
CGAAMCCTCACCGTTAAAGGGGGMTTTTTGGGTTCATTGAAGMTTATCAAAAAANGG 
ATCTTTCAACCTAAAATCC1 I I i I'AAANTT 
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CTTATAGAATTCATTTGTGTTTTTTCTACCTC 

TAAATCCATTTCTTCATCTTTNAATTCTTGGTCAC 1 MMUI 1 1 GTTTGGACAGGTGTT 

GGGCCGTCGCTAGGGCGCCCACCAAGAACTTNCTTTNCAGGNCATGGGCGACTCCCGCGC 

AGCAAGCTTTCTGCATTTGCTGNTTTCCTACCTGCTNCCCCCGGGTACCTGCCCCGGCCG 

GNCGNTCGGCTTCTAAAACTAAGNGGGATCCCCCGGGCCGNNAGGAATTCNATATCAAAG 

CTTAATCCGATACCGNNGCCCTCNGNGGGGGGGGCCC 

Sequence 4520 

1 M I 1 I 1 M I I 1 1 1 111 I 1 1 fTAl I H II I I I U J 1 1 1 1 1 I I) 1 1 H j I) 1 1 ) I I H I H 

<i M 1 I I 1 1 1 I I 1 I I I M I M ! i I M 1 1 { M M I i i M It I f I [ 1 M I | 1 | 1 | 1 }| 1 I M 

rTTTTTTTTTTTTTTl FCCCNNNNNNNNNNNNNNNNNNNNNNNAAAAAAAAAANNGGGGG 

NNNNNNNNCNCCNNANNNNAAANNNNNNNGNTNNAAAAANNNGGGGGGCNCCCCCCCCNN 

GNNNAAAAANNCCNNNGGNNNTTTTNNNNNCNNNANNGGGGGGGGGGNCCCCCCCCCCGG 

GGGGGGGGGGNNCCCCNTTTTTNAAAAAAAAAAAAAAAAANNNGCGGNTNGNGGGCGNCC 

CCCCNI ! I I I I I I I I NTNNNAAAAAAAAANGTTTTNTTNCNCCCNACAAAAAAAAAAAAA 

AANGNNGGGGGGGGGGGGGCCCCCCCCCCCCACAAAAAAAAGGNGGGGCNCCCNNNGGGG 

G GNNNN CCCCNCTNT1 TTTTl T NGGGGGGGNG NNNNCCCCCCCCCNCTATCTCCCCCTCN 

TNTTT1 iGCANANANGNAAAAAAANNANGNGGGGGGGGGGGNGGNGNNNACNCCCTTTTT 

TNTTNATNTNNCCCCCCCCAAANAAAAACCGGGGGGGGGGGGGGGGGNGGGNGNNAANCN 

CNGAAAANAAACCCCCCCCCCCCCCTTTTNTGGNGTGGGGGTNAANANACCCCCGGGTGN 

NGGGGGANGGNAAAAANNNNGGGGGCGGCCCCCCCCNN 1 1 I I I 1 11 1 1 NTGGGGGGNNCC 

CNAAAAGGGNNNGGGGGGGGGGGNNGNNCCCNGGGGGGGGGCCCCCCCCCC 

Sequence 4521 

AGGTACAGGTTATCCCCAATGTCTTCCACCCAGGAAGGCCTACTGGCTATGCAGCTACTT 

GGACTCCCGTTCAGGTGCAGAGAACCGCACAACTCAGGGNTAGCTCTCAGGGTCTTCTCT 

GGCTCCTCAGTCCCACTAATGCANAGAGAACCCTGGCTACTCGGAAACGGCTGTCCTGGG 

GCTAATCCACTGCTAATTCCGTTAGTTCCTGTCAAGCACTGGCCATTCCTGCTTTCCATC 

CCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATGTCCATTGATGACACATCCATTTGTC 

AATGTAT TCGA TACGGAGCTACTGTTTTTCATATCTGTTACAACAGCAAACTCCCTATCA 

ACGTGCATTTTGTCAGCATCGTCTTCTGTGTCGCCATTCGTGAGTGGCACGGCAGAATCC 

MGCTTTGAGCTTCAGTTCTAGCTTTCTTTACTCCAAAGTCTTCTGAGTCTTCCAAGCAT 

CTCTTTCGATTTGTTCCCACACTAATATCCCGCGTACCTGCCCGGGCGGCCGCTCGA 

Sequence 4522 

GAATTGGAGCTCCACCGCGGGGGCCCACGGGTGACGGGGAATCANGGTTCGATTCCGGAG 
AGGGAGCCTGAGAAACGGNTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAC 
TCCCGACCCGGGGAGGTAGTGACAAAAAAAAACAAAAAAAAAAAAGTACCT 
Sequence 4523 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I i I I It II I M I I I I GCTGCACAG 
CTTTAAAAAGTTGMGTCTATTGGAAACCTTCTTATAAGAAACCTTCCTAGTCAGAGAAT 
TCAACTTTCTTCTTTTCTTCATTCATGAAAATGCAGATCCACTGAGAAAGGGAATAAGGT 
AAAAGTATCATTTTCCTTTGGGAATCAGGTTTTTCTC 

TCCAGGCCAATTCCTGTTGTGCTGAAGGCTGGGAATCATCACGCCCTTTTGGTGTGGGCC 

CCAGCTTTGAGCCTCTGTGATGATGGTAGAATCTGGAAGTCAGAAGCCCATATCCTAGAT 

CAGCTGCTTTGCTGGGCTGACCTTCAGTGTGATCCTGCATCCCAAACTCCTGACCTCTCC 

AGAGAACTTGGGGTGTTCTCCCAAGATGCTGGGCCTNTGGGAAGCATNTCCTTAGGTGAA 

CAGCCCCAGATGCCTCCTTCTTAAGTTGGTCTAAGTTACTCCATGCTGACTATCAAC 

Sequence 4524 

CATCTTTCAGGTTATAAAACTTTNCAGTTTCTAGGGGATAAATTAAAATAGTNAATGAAT 
NTNNGCNGCATTNCTTANCTATTTTAACTGCATTTGCTCATTGTAATTGCTAAATAGTAA 
AATTTATCCCCACTTTCmAGGCTTCAAC 
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CTGTCGTTTGCGGTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAA 

CAACCACCATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAGCGCCCTCAGCGTG 

CAACATCCAATGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCT 

TCAACATGATTGATCAGAAACAGAGATGGCTTCATCGACAAGGGAAGATTTGCATGGATA 

TGCCTTGCTTCTCTAGGGGAAGGAATCCCACCTGATGGCATTACCCTTGGATGCCCATGA 

ATGAMTGMGGCCCCCAGGGCCCCATCCAATTTCACCCATGTTTCCCTGACCATGTTTT 

GGTTGGAAGAAAGTTAAATGGCCACAAGAATCCCTGGAAGATGTCATCAGAAAACCGCCT 

TTGCTTGCTTTGGATGAAAGAAAGCAACCAGGGCACCCATTNCAGGGAAAGA7TACCCTA 

AGAAGAAGCTGCTGGACAACCCATGGGGGGGATCCGGGTTTACAGAATGAAGGGAAGTGG 

GATTGAGCTTGTACCTGCCCCGGGGCCGGCCCGCTTCTAGAACTAAGTGGGATCCCCCCC 

CGGGGCTGCAAGGAAA7TCCGAATATCAAAGCTTTANTCGATTACCCGNGCGACCCTTGG 
AGGGGGGG 

Sequence 4516 

ACCCGCGGTGGCNNGCCTGATGTACANATCCACAGCCTGTTCAGTTGCACCCTCCCTGAC 

ACCACCNCCGGGACCTGCACAGACTGGGAGTTCATTTCCTTGCTCACTGGGGCCTGCCTT 

CCCCAAAGCTGGTGTCTTCTGATAGCCAAACTGATGGGTGGGAGGTATTTTTGAAATGCA 
G ATTTAATTATTC ATTG 

Sequence 4517 

GCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACTTNA AI rTTTTTTTTTTTTTTTT G 

GNACATTTTGCCCTTAN CTTnTG TTTCCTAGCCTGTCTTTTTTCTTC 

TTCAGGNTTAAA TTTAT C I i\H yCTTCTAAAAGTATGGNTTTTATCTTCTAATTNCCCT 

ATCTTCTCTATTCTTTrCTTCGCCTTCCCGTACTTNTGNCTTCCAGTT^ 

CTTNTATCTTCTCCAMTGGTTTCATCCTACCACTNCCAATTAATCTTTCCATTTTCGTC 

TTGCGGTTG7TACCACTGGGNTTCCCGCGGNACCTGCCCCGGGGCGGCCCNCTTCGACAG 

CTTCACTTGGCCCGGCTTTTCCAAGGNCCGGGGNAAACCTGGTCGGGGCCCANGCTGGCA 

TTTAMTNGAAAATCGGGCCCAACCGCCCCCCGGGGGGMNAMGNCCGGTTTTTGCCAA 

NAATTNGGGGGCCCCCTTNTTTTCCCCNCTTTTCCCTCGGGGTTNCAACNTGGAACTTTC 

NGCCTTGGCCGCCTTCCGGGNCCGNTTTCCGGGGTTTGGCGGGGCAGAAGNCGGGNTATT 

CAANCCTCACCTTNAAAAAGGGGCGGGNTNAANTAACCGGGGTTTANTTCCCACCAAGAA 

ANTTCAGGGGGGGGAATNAAACCCNCCANGGGNAAAAANAAAACCATTTGGNGGGAANCC 

CAAAAAAGGGCCCCAGCAAAAAAGGGGNCNAANNAACCCCNNTAAAAAAAANGG 
Sequence 4518 

GGCGGCCGAGGTACACAGCCTTCAACCCATTTCCTGGCATACAACTCCTAACATCCCGAG 

AATATCCAAAGTGATGCCCTTTTCTAATGTTGACTGATGGATGGAAGCCCATAGTTAGCT 

TCAGAATTAGGGCTGCTCACCAGAAAGACCAAGGCATGATTACAGAATTAGAACTTTCAG 

TCCCATCCCCTGACTTCCGGGGAGGGGAGAGGAGCTGAAGGTTAAGTGGATGCCCAATGA 

TTTAATCAATCATGGCTATGTAATAAAGTCTCCAGAAAAACCAGCCCTGAAGTGGTGGCT 

CGCGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGGAGATCAAGACCATCCTGGCCAACA 

TGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCATGGCGGTGCGTGCCT 

GTAGTTCCAGCTGCTTGGGAGGCTGAGGCAGGAGAATCGCCCGAACCTGGGAGGTGGAGG 

TTGCAGTGAGCCGAGATCATGCCACTGCACCC 

Sequence 4519 

CTCCCCGCGGTGGCGGCCGAGGTACCCCTGCCCAGCGACATCATATAAACTGAGTCCTAT 

TC7TGTTTGATGAAGCCAAACTTTTCTCATGACATAATTAAAGAACTGCATGATGGAAAT 

TCTTCCATATGMTCTGTATGAAGGAGTTTAGCAAAGACTTTTGCTGTGAAAAATTGCTT 

GCACTTTGCTCCAGCCTTTTCACCAACC7TCAAAAAGTTTTCGTAATTGATCATCGCTTC 

CTCTCCAATCATAGGTGGTGTCTGGTGTTTGTCCAGCAAAAACCATAAGTTCTGTAATTC 

TTCATTATCTAACAGTTCTCTGCTTTTTCTTTGTAGAAAGACAGCTCTTGATTCCTCTCT 

TAATTTCTGTAGTAAGACTTCATCTTCAGCAGGCAGCCTATAATAAAACCGGGGAATGGT 
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CTTATTGACTTCTNTAATCCTAGGACTTATCACAGNGCGTGACNCGTNANAAGCAACACA 

AAATTTGTTGAGTGACCATANCCTTCAGGTAAACTANAAGATAACCTGTCACTAATCATG 

AAATGTTCTTGGGAAATTCCAACAAATGCCAACTCCCTAAGTAAAGACCCTCTTCCCCTG 

GAGTTTTCCA I I I I ICCCCCCTTGCAGCTAAAAAGTAGCATCATAGTTAATGGTCCNCAT 

GTTATTCTNCAGAAGGGAGAAAAAAGGGGG 

Sequence 451 1 

CGCNGTGGCGGCCGGGCGTGGTAGGCTCACGCCTGTAATCCCAGCACTNTGGGAGGCCAA 

GGCGGGTGGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACATGTCTCTACTAAA 

AATACAAAAAATTAGCCGGGCATGGTGACAGGCTTCTGTAGTCCCAGCTACTCGGGAGGC 

TGAGGCAGGAGAATGGCNGTGAACCCGGGAGGCANAGCTTGCAGTGAGCCGAGATAGCCG 

CCACTGCACTCCAGCCTGGGTGACAGAGCCGAGACTTCTGTCTCAAGAAAAAANAAAAAA 

ANAAAAAAAAAGTNCCTNGGCCGCTNCTAGAACCTAGNGGGGATCCCCCCCGGGCTGCCA 

GGGAATTTCGTATATCCAAGCCTTATTCGATTACCCGNTCGAACCTTCGAGGGGGGGGGG 

CCCCCGGGT 

Sequence 4512 

AGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAAAACTATCTCC 

CACTCTTTTGGCCCAGGCAATGTCAACGACTTCCACATTCCCTGGCCCACTTCCTGAGCA 

ACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTCCCAACCCCAACCCCAGAGTGCAGT 

GCAAATCAACCAACAATTTACTGGTGGAATGGCAATCAAAGGAAACAGTTAAACACCAAA 

CAATTTCTTAAAGCCAAAAAATATTTTTCATGGAGTTGAACA I I I I { CGAGTGTG I HI! 

TTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGGAATTCTGGCA 

CTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCTTCTCCCTCGTATTTAAAAAG 

GCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGCTCTCCCCTCTACGGACA 

GTGGGTGGCCAGCCAGCCTTCCTGGTTAGATTGGGCAATGCCAAGCAGACATCCCCTCAT 

TCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAAGTCNNAAAGTGCCANAAGAAAGAA 

A 

Sequence 4513 

ATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACI I I I I I I I I I I I I I II I I I I GCTGCA 

CAGCTTTAAAAAGTTGAAGTCTATTGGAAACCTTCTTATAAGAAACCTTCCTAGTCAGAG 

AATTCAACTTTCTTCTTTTCTTCATTCATGAAAATGCAGATCCACTGAGAAAGGGAATAA 

GGTAAAAGTATCATTTTCCTTTGGGAATCAGGTTTTTCTGTCAGAGGMTAAAGGCCTTT 

CTTTCCAGGTCAATTCCTGTTGTGCTGAAGGCTGGGAATCATCACGCCCTTTTGGNGTGG 

GCCCCAGCTTTGAGCCTCTGTGATGATGGTAGAATCTGGAAGTCAGAAGCCCATATCCTA 

NATCAGCTGCTTTGCTGGGCTGACCTTCAGTGTGATCCTGCATCCCAAACTCCTGACCTC 

TCCANAGAACTTGGGGNGTTCTCCCAAGATGCTGGGCCTCTGGGAAGCATCTCCTTAGGT 

GAACAGCCCCAGATGCCTCCTTCTTAAAGTTGGGTCTAAGTTACTCCATGCTTGACTATC 

AACCCCCAAGTGTGAAAGATCACGTTTATTCCTGAGGGAAACACCGGAGTNGTTCCTAAC 

TCTACTTTGCCTTTCTTAGAACACGTTTGCTTCTGGTNGAAATGAAAATTTTTCM 

AGTGGTTTNGGG I Mill I CTGG ATTAATTTTTAA I Mill IAATTC 

Sequence 4514 

AGGTACI ITTTTTTTTTTTTTTTTn IGAAGAGGTGGGGTCTCACTATGTTGCCCATGCT 

GGTCTCAAACTCCTGGCCTCAAGTGATCCTCCTACTTTAGTCTCCCAAAATGCTGGGATT 

ACATTTACGAGTACCACGACTGGCTGG I INI ATA Mill I AAATGTTTGGGGAAAATGT 

CAAAAGAAGAGTATTTTGTATGATACGAAAACTACATGAAATTCAAATTTCAGTGTCCAT 

AAATAAGTTTTTCTGGCATACAGCCACACTCACTTGCTTCCATATTATTTATGGCTGTTT 

TTCACACTATAATGGCAGAGTTGAATAATTGCAACAGACTGGATGATACATATAGCCTAC 

AATATTTACTATTAGGCCCTTAACAGGAAAATTTA 

Sequence 4515 

AGGTACGCGGGGAGGAAGTGTCGGCGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCG 
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Sequence 4505 

GCCGTNTTCCCCCTGGGAAAGCTTCCCTCTTGCCGCTCTTCCTGGTTCCGACCCTGCCCG 
Sequence 4506 

CGCTCGGTCGTTCGGCTGCCGGCNGAGCGGTATCAAGCTCACTCAAAGGCGGTAAATACC 
^JI^ CACAGMTCMGGGGGA ^^ CGCMNGGAA ^GMCATGTGMGCAAAAAG 
GCCA GCCM ^ GGCCMGGGMCC G^AAAAMGGCCCGCGTTTGCCTGGCCGTTTTTT 

££ A ^ G ^ G J GGCGA ^ 

CCGNTTTACCCCGGGAATACCCTTGTCCCGCCCTTTTTNTCCCCTTTTCCGGGGNAAAGC 
CGTT^GGGCGCCTTTTTCTTCMmNGCCTTCACCGCCTTTGTAANGGTNNT^^ 

Sequence 4507 

^JS^JiVJ 11,111,11,1 'ATGGGGNNNTNTCACTTACCATCATCTGACATAC 

TGCTACTGTATCCTCAGCACCTAGAAGAGGATTTGGCGAATATTAAACGCTCGATAAATA 

™^ CTGAATGAGNGAATGCATGAATGAACAAAGTCA ^ 
CTCATNTTGGCTAGCATCATAACTAGAAAGTCATAAAAAAAAAAA 
Sequence 4508 

S?Z^^T^^ TGGTGACCACNGNTGACAGNT ^ TCAGGG ^ C GATNNNAGAGAC3GGAGC 

CCGNNGAGGNTNTTGACGAAAAANAAAAANAAAAAAAAAAAATGTTCCNTTGGCCGCTCT 

AGMCNTAGNGGTATCCCCTCGGTNTGAAGGGGAATNGNAATrTCAAAGCCTTTATCGAA 

3 ACC £ G I CCGACCTCAN ^^ 
TNAGTGG 

Sequence 4509 

ACI I I I M I I I I I I I I I I I I I TTTTTTTA I I I I I I II I I I I I I I | | | | | | | ! i i t 

'""""" """im i ii i innii i i iii iin i uiiniiin i iiuii 

TTCNNNAAAAAAAAAANAA I I I I I I I I I I NAAAAAANTTTAANNGGGGGGGGNNCNNAAA 

A ^! CCGC £g GGGGGGGGGNN NNNNC C G CNGGGGNNAANNGGGGNNCNNCCCCNANGG^ 

NGGGGGNTrrrNAAAAANCCCCCNTTTmNAACCCCCCCCNAAAAAAAAANAATGGGCC 

CCNA^NCCCCGGGGGGGGGNNNCNAAAAAAAAAANCCCCCNTTTNGGGGGGGGGGGNC 

CCCCCCCNAANNNANAAANCCGGGGNCCCNANGNGCCCCCCAAAAAAACNCCCCCCCGGG 

™? GG ^ GGGTOCCCCCN ^ 

CTNNNNNGGCCCCCCCCCCCTANANNAGGGGCCCCCNTTNGGGGGGNGGNNNNCNCNNAA 
AANGGGGGGGAAAAAAAAAAANNGN I M I I I II I I I II I 1 I II I I I I I I NNGNGAACGNC 

CCCCNNGGGAAAAATTTCCCCCCNANANAANNGNGNTNTTTTNCTNCNCAAAAAAAAAAA 

AACCCCNNNNAAMGGGGGNAAGGGGGNNCNCNNCNCANAAAAAAAAAAAAAAAAAAAAA 

AAAAACACCCCCCCCCCNNGNNNNNCCTTTAAAAAAAAATNNGNNCCCCCNNCNNNNNNA 

AAANTANNANNAAAACNTTTTTTCNCCCCCCCCCCCC 

Sequence 4510 

CTATAATAAACAGAGAGAGAGAGAGAGAGAGAGAGAGACTGAATGCCTAATATCTATCAG 
ACATGGCAAGCTATGTTCCTATCCTATATGTGTTTCTCTCCTTAAGGATAGGCATCATAG 
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Sequence 4500 

T ^ GACGTG " n ^ rTTTTT 
rTTTTTTTTTT TTI ICC GNTTTTGGGNGGGGTTCAAACAAAAAATGACTTGAGCCCCTCT 

TTATAAACAACi I 1 I I AAAATCAAGGACAACCTAAACTNTAGTNAGTAAAATACNCTTTA 

AAGTAGAGAATACTTTAAAAGATCTCATTCCTTCATATTCCCCTTCCNCCTTATNTAACT 

C AGTAT GTCTCTCAATATGGCTACCTCCNTGATCrrrrATAACTATAAACTCAGATCNCA 

C n 1 I I CAAAAAGG NTTGGCACTTTCTCATAA7TATTATTATTATC II I I I I II I I I I 1 I 

GGANAACANAANCCCTCACTCTGTTTGCTTCAGGCTGGGAAGNTGCCAGNGGGCACCAAA 

CCTCAGCTTCATGGACAAACCGTTANGGCCTCCTGGGTTNAAGCCGATTNTTACNCTTCN 

AGCCA ACTTAAA GTMGCTGGGGATTTTTSiAGGCANTGCCCCCACTCCGGGGCTGGACTTT 

TTTCTNi mm lAGCNANGAAGACAGGNGTTTTTGCCCATGGTGNGGCCCAAAGCTAGGT 

NTTCGNAAACTNTTGGGCCTNTAAAGGCGGAATCCCGGGCCCACCCTTAAGGCCTTCCCA 

AAAAGGGGCCTGGGGGAATTACCAANAACANGGGNGGGGGAAGCCCCACAAGGGGCCCTG 

GGCCCTTNGCA7TTA A 1 MM 

Sequence 4501 

AGGTACTTTC I M M M M I M I I AGAAGGAGTCTTGCTCTGGTGCCCTTCCTGGAGTGC 

ANTGACGTGATCTTGGCTCACTGCAACCTCCACCTCCTGGGCTTGAGCGATCCTACTGCC 

TCAGC CCCCCAAGTAGCTGGGAGGACAGGCGCAAGCCACGGCACTCAGCTAATTTTTGTA 

TTTTTCGTAGAGATAGGGTTTCACCATGTTGCCCAATTTGGTCTCGAACTCCTGAGCTCA 

AGTGATCCGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTGCAGGCATGAGCCACCGCGCC 

CGGCCAATACACCCACTTTTCAAACACGAATGGAAGATTTATGAAAATTGGCCACATGTC 

GAGCCATTTGGCAAGCTTCGATGGATTTCCAAGGATTGGTAGCATATAAACCCTATTCTC 

TGACATTACACTTAAGTTAGAAATCAAAATCAAAMGATNATTAGAAAGGTTTCCATACA 

TTTGAAAAATGAAAAATACTTCTAAATAATTTATGGGGTTNAAAGAAAA 

Sequence 4502 

CCGGGCAGGTACCATGNTGGGTGCCTCTGGCGACTACGCTGATTTCCAGTATTTGAAGCA 

AGTTCTCGGCCAGATGGTGATTGATGAGGAGCTTCTGGGAGATGGACACAGCTATAGTCC 

TAGAGCTATTCATTCATGGCTGACCAGGGCCATGTACCGGGAAGCCAATCAATAATGGTG 

GTGGTGGCAGCTGGGCAGGTCTCCTCTGGGAGGTCTTGGCCGACTCAGGGACCTAAGCCA 

CGTTAAGTCCGAGGAGAAGAAGAGGCCTAGCCTGAGCCAAAGAGAGAGTACCT 

Sequence 4503 

AGGTACAGGGAGAGTCTGGTTCCAGTGCCAACTTGTGGGACGCTCCCTTGTGCTGGGCCG 

CACGTTTTGTATTCTTGCAACACTGTGTGGCAGACAGTTCTGCTACTCGAACCTGCCCGT 

CACGGGCACACATGGCCAGAGTAGAATCACCACTGTTAGGAAGAAACTTGGCCTGGGGTG 

TTAAAAATGAAAAAAAGGACACACAAAAGAAATGAGAGAGGTAAACTTGAGAATAAAAAA 

TACGATGATGACCTCAACTTACCCCCTTTTCTTACATGACAGCTGGAAACTTAGCTTTCC 

TACTCT 

Sequence 4504 

AGGTA CTTAT GAAGCCCATCTAAGTAAGATCATTTCTTCTAATTCAATTTTCTAAAATCA 

TTTGTGTTTTAGAAATCTCATGATTCCCAGGAAAAAAATTrTAAATTGTGATACAGG 

GACAGCCTTTTAGTCAAATMGTTAAAACACACACGCAAACTCATTTACTCACTTTGCCA 

TTATAATTCAATCACAAAGAAATTTTGGCCAGGCGTGGTGGCTTACGCCTGTAATCCCAA 

GCACTTTGGGGAGGCCCGAGGCAGGTGGATCACGAGGGTCAGGGGGATCAAGNATCATTC 

CTGGGCTAACCATGTGGAAACCCCGTCTNTTATTAAAAAATAAAAAATTTAGCCCTGGTT 

GTGGTGGCCGGNGTGCCCTGTAGTTCCCCAGCCTACTTCGGGGGAAGGGCTTNAAGGCAG 

CAAGAAATGGGGCCGTGGAACCTTCAAGGAANGCGGGAAGCCTTTGCCAGGTGGAGGCCC 

CGNAGAATCCGCGCCCACCTTGNNACTTCCCAAGCCCTTGGGATTGNACCAGGAACCGNA 

GGACTTNCCGTCCTTCCTNAAGANGGNNNNGGTNCCCNAACCCCNANNGGGGTTTCCCTT 

GNCCCNGGGGCCGGGGGCGNGGTTNTTAAAAACCTAAGGNGGGGANTCCCCCCCGGGGCC 
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TTGGCAATGGTGGTGCCTCTGTGGACCTGCTCAACCTCCTCTGCAAGGGCACGGAGCTTC 

CTTATGTGATCCTCAAGCTCCCTTTTCAACCGAGGAAACTCTTTCAAAAACCACTGCCTG 

TGCTGCTGGTCTTTATCGTGGCGGGTTTTGTCCTTCATGACCATGTGACTTGCAAGCTTT 

GTTCAAAAGCTTTACGGAGCTTCATCTGGCTCATCCCTGGGCAGTTTAGCAGCAGNCACG 

AATTCATTNCAGGCTTTCATCATCAAGTCMCMGTTNTAGCAANATTCTCTTTTGCTCA 

CTTTGGNNCTGGAAAAACTTMNGNMTNCTCAATAAMGANACTGGTTTTCTGGGTTCA 

TGGGGCCMCG GCTGG GT7TCCCGANGGGCTTTTCTTTGGAGCTTTTCCAGNCCTTGTCC 

ANACTGGGAAGGTTTTTCTTTMCCTTGGTTCCANATTTCCTTTTTCCT 

Sequence 4494 

CGGTTATCCACAGAATCAGGGGGATAACGCANGAAAAGAAACATGTGAGCAAAAANGGCC 
AGCAAAAAGGCCAGGGAACCCGTAAAAAGGCCCGCCGTTGCTNGCCGTTTTTTTTCCATA 
GGCTTCGCCCCCCCCTGGACCGAAGGCATTMCAAAAAAATTCCGACCGCTTTCAAAAGT 
CAAGA AAGGTG GGCGGAAAAACCCCCGACCAGGGGACCTTTTTTAAAAGGA7TACCCCAG 
GGCGG i Mil ICCCCCCCTTGGGAAMGCC1TCCCCTTTGGTGGGCGGCCTTNTTTCCNT 
mm iCCCG AANCCCCTTGGCCCCGGCTTTTACCCCGGGAATTACCCCTGGGTTCCCGG 
CCCCl Mil ICTTTNCCCTTTCCGGGGGAAAAGCCGGTGGGGCGGNCTTTTTNNTTCAAT 
TAAGCCTTNAACGCCTTGNTNAAGGGGTANTCTTTNAATTNTCNGGGTNGTNAANGGTTC 
GGTTTCCGGCTTCCCAAANCCTTGGGGCTTTGNTGTGGCCAACNAAAAACCCCCCC 
Sequence 4495 

C GAGCG GCCGCCCGGGCAGGTACTCACCTTCCTCCAGTGAGTCACTTCACATGTAACATG 

CATTTTGGAGTTTAAAAMTAMCATGATTTTAMCGTTTTCTCCTTTGCTC 

CWCTTAAAACATATTAGGTTGGTGCAAMGTAATTGTGGTTTT^ 

TTTTGCACCAGCCTAAATAGCACTGGCATTATAATCGACCATACTATAAAACTGTCGTCC 

AAAGGCCAACATGCAAAGCATCATCAAAGCAAACTCAGTGAAGGTGATGCATCCCCACAC 

CGTGCTTACAATCTCAGTACCT 

Sequence 4496 

TAAAATTC I I 1 I I A TTTGAN ATGTNTANAATCTTGCTCAAANGGTNTTTNCCAAACTGTN 
GAAAAATAGGGCN Mill I AANAAAN AACNCTTTTAC I I M i I I I G AAAAAAAAAAGTTT 
TCTNTGCAAATNGGTCTNTAGGNGCGGGTCTTCTGGAAAA 
Sequence 4497 

CGGCGAGCCGGTATCAAGCTCACTCAAAGGGCGGTAATACGGTTTATCCACCAGGAATCA 

GGGGGATAACGCAGGGAAAGNAACATGTNGAGCAAAAAGGCCAGCCAAAAGGCCAGGNAA 

CCCGTTAAAAAAGGCCCGCGTTGCTGGCCGNTTTTTTCCCATTAGGGCTCNCGGCCCCCC 

TGGACGAAGCCATCACCAAAAAAATCGGACCGCTTCAAAGTCAGAGGGTTGGCGAAAACC 

CCGACAGGGACTATTAAMGMTACCAGGGCGTTTTCCCCCCTGGGAAAGCTTCCCTTCG 

TG CGCTT CTTCCTGTTTCCCGAACCCTTGCCCGCTTTACCCGGAATTACCCTNGGCCCGC 

CCTTTTTCTCCCCTTTTCGGGG 

Sequence 4498 

GCCAGAGTATGTAAAGCTCCTGGGACTCTGTGCACCCCTGGGCAGTTGCTTAGCAGAGAC 

TTCATGCAGCTTTGTGTGTCAGACCAAGTCTTGGTGGAGTGGATTCATGAGGGGATCTCC 

TGACCCAAGAGTTGCAAAGGTCCGTGGAAGAAGTGCGGTTGCTAGGGGTCACATATTCAT 

TCACTGTTTGCCTGGGCAGGGAGAGGTTCCCTTGGCTCCATGTCCTTTCCTAGTGGGCTG 

TCGCCCTGCTTTGCTTTTCTCCTTTCTGCATGGGTTGAGCTCTTTCCCTGATCAGTCTCA 

ATGTGAGAACATGAATGTTTCAGTTGMGTTGCTGTATTTACTTGCCCCTTTCATTTCTC 

TC CATG AG AGCCAAG AG TCCTC AC TGCTTCTAGTC AG CCATCTTTGGTCCAGCTTTGTTT 

CCTTGATGAATCCCAATGCATGTACCT 

Sequence 4499 

NTTCGGGAAACCTGTCGTGCCAAGCTGCATTAATGAAATCGGCCAACCGCNCNGGGAGAG 
GCGGTTTGCCGTATTGGGCA 
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GGGGAGNAACACCCCCAAGTTCTCTTGGGAGAGGTCAGGGAGTTTTGGGGATGCAGGGAT 

CACCACCTGAAGGTCAAGCCCAAGCAAAAGNCAGCCTGATCTAGGGATAATGGGGCTTCT 

TGACTTCCAGATTCTACCCATCATCACAAGAGGCTTCAAAGCTGGGGGGCCCACACCAAA 

AGGGGCCGTGATGATTNCCAGCCTTTCAGCCCCAAACAGGGAATTGACCCTGGNAAAGNA 

AAGGCCCTTTATTTNCTCTTGACCAGNAAAAAAACCTGGATTTCCCAAAGGGAAAAAATG 

GATTCI II I I IACCCTTTATTTCCCCI I I I I CTTCAAGGGGGGATTCCTGGCA I 1 1 1 liC 

CAATGGAAATGGAAAGGAAAAAAGGAAAGAAAAGGGTTGGAAATTTCTTCTTGGCCTTAG 

GGGAAANGGTTTTCTTTTATTAAAGNAMGGGTTTTNCCAAATAAGAAC 

7TTTTTAAAAGCTTGNNGCCCGCCAAAAAAAAAAAAAAAAAAAAA 

Sequence 4490 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAATCTGTTGCCAGCCTGAACACACC 

TGTAGGAGGTGGATGGAGACCCTGGTTGAGAGGTCTCACCCAGCCAGTAGAAACAGGATC 

AGGGACCTGCTTGAAGAAGCAGTCTAGCCCCACTTTTGTAGAACAGCTGAGCTGTGCTGG 

GATACCATTTCTGCCCCTCATGGTGTTGGGTTCTCCAAAACCTGGAAGCTGGAACGGCTA 

AATTGCAGAAACAGCAAAGATGGCAGCCTGCCCCTCTCTCTAGTAACTCTGTCCCAGGAT 

GCTTTCAAACCCTTGTCAACCAGAGAACATCAGTGGGAGAGGCTGAAGACCCTGGTTGGG 

AAGTTCTCCCAAGTGAGGAGGAACAGATCAGGGACCTGCTTAAAGAAGCGGTCTTGCCAC 

GCTTTTGTAGAGCAGTTGTGTCATGCTGGGGTACCTGCCCG 

Sequence 4491 

CCGGGCAGGTACAAATGGTTGGGAGCAGGACATCACAGGAGGAGGAAAGATAGCGCCATC 

TNTGCAGAAGAACTCCTGAGCCACACACAGAAGGAAAGTTGATCCCCAGGGCAGCCTTTC 

CCACCAAAAAAATCAGGCCCAATCCAGGAGAGTTTGCCAGTAGCTCCCCAGGGTTCCAGG 

GTGTCTGCCAGCCTTCCTAGGAATCGTGGGCAGGCTTCTAGGTGCCAGTGACTCAAACTC 

CTTTTTCCACTTCCCAGTTCAACCTGGTCACTCTCATCCCCACAAGTTCCCAATCTGGAA 

TCCCATTCTCTGGACCATTTCTCTGCTTCCTTG I I II I I AATCTCATTTTGAGNAGGTGA 

ATCCCTCACGGGGTTTCCCCCTGGGCCCCCTTGCACTTCAAI Mil I CCCCTAACCTGGG 

GTTAATGGCTTAAACGNTTTGGTCCTTTCTTAAATNTCAAGGGAAAATCCCTTTCCCAAC 

CCCGTTGTTTTTTTCAAGGCNTCTGGCNCTTTCCCAAAAACNCCCTTTCCCAA I I 1 1 ICN 

CCCCAATTTTTCCAACCCTTTCCCAAGTACTTCCCTTCAACCTTCCCTNGGGAAGCCAAA 

AAAGAAAGCCTTCTTGGCAACCTTTGGGGAATTTGNCTTAAAGGCCATTGGCCATGGGGC 

N7TCATTGGTTGGGAANNCAANGGGGGAANNTG 

Sequence 4492 

CCGGGCAGGTAC I II I M I I I I I I I I I I I I I I I I I I I I I ACGATCCTACAGAGATGGTCC 

AGCTGCCAGGACTACTTTGGCAGGCAGCGTGCTACAGGACGAAAATGTAAGANAAGTCTA 

TTAAGGCTGGACAGCCCAGGGTTATTTATACTCTCTCAGCCCCAAGTCCCCCGGACTAAA 

GACCTAAAGGCTGATTGACNCATTCCTGATTGATTTAANGGAAAGTCTCCCACCCCATCA 

TNATTTTGCCAGGAGTACCAGGCACCCGATGAAAGGGGGGACCGAGTAAAAGAACTGCCA 

CTTCCTAATNGTATAAGTAAGGCCTTATCNACACTGTAAGTGGTCCAAGCCCATAGGGGA 

TGCCTCTTTTTTGGTTCCTGGGGAATTTCCAGTTNNGATGTNNACAGAAAAATCCTTTCA 

AGTATTAGGGTCCTAAGTCAAAGAGTTNGCCCTNTGGGGTTTGAGGGTGGGGCCTNGGGG 

ANAATTAACAATCTTTANCTTGGGGGTCCTTCAAAAANAAACNCNGNNNGGGGNTTTTTT 

NCTNGGNTTTAANAACAAGGCCCCATTCTTTTAAGG Mill GAATGNTTTGGAAAATTNA 

AAAAACCTTAN M M M I ACCCCCCCTTTAAGTTTATTAAAAAA 

Sequence 4493 

CCGGGCAGGTACCAATTGTCAACTAAGGTAAGAACATTGGGTGTGTTCCCACCCACAAAC 
TCCTTCATCACCTTTGCTACATTGGTGCCGCTTTGGTCCAAGTTGCGGGCTTGGGCTCGT 
GCCCGCAATTTGTTTACTAGTTCTACCGCACTGCAGGTAATCCCAGCCACAGCAGCTGCT 
GCTCCCAGACCCATGCCAGTGTCCAAGAGCACAAAACTGATTCCTTCTGTGAAGGGTGCC 
AGACCCAGGCCGAGGAGGGTCAGGATGCCAGAGGTAGTGCCAACAGAGTTGGACACCACA 
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GGAAGNGGTTGAAATTTGAGACCCCAAGGGCTTTCACCAGCCCCTCGNCCACCAAGCTCC 

TCCATGGCCTCCCAGGCATCCAAGAACGTTCCTTTTCCACTGATCATATTACCTTTATCA 

TCTTTGGGGGAAAAAAGTCATCCCCAGTCTTTGAATCCCTTGTGGCCNNGTNGAATAAGT 

ATAGACGTCCCAGNAATAGCTTCAGCTTCAAGGGTCCTTTGAGGGGGTTCTTTNTGNAAN 

AGGGCCTTTTTCCCTTCACCAAGGGGGGGTTCTTNTTCAAAGNGGAAAAGNTGGGGGCCC 

CACCACCCCT7TGGCTTGGACCGGATNGGAAACAAGGGGTTCCCTTCCCCGGCAA7TCAA 

CCAAGCNCCTTNCTTCNTTTGGGGAATCCTTTTCTTCCTTTGGGNAATGGGGCCTTTT 

Sequence 4485 

CCACCGCGGTGGCGGCCGCCCC3GGCAGGTNCCCCTACCGCCGTGCAAAAGGAGGAGGTGC 

GGCAAGACGTGGAGGCCCTCCTGAGCCGCACGGTCAGAACTCAGATACTGACCGGCAAGG 

AGCTCCGAGTTGCCACCCAGGAAAAAGAGGGCTCCTCTGGGAGATGTATGCTTACTCTCT 

TAGGCCTTTCATTCATCTTGGCAGGACTTATTGTTGGTGGAGCCTGCATTTACAAGTACT 

TCATGCCCAAGAGCACCATTTACTCGTGGAGAGATGTGCI I I 1 I I I GATTCTGAGGGATC 

CTGCAAATTCCCTTCGTGGNAGGGAGAGCCTTAACNTTCCTACCTGTGACTGGAGGGAGG 

CTGACATTTNGTGAGGANTGACAACATTGCAMTCATTTGATGTGCCTNTCCCCAGTTTC 

TCTTGATAAGTGACCCTGCAGCCAATTTATTCATGACCTTTTGGAAAAAGGGGAATGACT 

GCTTACCTGGACTTAATTGCCTGGGGGGAACTGCTATCTTGATTGCCCCCTTCAAATACT 

TGTTAATTGNTAATGCCCTCCAAAAAAAAT 

Sequence 4486 

CCGGGCAGGTAC I I I I ! I M I I I I II I I I I I I I I i IC I I I I 1 M I I I I I I I I I I I I 1 I I i 

1 1 1 1 1 1 1 m i n 1 1 1 1 1 i n m 1 1 m n n 1 1 u 1 1 n 1 1 1 1 ) u i i i aanggggcan 

GGNTTTNNGGGNCNNNNNCCGGGGNNGGGGGGGGNCCCCCCNAANGGGGGGGGGGCNNCC 

NNNNGGTTTTTGGGGCCCGNNNTGGGGNCCCNAAAAANCNNNNNGGNTTTNAAAAAAAAA 

AAMNCCCCTCCCNGNAAAACCCCNCNGGNNGNCTTTTCCCCCGGNAANGNAAACCNTTN 

GGGGGGGGNCTTTTNGGGGNNNCCGGGGGGCCTAAACNTTNAAANNCCCNNTTTCNGGGG 

GGGGI I I I I I I I AAAAAMNGGNACCCNTTGGGNCCTTGGGNAAAAAAAAAANNTTTAAA 

ANAGGGAAAAGGGNAAANGGCCNNNCCCCGGGNNTANGGNTTTCCCCNAGGGGCNNANNC 

CAAAGGGGGGGCCCC 

Sequence 4487 

AGGTACATCCCCCGGCTGCACAGACTCTTCAGATCTGTTAGCTTGAACAGGGACCCATAG 

TATGTGGCCAGTGCAGGGTCATCTCTCTGAATGAGAAGGGGCTTCTGCTCCCAGAATTCC 

TTGAAAAAAAAGTCTCTGTCTTGATGGGCGAGATTAAACTTTCAAAGAGACTACTGGGAC 

TGTCAAAGTTTAAAGCTGAAGGCCCCCCAGCTGCTTCTAACTTCATCTGCTTACAGGGAG 

CCGGCCCCTCTTCCTTCCCACTCCCTGTAGGCCTTTGCTTTCTTTGGCATCGTTCTGTCT 

TTCAAGGACAAAGCAGTTAAGGGGNNAATGCAAAACCCGGGCACGGGNCTTGTTGGCCTC 

GCCGGCCCGCTCTAGAAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAAATTTCCGATAT 

CAAAGCCTTATCGGATTACCCGGTCGGACCTCGAGGGGG 

Sequence 4488 

GGCGGCCGGGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCTTG 

AAACACCAAGGCACTCCAGGGATCCTGGAGTCCTGAGCTGCGTCCCGGAGCCCACGGTGG 

TCATGGCTGCCAGAGCGCTCTGCATGCTGGGGCTGGTCCTGGCCTTGCTGTCCTCCAGCT 

CTGCTGAGGAGTACCT 

Sequence 4489 

ATAGGGCGAATTGGAGCTCCNCGGGGGCGGGCCGCCCGGGCNGGTACTTTTGTNTGACAC 

TAGACTTCTGCTGTAGNGCTTCACCCAAAACAGAGGTTTAAGGAAATAAAAAAATAAAAA 

TAATACAGAAAAAAAACCAAMCACTTTACTGAAAATTTTCATTTCAACCAGAAGCAAAC 

GTGTTCTAAGAAGGCAAAGTAGAGTTAGGAACAACTCCGTGTTTCCCTCAGGAATAAACG 

TGATCTTTCACACTTGGGGGTTGATAGTCAGCATGGAGTAACTTAGACCAACTTAAGAAG 

GAGGGCATCTGGGGCTGTTCACCTTAAGGGAGATGCCTTCCCAAGAGGCCCAGCCATCTT 
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gggcaagaagtcctgggcagcagaagaaagtcaatcaccgttgagacagagagagcagga 

gaggaagtgggccccattagaagtgggcgagagagcgttggatgggaacgtggcaccgag 

agagagaaattatgaagattgagagagagagagagagagaagagagaaagagatngagag 

agagaaagagaaagnagacagaagaaaagaaactatgtttgtttaaaatgcccagccggg 

aaaagtccatgggggttgaaagaagtccggcaaatgggcccaggggagtttagccagcct 

ttgggccgttmgtgtctttccccacttgtttttttgtcctgttcccccgccg™ 

gcccccggg gncg ggcccgcttcttaagnaaccttaagttgggatccccccccggggccn 

tgctagggaattttcncattattccamggctttaatncgattacccg7tcgaacccttc 

ttagggggggggggccc 

Sequence 4480 

CACCGCNGAGGCGGCCCGANGTACTTGTTGTTGCTCTGTTNGGAGGGTTTGGTGGTCTCC 

ACTCCCGCCTTGACGGGGCGGNCATCTGCCTTCCANGCCACTGNCACANGCTCCCGGGTA 

GAAGTCACTGATCAGACACACTAGTGTGGCCTTGTTGGCTTGGAGCTCCTCANAGGAGGG 

CGGGAACAGATTGNCAGTGGGGTTGGCCTTGGGCTGACCTANCACGGTGACCTTGGTCCC 

AC7TNCGAAGCNCATAACCACTCAGGGCTGCTTGTCATAGGACTNGGCAAGTAAATAATC 

AAGCCTTCATCCTCAGCCTGGGAGCCCCAGTGGATGGGCCANGGGGAGGGCTTGAGGTTT 

CCAAAGAACTTTGGGAAGCCANNAGGAATCGGGTCCAGGGGNACCCCCTGGAGGGGGCCG 

GATTTACTTGTTTAACCATTANGATGGAGGGAGTTTTGGGGGGCCTGGTTCCTTGGGAAA 

AGCTTGGTTGNGNTACCCCTGGCCCCCGGG 

Sequence 4481 

AGGTACTTTA I I I 11 I I I I I I I II I I I I I I I I GAGACAGAGTCTCGCTNTGTCACCCAGG 

CTGGAGTGCAGTGGCGCTATCTCGGCTCACTGCAAGCTNTGCCTCCCGGGTTCACGCCAT 

T CTCCTG CC TCAGC CTCCCGAGTAGCTGGGACTACAAAAGCCTGTCACCATGCCCGGCTA 

ATTTT1 iGTATTTTTAGTANANACATGTTTAGCCAGGATGGTCTTGATCCTCCTGACCTC 

GGTGATCC ACCCG CCTTGGCCTCCCAAAGTGCTGGGATTACAGGGCGTGAGTCACCACGC 

CCCGGCCGTTTTTANAAAANTAGTGGGATCCCCCGGGCTTGCAGNGNAATTNCCATATCA 

A GGCTTTA TTCGGNTAACCCGNCGACCCTCTAAGGGGGGGGGGCCCCGGGTACCCCAANC 

CTI I I I 1 IGTTTCCCI I I I IAGTG 

Sequence 4482 

CCGGGACTTCCCAGACGTGATCTCAGGAGCGTATATAATTGAAGTAATTCCTGATACCCC 

AGCANAAGCTGGTGGTCTCAAGGAAAACGACGTCATAATCAGCATCAATGGACAGTCCGT 

GGTCTCCGCCAATGATGTCAGCGACNGTCATTAAAAGGGAAAGCACCCTTGAAACATGGT 

GGTCCGCAGGGGGTAAATGAAAGATAATCATGAATCACAGTGATTCCCGAAGNAAAATTG 

GACCCCCATAGGCAAGAGGCATGNANCTGGGACTTCATGTTTCCCTCANAAGACCTCTTC 

CCGGT GGAATT GACGGGATTGAAGGGACTCTTGGGACTGCTTGGGAAATAGGNACACCTC 

AAGGACTTTTTGAACTGCNCATTTTTTGGGNTNTGGGTTCAAG7TGGNANAACNTCCCCC 

TTGGGCCCNAMCAAGNAATTCCCTTTCTTTGGAATMGG7TTTGGCCAGGGCCTAAAAA 
CCAAAA 

Sequence 4483 

TCAAGCCCGACCGCTGCNCCTTTATCCGGTAACTATCGTC7TTGAGTTCCAACCCGGTAA 

AGACACCGACTTTATCGCCACCTGGCAGCANGNCCACTGGTTAACAGGATTANGCCAGAG 

CGAGGGTATTGTAGGCGGGTGCTACAGGAAATTCTTTGAAAGTTGGGTGGGCCTAAACTA 

ACGGCTTACACNTAGAAAGAACAAGTAATTTTTGGNTANTCTTGCGGCTCTTGCTTTGGA 

AAGCCCAGTTTACCCTTTCGGGGAAAAAAAAGNANmGGGTAAGGCTTTTTTGGA 

CGGGCCAAAAACNAAAACCCCAACCCGCTTGGGTAANCCGGGGNGGGN 1 IIHIII IGGT 

TTTNGCCAANGCCAGCAAANAATTTAACCGCCGCNAAGAAAAAAAA 
Sequence 4484 

ACCGCGGCGGCGGCACGAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGTGACNCT 
CAACCTGGTTAGTCACTGGTTTATATTTCAGNCCAGGTTTGTTCAAGAGCCTCTCGATCT 
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Sequence 4474 

NTTGCGCTCACTAGCCCGCTTTCCAGTCCGGGGAAACCTGTCGTGCCCAGCTTGCATTTA 

AATGAATCCGGCCAAACGCCGCCGGGGGAGTAGGCGNGTTTTGCCGTTATTTNGGGCCGC 

CTCTTTCCNGCTTTCCTTCNCTTCACNTGGACCTTCGGCTTGCCGCCTCGGGTNCGTTTC 

CGGCCTTGGCCNGCNGAAGCCGGGTTATTCAAGGCTTCAACTTCAAAAAGGGCCGGGTTA 

AATTACCGGGTTTATTCCCANCAAGGAAATTCNAGGGGGGGAATAAAACCGCCCAAGGGG 

AAAAAGAAAACNATTNGTTNGAANACCAAAAAAAAGGGCCCCAAGCCCAAAAAANGGCCC 

AAGGGNAAACCCCGNTAAAAAAAA 

Sequence 4475 

ATTGGGAGTCTCCACNCGCGGTGGCCNGCCCGANNGTACCTTTTNAI I I I I I I I I I I I (N 

TTTNNGGNTNTTTTTTCCCGGGGTTGGGMGCGTGGGGGNCCCTTTTANTTACGNTTA^ 

GAACCATTCAAGGGCTTCCCANGATTATTGGANACTTTTTCNAGNCAAGTAAAGNCGCCT 

TTGGCCCCGNGGGNAGGCCAAAAAGNGGGTACCATGAAAAAAAGGCCTGNAAGAATTGAA 

AACCACGGTGGCCCCTGGGGCTANGNCCAAATTCAACCANGGCTCNGNGNGNCCAAAAGN 

GGTTGTCTTCNCTGGAAGNCCCTTCTGCTATTCCCCCCNCNGGGNCTCGGCTTCCTTAAG 

NANACCTTAAGGTNGGGGAATNCCCCNCCCGNGGGCCTTGGCAAGGGGAAAATTTCCGGA 

ATTATTCCAAAGGCCTmAATTCNGGAATTAACCCCCGGTCCGGAACNCCTTCCGNAAG 

NGGGGGGGNGGGGCCCCCCCGGGGGNAACCCCCCAMGNCCTTTTTNTTNGGTTTTCCCC 

CCTTTNTTAAGGTTGGNAAGGGGGGTTNTTAAAMTTTTTGGNCCNGCCCGGCCCTTT^ 

GGGGCCGGGTTNAAAATTCCAATTGGGGGGTACCCANTTAAAGGCCCTTGGGTTTTTTCC 

CCTTNGGTTGGGTTGGNAAAAAAATTNTTGGTTTTTANTTTCCCCCGGGCTTT^ 

NM^NTTTTTCCCNANCCCAACCAANATCCCAATTTAACCGNGAAGNCCCCCGGGNGGG 

GAAGGCCCAANTTAAAAAAAGGTTGGGTTAAAAAAAAGGNCCCCCTTGGG 

Sequence 4476 

GGAGCTCCCCCGCGGTGGCGGCCGGGGGATGCGAGGCTCGGAGCACCCTTGCCCGGCTGT 

GATTGCTGCCAGGCACTGTTCATCTCAGCTTTTCTGTCCCTTTGCTCCCGGCAAGCGCTT 

CTGCTGAAAGTTCATATCTGGAGCCTGATGTCTTAACGAATAAAGGTCCCATGCTCCACC 

CGGAAAAAAAAAAAAAAAAAANAANNNAAAAAANGTCCCTCGGCCGCGACCACGTACNAG 

CGGCCGCCCGGGCAGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGGGCACTTGGAGGT 

CTNTTNTCGGCAAAGTGAAAGAAGCGGNGAAGGNGGCCATTGATGCANAATATNGCCACA 

TTGACTGNGCCTATTTCTATGANAATCAANATGAGGTGGGAGAANCCATCCAAGA 

Sequence 4477 

GNGGGGGCGGCCGAGGTNCGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTCCA 
CCTTCTCTCTNTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTNC 
CCTTCACCTTCCTTCATGATGGTAAGTTTCCCGAGGCCTCCCGTGCCATGCCTTCTGT 
Sequence 4478 

AGGTACAACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTGACC 

AGGGAAGTCACCCCACGACTATGGGGAAATTAGCCCGAGGCTTAGCTTTCATTATCACTG 

TCTCCCAGGGTGTGCTTGTCAAAGAGATATTCCGCCAAGCCAGATTCGGGCGCTCCCATC 

TTGCGCAAGTTGGTCACGTGGTCACCCMTTCTTTGATGGCTTTCACCTGCTCATTCAGG 

TAATGTGTCTCAAATTGAAGTCACCACAAATGGGGGGGGTCATTTTTTGTCAGGNGGCCC 

AGTTTTGTGCAGGTTCC AG N AGTGG ACTGG ATTC AAC ATTTN NTTTTCC AAAATGTANTG 

GCCACCANTTCCATTTGCATTCAGCCCCGCTCTTCCCAGTCCATCACNANGGCTTGGTTT 

TCTTTTGNATATCCTGGAAAGGGAAGGATTTCGGCCCACCCTGNGTTGGGGTTCTTGGCA 

GCCTTCATCAAGTTTCTTCAGACATGNTTCCCCTCNTCCTTCATGAAGAATTGGGTGGAA 

AGAAAGGTATTTTTGGNAA 

Sequence 4479 

CTCCACCGCGGTGGCGGCCGANGACTTGAGTTCATGGGCATCTCTCCCGCCGCCTCTCAG 
. CCTATCTGCACCATGTCTCACACGTTCAGTTGCAGCTCTTACCGTTTTGAAGGCGCACGT 
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GAGGTGGGGAGACAGACAGAAATGAGTAGGTGATAAGGATGGGAGGAAATGAAGGAGGAT 

GATGGGAT 

Sequence 4468 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTCTTGGTCTCTGCCATCACAATGGCAG 

CCCGGGTTCGGGGTTGMTTCCCAGCTTAAGGGATCATCCTTTGTCTTCTGTTTGTCTAT 

GTATTTATATGTAGTATGTGTGTGTMTATAAMGMTTTTAATTAATTGCTTTAATAAT 

AATAAGCTTAAATCAAATATTTTGTCACATAAGTAAAMGTGTAATGCCTTT^ 

GTGACTTMGTAATCTTTGGGAAATAAAAACAGTTTTAAAGATTACTGGTAAAATAAAGA 

C ATTTGGTCTAAATTATGCAGGTCAGATATTAAGTTTG CTAAATGCCTTAAGGTCATAAA 

CTGCTGCTTTGAC I I I I I I I I I I I I I I I I I GAGACAGAACCTCCAGCCTGGGTGACAGAG 

TGAGATTTCATCTCAATAAATAAATAAATAAACCCATTTTAAAAAGTCCAAAACCCACAA 

AAGTCCA 

Sequence 4469 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTGCTCCGGTAATGAGCAGGAAGTGGAGC 

TCTTCGACCATCTGGTATGTCCAACGGCTTGGATACTCCTTCCTTCCCATTATTTTCTTT 

AATGAATACCTTTTCTAATTCAGGACTTATTCCTTCTACATTGCAGGGCACACGCGAAAC 

AGATGATTTTGGCACTGATATATTTGACAGTGGCATAGGAACTGACCTTGATCCAGTAGC 

CTGAGTGTGACTGATTGTTATATGGTTGCCATGAAGAGGTGACTGGCGATCTTTCTCCTT 

ACTGTGACGACTACTCTGTTTACTGCGTTGTAAGTTGCTGCCTCAGTTTGGCGATCTGCT 

CTTTTAGTTGATCAGCACTCCCCCATGACGCAGAACGCTGATGTGACCTCTTTTCTGCAC 

CCTCTTCTGCCCAACAGCTAGGTGTCTGAGTAGCTT 

Sequence 4470 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I 1 I I I 1 1 I I I 1 1 CM I I I I I 1 1 I 

1 1 m i m 1 1 1 1 1 1 1 n n 1 1 1 n i m i n 1 1 1 m n 1 1 1 1 1 n n 1 1 1 n u 1 1 m aa 

AAAAMCGGNNGGNTTTTTNNTTAANTNAAAAGGNAAAAAAANAAANANGNANGGNTNNC 
CAATTAAANTNGCCAAAANTNAAMTTCMTTTNNTTAANNNANCCNAAANTGCNAAAAA 
TTTNAAAAAAANANCCAAAATNGCCAANNGG I I I I 1 J I i I I I 1AANTTT 
Sequence 4471 

TAAANTTCCCCCCCCNCCNCNNNGTTTGNCGTTNGATTTNCCNCCGCTNACCCACCCGGG 

GTCTCTGNGCATGGANCTTTGGGNGCTGACTNGGACAAAAGCACAAACACGACCAGTCCC 

ATCCTGGCTCCCGTGGGGCTTCTTNTATCTACGCATTGTATCGACTGCATTAGTTGGACT 

AAGATGATGACTCAGTTAAAGGAGGAGACAAATGCTTGACTGTCTAAGCAAGGAATTGGC 

CCAAGCTTGGCAAGAAAAAGCACACTGCATACATTAGGNATACAGTAAGNGGCCAAGAAG 

CTTTCTGCCTGCCGGGATTCTGCAAACATTTACAC 

TCAANGAAGGGGATTGCTGGTTGGGCCCAGNGGNAGNTCTCCACCTGGAACAAAACCAAN 

AATGGGCANGCCCAAAAAAGGTCTTTNGANGTGGTCNCTAATTNCCAGACNAGCCCCAAG 

AAGTCCCTTCATTCCCGTTCATTCCCACCGGGGGAAGAAGTCCTTTTTGNAGGGGGAAAA 

ACATTGAAAGTTCCNANCTTCAATGGCCTTTTGGCCCTAATNGGGGTCCA 

Sequence 4472 

AGTACACGGGGGCGGCGACGACCCATTCGGGGGGGNGNGCGNGGAACTTNAAANNNAAAA 

MNNTTTTCCTACCATGGTCGACCACGGGTGACGANGNANTNAGGGTGTTCTGATTCCGG 

AGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCC 

ACTCCCGACCCGGGGAGGTAGTGACGAAAAAAAAAAAAAAAAAAAAAAAAAANGTACCTG 

CCCGGGCGNGN 

Sequence 4473 

GTTATCCACAAGAATCAAGGGGATMCGCAGGAAAAGAAACATGTTGAAGCCAAAAAGGC 
CAGCAAAMGGCCCAGGAAACCGTAAAAAANGGCCCGCGTTTGCTGGCCGTTTTTCCAAT 
AGGCTTCCGCCCCCCCTGGACGAAGCATTNACAAAAAANTCGACGCTTCAAGTTCAGANG 
TGGGCGAAAAACCCCGACAGGGACNATTAAAAGAATNCAGGGCCGTTTTTCCCCC 
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ACGTTGATATTATCAAAAGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAAGCCTGAT 
GATCTTATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4463 

CCCTTTCGAGCGGCCGCCCGGGCANGNACGCGGGGACCGANATTCAGGAACCTGCCACTC 

CTGCCCCACTAACACAATTCTGAAAGCCCACCAGCCTTATGGTGTCCAGGCCTGTGTGCC 

CTGCGGTCCAGGGACCAAGAACAACAAGATCCACTCTCTGTGCTACAACGATTGCACCTT 

CTNACGCMCACTCCCGACCAGGGACTTTCAACTACAACTTCTCCGCTTTGGCAAAACAC 

TGTCACTCTTGCTTGGAAGGGCNCAAGACTTCACTTCCAAAGGGGCTTGAAAATACTTTT 

CCANCACTTTTACCCCTTCAAGTCTCNTGTGNGAAAACCCAAGGGTAAGGGAAAAAATGT 

CTGTGTTGGCACCGGACAAATGTCACTTGACCCTCACGGGATTCCTTGAGGGGTGGAGTT 

CAAGGGGTTTCCTCCAAAATCTATCACAGCCCTACGTCNTGCCCAGGGCCAGTTCAATCA 

TTCCCCCCCAGGAGGTTGACAGGCTTACAAGGGCCCGGGG 

Sequence 4464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCAGAGGCTGAGCGTGTTTGTGTAG 

GAGCACTCAATACTGCATATGTTTCAATAATTAACTAGTGTATTTAAGAMCTTCATTCT 

ACGTGGGCATGGTGGCTCACGTCTGTGAACCCAGAACTTTGGGAGACCGAGGCAGGTGGA 

TCACCTCAGGTCAGGAGTTCGAGACCAGCCTGACCAACATGGCCAAACCCCGTCTCTACT 

AAAAATACAAAAACTAGCCTGGTGTGGTGGTGGGCGCCTGGAATCCCAACTACTCCAGAG 

GCTGAGGCAGGACAATCGCTTGAACCTGGGAGGCGGAAGTGGCAGTGAGCCGAGATTGTA 

CCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCAC 

Sequence 4465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I ICTTTT 

1 1 1 1 M M I ! t I 11 M I I 11 I 1 M 11 1 I 1 1 1 1 NGATGNATCNCTTNNTANANTAAAAAAA 

AACNTTTTTTNANTNGAGGNTNNGGAANNNTTNAANNANA I mTTTTTI I AAAAAACCC 

CCNCCCCNGCANTNCCNNGGGCCCAACCNNACNNAGNGTTAAATCNAACNCACTGGGCCG 

GNCCTNANTAATGGANCCCAGCTCCGAACCAAGNTTGGNGTAANGATGGNCATAGNNNNT 

TCCNGAAAAAAATNTTTATTCCCTTANAAATNCAAAAAANAAACCNGCCNGAAANATAAA 

TNNNAAGGNGNGGGGTNCCTAATGANGNAACNNACCTTAATTAA7TNGGGNNCACTTCAC 

NGCCNTNTTTTCANNGAANNAAAACNNTCCTNCCCCCNNTTNATTANAATAAANCCCCCC 

CCCNCCCNGGNGGNANGGNNGNCCTTTNTNTMTNGGGNCTN^ 

ATTAAAATNAAAATACCCTTNGNGTTNNGGTCCGGTTTGGGGGTGGGGNGCCGAGANGNT 
NNTTTTANCCTTAAATTAAAAGGGGGGGTTANTT^ 

NGGGGGGCNNACCCCNAANNAAAAAANANANTTTTTAAAAAAAAAAAGNCNAATANAAAA 
NGGCCACCCAANCNANAAAAAAAGGNCCCCCTTGNCNTNNTTTTTNTAAAAANAANGGNN 
NCCCCCCCCCAAAAAAAAAAAAA 
Sequence 4466 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGCCTGGGTTATTACATTTAGCAGA 

AACCCTTCTAGCTGACTCCCTGAATGGATGACCTTGTTTAAGAAAGAAATGTGTTCATGG 

CTCTATCTAATGTTCCTCCTCTCCGGAACTACTTTCTGGAAGAAGACAATTATAAGAACA 

TCAAACGTCCTCCAGGGGATATCATGTTCTTGTTGGTCCGGCGTTTTGGAGAGCTGATGA 

GAAAGCTCTGGAACCCTCGAAATTTCAAGGCACATGTGTCTCCCCATGAGATGCTTCAGG 

CAGTTGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4467 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 I I IC I I I II I I I I I I I I I I I I IGAAATG 

CAGTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAATTTAAAAAAAAAAAAAAAAA 

AAATTATATGGGACTGGAAGAGGAGGTCCAGTCCATTGTAACCTGTGGATAATACCAGCT 

CCATGTCAGGGNGGTTCTTTCAATTCATTCACCMGCAAGCATGCTTTTGAGGCACGCTC 

TGTCCTACACATAAGGAAATCAGACATAGGGGGTCCCACTCCCCTGAACTCATAATCCAA 
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CTTGTTGAAGGGAANAGCTCTTTTNCAGAATGACCTCTTCAANGGGACCCTGGAAGCNTG 

AGGCNTATCTTGGGACGTCTTATCTTTTATTCACTTGGGCTCACAAGNGGGATTTNCAAG 

GACCTTGGNGGGATTGNANCNTTTTTTATTCCCCCANAGAATGTAATTTAAAAGGGGTAA 

NATATTTGAATTCAAGGTGGGCAAAAAAAGGGAAACCGGTTTCTTTTGGGAATGGCCCCT 

TNGNGGTAGNGCNCCATTNGNGNANTGGAAAGCCTTGGTTTGGGTACCNGAANTGGNGCC 

TTGNGTTATAAAAAAGNCCCCCNTAGGGGGG7TCCTTCAAAAAAT 

Sequence 4458 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAATTTTGGGAGAGGCCATTTGGCAAGCCA 

TTGGTCTG AATAATTTGG AGGGGGAAATCCTAAGGTGGTGGAG TTGCTGCG TGGAC ACGG 

CTATAGGTTGGTGTGACATGATTTCGCATTAATTGTTTGTCAGCTGTCAGTAGGCTGACC 

TAACGTTCTAGCATGCCTCTTGAGGGCCTTTCCAACTGAGCTCTNTGGAGGAGGGTAGGA 

AAGTCAGGGAAATCATGCAATCCCATCTGGGGAAGGGAAAGCATCTCAAGATTTGTGAGG 

TTCCCTGGGAAAGGNNTTTACCACAAATGNNACATCAATTCAAGGAAAGTCTGCNGATAG 

AGAGAAAGCCAAGAT 

Sequence 4459 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGGGAACCGCTCAGATACCCTTCCACA 

CCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGG 

TCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTTGAA 

GTCAGTGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATNTNGAAGGGAACA 

AACTCCAGACACAACATCTTTAACAGCTNGTAACACACCACTGTGGAAGGTCCACCGGCT 

TCATTCTTGGAAGCCAGCNGAGACCACGNAACCCTCTTGGAAGGGAACCAACTNTGGGAC 

ACAAGCNAGGGACNGTGGAGACTTCTACCTTGCTCACTCAGGAAATCATNTTANCGGCAC 

CCMCCATGGGCCCACNGTTTTTGNGGGGAGCTTCANTTACCTTGCCCGGGGCCGGGTCC 

GCTTCGAAAGGGGCCGNAAATTCCCAAGCCACCACT 

Sequence 4460 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I ! I M II i H I II I I I I III I I I I I IGAGACAG 

AGTCTCGCTCTGTTGCCCAGGCTGGATTGCAGTGGTGTGACCTCGGCTCACTGCAACCTN 

TGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGGTTACAGGC 

GCCCACTACCACGCCAGGCTAATTTTTGTATTTTTAAATANAGACCGGGTTTAGCCATGT 

TGGCCAGGCTGGTCTTGAGCTCCTGACCTCAGGNGATCCACCCGCCTTGGCCTGCCAAGA 

TACAGTTCTTAAAAAGTAGTCTTGACACATCATTCAAGACATTTTTCGTTAATTGAAAAG 

CCTGCTATTAAGTGTTTATAAGCCTNTATGGTAGTTACTGCATTATTCTTGTGGAGCCAT 

CACAGGTCCTCTCCCCT 

Sequence 4461 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGAATCCAGATGGTATTGACCCAAA 

GGAACTGGAAGACTTCAAATTGCAACATGGGTCCATTCTGGGCTTCCCCAAGGCAAAGCC 

CTATGAAGGAAGCATCTTGGAGGCCGACTGTGACATACTGATCCCAGCTGCCAGTGAGAA 

GCAGTTGACCAAATCCAACGCACCCAGAGTCAAAGCCAAGATCATTGCTGAAGGTGCCAA 

TGGGCCAACAACTCCAGAAAGCCTTGACAAGGATCTTCCTGGGAGAGAAACATTATGGTT 

ATTCCAGATCCTCTACTTTGAAATGCCTGGGAGGGAGTGANCAGTNATNCTTACTTTTGA 

GGTGGCCTGAAAGGAAATCTTAAAATCATGGTCAGCCTATTGGCCCGNTTTGACCCTTTC 

AAATATNGANAAAGGGGAT7TTTAACTACCCACTTGCTTCAATGGTCTGGTTCAAAGAGG 

AGTTTTTAAGAAAAGGAAAAATTTTTGGAAMGGCATGGGTGGGGAACTTATTTCC 

TTGNTACCCTCGGGCCCG 

Sequence 4462 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACGGGGACCTGCTGTGCTCTTGCTTGC 
ACAGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAG 
CAAGCTGCTTCCTCTGCTGCCTGAAATACCAGATTCCCAATGGCGAAGATTGAGAAAAAC 
GCTCCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCT 
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ATCAGGCTTGGCTTGGAAATTACATACTTTTTCCCACCAT TCTTTTGA TAATATCAACGT 

AGGGACTCCATCTACTTCCATGATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGC 

GTTTTTCTCAATCTTCGCCATTGGGAATCTGGTATCTCAGGCAGCAGAGGAAGCAGCTTG 

CTGCCTTTAGTCAAACTGCTTCCTGGAAACCCAGAGCCAGGTCCAGCTCCAGGACACTGT 

GCAAGCAAGAGCACAGCAGGTCCCCGCGTACCTCGGCCGCGACGACGCTAAGGG 

Sequence 4454 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACGCGGGAGGCAGGCAAGCTGGGCAGCCAGCGC 

AGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGl Mill iCTC 

TTTGAAAGATAGAGATTAATACAACTACTTAAAAAAATATAGTCAATAGGTTACTAAGAT 

ATTGCTTAGCGTTAAGTTTTTAACGTAATTTTMTAGCTTMGATTT^ 

GAAGACTTAGAAGAGTAGCATGGAGGAAGGAAAAGGATAAAAAGGTTTTCTAAAACCATG 

AACGGAGGGTTGGAGATGAAGCTTNTTCATGGGAGGTAAAAAATGTTATTTAAAAGAAAA 

ATTTGGAGAGGAAAGGGACCTACCAGAGCCCCGAATTAATACCA ATAG G AAGG GGCCAAT 

GCCTTTTAGAATTAAAAATGAAGGGTGGACTTAAACAGCTTAAAGTTTTAGT 

TTGTTAGGTGGATTAAAAATAATTTTGGAAGGGCGAATCTTTTAAAAAGGAGAA7TANAA 

CCGAMGGGTGATTTAAAAAGACCTTTGGAAATCCCATTGACCCCAGGGGAAGAMTTTG 

CCGGTTCATTTTAAAAGGCCTTAGTTTAAACCGCCATTTTANCTNAAAACGCCAGNACCN 

AAAAAATNGGAAAAGGAATTAAATTTGGGGGAAGTGGGTTANGGAATGAAAACCC 

Sequence 4455 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCTTTTTCTTTCTTTCTTAGCTGTTA 

GCTGAGAGGAAGTCTCTGAACAGGCGGCAGCGGCTCTTATAGTGCAACCATGGCAGACTA 

TTCAACAGTGCCTCCCCCTCTTCTGGCTCAGCTGGTGGCGGTGGTGGCGGCGGTGGTGGT 

GGAGGAGTTAACGACGCTTTCAAAGATGCACTGCAGAGAGCCCGGCAGATTGCAGCAAAA 

ATTGGAGGTGATTGCAGGGACATCACTGAATTCAAATGGACTATGGTTTATGGGGGGACA 

AAAAAAGGACCCTTTANNAAGATGGGAGGATCAACCCAGGATGGCTTAAGAAAGTTGCTC 

CTTCAAAATGGACCTCTTTTGGAACAACAGTTTACCCACCGGATGCATCAAGCAAGCAAA 

AAGAATCTTGGTAATGACCAGAAGAAATACCAAAAGTTTCCCAGAATGGGAATGGTTGGG 

ATTCCATAAATTTGGCCAGAGGAGGGTGAAACAAGATCTCNACGCCATTACCNAACAAGG 

GAA 

Sequence 4456 

CCCTTAGCGTGGNCGCGGNCGAGGTACGCGGGGGAACTNAGGTGCCCTGACCAGCGGCGT 

GCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGAC 

CGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAG 

CAACACCAAGGTGGACAAGAAAGTTGAGCCCAAATCTTGTNGACAAAACTCACACATGCC 

CACCGTTGCCCAGCACCTTGAACTCCTGGGGGGGGACCCGTCAGGTCTTCCTCTTCCCCC 

CAAAAACCCAAGGACCACCCTCATGGATCTCCCGGGGACCCCTGAGGTTCACATGCCGTT 

GGTGGGTGGGACCGTGAAGCCACCGAAAGAACCCCTTGAGGTCAAGTTTCAAACTGGTAC 

CTGCCCCGGGGCGGGCCGCTTTNAAAGGGGCNGAAATTTNCAANCAACAACTTGGCGGGG 

CGTTTACTTAAGTTGGGATTCNNGAGNTTCGGGTTAACCCAAAGGCTTTGGGCCGGTANA 

TTCAATTGGGTCATTAAGGCCTGGNGTTCCCCTGGNGGGTGGAAAAATTNGTTAATTNCG 

GCTTNCACCAAATTTTCCCNACAACAAACCATTAACNNAAGGCCNGGGAAAGGNCAATTA 

AAAAGTTGGTAAAAAGCCCCTTGGGGGGTGGCCCTAAAATGGGAGGTTGGAAGCCTNAAC 

CTCCACCANNTAAANTTGGCNGTTTGGAGGGCTTTNACTTGGCCCNNTTTTTTTCCCANG 

TC 

Sequence 4457 

NCCCATTGTGGGCCTGGGCACTTGGAGGTCTCTTCTCGGCAAATNGAAANAAGCGGATGA 
NNGTGGCCATTGATGCAGAATATCGCCACATTGACTGTGCCTATTTCTATGAGGAATCAT 
ACATGAGGTGGGAGGAAGCCATCCAAGAGAAGATCCAAGTAGAAGGCTGTTGATGCNGGA 
GAGGGACCTGNTTCATACGTCAGCAAGGTTGTGGCCCACTTTTCNTTTGAANGAGGACCC 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTAC mTTrTTTTTTTTTT IGGGGATAGAGAAAG 

CCTTCCTAAACAAGGTAAGAAAATATACAAAACTTCCACTTGTCAAGTAGTTATAAAATG 

AAGTCAACAGGTAATGGCAAAGTAGAAAATATATGCACAGCATATCTACCAAAGTGTAAT 

AATCCTTCCATAATATATAAATAACTCTTAGTTATTCACTAAATTAAAAGATACAAACAG 

CAAATAGGGCAGTTTAAGACTGGGCAAAGAATAAATAAGCCATTCACCCAAGAAGACGAT 

CATATAAAATAATACTTGACTGGAACAGTAACAGGGAATGCCAATTTTAAAAAGGTATCA 

TTCTTCACCCACCAGATTGAATATTATTAATACA I I J I I GCCCAAATCTGAAGAGGATGT 

AAGAAAATAAAAATTNTCAAACATTNAAACAAAAAGTTGAGCAGTCCATTTAAAGTGACA 

ATAGCTAAAAAATTTGACACCTATACTATGGCATACAATGCAGCCATTTAAAAAAACGGT 

TGTCTTNTCCTTTTAACACCCTAGATAAGCTTTTTTTG 

Sequence 4449 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTCAGGTGAA 

TTAGAGAGTTGCTGGCAGTGAGTTCAATGTTAATGATATCAACAGTGTATATTAAATAAG 

GCATTTTTAAACAGAAACATAAMTAAGTTTATGTATTGATGGTTGACCAATATGTGACC 

AGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTCAATATTC 

ACTAATTCAGGTTCTCAGTGGCTTTATAAAACATAACTGCTGTGAATAACAAGACTCTAC 

TGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAATCAAAAT 

TGGAATTCCTAGAATTAGCCTTCCAAGCCTTCTTTCTTTCTTTCTTTC I Nil 1 GAGACG 

GAATTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATGTTGGCTCACTGCAACC 

TCCGTCTCCCGGGTTCAGGCAATTCTACTGCCTCAGCCTCACGAGTAGCTGGGATTACAG 

GCATGTGCCACCACGCCCAGCTAATTTTGTAI i I I I i I AGTGGAGACNGAGTTTCTCCAT 

GTTGGTCANGCTGGTCTCGAACTCCCGAGCTCANGTGATCCGCCCCCCTCACCTNCCAAA 

GTGCTGGAATTACAGGCGTGAGCCACCTGGCCCGGNCCCCTTTT 

Sequence 4450 

CGCGGCCGAGGTAC I I I II I M I I I I I I I I I III I M I 1 i I A 1 I I I I I I I I I I I I I I I I I 

I i 1 I I I I I I M I II I I I I 1 I I I 1 I I I I I I I 1 I I 1 I I I I I I I i I I I I I I NAAAAACCNCCC 

NNNTTTTTTNTTAAANGNAANNNCCCCCTTTTANCCCNGNGNTNAATTNANCCCCNAAAA 

AACCCCAAAAAAATTTTNNNAAAAAANCCNGGGAAAAAANCCCCCCNNNNANNTTTTTNN 

NAANAAAATNNNTTTTTNGAAAGGGAACCNGGGGNAAAAAGGNNGGGAAATGAACAGGGG 

GCTAAAACCCCTCCNCNNTGNAAAAAATTNAAANNTTNGGGATAAAAACNAACCNTAAAG 

GGGNCCCNNCCCGGNGGGGGGGGCCCNANGGGGTTTTGGGGGCCCNNAGGNNANCANGGG 

NCCCANNAAAAACTNCANGTTGGANGGGAACCCCNGGGGAANTANGGGNNCCCCCCNTNG 

NGGGNNNATCCCCANNACGGGGNGNAATCCCCAANCCCGGAAAAAAAACNCCCCNTGGGG 

AAANTTTAAAAAAAN N NCTTTTTAAAAANGGGGGGAAAAAAAAAA 

Sequence 4451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGAACTCCCTCACTTGAATTTCTCGTTC 

TTATGAAGGTGCTTTCTTGCTTGGATAGTTGTTCAGTGTGACATTCCTGCAGGGTGAACA 

ATTGCTAGAGGGTTCTATTCAGCCATCTTTCTCCACCTCACATCCATG Hill GCATGTT 

AmCTTTCCTmATTGATTAGCATTTGATTCCATGAATATAGCACAATGTATATAACC 

ACTATTCTTTTCTGGAAAACTTATGTCCAGGTTGGGGTTATTATGAATAAGGCTATGAAA 

TTTCAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4452 

TCTAGCATGCATGCTCGAGCGGCCCGCCAGTGTTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACACTCGGAAATGGAAGGCGATGTCTGAGTCTTCCTTC 

ATCTCGGTATGGAAATCCACCTGCAGCTGTGGGTCCATGACGAAAGGGATGATCGGTGTC 

CCTGTGATTATCACACAAGAACCAGTAGACAAGGACACAGGCCGTGTGTGTGGTACCTCG 

GCCGCGACCACGCTAAGG 

Sequence 4453 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATC 
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NNTTTTTNCNNNNNTTNAAAAN^^ 

GGGGGNTNNNGGCCNAAGGGGAAAAAAAANNAAAAAAANNG 1 nTTTTTTI 1 NNNNNANC 

CCCAAAAMCNCCNT NGNAAT AAAAAAAAAANGGGGGNTTTTTTTNCCCCCGGGGGNNNT 

TTTNTAGGGNCCCCNTTTTTTGNGNNNNAAMNAAACCCCNCTATANGGGTTTTTTNCCC 

CCCNCTTTNTCCNMNNNTTTTTTTNGGGNNAAAAAAAAAAAA 

Sequence 4443 

CCCTTAGCGTGGGCGCGGCCGAGGTACTAATCATAGCCCATAAAGGGGAAGCCGTGCAGT 
TGGAAACAGCCATGCCTGGTGCAAATGCTGCCATTGTTTAATTGTTGATGATGCTGCATA 
AGAATCCTTAAGGTAGAAGCAATCTTGACCTTTTTTATTTTTGCAGGCCCCTGCCAGTG^ 
CCTTCTCCAGACTATATTCTTAAAMTTAMGTGCTTTGGTTTGTAGAGTTGACTGTATG 
TATCTCCAAAATGAATATGCAGTAGTGA I > I I I 1 I I 1 I C CTCCCTGATCTCTTTCCTGCT 

TTGGTAATTCTGTGAGGGTATAATCATATTGGGGCTGTCCTTGGCAGGTTAGGTGACATA 
CAAGAACATGCGGTTCCACAGCAGTCCTGJCATTCTCGGGTAAGAACATCAAAGTGAGTT 
GCAGCACTTTCTGCATTCATACACGTAAATCTCAATCT 
Sequence 4444 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTTGAACATCCTGCTACACTAGTTTGAAT 

CTTTACTATCTTTGTATGTAACAAACTTGTCTTACTTAGTCCAATTGGGCTGCTATAACA 

AAACACCATAAACTGGGTAACATAATAAAAAGAAAGTCTATTGCTCCCAGTTCTGGAGGC 

TGGGCAGTCCAAGATCAAGATGCCAGCAGATTCAGTTCCTGGAGAGGGCTCACATCCGGG 

TTTATATAACAGTGCTTCCTCACATGGCAGAAGGGATGAATGAGCTCCTTTGGGCCTATT 

TTATAAAGGCACTAATCCTATTCATGAGGGCTCCACCCTCATGACCCAATCACCTCCCAA 

AGGCCCCACCTCCTAATACTATCACCTTAGGATTTCAACATATGAAGTGGAGGG 
Sequence 4445 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTGTGGTTCTAGGACCACCGGCATCACTTG 

GGGGCTTGTTAGAGATGCAGAGTCTCAGGCCCCACCCCAGACCTGAATCACACACTGCAT 

TTCAACAAGGCCCACAGGTGACTGCAGCGTGTGTTAAAGTATGAGAAATGCCACCAGGGA 

GGAGAGGCCCACACCAGTCCAGAGACTAGTGATTCAGAGCATCACTACCCAAGAGAACTT 

TACGCAGTGATGCAAATGTCCCGTCTGTCTCTGTGCTGGCCAGAATTAACCGCTAGTCAC 

ATGGGGCCTTTGAACATAAATGTGGCTAGCACAACTCAGAAACTGAATATTAAATGTAGT 

AAGATTTCGTTCATTTCAATTTAAAGAGCCACGTGTGGCTAATGGTAACAATACTGGACA 

GAGTTCTAGTTCTAGAGTGCGGCTTTTCTGTTGCCCCAMCTTTTCAGTGCACCTGAGCT 

GCAATGGGCTGGGAAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAA 

Sequence 4446 

CGCGGCCGAGGTACGCGGGGGACTCGCTTTCCGTGCGGTGCGGCGAGTGAGGCCCCGGTC 

TTCCTCCTCGTCCTGCCGCAGGGCCAGAACCCCTGACGGTATTCAGCTGCGCGTAAGTCT 

GGCCGGTGCCATCTGTCTCCGCAATGCCCCCCAAGAAACAGGCTCAGGCCGGGGGCAGCA 

AAMGGCGGAGCAAAAAMGAAGGAGMGATTATCGMGACAAAACmCGGTTTGAAGA 

ATAAGAMGGAGCAAAGCACCATAAGTTTATCMGGCTGTCACACATCAAGTTAMTTTG 

GTCAACAAAATCCACGTCAGGTAGCACAGAGTGAAGCTGAAAAGAAATTGAAGAAGGATG 

ACAAGAAGAAAGAATTGCAGGAGCTAAATGAGCTGTTCAAACCTGTAGTTGCTGCTCAAA 

Sequence 4447 

NCCCTTAGCGGGGGGGAGGGCGAGGTACGCAGAAACN I I t I Ml I I I 1 1 I M I GCNCAGT 

GTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTNGACTAAAGGCAGCAAGC 

TGCTTCCTCTGCTGCCTGAAATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCC 

CACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTT 

GATATTATCAAAAGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAAGCCTGATGATCT 

TATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4448 
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AAGGGAAGGGAAAGGTGAATTTAMTTTTTAATGGATTNATGGCCCCTTTTTGTCCCTAT 

CCCAANCNTNAAAAAATTCAATTTCC 

Sequence 4437 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCACAGGCAAATTAAGCAAAAAGGACAATG 
AAGAAAGAATGCAGGACTCAGGCGCTGCTCTAGAATTCATTCAGGGCTCCCCGAGTGCAG 
CAGCTCTTATGGTGGTT7TGTTTTTAGGAGMCTGTTG 

ATAGGGAAGCTCTAGAACACAGGGAAGGTGACTACTAAGCAAGGAGAAAAGTATCTTTTA 
AGTGGGGAACTACCAGCCTATTAGGTAAGGTCTATCTGGTTAAAAGTAAGTTATTTATTG 
AAAMTCTTAGCCAGTTCTGG GGTCCT TTGGAGAAGGGCATTTAAAAAAAAGCAAAAACC 
T c ^ AT T"<3AGCCATGTGTGGAmTTTGAMGACTTCAATTT^ 

TATTTTGGGAAAAGTTTCCCTATTNGGGTCAANGNTAAATTTTTTNGGTTGGNATT^ 
T 

Sequence 4438 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATCAT 

CAGGCTTGGCTTGGAAATTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAG 

GG^TCCATCTACTTCCATGATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGCGT 

TTTTCTCAATCTTCGCCATTGGGAATCTGGTATCTCAGGCAGCAGAGGAAGCAGCTTGCT 

GCCTTTAGTCAAACTGCTTCCTGGAAACCCAGAGCCAGGTCCAAGCTNCAGGACACTGTG 

CAAGCAAGAGCACAGCAGGTCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCCG 
Sequence 4439 

CCCTTAGCGTGGTCGCGGCCGAGGAACTN ITTTTTTTTTTTTTTTTTT1 I A TTTTTTANC 

NNCNCCCCNGTTANTT ACTNTTG ATTTCTTTTCTTTTN I NIMH 1 A AGTATGGAGGCT 

CAAG TATA ANATGTAGA I I I II 1 i'CTTAAGCTTTACAAAAAAACAAAATAAAACAAAAAC 

CTCCTTTTGNATNCCATANAAATTGACNGAAAAGCACCTGNCCGGGCGGCCGCTTNAAAG 
GGC 

Sequence 4440 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTGTTGTGTCTGTTAGGTCCAGCTGGTATGA 

TGCTGTTCAAGTTCTGTCTTGCGACTGATCTTCTGTCTGGTTGTCCTATCCGTTACTGAA 

AGTGGGCTACTGCAGTCTCCTACTCTTACTGTAGAACTATCCATTTCTTCCTTTGATTCT 

GTCMTGTTTGTTT CATAT ATTTTGGGCTCTGATGTTTGGTGCATATATATTACATCTTG 

GTGAATTTTCAAACTTTTTAAATTTCAACATGAAGATGAAATTATAGGATGTCCGGGATT 

TCCTTTGAATCCGTGGGGCTGGGAGTAACTATAAATGAAACAAGATTGGCCGGGAATTTG 

AGGCTGCAAGGATAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4441 

CA TGQATAT CTGCAGAATTNMNNTTACCNTGGNNGCGGCCGAGGTACTTTN l MH I M 

rTTTTTTTl I NCCATGGTTGGAGCGGAAATGATTTTGANTGANCANGTNNAANTNTNACG 

TCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGNGGTCTTGCTGGCTTCAANAA 

TGAAGCCNTGGCCCTTCACAGTGTGTGTTACAGGCTGTTAAAGATGTTGTGTNGGGNCGT 

NNCTANANGNNANCNNNCNCGGGACNAANTCCCTTCTGGTAANNNGCCNAAANCCNNTTC 

GACTTCAAGAATGAAGCCCGCNANACTTNTCTTGGTGATCGTTGTAGCTCTTAAAGGTGN 

TGTGGACCCAAAGAGNGAGCAGCAGCAAGATTTTTCNCCAAGAGGGTAAGAACAAAGTTT 

CCACGGTGTGGAAGGGGTAATCTGAGCGGGTTC 

Sequence 4442 

CCCTTTCGAGCGGCCGC CCGGGCAGGTAC i \ H I II M I I I I I I I I I I I NTGGTTTTATT 

| n n n n n 1 1 n 1 1 1 1 n 1 1 1 n i n i m 1 1 1 1 n i n i < 1 1 1 m i u 1 1 1 1 1 n i 

M M I I u I H I u i i i i i i u u u rNAAA AAAAAAAAAANCCNNNNTTTTNGGNAAAA 
NNTTNAAAAAAAAANNNNNANT1 I I I I I rNCCCCCCNNNAAAAAAAAAAAANNTNTTTTN 
AAAAAAANNNGGGGTTTTT NNTTN NGGGGNNAAANGGGAAAAAAAAAAAGNGCCCCNCCN 
NNGGGGGNNANNANTTTNNTTTTAAAAAAAAAAAAAACCCCCNAATTTTNGGGGGGGGGN 
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CGCCAGTGTGGATGGATATCTGCAGAATTCGCCCTTAGCGTGGGTCGNGGNCGAGGTACN 
CGGNNGAATGAACTACTTTCATGAGCAGCTGTAGCAGGCCTGACCACAGATTCCCAGAGG 
GCCAGGTGTGGATCCACAGGACTTGAAGGTCAAAGTTCACAAAGATGAAGAATCAGGGTA 
GCTGACCATGTTTGGCAGATACTATAATGGAGACACAGGAAGTGTGCATGGCCCAAGGAC 

AAGGACCTCCAGCCAGACTTCATTTTATGCACTTGTGCTGGCAAAAGGAAAAAGTCTAGG 

NTTTTAAAGGCTGTGCCAAGAACCCA1TC 

Sequence 4432 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAN I I I I I I I I I I I I 1 1 I I | 1 1 NTATAAN 

AAGTACTTTAATAGCTCAAACTCANAGTCATCGTGCTCCCAATTCCAAAGAGATTCCTAA 

AAGAGGCAACTTCGGCCGTTTGAGAAGCCAGCNCTCACCCACCCGGGGTCTCTGTGCATT 

GACCTTTGGGTTGCTGACT7TGGANAAAAAGCACCANAACACCGACCAGGTCCCATTCCT 
GGGCTCCCGNGGGGGGC 

Sequence 4433 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGTCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAAT 

TGTCTACAGCTTMGATCAACAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATA 

TAAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGC 

CCAACTGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAGCCAG 

AACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGGT 

GGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTTATTCTGGCAACTTACCCAA 

AGTCAGGTACCTGCCCGGNCGGGCCGTCGAAA 

Sequence 4434 

CCCTTAGCGTGGTCGCGGCCGAGGTACTC I I I I I I I I I I I I I I I || I GAGACACAGNCTC 

GCTCTGTTGCGTAGGCTGGAGTGCGGTGGCATGATGTCAGCTCACTGCAACCTCTACCTN 

CCGGGTTCAAGCGATTCTTCCACCTNAGCCTCCTGAGTAACTTGGANATTACAGGCCACC 

ATGCCTGGCTGATTTTTGTATTTTTAATTATGAGACTNGGGTTTTCNCCATGTTTGGGTC 

AAGGCTTGGTCCTNAAAGCTTCCTGGACCTTCGGTNATCCCGNCCCAACCTTTGGGCGCT 

TTCNCAAAAGANGGCTTGGGGAATTTNCCAAGGCNNNTAAAAGNCNCAACCCAATTGGCC 

CTTGGANCTTAAAAAATTNTGCTTTNTAATTAATAACCTCCTTTTTNAAAAAGTTNNGCC 

AAATTGGTT TTAGTA ACCCCTTTTGGGGTNTTTAAAANTNACCCCNATTTNTTTTANTTT 

TCAAACTTAATTTTTGGNAAATTTNGGGTTTANNGGCNNTTTNAAAANGGGGGGNGGTTT 

TGACNAAAAAAATTNTNTGAGGGGA 1 1 1 1 1 1 1 T NAANATTNGGTGAAA I I I 1 1 1 I I IT 

Sequence 4435 

CCCTTAGCGTGGTCGQGGCCGAGGTACNCGGNGAGCAGGGAACCGCTCAGATACCCTTCC 

ACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTT 

GGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTT 

GAAGTTCAGCGACACCACAAACCCACCAAGAAGGGGAAGAAACTTCCAGGACACATCTTG 

AAGGNAACAAACTCCAGACACAAACATCTTTAACAGNCTGTAAACACACACTTGTGAAAG 

GTCCCAACGGCTTTCAATTTCTTTGAAAGGCCANCCGAGGACCCANCNNAAACCNCTTTG 

GGAAGGGAAACCAAACTTCTTGGNACACANGCAGGGACGTTGAGGACTTTTNTTACCCCT 

TGCTCAACTTCNANGAAATCATTTTTCCGGNAACCAACCCATTGGGGCCACCGTTTTTGN 

TGGGGANGCTTTCAAGTTACCCCTGGCCC 

Sequence 4436 

CCCTTNCGAGCGGNCGCCCGGNCANGNACNNAN I I I I I I II I I I I I I I 1 I I AAGANATGA 

GACCTTGCCATGTTGCCCAAGCTGGCCTNACACTCCCAGGTTCAAACAATCCTCCCAACT 

CCTGANTAGCTGGGAATTACACCACACTCAGCAACCACCATATTCTNTTATCCCCAAACC 

ACCTTCACCTGCCCCACACAGTCCANTTTTNTCCAAACCAAGGGCTTCACTGGGGTCTTC 

TTTGCCAGGGGAATTATCTGGGGAGGATANCACAGTTTTAAAAAAATTTTTCAAAAANNA 
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CTCCCTTCTGGTGGGTT 
Sequence 4424 

CCCTTAGCGTGGTCGCGGCCGAGGTAC' f I i 1 I 11 1 1 i H I 11 II I 1 1 NGGTTTGGGTTTT 

« i M M I I I I I N II I I I I I I M I I I I J I I I I ITCCGNAAAAAANNGGGNTTNTTNNTTT 

TTAAANCNGNAAANNNCCTTNNNAAAANN l ITTTTTTm I A AANTAATTCCCCCNAANN 

AANNAAAATTNAAANCCNCNGGTGNNCCCCNCCANNNGNAANANTATTCCCTTNNNTTTN 

ANGGGGG GGGG CCCANTTTTNTTANCTTNANNNTGGAAAANCNCNAANCNNGAAN1TCNAA 

ANCNTAMTTT TGGMGGGGANTNNTTNNAMGGGCCCCGGGAAAAAAMNGGTTTCC^ 
TTTTTm^CCCNTT^^ 

AAA AANTT TTAAAAAAAATTTTTANNNCCTAGTTGGAAAAGG 

NTTATT TTNGNNN NCNNCCCAMNGGGGGGATTTTNTAAAAAAAAAAACCCNACAAGTTT 

TTNGGNTTTTTTTAAAAAAAAATTTTTATTTTTT^ 

Sequence 4425 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGCAGGGAACCGCTCAGATACCCTTC 

CAC AC CGTGG AAACTTTG NTCTTACNCTCTTGACG AAAAATCTTGCTGTGCTCACTC TTT 

GGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTT 

GAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATCTGAAGGAAC 

AAACTCCAGACACAACATCTTTAACAAGCTGTAACACACACTGTGAAGGTCCACGGCTTC 

ATTCTTGAAGCCAGCGAGACCACGAACCCTCTGGAAGGAACCAACTCTGGACACAGCAGG 

ACGTGAGACTTCTACCTGCTCACTCAGAATCATTTCCGCACCAACCATGGCCACGTTTGT 

GGAGCTCAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 4426 

AATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCGACCTCTCTTTGTAAATGAAAATTA 
CTCTGATTATTAAGATGTTNAAGTATATCCAACCGTCCCAGACCACATTGGCCTATTTCC 
TCCTCTTGGCAACACTGCTCGGGTTTTCCCCTCGCATCATCCTTATGC 
Sequence 4427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGTTTCCAGGAAGCAGTTTGACTA 

AAGGCAGCAAGCTGCTTCCTCTGCTGCCTGAAATCCAGATTCCCAATGGCGAAGATTGAG 

AAAAACGCTCCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGA 

GTCCCTACGTTTGATATTATCAAAAGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAA 

GCCTGATGATCTTATTCTGGCAACTTACCCAAAGTCAGGTACCTCGGCCCGCGACCACGC 
TAAGGG 

Sequence 4428 

CCCTTAGCGTGGTCACGGCCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCANANTTGNTTCC 

TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACAGCTGTTAAAGATGTTGTG 

Sequence 4429 

TGATGGATATCTGCAGAATTCGCCCTTAGCGNGGNCGNGGCCGAGGTACTNAGNCCTCTC 

TGGGATAGAAGTTATTCAGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCAT 

CAGATGGCGGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGG 

TCCCTCCGCCGAAAGTGAGAGGGGTATTATAATACTGTTG 

Sequence 4430 

CCCTTAGCGTGGNCGCGGCCGAGGTACNCGGGNAGGGAACCGCTCATATACCCTTCCACA 

CCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTNACTNTTTTGG 

GNCCACACCACCTTTAAGAGCTNCAACGATCACCACNACAGTNTGNGGCTTCATTCTTGA 

AGTCAGCGACACCACAATACCCACCAGAAGGGAGAAACTCCAGNACACATTTTGAAGGGA 

ACAAACTTCCAGGACAACAACATCTTTA 

Sequence 4431 
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^SISSS GGAACATTTGTCACATG ATCrrCTGAAGCTTGATNGTCTCTGGATGCCATCC 
AACAGTGGAACCGACTCCTTGTCTGGAGAATNCAGTNGACAGCCTTGCCCCATCTTNAGA 

CCCACAANACANCCCTCCAA GAAGCTGCTTGGACCTTNCATTCAAGCCC 

NAATTTCAAAAAAAACTTNGNGGCCCCCNTTNAANA 
Sequence 4420 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGTGGTTATGCCGGGAAAAAGACACAAGTC 
£^.J A ™ CACAAAAAGTGTC ^^ 

AAACAAAATTAGAAAAAAAAAAAAGAAAAAGAAAAAAGTACCTCGGCCGCGACCACGCTA 
Sequence 4421 

T^^ T J^ CGCGGCCGAGGTACTTT m 1 1 1 H H I 1 1 1 1 II I I I i G GATGGGTAG 
t CATGCTTG TATGCTATCANAAATACTCTGGTAGAAAGGGAAAATATAATGCT 

?APT~^ GATMCTG ™ 

ATATATGGGTGCTTACAGT GAATAATGAArrAGAGTAAGCCCCTGAGMTT 

GTATCACCTACATATAAAAAGCTAAACTCAAAATCCAATAGCCCTTCCAAGATTAGAATA 
TTTAAGATGGAAACACA^ 

ATCAGGAAGAGAGGI I I I 1 1 IGTTTTTGTTTTTCCAAATTCTTCTCAGGAATAAGACCTA 

C ^ GGAC J CTCCACTCTCmTAGTGGTATGGG ^ GATAC ^ 
CCCAAAAAGG^TTC^^ 

GGCA ^ GG ^ CA ^ CACNANAA ^^ 

TNAAAG N NTTTTTCCAGTTCCTTCATNGCACCCTTTTTTTTT 
Sequence 4422 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACI I I I I I I I I II I I I 
TTTGCTGTTGTTTTCTTCTCTGTCTTTTTAACTTTGCAGAAAGCCCTTCCAGTTATACAC 
I^ AC ^I G ™ GGACG ^ GGTGGCC ^CAGTCCCCTmGTTAAGCGAGCGTCCCA 
TTT^GTTTCTCTTGAAAGGTGCCCTCCGGGACAAGCAGANCCTrTCmGGGCTGTTTA 

^T AGC I AGGCAAAGCTAAACTCA P ACA AGATGAMTCTMCCAGCTC 

ggggtcagggcctctctgt gcagaagagtaggaagagaatcatagctgttg 

G T G ;!^ A NG ™^ 

tctgtaagmtcctgamgamtgggttggagaaaaaatttatgacccgtaaagtctaag 
ttgtctttgagtggngcaatttaaccaggmtttttctnttttcggcttaagggttcaaa 
a^gtnccttttaaaaaatgcggggggatctatttttttcttmtttacataaaanggtn ' 

TTNATAAGTTTAGCCCCCTTGAATACT1TTGGCCTTT1TNTTTTTGC 
Sequence 4423 

^ C iri C . GAGCGGCCGCCCGGGCAGGTACTGAGCTCCAC/ ^CGTGGCCATGGTTGGTGC 

GGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGTGTGTCCAGAGTTGGTTCC 

^ AGAGG r^ CGTGGTCTCGCTGGC " CAAGAATGAAGCC 

TGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTT 
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^II^P GTGGTCGCGGCCGAGGTA C TI I I I I 1 1 I M I I I I I I I I I GGCGTGGAGAGCA 

^ G I G ^ AW ^ GCAAGACN ^ GAAA CCTTTACATTCTGCAANTGNGGATCAGGGNT 

GTCATTTGAAAGACAGTGGAAACCAGGATGAAAGT7TTTACA 

Sequence 4414 

S C PJTI^ AG ^ GG ^ GGG ^^ GGG ^ AGGTAGA ^ A CMTGTGMGTTAGGACTTMGTAAAGG 

TAGTATTTATTTACTAAGMTAAACTTTCTTTTAAGAAGTATATAGAAAGTAAAATAAAT 

ATrTGnGCTTTATATTCAGCCATACTTTTCTACTCACCCTGGGCTGCAAGGCAAACAAC 

TATTTTATTATTATTATTACTTTATAGAGACGGGGTCTCCTTATGTTGTCCAGGCTGTTC 

TCNAACTCCTGGGCTCAGGGGATCTTNCTGTCTCAGCCTCCCAAAGTACCTTNGGCCGCG 
ACCACGCTAAGGGCGAAT 

Sequence 4415 

^™ GAGCGGCCGCCCGGGCAGGTACCCAGAGTCACA ^^^ 

? G ^I? ^ A ^ AG ^ GAAGG ^ GG ^ G ^ A ^ T ^^CTCCCTGCTTCTGTGCAGGTGTCAC 

CCTCCTCCACCAGGCAGACTTTGAGTCGTGCAAACAGAAAAGATGCTGCCCACACTTCAG 

G ^ C ^ GCTOCAGTCCCCGTGAGCTACCCCCAGCAGGCTCG TGTACCTCGGCCGCGACC 
ACGCTAAGGG 

Sequence 4416 

CCC J]Z CG ^ GCGGCCGCCC ^^ 

ACA I A ° AGCTACAGGTAATCTCAGA TCTCAGTGTCCAGTAATATTTATrTTATAAGAGAA 

AAAAACCGAAACCATAAAAGTTAAATGACTGGCCCAGGTATACATGCAGCTGCTTCATGC 

AAAAGTCCTACCAGGAGCCCTTACCAGCACCACTGTCTCAGCAGTTTATCCCTGACTTTC 
I GG II GCTGCCAGTGAA ^ G '^ GAAA TCr^^ 

ACAGTAGAGTACTTAATAAATCACTAGCTTCTGTGTATGTATGGATAAGATTACTTATAA 

T^AGTCAGMGCTTTGTCATCTAGATTGGCTTTTrrAGATTACCATACATGGATGCA 

ATTTTATGAAGTGGTGTTTCTTAATGAAATAACTATGCCCTCAAAGACCTCATGTNATNA 

AAAATTCCATTATAGAAACAGTANTTGGGGGACAGGAAAAAAAAAAAAAAAAAAAA 
Sequence 4417 — -^^rvw, 

^ TAGAGCTGAAGAAGGCCTTCNCA N A NCTTCAAGCCAAAGTTATTGACACTCAACA 
G J? A ^ G AA ^ G ^ GGGAGA ^ A ^ A ^ AGA ^G AA ^ A GCTAAACAGAACGAAAAAGCATGCACA 
I C II AC . AG ^ ACAGAGATCATGAC ^ GG T A GATGAGACTMCATC 

TNNCNGMGAAAAMTTAMGMCTAGAAGTNAGTTmATTGGCMTAGGAGTTMCTT 

TTGGGAGAAAGTANTAATCTTATTGNGTCATATTAAATGAAAATGTATGCCTGCCTGCCA 

AAAGTMTGGCATATTAATTTTTAATTTTCTATMT 

Sequence 4418 

GA I A I^ TGCAGAATTCGCCCTTAG CGTGGTCGCGGCCGAGGTACGCGGGGGACCTGCTGT 

S£2Ji?? CAGCAAGCTGCTTCCTCTGCTG CCTGAAATACCAGATTCCCAATGGCGAAGA 

II^? A ^ CGCTCCCACGATGGAAAAAAAGCCAGAACTG ^ AA 

^ A ^ CCCTACG ^ GATA ^ ATCAAAAGAATGGGTGGGAAAA ^ 

GGGA ^ GCCTGATGATC ^ A ^ CTGGGAA CTTACCCAAAGTCAGGTACCTGCCCGGGCGGC 

SSPJJS^ GGGCGAATTCCATCACACTGGG CGGCCGTTACTAAGTGGATCCGAGCTCGG 
TCCAAGCT 

Sequence 4419 

S^™ GAGCGGCCGCCCGGGCAGGTACACTCCACAGTGTGGGA ^ 

GGG ^ TCAAGGGTNCTGTAACAGAA ^NGGGGATTTAAATCCCmGAGGTrrCCATT 

^?IT A ^r TGTGTATGCCCTATGTAAATGGAGATAATA ^ CCCGG CATAGCTGMGTG 

GAATAGGCCTTATGTTCTATGCCTCCAGATCCTATTTTCCTGCCTCATTTCCTCCCTGAG 
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CGGAAATGATTCTGAGTGAGCAGGTNTNAAGTCTCACGTCCTGCTNTGTCCANAGTTTGG 

TTCCTTCCAGAGGGTTTCGTGGTCTCGANTTGGCCTTCAAA 

Sequence 4406 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTTTGTCACGGA 

GTC CACAGAGCTGAGCT77TGAGCAGACTCTGAGAAGTATCATTGC TTG TGTTGAAAG AA 

TCAACAGGA7TTAAGTTTCTCTTT7TAAAMTTGCACTGAAGAAAGGCCGGGCGCGGTGG 

CTCCCCCTGTAATCCCAGCGCTTTGGGAGGCCGAGGCGGGGGGATCACGAGGTCAAGAGA 

TCGAGACCATCCTGGCCAACATGGTGAAACCCCGTCTCTAATAAAAATACAAAAATTAGC 

CGGGCATGGTGACGTGCACCTGTAGTCCCAGCTACTAGATAGGCTGAGGCAGGAGAATTG 

CTTGAATCCGGAGGCGGAGGTTGCANTGAGCCCAGATCGTGCCACTGAACTTCAACCTGC 

CAATAGAGCGAGACTCCNTCTNAAAAAAAAAAAAA 

Sequence 4407 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTGTGACCCCGTTGCATGAAGTCAGGT 
NTGGAGTTTTrCCACTTGNTGGTTATCATTGTTGCTNCTGCTCAAGAAGTTACTGATTTT 
TGGTAACATTTTGGATTTTGGATTTTTTCACATTTANGGGATACCTAA 
Sequence 4408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGT 

GACACTCMCCTGGTTAGTCACNTGGTTTAATATTNTTCAGTCCAGGTTTGTATCAATGA 

GCCTTCTCGATCTGGGAAGTGGTTGAAAATATTGAAGACTCCCTAAGGTGCTTTATCACC 

AGCTCCCTCGTTCC ACCAGC TTCCTTNCNATGGACCCCTTTCTCAGTGCCATTCNCAAAA 

GTAANA CGTTTT CNCTTTTTTNCCCACCTTGGATTCCANTAAm 

CAATTCCTTTTTGGGGGNGGAAAAAAAAANGNTTCTATTCNCCCCNMGTTTTCTNTTN 

TAAATTTCCCCCTTGNTTGGGNCCCCANGGTTTGTAAANATTAAANGTAMTANGNTAAC 

CGNTTTNNCNANGGGAATAATGNCCTTNNTAGGNCCTTTTACNAAGTGGTTTCCCCCTNT 

TNGAAAGNGGGGGNTTACTNTTNACNTTNAAAAAAGGNGG 

Sequence 4409 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGCCAAGATGCCCATTGTG 
GGCCTGGGCACTTGGAGGTTCTCTTCTCGGCAAAAGTTGAAAAGAANNCGGTGAAGGNTG 

Sequence 4410 

CCCTTTCGAGCGGCTCGCCCGGGCAGGTACTGGATCAG7TTCTCCTGCGTGAGGTATGGG 

ATGACACTCAACCTGGTTAGTCACTGGATTATNATTNNAGCNTCANGTTTTNNTTNAAAT 

AAGACCTNTCNAATACTTGGNAAAGTTGGTNTTGAAAATTTCTGAGTACCCTCCATNGGT 

GCCTTTTANANACAAGNCTCTTNTANGTTATCTACGCTAGTCTTTNACTTNACNATGNGG 

CGNTANTCNCNAAGTGGCCATTTNCNAMGTAAAACTGTTATTCCNCTTTATTTNTCAAT 
CATTGGNATTCCAATT 

Sequence 4411 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAATAGACGGCCGTGTCGTCAGATCTCAGGC 

TGCTCAGCTCCAAGTAGGCGGTGTTTGTGGACATGTCCCTGGTCATGGAAATTCTGCCCT 

TGAATCTCTGTGCATACCCTGAGCTACCACTGTTAGGGTCCATCCACCCCATCCACTCAA 

GGCCTTGTCCAGTGGCCTGTCGCACCCAATTGAGATGAACAGTGGTGAAGGTGTATCCAN 

AAGCCTTACAGGAGACCTTCACTGAGGCCCCAGGCTTTTTCACCTNAGCCCCAGACTGCA • 

CCAGGTGCACCTGGGAGTGGGCACCTGTAGATGCCNCCACCAA 

Sequence 4412 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAAGACGCTGCTAATTGACTGCCACTTCG 

CAACTCAGGGGCGGCTGCATTNNAGTTAATGGGGATCAAAATGATTTCACCTTTTTTATT 

GATGCTTCCAAANNGTTGCACTTGGCCTTCTCTTTCCCAACTGTACAAAATGTCCCAANA 

GGTTTGGAGTAATAANATGGAANCATTAMTTTTTTAG 

Sequence 4413 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTTTAGAGCACTGACCTTATATCCACTGCCA 

GCAGATTCATCCCAGGGTCCCTGTTCATCTGGTCAATTTACTTCCTCTGCTCCAGCAGAC 

CTTCTTTGTTCATGTCCTCAAGACCCTGTTTTCGGGCAGCAC7TTGCTGTGGACCTTGCT 

GGACTGAACAAAGGAGGACCAAGGCGGGAATAAAGACAAAGACTGAAGAGTATGTTTTGA 

AGAAGGGGGTCAGGGGACTCCTTGCTTCTAGTGAACAAGGGCCCCCGCGTACCTGCCCGG 

GCGGCCGCTCGAAAGGGCGAAATTNCAGCACAC7TGGCGGCCGTTACTAGTG 
Sequence 4399 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCAGGGAACCGCTCAGATACCCTT 

CCNCACCGNGGAMCTTTGTTCTTTACCC7NTTTGACGAAAAATCTTGCTGCTGCTACAC 

TCTTTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTTCTGCGGCTAC 

ATTTCTTGAA AGTTC AGCTGACACCTCATTACTCCACTCANNAAGGGTANGNAAACrCTC 

ATNACAANTA7TTTTGAMGGGATACCMNACTTNNCANNNACNCCAAACAATCTTTT 
Sequence 4400 

CGCCAGTGTGA^^ 

" i ii m i i i H I I I I U j m I GTAGAGATGAGGGCTTGCTATGTTGAAAAGCCTGATT 
TCAAACTCCTGGCCTCAAGCAATCCTCCTACCTTGGCCTCCAAAAAGTTGGAATTACAGG 
CATGAGCCCCCACCCACCCATTTAAAMTTTTTCTATAACCTTTTGCCAACTTAGAATAT 
GCAAAAAMTTATATTTAATTATGATATGAATTTCACTTGTTTTCTGGGGTAAATACATA 
TTGGAAGGTTTCATATCTTGTTTCAAATTTCATTTAAATGAAAATATTTCAAM 
TAGTTTGAGCCTTATAAATAATATGGGCACACCATCAATCAATTTGCCAGAAAAAGATCT 

TGAT7TTGCTCTGCANATGTCAAGCTTGAAAGCCTGAGCAGATAAATGAACTTAAATTTA 
A 

Sequence 4401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 

AAANGATTCTGAGTGAGCAGGTANNAAGTTCTCACGTCCATGCTGTGTCC 

Sequence 4402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGGACCTCTTTATCCACAGAGGTCCACA 

TATCMC CACT CATTACATTATTGCTTMTGAMGCTTGTGGATTTTTTTCTTCTAGAAA 

CTGCATGTTTTCCTCTTCCAAGAAGTGCTTGTGATCACTCGAGCCGTCACCCACAATGAG 

CAGCTTTGCTACCGGCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4403 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGGCCTACGGGAGTCATGACTCCAGGAATA 

AAGTCTGGGCATATAATTCACCCTGAGCCAAAGCAMCTTTAAAAGTGCCATTTAAAAAC 

CCCATAATGGGTAAGTAATGAGTGAATTAGAAGTTTGGTGAATTTTATGTGAAGTGAAAA 

TA AGAAA1T TCACTACACACATAGCTATAATTTACACCATAGGGGAATGGATAGTTATCT 

TG r I I il l I CTTTNGGGGGCGAGGGGGCTGTTTTTTTATTACCCAGCCACCTACCAATAG 

GGTTTTTGGTTTMGTCTATTACTTGCTGCTGTTATGGGTGATTATGGAACTGCTGTACC 

TGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTAAGTGG 
ATCCNAAN 

Sequence 4404 

CCCTTAGCGGCCGCCCGGGCAGGTNCGCGGGGAGCANGGAACCGCTCAGATACCCTTCCA 

CACCGTTGGAAACTTTGTT CTTAC CCTCTTGACAGAAAAATCTTTGCTGTCTGCTCACTC 

TTTGGGTCCACACTCACNCTTTTAANAAGNCTACAANNGTATACACTCACGTACAGTNNN 

TGCTGGCATTTCATNTCTTTGNAAGTNTCATGTCGACATCTCACTAATACTCCACTCAAG 

NANGTGGGAGTAATACC7TCCAGTACCATCAATTCTTGTAAAAGGTATNCNAANACCTTC 

TNCATGNAACAACCAATCCAATTTCTTTTTTAATCAAGGCCTTGGTTAATCCAACNACCA 

NCCTTNTTTGTANTANGNNGTCCCCAACCGGGGCTTNTTCAATTT 

Sequence 4405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTNTGGTG 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCACAGCCTGTCAGTTGCACCCTNCCTGA 

CACCACCACCGGGACCTGCACAGACTGGNAGTTATTTNCTTGCTNACTGGGGCCTGCCTT 

NCCCAGGCTGGTGTCTTCTGATANCCNAACTGAGGGGTGGGAGGTATTTTGAAATGCAGA 
TTTAATTATTCATGT 

Sequence 4393 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I I I I I 1 1 I I I I I I | | I G AAAGACCCC 
ATCAAAGATAGTTGAAGAATGAGGAGAGAAGGATCATGTTTAAGATCCATGTAATCATAC 

ATTAAGAGGGAACACATGGGCAGGGTGTGGTGGCTCATGCCTGTAATCCCAGCAATTTGG 
GAGGCTGAGGCGGGf;AAATf:Af^AAr;r;Tr'Anr;A<r!TT-r/^A^T-/-./^A .^^-r-,~~ — . 



" »"r»wnv,n I uuuwuu i o i uo f ijlaO I UA I liUU I GTAATCCCAGCAAT7TGG 

GAGGCTGAGGCGGGCAAATCACAAGGTCAGGAGTTTGAGTCCAACCTGGCCAACATGGTA 
AAACCCCGTCTNTATTAAAAATCCAAAAAATTAACCGGGCATAGTGGTGGGTGCCTGTAA 
TCCCAGCTACTCANGGAGGCTTGAGGCAGGAAAATCCTTAAACCCAAGGAAGTGGAGGTT 

GCANTGAGCCCANNATCATGCCACTTGCACTTCANCCTGGGGGGACAGTNCNAGACCCCC 
TTTTNACAAAAAGGGAAAAAAAAAA 



GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGAGCAGGGAA 

CCGCTCAGATACCCTTCCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCT 

TGCTGTGCTCACTCTTTGGGTeCACACCACCTTTAAGAGCTACAACGATCACCACGACAG 

TCTGCGGCTTCATTCTTGAAGTCAAGCGACACCACAAACCCACCAGAAGGGAGAAACTCC 

AGACACATCTGAAGGAACAAACTC 

Sequence 4395 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 AAAGGAAGTAAC 

TCAATCCACTTTAATATTTAGCTAGCATTTATGTTACAGGTCTATGAGGAAGAAATATAC 

TGGAAAAAAGAAGAAATACATTTTTTTCTCATTCTGAAAGATTTCGTTTCTCCACAAGAC 

AGCAAAATACACAAATATATGCAAATGTGTGCATGCACACGTGCACACAACCCACAAAAG 

TACTATCTATGAAGGAAAGAGATACCAAGTTCAATTGAAACAGGTATTTAGAAATGATAG 

GGAGGTTGGAAGAAAAGGTGAGAACACGTGAAAAGTAATTTTACTTTTGGTTAACCTTAA 

GCTTGCCAAC 1 1 i . u iCCTTGGAACAGCATTTGNCTTGNTTTCATACCCCCTATGCTCA 

TATCAAAAACTTAAAACTACTTCGGGATTCTACTTTTGAATTTATAGCCACATGACTAAG 

AT !!IIII GAATAT ^ G ^^ 

TNTTTTTATGAAAAATTCTATTCTTGATTGTAATTGGGGTTGATGAAAAAAAAATAAAAG 

GGCCAAGGGGCCAANAAAAGGCCACTTTCCNTTAAANGGCCACCCCAAGGGA 
Sequence 4396 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGCACGACACGGGGGCACTGTCAGTGTGGG 

AGCAATGGTTTACAACCTCCAGCCCTAATCTGAGCACTCTCACCTGTGCAATCTGAAAGG 

MCAGGAGACTTGCAGGAMGACAGTGCCTGGAmMCTTAAAGGAACTAAAAATGTTG 

GAATTTTTACTCTTGATATCCTTCCAAATCAACTCTCTCAATGTTCCCATCCTCAAAACT 

ATCATATGGGGTAACTGAGGCAGTCAGAGATTTACTGACTCAATGTCACTCAATTGATTC 

TGAGTTCACTGCTGATTACATCCGACCAAACTGCTTTTTCTGAAGTCTACTCCGTTTAAT 

CATGCTGGTGATGATTTTGTGCGGNTTCTGGGACAMCTTCACCTGGCTGNAAAAAAAAC 

AAATCTTGCGGNGACTTANGTCTTCTGTCATTTNCCATTANGTTCCCAATTTTCTTC 
Sequence 4397 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAGGCCTACGGGAGTCATGACTCCAGGAAT 
AAAGTCTGGGCATATAATTCACCCTGAGCCAAAGCAAACTTTAAAAGTGCCATTTAAAAA 
CCCCATAATGGGTAAGTAATGAGTGAATTAGAAGTTTGGTGAATTTTATGTGAAGTGAAA 
ATA AGAAA^ CACTACACACATAGCTATMTTTACACCATAGGGGAATGGATAGTTATC 
TTG I I I I I I I CTTTTGGGGGCGAGGGGGCTGTTTTTTTATTACCCAGCCACCTACCAATA 

GGGTTTTTGTTTTAAGTCTATTACTTGCTGCTGTTATGGGTGATTATGGAACTGCTGTAC 

CTGCCCGGGCGGCCGCTCGAAAG 

Sequence 4398 
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CCTGGTCACACCTCTTCCTGC AG TTTTAGGCCATGAGGGAGCAGGC A7TGTTG AAG AGCG 
TTG GAGMGGGG TGACTTGTGTGAAACCAGGTGATAAAGTC ATTCCACTCTTTTCCCCTC 
AGTGTGGAGAATGCAGGATTTGCAAGCACCCGGAAAGCAACTTTTGTAGCCCGAAGCGAT 
CTGCTAATGCCTCGGGGGACTTTGCGC 
Sequence 4387 

TCGACCCACGCGTCCGGCCCGGGTGTATGCTGAAAATGCCATCCGCAAGAAGAATGAAGG 

TGTAAATTGGCTCCGAATGGCCTCCCGTGTGGACGCAGTGGCCTCCAAGGTGCAGACAGC 

TGTGACCATGAAGGGGGTGACCAAGAATATGGCCCAGGTGACCAAGGCTCTGGACAAGGC 

CCTGAGCGCCATGGACCTTCAGAAGGTGTCTGCAGTGATGGACAGGTTTGAGCAGCAGGT 

GCTGTCTCCCTTGCCCTGTGATGTTCTGGAGGCTTCTGCCCAACTGCGCTTCACTTTCTC 

CAACCCTTCGTAGCTGCCTGGGCTCTTTTCCAACCTGTCAGGCTGGCGCCTTAGAACTGA 

GCCTTAGGTTGGGCAGCGGGTCTCTGTCCTGGTATTGAATTTGCACAAGTGTGTGGTGAC 

ATATGTGCGTGTGGGCCACAACTGGAGGATGGCAAAGCTTTCTGTTGTCCTCTGCCTATG 

TGGAGTTGACAGGGTTTGGCCTGCAGATGTGTGTGGACTTGAGCCCAAGTGCT 

Sequence 4388 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTC 1 1 H I TCTC I 111 I 1 1 1 H C II i 1 I I I I I 

TGAGGTGAAATCTCACTCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCA 

AAAAATAAAGTGAACCAGGGTGCTCAGGGAGCCTCGGTGAGCGAGAAAGGAGTTTGGAGC 

TTCMGTCTGAAACTGCGTTTCACAGTTTTCCCATCTGTAGAATGGACTGCATGATACCT 

CTCTTGCTAGGGGATGTGAGGATTAAAAGAGATAGCCTGAAAGGCGAGCTGGAGCAAGTG 

GGCTGATGGCCAAGCTTCAGAGCTGGCTTCCTGATTCAGCCTGGCCTCCCCTTTCGGG 

Sequence 4389 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCACAGCCTGTCAGTTGCACCCTCCCTGA 

CACCACCACCGGGACCTGCACAGACTGGGAGTTCATTTCTTGCTCACTGGGGCCTGCCTT 

CCCCAGGCTGGTGTCTTCTGATAGCCAAACTGAGGGGTGGGAGGTATTTTGAAATGCAGA 

TTTAATTATTCATGTGTGGTGAGGCCAACAGATCAGGAGATAACTGCCACTGAAATGATA 

GTTTGTTACACACAGTTCCCAATGGGAGGGGACATGCCACACACGGTGGGGGTCACACAG 

GGAAGCACCAAGGTCAAGCTGGGAGGTAGAGGGAGCCAGGGAGAAAAGTGGGCAAGAGCC 

TTTATTGTTTTCCATGGGAGGGAACGGACAAGGATTTGAGTAAGTAGGTTTAGGATTGGC 

TATTTGGAATAACTTCAGCGAG ATCTGGAG CACAGAGGCTGTC CTGAGTTATCTGGTATG 

TGTCCTGGATTGATTAGGGCANGAGACAGGGGCCCAGAGTGTGAGAGCCCAAAAAAGGAG 

GTGGGGGTATTGGGC 

Sequence 4390 - 

CCC7TAGCGTGGTCGCGGCCGAGGACGCGGGGGCTGGGAGCGGTTGCGGCGTGCCGGGAG 

CTGAGTTATAGCTGTGACTTCTGCCCTGCCAGGCCGCACACAAGCTGGCTGACCCGGTTT 

GTAAAAATGG AATTTC AAGC AGTAGTG ATGGCAGTAGGTGG AG G ATCTCG G ATG ACAG AC 

CTAACTTCCAGCATTCCCAAACCTCTGCTTCCAGTTGGGAACAAACCTTTAATTTGGTAC 

CCATTGAACCTGCTTGAGCGTGTTGGATTTGAAGAAGTCATTGTGGTTACAACCAGGGGA 

TGTTCAAMGGCTTCTATGTGCAAGAATTTCAAGAATGAAAAATGAANCCAGATATTGGN 

GTGTATTTCCTGGATGACGCCTGACATGGGMCTGCANATTCTTTGCGCTACATATATTC 

CAAAACTTMGACAGATGTTCTGGTGTTTGAGCTGTGATCTGATAACANACGTTGCCTTA 

CAATGAAGGNTGNGGGACCTTNTTAAAANTTTATGANTNCATTANTTGCTTTTNTTGATT 

NANAAAAAGGCCNANANTGCANTNNAAACCTNGTTTCCNNGNCAAAANGGGGA 

Sequence 4391 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I ll II I I I U 1 I 
ITTTTTTTTTTTI l AGGAAAAGTCATGGAGGCCATGGGGTTGGCTTGAAACCAGCTTTGG 
GGGGTTCATTCCTTCCTTTTTGTCTAGATTTTATGTATACGGGCTCTTNNAATGTGTGGT 
AGGGTGGGG 
Sequence 4392 



Page 788 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



TAATNCATTG ACTGGGGTGCTG GAATG NGGGN AAATGTATGTTTTC AAAGTTCTATCATG 

GGGAAATAAAATTA 

Sequence 4381 

ATAGGGAGTCGACCACGCGTCCGCGCTGTGAAGGCATCAACATTTCTGGAAACTTCTACA 

GAAACAAGTTAAAGTATCTGGCCTTTCTCCGGAAGCGGATGAATACCAACCCCTCCCGAG 

GCCCCTACCAC7TCCGAGCCCCCAGCCGCATTTTCTGGCGCACTGTGCGAGGCATGCTGC 

CCACAAGACCAAGAGAGGCCAGGCTGCCCTGGAGCGCCTCAAGGTGTTGGATGGGATCCC 

TCCACCCTATGACAAGAAAAAGCGGATGGTGGTCCCTGCTGCTCTCAAGGTTGTTCGGCT 

GAAGCCTACCAGAAAGTTTGCTTACCTGGGGCGTCTGGCGCATGAGGTCGGGTGGAAGTA 

CCAAGCAGTGACAGCCACTCTGGAGGAGAAACGGAAG 

Sequence 4382 

TATTAGGGAGTCGCCCCGCGTCCGGCTGGCCGCGGCCTCCCGGCGCTCTCGTCCTCCGCT 

TTTGCACAGCTCCCCGTTCCAGCCTTCGCCATGGGATTCGGAGACCTGAAAACCCCTGCC 

GGCCTCCAGGTGCTCAACGATTACCTGGCGGACAAGAGCTACATTGAGGGGTACGTGCCA 

TCACAAGCAGAC GTGGC AGTATTTG AAGCAGTTTCTGGTCC ACCAC CTGCTG ACCTGTGT 

CATGCCCTACGTTGGTATAATCACATCAAGTCGTATGAAAAAGAAAAGGCCAGCCTGCCG 

GGAGTGAAGAAATCT 

Sequence 4383 

GCCCCGCGTCCGCGGTTGCCTGCAGCGCGAGTCCGTCGACCCTCGGCCATTCGCCGCCGC 

CACCGCCGCCAAAATGTCTACAGGTGTGCCTTCGGGGTCAAGTGCTGCCACTGGCAGTAA 

TCGAAGACTCCAGCAGACACAAAATCAAGTAGATGAGGTGGTTGACATCATGAGAGTCAA 

TGTGGATAAGGTGTTAGAAAGAGACCAGAAGCTCTCGGAGCTAGATGACCGCGCAGATGC 

ACTGCAGGCAGGTGCCTCGCAGTTTGAAACAAGTGCTGCCAAGTTGAAGAGAAAGTATTG 

GTGGAAGAACTGCAAGATGTGGGCGATAGGGATCAGTGTCCTGGTGATCATTGTCATCAT 

CATCATCGTGTGGTGTGTCTCTTAATGAAGAACCCGATGAAACTGAAGCCCGATATTCAG 

GATCTTCTTCAAGACTTTCTACTTAGAACCTGCCGTGTTATCGAGCTTACCTATTGGTTT 

TTTT 

Sequence 4384 

CGCGTCCGATTAGATTGGGATGAACACAGTTCTGCTGGCAGATATGTTTCTCGGCGCTGT 

AAACCTCTGAAGGAGTTTATGCTATCTCAGGATGCCGAACATGAGCTTCTCTTTGACCTC 

ATTGGGAAAATGTTGGAGTATGATCCCGCCAAAAGAATTACTCTCAAAGAAGCCCTAAAG 

CATCCTTTCTTTTACCCACTTAAAAAGCATACGTGATTTATAAACACAGTGCTCTGAAAG 

GAATCT TACAG ACTGTATCAGTCTAGCTTTTAATTAAGTTATTTTGTATAGCTTAATTTG 

TAAAACATTTTATGTTTTTTAGATGCTTTATTAAATACATGGCCAAACCAAATAACATC 

TTCAGTAATTATAGAATGATTTATTTGGAATAAA 

Sequence 4385 

CGGGGGAAGGAGATGGGAGGACGAAGAGGTCCCAACAGGACATCTTACTATCGAAACCCG 

NTCTGTGANCCAGGATCATCAGGGGCCTCTGGTGGAGGCCACTCTTCTAGTGCATCCGTG 

ANCAGCGTCCGTTCTCAAAGCAGGACCACTTNTGGGACGGGCCTNTCCAGCCCTCCGNTG 

GCCGNGCAAACCGTTGTGCCTCTACAGCACTGCAAGATCCCCGAGCTGCCCGTCCAGGCC 

AAGCATTCTGTTCGAGCTCCAGCTCTTNTTCTGTCAGCTCATAGCCCTGTTCGTGCACTA 

CATCAACATCTATAAGACAGTCTGGTGGTATCCACCNTNGCACCCACCNTCCCACACCTC 

CCTGAACTTCCACCTGATCGACTTCAACTTGCTGATGGTGACCCGCCATTGTTCTGGGCC 

GCCG 

Sequence 4386 

AGTCGACCNCGCGTCCGGAAGTCTACAAGGACCCTCAATTTCCTGCCTGCCTGCAGCAAG 
GACAGACGGCATGAGCACTGCGGGAAAAGTGATCAAATGCAAAGCTGCGGTGCTATGGGA 
GCTTCACAAACCCTTCACCATCGAGGACATAGAAGTCGCACCCCCCAAGGCCCATGAAGT 
TCGAATTAAGATGGTGGCCACTGGTGTCTGCCGCTCAGACGATCACGTGGTTAGTGGAAC 
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GCTAAGTCTGTCCArCTGTCTTGTTTATCCACTGGCTCTCCATTTGTCCCTTTGGAGAGG 

AAGGTGGGAAGGCAATGTCCTGTCCCATTTCATGCCTTGCATTCTGCCCATCCCTTCCCT 

CCTCTCAGCTTAGGACACACAGCCCTTTCTTCTTCCCATGCTCTGTCCAGGACCACAGTC 

TGGTGCCTGATTCTTTGTCCATCACCAGGACCTAAGCTCTCCCTGGGTCTGTAGCTGGCT 

GCTATCACTGCCCACTCTGACCTGCCAGGACAGATGCAGGTAGGAGACTTTGGGGGCTGG 

CCAAGCTGGTGCCAGGCTTTCGGTGCTAAGGCCTGCAAGGGGCCTAGGTACGACCCTCCT 

CCCTGACCTGTGCTTGGAGCTGGCTCTTCAGCAGTGAGGGCCAGCCCAAGTTGAGTCTTC 

TGATCGGGGACTGAATTCAGAGGCCACCTCATCCACCAGCCACTAGAATGATGCCAGCAC 
TAGGGTTG 

Sequence 4377 

GGGAGTCGCCCCCGCGTCCGGAAAATGATTTGATGTGAAAAGTGGTGAAATCTGGCACTT 
GAAATAACCAAGAGAAAAGTTCCTACTTGATGCCTTAAGCCGCTCCTGCCCGAAGCTCTG 
AAGAACTGAGATGCCAGAGATGCTTACTATGGTACTACTGCATTTTTTGTAGAGTTGTAC 
ATTAATAATAAAACTTGC C TGC TTAATCTC AAAAN AAAAAAAN N AAA N NAAAAAAAAAAA 
GG 

Sequence 4378 

GAGTCGACCCCGCGTCCGGAGAACTGCAAATGAGTTCAATGTGACTTCTCGGTGCTAGTT 

GGCCATCTTGGCTCAATGTTGGGACACACTATCAGAGAGAGGAGTCI I I I II I I I I ICCC 

CAATGATATTCTGT TCAAAA TGAATTCTGAAGGAAAAGTTGCTCATGTCTGTTTCAGAGC 

ATACCCTTTTAAATCTTTTTAGACTACTCTTCTAGAATTCATCATAACCCCAAAATAGAT 

AAAAGCTATCTAGAAGTTGCCCTGACAAGCTATTGCACATCTCTGGTAAATCCTGCTGAA 

TGTAAGGAATATTCAGAGCTCTCATACCTCATCATGATGTTATTTAAGCAGCCAATTTAC 

ACGACCTGATTTACTTTGAAAMTTTGTTTCATTCAAACTAGAAAGTTCCAGAGACAAAG 

GACATTTCTCAGCCAAGAGTGTGATGCATTCTTGCCCTAGTCTTTACTTGTGTCTGCTCT 

GGGATGGATGCTGTCTGATGTCTGGTACCCAATGGAGCAGATACCCAAAACTAGTCAACT 

CCCGTCTGNCCTGGTGGTTTCTAAGTGCTGCTTTGTGCTGAGAGAACATGTTANTTTACT 

GAACTTGACCTGGACAAGACTGATTCTTTGTAATTTTAN 

Sequence 4379 

CCACGCGTCCCGCNCTGAGGAGTATACATCTAGTTTGTAGCTCAGGGCTCAGGGGTTAGG 

CCCTGGGTTTGATCTTCAGCATTGGAGGGAGACAGAGAAGAGAGGGTAACAGGGAGACAG 

AGAAAGAAAGACAAAGGAAAAGGAGAGGAGTGTAAGGAGGAGAGAAGTGGGAAGGAACAG 

GGAAAGAGAGAGATGGAGAAGAAGGGAAGTGCCCATAGTCAGTAATGTTTTGTGTTTATN 

GGCGGGGAAGTMGTTGMTTGGTTTCCTCTTTCTTTTAGCTGTTCAGCTAGTAAATCCT 

CTCCAAGTGCCTTAAAATGTAAAGTATTTAATAAGTGGTAANCAATTAAAAATTTTACAT 

TATCCTCTGGCATATAATAAAGTGCTGTGTCGACAAGATGCTAGAGAATAAGGTATCTAC 

ACATACTCAGCTGGTCTCANGAAACATGGCACAGATAAAATATCCTCCCTTTTGCTGGTC 

TCTGTCTGCTTCCTATCATGGGGGCTGGGATCCATTCTAAGGAGAATGGATAAGGA 
Sequence 4380 

AGTCGCCCCGCGTCCGTAAATCTGTGGTTTTATTTTTCTGTAAAACACTTAAAGGGGAAG 

TAATATCTTGGCATATTTAGAAATACTTGTGACTGGCTTCAAAATATAATTTCTTAAATA 

TCTTATAGCCGATTTTAAGTTTACATTTTCTGTACATGTTATGCTTAAAACCAAATACTG 

TTCMGATGAGCAATCAGACTTATGTTTTATTTTTATCTGGGTAACATATTATTTTGAAA 

TTTTCATCTTAAGTAAAGGAGCTTTTGATAATCAGTCTCCTGTCAAATATTAAAATAATA 

AmGATTTTAAATCATCAGCATGTTCAAMTACTGGTGAAAATTATTTAATATAAGGAC 

TGGTTAGAACATTATATATATATCCCATATTTATAACTGNTACCACACAGTTGAATATGT 

TGCAAAAATTATGGTTATTTCTGAACGGNTGCTTTTCTTGCTGGTTTCCACCAACCAAGA 

AGCACCTTTATAAACAGGTGCTAATTGATATGAAGATCATTTTGGTATGTCCTAGATAGA 

ATGAAGCCAAATGTCTGGATTTAAAACAATTTCAAACAATCATTTACTATTTTGCTTTAC 

TTTAAAGAACATAAATTTACTTCAGTTATTCTATCTGTAAAGATTATTTGGTATAAGAAA 
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^CTCTCTTGCTGCACTAGGCCTGGCCTGGCCTGGACCTCGGAAATCAGTCTCTCCTTTG 

TTGCTGACCTGCCTATCTGGACTTGGTTmCTCACACATATTTTGTAGTTATATTTATA 

TGCTCTTTGTCTGATCTGTGCATGmTrmCTTTTCTTTTTTCrrmCTTTCCGTGA 

?J^^ GTCTGACC ™ mCAGCATCCG ^ C ^ G ^ G ™GCTATCTTTTGTAGGA 

AATAGTGGGGGCACGCTTCGGAGACATTGTTTAGCAGTAMGAAAAAGATACAAATAGCA 

GCGATAAAGAGACATCCTAAAATTACAAAGTTGCCATGACAATAAAGGTCACAGGACCTG 

?J A ? TGTCAAAGmAACCCmG AC3GACmATCTCTGTGCCTTTCACTCAAAAATTAA 

AAAAAAAAAAGAAATTAAAAAAAAAAAAAAAAAAAA 

•Sequence 4372 

r^S CCGC ^J CCGA ^ GGmGTAMTGTGTAAC 

GTAGGCTGGTGTATTTTGCTAATTAAGAAATACAAAGTGTCTAGGAAAGCAATATTTGCT 

GCCmGCC ™ TGATG AACAATTTTTAATAATCTCAAAGTCATATA 
AAA TIT A ^I^ ATOCTAGAACmcAG ^TATCTATTrATCTTTAT^^ 

AAAA J A I]T CAGTC ^^^ 

TTCTGNCTTTATATAAAGGTTATTNCTAATGAAATGGCCTTTATTAATTT 
Sequence 4373 

G JT GGAG ^ 

AA^TACAAGAAATGAAMGMTGACATCACTGCAGATAGTMTGATCCAAGTTCCACAG 
iiyZSl ATAGAAGTGACTGTCCCAGTTGGG TAACAGAGAAAATAAACTCTGGGCCAGATC 
C ^ GG r A ^ AG ^ TCCAGAAAAGWAAM 

GG?GG?CCTGGG^ GGACTA ^ CmGG 
Sequence 4374 

? GG ^™^ 

?f™ AGAA ^ 
I A ?I£^ GA 7^^^ 

AAGGCCATGTTTGACAGTGACTTCAAGCAAGCGGAGGAGTACCTGTCGTTTGCCTTTGAA 

CACTGCCATCGCTCCAGCCAGAAGAACAAGAGGATGATTCTGA 
Sequence 4375 

?Z CG ^ CCCGCGTCCGCGGACGCGTGGGGAAACGCC ^CGCTTGCTTTGATGAGGAAGCC 

I G I^ CATGTGCATAATCAGACTGGAACGGGGG ACAATGTTGTAAArTGTACTGA 
AAACG^CAMTAAAAAATGAACCACTGTC^ 

Sequence 4376 

TTAGGGAGTCGACCCACGCGTCCCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGG 
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Sequence 4366 

CCGCCCGGCCAGGTACAGGAGTGTCGTGGTTGCCAACATTACTTGGAACTGCACACAGAT 

AAGTTATAACATACTTTGTGGAGCAATGCCTTCTTAAACTTTTGTGTCTTGGGTTATT^ 

GTGCTGCTATAACAGAATATCTGAGACTGGATAATTTATGAAGAACAGAMTTTATTCTC 

TCTC ATGANTCTTGGAGGCTGGAAAGTCCAAGATCAANGGCTTCATCTGGTGANGGGCCT 

TTTTACTGTATCCTCACGTGGCAAAAANACAGAAGGGCGAGAGNAGGGACCAAACTCTTT 

GTNCTTACCATGGGCAAAAGGGCAAAAAGACAAAACCCCATTCCTCCAAGCCCTTTCATA 

AAAGGCACTAATCCATTCCTNGAGGGTTGGGAGCCTTTTATTGACCTAAACACTTTCCCA 

AAA ACAC CCTGGTCTTCCAACANTmGmTTTGGGGATAAAAGCTTTCCAANAAAATG 

AAATTTTGGGGGGGANANCATTCAGACCCAATANCAT^ 

ATATTGACAGGTTAAAAI I I I I I I I I I I I M I M || I GGGTAAGGNAGGGCAAANTAGAA 
ANAAGCTTNGNGANAAACA 1 I M M I 
Sequence 4367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I II I I I M I I II I 1 I M I I I GCATTCAAGA 

TAAAAGATTTATTCACACCACAAAAAGATAATCACAACAAAATTCACTAACTTAAAAAAC 

AAAAGATTATAGNGACATAAAATGTTATATTCTCTTTTT^ 

TTGCTTCTACATAAATTTCTATTCATGAGAGAATAACAAATATTAAAATACAGTGATAGT 

TTGCATTTCTTCTATAGAATGAACATAGACATMCCCTGAAGCTTTTAGTTTACAGGGAG 

GTTTCCAATGAAGCCCCCAAACTAAACTAAATTATNAAACACATTAGTTATTTTCCAGAC 

TCAAAATAGGATACACATTTCAACCAATAAACTGAGAAAGAAGCATTTCATGTTCTCTTT 

CATTTGC TATAA AGCATTTTTTNTTTTGNACTAAAATGCAMGNGA 

TTTCTTCCTTTTAMTGGGCCCTTAAGAAGAATGCCNCTTTCTAAATTCATGGNGAAATA 

CCAAAATTTCA 

Sequence 4368 

CGCCAGTGTGATGGGATATCT GCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
i Nil III I Ml HI I Ml |<l UN immu 1H 1 1 11111 1 1 1 111111 ill U N 
AAACCATTTNTTNGATTTTAATNGATTTTTC 

NAANTGGGAAACCNCANTTAAAATTCANAAACCTTNGCNTGAAAAACANCCCNCCCCCCA 
INNGGAATTNCNCCAMCCCTTTTTNTTTTTTATTTNTTCAA^ 
NGNGANAAATNTGANCNCTGTNNTTTTT7TTTTTTTAAAG 
Sequence 4369 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTCTCCTTCAGCTTCCTGTCCTTCATCC 

TGAAGCTTCAGGGCAAGGAGAACCTTAATATATCCATTGTCTGGATTAAGCGGACAGCCT 

GCCTTAGGGGAAGCAAAGAAAATGGCTTGTGATTTTTTGTGGCTAATNTAAAGCCATCCA 

NGCGATAGGCAAGAGATCGCATACCCAGCGCTGGATTCAGGGTTT 

Sequence 4370 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGATGGGAGCAGCTTCACCAACCCCTGCA 

AAGTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCC 

ACGCACAGCTGAAGCATGAGGAAACTCATCGCGGGACTMTTTTCCTTAAAATTTAGACT 

TGCACAATAAGGACTTCAACTGACCTTCCTCAGACTGAGAACTGTTTCCAGTATATACAT 

GAAGTCAC TGAGGTAGGACAAA AGATTGCTATGGTCCTATTATTTTATGGTTATTGTAAG 

TGTACTTTN I I I I I I I I I I I I I I I GTNTGGGANTTTTCAAAATGCACAGTAAGAAGGTTT 

TTA TCTTN GATATACAAGAAGAAAAGATGATCCAATTCATAGCTTATGGCCTCAATNCAC 

ANGTTTTGTCAAMGAGGTGMGCANTTCACNTTATGCTTTTTTCTACCACCCAACCCTT 

AAANATCTTANTTGCAAGATTTTAAGCTTTGG 

Sequence 4371 

AGGGAGTCGACCCACGCGTCCGCGGACGCGTGGGCGGACGCGTGGGTTGCGAGCAAGCAC 

GCAGTAAAACTGCACCTTAGTAAGACGCACGGCAAGTCGCCAGAGGACCACCTGATCTAC 

GTGACAGAGCTGGAGAAGCAATAGTGTGCCGGTGTGCAGGTGGCTGCAGAGTACTGTACT 
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CTGCCTTCTTTGGNA I I I I I I I I I I I I I AATTACTATTCANGGGATCCCAAAGAAATTTT 

AGTTNATTANTTAACTGGAGCCAGCANGAATTGCCCACTNGACTGTTTTTAAGGATTTAA 

CTATCACCCAGGTN N TTACCTTAGGATANCATTAAATTTTTTAAAAATCTC ACCCCATTT 

NTTCT TTATA AGGACTATTTNNAAGANTTTAACTTNGCCNCAGAATGGGCCATNCCTTAT 

GNTTATTTTTNGGACCCCCTGG 

Sequence 4361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAGGTAATAAAACTGATTCATACAGTCTA 

ATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTATGACCAGA 

TATTCTCCTGGGTGCTCCTCAMGGAACACTATTMGGTTCATTGAAATGTTTTCAATCA 

TTGCCTTCCCATTGATCCTTCTAACATGCTGTTGACATCACACCTAATATTCAGAGGGAA 

TGGGCAAGGTATGAGGGAAGGAAATAAAAAATAAAATAAATAAAATAGAATGACACAAAT 

TTGAGTTTTGTGAACCCCTGAACAGATGGTCTTAAGGACGTTATCTGGAACTGGAGAAAA 

GCAGAGTTGAGAGACAATTCTATAGATTAAATCCTGGTAAGGACAAACATTGCCATTAGA 

AGAAAAGCTTCAAAATAGACCTGTGGCAGATGTCACATGAGTAGAATTTCTGCCCACCTT 

AACTGCATTCAGAGGATAATATCAATGAACTAAACNTGAACTAAAAATTTTTTAAACCA 
Sequence 4362 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAATACGCAAAGCCCTAAAACAAGCCTCAA 

AAAACTTAAAATGATTAA AATCT TACAAAGTATTTTCTACAAGTATAATGAACTGAAATT 

AAAAATAGCAGAAGMTATTTTGGAAATTCACAAATATATGGAAATTGAACGATGCATTC 

CTATATAACCATTGGGTCAAAAAATCAAAATGGGAATTAGAAAATAAGATAAATGAAAAT 

AAAAATTCMCATACCCAMTTTAGGGGATTTAGGACAAACAGTGCTCAAATGGGGAATT 

TATGTCTTTAAATGCATAAAATGAACAAATTTCTAGAAAGACGTAACTTATCCAACACAG 

TCCCTGGGCTATGGGCAACTCATGTCAGCATTCTGCCATCGATAGGGATCTTG 
Sequence 4363 

CGCGTCCGCTCCGGGCTNAGTTTGACNCAGTATCTAGCTATGGCGGCAGTGACCTGGAGT 

CGGGCTCGATGCTGGTGTCCGAGTGTCCTGCAGGTCTTCAGATTACAAGTGGCTAAACTG 

CACTTGGGCAGACCAACAATGAGAGCCAGTCAGCAGGACTTTGAAAATGCATTGAACCAG 

GTGAAACTCTTGAAGAAGGACCCGGGAAACGAAGTGAAGCTAAGACTCTATGCACTGTAC 

AAGCAGGCCACAGAAGGACCCTGTAATATGCCTAAGCCTGGTATGCTTGACTTTGTCAAC 

AAAGCCAAGTGGGATGCATGGAATGCCCTGGGCAGCCTACC 

Sequence 4364 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCTCAGATTTTAAGACAGTAGCTT 

GCTGATGCTCCCAGCTGMTAAAGCCCTTCCTTCTACAACTCGGTGTCTGAGGGGTTTTG 

TCTGCAGCTCGTCCTGCTACAATGGTGGTTCCTTTACAGGATATTCATGATTCCCTACCT 

TGAATCAATGCCGCCATCTTCCTTTTAACTCANGGGACTATGAGATACACAGGTCTTCAA 

TGCCAGTCACCTCATGGACTCACCACCTAGTTTATCAAGGAGAAGTTGATGCTGGGAGCA 

ACTACAAAAATGAAGCTACTCTGATTTAGCCCAAAAAGATCTCCATTCTAAGGACTCCTN 

GTGATTTGATTGGGAGCCTCTACATCATTCANGGAGAATCCTNTGACCTCAAGTTCTGTA 

ACCTTGAATCACATTCANTAAGACTTTCAGCTTGGCAGAACCACACAAGCCGCTGNAATA 

TCAAAGAGGGGGAAGAACCAACTGGGCANTTTGAGACTATGGGATAGATGCCACTTAACT 

TCAGAC NGNANAA CCTTTGGAGAGGAGCCCAGNTGGAGACNACCAGGCTTTNAAGGAAAG 

AANACC milt! iGCNCCCCCTTTAAACTTCCCTTNTGCTNNAGAGCTCTTCCANTTGC 

NTAATAAAATCCTNTGGCATTATTN N CCTTCAAAAAAAAAAAAAAAAN AA 

Sequence 4365 

GCGGCGCCAAAGGGGAAGCTTTGGGTCCAGGCCCAACTGGGGCTCCCGCCGCTGCTGCTG 

TTGACTATGGCGCTGGCCGGAGGCTCGGGGACTGCANCGGCCCGAAGCCTTTGACTCGGT 

CCTGGGAGACACAGCGTTCTGTCACCGGGCCTGTCNNTNNCCTACCCCTTGCACACCTAC 

CCGAAGGAAGAGGAGTTATACGCATGCCAGAGAGGCTGCAGGCTGTTTTCAATTTGCCAG 
NTTGNGGATGATGGGC 
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CTACGNTGGCGGGGCAAGG 
Sequence 4356 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 I I I I I I I I I I H I II I I I I N NCTTTTTTT 
TTTTTTNTTTANTN I I I 1 I i I I I I I i I I I { I I I NCNTNTTTTAANNGNTTCCCCACCCNT 
TAAAANAAANTTTTNTTNAAANAAAAANN 

NTTTAANTTTAAACCANTTTANAAANAGTTGCTNCNAAAAATTTAANCTANATNANNNNT 
TTTTNNCCNA I rTTTTTTTTTTTTTTTTI 
Sequence 4357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGATTTTGAATTTCGTGATTTTGGTTTGG 

CTTAAACGGTAAAAGTGTGTGTTTGCCCTCTTTACCCATTCTTTGTCTTGTGGTGAGTAT 

GTGTGGTGTGAGCATGGTATTTTGTCTCGGAAGAAAAAAATATGGGTCAGGCGCAAAGTA 

AGCCCACCCCACTGGGAACTATGTTAAAAAAAAATTTCAAGATTTAAGGGAGATTACGGT 

GTTACTATGACACCAGAAAAACTTAGAACTTTGTGTGAAATAGACTGGCTAGCATTAGAG 

GTGGGTTGGCTATCAGAAGAAAGCCTGGAGAGGTCCCTTGTTTCAAAGGTATGGCACAAG 

GTAACCTGTAAGCCAAAGCACCCGGACCAGTTTCTATACATAGACAGTTCAGCTGGTTTT 

AGACCCCCTTCCCCCTCTCCCCACAGTAGTTAAGAGAACAGCAGCATAAGCAGCTGGCAG 

AGGCAAGGAAAGACCAGTAGAGAGAAAAAAAGGCCATCTATACCAATTTTAAAGTAATTT 

AAACTGAACAAAGGTCTTATTAATAGCAAAGGATAATTGAAATCACAAACTTATAAGG 

Sequence 4358 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTC I I I I I CAGGTTGTGATGTGGCCATTC 
CGAATTTTGTTGAGAGTTTGGTTTATAATTGTCTCTTTTGTCTTG 

TTGCAACAGTTTTGAAGGTGCTGAGTGGAAAACCGAAACACATGGTTATTGCGTATTGGA 

CCTAGAATGAAATAATTGCCTCAATATTTAACAACMGCCATTCTTATCTCAAAGATTTA 

AATTCCCGAATGTCCCATTCGCAAATCATATGCAATTGAAGTGAGCAGCATGAGCATCTG 

GGTCATGAGGGCCTTCATTTACGTAAATTTGTCACTAAAACCCAGTAGTAGCTCTACAAA 

ATCTTAMCTGCTGCMGTGCTCAAGGAGATGGMTATCTTTTGTCATTGGTGCTGAGGA 

GAGCATTTCGGTNAGAAGACAGTTGCGCCTGAAGATTGAGTGGTAAATNATCAAACCANT 

GGTTCTCAGTGTTGGCTGGTATACACTTTGTAGTCACTTTGGGAATGTTGGAAGACACAT 

CGATGCNTGGGTTCCCGTNTGCCCAAGATTCTTATGTTTGGNTTTNGAAATATGAGCTNG 

GCATAAGGA I I 1 I I NAAAACCTT 

Sequence 4359 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATACTAACCAGTTTGGGGCACATAAATGT 

TACAAGGGAGAAAAAAAGATTTAGACTAGCATGTGAATTTCATCAAGCAGAGACACCTTG 

GTTAAAAAGCAAAACTTGTGGGGTGGAGAGGAAGGAAAAAAAGGAAAACGTAAGAAAAAG 

GACCGGAGTGCTCACTGTTTATCATTATCAGCCCC I I 1 I M I GAGACGGAGTCTCGCTCT 

GTCACCCAGGCTGGAGTGCAGAGGCACTATCTCGGCTCACTGCAAGCTCCCGCCTCCTGG 

GTTCACACCATTCTCCTGCCTCAGCCTCCCGAGTAAGCTGGGACTACAGGCGCCCACCAC 

CACGCCCAGCTAAI Mill I GTATTTTTAAGTAGAGACAGGGTTTCACCCGTGTCAGGAT 

GGTCTCGAATCTCCTGACCTCGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGGATT 

ACAGGCGTGAGCCACCGCGCCCAGCCCATTATTAAGCTTTTNATTAGAANAACTTCAGTG 

AGGGTGTTTCCGGGGGGGGAA 

Sequence 4360 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACATGGTCGTGCTATACAATCCAAAACAAATG 
TATTATTTTTAAAAGGTTTAGTGAAATGTTTATTTTAAAGTTTG 

GAGTAAAGTGCTAACTTACAAAGCTTACAGTTTGTGACACCAGTGATAATGCATGCATAC 
TGCTATTTTCACCACCAACTGGTGAAACAATGAAAAGACAGTTTACTTTTACTGAGATAC 
CGAAATGAGTCAAAGACTATATTAGCCAATATAATTCCTTTG I I I I I AGTGTGAAATACT 
ATGGTAGGGGCCTAATTAAAAAATAAAAAACAATATTGGAGAAACAGTAAAAACAGTCAT 
CAAGTGACTCTAAGCTTGTATTTTACTCTAAAGCTTTGTATTAAGCTTGTATTGACTCTA 
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GCTGCTGGAAAGCTAAAACCATGGGGGCAATCTAAAGAAAATAATTATCTAAATCAACAT 
GTCAACAGAATTAACTTCTACAAGAAAACTTACAAACAACCCCATCTCCAGACAAAGGAA 
GAGCAACGGAAGA AACG CGAGCAAGAACGAAAGGAGAAGAAAGCAAAGGTTTTGGGAATG 
CGAAGGGG CCTCATT T TGGC TGAAGATTAATAATTTTTTAACATCTTGTAMTATTCCTG 
TATTCTC AAC i n il \ CCTTTTGTAAA I MINIMI I GCTGTCATCCCCACTTTAGTCA 

CGAGATCTTTTTCTGCTAACTGTTCATAAGTCTGTGTAGTGCCCATGGGTTCTTTCATGT 

GCTATGATCTCTGAAAAGACGTTATTCACCTTAAAGCTCAAAATCTTTTGGGGATGGTTT 
TTA 

Sequence 4352 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTCCGTCTCCCCACTTGCCTAAAACAAGCA 

GGCACATCCCATCAGTGAGACTGGAACTTGCGGGAGAAAATAAGAAGTGAAATCTCTCTC 

ACACACACAGTTCTACTCAMCTATAAGCTTTTATTATTGTATTTTACAGATCATTCATT 

CAGGACATGCTGCATCTGGGGTTGGCATCATTTCCCTTTTGAATGACAGAATGTGCATAA 

AAGTCTCTTGCCCACGCTGAACTCACACGTGCCCGGCAGGAAGGAGCTCTCACGAAGTGC 

CAGCTGGATGTGAGCTTGCTCTGGCAGCAGCAGTGCTGTCCTTGTTTCTGAGCTGCCACC 

TATTCACTGGAGTTAGGTGGGTCAAAGCTGAAATTTAGCTTGGMTTTAMGTTTCTAAT 

TTTATACTTTTCATTGTGGTCTGGTCAGATTTTAGTCTGCTTTAAAAT 
Sequence 4353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCACTCCTGCTCTAAAACTTGCCTCAG 

TCTCTCACTGTGCCTTATGCCCCTCAGCTGAATTCTTTCTTCTGAGCAGGCAGGAATTGA 

GGTTGCTGCAGACGTGTATGCATTTGCCACCAGTAACATACTTTGGTGCCACATGACTAG 

GATATGTTCTCTAGTGC1AACATGTTCGTTTACAGTTCTTAGGACTCCCTGATAGAAAAA 

AACACACAAAAAAACGCAAAAAAACCCAACCAACCAAACAAACAAACAAAAAAAACACAG 

GAGTTTCTCCCAAAAA GAAGTC TGCAGTGTCTTTTCTGTTTTCTCTGAAGGTATCCCAGG 

GTGTTAGATTTCTGTTGTTTTTCCCTTATGTGGCACCCGAAGTTGGCAAGAAGAAGGAAG 

TGCTGATATAAATAAATAGGGAAAT 

Sequence 4354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGCCCACCAAGCTAAAGAGGCTGCCCAGA 

AAGCAGTTAACAGTGCCACCGGTGTTCCAACTGTTTAAAATTGATCAGGGACCATGAAAA 

GAAACTTGTGCTTCACCGAAGAAAAATATCTAAACATCGAAAAACTTAAATATTATGGAA 

AAAAAACATTGCAAAAAAAAAAAAAAAAAAAAAAGGTAC I I I I I I I I I I I I I I I I I I H I 

TAANATAAAAGATTTNTTCNCACCACAAAANGATAATCACANCAAAATNTNCACTAACTT 

AAAAAACAAAAGATTATAGTGACATAAAATGTTATATTCTCTTTTNAAGGGGGTAAAAGT 

^TTTTGNTTGCGTNTACATAAATTTCTATTCATGAGAGAATAACAMTTTTAAAATCCAG 

NGATAGGTTGCATTTNTTCTATAGAATGAACATAGACATAACCCTGAAGCTTTAGTTTAC 

AGGGAGTTTCCATGAAGCCNCAAACTAAACTTATTNTCAAACCCATCAGTTNTTTCCAGA 

CCTCAAATNGATTCNCATT CAACCAATTAA ACTGGAGAAAGAAGCATTTCANGGNNCNCT 

TTCATTTTGCTTNAAAAGCA I M M M M I \ TGNCTNAATGCCAAAGGGGGGAAATTGGG 

ATTTT 

Sequence 4355 

CCCTTTO3AGCGGC CGCCCGG G^ 

ACAi mm iGCATAAAj Mill ] ATAACATTTTTTCTTTCACGACTTTTGCCGACAATTC 

TTCAATGTGTCTCAACTTTCTGACTTATTACAAACATTTTTT^ 

^TTTATTTCAGGACM 

CCACi m m m m M 1 GAAGATAACCATTCC 1 M I I I 11 M I I A AAGCAAACTTTCTTTA 

TGTCTTTGGACTAGACTGTCTAAGGCCACAAGATTAGAAGTTCCATAATACATGTTACAC 

TGTTAACTTTAAGCAAACTTCACTTTTGTTGAAAACCTTGTAAGTTTGGGATTT 

TCCTTTGCTATTAAGACCTTGTTTAGTCTAAATTAACTTAGAATTGGTATAGATGGCCTT 

TTTTNCTCTCTACTGGTCTTTCCTTGCCTCTGCCAGCCGCTTATGCTGCTGTTCTNTTAA 
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CTACTTAGATTTGGCATCTACTTAGATTTAACATATACTAGCTGAGAAATTGTAGGCATG 
TT TGATA CACATTTGATTTCAAATGTTTTTCTTCT 

TATTT! I CATACAAATGGTTAAAAAGAAAC AAAATCTATAAC AACAACTTTG GGATTTTT 
ATATATAMCTTTGTGAmAAATTTACTGAAmAATTAGGGTGAAAMTTTTGAAAGT 
TGTATTTCTTCATATGACTAAGTTCACTAAAA 
Sequence 4348 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAATCTATAACC 

ACTTTCCTATTAACATGGATAATTGAAAGGTGACTCTGTTATGCATGTGTGTATAAACTG 

CAGCTCAAAACTGCCCATTGAATTAAACMCTAATGTCTATCAAATTTCAAATTGACAAA 

TATATTGGGTAATTTATCTMCTTGCTTTAATATTCTTAGTATATTCAMTTGAATCTT 

AGGAAAATAAATTTACTCTTTGCTTAGCAAATATATGAATGATCCTAATAAAAAGAATAG 

TTGTCAAATAAACTATTTTATTAGGAMGAAAACTTTCCTAAAGGCAAAATCTTAGCm 

GATATGCATTAATTAGATGCTTATTAGATATTAAGATATCTACAAAATACCTTAAATAAA 

TTGCAAGCAGATTAATGTTTCAAATAACAGGCATTAATAAACATCTTCTGTAATGCTAAA 

CT TATC CGAGGAAACCTAGTATTTCTGATATTTAAGTAAATCATGTTTTATTTATGAGCA 

AGTTTTAGACTGCCAATTAGCTGGAAMCTTGCTAATGAAATTTCATCAGAAGAGAATCC 

AGGCAATGCCTTCTTTCATCTCTTCAAGGCATGATGGGCCTCTGAATTGGAAAATGAGAA 

CCTACCTCTTGGTTAAAGGNCATTGGTTTCTTCAGAGGACATAGCATTCTTGAAGAAAGG 

AATGGGCACGTGTTAGNGGCCCATNACCCATGCCTAGCTTTTTTATT 

Sequence 4349 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTAATATGATTCTTTTCTCTTTCCACATAG 

AGAATCAGATAATCTATAAATAATGACTCTTACTGTTCCACTTTAGGAGTTAGGTATACA 

TACATATGTGTATATATATGTATATATATACACATACACACACACACACACACACACACA 

GTGACCCCCCAAATTTCATATGAAGTTCCAAACCTCAATGTGACTGTATGTGAAAAGAGA 

AGGGGGCGGGGAGGGGGGAGACCGACCGACCTATTTGTTGGTCTCCATCGTGTGAAAACA 

TGAGGAAGTGGGCACTTACATGCCAGGAAGGGAGCTCTCACTAGAGGTTGACCATGCTGG 

CACTCTGATCTCAGACTTCCAGCCTCCAGATATGTGGGAATATAAATTTGTGTTTTGGGC 

CAGATACGGTGGCTCANGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAAAAAGATCC 

CTTGAGCCAAGGAG TTCA AACCAGCCTGGGCAACATAGCGAAACCACATCTTNTATTTAA 

AAATACTACAAGATATTTTCA I J I I I I I I GGNTTGTTTCTTTGNTTTTTGAAGTTGGGNG 

GmG GTTC TTTGGTmGAGTTTGGGGCTGCACTTCCAGCCTGGGTGACAAGAGCCAAA 

ACTCCTTTTNATAAAAAAAAANGAAGGAAA 

Sequence 4350 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGGGTGTT 

AGTTTCATAGTATGAAAGTTATGTGTGTCCTGCAGAAAGTTACGTCAAAAGACTTATTTG 

AAGCAC TATATTTGAG GGAGACTGCAAGTTTGATTGCTCTTTAGTGGTCCCAATCAGGTA 

TTAGGCI I i 1 II I I i ICTGTATCTTTATTCTATTTTTCTTTCTAGATCCCCAAAAATGCG 

GAGGGAAAAGTGATCAAGTTGTATCTGATGTGAGTGGCTTTATGTATTAGGATACAATGT 

ATATAGGGAAAAGATTATAAATTTAGCATGATAATACCTAAACAGTGCCTGCCTTTTTCT 

GGTTATATGAGCTGGACAA GTCA TTTAAMTCACTCAGCCTCAGTTTCTTTACCTGTAAG 

GTAGACTTAATGACTATTTCTTTTCTCACAGAGTTACTATGGGAATATACTTGGAATAAT 

GAATGCATATAAATGTTGCTATAAAGAATAAATATMGGGACTTAAAATTATTTTGGCAT 

TCTGAATAGAAATGTATTCTCAATANGMGGACTGGATTATTCTTGGTTMTTTTGGAAA 
TAGCNAAAACTAAT 

Sequence 4351 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGGGTCTGAAGGGGTCACTCGAGCGCTCT 
GCTATCTCTGCAGCTAAAACGGGTGTCAGGTTTTCAGCTGCTACTAAAGATAATGAGCAT 
AAGCGTTCACTGACCAAGACTCCAGCCAGAAAGTCTGCACATGTGACCGTGTCTGGGGGC 
ACCCCAAAAGGCGAGGCTGTGCTTGGGACACACAAATTAAAGACCATCACGGGGAATTCT 
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ATGTGTGTGTGTGTATGGTTTTATATATATTTATATAAAGTATAAATGCTTTTGCTTATA 

TATATGAATCTCATTTTCCCACTGGCTTTCCTTAAAAACTAMCAAAACACAAACACCTT 

ACTGATCTTTAGTAGCTCGTAAGCTGATTTTTAGCCTTTCAGCTGAGAGGAAATGGTCCA 

AAAAAAAAAAAAAAAAAAAAGTACCTTCGGCCGCGACCACGCTAAGGG 
Sequence 4341 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCT 

ACGATGGAAAAAAGGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTG 

ATATTATCAAMGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTT 

ATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4342 

CGCCAGTGTGATO 

m i i i n M i i i i i m i I l ATAACAGAGACAGAGAAACAGGGTCTTGCTGTGCTGCCCAC 

ACTGGTCTCATTCTCCTGGCCTTATGCAATCCTGTCGCCTCAGCCCCCACAGAGTGCTGC 

ATTACAGCAGAGTGCTGGCATTACAGGGGCGAGCCACCATGCCTGGCCAGAGCTCCTTTA 

AAGAGCAAGTTTTTCCAGTGTGMGTTATAAAATAGCTTACTTAATGTGTTGTGCATGCA 

TGTGTAGCTATTTAAACCTGTGGACACAACATCAGTGCTCACTGGCACTCCTGGTTTGGG 

ATCTTACCCTCTTGAACTGAGACGCGGTCTCACAATCTGAATGGAAGTGACGTGTCACTT 

CGGTAGGCAGAAGTGGTTAAGAGCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 
Sequence 4343 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGTAGTTATTTTCAAATCTTTGCT 

TGATAAGTATTMNAAATATTGNACTTGCTGCCGNATTTAAAGCTCTGTTGATCATTGAT 

NCCGTNTGGATTTATGGGGGAGGGGAGCACTGTGTTTATGCTGGAATATGAAGTCTGAGA 
CCTTNCGGTG 

Sequence 4344 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I rTTTTTTTTTTTTI I NTTTGAAAGGGCAGCAA 

AATCTTNTTGAGAAATTACATTTTATAAGAAACCCAAATTAACTCGGATAAAATAGATAA 

CATTATTAGTAAGCCTCAATTTGAAAATTCCAAATTC 

Sequence 4345 

CCCTTA GCGT GGTCGCGGCCGAGGTACGCGGGTGAGTCCTTTTGCTTTTAGGCTTTTGAC 
TTCTGGTTTTAGACTTTCTTTAGCTTCTGTTGTT^ 

ATM GTTTG CATGGATTAMCTGMCTTAATGAAATTGTCCCTCCCCCCAAATTCTCAGC 

ACAATTTTTAGGCCCACMGGAGTCMGCACCTCAAGGAGATCTTCAGTTTGAACTTGGT 

GTAGACGCAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTACTTAAGAAAGA 

GAGGAGACCTTGGGGATTTNGAGGAAGGGTTCATMGGGAGATTTTAGCTGAGAAATACC 

ATTTGCACAAGTCAATCACTTCTGACCAAGTTATCAGAAAAAGGAGAAAAGAAT 
Sequence 4346 

CCCTTTCGAGCGG C CCGCCCGGG CAGGTAC I I t I I II I I I I I I I ) 1 I i 1 I I M | 1 CTTTT 
""""iiillDN IIIIIIIIIIIUIIIIliniiii l lllllM ANNNATTTTTT 

TTTNGGGNTAAANNAAGTTNNTTAAAAATTTAAAAANTNAAAANTTGGNNTTTTTNCC 

AAAAAAAATANTNCNTNNCNNtTTCCAAAAAAAAA 

Sequence 4347 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATCTTCTGCATCTCTAGGATCTTCGAAT 

TCCACAAAGGCAAATCCTGGAGGATTTCTCGCAATCCATACAGTTCTTAAAGGACCATAA 

TAACTGAAAGCCCTTTCTAACTCTCCTTTGCCGGCGCCAGTTCCCAGGTTACCAACATAC 

ACCTTGGTTTCTCCTCCGTACGAAGATCTCTATAGTAACTGTAAAAGTTTGAAGCTCACA 

TTAACCTGTAAACATCAGTTGGTCAGGGACAGTTGCAAGGCCTCCTGCAATTGTTCAAAC 

AGCATTTATTAAATACGCATTACACACCGAGTAGGGCTATGTAGAGAGGAGTCAGATTAT 
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TTTACTGATTTTACTGTTTTGTGTTCATC 
GAAAATGTATTTGGAAATGCAG 
Sequence 4335 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACG 

CGGGGAGCTCTGGGAGAGGAGCCCCAGCCTTGGGATTCCCAAGTGTTTTCATTCAGTGAT 

C AGGAC TGAACACAGAGGACTCACCATGGAGTTTGGGCTGAGCTGGATTTTCCTTGCTGC 

TATTTTAAAAGGTGTCCAGTGTGAG 

Sequence 4336 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTAAGACGCTGCTAATTGACTGCCACTTCGCA 

ACTCAGGGGCGGCTGCATTTTAGTMTGGGTCAMTGATTCACTTTTTATGATGCTTCCA 

AAGG TGCCTTGGCTTCTCTTCCCAACTGACAAATGCCAAAGTTGAGAAAAATGATCATAA 

TTTTAGCATAAACAGAGCAGTCGGCGACACCGATTTTATAAATAAACTGAGCACCTTCTT 

TTTAAACAAACAAATGCGGGTTTATTTCTCAGATGATGTTCATCCCGTGAATGGGTCCAG 

GGAAGGACCTTTCACCTTGACTATATGGCATTATGTCATCACAAGCTCTGAGGCTTCTCC 

TTTCCATCCTGCGTGGACAGCTAAGACCTCAGTTTTCAATAGCATCTAGAGCAGTGGGAC 

TCAGCTGGGGTGATTTCGCCCCCCATCTCCGGGGGAATGTCTGAAGACAATTTTGGTTAC 

CTCAATGAGGGAGTGGANGAGGATACAGTGCTACTACCAACTAGT 

Sequence 4337 

GATATCTGC AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 11 M I II 1 II 1 HI 

rmrm iggggaataacacacactggagcttgctgagggagggtcgggggagagcatt 

AGGACACACAGCTAATGCATGCTGGGCTTAATACCTAGGTGATGGGTTGATAGGTGCAGC 

AAACCACCATGGCACACGTTTACCTATGTAAMTTAGTTTCWACATAGACAATTTCAA 

MTCTTAAAAAT MTGCTT TGAGGGMGGAGAGACTCTTTTCGTAAAAGTGTTTCTTAGG 

AGAAGCATGTCATTTTTTACTTTTTGATTTTnTCATACTTACCCCTCCA 

TCGGCCGCGACCACGCTAAGGG 

Sequence 4338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I rTTTTTTTTTTTTTTTTTTI I GAGACAG 

GGTCTCACTCTGTCACCCAGTCTGGAGTGCAGTGGCGCAATCATGGCTCACTGCAGCCTT 

GACCTCTTGGGCTCAAGCTATCCTCCCGCCTCGGCCTACCGAGCAGCTGGGACTACAGGC 

GTGCACCACCATGCCTGGCTACTTTTTATAAAAAAATTTTTTGTAGAGATGGGGTCTCAC 

TGTGTTGCCCAGGCCGATCTCGAACTCCTGGGCTCAAGACATC7TCCTACCTTGGCCTCC 

CAAAGTGTTAGGATTACTGCTGTGAGCCACCACACTGGGCCCAAATACCAAATTCTAAAT 

AGAATTGGAAATTGTGTTATTGAGGATTTAGTGATTACTCTCCCCTATGTCTTGTTAAAG 

^^^ZZH?^^^^ 4 ^^^"^"^ GTTGCCTTTTTC C C TCTGG TTCTC TC AC C A N TTATAC AATG G G 

GGTTTTCAGAAGCTNTATTACNCGACAGCATTATNACTCTGGNGGGTAAAGGAAAGGGGG 

GTTGGGGATTTNTGANTCNCTAAAANTTTGTAAGTTGGNAGGNNTTGGTANAAATGGNAA 

AATTTTNAACNTTTAAANTTTAAAAAAATN 

Sequence 4339 

CCCTTTCGAGCGGC CGCC CGGGCAGGTACGCGGGGGCCCTTGTTCTCTAGAAGCAAGGAG 
CCCTCTGACCCCTTCTTTTAMCAAATTCTTTTGTCTTTGTCTTCAT^ 
CTCCTTCGTTTAGTCCTACAGTAACAGCCACAATGGCACCCAAACAGAGACTTGAATGAA 
GAAGGTCTGCTGGAGCAGAGAAAGTGAAACTGATCAGATGAACGAGGAACCCCAGGACGA 

GTCAGCCAGAGGAGGATATAAAGTCAGTGCCCTGAGGAGGTACCTCGGCCGCGACCACGC 
TAAGGG 

Sequence 4340 

CCCTTTCGAGCGGCCGCCCGGGAGGCTAAGGGAGGCTATGGGAGGCTAAGGGAGGCTCAG 
GTAAGGAGGATCTCTTGAGCCTGGGAGGCAGAAGCTGCAGTGAGCCAAAATGGCACCACT 
GCACTCCAGCCTGAGTAACAGAGTAAGACTCTGTCTCAAAAAAAGAAAAGAAAAGAAAAA 
AAGAATTCAAAGGAGAACTGACATATCACCCAGTGGGTATATTACAGAATGCTTGCATGT 
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GGAAACAGCGGCAGCCAGAGAACTGTTTTAATCATGGGCAAACAAAACTCACAGATGAAT 
GCTrCTCACCCGGAAACAAACTTGCCAGTTGTGTATCCTCCTCAGTATCCACCGACAGCA 
TTCCAAGGTAAAGCAGTTGCTGAAAGAAGAAAAAGTAAAATTAATTGAGAGACAGAGAGA 
GAGAGTGAGAGTGGGAGAGAGAGAGTAAGAGAGAGAGAGAATTGTGTATTTGTTTTTATT 

TAl I I 1 1 ATTTGGCTATCATTTTGCACAGMGTAATTTTTATTTATAGAGGACAGTAAAG 

GTATAAAGAAAGCTAGTAAAAACAACATTAGGTTTACATTTAGCAAA 

Sequence 4330 

CCCTTAGCGTGGTCGCGGCCCGAGGACACTCCCTAATGTTAGAGTCGGGGCCTAGGTGGA 

AAAAGCTTTAATCATAAAGGAGTGGGAGTGGATCCTTCACAAATGGCAAAGCACCAAGCC 

CTTAATGCCATCCTCCTGATAGTGAGTGAGTTCTCATGAGATCTAGTAGGTTTAAAAGGC 

TGTGGAACCTCTTTCCTCTCTCTGTCTTGlTCCAACTTCTGCCATATGAAACATGTCATr 
GCCGCTTGGATTT 

Sequence 4331 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTCAGGTGA 

ATTAGA^GTTGCTGGCAGTGAGTTCAATGTTAATGATTCAACAGTGTATATTAAATAAG 

GCATTTTTAAACAGAAACATAAAATMGTTTATGTATTGATGGTTGACCAATATGTGACC 

AGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTCAATATTC 

ACTAATTCAGGTTCTCAGTGACTTTATAAAACATAACTGCTGTGAATAACAAGACTCTAC 

TGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAATCAAAAA 

TTGGAATTCCTAGAATTAGCCTTCCAAGCCTTCTTTCTTTCTTTCTTTCTTTTTGAGACG 

GAATTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATTGTTGGCTCACTTGCAA 

CCTCCGTCTCCGGGGTTCAGGCAATTTTACTGCCTCANCCTCACGANGTTAGCTGGGATT 

ACAGGGNNTGTTCCACCCCCNCCCAACTTAATTTTNGAATTTTTTTAGTNGGAGACCGGA 

NTTTCTTCATTGTTGGGCCAAGGCTGGNTTTTNNAACCTCCCCGGNCTNAGGNGGATCCC 

CCCCCCCTAA ACCTTCC CAAANGGGGCTGGGAATTACCAGGGCGNTGANNCCACCTTNNC 
CGGGNCCCCCTTTTTTT 

Sequence 4332 

CCCTTAGCCGTGGTCGCGGCCCGAGGTACCTTNCTCAGGGCACTGACTTTATATCCTCCT 

CTGGCTGACTNAAACTGAGGTTCCTTNGTATCTGATCAGTTTCACTTTCTCTGCTCCAAA 

CANACCTTCTTCATTCNAAGTATCTGTTTGANTGCCATACNCNGCTGTTACTGTAANGAC 

TAAACGAAGGAGGACAAATGCANAAATNAAGACCAAGACAAAAGAATTTGTTTAAAANA 
Sequence 4333 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTGGGGAAGGTGAGAAAGGGCTTTGTTC 

AACCCAGTGATCATTGCTCCTTGGGGAAGGCAGTTCTTTTATAACGTTTCAATTCCTTTT 

GAACTAGGAAGTAGTCCATCTGAATAGGTAATCATCTACTGAGCCTCTGAGTCATTCCTT 

AGTGATATCTTTGCTAATCCATCATCCCTTTCCCCAAATCCTTACTCTTTCTCAGGTTTC 

TTACTAGAAACTTCCCAATTGCTTTTTGAGGGTGTTAACCTGAGCTGGAAGAGATTGCAC 

AGGACATGTTGTTTCTTGTAAGCTGGTGCTAATAAGCTGGTCTGTTCCAGGTGATGTCAG 

TGTTGGCATTAAGTGTGATGCCCGGGTGTTAAGTGAAGATGAGGAAGACGTGGATTTTGA 
C ATTATTC AC AAT 

Sequence 4334 

CCCTTCGGCCGGCCGGGCAGGTACGCGGNGGCCATAGTGAAGAAGGAACTGCTGTCTGTG 

GTGGCTGGGGGAGACAACTACAGGGTCAATAACAAGCACGATGACAGATACACACCACTG 

CCTTCCAACAAAATCGTCAAGCGGGCAGAGGAGTTGGTGGGGCAGGAGTTGCCTTATTCG 

CTGACCAGTGACAACTGCGAGCACTTCGTGAACCATCTGCGCTATTGCGTCTCCCGCAGT 

GACCAGGTCACTGGTGCAGTCACGACAGTAGGTGTGGCAGCAGGCCTGCTGGCTGCCGCA 

AGCCTTGTGGGGATCCTGCTGGCCAGAACAAGCGGGAAAGGCAATAAATCCAAGAAATTG 

TCCCAACAACCACCAATTCTTACGGAGGAATATTATTTAGCCAGCAGGAGTGGAGTTTGG 
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Sequence 4323 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAATTAGCTGGGCATAGTGGCACATGCCT 

GTAGTCCCAGCTACTCGGGAGGCTGATGAACAAGAATCACTTGAACCTGGGAGGAGGAGG 

TTGCAGTGAGCTGAGATCGTGCCACTGCACTCCAGCCTGAGCGACAGAGCAAGACTGTCT 

CAAAAAMTAAAAAAGAAAAAAATAATNAAAAGGAAAACAA^ 

CCTTTGAAAAAGGATGTAAMTTGAATATATAGATACMTTATTTTTAA^ 

GAAAAATATCCTGGATTGTTGATGTTGTTTTAATATATTTTAATCATTT^ 

CATGTATAATATGTTATAATGAAAGTAAAAAAAAAAAAAGGTCTTAGCAGAGCAGGCAGA 

AAAATGCCAAACTCAGTGCCTTTTAGT 

Sequence 4324 

C GCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 
TA M I I II I I I I I I I I I ] ( 1 | I N GGGCTATGTTCTCCTCTTCCAATTTTAAGTAG ATCTG 
CTTTATTCTGATGGTGCCTTCTGTTCAGAGGCTCCAGCAGACTTACCTGAGTCCTAACAC 
T ATCAC TGTGATGGGGGTGGTAGAGAGACAGGACCAGCAGAACAGACTGGGGCTGCTCGT 
Cm l l ICCAGCTGGTGAAGTTTTTATAGGGATAAAGCCTCCCAGAATAGAATGGCCCATT 
GAACAGCAAACACAAAATACTGGTTTTAGGAGAACATTGTCAGCTGTTGCTTTGGCTTTT 
TAAATTC 
Sequence 4325 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCCGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCC 

ACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTG 

ATATTATCAAAAGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTT 

ATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCCGCTCGAAAGGGC 

Sequence 4326 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCACCTGCTGTGCTCTTGCTTGCAC 

AGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCAGGAAGCAGTTTGACTAAAGGCAGCAA 

GCTGCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCT 

CCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACG 

TTGATATTATCAAAAGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGAT 

CTTATTCTGGCAACTTACCCAAAGCCAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4327 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGAGAGGTGAAAGGCTGTAGGAGGAG 

CAATATGTGGGAAAGATCAGAAGTTCAGTTTTGGACATGCCAAATATTACTTGGCCAAAT 

GGTTGGGTGGATGATTGGGGATCAGGAGTCATCCTGATAAAATTGGCATGCAGATAGTAT 

TAAAAAACTCCAGACTGGATGAGATCACCAAGTGTAGATAGAAAAGAGAGACTGAATTGT 

GAAGTGCTCCANCATTAAAG 

Sequence 4328 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 

CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTT 

CCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTG 

TGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 

TTCTCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCAAGAATGAAGCCCGCAAACTGTC 

NGTGGTGATCCGTTTGTAGCTCTTAAAGGTGGTGTGGACCCAAAGAAGTTGAAGCAGCAG 

CAATGAl l l l l l CGTCAAGAAGGGTAAAGAAACAAAGTTTNCACCGGTGTGGGAAANGGG 

TATTTTGAACC 

Sequence 4329 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACNCGGGAGCAGCTGTGTCCGGCAGTCTAGAG 
GCGCAGAAGAGGAAGCCATCGCCTGGCCCCGGCTCTCTGGACCTTGTCTCGCTCGGGAGC 
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GAATTACCCCGTCCTACCCTTCCNAAGGGGGGGGGGGCCCCCCGG 
Sequence 4316 

GCAATTCTGTAGCCTGGTATCAGCAGAAAACCAGGGGAAAGCCCCTAAACTCCTACTCTA 

TTTCTGCATTTAGATTGGGAAAAGTGGGGGTCCCATCCAGGTTCAGGTGGGCAAGTGGTT 

CTGGG GCCGGGATTAACACTCTTACCCATCAAGCAAGNCCTTGCAANCCCTGGAAANNAT 

TTTTTGGGTTACCTTCNGGCCCGCTTCNTAAAGAMCCTTAGGTGGGGATTCCCCCCCCG 

GGGNCTTGGCCANGGGAMNTTTCNGMTMTCNAAAAGCCTTTAATTCCGAATTACCCC 

GNTCNGGAACCCTTTCGMNGGGGGGGGGGGCCCCCGGGTTACCCCCCMGCCTTTTTTT 
GG 

Sequence 4317 

NCCTCCGCTCAGGCrGGCAGCCCCAGCTCTGCACGAGGAAGGCAATGTTCTGTCCTTCAG 

CAGAAGTCATACAAAATAAGGATCCAAAGTGAACTCAAGAAAAAAAAAAAAACAAAACAA 

AATAAAAGTACCTGCCCGGGCGGCCGCAGGCTACGACGTGGAGAAGAACAACAGCCGCAT 

TAAGCTGGGCATTAAGAGCCTGGTAAGCAAGGGAACGTTGGTGCAGACAAAGGGT 
Sequence 4318 

AC M I I I I I N i i i i i i m i i m I rGAAGGTTGAATGCAGGGTTTTATTGAGTGGTGGAG 

GTGGTTCTCTGAAGGATGGATGCAGAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTT 

CCTGCTGGGTGGCCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAAT 

GTTCCTCTTCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTTGCTTGGCG 
A 

Sequence 4319 

CACCGNGGTGGCCGGCCCGCtGGCCCAGGAGAGAACACGGGGAGGTTTGTTTGTGTGAAA 
GGAAAGTAGTCCAGGCTGNCCCTGAAACTGAGTCTGTGGACACTGTGGAAAGCTTTGAAC 
AATTGTGTTTTCGTCACAGGAGTCTTTGTAATGCTTGT 
Sequence 4320 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGCACACCGTGGGTGATCAGGCCACGCTT 

CCACTCAAATGGAGTAGGCAAGTTCCCAAGACCAGTCCTGTCAAGTAATCAAACCAAGTC 

AAAACCAAAACCAAAATCAAAGTGCCGATAAAGGCATGCCATGGGTGATCAGGCCACGCT 

TCCACTCAAATGGAGTGGGCAAGTTCCCAAGACTGGTGCTGTCAAGCAATTCAAACCAAG 

TCAAAACCAAAACCAAAACTAAATCAAAGTGCCGATAAGGGCACGCCATGGGTGATCAGG 
CCACGCTTCA 

Sequence 4321 

CGCCAGTGTGATGGGATAT CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

"'"""" "umii ictttni 1 1 1 1 1 1 1 1 1 1 1 u n n i m m 1 1 1 1 n n u 

m . i h i u I NNNNNNNTTATAAAAAAAAAAAAAAAANGNNTTTANTNTTTANNAAAAAA 
TTT AN N NTN N N AAAATNTNTN N T AAAAN CTTAAAAAATT AAAAAN AAN TN M I I I l l I I f 
TTNAACNAAAAANANTTTAATT^ 

NAAN m i i u I NTA I I I I j I I I CAAANNNATAGGNMNTTTNTCCANNNTTTTTTTNANA 
MNCCAAATTCCCCCTAAAAAANAAATTTNTNTTNAGTANAAATAMNTTTTT^ . 

Sequence 4322 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGAGAACAAGTATCGGAGAGATGCAG 

GAGAAAACAAAAAGCCATTTTACAGGACAATTTGAAGGATCACAGTCTGTATTAACAGTT 

TTGCCATTCATATAATTCAAATCATATTTGATTTTCAGGTTTATTTATTTGAAT^ 

TCCACATGCCATATTA TATAGGAA TAACTGGAGAAGTGATGGCTCCTTTTGTCTCTTAGT 

TCCAATAACTTGAAATATTTTTTTCCACATATTTCAGTTTTGTTCATGAATATTC 

GACATCCTCAGCTTGCTGTCTCAGTAATTCTAAGAGTTGCTAAAGGATACCAGGAGTTAT 

TGG AG AAG TGTTTCC AG ACTG AAAACCCTCTTG AATGCCANGAAAAAAAAAN AAN AN N N A 

AAAGTACCTGCCCGGGCGGCCGCTCGAAAG 
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TCGGATAATCAAGGCTTTATTCGAATAACCCCGGTCGGAACCCTTCGAAGGGGGGGG 
GGGGCCCCCGGTTACCCCAAACTTTTTTGGTTCCCCCTTTTT 
Sequence 4310 

AGGTACGCGGGGGGAGCCCAGCGGCGGGTGTGAGAGTCCGTAAGGAGCAGCTTCCAGGAT 

CCTGAGATCCGGAGCAGCCGGGGTCGGAGCGGCTCCTCAAGAGTTACTGATCTATGAAAT 

GGCAGAGAATGG AAAA AATTTGTGACCAGAAGACGTGTNAGCAATGGAACAAAGGAAACA 

TCATAATGGGAAATTTTCAACAGGACCCCCTTNTTTCAGTNGAATWAAAAAGNAAAAAGG 

GAGGGGGANCCGGGAAAGAAAAAGGGCCAGAAANTATTTTGTTCCCTTGGTGGGGAANAA 

CAAGGCCCGCTTCAATTTACCCTTTGGCCANGTAATTTTTTTCCTCCTNGGGAAAAATCC 

CTTTGTTAAATTCCTTTGGAMGGGAAMTGGGGACCCCTCCAAAAAAATTTATTNGGGG 

CCATTCGGTTCAAAAAAGNCAATTTGGNGGGGTGGGNNC I 1 1 1 II I 1 1 lA CCTTGCNTTG 

GCCTTTGGCTTGNNGGCCTTTATTANGCCTACCCTTANTTTAATGGTTTTGGAAAGGGGA 

GGGTGGCANTTCAAACCANGTTNTTGTNGCNAANCGGGTATTTANGNANGAAAAACCAAG 
GTTTC 

Sequence 4311 

CCGGTGGCACCATCTTGTCCCTGACCTNCGCACCGGAAGCACAACCTGCAGACGCCCCGC 
GTACCT 

Sequence 4312 

AGGTACCAGTAAATGTGGTGGCTTGTGAGAGTATAGGACGAGTGCTGGCACAGAGATGCT 

TAGAGGCGGGAATCAACTTCATGGTCTACCAACCAACCCCGTGGGAGGCAGCCTCAGACT 

CGATGAAACGACTACAAAGTGCCATGACAGAAGGTGGTGTGGTTCTACGGGAACCTCAGA 

GMTCTATGMTAAATGGAAGCATTAATTGTTTTGAACATGTAAATATAAATCTGTCAGC 

CACCTACAGCCCATCAAAAGAGAGCATCTGGGAAGAAACAAGCCCAGCTTGGGAAGTTTT 

TTACAGGCAATT AATTG TTGCAGTGGGGAATATTTATTTGTTAGTTTAAAGGGTACATTC 

NCTTCCTTNCCCTTTT TCTNG TN I I II I I I I I AAAAATCC AAAGG AAACCTTACCATTTT 

CTTGCCCCCCTTCTTCTTTTTGGGGGGCCTTTCCAAGNAAAGGCNATTCTTNAAANAAAA 

AAAAGGCCANGNTACCATTCCAAATTTTATTANATTNTTAMCCTTTTTCCAAAAAG 
Sequence 4313 

NTANGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAATAATTGCAN 

TGTGTCTTAATATTCTGTGCCGTATTTTTGGCTGCTTTTTGACACTTTCATAGTAAAACA 

AAAAGTTAATTTCATGGACACCTTCTTCATCAGGCCCACGTAACCACATTGGCAGCTGCA 

CTGAGGCTCCGGGTAAAAGAACAGTTGTCAGGAAGGGGAACAGGAATCACCTCTGGTTGA 

CTTCCTTGTGCCAATGCCAAAGTCTACAGAAGAAGCTGATGATATGAGTGCTGTACCTCG 

GCCGCTCTAGNAACTAGTGGGATCCCCCGGGCTTGCAGGGAATTTCGATATCAAAGCTTA 

TCGATACCCGTCGACCTCGAGGGGGGGGGCCCNGNTACCCAAGCTTTTTTGTTCCCTTTA 

NTGGAGGGGTTTAATTGGCGCCGCCTTGGGCCGTTAAATCATGGGTCCATTAGNCTGGTT 

TTTCCTGGTNGTGGAAAATTGGTTTAATCCCGCTTCCACCAAATTTTCCCANCAACCAAA 
CCAATTACCGGAAG 

Sequence 4314 

ACCGCTGTGGCTNGCCNGNCACCANGCCCGCNTCNGCTGTNTTCATTCTTGGACGTTAAG 
GGCAAGCCATTTGATCAGCACGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGC 
ACTTCATGCCTTTTGCTGGTACCTCGGCCGNTCTANAACTAGNN 
Sequence 4315 

CCACTCCTGCACCAGCATNATCTGCTGCACTGNTCTGTGNCAGGCTTCTATCCAGGGGAT 

ATCAAGATCAAGTGGNTCCTGAATGGGCAGGAGGAGAGAGCTGGGGTCATGTCCACTGGC 

CCTATCAGGAATGGAGACTGGACCTTTCANGACTGTGGTGATGCTAGAAATGACTCCTGA 

ACTTGGACATGTCTATACCTGCCTTGTNCGATCACTCCAGCCTGCTTGAGCCCTGTTTTT 

TGTGGNAGTGGGTAGGTGAAGAAATTTAGTTTTCTTAGTACCTCCGGCNCGGCTCTAAGA 

AACTTAGTNGGATCCCCCCGGGCTTGCAAGGGAATTTCCGATAATCAAAGCCTTTATCCG 
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S™I^I^P M ^ GCmC ^ CCCG ^ C ™ TMCC CTGGATTTTTGCATTCG 
GGTGANATTTCCACCNCTTCGGNAGAAAAAAGCCCCCTNACNAAAGGTGCCANCTNAATG 
^°J G ^ GC ^ GGGCCCmcMC CCCCGGCAAAACTTCCCACCCCCTTCACCTTCT 
II G ^ A ^ MCCMG ^^ CCCAnGGCCCCCGG ANGAAGAAGAGGCCCCCTNGANTT 

nacccttcggncgn™ttaanaaactagnngggggaatcccccccggggnctngcaaa 

GNANANTTCCNGATTmNNNNGCCNmmCGGNTTACCCCGNTNGGAACCCCTTTNA 
ANGGGGGGGG 

Sequence 4305 

GG I GG ^ GCCGtGGTAGGNMGCATCTG CAGCTCATCTGGAATACTACAAGTCTTGAGGA 

ANAAGTCAAGGGACTTTGCCCCCANGTTCCCACTAACAACTTGTGCAAGTrGNGAAGTTG 
Sequence 4306 

G fnf^S^ GGCAGGTACT I rA CTTTTTTTTTTTGGGCTCTANAGGGGG 
™ GAG £ GGG ^^^^ 

Z™I ACCCCCGGTCGTNTAGCGGNNGAAAGTGG ^GGTTTAAMCNTCCGGGA^^ 
C ™ G I^ AAGCCTAATGNGGGGGACAGCTCA ^ GAG TGCA^ 
TGNTAATTTATTTATACNAAATG 
Sequence 4307 

GG ^ GAA ^ GGAAGCTCCACCGCGGTGGCGGCCGAGGTA CGCGGGGACATCACAGMGTAG 
i GGC ^ GACC ^ GC ^ CATGAGG MGCTCATCTCTGGMCAMCTGGC^^ 

X^r G J^ A ^ GAGAAGAGAGAG ^ A ^ GGGAGAGG ATGATTACCATGAAGACTATGGGTTCA 

™^ 

Sequence 4308 

G ^ G ^ GG ^ G ^ G ^^T AGGGGGGG "^* AGGAG ^~^' GA ^ GA ^*GAGCTGTGTGGCTTGATAGCCATTGCAG 
ACACAGTGAAGCCTGAAGCAGAACTGGCTATCCATATTCTGAAATCTATGGGCTTAGAAG 

™?II CTGATGACTGGAGACAA ^^ 

TTACTMGGTGTTTGCTGMGmTACCTTCTCACAAGGTTGCTNAAGTGAAGCAACTTC 
^ GG ? G ^ GGGGGAAAACGGGTAGCMTGGTGGGGAAG ^ 

™ C Z^ CAAATGGCTAATGGTGGGGAAmGCTA ^ NGGCAG AGGGCACCAGATGT^^ 
GCCATTGGAAAGCCAGCCTGATGGTTGGTTTTGATAAGGAATGGATCTTCTGGAATGTAA 
GTGGO^GTNTrTGACTTATCAANGAAAGGAACAGTTCAATGAAGGAATTNCGGGATAA 
AAA i i i i i IGGGGCCTTTTGCNCCTAMTTTTNATTAAAATCCTNGGGTTNGGGGAAATT 
TrcCCCATTAAGGCCTTGGTTTGGGGMGNTTTTTNTAATTGGCCCCCCANTTTGGGTTT 



Sequence 4309 

J GGGGGGGG ^ GGTCCGCGCGTTGCTGGG TTGTGAGGGGTGTCAGCTCAGTGCATCCCAG 

GCAGCTCTTAGTGTGGAGCAGTGAACTGTGTGTGGTTCCTTCTACTTGGGGATCATGCAG 

^ GAG ^ C ^? TCTGAAGAGAGAGCTGCACATG ™ GC 

A ^ A I G ^ GGCAAGATAAAAGACCAAATGGATGA CCCTGCGAGCTCAAATATTTAGGNTGG 
AG ^^ CACACCmTGAGGAAAGGTGTT1 ^ AAGCN TAGGMGGTTATCATTCCCTG 

mgaggtacctcggcccgcttctaggamctaagtgggatcccccggggccSagggm 
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GGGGCTGGCNAGGGNAATTTCCGMTNATTCNAAAGCTTTTATCCGTATANCCCGTTCGA 

ACCCTNCCTAAGGGGGGGGGGGGGC 

Sequence 4300 

C NGG CAGGTACCATTAGACCAATGGACATGGAAACCATAG AAGCCAGTGTCATGAAG AC A 
AATCATCTTGTAACTGTGGAAGGAGGCTGGCCACAGT7TGGAGTAGGAGCTGAAATCTGT 
GCCAGGATCATGGAAGGTCCTGCGTTCAATTTCCTGGATGCTCCTGCTGTTCCGNGTCAC 
TGGTGCTGATGTCC CTATG CCTTATGCAAAGATTCTAGAGGACAACTCTATTACCTTAAG 

GTCAAAGACATNATATTTTTGCAA TAMN GAAMCATTAAMTATTTANTTTTGGGAC 
TGAATATC AAAGT NCGNTTTGAAATT^ 

CCCTGGGATTTTGGTACNCTTCGGCCGCTTCTANGAACTAGTNGGGAATCCCCCCCGGGG 
CCTTGCCAGGGAATTTTCCGATAATCANAGCCTTTAATTCCGAATTACCCCGTTCCGACC 

CCTTCGGAGGGGGGGGGGGGCCCCCCGGGTMCCCCCANACNTTNTTTTGGNTCCCCCTT 

TTTAAGATGGAAGGGGGTTT 

Sequence 4301 

ACCTAGCCACCACAAATTCCAGCCAGAATCAGTCCTAGCTTAATTCAACTCTCCAAATTT 

CAGGGGAATTATCTTCCGTAGAGTCCCTCCAGAGGCAAATTTGTATTAGTGACAGTGGCC 

CAGGATGCTGTGTCCTCATCTTAGGAATCTGGACTTGCCTCTGCCTGGAATGTCCTTAAC 

TCCCTCTTGCCGGCAATTTCACCAGATTTTTGATTTCTTATCCAGTCTCACGGGAAGCCT 

TTCCGGCATCTCCCACCCTACCGATCTTCCCGGTCTAATCTCGCCTTGCTACACTGNTGA 

GmCAAGACAGCACGGGATTGGAAACTCTTCATCTTTTCGGTGGTCGGCGTTCTGCACA 

AGGGGGCCCCCCGGCCGTACCCTGCCCCGGGGCCGGGCCGNCTTTCTAAAAAAACTAAGN 

TNGGGAATCCCCCCCCGGGGCCTGGCANGGGAAAATTTCNGAATTATTCNAAAGGCCTTT 

ATTCGGAATAACCCCGGTNCCGGACCCTTCCGAAGGGGGGGGGGGCCCCCGGGTTNANCC 
CCCAAGCCI Mil I GGTTTCC 

Sequence 4302 

CACCCGCGGTGGCGGNCCGCCCGGGCAGGTACTCNGGAACNGGGNAATTCTGGCCCTACG 

TGCATTNAN AGGC AATG N N GGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATAA 

CAAAAGGACAGTGGGTTAGACTAAGGCAGTAGCTCAAAGGGCTTTTGCAAAATTNTAATA 

TATTAAAACAAGAGGCATCTGCTANAAMCATTCTATTGTATAAATACCCGANTTCTTCA 

ANAAAAACTTACTATTTACCCNAGAATNATAATNCTGGTNNAGTTTAAGAANAAGTNACC 

CTCGGGCCCGCNTCTTAAAAACCTANNGTGNGATTCCCCCCGGGCCTGGCCAGANAATTT 

TCNAATATTTCANANGCTTTTATTCTTATNCCCCGTTCNNAACCNTCTAAGNGGGGGGGG 

GCCCCCGGGNTAACCCCCANNCCTTTTTTGG7T 

Sequence 4303 

CCGCGGTGGCGGCCGAGGTACGCGGGGGAGGTGGATTTGAGAGATACCTCCCCTCCTTCT 

GCTCAGCTGCCTTGCAGTAATTAAACTCTTTCTNTGCTGCAACACCCCTACTGTTCTCCG 

TGTATTGGCTTTTCTGGGCAGCAGGAAGGAAAAGCTGATGCGATGCTCTCAGTGCCGCGT 

CGCCAAATACTGTTAGTGCTAAGTGTCAGAAAAAAGCTTNGGCCAGTACCACAAGCGGGA 

ATGCAAATGCCTTAAAAGCTGCAAACCCAGTATATCCTCCANACTCCGTTCGACTTCTTG 

GCAGAGNTTGTCTTCAAAACTTTATTGGATGGGAGCACCGCTGGCCGCCCCGGGCANGGT 

ACCCCCTGGCCAGACAAAAAGTTCCTGTTTTTTTGTATAGGAAAGMCTTTCCCCCCAAC 

CAGGTTCTGGTGGAAGAAACCTTCGG I I I I I I I I I CCNCACCAGGTTCCCATGGGGGGAC 

CCTNCCCGGNGCCAGGGGAGGGACCACCACCACCACCCTTGGGGGGGNGGNNGGGGTGCC 

ACCTNGTTATGGCCCGGTTTCT 

Sequence 4304 

CGCCCGGGCAGGTACGCGGGGAGAAAAGCCCTATGAATGTAGTGAGTGTGGGAAAGCCTT 
CAGTCTTAACTCCAACCTTGTCCTGCATCAGAGGATCCACACAGGAGAGAAACCTCATGA 
ATGTAACGAGTGTGGCAAGGCCTTCAGCCACAGTTCCAATCTCATCCTCCATCAGCGCAT 
CCACTCTGGAGAGAAACCTTATGAATGTAATGAGTTGCGGGAAGGCCTTCAGCCAAGAGC 
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TCAAAGCCTTTATCCGNATNCCCGGNCNGACCCTCGGAAGGGGGGGGGGGNC 
Sequence 4295 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTGGCCTCTCTGGGATAG 
AAGTTATTCAGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGC 

GGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGGTCCCACTG 

CCGAAAGAAGAAAAACT 

Sequence 4296 

AGG.TACTTTN1 M I I I 1 m M II H 1 I I I C I I H 1 1 1 I H I I I 1 11 I I 1 II f 1 M | M | 

TNGCCCAAANAGCAAGTTTATTTGGTGAATGCTGACGGCAAACATTNTCCAAAANANACA 

AGATGGGAAANTTNNTGAAACAANAMGCCTNGGGAAACTTTAGGNTAGATNCAAAATTN 

ACNCAGGGAAAGGCNCGGNCTTTGGGGANACTGGGAAGGNCCTNAGCCNTTCAGCCCCAT 

GCGG ACNAGC TCCNCCCNATGGGGCCCNTCCCCCCGNANAGGNATTTTNCCCTNAACAAA 

ACGNCTTTTTATTAGTNTGAANNACAAACCACTTTGGGGTGTCCCTTANATGGCCCCTTG 

CCCNCNCNANAAAAANNTTTTTTANNTTTTNTTTTCCCTNCTGGNANNATTCTTT^ 

NACCCCNAANNNGGNTGGAANAAANNAANCAATTGTCCNCGNGNMTTTTTTNAANCNCA 

CCCCCNNTTGGNNCG GGGGG GCCCMTTTTTTCCCNTTCCCCTNTGGGGGNAAAAAACNA 

CCCCCNNAAGGTTCCCTTTTTCGNANCAATNAAATTCCCTTTNATTAAGGGNTGGCCCCC 

CTGGGGGTCC^r^TTGNTT7TCTTTTC^ 

CCN AAAAAAAGGTGNCTTTTAATAAAGGTTC N CAACCNACCCTTTTCANCAATTTTAATT 

TTTNANTTAAACTTTTTGNGG 

Sequence 4297 

NACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAATTCCTAGATCGGCTGATCATCCC 

CCAAAGTTATATCACAGTGCTCTCAACAGACAGAAGGAACAACAAAGGATTGAGAGAGAA 

AACTTGGCTTTATTGAAAAGGCTTGAGGCCGTGAAACCAACAGTTGGTATGAAACGTTCA 

GAACAACTGATGGACTATCATCGCAATATGGGCTATCTCAACTCATCACCATTGTCAAGA 

CGGGCCAAGATCCACTCTTGGCCAATATAGCCCATTAAGAGCTTCCAGGACATCCAGTGC 

TACGAGTGGTCTCAGTTGTAGGAGTGAGCGATCAAGCCGGTTTGGACCCCCTCCAGTGGG 

CCCACCCTCGAAAGAAGACCTAAAACCCCCTAATGTCCCGTACCCTTCGGCCCGCTTCTA 
GAAACTAGTG 

Sequence 4298 

GGCGAATTGGTAGCTCCACCCGCGGTGGCGGCNCGAGGTACGCGGGGGGCAGTCTAGAGG 

CGCAGAAGAGGAAGCCATCGCCTGGCCCCGGCTCTNTGGACCTTGTCTCGCTCGGGAGCG 

GAAACAGCGGCAGCCAGAGAACTGTTTTAATCATGGACAAACAAAACTCACAGATGAATG 

CTTCTCACCCGGAAACAAACTTGCCAGTTGGGTATCCTCCTCAGTATCCACCGACAGCAT 

TCCAAGGATAGATCAGATACTGATTCATCAGCAAATTGAACTTCTGGAAGAATAGAAATC 

CAAGCTTCCTTCCTGGTGTACCTTGCCCGGGCCGGCCGCTCTAGAAACTAGNTGGGATCC 

CCCGGGGCCTGCCAGGAAATTCGATATCAAAGGCTTATNGGATACCCGTCCGACCTCGAG 

GGGGGGGGCCCCGGTTACCCANNCTTTTGTTTCCCTTTAGNTGGAGGGGGTTTAAATTTT 

GCNGCGCTTTGGGGCGTTA 

Sequence 4299 

CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCAGTGATTGAGTAGGATTGGC 

CTGCTTCAAAGCANAGGTTTCTCATGGGAATATGCTTATTAAACTCCCACTGGTGCAGAA 

ACCATGAACAGAGGATGAGCAAGTGAAGTTGCAATCTCCTCCATCACAGCTCAGTTCCCC 

AACAACAGGATCACAAGCTGGAGATGCCTTTAAGGAAGATGAAGATCCCTTTCCTCCTAC 

TGTTCTTTCTGTGGGAAGCCGAGTAGCCACGCAAGCATCAAGGCCCGAACATCATCCTGG 

TGGATGGCTGACCGACCTCGGCATTGGAGATCCTGGGGTGCTATGGGGAACAAAAACTTA 

TCAGGACTCCCAAATATCGACNCGGTTGGGCCAGTGGGGGGAAGTGAAAACTCACTCANG 

CACCTTGGCCAAGCATTCAACCACTGTGCCACCACCCCAAGGCAGGGGNCAGCCTTTCAT 

GGACTTGGCCCGGGTAACCCTCCGGGCCCGCTTTTAANAACTAGTNGGGAATNCCCCCCC 
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CCANATAAAAGTTATTTCTTGGTGGTNTNAAAA 

MTNACCCCGNTNATTCATTTNCCAAAAGGGGAGGGGATTNGGCCATTATTAAAATTACC 
AAAAANGGCCTTNAATTTAMTTTTGGACTTNGGGAAAAATTTTAAAAAAAC^ 

TTCTTGGAAAATTTGNNAMCCTAAAAGGTTNANGAAAAAGTTTTGATTTm 
TCCC 

Sequence 4291 

ACTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACTTTCCAATGCCGTGGG 

TGGGCTTTGTCTTGTAGGGCCGACTGATACTTAGTAGAATTCCACCTACAGAATAGATGG 

GCTTCTCTCCTGAAGTTCTAAACCTTAAGAGAGAAAAGGCTTGCTTAAAAATGGTATTGT 

TCCTCAGGCACAGCACCTTTTCCAAGGTTCCGCTCATCCTTTGCTGCTGCGCGGCCTCTA 

GCTGTGCAAACCGAAGACCGGACCCTGCAGCCCGCGTTCCCAGGGCGTGCTGAAAACACT 

GACCGGAACCGGCCTTGGACNCAGGTGCAGCCCCCCGCGGTACCTTGCCCGGGCCGGGCG 

CGCNTCTAAGAACTAAGTGGNATCCCCCCGGGCTGCAAGGGAATTTCCGATTATTCAAAG 

CCTTTATCCGGATACCCGTGCGGACCCTTCGAGGGGGGGGGGCCCCGGGTACCCCAAGCT 

TTTTTGGTTCCCCTTTTTMGTC^ 

TANATCCATTGGGGNCCATTMNGCNTGGTTTNTTCCCTTGGNNGNTGGAAAAATNTNGT 
NTMTTTCCCGGCTTNAACCAAATTTNCCCANCAACCAAACCANTTACCNGNAGGCCCCG 
GGGGGAGGCCATTTNANAANGTGGTTNAAAAAGGCCCCTGGGGGGGN 
Sequence 4292 

GTGAAGCGCACCMCANAANANGTTTTNCCCACAGCAGAGTCGNCCACCAACACGCACTT 

GATGGAACTCAGCATCTTCCCAGCCTGCTGNTCCTACTCTGAAGTCCANGAATCCCAGGG 

GAAAAANAGCCCTCAATGGGCANCTGCAAGCTACACGCCATTCAGCAAGGGGGGAATGCA 

AGCCAAGGTNANGTCTGNNGTCCTCAGGGACCTTNTTGACCGGCAGATTTTGGGCANGAA 

ATGGTTAACTTTNNTNCCCTTGCCCATTCTCANAGGCACCCGTCTTGNCT 

Sequence 4293 

CCGGGCAGGTACTTAGTATTTTCCCCCTCTTCTTTCTCCACATCCTCTTCTCTGATTCTT 

GGTGGTCCTGAGGAGGAGGAGGTGCCCTCTGGTGTGATACCAAATCTTACCGAGAGCATT 

CCCAGTA GTCCTC CACAGGGTCCTCCACAGGGTCCTTCCCAGAGTCCTCTGAGCTCCTGC 

TGCTCCTCTTTTTCATGGAGCTCATTCAGTGAGGAGTCCAGCAGCCANGAAAGGGGAGGA 

TACAGGCCACCTGTCAGGGCCTGCCAAGACAGNNGAGTCCTCTTTCACATATNACCACTA 

NGATGAAAAAGGTGGCCCGAGTTTAGTGGGAGTTCCTGCTCCTCAAATACCGAAGGCAGA 

AGGAGCCCTGTAACAGGAGGGCAGGAGATGCTTGGATGGATTGTCATCAAAGTACCTTCG 

GCCGCTTCTTAGGAAACTAAGTGGATCCCCCCCGGGCTGGCCAGGGAATTTTCNGATATT 

CAAAGCCTTAATCCGANTACCCGGTCCGGACCCTCGGAAGGGGGGGGGGCNCCCGGTNCC 

CCAGGCTTTTTGGTTCCCCTTTTTA 

Sequence 4294 

ACGCGGGTAGTATTAACTGCCCATATGCTCATAGTATGATGAGCCCTGTATAGCACAAGG 

TCAACAGGTCCTCTCCTTGTCCTTACAATCTAAAGCAGATGACACTGACATGGACAAACA 

AGTGCACATGCATAGTTGCGGCAGTTTTAGAGAAATCTAGAAAGCTAGGTAGCAACACTA 

TGC ATAAATGTTGTG GTCC AATG C ATTAGTTTGCTTTAAC AAAAATCTGGG AGGTATTTT 

TTCTCTTTATTCAGGAAGGCTTCATGAAGNCAGGGAAGTTGGTCAAAGGGAGGGGAAGGG 

TTACTGGTTAAATTATGATAGGGAAGAACTTTTCGCATAACCTAGTTGCAAAAATTGGAG 

TGCTGGGTGGGGTTTGAGGGAATGNGGGAAAAAAAAGGGGGGAGCCAANGGTGTTTTTGT 

GTTANAATGGGAACCAANANGGGCCNAAAGGGATTGTANCTGGTANANGGAAAAGGGCCN 

ACGAATAAMGCCTTTGGGAGTTAAGCCNTTGAAAAAANCTNTGGAAGGGAAATTAGNTA 

ATGGAATTATTGGGGGCTTGTGGCCANCCANGGGCCAGTAAGNAGNAAATCCACCCTTTA 

AGGCTGGAAAACCAA7TGGGGTTGGTTTAAGGGAAGCCAAGACCCAATGGAAGGGNNGGG 

NANGAAACCCATTCCANTCTTATTAGGTGAAAAATTCAAGGGTNACCCTCCGGGGCCNNN 

TTNTTAGNAACCTNNAGTGGGATCCCCCCCCGGGGCCTTGGNAAGGGAATTTCCAATANT 
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G ATTTGCCAG CTTTTGAGGCTCAAG GTGCATTGGGCCAAC ATAAGCTGTGG ACAAAGC NC 

NACCTGGGAAATCATGACANAAAGCGCTCCAACTATACTCCGATCACCAATGTACCTCGG 

CCGCTCTTAGAACTNGTGGGATCCCCCCGGGGCTGCAGGGAAATTTCCGATTATCAAAGC 

CTTATCGATACCCCGTCGACCTTCGMGGGGGGGGCCCCGGTTACCCCAAACTTTTTGGN 

TTTCCCTTTAAGTGGAAGGGG7TT 

Sequence 4285 

AGGTACAGCAGGTGAAGCATTGCAGTAACATACATTGAAACATANAGAGTCGAGTTATAC 

AGGACTAGCCATCTAACAGGTCATCTGGTCTCCGACGGTTGTTTAACGACACACAGTAGA 

AATAGAGAATAGAACCCATATCTGTTTCCAGAGTCCAAAGTAGTATATCAGGCTGACAGC 

ACTCAATCAGTGAGGGCTCCTGAGGTTGCAATGATTCTGCAACGGAGTAGATTCTCTAGG 

GAAAAAAGACCTTGCTGCTMGGGAAAGAGAATTAAAAACAAAAACAAAACGAAAGGCTC 

CCCAAAGGAGGTACCCTGCCCGGGCCGGCCCGCTCCTAGAACTAAGTTGGATCCCCCGGG 

CCTGCAGGGAATTCCGATATCAAGCTTTATCCGATTACCCGTCGACCTCGAGGGGGGGGG 

CCCCGGTACCCAAGCTTTTGTTCCCTTTTAGTGGAGGGTTAATTTGCCGCCGC 
Sequence 4286 

TGNAGCTCCACCGNGGTGGCGGCCGCCCGGGCAGGTACAGGCCCTTCCCGACCGTAGCGA 

GGGTGCTGCTGCGCTGGGGGAAGGAAAACGCCGCTTTGACTGTGCCTTGTTCTCACAGCT 

GGCGGGAAGCAAGCGCCTTTTCGAAAGCCAGAGGCTCGAGTTACCCCTCTTACCACCGTC 

ATGGCAGTCCCAGGTTGCAACAAGGACAGTGTCAGAGCAGGCTGTAAAAAATGTGGCTAC 

CC TGGTCA CCTGAC1 ^ G ^^ 

AG I I n I iGGGATGTCAGCAGTTACCCTCGGGCCCGCTTCTAGAACTAAGTGGGATCCCC 
CCGGGCCTGCAGGGAATTTCGNATATTCAAAGCCTTTTATCGGATTACCCCGGTCGGACC 
TTCGNAAGGGGGGGGGCCCCCGGTTMCCCCCAAGCN 

TTGGAGGGGGTTTAAMTTTGGCCGCCCGCCTTTTGGGCCGGTAAAATCCAATTGGGGTC 
CATTAAN GCCT NGGTTTTCCCTTGGTGGTNGGAAAAAATTNGGTTTAATTCCCCGNCTT 

AACCAAATTTTCCCCACCACCAACCATTACCCGAAGNCCCGGGGGAAGCCATTAAAAAGG 

TGGTTAAAAAGNCCCTGGGGG 

Sequence 4287 

TAATGAGTGAGCTAAACTTCACCATTMTTTGCCGTTTGCGCTCACTGCCCGCTTTTCCA 

AGTTNCGGGGAAAACCTTGTTCGTGCCAAGCNTGCATTTAAATGAAATCGG 
Sequence 4288 

GGCAACCCGAGGCTGCAATAGCTCCAGAACTGGCCTCCACAGTGTCTTCCTCTACGGGAG 
TCAGCTGGTTGTGTCACTTGACCCCTCTTGTTGCTAAGAGGCAGCAGGGACACCCATTTT 
CACTTCCGCTTCCGGTTGTCCCCCGCGTACCTGCCCG 
Sequence 4289 

ACGCGGGGGTCGTGAAAAAAAAGGTCTTGGTGAGGTGCCGCCATTTCATCTGTCCTCATT 

CTCTGCGCCTTTCGCAGAGCTTCCAGCAGCGGTATGTTGGGCCAGAGCATCCGGAGGTTC 

ACAACCTCTGTGGTCCGTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATTTGCCATTT 

TCAGNGGAAAACAAGTGGTCGTTACTAGCTAAAGATGTGGTTTGT 

Sequence 4290 

ACCTCCACCGCGGTGGCGGCCGAGGTACGCGGGCAAAGAATTTCTCAGGCTCAAAATCCA 

ATACAGGAGTGACTTGGAACTCCATTCTATCACTATGAAGAAAAGTGGTGTTCTTTTCCT 

CTTGGGCATCATCTTGCTGGTTCTGATTGGAGTGCAAGGAACCCCAGTAGTGAGAAAGGG 

TCGCTGTTCCTGCATCAGCACCAACCAAGGGACTATCCACCTACAANCCTTGAAAGACCT 

TAAACAATTTGCCCCAAGCCCTTNCTGCGAAGAAAATTGGAAATCATTGCNTACACTGAA 

GNAATGGAGGNTCAAACATGTGCTAAACCCCAGATTTCAGCAGGATNGTTGAAAGGGAAC 

TGGATTAAAAAAGTGGGGGAAGGAAACCAGGNCANGCTCAAAAAGGAAAAANAGCAAAAG 

GAATGGGGGAAAAAAACCATCAAAAAANAAGGAAAAGTTTCTGGAAAGTTTNCGAAAAAT 

TTTCAAACGTTCNTCGTNCAAAAAGGAANGACCTACCATTAANNAAGNCCCACTNTNNAC 
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Sequence 4280 

AGGTACACACAGTCATGACCCTANAACAGCAGGACATGGTCTGN N N ATAC AG CTC AGACT 

CTCGTCCGANTCCTCTCACATGGTGGCTTTAGGAAGATCCTTGGCCAGGAGGGTGATGCC 

AGCTATCTTGCTTCTGAAATATCTACCTGGGATGGAGTGATAGTAACACCTTCAGAAAAG 

GCTTATGAGAAGCCACCAGAGAAGAAGGAAGGAGAGGAAGAAGAGGAGAATACAGGAAGA 

ACCACCTNAAGGAGAGGAAGAAGAAAGGCATGGAAACTCAGGGAAGTGGACATTCCCTTT 

CACTCCTTTTCCTACCCAAGGGGGGAAGACTGGAGCCCTAAGCTGCCTGCTACTTGGGCT 

TTTACATGGTGGACAGGACATTTCCCGTGGGGAATAGGGGGAAAGAATAGCCAGGGAAGG 

AAAAGTTAAACCTCCCATAGAAAGTGGTCCATTCCCACTGGGTTTTGATATTGACCTTAG 

CTGCCAAGTCTTCCCCATTTGTGGACCCTATGCCCATCCATCTATAAATGGGAGGGATAC 

CAACATTTTCTTTCCTAAATATTTCTATTAATCTCCCAACCTTCCTTGAAAAACCCCCCC 

TTTTCTTCAAACCTTAAATACTTTTTGC7TGGTTTGGAAAATGGTTT 

TTAAAAGTTGTTNTTGGGAAAA I I I I 1 I M I I I I I I I CTTAAGGAAAAAAANCTATTTTA 

AAAGTTACCCTTGCCCCCGGGCCGGGGCCGCCCCCNGGGCCANGGGTANCNCCNGGGCCC 

CTTTT 

Sequence 4281 

TTCTNTTACTCCTGGAGGTGTCCCAAGCCCCTGAAGAACCGNGATGTCATNACCCTCCGC 

TCCTCGCTCCCCATGGGCGCTGATTACATCATTATGAACTACTCAGTCAAACATCCCAAA 

TACCCACCTCGGAAAGACTTGGTCCGAGACTGTGTCCATCCAGACGGGGCTACCTNATCC 

AGNAGCACAAGGGCCCCAANGAANCTGGCAGTCATCACCTTACCTTGGCTCCAGGGTTGG 

ACCCCCAAAAGGGCCTTCCTTTACCCCCAAAGTGGGGNTNGGGNGGAAATTAAAANTCTT 

TTCCTTCANGNTTTCCCTTGGGCNTTCCCCCAAANGGCCCCANTTGNAAAAGAAAANAAA 

TGGTNAACCCTTGGCCCCCGGGGGCCCGGNGCCGNCTTCCTTAATAAAACCTAAGTTGGG 

GMTTCCCCCCCCGGNGGCNTTGGCMNNGGAMTTTTCCGATTATTCAMGCCTTTATT 

CNGAATAACCCCGGTCCNGANCCCTTCGAAAGGGGGGGGGGGCCCCCGGGTTACCCCCAA 

ACCTTTTTGG 

Sequence 4282 

CCGGGCAGGTACCTGGACCTGCTGAATCATAGCCCACATGTCCAGGTGGAAAGCAGCGTT 

TAATGAAGAAACTCATTCTTACGAAATTAGAACGACTTCACGTTGGAGAAAGCATGAAGA 

GGTATTCATCTGTTACGGCCCTCACGATAATCAACGGCTGTTCCTGGAATACGGATTTGT 

TTCTGTCCATAATCCTCATGCTTGTGTTTATGTCTCAAGAGAAATACTTGTTAAATATCT 

TCCATCAACAGATAAACAGGATGGACAAAAAGATTTCTATTTTAAAGGGATCATGGCTAT 

ATMGAAAATTTTGAC ATTTGGGATGGGATGGGACCCATCTTGG GAGG CTACTCAC AAGC 

CCTTAAGTTGTTATGTCTGGGAAGCTGGAGAAAAATTTACCATGCCTGGGAAAAAAAAGT 

ACCCTCGGCCGCTTCTTANNAACCTAGTGGGATNCCCCCCGGGGCNTGCAAGGGAATTTC 

CGATTNTTCAAGGCTTTATTCGATTACCCCGNTCGNACCCTTCGNAGGGGGGGGGGGGCC 

CCCGGTTACCCCAAACC Mill GGTT 

Sequence 4283 

AGGTACGCGCAGGAGGCCGTCAAGAAGGGCTCGACCGCGGTTGGTGTTCGAGGAAGAGAC 

ATTGTTGTTCTTGGTGTGGAGAAGAAGTCAGTGGCCAAACTGCAGGATGAAAGAACAGTG 

CGGAAGATCTGTGCTTTGGATGACAACGTCTGCATGGCCTTTGCAGGCCTCACCGCCGAT 

GCAAGGATAGTCATCAACAGGGCCCGGGTGGAGTGCCAGAGCCACCGGCTGACTGTGGAG 

GACCCGGTCACTGTGGAGTACCTGCCCGGGCGGC 

Sequence 4284 

CGNNGTGGCGGCCGCCCGGGCAGGTACGCGGGGACTCCCGAGCTCTACTGACTCCCAACA 

GAGCGCCCAAGAAGAAAATGGCCATAAGTGGAGTCCCTGTGCTAGGATTTTTCATCATAG 

CTGTGCTGATGAGCGCTCAGGAATCATGGGCTATCAAAGAAGAACATGTGATCATCCAGG 

CCG AGTT CTATCTGAATCCTGACCAATCAGGCGAGTTTATGTTTGACTTTGATGGTGATG 

GGATTTTCCATGTGGATATGGCAAAGAAGGAGACGGTCTGGCGGCTTGAAGAATTTGGAC 
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TTGGTCATCTATCAAGGATAACGAGCCGGCCCTCAGTGGAATCCCTTGNAGCCGAANTCC 

TCTTGGCTCCAAACTTCTTGGGGAACACCAAGCCACTTCTTNACCCANTCAGNCGGGGGA 

CCCCANGCCTATGNGATGGAGGCCTTGACCTTATTTACCTGGTCAAGGGCCGTGGGGNAC 

AAGCAAGCCCACTTGGAAGGGATGTTGGGTTANTTTCGGGGCNGGGGAAGGGGGACCCCA 

AAGCCTTNTACCCCGTTCCNCTA 

Sequence 4275 

ATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCAAGTTGGCAGTCAA 

CATGGTCCANGNNCCACGTCTCCATAAACNTTATTNNTGGCTTTGCCCCTCTCACCAGCC 

GTGGAAGCCAGCAGTATCGAGCTCTCACAGNGCCGGAACTCACCCAGCAGGTCTTCGATG 

CCAAGAACATGATGGCTGCCTGTGACTCCCGCCA 

Sequence 4276 

AGGTACCTCAGTTTTCCAGGGCCTGACAGTCCTGGATGAACTTATANNNNGCAAACCAGA 

AAAGCAAGGGCTTNTTACCCTGGCACCAAGGCTGCTCCATGTAAAGAATGCTACCCCGTG 

TGGCCAGACTCGGGTMGCCACCTTTCMCTGCTTCAGTGTMTTTATTTTCCCACATCC 

CAGAAAGCTCTGGAAAAACACATAAATGAATACATTTATTCTCTCACAGGATACTACACT 

GTTACCCAGTGTGAAGGGAGCAGCCCATGTGGCTCCCAAGCTCCCTTTAGCAAAAAGGGG 

TGGGTTTCTTCAGAAACTGCTCCATTCACCGAAGTCCTGCAACCCAGNAGGCCTGGGCTT 

CAAACTCACACAAAGGTTCNTGAGCCAATGGCCAGCACCCTTTGGGAATACTTCGCCTTC 

CCCGCTTGCGCAAGCTGGTGGGGGATGGGGTTGTCTTTAATTCGGTGTTCCCCCACCAGG 

GGTTTCCCCGTTGTCCCTTCAAATGGAGGGACCCACCGT7TGTTNTGGGGAAGTCCAAAA 

TTCTTGGGGGGGNTTCAATTTNCGGGGGGGCCCAAGGCCCANTGGCCANGTTNGCCCCCC 

ACCAAATGGGAAGNCGCCC I I I I I I I I I CTTTTTCTTGGGCCCCCTT 

Sequence 4277 

GCNGGCCCGCCCGGNCAGGTACCAGCATCCCCAGCGTCTGGCATNGGGNNGAAAAANGGG 

TCCTGAGGCCNANAAMNTTTTNTTTTTCNNTANCCGGCCTACAGGGGNCCNCATGCNCT 

CATCTNTNTTCTTTTGCNCTTNACNCCTTGCGCCATTTCGCTTCTTCACTCCACTTGGCT 

TCTCATGGCGCAAGCAGCGT7TTCCCAAAAANAAAATNGGGCNNCTAATGTGCCCCNGAN 

CAGNAAAAGNGCCGANAGTTTTCCCGCCCTACCGNGCGTATTTTTAATNGGGAGGCGCCN 

NGNTTGTTCTCCCCCCGCNGNTAACCCTTCNGGNCCCGCNTTCTTAGGAAACCTAAGTTG 

GGGANTCCCCCNCGGGGGCCTGCCATGGGAAATTTCCGAATAATACANAGCCTTTAATTC 

CNAATA ACCCGGTCCGGACCCTNCTGAAGNGGNGNGNGGTCNCCCGGGTCNCCCCCAGTC 

TTTTTTGNTTTCCCCCTTTTTAAGATGGAAGGGGNTTTATATTTTGC^ 

G 

Sequence 4278 

CCGGGCAGGTACGCGGGGTCCGGTTCCTAGCGTNNNCTGCNAGGGGGGTTCAGCGCTCGG 

ATGANGNTCTGGTGGCGTCGGCAGGTTCGAGGCGATTCGAGCTCCAGCTAGGATGATCGA 

GGTTGTTTGCAACGACCGTCTGGGGAAGAAGGTCCGCGTTAAATGCAACACGGGATGATA 

CCATCGGGGACCTTAAGAAGCTGATTGCAGCCCAAACTGGTACCTCGGC 

Sequence 4279 

CCGGGCAGGTACGCGGGGGCACGGAGAGCGGTGCCCGCGTCAGTGACCGAAGGAAGAGAC 

CAAGATGAATACAGAGCCCGAGAGGAAGTTTGGCCGTGGTGGTGGTTGGTGTTGGCCGAG 

CCGGCTCCGTGCGGATGAGGGACTTGCGGAATCCACACCCTTCCTCAGCGTTCCTGAACC 

TGATTGGCTTCGTGTCGAGAAGGGAGCTCGGGAGCATTGATGGAGTCCAGCANGATTTCT 

TTNGAGGATGCTCTTTCCAGCCAAGAGGTTGGAGGTCCGCCTATATCTGCCAGTTGAGAA 

GCTCCAGCCATTGNAGGACTACCATCAGGCCAGTTTCCTTTAATTGCTTGGCCAAGCNAC 

CG7TTCTTTGNTGGGAAATACCCCCCCATTGAACACCTTGTTCCATTTNGGCCGGGCCCG 

CTTNTTAAGAAACCTAAGNTGGGGAATCCCCCCCCCGGGGGCCTTGNNAAGGGGAAANTT 

TCCNATATNATCAAANGCCTTTTATTTCNGAATTANCCCCNNCTCNGACNCCTTTNNAAG 

GGGGGGGGGGGGCCCCCCCGGGTTANCCCCAAANCCTTTTTTTGNTTTCCC 
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ACATCCNCTNANAACATAGCACCTCAGTAGAGCTTACATTATAGTGCCAGGGTAGAGTTA 

TTACTGAATAGCTTAGGATGATGAACATTAACCTTCCTACAGGAGTAGTAGCAGCTGATT 

TGGTGACCATCATTGGTCACCT77TAGTGTAACTGCAAACTAAGAACAATTATTGGCTTG 

ACATATACTCCATGTAGGGGAAAGTGATGGGGAGAAGGCCAGCACTCTGTGTGGGTCCAT 

NCTTGGAAAGCCACTGCATCCGATTTTGCTTCCCCCTCTGGT7TTAAGGGGAGNATCTTT 

TTTANACCTTTTCCTTTGCTTMCCTTGCCTTTTCAGGTAAAATTTCTTTGGATGNGCCT 

7TCNGATTTTCNTGGGATTTCMGGACCANTTCTACTTTCTTCACCCCCTTTCTTTTTTT 

TTCAATTTTGGTTAAACCAAATTGGNATCCTTCAAAACCACCGGTTGGGGACCAAAAAAA 

TTTGGGACNTTTGCCAAGGGNAAATTAAATTTTTTCCAAGGTT7TTTTTC 

ACCCCTTTGGGGNATTTTAAACAANGGTTTGGAATCTACCTTAAANTGGCCTTGNATNGG 

CCAAGGNTTACCCTTTCGGGCCCGGATTCCTAANAAAACTTAGGTGGGGAATTCCCCCCC 

GGGGGCCTTGGCAAGGGAAATTTTCNAATTWNTCCAAANGCCTTTANTTCGAAATNCCCG 

GGNCCGAACCCTNTGAANGGGGGGGGGGCCCCCG 

Sequence 4271 

CACCGCGGTGGCGGCCGAGGTACAAAAATACATTTTTCCACATACAAAAGAGAGAAAAAA 

AGNAAGACATGTGGCGGGTGGCANAGGGGAGGCCCAATCCCAACACCCTACAAGGTTCCA 

TGGAATGGAGAAGGAACAAAAAAATCCCCAATTATTTTGGGGTAAGATGTGCCCCAGAAA 

AGGTGAMTCTATGCAATAAAACCCAGGTTTTCTTCAAATCTAGCATCTAGGGATTTCTA 

TCAGAGTTTCAAATAATCAGAATTTCTATCAGAATTTCTACCCCTGAGGGTGACACCCTA 

CTAACTGTNAGGGT7TCTTTTCATTAAAAAATGMGGACCATCTTTTTCACCCAGAATGT 

ATTCAAGCTTATAAAAA CTGGG CTTCAAGAAGCCTACACTTTAAGCCCAGNAGTGGGAAA 

AAAAAAAATAGTGCATATTTTTCCGACAGGCAAATTTTTGGAATTGGATGCCTTGNAGGT 

TCTCAAATCCCACCCAAGCACCCCAGATATCATGTTTACCTCCCTCAAGTTGNAATTACA 

AGTTTAAAMTGATGATCTTATCCGAAGATCCTCAATAAGAAGCCACAGTGCCCCTTTTC 

AATGTTTTCCGGGTTAAAGAAGGGTTGGGGNAGGGNAGGGAAATTGAAAGCCGGGGTTTT 

TTACCACCCCCAGCCCCCAAGTNGACCAGCCTTTAANGNCCTTTAAACCATTGCCGGGGC 

N ATTCTTTAACAAATGGACCCTTTAAAACAAAGGGGGAAG G 

Sequence 4272 

TGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCACCCCGGACAGAGACG 

TGAAGNAGGNNAATAAATAGATCAGAATGACTGNAAAAGCCCCAGAGCCACATGTGGAGG 

AGGATGACGATGATGAGCTGGACAGCAAGCTCAATTATAAGCCTCCACCACAGAAGTCCC 

TGAAAGAGCTGCAGGAAATGGACAAAGATGATGAGAGTCTAATTAAGTACCT 
Sequence 4273 

CACCGCGGTGGCGGCCGAGGTACGCGGGGTAACATACCGTGATTTTCATGAAGAAATNCT 

TCTGAAGGGAGAGTTCTCCCCTGCTGCTTNNNATGCCAGAGCTGTGTTGTTGCACACCTG 

CAAAACAAGGCACATTTCCCCCTTTCTCTTTAAAGCCAAAGAGAGATCACTGCCAAAGTG 

GGAGCACTAAGGGGTGGGTGGGGAAGTGAAATGTTAGGCGATGAATTCCTGAGCACCTTG 

TTTTTCTTCCAAGGTTCGTAAGCTCCTCTCTTGCCCTNTCCAAGCCTGTAACNCTCGGNA 

GGGACTAATCTTTTGGTTTCCTTTATCCCTNNTGTCCTTGGTTTAGAGTGGGGTTCAAGC 

CCCCAAGNAGGGNANCTTGGAATTAAANCCAAAAATTGGGCTAAGNTNTTTTTTANAAAN 

GGGANTGNAGGTTGNGGAAAANGTTANCCCTTGCCCCCCGGGNGCCGGGGNNCGGCCATT 

CTTAATNAAACCTTAAGTTGGGGAATTCCCCCCCCCGGGGGCCTGGCCAAGNNGAAAATT 

TNCGNAATAATTCAAAAGNCCTTTAATTCGGAATTTCCCCGGTCCGGACCNTTCGGAGGG 

GGGGGGGGGCCCCCCGGGTTAACCCCAAGCC 

Sequence 4274 

ACGCGGGGTTGGGCCTCANGAAGCAGCANGGGAGGAGGGGGNAGCCATGGCANGNANNCN 
TNTNTTNCTNGGCGTCCTTGCTTACTGCACAGGATCCGTGGCCTCCTATGAGCTGACTCA 
NCCACCCTCAGTGTCCGTGTCCCCAGGACAGACAGCCAGCATCACCTACTCTGGAGATAA 
ATCTGGGGAATAAATATGCTTGCTGGTATCAAGCANGAAGCCAGGCCAGTCCCCTTGTGC 
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Sequence 4264 

ATGGACTCCCGGGTGCGGCGAGTCTTCGCTTCTTTGACCTCATAGGGTTTGTGAAGATGN 

GGTTATGCTGACAAGAGGTGGTGAGGTTGACGGGGTTATCGATNCAGACAGCTCCTCTAG 

AGGGATATGAAGCACCGCAGGNCTTTGAGTTTAAGCTGTGNCTCGTAGTGTCTGCNAGCA 

GTTTTGTTGATTTAACTGTTGAGG7TTAGGGCTAAGCCATAGTGGGGTATCTAATCCCAG 

TTTGGGTCTTACTATTGTGTGTCAGNCCCGCGTCCCCTNCCCGGGCCGGCCGGNTCTAAA 

CTAGTGGATCCCCCGGCTNCANGATTCGATATCAACCTTATCGATCCGCCACCTCGAGGG 
GGCCCGGTCCCAGCTTTTGTTCCCCTT ^* Ws 
Sequence 4265 

^^^ CGGGCA ^ TACNCGGmTGG GGAGCCTAGC7GTGCTGTGGG7CCAGGAGGCAN 

GAACTCTGGGTGCCTCACCATGGCCTGGATCCCTCTACTTNTNCCCCTCCTCACTCTCTG 

CACAGGCTCTGAGGCCGCCTATGAGCTGACACATGCCTCCCTCGGTGTCATGTGTCCCCA 

GGACGGACGGCCAGGATCTCCTGTTCTGGAGATGCACTGCCAAAGCAATATGCTTTTTGG 

TGGCAGCAGAANCCAGGCCAGGCCCCTGTGTTGGTGATATATAAAGACAGTGAGAGGCCT 

TNAGGGATCCCTGAGCTGATTCTNTGGCTTCAGCTCGGGGACAACAAANCACGTTGACCA 

TCANNTGGANNTCAGGCAGAAGACGAGGCT 

Sequence 4266 

TCCCNCCCCCCGCGGNGGTTNNCGNCCGGGCNTGTCCATANTTTTTACGGACTAAATTGT 
ATTCCCTNACATATGCTGAGGTCCTAACCCCTCMTATGATTATATTTGGAGATAGGGCC 

^ gagg ^ ggta ^ aaaagtcnaatgag g™mggmgggccctatcggg^^ 

G ™ G ! GTCC ™ T ^^ 

ccatgtgaggatacagcaagaagatggccatctataagccaggaagaggcctnaccagaa 

ACCAAACCTGATGGNATCTTGATCTTGGACTACTAGCCT nauoagaa 
Sequence 4267 

ACAGAAAGAAGTCTCATCTTCCTTTGACCACGTTATCAAGGAGACAACTCGAGAGATGAT 
CGCTCGTTCTGCTGCTACCCTCATCACACATCCCTTCCATGTGATCACTCTGAGATCTAT 
GGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGACTTCTATTTCGACCGCGATGATG 

TGGCTCTGGAAGGCGTGAGCCACTTCTTCCGCGAATTGGCCGAGGAGAAGCGCGAGGGCT 

ACGAGCGTCTCCTGAAGATGCAAAACCAG 

Sequence 4268 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTGTCACCATGTGGAGGCTGTTGATCT 

CAATGAAACGGCTCAATTTGGTGGCATCAATGCTTTCAATGTCTTCGTCCTCTAAATTCA 

GTTGTTCATTGTCTACCAGGCGAAAGAGGCAGATGGTGTTCCCAGTGATGTTGTAGTGTG 

TCAGAACCTCAGAATCAGTGCTGATCCCAAATGACACGCCTGGGAATTTTTGCACCATGC 

I^ GGAGTATGGGCACTGCTGGTA ^ CT AMTCCTGGMGAAGCCTATGACAGCCACCT 

CAG J? G CAGCAATGAATTCCATGGCAGC TGGGACATCTGTGAGCCACGTGGGTTCCTGGG 

CAGCACCAGGACCATCTGAGGATTTCTCAACTTCTGCAGCAACTTCTGCAGCCAGCTCAC 

ACGTGAGGAGAAATAAGAGGAACATGAACCTGGACGGGGC 

Sequence 4269 

I GG ^ GTCCANCGCGGTGGCGGNCGNG CGGGCAGGTACCANCAATCAGGGAACTCCTATC 

TGTTTTGAATGGATTCACACCAGCCACAAGCCTGGAAAGATGGTGTCACAATCTACAGTC 

AGGCAGGATTCTCCTGTGGAGCCCTGGGAAGGGATCAGCGATCACTCTGGCATTATTGAT 

GGTTCGCCCANACTCCTGAACACTGACCATCCTCCTTGCCAATTAGACATCAGGCTCATG 

AGGCACAAAGCTGTCTGGATTAACCCCCAGGATGTGCAGCAACAGCCGCAGGACTTGCAA 

IET^ G °I GCCAGCAGCAGGGAACAGTGGG ACCCATTTTGTGACAGATGCTGCCTCTCCC 

TCAGCCCTTCACCTTCGTGCCTNGGGGACTCCCTGGCAGAGACAACGTTGTCTGAGG 
Sequence 4270 

CCGGGCAGGTACCCTTGGAAGATGGGAAAGGTGAGGGAAATANNGGGAAGCANGGTCAGA 
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TAAGGGTGTCACCTGTCTAAGCTTTTCTAAGGATAGCAGTCAGATCCTTAGTGCTTCTTT 

TGACCAGACAATTAGAATTCATGGTTTAAAATCTGGGAAAACCCTGAAGGAATTTCGTGG 

CCATTCCTCCTTTGTTAACGAAGCAACATTTACACAAGATGGACATTACATTATTAGTGC 

ATCCTCTGATGGCACTGTAAAGGTTAAGTATTTGCTATCAGTTTATTTTGGGATGTCTAC 

CCCATCTTTGTCCTTTGAGGAGTTTTCAGTGGTGATAATG 

Sequence 4257 

TGGACTCACGCGGTGGCGGCGAGTCCGGGGCTGTAGTGNTTGTCTTGGTTTTTCTCTTCT 

TCNCTANGCCTCCGGCTCTCGTAGCCTCCGCGGCGCTCTAGACTAGTGGATCCCCCGGCT 

GAGGAATTCGATATAAGCTTATCGATCCGTCGNCCTCGAGGGGGGGCCGGT 
Sequence 4258 

TGGNGAATTGGACTCNCGGGTGGGGCGCCGGCAGGTCATTTTTGAATGNCTAAAAATCTC 

ATTCTGCTGCTGTCApTTGNTTTTNACCTGCTGAGNGGCACTGAAACAGAAGACTCGGGG 

TGAC ACC CGCTG ATCTTAACAAGGATTCTG NAGGAAACTACAAAAAGGAGAACTGAAAAT 

TTAGACATACAGTTGGCATTGTAAAAANCATCAGTTNCTCTCATACCTTNCAAGTAAACC 

MGTAAAATAAGTGTTGGAGTACACTTNCCTTAAAAGMTTTAAGGAGTGATAGCTCTTT 

CTGTTCTGCATTCCCAACATTCCT 

Sequence 4259 

ACTCACTATAGGGCGAATTGGNCCTCCNCGCGGTGGCGGCCGAGTCCACAGCACCCCAGG 

CAANCCCCCAACTCATGATTTATGAGGTCAGTAATCGGCCCTCAGGGGTTTCTAATCGCT 

TCTCTGGCCTCCAAGTCTGGCCAACACGGCCTCCCTGNCATCTCTGGACTCCAGGCTGAG 

GNCCGAGGCTGATTATTACTGCAGCTCATATACAATCANCAGCAGTCCTTGGGTGTTCGG 

CGGAGGGACCAAGCTGACCGTCCTAGGTCAGCCCAAGGCTGCCCCCTCGGTCACTCTGTT 

Sequence 4260 

TCNCGCGGTGGCGGCGAGTCTTTTGCCTTGTAGAATTNCTGAGTTTNTTTCTGAGTCTGG 

TNATACTGTGAGACACGGCAATGGATTNCGGCGNCTCGGATCTTAGAGAGCTTGGAGGCC 

GCNCCGCTGNACTTTGGCNACGCNCANCTGGGNCAGCTCCACCTTCAGGTCGNCANCTGT 

TTCANANTCCTCCTTCTTCTTCCNCGAAGACTCGACCTTGACTTGGCATTGCTGACAANC 

CGCANGCCGCCCCCGCGTCCTGCCGGCGGCGTCTAGACTAGTGGATCCCCCGGCTGAGGA 

ATTCGATTCAAGCTTATCGATCCGCGNCCTCGAGGGGGGNCCGGACCCACTTTTGTNCCT 

TTAGTGAGGGTAATTGCC NCTTGCCGTAATCATGG C ATANCTGTTTCTGTGTAAATTGTA 

TCCGTCACAATTCCCACACACATNCANCCGGACATAAAGTGTAAGCTGGGTGCTAAGAGG 

AGCTACTCACATTATTGCNTNGCTACTGCCGTTTCAGCGG 

Sequence 4261 

CNNATTGGAGCTCNCGCGGTGNCGGCCGNGTCTATAATACTGCTGCAGTAATAANCTGCC 
Sequence 4262 

CTATAGGGCGAAATTGGAGCTCCNCGCGGTGGCGGCCGAGTCCAGNTTCTTTCAAAAGTC 

AGATTGAGTAAGGGATAGAAAATTAAGTTCATCTTAAGGAACAGCCAAGCGCTAGCCAGT 

TAAGTGAGGCA TCTCA ATTGCAAGATTTTCTCTGCATCGGTCAGGTTAGTGATATTAACA 

GCGAAAAGAGAi l l I I GTTAAGGGGAAAGTAATTAAGTTAACACTGTGG ATC ACCTTCG N 

CCAAGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCC 

GCCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACT 

TCTATCCCAGAGAGGCCAAAGTACCTGCCCG 

Sequence 4263 

TGACTCNCGGGTGGCGGCGAGTCGCGGGGAGAAGAGAGGCAGCAGCCANAGTCNAGTACC 

CTGNCAGACATCCTGGACTAAGCTCTCTCAAAGAGGTGGCAGAGAAGNCAGCAGAGNCAT 

GGGACCCCCCTCAGCCCCTCCCTGCAGATTGCATGTCCCCTGGAAGGAGGTCCTGCTCNC 

AGCCTCACTTCTANCCTTCTGGACCCACCCACACTGCCAAGCTCACTATTGAATCCNCGC 

CGTTCAATGTCGCAGAGGGGAAGGAGGTTCTTCTNCTCGCCCNCANCTGCCCCAGAATCG 
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Sequence 4251 

CCGGGCAGGTACGCGGGGCCATATGATGTGACCTTACTCAACTGATTATCACCCTCCCTG 

TCATACAATACTTCCTGGCTCGATTTCCTGGGGGGTGGTCTCANCCCACTCCACCCCCCC 

TNANCCGANCCTANAGTAAANGGGCCANGCATCCTNCCCANGGGAGGGGCAGTTNAAACA 

ANGANCCTNTTCTGGGCTTG 

Sequence 4252 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCCTGAACTTAAAATAAAAGTT 

AAAAAMTGCAAAGTGCTTAGGAAACTCTCTTTAGTGCTTATCTCATTGAAAAGTATTAG 

AAGCTCTTTAAGTGACCAGAGAAGGGCTTGTGCTTCTTACTTTAGAGATGAGGAAATTAA 

GTAACTTGTTCACAGTCACCTACTTACAGANAAGTGGAGCTGGTTCTCATATACATAATA 

TTCTAAA GTACTTTAATCG GCCCCCAATAGACATNTTGGCAGGAAAANAAGTTCGGCTCT 

NGCCTACTTTTC l it M I I CGGCCCCTGCGAAAAAATCTTCCGCGAAAGCGTTAGTTAAG 

CCAAATGGGCCCCCGTTCCCTTGGGCCGCTNTTAAACTAATNGGATTCCCCCGGCTTGGN 

GGAAATTNNATATTCAAGCCTTTTTGATACCCGCCAACCTCCAANGGGGGGG 

Sequence 4253 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAGTGGTCCTTTTCAGAGTTGGAC 

TTCTAGACTCACCTGTTCTCACTCCCTGTTTTAATTCAACCCAGCCATGCAATGCCAAAT 

AATAGAATTGCTCCCTACCAGCTGAACAGGGAGGAGTCTGTGCAGTTTCTGACACTTGTT 

GTTGAACATGGCTAAATACAATGGGTATCGCTGAGACTAAGTTGTAGAAATTAACAAATG 

TGCTGCTTGGGTAAAATGGCTACACTCATCTGACTCATTCTTTATTCTATTTTANTTNGG 

GTTTGTATCTTTGCCTAAAGNGCCGTANTNCCAACTCTTTGGGATTACCCCTTCCTAAAT 

AGTCATACTAAGTAGTCCATACTNCCCTGGGTGGTMGGNGTATTCTTCTTAAAAACCTT 

TAAA ATGGTCTTTGCANTGCAAGCCNAGNCCATTCAAAANAANTGGAATGGGNCNTNTNT 

T7TTGGGCTTGGGAMTTTCCAAAAAACTCAAAAN AAAAATTGTGGTTC NTTTN ANGGN N 

AAAAACCATTCTTAAACCCCNTTTGAAANGGGAAAAAAAAAGCCCCCCAAAATGGGGNGG 

GNNM CCTNGGAAAMNNAACCNCTTAANGGCCTTTTAAAAAAATTTGGGGCAACANNNT 

TTTTACCTTTANGGGGAAGCCCNCTTTGGNACCCNGGGGGGGGCCTAAAAGGGTTCCANA 

CNCCNANNTNGAAANTTTTTTAGGGGAAAAAAAAAANANAATCCCNTTTTTAAAAAAAAT 

TTNAANNCCCNTTTTTTNAAAAAAAAAAAAAAANCCGNGGGGGAATTCCCNNNTNCTTTN 

TNTTTNNNCAANTNNANAAAAAANCCCCCC I ITTTTTTTTTTTTTTT N 

Sequence 4254 

GCAATGGACTCCCGGGTGCGGCGAGTCGCGGGGCCTTTCTTCACGGACGCGGGGAAGATG 

CAGTCAAATTCCAAGAAGAGGAAGTTTGCGCTGATGNATCTTCAAAGCTGAACTGAATGA 

GTTTCTTCTCGGGAGCTGCTGAAGATGGCTCTCTGGAGTTGAGGTCGAGTTCACCAACCA 

GGACCAGAAATCATTATCTTAGCCACCCAGACACAGAATGTTCTTGGTGAGAAGGGNCGG 

CGGATTCGGGAACTGACCTGCTGTAGTTCAGAAGAGTTTGGCTTTCCAGAGGCAGTGTAG 

AGCTTTATGCTGAAAAGGTGNCCACTAGAGGTCTGTGTGCCCATTGCCCAGGCAGAGTCT 

CTGCGTTACCAAACTCC 

Sequence 4255 

CGACCTCCTATAGGGCGAATTGGACTCCNCGCGGTGGCGGCCGAGTCATTTTTAAAGAAA 

AT CCTTTCT GAATAAGACCTAATGTCTATACCTGAAGAGAGGAGACCAGCATGTCATCCT 

CCli u H I GGCCTCTCTCAAAAGTTACCTGCCCAAACTGCCATGAGAACAGAACCTCCA 

GTTTGCAGCCCTGTGGTGCGCAGGTCTCTCCCGCCACTGATTCATACCTATGTGTCAGTC 

AGGAAATCTGGCTGATGACTTGTCACAAACAGCAGATGAGGAAAACGTCAAAAGGAACGT 

AATTTGGGGGTGGTGGTGGGGGGGGAACAAAATGTACCTGCCCG 

Sequence 4256 

CTCCNCGCGGTGGCGGCCGNGTACCAGGCCCANNNACTTTATGATGATGGATGATGCTGT 

CCTCTGCATGTGTTTCAGCAGAGATACAGAAATGTTAGCAACTGGGGCCCAAGATGGAAA 

AATCAAGGTGTGGAAGATTCAGAGTGGACAATGTTTAAGGAGATTTGAGAGGGCACACAG 
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ATTT1 r GGCCTTCC l 1 I I \ AATTCCTNGGGGGTTTTNAAANAAAAATTAAAACNAAGGGN 
TTTNGGAAAAAATTTTTTNGGGT7TAAAAAAAAAAAA 

rrm ncccccntttatttttttgggggggaaanncttggggaaaaaccaanggggnnaa 

ANGGGGGGGGGGGNANNTTTGGGNAAAAANAAAGGGGCCNN I I I I I 1 I I I M i I I I I I i I 
IHini I A ANNAAANNGGGGGGCNAAAAANAAACCCCCCCNCCNCGNNTTTNAAAAAAA 
TANGGGGGGGGGGAAAACAAAAAATTTTTNAANGGG 
Sequence 4246 

CCGCCGGGGTGGGGCCGGGGCCCGCCCCCCGGGGCCAAGGGTTACCNCCGGGGGGGGAAA 

AAAACAATTGGGGACCGTTTAAATATTNGGCCCCAACTTCCGCCNCCTTGGGGGAACNAA 

TTTCNTTTCCCCGGGGTTTCCCGAATCCGCCTT^ 

TTAAGTTGGGGAATNCCCCNGGGCTTGCMGGGAMTTTCCNAATTATTTAAAAGCCTTT 

AATCGGAATACCCCGTCCGNAANCCTTTCNAAGGGGGGGGGGGGNCCCCGGGTACCCCCA 

A 

Sequence 4247 

GGGCCGGCCCGGGGGGTTAAGGGATGGGGGAAAGCCCTTGGGGGGCCAAAGGGGGGAANG 

GTTTGCAMGGAAAGCNCCAATNCTTTTCCCTTCCTTNCGGGGCAAGGGTTACCCTTTCG 

GGCCCGCTTCTTAAAAMCTMGTGGGGMTCCCCCCCGGGGCCTTGCAAGGGAMTTTC 

NAATNTCCAAAGCCTTTAATCCGMTACCCGTCCAAACCCTTTNAAAGGGGGGGGGGGCC 

CCCNGATTACCCCCAAACCTTTTTTGGTTTC 

Sequence 4248 

GTCAACTATGTGGTTTTCATGGTGGCAAAGGCTCACCAAGGAGTCTCANCTTGAAGGATG 

GTGACAATCTTAACACCCTTCCCCTCCAAACATAAAGAAGCCTTCCAAAGGCTCCTATAG 

TTTTCAAAATAANATGCCCAAAAAGTTTTMGATGCAAGGGC 

NGGAAAATGTCTTAAGGCCCANCACTTNGGTGTCACTCTTNTTGGGGCTNGGGCCTATTN 
AACATTGGGAAAGGCAACCAAGGGGCAAGGCNG I I I I I I 1 I I I I NTTCCATTTNCCCCCC 
CNGAAACCNCCCGANGCCNNAACCCCCCGCCCCAAAANTTTTAAAAAAAAI I 1 I ! I I I IN 
GGGGGGAANCCAAAAACCCTGNATNCCCCTTGTTTGGAACTTTAACAACNAAAAACCTTT 
GGGCANTTTTTAAAANGGGGGGGGAAANCCCTTTCCCCNGGAAATTTACCCNNAAAAATT 
TGGNCTTTCCTTCAAAAAAAAAAAAAAAAANGGGCTTT^ 

C I I I I I II I I I I I NAAAAACCCCCATNTTTTNCCCCC I 1 I I I I I 1 I I I AANCCCCCCCTT 

TTGGGTTANCCTTTGGGGCCCGG I I I I I I AAAAAAATAAANGGGGAATNCCCCCCCGGGC 

TTTTNNNGNAAATTTTCCATTTTTTAAAA 

TTAAANGGGGG 

Sequence 4249 

NAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGACCAGAGACAAAA 
ACAGAAGAGGGGAAACATGTTTCCTACTGACGACAGGTGATTACACGTGTGCTTCTGATG 
GAGGGATCAGGAAAGATAACTGCAAAGAGGTTGTCATTACTGGTTACACCCAAGCCCGAG 
GCC AG ATCTCTTACTTAATGACTTGGGGAAG GC 
Sequence 4250 

TGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGAGCTGGGGATG 

CGGGCACCTGTCTTNCAGGCCCTCTTGCTGTGTGGCCGCAGACTGGTGGTTCAGCCTCTT 

AACTCTGACATGAGGAAACTGAAAAACAGAGTAGCANCTCAGACTGCCAGAGATCGAAAG 

AAGGCTCGAATGANTGAGCTNGAACAGCACGTGGTATGATTTAGAAGAAGAGAACCAAAA 

ACTTTTGCTAGAAAATCAGCTTTTACGAGAGAAAACTCATGGCCTTGTTNTTGAGAACCA 

GGAGTTAAAACAGCGCTTGGGGATGGATGCCCTGGTTGCTTAAAAAGAAGCGGACNCCCA 

NGGGAATNANTTGAGGNCNCTGGCCCGGTTTTGCTGANTTCCCAACACTNANACNNCNTG 

CCCTTNTGAATCNGGTGCCGGNCCTTNTGTTACCCTTCAAAAAATTNTGCCCATTGGATT 

TTTGCCG I I I I I GACTTCTTTCAAATTCAGNAGTCTTGAT1TTCCTNTTTGGGGCCATTT 

TTGGGACAAACTTTTGGAACCCNANTTNN I I I I I I ! I I I CAAAATGGCCCTTTTC 
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TGGATGAAGGCTGGGTCCTCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTGCAGGGA 

ATTCGATATTCAAGCTTATCG 

Sequence 4240 

CCGCNGTTGGCGGCACGACGNACNCGGGGTNNTTTGTAGCGGACAACATGGCGGCCTTCA 

TGCTGGGCTCGCTGCTGTGGACNTTCAAGCAGGTCAGGCCTCTACTTTTATCCACACCGC 

TACCCCTCACCGCTGAATNTNATAACCCACGGGTCCCCCACGGCTCTGCCACCTGTAGTG 

CTCGATGGTTCC7TNATCAGCTNCAGGCCAAGATTCGAAGTCACTATGTAGACTGGAGAA 

TGTGGCCGCGATGTGAAGAGACNACAAAATGGCCTATGGAATACACAAGATTGAAGCAGG 

CTACGTNTTTMTTTCACTTCAGGGMGGAAAATACCA7TTTTGCCANAAAM 

NAGGGTTAGCCTAATTTAAGGATGGAGGCCCCTTTGNTACCTTGCCCCGGGCCGGGGNCC 

GCTCTTAGGAAACNTAGTTGGGATTTCCCCCCCG 

Sequence 4241 

CCCCACCCCGGCCGGGGTTGGGGCCGGGGCCCCGCCCCCCGGGGGCCAAGNGGTTACCGC 

CCCNGGGGGGGGAAACCAAAAAGCCGGTTCCGCCGGTTTTTCTTTGGAAAGGGAAANAAA 

AAACCTTNTTTTGGGGGTTGGMGNAAAATTTCCCCCCAAGGAAAGTTGGGAATTAAAAT 

TGGGGCTTTAACCCTTMCCAMGCCCCTTGGGGCCGGAAMCCGGAAANAANNAAATTT 

ACCCNCCCCCCTTCTTTNGGA AAMGN MCAATTTTGGAAAACCGNGGGGGAAAAAATTT 

CGGGGCCGCCCCC ANTTT NCCTTTTTTAANAAAAATTGGCCMGGGGTTACCCCTTTCGG 

GGGCCCCGCNTTTCTTTTAGAAAAACCTTAAGGTTGGGGGAAATTNCCCCCCCCGGGGGG 

CCTTTGGNNAAGGGGNAAAATTTTCCCAAAATTNTTTTCAAAAAGCCCTTTTANT^ 

AATAAANCCCNGTTTCNNAAANCCTTNTTNAAAAGGGGGGGG 

Sequence 4242 

CACCGCGGTGGCGGCCGAGGTACANGATCCCATCCACTTGTTCTGAGTCATACCCGATCT 

CACNAAGCTCCAAGTGAGGGAGGACAGAAGTAAGGAGATAGCTGACGTGGATACGTAGCC 

GCGTAAGCTTTGCCAAAGCCCTTTCTAGGTCATCTCCCTCTGGGGTCCGGTAGGAGACCT 

GAGCCTTCTGCAGCATTTCCAGGTGTGTCTCTGTTTCCTTCAGTTTCTCTTTTAACTCTT 

GCTTTTCCTCTTTG GTTCTTTC C AGCTCAACTTTCAAAA 

Sequence 4243 

TTGGANCTCCACCGCGGTGGCGGCCNCCCGGGCAGGTACCTCTGTGGAAATCCCTTCCTT 
CCAGAAGCCTCCACTCACTTCTGATGCCAAGGAGCTTCTGCGGCGCCCTGCACGCACCTT 
TACAGATGCAGGTGGCTGTTTCCTGTGTCCCCGCGTACCTN 
Sequence 4244 

AGGTACGCGGGGACTGGAGTGATGCAGCTACAAACCAAGGAACACCAAGGACCACCAGCA 

ATGACTAGAGCTAGGAGAGAGGCATGGAATAGATTCTCCCACAGAGCTGCCAGAAGGAAC 

CAGCATTGCCAACATCTTATTTCAGACTTCTAGCCTCCAGAATTGTGAGAGAATAAATTT 

TTGTTGTTTTCAGCCTTCCAATTTGTGATAATTTGCTATGGTAGCCCTAGGAAAATAATA 

CATCTGGATTCCAGCTTTCCACTCACATCATCGTTTTCTCCATCCTTCCCATGTCTACAT 

ATTGTTGTTCCAGATTAAAGATATCTTGATGTCACAGGTGCT 

Sequence 4245 

GGAAGCTCCACCCGCGGGTTGGGCCGGGCCCGANGGTTACCAAGGGGATGCTTTTGAAAA 

GGATGGAAGGGAAAANAAGAAAGNAAGTCCAAGGCCCACAAATTTGNAATACCCCGCAAG 

AATGATGCCCACTTGGT CATTGG GCCCAGTTGGAAAAAGCCCTCAAATGGTCCATTGTTC 
CMGCAAACCGTCTTCCTTTTTTC 

CTTTCCCCCCTTTGGTGGTTmGAAACCAANGGGGCCAAGGGTTrTAANGGT^ 
GGGTAANTTGGGGAANGGGGCCCAAGGGTGGGGGGGCCTCCGAAGGGNAACCCGNAAANN 

GGGTTNC CTTTTT GGCCAANTTTTCTTGGTNCCCCCATTATTNGGGGGTTGGAATGGTAA 
AAAA^^TTTTTA^ 

Ci i i m l iNCCCi nil I GGAAAATAANNCCAAGGGGTAAGTTTTAAGCCNTTTTCAAAA 
AAAAN GGGTTTN AAANTTTTATTTGN AAAATTATTTTTAAN N NCCCCCC N NCCCAATGGT 
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GG TAAAA AGCCCTTGGGGGGNTGGCCCTTAAATGGAAGGTGGAAGGCCTTAAACTTCAAC 
CAATTTTAMTTTGGCCGGTTGGCCGCCTTCACTTGGGCCCCCGCI U N ICCCAGGTTN 
NGGGGGAAAAACCCTTGGNCCGNGGCCCAAGCTTGGCATTTTAAATGGAAATTCGGGGCC 
CAAACCGCCGCCTGGGGGAANANGGCCGGGTTTTGGCNGTTATTTGGGGGGCCGCCT 
Sequence 4234 

GGANCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGGAACTGCTCAGTTAGGACCCAN 

ACGGAACCATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATA 

CCACTGGAGAAATAGTGATGACGCAGTCTCCAGCCACCCTGTCTGTGTCTCCAGGGGAGA 

GAGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTAGCACCAAGTTAGCCTGGTACCTGC 

CCG 

Sequence 4235 

TTGNACTCCACCGCGGTGGCGGCCGAGGTACACCGACTACGGCGGACTAATCTTCAACTC 
CTACATACTTCCCCCATTATTCCTAGAACCAGGCGACCTGCGACTCCTTGACGTTGACAA 
TCGAGTAGTACCTGCCCG 
Sequence 4236 

CGAGGTACGCGGGGATTCTTGTCTGTTCTGCCTCACTCCCGAGCTCTACTGACTCCCAAC 

AGAGCGCCCAAGAAGAAAATGGCCATMGTGGAGTCCCTGTGCTAGGATTTTTCATCATA 

GCTGTGCTGATGAGCGCTCAGGAATCATGGGCTATCAAAGAAGAACGTGTGATCATCCAG 

GCCGAGTTCTATCTGAATCCTGACCAATCAGGCGAGTTTATGTTTGACTTTGATGGTGAT 

GAGATT7TCCATGTGGATATGGCAAAGAAAGGAGACGGTCCTGGCGGCTTTGGAANAATT 

TTGGGACGATTTTGCCCACGCTTTGGMGGCTCAAAGGGTGCCATTNGGCCCAAACATAG 

GCTTGTTGGGACNAAAGGCCAACCTGGGAAATTCANTGGACCAAAAGGCCGCTCCCAAAC 

NTATTACCTCCCGATCACCAAATGGTACCTTGCCCCGGGCCGGCCCGCTCTAAGAAACTA 

GTTGGGATCCCCCCCGGGGCTGCCAGGGNAATTTCCTAATTATTCAAAGCCTTTATTNCG 

ATTACCCGGTCNGACCCTTCNGAANGGGGGGGGGGCCCCGGTTACCCCAACCI 1 1 I I I GG 

TTTCCCCTtTTAAGTGGAAGGGG 

Sequence 4237 

GGGGCTCATGGTTTCCCTCTNCTTTGGGCAGAGGGCACATTATTGCAGAGGTAATGCTGT 

GGCATATATGCTTCTGCCTCAGGGTATCACGTGGAGTTCACAGGACCCTGCCCACCTGAG 

TTCCCAATAAANAAAAACCTCCCCTTTCTGAGGCTGCTTTCCCAAAACTCCCCCTGCATC 

TTTTATCTCTTCATCTATCCCACNCTCTTTGTCTTGAACATCCCCACNCTTTATCCTCGT 

GTGTC N N GCCTTTGTTTTTAAATTTTTANACCTTC ATGGTTTC AATTGCCTGGC AAACAA 

GGAAAGNCATTTTCTTCTTAGNGTTCNCCCAAGTTTTTTCCCANNTTTGNAN 

TATTCCCCTTTGGATTCAAGGCCCNCTTTTTTTACACCAATTCTCCTGGGCCCCNTAATG 

GGGGTNTCCTCCTAAGNCCCACCCNTGGT 

Sequence 4238 

AGGTACGCGGGGGAAATGGCCGCGTCCAGTCAAGGAMCTTTGAGGGAAATTTTGAGTCA 

CTGGACCTTGCGGAATTTGCTAAGAAGCAGCCATGGTGGCGTAAGCTGTTCGGGCAGGAA 

TCTGGACCTTCAGCAGAAAAGTATAGCGTGGCAACCCAGCTGTTCATTGGAGGTGTCACT 

GGATGGTGCACAGGTTTCATATTCCAGAAGGTTGGAAAGTTGGCTGCAACAGCTGTGGGA 

GGTGGATTTnTCTCCTTCAGCTTGCAAACCATTACTGGGTACCTTGCCCCGGGCCGGCC 

CGCTCTAGNAACTAGTGGGATCCCCCCGGGCTTGCAGGGAATTCCGATATCAAAGCTTAT 

CGATACCCGTTCGACCTCTGAGGGGGGGGGGCCCGGGTNCCCAAGCNTTTTTGTTTCCCC 

TTTTAGTTGGAGGGTTTMTTGCCGCCGCCTTTGGCCGTTAATCANGGGTCAATAGC 

Sequence 4239 

CCGGGCAGGTACNGCGGGGAGGCTGGCCGGCGGCGCTGGGAGGTGGAGTCGTTGCTGTTG 
CTGTTTGTGAGCCTGTGGCGCGGCTTCTGTGGGCCGGAACCTTAAAGATAGCCGCAATGG 
CTGAAAATGGTGATAATGAAAAGATGGCTGCCCTGGAGGCCAAAATCTGTCATCAAATTG 
AGTATTATTTTGGCGACTTCAATTTGCCACGGGACAAGTTTCTAAAGGAACAGATAAAAC 
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TCTCCTCCCGCAGCCTGGGNTAGTCTTCCATCTTTCCTCCGGGCGCCCNCGCGTACCTGC 

CCGGGCCGGGNCGGTTCTTAGAAACTAGTGGGATCCCCCCCGGGGGCTGNAAGGGAAATT 

CCNAATANTTCAAAGCCTTTTTCGGATTACCCGGTTNCNNAACCCTTTNGANGGGGGGGG 
G 

Sequence 4229 

GCCGCCCGGGCAGGTTNTCCAGNNTTGGTTATNGTCATGGGAAAGGAAGGTGTCCACANA 

ANGCACACTTMCANGAAAGCATATGMCTCGCTTTATACCTGAGGAGGTCTGATGNGTA 

AGCAGCCTCTCCCCATCTACCTAGCANCTGTCTTCATCAACAACCCTAATTATGGNCACA 

ATGCTACCAAACTGTAGATGGTAGCTMTTTTTCTTTACCTATT^ 

CCTGTTTGCCCAATGGATCATTTGTATGTTAACCACTGNNTGNAACCAACCCTTATCTGG 

GCAACATAAATTGGCAGCACCAATAATGATTNTGCATGAATACCTNTGGAAATTGGGGGG 

NAGGGGGCATGCCMGTTGGGGCATCACTTTGTCTTANCAATTAATGGGGATATTGANTT 

ACCTAAAAATAAGTTAATANGTAAGCAAGGGNGCCCGGGGTGGGACNCTAGGGCCCGNTC 

CTAGNAACTAGGTGGGATCCCCCNGGGCCTGGCAGGGAAATTNCCGANAATNCAAAGGCC 

TTTATCCGANACCCGNCCGACCCTCCGAGGGGGGGGGGCCC 

Sequence 4230 

NCCGGGAGCCATAANAGTGTAAAAGCCTGGGGGTGCCCTAATGAGTGAAGCNTNACCTNA 

CATTAAATTGGCGTTTGCGGCTCACTTGCCCGCTTTTCCAGTTCGGGGGAAACCTGNTCN 

NTGCCAAGCTGGCGATTTA AATG GAAATTCCGGCCAAACCGCNGCCGGGGGGGTAAGAAG 

GCCCGGGTTNTTGCCGTTATTTTGGGGGGCCGCCTNCCTTTCCCGGCNNTTNNCTTCCGG 

CTNCAACCTTGGACCTTCTNCTTGGCAGCCTCCNGTTTCCNNTTTTCCGGGTCTTGGCCA 

NGGCNGAAGCCCGGNNTTATTTCAANTCTTTCNACTTCCAAAAAGGGGCCGGGTNNNAAT 

AACCCGGGTTTANTCCCCACCAAGNNANATCNAANGGGGGGAAT 

Sequence 4231 

ATGGAGACCTATTAATGGAAAAACCCTANAAAAGATCACCAACAACCGNCCTCCCTGCGT 

CATCCTGTGACTGCACAGGACTCTGGGTTCCTGCTCTGTTCTGGGGTCCAAACCTTGGTC 

TCCCTTTGGTCCTGCTGGGAAGCTCCCCCTGCCTCTTTCCCCTNACTTANCTCCTTTAGC 

AAAAGGAGGACCCTTGGCCTNCACTTTGCCCTTTGGGGTACCCTCGGGCCCGCTCTTAGG 

AACTAGGTGGGATCCCCCCGGGCCTGCCAGGNAAATTNCGGATTATCCAAAGCTTTTATC 

CGGAATACNCGGTGCGGACCCTTCGGAAGGGGGGGGGGGCNCCCGGTTAACCCCCAAGCT 

NTTGTGGTTTCNCCTTTTNAGATGGAAGGGT^ 

ATTCAATGGGGTCAATTAAGCTTGCTTANCCCTGGTNGNNGAAAAATTGGTTNAATTCCC 
GCTTCAACAAATNTTCCCACACCANCCATNACCNNAANCCCCGGGNANGCCATTAAAAAG 
NTGGTTNAAAAGCCCTGGGGGGTGG 
Sequence 4232 

GCNGTGGCGGCCGCCCGGGCAGGTACTTANTNTTTTTN I I t I I Ml I I I NNGGAAACAGG 
GTCTTGCTATATTGCCCAAAAT GGCC TCAAACTCCTGGGCTCAAGCGATCCTCCTCCAGC 

CTCCCGAGTAGCTATAGTTTGGTTTTMTCAGTAAATATTTATTTAGCACTTGGACTGCT 
CTAGG CACTATAGGGTAC CT 
Sequence 4233 

AGGTACNCGGGGGGGGTCTCAGGAGGCAGCGCTCTCAGGACGTCACCACCATGGCCTGGG 

CTCTGCTCCTCCTCACCCTCCTCACTCAGGGCACAGGGTCCTGGGCCCATGGGGCCCTGA 

CTCAGCCTCCCTCCGCGTCCGGGTCTCCTGGACAGTCAAGTCACCATCTCCTGCATTGGG 

AACCTTCAATGACATTGGTAGTTATGATTATGTTTCCTGGTACCTGCCCCGGGGCGGCCC 

GCNTCTAAGAAACTAAGNGGGGATCCCCCCGGGCTTGCAAGGGAATTTCGATATCAAAGC 

TTTAATCCGATACCCGTGNGACCCTCGAGGGGGGGGGCCCCGGGTNCCCCAANNCTTTTT 

GNTCCCCT1TTAAGTTGGAAGGGGTTTAAATTTGGCCGCCCTTTGGGCCGGTAAATGCAA 

TGGGGTCCATAAGCCTGGNNTTTCCCTGGTGGTGGAAAAANTTGGNTNATTCCCGCTTCA 

ACCAAATTNGCCCACCAACAAACCATNACCGAAGCCCCGGGGGAAGCCAATAAAAAGGTT 
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CCCAGCATCAGGCGCAGCAGCTGCACTTGTCCGACGCCCCTTTGCAGATGCAGCCCTGGG 

CACACTTGGCACAGCCCACAGGGCAGCAGGAGCAGCAGCTT7TCTTGCAGGAGGTACCTG 

CCCGGGCGGCCCGCTCTAAGAACTAGNGGGNATCCCCCGGGCCTGCAGGAAATTCGATAT 

CAAA GCTTTA TCCGA TACCCGTCGGACCTTNGAGGGGGGGGGCCCCGGTGACCCCANGCN 

TTTTGTTTCCCTTTTAGTGGAAGGGGTTNMTNTGCCGCCGCCTTGGGCGTAAATTCATG 

GNTCATAAGCTGGTNTTCCTGTTGGTGGAAAAATTGTTTATTCNCGCTTCACAAATTCCA 

CAACAACAATNACCGAAGCCNCGGGGGAGCCATTANAAAAGTGGTAAAAAGCCCTGGGGG 
Sequence 4225 

CGCNGTGGCGGCCGATGTACCAACAGATTTNTCACGGNGCTCCCAAAACTGTGATGTNTG 

GAAATTCTCTGCCCTCANGGATCCCTGACCGTTTCTCTGGCTCAAAGTCTGGGACCACAG 

CCTCCCTGACTATTTCGGGCCTCCAAGCCTGAGGACGAGGCTGATTATTACTGTTCAACA 

TGGGACTATAAGCCTCACTGGCTCNAGTGTTCGGCGGAGGGACCAAGCTGACCGNCCTAG 

GTCANGCCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGCCCTCCTCTTGAGGGAGCTTC 

AAGCCAAACAAAGGGCCACACCTGGGTGGTGGTCTCAATAAGGTGACTNTCTACCCCCGG 

GGAAGCCCGGTGACAAGTGGGCCCTTGGGAAAGGCAAGATTAGCCAGCCCCCCGTCAAAG 

GGCGGGGGAAGTGGNAAGACCACCCACCACCCCTTNTCAAAACAAAAGCAANCAAACCAA 

NGTTNCCCTTGCCCCGGGGGCCGGGCCCGGTTCNTAANAACCTAGGTGGGATTCCCCCCC 

GGGGCCTGGCAAAGGGAAAATTTNJCCGATTATTCAAAAGCTTTANTNCGNATTACCCGGNG 

CGGAACCCTNCGGANGGGGGGGGGGC 

Sequence 4226 

GCCCGANGNTACCCCTCATACCCAGCCTCAACTGNAGATGACTAAGGCNAGNCTGTGCAC 

TANAAAGCCACATTCCCCTGTNCAAGGACTGAGNGTNCTNTACAAATCCCCTCCAAATGG 

GGGATTCCAAAGGGGCTTAAGCAAAAGAACAATCTCTGTGGCAAACTANGTGNGGCCAAG 

GAAGCTGMGGACTTAAAATCAAGGGAAGGGAAGATGCCCAGNATGGGCANGTTTTTTAC 

ATlTATGTNACAACAGGAAMCCGTGCCACATGGAGGTTTGCGCTGACTGCATNTmCN 

TTCACNTGGCCGGCAAGCCCTTGGGNCATTTGNGGGNGTTTGGGTGGACTTCTTGGATGG 

GGCCCAGTTTGGGGGCCAAGCNTCNTTTTCCCACCGAATGGGGCNTTTTGGCGGGNTTTC 

CTTTGGGGAGGGAAAACCATTTTGTTGGAAGCCGGAATCCTTCCGGGCCNACCAAAGTTN 

NAGGAATNTTTGGTGTGGGCAACCAATNCAAGGCAANGCNACCTTTTCCCAAGCCTNCCC 

TTTNGNANCCGNTTTGGNTGGGGACCCCAAGGGGAAACCTTTNCCCGGGAAAANGCCCCA 

CCTTGGGGGGCAAGCCATTGTTGGCCTTTTAGNTGTTTTNTTT7TGGTTW 

CAATTAAACCCCAAATTGGGTGTGGGGGCCANTCAAAAGAATTCTrGGGCCCC 
Sequence 4227 

GAGGTACACCTTTTCAGGGNCGTTAAANACCACCTGNNNNGACTNGATCTTCTTGAACAT 

CANCATGATGGAACTGAGTTGGTTTTAAGAGTTAGAAATGACGGTGGAAGAAAAAAAAGC 

TCCAAATCGAGGAAACCCCTTTGCAAAAAATTATTTCACTTTAAGGMTTAAGGTATTCT 

TAAGCAGTTTGAGCTTAAAMTAAAATAAGATTTAAACANAATGAATATTAACTACTAGG 

TTTTCAGAAAAGGCGCC TTAAA AAATATACGCCCGCTGGGTTNACACTAAGGCGANATTN 

CAGAGNAAAAA GCCT TCTTTTTCCCCCAATTGCTGGAGGAAAAAGATCCCGATCCTCCAC 

MGGCACTCNCTTTTGGGAAGAAAAAGAGGGGGGTTAAGTTTTTCCCCCGCGNTTCCCCT 

GCCCGGGGGCGGCCCGCTCTTAGAAACTTAGGTGGGGATCCCCCCCGGGGCCTGGCCAGG 

GGMTTTCCGGATTATTCAAAGGCCTTTATCCGAATACCCCGNGCCGGACCCTNCNGAGG 

GGGGGGGGGGCCCCCCGGGTGACCCCCMGGCTTTTTTTGGTTGCCCCTTTTTNAGNTGG 
ANGGGGGTTTTA 

Sequence 4228 

CCNAAAAAACAAAGAACTTGCTTGTGTGGTAATCCAGCTCCATTCTTCTGCATAATTACA 
CAGGTCACGATGTATTTAAATGGTTTTCCCAGCTTGGTGGAGTTGGCTTTAAAGTTTGTT 
CTACTACATTTGTGGTCCACTGGTTCACTTTGCTGTGTTGATAANGCGTTACCACCAATT 
GCGCTTTTCTATANCNCTCTTTTACANATGGTTGCTCACTTNATCAACAAACAAAAGCAG 
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AAAGTGGTAAAAAGCCCCNNG 
Sequence 4219 

ACCGCGGTGGCGGCCGAGGTACCGGAATCTTGCTAGGGGTAGGAGATACACCCCGGAGGA 

GGGGATCCTTCGTG GCTTG CCGGGTGGTCATGATGGCTTACCGAGGCCCCTCAGGGCCTA 

CCCAGCTTCCTCCGCTTTTCTCCTGACCCTCTCGGGTGCTGCTGGAGCTACTTTCTCAGT 

TTGTAAAATACNCCAAGCNCTTGATTNGGCCCCCCCGNCGTACCTGCCCGGGCCGGCACG 

NTCTANAACTAGGTGGGATCCCCCGGGCTTGCAGGGAA 

Sequence 4220 

ACTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGAAACGC 

CCTCCTGAGTCTCCTCCAATTGTTGAGGAATGGAATAGCANAGCTGGTGGGAACCAAAGA 

AACAGAGGCAATCGGTTGCAAGACAACAGACAGTTCAGAGGCAGGGACAACAGATGGGGG 

TGGCCAAGTGACAATCGATCCAATCAGTGGCATGGACGATCCTGGGGTAACAACTACCCG 

CAACACAGACAAGAACCTTACTATCCCCAGCAATATGGACATTATGGTTTACAACCCAGC 

GGCCT TCCTT ACCGGTTTACTTACTGAATAGAAAATGTTTGGCCAGCTTT7TAAGTAAAA 

AAGCCATT TTACTC TTGTTTACCCAATTGNAGAAAAAGTTTGGGTGGTCTTCTGTTGGGT 

TCANTMGTTTTTTACATCTGGATTTTTTTACCAGNAATGGGGA^ 

TTTGGGAAANNTTGGAAGACTTTTTAAAAAAAAAA^ 

NNAAAAAATGCCGATTGGGGTTTGGCCTTGGGGGAAATTACCCCTGGGAAAACCTGGGTG 

3^^^^TZZ^Zir^"^~'"^^^ OTTTTN GO AACTTTC TTAACOOTTTO AAN AAAATNCTTTCCT 

TTTTGGTT TTTNCM TNGAACCTTTAAAATAGGGTNGGCTTTTTA 

N7TATTTAATTTTTGGGACCCTTTTTTANGGG 

AGGNAAAANTAAAAAAAT 

Sequence 4221 

CGCCCGGGCAGGTACGCGGGTGAGATTAAAAACAAGGAAGCAGAGAATGGTCANAGAATG 

GGATTCAGATTGGGAACTTGTGGGGATGAGAGTGACCAGGTTGAACTGGGAAGTGGAAAA 

AGGAGTTTGAGTCACTGGCACCTANAAGCCTGCCCACGATTCCTAGGAAGGCTGGCAGAC 

ACCCTGGAACCCTGGGGAGCTACTGGCAAACTCTCCTGGATTGGGCCTTGA I ITTTTTTG 

GGTGGGAAAGGCTGCCCTGGGGATCAACTTTCCTTCTGTGTGGTGGCCTCAAGGGAGTTC 

TTTCTGCCA GNAG AATGGCCGCCTATCTTTTCCTCCCTCCCTGTTGATGTCCTTGCTTCC 

CCAACCCAATTTTGTTACCCTCCGGGCCCGCTTCTTAGAAACTTAGNTNGGGATTCCCCC 

CCGGGGCCTTGCCAAGGGAAATTTCCGATTATTCAAAAGNCTTTAATTCGAATTANCCCG 

GTNCGNACCCTTNGAAAGGGGGGGGG 

Sequence 4222 

ATATAGGCGAATTGGACTCCACCGCGGTGGCTGGATTTCTCAACTTTCTTGGTTTTCTGG 
TAGCCAAATCCACCACCACCTNCTCGCTTTTTCTGCTTGCCTTCATTACCCCGCGTACCT 

Sequence 4223 

CCGGGCAGGTACAGATGAGAACAGCTTACATGAACCTATGATGAAGAAAGCCACGGAAAT 

CAATTCATCATGCCCACCAGCAGAAAATAATATGTCTGTTCTGATTCCTGATAGGACAAA 

TGTTGGGGACCAGATACCGGAAGCCCATCCTTCCACTGAAGCTCCAGAACGAGTGGGTTN 

CAATCCAAGATCACAGCTTTTCCATCAGAAACCCTCAGTGGGGGACGGNGGGCAGATTCC 

ACACCAGCTCACTTCCAGACTGATCTTTTGCACCCAGTTTCAAGTGATGTTCCTACCTAA 

GTTCCTGACTGCTTAAGACAAAAGTCATTAGGATTATGTTCCAAGGGCATNNTTCCCAAG 

AAAAACAGTTNTACAAATCCAATTACCATNTCTTGGGACCACCAAGTNGAATAAAGCTGG 

AGGTACCCTNCGGCCCGCTCTAAGAACTAGTGGGATCCCCCCGGGGCTGCCAGGGAATTC 

GATTATCAAAGCTTATCCGATACCGNCCGACCTTTGAGGGGGGGGGGCCCCGGNNCCCCA 
AGCTTTTGGTTCCC I I I I IANTG 
Sequence 4224 

TACATNAAAAAATCCAGGTTTGTGGAAGTCGCGTTCTTTACATNTGGGAGCGGGGCTNGT 
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ACGGCATCCCGGCTCAGTCGAATGTTCTGGGTCCCATAGCCCGAGGCCGCTGTGTCCTTC 

TTCTTCTCGTGGTAGGTGTAGACGGCCCCTGCGGTGCAGTTCTTGCCATGCCGCGTCATC 

CTCACTAACGACTCCCAGTCCCTCGGTCGCTTCTTCAACTGTGCCCCGCGTACCTGCCCG 

GGCGGCCCGAGGTACCTTTCCTGA I I I M 1 I I GTCTAAGCACATTTAAAAACCAAGACTT 

TTGGTTrTGAGCGATAGCTCTGMTCTCCTTTAAGGTATGMGTGTAGGAAATTGTNTTT 

CTGCAGCAAAACTTAGGCTTTTGCAACATCMGGTGTNGGATTCACTGGGAAAAATTNT1" 

TTTAAAGTAACCACATTAGGCGAATCCAATAATAAGNCCAAAAAAAANGGTTGGGGAAAA 

TTGAAAAAAAAGGGGTNGGGG I 1 1 I I I I I I NAATTTAAAAAAAAAAAN J I I I I II ! I I M 

TTAAAGANAANAAGGGTTTTTTCNGTTTCCANTCACCCCAGGGATTGGGGANTNANCNTG 

CCCGGGGCGGGCCNGTTTCAATNTGGGGCTTTCGTGNAAAGCTTNATNCAANCCCATTAA 

ANCCCCAAGTTTGCTTCNATTTGGGNCGNAAAAAANAAANGGGTTCNAGGGTTCNTTTCC 

CAAGGGGGTTAAAGGGAGGGCNTTNAMGGGANTACCGTTTGGGNAAAGAANNNT7TGNG 

GGGGCNAAAAAGG 

Sequence 4215 

GCACCTTGGCCGCGTTCAGAGTGCCGATGAGCJCCCCCAGACTCTGCTTCCGCCCGTTCA 
TCTTCCAGTTTTCCCCCAACGAAGAACTTNCTGGAGGGCAGCCATGGCNCTGGAGCCGAG 
GCGCTGAAGGTCAGTGTCTGCCCCGCGTACCTNN 
Sequence 4216 

CGAGGTACTTGCAATGGGGCCACCATGTTTTCTCCCATTAGCCAGCCCCATTCATCATGG 

ATGCTATGAGTCAGCCAGGGGGCAGGCTTGCCATGGGTTTTGTGACACCCCCATCCAAAG 

CTCACCATGTTGCATCCCGCCCATTGTCTGTGGGACCCCAAGTTTCTAGCCATGTCCAGT 

TCTTCACAAAAGCTGGATGCACATGCCAAGGCAAGCCATCCACAGCTTGCTGCNTGGAAG 

GGTGGTGCAGATCTAACAGTTGGAGACATTGGGCCCACCCTCAGCATAAGGGTGTGAAGC 

CCCAAGTCCACAATGTTTGTTGGGAAGCCATGCCAACCCTGTGGGCNTGANGCAAAATAA 

ACCTCCCCAAAGAATTTTNGGCNAGGMCMNTTACCCGGGCCCCTTGGGGACCCCTTTG 

GGAATTTTAATTTGGATGGGGCCCCAAACTTGGCAANCACTTGNCCAAAAAATGGCCTTG 

TTCAACCAAAGGAAAGGGGGGCCANCCCACCCCAACTTTC 

Sequence 4217 

GCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACACCCAGTGTCTTAGGCGGGCCAAG 

CCTAGCACTGTGGGAGCAAAAAACATGGCTTCATCGTCAGGGTGCGCTATGACCAGCAGG 

GTCCGGCTTTCGGCTCCCAGCCGTCCTCCCTGCTCCCGACTCTTCATTCGTTCTGAGGAG 

TCCCAAACCCAGAGGAAGCCCCATGCCAAGACCCGCCAACGCCACACACAGGAGCCACAT 

TGCTTCCATGATGGGTAAAGCCCCCGCGTACCTGCCCGGGCGGCCGCTCTAAGAAACTAA 

GTGGNATCCCCCGGGCTGCAGGGAATTTCCGATATCAAAGCTTTATCGATACCGTCGAAC 

CTTCGAAGGGGGGGGGGCCCGGGTACCCCAGGCI I I I I GGTTTCCCCTTTTAGGTNGAGG 

GGTT 

Sequence 4218 

ACCTGTCTATAAGGAGTCCTGCTTATCACAATGAATGTTCTCCTGGGCAGCGTTGTGATC 

TTTGCCACCTTCGTGACTTTATGCAATGCATCATGCTATTTCATACCTAATGAGGGAGTT 

CCAGGAGGTTCAACCAGGATGTTTCTACACCTGTGGGTTATGACAAAGACAACTGCCAAA 

GAATCTTCAAGAAGGAGGACTGCAAGTATATCGTGGTGGAGAAGAAGGACCCAAAAAAGA 

CCTGTTCCTGTCAAGTGAATGGGATAATCTAATGTGCTTCTAGTAGGGCACAGGGGCCTC 

CCAGGCCCAGGCCTCATTTCTCCTCTGGGCCTCTAATAGTCAATGAATTGNGTAAGCCAT 

GCCCTATCAAGTAAAAAAGGATTTTTTGGAAATGAAAAANANTN NN NAAN AAAAAATTAG 

GGTACCCTTNGGGCCCGCTTCTAANAAACCTAGGNGGGAATCCCCCCCGGGCCTGGCAGG 

GAAATTTCGATATTCAAAGCTTTATNGGATACCCGNNGACCTNCGAGGGGGGGGGGCCCC 

GGTACCCCCAAGCTTTTTGGTTTCCCTTTTAANGGGANGGGGTTAAATTGCCNCNCCTTG 

GGCCGTNAATTCATTGGGGNCCATAAGCCTTGTTTTCCCTGNGGGNGAAAAATTGNTNTA 

TTCCCGCTTCCANCAANTTTTCCCCACCAAACANTTACCGAAGCCCCGGGGNNNCATTNA 
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GGCCCAAAAAAAAAGACTTGGCANTTTTTTTCTTCMGTNCTGGAAAGGTCCTTCCCTTG 

CCTAACCTAAAAGNCNTGGAANCCCCCCGCCGTTGGGTGGGGGAAATTCCAANAATTGGT 

TANCCCCTCCGGGCCCCGNNTTCTTANGAAAACCTTAAGGTNGGGAATTNCCCCCCCCGG 

GGGCC7TGGCCAAAGGGGAAAATTTNCGGAATTATTCAAAAGGCCTTTTATTTCGGAATT 

ACCCCGTTCCGGAACCCTTTCNGGAGGGGGGGGGGGGGCCCC 

Sequence 4210 

CGCGGNGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGAAGGAAGGAGGAAGAGCGGAGGC 

CAGGGCGGGCTCTAGGCCCGTGGAATCTGGGGCCTTAAAGCCCCTTCGTCTCCCCAGCAC 

CCACTCTCTGGGGGCAGGTGGGCCCGGTGACAAGTAACCTTCAGGGANCCCTGAAGACCA 

TGGAGGACTACTGACCAAACAACCTCTGGACCTTCACCCCTCTNGGATGGGGGACGAAAT 

CACTAGGCCAAAGGGGAACAATGGGAAGGAAGACAAAAATGGGCTGCCTTTACAAGCTGC 

AGNAAA GATT GTGGGAAAACCACCTGGNTTCCCCTAGGGCACCTCCMTTTGTCTTTNCC 

CNGCCCTTTTGGGGAAGCNNTTGAAAAAATTAAAANTAAAAGGTNGTTGAAAAGGGGGGA 

AANCATTNGACCGNTCANNANAAAAAANNNNTTTATATGNTTTANNANAANANAAANGNT 

TACCCTNTGGGGCCCCGTTTCTTAAAAAACCCTAAGGNGGGGGAATNTCCCCCCCGGGGC 

CTTNTNATGNAAANTTTCCTANTATTTCAANANGGCTTTAATTCCGNATTANCCCGGTNC 

CNACCCCNTTNAAGGGGGGGNGGG 

Sequence 4211 

CCGGGCAGGTACGCGGGGATATTANTGCATTTCTTTGCAGAGGTTACCTCTTTTTCTTGT 

CTCTCGTCAGGTCTNTGACATTGACAGAGCCTGGACGTTGGAGGAAGCCCCANGACGTTG 

GAGGGGTAAAGTAAAATGTCCACAGTNCCCCGTTGAGAGAAAACAAGANGGTGGAAAGCN 

NTGCAC IMC AAAACTTGTGAAANAAAAGAN AGGAGGAAAAGG ACTCGACTTNTCACATTG N 

AACAACCCTTTCTTTNCAGTGCTAAAAGGGGATTCTCTTGATCTTGGGGGAAACCAAACA 

CCCCTTGGMCATTGGGTTCCCCANMGAATCAAATCTTTGGNCCGGGGGCCCCCAAATT 

GGAGGCCCTTNANTrrTGATTAAACCACTTNATAGGGGGCCANNCCTNGGGTTGGGGNTT 

Sequence 4212 

AC TCACT ATAGGGCGANTCGGAACTGGCANCTCCACCGCGGTGGCGGCCGAGGTACTTAT 

ATCTTTTGGTCTTGGGCTTCTCAAAGTTNACGACAGACATAGGCACTCTCACAGTATCAA 

GCCCATTTACCGTCACCTCACACCAATACTCGCCCCACCGTGTGGTAGGCTCTGCTGGTA 

ACTTTAATGTATGTGGGGCAACCACAACACCAAGATTCTTAAAGAAGTGGCGGGCAACTA 

TTTCAGGGTTCAGCTCCCATTTGACATTGTTCTTCATCCCTACCTCCAGGGCGACAGCTT 

TTTAAGAAATTTCACTGTCGCCTCACCTGCCTTGGTCCTGGGATCTTCTCTTMTT7TCC 

TTCTTGGTCTCAAGCACCCCGCGGTNCCCTGCCCGGGCCGGCCGCTCTTAATAAACTAGG 

TGGGATCCCCCCCGGGGCTGCAAGGAAATTTCCGATTATCAAAGCCTTATCGATACCCCG 

TCGGACCCTCGAAGGGGGGGGGCC 

Sequence 4213 

CC GGATTA CCCCGGGCCGGACNCTTCTGGAGNGGGGGGGGGGCCCCCGGGTGACCCCCAA 

NCCi i I \ l GGTTCCCNCNTNNTAAGTTGAAGGGGGNTTTANATTTTGGCAGCCGCCTTTG 

GGGCCGNTNANANTCCATTGGGGTTCAATTAANNCCTCGGNNTNTCCCCTGGGNGGNCGG 

AAAAAATTGGCTNTANTCCCCCGNCTTCCACCAAANTNTCCCCACCCACCAATANCCAAT 

TAACCGGAAGGCCCCCGGGGGGNAAGNCCAATTAANAAAAGGTTGGTTNAAAAAAGGCCC 

CCTGGGGG GGGG GGTNGGCCCCTTNAAAATTGGGAAGGGTGGNAAGNCCTTAATAACCTT 

TCAACCCAATTTTAAAATTTTGGGCCGGTNTTGGCCCGGCCTTCCAACCTTTGGGCCCCC 

CCGGCCTTNTNTTCCC CAAG GTTCCNGGGGGNAAAAAACCCCCTTGGTTCCGGNTGGCCC 

CAAGGCCTTGGGCAAATTTTAAAATTGGGAAAATTCNGGGGGCCCCAAAACCGGCCN 
Sequence 4214 

TCCCCGCGGTGGCGGCCGAGGTACTCCAGGATGGCCTCACGCTCATACAGGTAGCCATCT 
GGGGTGACAACAGGATCGTGGCAAGGCTGCAGGGAGAGACAACAGCAGTCGAAGTCCTTC 
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GGTGGACCTCGGATCCTTGAGAATTGGTAAMGTCATTTCCTTCTTCCAGCTACTAAAAA 
GGGGCCTGGGAATTCTTGTCCATTAGCCCGCAAATGTGCTACACCAGGGG 
Sequence 4205 

CGAGGTACCAATCCTGAAATTTTTTACAGCAATCTTCACTGCAGAAATCTCTCACAACAC 

CATCGAGTTCTTTAGTTGCTCCCTTCTTACATAGCTGAGAACAATAGTTGCAAGTAACAC 

ATCTCAATCCTAAACGTCTGGCAAAATCCTGTTTGTATAATAATTTGCAGCCTTCACTAC 

AGAAAGGTCTCTTAACCGCCAGAGAAATTTACTG7TTCATGAAAGAGTCTTCTCCTCTTG 

ACAGTATTTCGCAATATGTAACTATGCCAATGCAACCTTCTTATAGTCATCCTGNAACAA 

GTTT7TGCTGCAGGAAACCTGGATGCACTTTGTTCTCCCATTCCAGGNATTTCTGGGTTT 

TTGGAMCAAAAGGGAATTTTTTGCCAGGTAGTTGCATTTTCAA 

GGGCGCCTACCAAACTGGGCCCATTTGGGAGGAATGGACCTGGCATTACCTTAAGAAGCC 
CTGGAAAATTTAAGCCCACACCAAACTGGGGAAATTTGGCCAAAAAGGTTGGTACCCTGG 
CCCGGGGGCCGGGCCCGCTCTTAGAACCTAGTTGGGATCCCCCCGGGGCTGGCAAGGGAA 
ATTTCGGATATTCAAAGCCTTNATCGATTACCGGCCGACCCTTCGAAGGGGGGGGGGCC 
Sequence 4206 

GGAGCCCTCGCGTCGCCGCTGCCGCCAAAAGACGGCGAGCGCTCAAACNAAACAGCCCAG 
CNCGCCATGACATTATGGTTGCTTGCAGGGTCTCCCCCGCGTTACCTGCCCGGGGCGGGC 
CCGCTCGAGCTCTAAGAACTAGTG 
Sequence 4207 

TGGTANCAAAGACAATCTGATGTGAGATAAGAAAGAAGAGCCCACAAGACCAAGGATGTA 

TTCTCAGTTTTACAGACCACTGACCAGAGGCCACTCCAGGGTGTCAGGACTAANACAAGT 

CACAAAACAG NAG ATTTCCCAAGAGCAGCGGAAAATGATCCAGTCACAGATNTC ATTN G A 

GGATGTGGCTGTGGATTTCACCGCTGGAGGANATGGCAGCTACTTAAATCCTACTCAGAA 

AGAAACTTGTACCCTCGGCCGGCTCNTAGGAACNAAGTTGGGATCCCCCCGGGCTGCAAG 

GGAATTCGATATCAAAGCTTTATTCGATACCCGNCGGACCTTCGAGGGGGGGGCCCGGTA 

CCCAAGCTTTTTGTTCCCTTTAAGANGGAGGGGGTTAMTTrGGCGCCGCCTTGGCCGTT 

AATTCMTNGGGTCMTAGNCTGGTTTTCCCTGGTGGTGGAAAATTTGGmATTCCCGC 

TTCCACAAATTTCCNCCACCANACCATTACCGAATCCCCGGNGGAGCCNATNAAAGGTTG 

TCAAAANGCCCNTGGNGGGTNGCCCTTAAATGGAAGTNGAGGCTAANCTCCACAATTAAA 

TTTGGCGTTTGCCGNCCTCACTTGCCCCNCTTTTCCAANTNCGGGGAAAACCCCTGTTCG 

GNGCCCANCCTTGCCATTTAAATGGAAATCCGGGCCCAACNCCCCCCGNGGAGGAAGGNG 

GGTTTTGGNGTNNTTTGGGGCCGC I I I I I ICCC 

Sequence 4208 

CCGGGCAGGTACGCGGGGCTTTCCTAGAGTCTCTGAAGCCACAGATCTCTTAAGAACTTT 

CTGTCTNCAAACCGTGGCTGCTCGGATAAATCATGACAGAACAGTTAATCCTCAATTTAA 

GCCTGATCTAACCCCTAGAAACAGATATNGAACAAGTGGAAGTGACAACAAGATTGACAN 

TGGAATGATGAAAATTCATCTGCGCAAGCTGCTTGGAAATGTTTCNTTTGCAGTCTCTCT 

TCTATAANGGNCCTAGTTGTATCATTGGGNANGNTANACAATTTTGNAAAGNATNTTGGG 

TTTGAAAACNAGANTCGCAAGCCTCGCTNNAGGGGGGATTGGTNANCCGTTCNGGGCCCG 

GCTTTNTTAAAAAAACCTTAAGTNGGGTAATTCCCCCCCCCNGGGGCCNTGGCGAGGGGN 

AAATTTTCCTATTNATTNCAAANGCCTTTAATNCCGAAATTACCCCGGNCNNNGAACCCN 

TTNNGNAAGGGGGGNGGGGGNCCCCCNGGGGTNACCCCCCANGCl II I I I IGGNGTTNCC 

CCNTTTTTAA 

Sequence 4209 

CCGGGCAGGTACAATCTGAGGGACCTGAATCGCTGCACCCCAGAGGGATGGTCAGAACAT 

CGAGTCCAGGAATACTTCGAGTGGGCAGCGCAGGTGGTGAAGGGGCTTCAGGGAACAAAC 

CGGCAACTGGAAGAGGCTCTAAAGCATCTGTTCAAGCAGCGGGGGCTGACAATCTGATCA 

GTGCTTGAAGCTATCCAGAGGCACAACTCCAGCCTCGTTCAGGCCGGACAGGATTCATAC 

CGCCATCTTTTCTGGTGTTCTCCTGAAGCTCCCTCCATCCTTTCCCAAGAATATTTAGGA 
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GTAAAGAGACCCGGACCCTTCCCCGAGCCCACTGGTTGCTTGTATTCATATCACAGCTCG 

CTTTGAGTAAGTG GTAACC ACCAGAATAATAAGCAGATTGCTCCTCCAAACCCAGCTGGG 

TGAAGATAGCTTCATTTTTG GAAAA TCAACTGGAAATCATGAAAAACCCTTCCTAATGGT 

ATAATTTGTTCCAAGAGTTCTTTTTGGATACTTAAGGAAGGGGAAATATTTAATCCTTGG 

TGCCACAGGTCCTTTTATTACAAGGCACTTCTTATTTTATGGGTATTACCAGGAGGTTTT 

CTTTCTTCCAAGCCCGGNNTTTNTTTTNGGNGAGGGTTNMNTGGCTTNTACCCTTGGCC 

CGCTNTAAAAAACCTANGGGGGGTCCCCCGGGCCTGGNGGNGGAAATTCGGATTNTTCAA 

AGGNTTTTTNNGAATACCCCGGTACCANCCNTTCGGNGGGGGGGGG 

Sequence 4201 

CTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGATGGCAT 

AGTGAAGGCCCTGAATGTGGAACCAGATGGCACAGGCCTCACCTGCAGCCTGGCACCCAA 

TATCATCTCACAGCTCTGAGGCCCTGGGCCAGATTACTTCCTCCACCCCTCCCTATCTCA 

CCTGCCCAGCCCTGTGCTGGGGCCCTGCAATTGGAATGTTGGCCAGATTTCTGCAATAAA 

CACTTGTGGTTTGCGGCCGCTCTAGAACTA 

Sequence 4202 

GGTAGCTCCACCGCGGTGGCCGGGCTCGAGGTACGCGGGGGACCCGATNTAGGGAAAGNA 
AGGGGTATTCATAAANTATNGATNGTAANNNAGNAACCATNGCCCTGGCNAGGAAAGGNA 
MNTGGTTTTTCTCTCCTGGCCGTMTGGTTAAAAGAAGGGNAAAAATCAAGTnTAAAA 
AATNGCCTNGCTTAATCAAAAATGGTTCCGNACTTCAAGCCTTAAACCCCATNATGGTTC 
CCCAGGGGTTTGGCCTTGCAAGAMGTTTTNTCTTTTTCAAAAATCTTGGAAGTNGTTTT 
GGCCCTTGCCTTGGAAACTTCCGGGGAAGGGGGGGAAGTTTTTTGGGGMGAAAAATTTT 
TTAAGNACCAAGGCCAAGCCTTCCTTGGTGGGTTTTCC I II I I I II I I I I NGGCCCCGCC 
AAACCCCAAATTAAAAGGAATTANAATTAGGCCAAGGAAATTTNAAGCCCCANAATTCCC 
TTTAAAAAAAACCCCTTTCCTTAAAAAAGGAACCGNAA 1 1 I 1 1 1 I 1 1 G GAAGGGCCCATT 
TCCCCCCACCTTGGG GGGAATT TTAATTTTTNAAA A 1 1 I I I 1 1 II I I CC I I I 1 1 I 1 1 1 IG 
GAACCGGTNGGTTGG I I I 1 1 I I I I I AAAGGTTTTTTAAGGAAAAGGTTGGCCNTTGGTTA 
ATTTTCCCCACCCAAANGGGGGTTTTrTAAAAA 

TGGGGGAAAAAGGAMTTAACCCCCCCTTNMTTCCTTTTTTNTTTTTTNMTTTTTCCA 

AAAAAAAAAAAGGCCCACCCAAAAATTCCAAAATTTCCTTTTTTTNGGTTTTTTT 
Sequence 4203 

CGAGGTACTTATTTTTNTTTTN I 1 1 1 1 I 1 1 I F NNGGGGGGGGAAGNNATCTANCTNTNTC 

NCCCNTTTTNGANTGCAGTGGCNCGATCTCTGATCACTGCAACCTCCGCCTTCCGGGTTC 

AANTGACTNTCCAGCCTCAGCTTCCAGAGTAGCTGAAACTACAGGTGAGTGCCACCACNC 

CCGGCTAATTTTGTTTGTATTTTTTTAGTANNANACAGGGTTTCACAGTGTTAGCCCAGG 

ATGGTTCTCNACCTNCTGACCTCGtGGATTCCNCCCCGTCTTCGGGCCCTCCCAAAAGTG 

ATGGGATTAAGAGGCCGTNGAAGCCCACCGCGCACGGCNGGGAAAAACGAGAATTTTTTA 

AAAATCMCTTTACCATTGCCAATGCCCCATGGTATTCCCTCCACAACAAAAACTTCCAC 

MGNANTGGCTCAA AAAAAG TCAAAACCTTTGTTTATCAGGGTGGATCTTTTANGGGACC 

CCCAAAAGACTACTCTTTTTCTACCCTTTTTCCAAGTGNTTTGCCCCANGGCCTGGGANA 

TTTGCCACCTAANCCGTT ATTTC ACAATGGTTTTCCTGNCCAGGGTCTTNTTAAGCCCCC 

GGAANAGTTTTAAAAGCCTTTTTCCCTTACCCAACCCTTNAAATCCTTAACCCCGGAGGT 

TNNAAAATGGAATTATGTTACCCCTTNGNCCCCGGGGGCCGGGGGCCGCNTTCNTTNANA 
AACCTTANGTGGGGANTCCC 

Sequence 4204 

CGCGATGCAGAAATACNAGAAAACTGGAAAAGATTGGGGAAGGCACCTACGGAACTTGTG 
TTCAAGGCCANNTTCCGGGAGACTCATGAGATCGTGGCTCTGAAACGGGTGAGGCTGGAT 
GACGATGATGAGGGTGTGCCGAGTTCCGCCCTCCGGGAGATCTGCCTACTCAAGGAGCTG 
MGCAC^AACATCGTCAGGCTTCATGACGTCCTGCACAGCNGACAAGAAGCTGACTTT 
GGG i i i i i iGAATTCTGTGACCAGGGACCTGGAAGAAGTTATTTTTGACAGGTTGCAATG 
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CTCCCAGGCAGCTCCTACACTCAACNGCTTCTCTAGGAAAGGTCTCACCTNCAGCCTGGA 

GCAGTCGGGATTTACAGAAAGCCCCNTCCTTGGCTTANGGGAGCCGCCATGAACGACTGA 

AAATTGGTTGGTGGAAGCTGACTTTCCTCCGGAAAAAAGNAAATCCACTTCCCAAAGTGC 

TGTTATGAANATCCCTGACACCCTAT 

Sequence 41 96 

ATGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGCAGCGCCCGGGCAGTTCCC 

CCACCACTGNGATCTATGAGGATAACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTG 

GCTCCATCGACAGCTCCTCCAACTCTGCCTCCCTCACCATCTCTGGACTGAAGACTGAGG 

ACGAGGCTGACTACTACTGTCAGTCTTATGATAGCAGCAATCAGGGGGTGTTCGGCGGAG 

GGACCAAGCTGACCGTCCTAGGTCAGCCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGC 

CCTCCTCTGAGGAGGCTTCAAGCCAACAAGGCCACACTGGTGTGTTCTCATAAANTGGCT 

TCTACCCCGGGAGCCCGTGGACAAGNGGCCTGGAAAGGCANGATAGCANCCCCGTCAAGG 

GCGGGTAGTGGANACCACCATCACCCCTTCAAACAAAGGCAACANCNAAGTNCCTTCGGG 

CCCGCTTCTAAGAACTAGTGGGATCCCCCCCGGGNCTTGNAAAGGGAAT7TCGAATNATC 

AAAGCTTTNTTCGAATTCCCCGGNCGACCCCTTCGGAGGGGGGGGGGCCCCCG 

Sequence 4197 

GGCGGCGGCCGCCCGGGCAGGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCG 

CGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCAGGAA 

TCCCCGCGTACCTCATCCACAGGGCCTCCTGCCAGCCCCAGCCCCTGGAGAGGATGCAGA 

AATGAAAGAACCAGAGCATTATAGCAGAACGAATCCTGGAATGGGAATGGAATGCCTGGA 

TTNGTGGCACAGTNGGGAAGCCGTCCTGGCCA 

Sequence 4198 

ATGGTGAAACCCATATTCTATTAAAACACACACNCACACACACAAATCGGGCATGATTGG 

CATGCACCTGTAATCCCAGCTACTTGGGAGGCTGAAGGTGGGAGGATGNGCTTGAGCCCA 

GGAGGCAAGAGGCTGCAATAAGACATATTCAGGCTACTGCACTCCAGGCTGGGCCGACAC 

ANCGAGAACCCCTCCCCACCCCCCAAAAAAAGGAAAGGAATTAATTTCCCATAAAACGGG 

GAAGGGGCAGCCGGGGCTTGGGGATCTTGCCCACAGNTTCTTAACTCGAGGCCGGCACTT 

GAANTAAGGGGAGGCTTTTTANAGAGCTGGGAGCANACAAAAACCACCCAGNTAAAACGA 

GGCAACACTATGCTACAAGGGGTAAGCCCTTTNCCTCANGGAGCTCAGGTGCTNCGAGCA 

TTCCACAGCNCTCTTTTAAAGACCAAGCAGAAAANTACCCCANGGGAGAAAAAGCACCGN 

CCACAACGGNATAAAGGGCCCCGCTGAAATCNGGGGGGGACCAAAAAGCCAGACCNGCCC 

GCTTCNTAGAACTAGTGGGATTCC 

Sequence 4199 

CGCCCGGNCAGGTACCAGNAGGCGTTGGCCAAGGGGAGATGNGACAGNCCANATAGCTCT 

TCAGCCTN C NCTTGAAGTTC AATGGTGGTGGTC ATATCAATCATAGCATTTTCTGGACAA 

ACCTCAGCCCTAACGGTGGTGGAGAACCCAAAGGGGAGTTGCTGGAAGCCATCAAACGTT 

GACTTTGGTTCCTTTGACAAGTTTAAGGAGAAGCTGACGGCTGCATCTTGTTGGGTGGTC 

CCAAGGCTCANGTTGGGGGTTGGCTTGGGTTTCAATAAAGGGAACCGGGGGGACACCTTA 

CAAAATTTGCNTGCTTTGTCCCAAAATTCAGGGATNCCACCTGCCAAGGGAACCAACCAA 

GGCCCTTTATTCCCACTTGCTTGGGGGMTTGGATGTTGTGGGGGAAGCACCGCCTTACT 

TACCTTCAGTTATTAAAAAAATGTC AAGGCCCTG ATTTATCTAAAAAAGC CTATTTTGG G 

GAAATGGTAATCAACTNGGGGAAGAAATGNTAACTTGAAAAAGATACATTGGGCTTGGCA 

AAAAAAGTAAAACCCACGGATCCGTTATTGCCTGATCATTACCCCTTAATTGGATCCCCA 

GCCMNGATAATGGTCCCTGTCCTTCTTAAAGATGTGNCATTNAAAGCCTTGGTTCCCTT 

CGGCCCGCTTCTANAAACTAGTNGGATCCCCCCCCGGGGGCCTGCAANGAAATTCCGATA 

TTCAAAGCCTTTATTCGNTTACCCCNTCNNACCCTTCNAAANGGGGGGGGGCCCCC 

Sequence 4200 

CCGGGCAGGTACC7TGTCCTCAAAGAGCTTTATNAACTAGNACATTTTCGAAGAGCTCTA 
TNNTTGNNNCTCANCATGGCAGGTTTTTTTACTGAAATCTCTTATCTGGAAGGATGGGCA 
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T^TCMTAAGCCTGGTTTTCCCTTGTGGNGGAAAAATTGGTTATTNCCGCCTTCACCA 

GC^CTGG NCACC ^^ 
Sequence 4191 

Sequence 4192 

? GG 5 AG ™ C ^^ 

CAAAGGGGCCACTTCTTGGGTGCAAACCNAAAAGGCCACCCGGNTGCTTCNGGGCTTCCN 

^^mT CCMGG ^ NGGCMGCCC ^ NCCGGGGGGAMGGCCCNAM ^ 
Sequence 4193 

™ GGAG J^ CTGC ^ G ™ mC ^^ 

^ G T 7^ GA ±^ 

GAACTCA ^ CAACCCCTG "n^ATTCCMCCAACMTCTTCCTTCTTTCCCT 

TCCAAGAAACTCCTTAGTNGACCCGCGTTACCTGCCCGGGCCGGCCCGCTCTAGAAACTA 
GJGGGATCCCCCGGGCTGCAGGGM^^ 

Sequence 4194 

CCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCCTTCCTTTCGCTCTTCCCGCT 

CCCTGAAAATGTTCGCCTGCTCCAAGTTTGTCTCCACTCCCTCCTTGGTCAAGAGTACCT 
CACAGCTGCTGAGCCGTCCGCTATCTGCAGTGGTGCTGAMCG^ 

JS GAGCCTCAGCAGC ^ GGCAGTCTCATGTC ^ 

^ GGG ^ GCG ^ 

ACTGTGTTNTGGGAAGCCCTCATCAATTGGTNATGGCCAGGAACCCTTNCTTCTGAAAGC 
^GCTTCTTTmCTAACGCCCATTTCTNGGGCTTNTGCCCC^ 

Sequence 4195 

^S^ CTCTNGCACCTGTITTCTNTTG CACCTGACGTGCAGCTGCTCCTACCCACCTCTr 
CTGGCTGAGCCTTGCCTGATACAGCAGCCCGGAGGCACCACTTGC^CCCGACTCTCACC 
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CTCCCCAAAGTTANCTTGGGGATTAACCAAGGGGGCCCAC 
Sequence 4186 

CCGCNGTGGCGGCCGAGGTACGCGGGTGAGTCACGCTTCCTGATTCCTCGGCGCAAAGGA 

GACGNTTATCCTTTCAAATTCCTGCCTTCCCCCTCCCTTTTGCGCACACACCAGGTTTAA 

TAGATCCTGGCCTCAGGGTCTCCTTTCTTTCTCACTTCTGTCTTGAAGGMGCATTTCTA 

AAATGTATNCCCTTTCGGTCCAACAACAGGAAACCTGACTGGGGCAGTGAAGGAAGGGAT 

GGCATAGCGTTATGTGTAAAAAACAAGTATCTGTTATGACAACCCGGGATCCGTTTGCAA 

GTAACTGAAATCCATTGCGGACATTGTGAMGGCTTAAATGAGTTTAGATGGGGAAATAA 

GCCGTTGTTATCCGCCTTGGGTTTAAATTTATTTGAATGGAGTTCCACTTGTATCATTGG 

CCCTACCCGAGGGAGAAGAAGGGAGTTTTGGTTAAACTGGGGCCCTATGTAAGTAAGCCC 

TCATTTTAC 

Sequence 4187 

GNAGCTCCACCGCGGTGGCGGCCGAGGTACTTATGTGGCATTCGGCGGAGGGACCAGGCT 

GACCGTNCTAGGNCAGTCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGCCCTCCTCTGA 

GGAGCTTCAAGCCAACAAGGCCACACTGGTGTGGTCTCATAAGTGACTTCTACCCGGGAG 

CCGTGACAGTGGCCTGGAAGGCAAGATAGCAGCCCCGTCAAGGCGGGAGTGGAGACCACC 

ACACCCTTCCAAACAAAAGCAACAACAAGTACCTGCCCGGGCGGCTCGCTCTAAGAACTA 

AGTGGGGATCCCCCGGGCTTGCAGGGAATTCGATTATCAAACTTTATTCGAATACCCGTT 

CGACCTTCGGAGG 

Sequence 4188 

ACGCG6GGGTTCTGAAGCGGCGGCCAGAGAAGAGTCAAGGGCACGAGCATCGGCCATGCC 

TTTCTTGGACATCCAGAAAAGGTTCGGCCTTAACATAGATCGATGGTTGACAATCCAGAG 

TGGTGAACAGCCCTACAAGATGGCTGGTCGATGCCATGCTTTTGAAAAAGAATGGATAGA 

ATGTGCACATGGAATCGGTTATACTCGGGCAGAGAAAGAGTGCAAGATAGAATATGGATG 

ATTTCCGTAGAGTGTTTGCTTCGGCAGAAAAACGATGAGACGTTGCAGGTTACCCTTGCC 

CGGGGCGGCCCGCTCTAGAAACTAAGTGGGGATCCCCCGGGGCTGCAGGGAATTTCCGAT 

TATCAAGCTTATC 

Sequence 4189 

CGCGGTGGCGGCCGANGTACAGTACAGGCTTNTCTGNTNTCCTCCANGCAGTGTNGTAGT 

NNAGGAAAAGGGCAANANNANTGNATCNTTNCTTAGACACTAATCAGCTGGGGAAAGAGT 

TCATTGGCAAAAGTGTCCTCCCAAGAATGGTTTACACCAAGCAGAGAGGACATGTCACTG 

AATGGGGAAAGGGAACCCCCGTATCCACAGTCACTGTAAGCATCCAGTAGGCAGGAAGAT 

GGCTTTGGGCAGTGGGCTGGGATGAAAAGCANGATTTTGAGGATACCCAGCTCCCGGAAA 

CCGAGGTCAATCTTTCTACAAGGGTTTCTTCCCTTCACTTGGAGACAAATGGAAATTCAA 

GGGGTTGGATCATTTCTCTTGGAGGGGGCTTGAAGAAGGGTGCCTTTCCCTTCCGAATTT 

TTCAACCTACCCAACAATTTAAGCTTTGGGCTTCTTCTTGTNCTNNAAGAAGGGGGTTAT 

CTTTCTTAMNNAACTTAGGGGGGCTTTTGGGTTATTATTATTGGTGGGGNCCAAAAAAA 

CGGAAATTTAAGTTTNCAATTTAAATGGGGCNTTTCCCGGGCCTTTGGGCCTGGAATNGA 

ACCGTTNCCCCCAACTTGGACCAAGGAAGNAAAAAGGGGGAAGGGGCTTGGGTTAAAAGG 

GAAAACCTTGGGGG 

Sequence 4190 

TCATNMCTTCTTAGTGAATTNTGACAGGCAAGAAGATGACATTCACTTAGTGACATTAT 

GTGTGACAGAATTAAATGACCCGGGAAGAAAACGAAAACCACTTTCCAAGTAATATATGG 

CATTGCTGTCMCCATTAAGACTGCAGAGATTTACAGAGCATCCTTTCAAGGATCGGGGT 

CCCGGAGGGAGCAAGCTTCGTGCTGCGCCGAACTTTAGCAGGGAGGACCAATGGATNAAG 

CATTTATGGATGCANGNAGACAGGAACAACTTCGTTATANGGGACCCGTACCTGCACCGG 

GCCGGCCCGCTCTAGAAACTAGGTGGGATCCCCCCGGGGCTGGCAGGGGAATTTCCGGAT 

ATCAAGCTTTATCCGATACCGTNGACCCTCCGAGGGGGGGGGCCCCGGGTACCCCAAGCT 

MM IGGNTCCCCTTTTAAGTGGAGGGGTTTAMTTTGCGCCGCTTGGCCGTAAATTCAA 
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GTNCACCCGAGGGACCGAGGGAGAGCAGGAGCCTTGGTGCTCTCTTCTGCATCTTGAGGC 

AGGGACCAGCACCAGGGGTACCTGGCCCCGGGCCGGGCCCGCTTCTAGGAACCTAGTGGG 

ATTCCCCCCCCGGGGCCTGCCANGGAATTTCCGATTATTCAAAGCT7TTATTCGANTACC 

CGGTCGGACCTTCGANGGGGGGGGGC 

Sequence 4181 

CCACCGCGGTGGCGGCCGCCCGGGCAGGTNCAGCTGAAGAACATTCAGCTCCAGCACGAG 

AAGATNCAGAGCAACTTGGAAACCCCAAAGGGAGACACACCCTTAACACTGCCGTGCTGT 

GCTGTGCCCGTGTCCTGAAGGAGGAGAGAGCCCTATCTCCTCCTGGTTTTGTTGCTGACA 

TTGCAGCTGATCATGCCTTGACTCCTTCATCTCTAACAGAGGAAGAACTTGTATTATCAA 

ACCTTATGGNCTACCCAATGAATAAATAAAATATTTGGTTCAAGGCGCATNTGGANANNN 

TGAAAAAATNGNAANGGTTCCTCGGGCCGCTCTAANAACCTNAGNGGGATTCCCCCGGGG 

CTGCAGGGAAATTTCCGAATNTTCAAAGGCTTTTAATCCGGATTACCCGTNGGACCNTTC 

GGAGGGGGGGGGGGGCC 

Sequence 4182 

CCGGGCAGGTACACGGGGGAGGTTAATTTCTTTTTCTGTTTGAAAAGAGTGGATGTTGGT 

AGACACTGGTCGTTTCTA7TACGGCCTCCTGTAATTTTAGAAAACCGATATTTGTCATGA 

CCTGAGGAAACATCTCATTCATGGCTTTTATAAGACATAGTCAAATTCAGCATCAACTCT 

CAGAAGATCTTTCTTGGAGTCTAGAAGAAGAAATACAGAAAGGGGTTTATTGATGTTTCA 

AAAATCAAGTGTGTGGAAATAGTGAAGAATGATGATGGTGTCATTCCCTGTCAAAATAAG 

TATCCATTTCAGGTTGTTCATGATGCTMCACACTTTACATTTTTGCACCTANTCCACAA 

AGCAGGGACCTGTGGGTGAAGAAGTTAAAAGAAGAAATAAAGAACAACAATAATATTATG 

ATTAAATATCATCCTAAATTCTGGACAGATGGAAGTTATCAGTGTTGTAGACAAACTGAA 

AAATTAGCACCCGGATGTGAAAAATACAATCTTTTTGAGAGCAGTATAAGAAAAGCACTA 

CCTTCAGCCCCAGAAACAAAGAAGCCGAANGCCTCCC 

Sequence 4183 

CCGGGCAGGTACCAGAAGCGGGACTTGGCGACGACATGATTAGGCGCAAAGATTCGCATG 
CGGTAGAGGGGCGGCGTGTGGCATTTGGGGGTGGGCAGGCAGCGACCCCTTTCAGCAGGT 
CCA GGAAAC CAAAGGCTAGAGCGGCCTTTCGCAAACGGTTCAGCTCCTTATAGAATGTCT 
GTGI rm I CAGGTAGTTTCCTTGCATTTCTTAAAATCTTCTGTACCT 
Sequence 4184 

TTGGAGCTCCAC CGCN GTGGCGGCCCGAGGAACTNAGAAANNANNNATATTNTTNNTTCT 

ATTNTTAAGGGAATTTTNANGTATTTTAATATAANACAAGTTCCAATCAGGNGGGGTCNG 

GNACATTTNAGTTCCTTCACTGCCAAACCGGGGGGCAGGGGACTGC7TCAGTTTCTCTGC 

CTTCTCTTTGTCA GNGAT GACCAGGGNGTAAAGGTATCTGCTGCATCNAACTTTAAACTT 

CACGNNGTCCTTATTTTTCTTGATCTNGNACANATTTGGCATCCTTTCGTCGGGCTGNGA 

GCAGGAMGTCCTTGGATTTCCTCAATTTTCCGAGGCANTGGCANACNAGGCNCNCTTGG 

GCTCTGGCCGGCGGGACCAGGGACCCTTTCTCACCCCCCCGNNNTCACCCCTTAGNAGNN 

CCACTTCACAGGCANGCANGCCCCCGNGGTACCTGCCCCGGGCGGCCCNCNTCTAAAACT 

AGGGGGANCCCCCCGGGCTGCAGGNAATTTCGATANTCAAAGNCTTAATCNGNATNCCCG 

NGNGACCCTGNGNGGGGGGGGGGCC 

Sequence 4185 

GCGGCCGCCCGGGCAGGTACGCGGGANAGTCTCGCTCTGTTGTCGGACTGGAGGACTGTG 

GCGCCATCTCGGCTCACTGCAACCTNTGACTCCCTGGTTCAAGCGGTTCTCCTGCTTCAG 

CCTCCTGAGTGGCTGGGATTGCAGGCACACGCCACCACGCCCAGCTAATTTTTATATTTT 

TAGTAGAGACGGGGTTTCACCGTGTTGGCTAGGATGGTCTCGGTCTCCTGACCTAGTGAT 

CCGCCAGCCTC GGTCTCC CAAGGNGCTGGGATTACAGGCGTGAGCCACTGNGCCTGGCCT 

AATGTCTTCTTTATTTTTTCTTTCTTTC NTTCTTNTC \ rTTTTTTTTTI I AAN ACATANA 

TGGGAAGTCCCTGCTTCTTGTNGCCCAGGCTGGGAANTGCAAATGGGCACCGATCTTGAC 

TTCACTGCAACCTTNCCGCCTCCTTGGGMTCAAGGNGGATTTTTTCCCTGCCTNNAGCC 
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GAGCAAGGACTCCATCTCAAAATAAAGTAAAGAAAGAAACAAAGAAAAGGAAAAGCTTAT 

ATTGGAACTTCTCTAAAAAAAGAAAANAAAAGAAAGCCTGATGCACACAAATCTTAAATT 

TGGGCMGTCGGATCAATTAAAGGGATATTTATTTGCATCACAAAMTTAATTTCTTrTA 

CTCCCCCCAAAAATCAATAAAAAAGTTCAAAATAGCAACTTTTTCCCTAATGTGTTTTAA 

AATGGTMTCCACCCAAAATACATTGTGTCCCCAACTTTCTTTCCAGTTATAATTCTATT 

GTGTAAAAGTGAGGTATACC7TGAAAGTTGAGGCAATAAGAAGAGTTGAGCTTTCAAGAC 

CTTGCCCTGGAAAAGGAGCCTTGTTCTTTTCTTTAGAGTCTTGAAGGAAMTTGGGTTTN 

GGGGGGGCCCCAAAATTCTTCTCAAATCC I i I I I IC I i 1 1! I 

Sequence 41 77 

GNTACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC! 1 1 1 1 I I I I J M 1 1 1 I 1 1 I I I IG 

GGGGGGGGGCGGNANAGCAANAAAANNNGGTNTATGCTGACGGCCAACATNATCCAAGAG 

AGACAAGATGGGAAAGTTGCTGAGACAAGAAAGCCTAGGGAAACTTTAGGCTAGATACAA 

AATTCACACAGGGAAAGGCACGGACTCTGGGGAGACTGGGAAGGTCCTCAGCNCATTNAG 

CACCATGTGGACCGAGCTCCGCCCCATGGNGCCCGTCACCCCGGACAGGNATTATGCCTT 

NACAAAACGCTTTCATAGGTGTGGATTACAACCCATTGNTNGTCCTCATTGCCCCNTGCA 

CACNCAGCATTCTACTACCTTCTTTCCTCTTGTCCATTTTGCTCACCCCAGTGGTGGACA 

AAGAAACATGCCCGGGATTTTCAAGCCACCCCCATTGAACGGGNGCCCCATTTTCCTTCC 

CTTTGTCAAACANCCCCGGAAGTCCCTTNCGACATAAATCCTCANTAGGGNGGCCCCTGG 

GTCCTTTGGTTTCTTGGCCACTTGTCTTGCAAAGNCANTGGGGCCAANAAAAGGTNGCTT 

CAAAAAGNTCCCAACAACCCTTTTTCACCATTTCCATTCTTTCAATTMCCCTTNNGGGG 

CCCGNCTTCTTAGGAAACCTAAGNTGGGNATNCCCCCCCGGGGGCCTTGGCAAGGGAAAT 

TTTCGTATTATTTCAAAAGCCTTTANTTCCGGATTNACCCCGGNCNNAACCCTTCAGAAA 

NGGGGGGGGGGCCCCC 

Sequence 4178 

ACCTCAGTTTTGTCCTCTTTAAAATAAGGAAAATATACCTTGTAGGGTTACTGTGAGACT 

TAAATGAATTACTAAATGTAAAAMCTTTATAAGATTCTTGGCACATGGTAACTGCCATA 

CCTATTACCC ATAACTAACTGA I I I I I I ACACAATTTACTATAATATAACCACAATTCTT 

ATTCAAACATCCTGGACCTAGCTAACAGTGACACGTGATGATTTCTGAATGAGTTTTGAG 

AAGAAACTGAGTCCCAAAGAGTGCAACTTTCTCCCACTGTCAGAAGGCCTACACACCACT 

CTTCTCAGAGAGGTGGAAGAATTGAGCTGTGCTTTGGAACTCTCGATTACATCAGGAACA 

GATTGCTGATTGGTGACAGATAGCAAGTGTTAATAAGTGATGTTGGTGCTGAGACAAAGC 

TGACATCTCTTCATTCATGCTCCAATACAAGCATCATTCCCTTGTGCCCAATGCCGATTG 

GCTGCCTTCTATTTTAATTA 

Sequence 4179 

GCATTGNACTACANGAAGAGGCANGGANANNTCANGGATCAAAATTTAATTAAAAGAAAA 

GCCAANTCATTAAAAATAGCCCCCTNATTGAAGAGTGGGAACCGTANGTGTGATGTTCTG 

GCATAAGGAGTGAAAAAGAAAAAGCTCTATTACTTGAAGCTTTTNACCAGGGGCATGAGA 

GAATGGCCGGAAGTGAGAAACGTGTGTGTGGATGCTTACACCGATGCCGGCTCCTAATAT 

TTGGAACATGGGNTCCCAGAAANGGG 

Sequence 4180 

AGGTACTTTTAATTCTAGAAAAGAAACCCAGCTGCACACTGGCGCACNNGACCTTCATGC 

ANANAAMNCTTTGGATGATTCCCCATCCAAAATATTAGAGATGAAATGAAAGCAAAGTA 

GGCATCTGACAAAAGTTGC Mill CCCTTCTGCATTTTAGGACCTCAAGTAATGTTTATC 

CAGAAACTGCTATCATACCAGGGATTCATTGTGTATTTAACAACATAGGCATGCAATCTG 

GCAAATTTGAAAAACTCTTAACATACACCCCAAATCCCTTGCCCAAATTTAAGAAACCTA 

AGGGGTGGGACACAGGTGCG I I I I I CCAATGTCGCATCTTTCTGTGGATGGGGGCTACGA 

ATACCGTGGGGAGCAGAAGAAATGGGGGGAGGGGTGGGAGCCGCATGCCCAGATGAGGGA 

TCCTATTCMGCAAATGGGGACGGGGGCCTTNCACTTTTAAGCCATCTTCACCCTGCTCC 

TCTTCAGAGGACCCGCCTTTCATTGCATTCAGCCTGTGGATGGTAGGCACCGAACACCAG 
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S^^5 TOAmACCTCMCTACATGG ™CATGTTCCMTATGATTCCCCCA 

^^^^^^^^^^TTGAGAACGGGAAGCTTGTCATCAATGGAAAT 
CCCATCACCATCTTCCAGGAGCGAGATCCCTCCAAAAT 
Sequence 41 72 

?a™ G ^ CGGGCAGGTACAGA ^ 

?a7? g Ia a ^™Z? aggaactagcagcctgtc ^ 

™ GGGAA ^ mGGCTA ^ 

===== 

J CC JI^ GTGGGATCCCCCCGGGC ^ GCAAGGGM ^CCCATATCAMGCC™^^ 
GA^ACCCGGTCCGACCCTTCNMGGGGGGGGGGCCCCCGGGTACCCCAAACTTTTTTGG 

Sequence 4174 



GCACCTTGGTTCCATCGTAGGATCAGCTGGGTTGCATGGTCTAGGTC— — — 

CACTTGTCCTGGGCTGCTGGTTTCAGCTGACTGGATGGATGGATCCA 

GCAACATTTCTAGGCTTCCAGTGGGTCCTGGCGTCTTAGCTGTGGATi 

CAGGTAACGAGGCCACAGAAGCTGGGCCTCTAGGAGCAGAAGACAC, 

TACACCAGAAGCTCCGCTGCCGCCAGAGACAAAGGCCCCGCCCCCC 
Sequence 4175 
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TGGGTTACCCTTGGCCCCGGGGGGCGGGCCCGNCTTNTTAAAAAACTTANNGNGGGAATT 
NCCCCCCCGGGCCTTGGCNNGGGAATTTCCNAATTTTNAAAACCCTTTANTCGANTNCCC 
GNTCCAACCCTNTAAGGGGGGGGGGGCCCC 
Sequence 4166 

CTCCACCGCGGTGGCGGNCGAGGTNCATTTGCTTCTGACACAACTGTGTTCACTAGCAAC 
CTCAAACAGACACCATGGTTGCACCTGACTC C 
Sequence 4167 

TGGTAGC TCCACCCGCGGTGGCGGCCCGAGGTAC I < f I I M I III Ml | | l } \ j | m M 

TTTTTn iNNGGNGGNTAAAAAACNTGCCTTTTAGGGGTTNGGCCTAACANGGAGNGCTA 

CCTTTTCCCTA TTAAC CAGCGACATTTTAATGAANTCATNTNTGGAGGGGTGGAGGTGAG 

GMNCTGTTTNTTTTTCCATGNGTCTAGGGCTACCCAAACTNAGCTNTGCTTGTCTGCTC 

CCTATGGCCAANAGCNCATTGAGNCTAAGGGGAGGGTTTTTNACCCAGNTTGCTCAGCTT 

NTGGAACCCTANAAGGCCATNCCCAAACCCCAGGGANAANAGTTCAGNGGGCCCAAGGCC 

TGGAACACTGTGGGNGNANAAAAAAAGTGGGNANNAAGNAGACNNGAAANCAGNAAAAGG 

AAGGGNTGTCTTGNATG7TTTGCMCCTTTCCAN 

CCAAGNCAANANGCCAAGGGGGNGTGCCACAAGCANTTNNTNTTTNTAAGGAGGGGGGAA 

GGCTTNCNATGGGCCTTTNTTTTGGGGCCCCNNATTNGNGGNATTGGGGCCTGNCCCANA 

ANNNCCCCCANTTNGGGGGCCCCTTTNACCCAAAAACAAGNNATNTTCAANGGGGAANCC 

CTNG^^TAGGGCCATTTCCCNCNAGTTTTCCCTTGGGAAAAGGNNGGGCCTT^TTTAA 
Sequence 4168 

CGGCCGCCCGGGCAGGTACGCANGGGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCT 

GAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGAAAGATAGA 

GA TrMTA CAACTA CTTAA AAMTATAGTCAATAGGTTACTAAGATATTGCTTAGCGTl^ 

AAGl l l l I AACGTAATTTTAATAGCTTAAGATTTTAAGAGAAAATATGAAGACTTAGCAA 

GNAGTAGCATGAGGGAAGGGAAAAGATAANAAGGGTTTCTAAAAACATGGACCGGGAGGT 

TTGAGAATGAAAGCTTCTTCATGGGAGTAAAAAAATGTATTTAAAAAGGAAAATTTGAGG 

AGNAMGGGACCTACCAGGAGCCCCCGAATTTAAATACCCAATTAGAAAGGGCCAATGCT 

TTTTTANNATTAAAAATGGAAAGGGNGGCTTAMCCAAGCCTTTAAAGGGTTTAGTNT^ 

A AAAAAG TTTNGTTAAGGGTGGMTTTAAAAAAATAAATTTl^ 

CTTTTTTAAAANAANGGANGAATTTNNAAACCCCNAAAGGGGTGGANTTTAAAAAAAGAA 

CCCTTTGGGAAAAT TCCC CTTG'GANCNNCNAGGGGGAGNGAATTTGGGCGNTCATTTTTA 

AAAAAGCCCNTTAGTTTTAAACGGCNNTTTTCCCTTAAAACCGNCNGGACCGGAANATTC 

NTTATATNAAAATATNTTTTANTGGTTTCCCTTTNGGGCCCCGGCTTTNTTAGAAAANCT 

TAAGGGGGGAATCCCCC 

Sequence 4169 

TCACATTAATTGCCGTTGCCGCTTCACTGCCCGCTTTTCCAGTCGGGNAAACCTGTTCGT 

GCCAAGCTGCATTTAATGGAATCCGGCNCAAACGCCGCCGTGGGGAAGNAGGGCGNGT7T 

TGCGTATTTGGGGCCGCTTCTTTCCGCTTCCTCGGCTCACTTGAACTTCGCTTGCGCTCG 

GGTTCCGTTTCCGGCCTTGCCGGGCCG 

Sequence 4170 

GACGCCTGGGCGCATGCCCCCACAGCCCCTAGTCAATGCTGTCCCTGTGCANAATGTATC 

TGGGGAGACTGTTTCTGTCACACCAGTTCCTGGACAGACTTTGGTCACCATGGCAACCGC 

CACTGTCACAGCCAACAATGGGCAAACGGNAACCATTCCTGTGCAAGGTAAGGAAGGCAG 

AGTTGGATATTGAGTTCCTTCTCTGTGGCATGTATTGAAAAGTTACCCGAGGTTTGGCTA 

GAGTGACATAGGGGACAGNNGAGTGATGGGGAGAGAGGGTTTGGGANAGCAGAAATTTGA 

AAACCTTTGCCCCGNAAGAACCTCTTAATTATNAACATTNTTCTTCATGCCTTTTT^ 

TGTCACTTAGGTATTTGCCAATNAAAATGGAGGGG 

Sequence 4171 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATTTATCACATAGCCCCTTAGCCAGT 
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AGTGCAGATGACMTTTMGGAAGAATCTTCTTCCCCAGCTTTGCAGGGATGGAAAAGCT 

TTCCCGCCTGGCTGTTATTCTTCCACGAGAGAGGGCTTTCTCAGGGACCTAAGTTTGCTA 

CTGGGTTTCAAGCAACCTGCAAGAAAATGTCCTCCCTTGTGGCTTCCTCAGTTCCTGCCC 

TTGGCCTGAMGTTCCCAGCATTTGATGGCAGCGCCTCATCTTCAACTTTTGTGCTCCCC 

TTTGCCCTAAAACCC7TATGGCCTCCTGTGCATTCTGGTACCTTCGGCCCGCNTCTAGNA 

ACTAGTNGGGATCCCCCGGGGCTGCAGGGAAATTCGA 

Sequence 4162 

GCGAATTGGACTCCACCGCGGTGGCGGCCGGGGAAGGTCAGCGCCGTAATGGCGTTCTTG 

GCGTCGGGACCCTACCTGACCCATCAGCAAAAGGTGTTGCGGCTTTATAAGCGGGCGCTA 

CGCCACCTCGAGTCGTGGTGCGTCCAGAGAGACAAATACCGATACTTTGCTTGTTTGATG 

AGAGCCCGGTTTGAAGAACATAAGAATGAAAAGGATATGGCCGAAGGCCACCCAGCTGCT 

GAAGGAGGCCCGAGGAAGAATTCTGGTACCTCGGCCCGCTCTA 

Sequence 4163 

CGCTTTACCCGGGATACCCTGTCCCGCCTTTCTCCCTTCGGGGNAAGCCGTGGGCGCTTT 

NTCATAAGCTCACCGCCTGTTAGNGTATNCTTCANNTTTCNGGTGTTAGGTCCGNTTCGC 

TTCCCAANGCTGGGGGCTTGNGGTNGCACNGAAACCCCCCCCGNTTCAAGGCCCCGAACC 

CGNCTTGCGCCTTTATTNCCGGNTAANCCTAATTCCGGNTCNTTGGAAGTTTCCCAACCC 

CCGGGGTGNAAGNAACMCCGAACTTTTATTTNGGCCCNNNTTGGGGCCNNNGCAAAGCC 

CAACNTGGGGGTNMCCAAGGGANTTTATGCCNCTAACCGGAANGGNTATTGTTTAANGG 

CNGGGGTGGCCTMCAAAAGAAANNTTCNTTTGGAAAANATGGGGGNGGGGCCCTTAAAC 

CTNACCGNGGNNTNCCACTNAATAAAAGAAAACCANNTTATTTTTNGGGTTATNCTTGCN 

GCNTCCTTGGCTTGNTAAANCCNNGNTTTANTCCCTTTTNGGNAAAAAAAAA 
Sequence 4164 

ACNCGGGGCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGACTCTGAACCAGGAAG 

CTGTGCTGTGCTCACCAGACACTTTGATCTTGGACTTCTCAGCCTCCAGAACTATGGGGT 

TCTGCTCTTGTCACCCAGACTGGAGTGAAGTGGCACAATCTCGGCTCACTGCAACCTCCG 

CCTCCCGGGTTCAAGGCGATTCCCCTGCCTCAGCCTCCAGAGTATGCTGGACTGCAGGCG 

CCACGCCACCACTTCCTGGCTAATTTTNTTGTAATTTTNTMGTAAGAGACGGGGGTTTT 

CACCCATGGTTTGGTNCAAGGATGNTTCTTGGATCTTCTCACCTTGGTGGATCNCGCCCA 

CCTTNAACCTTCCCAAAGTGGCTTGAAGAAGACTAAAGACACCCNTTTTTCTTAGACCAA 

GAAAAAGGGAAGGCCCGNATTGGGCNNAGAACATTTNCTTCAANAATAAGGGTTTTGGGT 

AAGCCTAAT7TGGAACCCTNGGGCTTGCCATTTCAAAAAAGGGAAGMTTGGAAAAAATT 

CCCCCTTTANGAAAAATTTGGGACCMGGCCTTTCCTAANTGGAAAAATTTTMCCM 

TCAA AGGA AAAGGGGNCATTATAGGAAACCAMCCTTGGCCTGGCCAAGCCTTTCAAGGA 

AACCTTTTGGCCAAGGAAAAAAAATNAAAAAAATNGGTCAAACCAAGGCCNTGGGGGAAG 
AAAAA 

Sequence 4165 

TATCTCCACCGCGGTGGCGGCCCGAGGTACGCGGGATTCCCCAGACCTTCTGCAGATTCT 

GTGGTTATACTCACTCCTCATCCCAAAGAATGAANTTTACCACTCTCCTCTTCTTGGCAG 

CTGTAGCAGGGGCCCTGGTCTATGCTGAAGATGCCTCCTCTGACTCGACGGGTGCTGATC 

CTGCCCAGGAAGCTGGGACCTCTAAGCCTAATGAAGAGATCTCAGGTCCAGCAGAACCAG 

CTTCACCCCCAGAGACAACCACAACAGCCCAGGAGACTTCGGCCGGCAGCAGTTCAGGGG 

GACAGCCCAAGGTCACCTCAAGCAGGGCAGGGAACCTAAACCCCCTGAAAATTCCATAGG 

TGGAAGAAAAGTATCTTACTTAACCAGGAANCAAGCCCTTGCAANAAAGCCAGGGAAAAG 

GGAAATGGCACCGGGAGGGCGTTGCCCAGGTTGGGAAAAACAAATTCATTNGAAAAATGG 

GAAGTTGMTTTGCCACCAAAAAAATTACTGGAAAGAAAATTTCAGTTCTNTTTT 

ACCCATTGGGGGCATTGAAGAAAAGCTTGGAAAAAAGAAATGGGGGAATCCATTTTGGGA 

CCTTTAAAAAGGCCCTTNAAAATTACCCCCTTTGNTNAGCCCCAANAGGCTTNTT/WW\ 

AACCGGAAAANCCCATNNCCNGTAATNATAATATACAAACNTTAAATGAAATTTTGATNT 
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GAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATT 

GAACTTCTCT.AAAAAAAGAAAAAAAAGAMGCCCGATGCACACAAATCTAAATTTGGCAA 

GTCGATCAATTAAAGGATATTTATTTGCATCACAAAAATAATTCTTTACTTCCCCCCAAA 

AATCAATAAAAAAGTTCAAATAGCAACCTTTTTTCCTTA 

Sequence 4157 

CCGGGCAGGTACCCTCAAAGGTAAACAAAATAAMTCTTATTMTAATTACATTTAAAAC 
AGTTTTMCAAATGAACAAAGGCCATGTTTAGTAGTTACTATAGC CTAAACATACC TGCT 
GTTTCAGGTGCTTGGTTGCAGAATCGCCATTTTTAGGGTCATTMGTGCATCGTGTAATG 
CTGGATGGGACA TAATA TGATCTTTAAGTGTAGMTTCAAGCCTTCACTTGCTTTTCTCA 
A TTTCTTAATTAACTTTTCCAACTGCTC1TCAGATAGAGAAGAAATTGGAACTAATTG^ 
CAGGTATTTCTGTTTCATCTCT TAAGCC TGCATTAATATCTTGAATATAGAAATCAGGTT 
^IZIS^ ^ TTG AGTTAC ATTTTTTCAAATG CTTTGCTAGTTG ATC TTC ATATAC TG 
TGTGTTTTGGATCTAMGGACACAGGATTCTTTTCCGAGCATNTTCTTCCTCCATGGCTC 
CAGCGTGTTCACCACAAAATCTTTTCCCTGCGGCCACCACCATCCTGCAGAACCCGTTTT 
CTTCTTTTCCACATAGTAACCCGCATCTACCCTCAGCTGGAA 
Sequence 4158 

CCGGGCAGGTACCTGTGGTCTCAGCTACTCGGGAGGCTGAAGTGGGGAGGATCGCTTGAG 

CCCAGGTGGTCGAGGCTGCAGTGAGCTGTGTTTATACCACCACACTCCAGCCTGGGCCGC 

AGAGT GAGAC TTTGTCCAAAACAACAACAACAACAACAACAACAACAACAAAAACTGTAG 

CTTCCATTTTGGGTGTTCTCTATTGCTCTGTCTTGGATCATTCACTCTGGGAGAAGCCAG 

CTGCCAAAGGCATTCCTTCAGCGAGGCCCACATGAATGGTAACAGGCACATGAGTGAGCT 

TGG AAGCT GATCCTTTCCTAGTTGAGCCTTGATGACTGCAGCTGTGGCTGACACAGCAGT 

AGCTTTTTGAAAGATTCTAAACCATAACTAACCAGCTAAGTCTTCCAGATAACTGTCCTG 

CAGAAACTATGAGATAATAAATGTTCATTGTT 

Sequence 4159 

ACGCGGGGAGACCGACTAGGACGAGACAAGAGGGACAGGGAGGCTTCGCGGAACCCTACG 

CCCACCCGAC GCGT TC GCCCGT CCGTTTTTATTTTTATTTTTAT^ 

TTGTTCTCTTCTTTTGTCTTTTTTTTCmAGAGACGGGGTCTAG 

TGGTCTCGAGTCCCCGGGCTCAAGCGATCCTCCCGCCTCAGCCTCCGGAAAAGTGGGACT 

ACAGGCGCGC AtCGC CGCACCCGGCCAATCCCTGTTTTAATCCTTTTCCTTAAAATTGCA 

AAAGTGGTGTCTTTTTCCTGCAGATGGACCCTCCCTGATACAGGAGGAGAAAAAGAGACA 

GGACACAGGGAGGAGAGCACTGCACGCAGCTGAAGGCAGAGATTGGAATGACACCTCTGC 

AAGCCAAGGAACACGGAGCATTGCTGGGAACCACCGGAAGAAGCCAGAAGACAGGCCTGG 

A GCTG GCTTTCCCTCACAGCCCCAAAAGGAACCCACCCTGGTGCCACCTTGATTTTCGGA 

CTTTTGGCCTTCAGAACTGGGGAAGAGAATAAAATTTTCTGTTGCTmAAA 

Sequence 4160 

TTTGAGAAGCCNGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTGGGTGCTGACT 

TGGAGAAAAGCACAAACACGACCAGTCCCATCCTGGCTCCCGTGGGGCTTCTTCTATCTA 

CGCATTGTATCGACTGCATTAGTTGGACTAAGATGATGACTCAGTTAAAGGAGGAGACAA 

ATGCTGACTGTCTAAGCAAGAATGGCCCAAGCTGGCAAGAAAAAGCACACTGCATACATA 

GGATCCCGCGTACCTTGCCCGGGCGGCCGCTCTAAGAACTAGTGGGATCCCCCCGGGGCT 

GCAGGAAATTTCGA TATCA AAGCCTTATTCGATACCGTCCGACCTCNNAGGGGGGGGGCC 

CCGGTACCCCAGCNTTTTGGTTCCCTTTAGTGGAGGGGTTAATTGCGCGCCTTGGGCGGT 

AATCATTGGTCATAGCTTGTTTTCCTGTGTNGAAAATTGTTATC 

Sequence 4161 

GGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGCACCCA 
AGCGTGACAAGCCCTCTCACAGTGGAATGGAGCGCACGGTCTGAATCTGCACAGAGCAAG 
ATGCTGAGTGGAGTCGGGGGCTTTGTGCTGGGCCTGCTCTTCCTTGGGGCCGGGCTGTTC 
ATCTACTTCAGGAATCAGAAAGGACACTCTGGACTTCAGCCAACAGGATTCCTGAGCTGA 



Page 744 of 869 



WO 01/51628 PCT/US01/00798 

Table 2 

MC ^°!7fil™ TGGC ^ CCCTGGT GACCCCCC^ 



SEISSJS^ TCGTGGGANAAGTGTTT GGGAGGAAGNGGGGTGACTTCCAGTTCAAAA 
NGAGGTTTTGTTAAAAAACCCCGGGAAGMGCCMCCTACTGGCTrTGGXX^TGG 



ANTTNTTCAAANGNCTTTNTTCCGGATTACCCGGGTCNGAACCCTTTTAANGGGGGGGGG 
Sequence 4152 

CCTCCCAMGTGCCGGGAnACAGGCCGTGAGCCACCGCGCCCGGCCGCTCTANAACTAG 
Sequence 4153 

aSgggct^^^ 

TTCCTCCTTCAGCTCCTGCCCACACTCCATTrCACCCTCCGAGGCCNA^NCCATTGl^ 

gttattgttctcanaatctgctatgggggctcccgcgt A 

Sequence 4154 

H??f?2^! ^ TCAGGAGmG ANACCAGCCTGGCTMCATGGTGAAACCCTGTCTCTACT 
AAAAATACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACT<^^GC^Ar 

taggaaagnaaaacaaagnaaagggaamgccttattatttgmcctVc^ 

A^G^CATTAAAGGANTTGCCTTGATGNCACACCAAAATTCTTAM^GG^MG 
JESSES!^ 

TTANGCCAAACCTTTTTTTNCCTAAAATNGGTTGNTTTTTAA^ 
CACCCCAAAATTTCCCATTGTTGTTCCCCCCCAMCCTTTrCT^ GGTTAAAATTC 
Sequence 4155 

Sequence 4 156 



S 00 ™ 0 TACTTTAGGAGACCCAGGCGGG CAGATTGCCTGAGGTCAGGAGTTTGAGAC 

caccctggctaacatggtgamccctgtctctactaaam™ 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTCMGAGGT^G^^^ 
CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCAcS 
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AGGTGTGAGCCACCATGCGTGGTCCACACTTATTATTTTTACTTTAGTTAATAGTCTAAT 
ATTTAAG G G TATATTG TTTTTTAAA TCC AATG C C T7TACTTTTTATTTATTTTTTTTTG A 

GATGGGGTCTTACTCTGTCATCCAGGCTGGGGTGTGGTGGCGCGATCTCGGCTCACTGCA 
ACCTCAACCTCCTGGACTCAAGCGATCCTNCCACCTTCCTTCCGAGTAGCTGGGATCACA 
GGCATGTGCCATCACGCCTGGCTGATTTTCTGTAMNGGGGTTTCGGNTGTNTTTGGCCA 
NGGCCCGGNCTTAAAAAACTCCTTGCCCCTTCAAGCGAATCCTTCANGCCTNAAAGCCTT 

TCCAAAAGATGGCTGGGGGATTTACAAGGGNGTGGAGCCCNACTTATNCCTTTGGGCCAA 

ANATCTNGAAANTTTTTAA 

Sequence 4147 

NATACCAGGCGTTTTCCCCCTGGAAGCTCCCTTCGTTGCCGCTCTTCCTGTTCCGGACCC 

TGCCGNTTTACCGGATACCCTGTC 

Sequence 4148 

CCGGGCAGGTACTTTAGGAGACCCATGCGGGCNGNTNGCNNGAGGTCAGGANTNTNAAAC 

CANCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCCGAGATCGCGCCACTGCACTCCAGCATGGGGCCG 

ACAG AN CAAGGACTCCATCTTCAAAAATAATGGN ACGCAAAGGN NTNC ATGGGCAN AACT 

MCAAGGCTTATTNTTTNGAAACTNTNTCTTAATAGCNCGGANCATCNCCCAGANANGGC 

CCTNNATTNCCNCCACC MTATTC TTTAAAAATTTTTGGGCCCAAAGTTNCGGATTCCAA 

<3 CBCB A/\T~ TATT - TT~FjAA TT™1~TTTG G C AATHTTC /VAC C>VA>VAA>VA ^T^sf A IMTTT 
NCTTTTTAACCTTCCCCCCCCCCAAAAAAA 

AAGGC AAANC I nil 1 CCCTTAAATNGNTGGTTTTAAAAANTTGGTAAATTCACCCANAA 
ATNCCAI I I rTNTTNCCCCCCAANCCTTTCTTT 
Sequence 4149 

CCGGGCAGGTACCAGGTGAACAAAGTTTACCAGAGNGCAGNGNGAGACAAGAAAATAANA 

GCTCNTGATGAGGGAAAAGAAAAAGATTGAGAGAATTTGTGCCCCCAACCATTTCCTCAG 

ACTCTAAGAAAGAACAC GCTCT CTCCAGGCAGGTCTGAAGCTCAACTCTCTTATTGCCTC 

ACTTCAGGTATACCTCACTTTTACACAATAGGAATTATAACTGGAAAGAAGTTGGGGACA 

CATGTTATrrcGTGATTACATTTCAAACACATTTAGGGAAAA 

TT^GGATTTTTGGGGGGGGAGTTAAAGAMTTATT^ 

^3333^^!^ZII^^Z? A ^ CTTG C CC AAATTTTAGG ATTTG TGTG C ATTC AG GCTTTCTTT 
I I 1 MCT TTn 1 "MG A GAAAG TTCAAATATTAAAG 

CCTTTTCTTTTC l I il lAI I I I I GAGGAATGGGAAGGNTCTTTTGCCTTCTTGTTCCGCC 

CCATGCCTGGGAAGTGGCANNTTGGGCCGCCGAATCCTCGGGCTTCAACTTGCNAAACCC 

TTCCAACTTTTCCCTGGGGGTTTCAAANGCCGMTTCCCCC7TTGCCCCTTNAAACCCTC 

CCCCAAAGGCAGGGTTTGGGGGAACTTANCANGGCCGTTGGANGNCCCACCCATNGGCCC 
CGGGCCTTAAAN 

Sequence 4150 

CCCCCAACTGCAGGCAGAGAACCATGGTAGCAGGGTGGCAGGGCTGGCCCTGANCAGGAG 

CTGGAGCAAGCGCATGCTGGANAAAACAGAAGGCAATGTGTCCCAGAGAAGTGGTCCCCG 

CGTACCTGCCCGGNGCAGGCCCGCTCTAGAACTAGTNGGATCCCCCGNGGCTTGCAGGGA 

ATTCGATATT CAAGG CCTTATC GAATN CCCGTTCGACCCTCNNAGGGGGGGGGCCCCGGG 

TACCCCANCCTTTTTGTTTCCCTTTTTAAGTC 

TTNGG CCGTT TAATTCCATTGGGGTTCCATTAANGCNTGGTGTTTNCCCTTGGTTGGTTG 

GAAAAATTTTGGTTTATTCCNCGNCNTTCMCAAAATTTTC 

Sequence 4151 

CCGGGCAGGTNCGCGGGGCACTCAAGCAGAGAAGAAATNCACAAAGACTCACAGACTGNT 

GGTGGGCATGAGAAGACAGAAACGACATGAGCACAGCAGGAAAAGTAATCAAATGCAAAG 

CAGCTGTGCTATGGGAGGTAAAGAAACCCTTTTCCATTGAGGATGTGGAGGTTGCACCTC 
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CCATCTCAAAATTAAAGAAAGAAAGAAACAAAGAAMGAAAAGCTTATATTGAACTTCTC 
TTAAAAAAAGAAAAAAMGAMGCCTGATGCACACAAATCTAAATTTTTGGCAAAGTCGA 
TCAATTTAAAGGATATTTTATTTTGCATC 

AATCAATAAAAMGTTCAAATAGNCMCTTTTCCTAATGGTC 

CCAAATNCCATGTGTTCCCCCAACCTTTNTTTTCCAAGTTATAAATTCTATTGGNGTAAA 

AGTGGAGGGTNTTACCTGAAAGGTGGGGGGCCAANTAAGNAGAGGTTTGAGGCTTTCAGG 

AACCTTGCCTTGGGMGNAAGAAGCCGTGGTTTNCTTTTNTTAAAANGTCNTGGAGGGAA 
AATTGGGTTT 

Sequence 4142 

AC I I I t I I M I I I I I I I I J | J | | f'TCGNCACTACCTCCCCGGGTCGGGAGTGGGTAATTT 

GCGCNCCTGCTGCCTTCCTTGGATGTGGTAGCCGTTTCTNAGGCTCCCTCTCCGGAATCG 

AACCCTGATTCCCCGTCACCCGTGGTTACAANGGTAGGCACGGCCGACTACCATCGAAAG 

TTGATAGGGCAGACGTTCNAATGGGTCGTCGCCGCCACCCCGCGT 

Sequence 4143 

GGCACAGTGGCTCATGCCTGTAATTCCAACACTTGGGAGGCTGAGGCGGGTGGATCACCT 

GAGGTCCGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCTGTCTCTACTAAAAAT 

ACAAAATTAGCTGGGCGTGGTGGTGCACACCTGTAATCCCAGCTACTCGGGAGGCTGAGG 

CAGGAGAATCGCCTGAACCCGGGAGACAGAGGTTGTGGTGAGCCGAGATCGTGCCACTGC 

ACT CCAGCA CTCCAGCCTGGGCAATGACAGCGAAACTCTGTCTCAAAAATTATATACATA 

TATA i i I I I iGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGA 

GGCAGGCAGATCATGAGGTCAGGAGATGGAGACCCTCCTGGCTAACACGGTGAAACCCCG 

TTTTCTACTAAAAATACAAAAAATTAGCCAGGCGTGTTGGCGGGCGCCTGTAGTCCCAGC 

TACTGGGGGAGCTTGNGCAGGANAAATGGCCGTGAACCCCAGGANGAGGGCGGAGCTTGC 

AGTGA GCTGA AGAATCCGCGCCCACTTGCACTTCCAACCTTGGGGGGACACAGCCGAGAA 

CTTNCGTTTTNAAACCCAAAAAAAAAAAAAAAAAAAAAAAAAAAGTTCCNTNNGGCC^ 

TTTTAAAACTTAANTGGGATCCCCCCGGGGCTTGGCAGGGAAATTCCNANTNTTAAAGCT 

TTNTTNGNANNCCCGCCCNACCTTTNAAGGGGGGG 

Sequence 4144 

AATTGCANCTCCACCNCGGTGGCGGCCGTTCNGCCAGGTTCNCGGGGAGAAGGAAGANGC 

GGGGAGGGAAAGNCTGCAGCAAAAANAAAAAANANTCCCGGACAGGCCGCTTGCTGCAGA 

GGATCCAGTCCAGATCCCAGGAGAGCCCCTCTGCCCCTTCGGACCTCGTCTTCCCATCTA 

CAAAACGTGAAGATTGGCCCAAGTTAGCCGTGTCNCTACAAAATAGGTGCATATACCACT 

NGAAGCTGCCTTGTTTGCTTTTGNNTGNTGGATTGMCCTTTTGCmCATGAAATCACC 

GGGNTTNGGGAAAAGGCCTNCCTCCTTGTTTTTTCCTGCCTNAATAAAAAAAAGCCCATT 

CTTT GNGGC CCCAAANGCCGGTNGGGTGGGGCTCCACNACCCGTGNNAAATTCCCCCAGC 

CACCTTTTTGGGGAAGNGCCCCCAANGGCCAANGCCCGGGCAATCCACCCCTNGNANGGC 

CCCAAGNGGANGTTTCCAAAGAACCCCCAGCCCCTNGAACCCCAAACNNGTTGGGGGGGA 

ANAACCCCTNGTTTTNCCCAACTTAAAACGAGANAAAAAGNCCCATATAAATNTNGAGAA 

AANAAAATTNTGGNTNCCCTATGGGNCCCNNNTTNTTANNAAACNNAAGGGGGGGGATCC 
CCCC 

Sequence 4145 

TGAAATCCAAAATCCNGGAAMTTNCCNCCGGAGCTCCACNTTTGTGGCGGCCNTTNCCC 

AGGTTNNAAGACCCCGAGAGGCACTCAGCGGGAGCCTNGTGGAAANCNNACANCTCNTCA 

TCGACTACATTCTCGACCTGCAGGTAGTCCTGGCCGAGCCAGCCCCTGGACCCCCTGATG 

GCCCCCACCTTCCCATCCAGACAGCCGAGCTCGCTCCGGAACTTGTCATCTCCAACGACA 

AAAGGAGCTTTTGCCACTGACT 

Sequence 4146 

CCGGGCAGCTAAi MM I GTGTTTTAAGTAGAGACGGGGTTTCACCATGTTGGCCAGGAT 
GGTCTCACTCTCCTGACCTCGTGATCCACCCACCTCGGCCTCCCAAAGTGCTAGGATTAC 
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TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTAATACACTCCAAACCTC 

AGACTGGTGATATTGCATTACTTTCTATAAGATACACACTTATATTTTGCTTAAAGAAGC 

ATTTGCAGCTTTAACCCATTTAATGTAATATATAAGGCAGATGGTTCTTGACAACTATAA 

TCTTGGAAGAAAACTGAAAAAATCAATTAGGTGTTTGGCAGCACTCAAAAAACAGCCTAA 

TAAGCTCATTGCCATGCAAATCACCTACAATGTTAAATATATAAAACTGCTGTATTAAGC 

TCGGAGAAGGAGGAAAATTTCCTCTTCACTCATGTGACCGGAGACTAAAAGGAAGGCTCC 

AGGGGTGCTGCTGGCTGGGAAGAGAACTGGGGAAACTGCCCCAGTAGAGGTGGAGATGCC 

AGGGCAGAGGGAACTGGGCTTAACGGGGCAGGGCTGCCTCTAGAAAGAGCCAGCTTTTCT 

AGCACAGGTTAGGAGTGAGGCAGCAGAACTGGGCTTAACAGGGGGCAGGACTGCCTCTAG 

AAAGAGCCAGCTTTTCTAGCACAGGTTAGGAGTGAGGCAGCAGAACTGGGCTTAACA 

Sequence 4138 

CCTATTTTGGCGAATTGNAGCTCCACCCGCCGGTGGCGGCCCGNCCGGGCAGGTACACAA 

ATGTTCACAGCAATATTATTCATAATAGCTAAAAAAAAGTAGAAACAACCAATCAATGGA 

TAAATGGATAAACAAAATGTGGTATACTCATACAATGAAATATTTTTCTCCATGAAAAAT 

GAAATGAAGGGCTTGACCATTGGGTGGGCTCACCGCCTTGTAATCCCAAGCACCGTTGGG 

GGAAGGGCTTGAGGGCAAGGGCCGGGGATCACCCTTGAAGGGTCCAAGGGGAAGTTTTTG 

AAGNACCCAAGCCTTGGGCCCAAACCATTGGGTTGGAAAAACCCTTGTCCTCTTACCTTA 

AAAAAAAATACCAAAAAAAAAAAAGGTAAGCCTTGGGGGCCATTGGGGTGCCCAAGGGCC 

GCCCNTGTTAAAATCCCTTGGGCTTACCTTNGGGGGAAAGCCCAAAAGAACCAAGGGAAG 

GAAATTCCGCCTTTGNAAACCCTTAAGAAAAGGGGCMGAAGGGTTTGGAAAGTTGGAAG 

CCTTGGAAGAACCTTGCNACCCACCTTGGCNACTTCCCAAGCCCTTGGGGGCCAAAAGGA 

AAAGAAAATTGGAAAAACTTCCCATTCTTCAAANAAANAAAAAAAANATTANAATTGGAA 

AAAAAAAAAAAAAGGTACCCTTCGGGCCCGCTTCTTAAAAAACCTAAGTTGGGGAATCCC 

CCCCGGGGGCCTGGCAAGGGAAATTTCCGAATANTCAAANCCTTTTTCGAATTACCCGGT 

CCGACCCTTCGNAGGGGGGGGGGGCCCCGGGTAACCCCAAAC l Mil I GGTTCCCCTT 

Sequence 41 39 

ACGTACl I I I I I I I I I II M I II ! I I I GCANTCTGCTTCTTTGATATGCCTTAGGGTTAC 

CCATTTAAGTTAGAGGTTGTNATGCAATGGTGGGAATGAAAATTGATCAAATNTACACCT 

TGTCATTTGATTTCAAATTGCNGCTGGAAACTTNCAAAAAAAGGGTAGGCATGAANAAAA 

AAAAAATCAAATCAAAACCTCTTCAGGGGTTTGTGTTCTGATATGGCAGACAAGATACCA 

CAGTCCCACCNGNTAGATGGAACCNATTCAAAAATTAAGGGGTAAATGGGGCCTGACCAA 

AGGTNTTNTTTGCCAGCCATTGGGNACCNNAATGANGCNACAGGCCTGAAAAAGTTNTTT 

NGGATTAATATAGGCACCTACTAGTCTCTGATGGTAAGGGGAAATTTNTTGTTTAGGTCC 

AAAACCATACCNCCTANAAC7TTCCCAAGGGGAAAMNTCTTTTCACGGGTTAGCCCTAA 

AGCCTTTNGCC I ! I I I I I I AAGAAGTGGANTGAAGTTTGGCCATTTGGCTNCCTGGTNGA 

ATTTTTTTTI IGGAAAAAAACCAAAAACTTGGGGGTTTTTTGGGTACCCTTTCGGGCCCC 

GCCTTCTTTAANAAAACTTAAGGTTGGGNAATTCCCCCCCCGGGGGCCTTGGCCAANGGG 

AAAAATTTCCCCATTNNTTCCAAAGCCTTTTANTTTCGGANTTCCCCGGTACGGACCCTT 

TNGNNANGGGGGGGGGGGGCCCCCNGGTTACCCCCAAACC l Nil I GGGTT 

Sequence 4140 

TCCCAATTTTTGAAGCAAAGCCAGACACTCCTAGCCTGCGGCCAACCACTTCCAGGGTTG 
TCAGGACTTCCACCCCACACTGACCCAGGGTGGCTTCATTCTGTAAGGGAGAACCTGCCA. 
GAAGCACAACCTTATCTTCAGGGATGAGGCCCTCCAGGGATGCTACATGGGCCTTGCTCT 
GGGCAACCGTCTCCAGGCCGGTCACTTCAAGAGTGTGCCCCGCGTACCTGCCCG 
Sequence 4141 

ACTTTANGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCT 
AACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATNNGCCGGGCATGGNGGNTNAC 
GCCTGTAGNCCCATCTGCTNGNNANGTTNANGCAAGAGANNCNCTTGNACCCANGAGGTG 
GAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAAGACT 
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AAMTGGCTTACCGGGATTTTTGCCAGMGNMTGGMCTTGGATTTGTTTTAAGAAAGG 
GCTTNTTGGGAACTGA7TATTGGACTTCAAAAAAACCCGGCTTTGCGTTCTTTCCCACAA 
ACATAATTGGAACCTGGGTTTGATTCANACCTTAAAAAGGCCAAGGAAAGAATGTAAGGA 
AAGAAAGGGAAAGCCGGGAAGCAAAGGTNCCTTGCNAAAAAAATTTTTGNTTTCNAAAAA 
CAAAGGTTGGGCTTGATTTTGAANAAAAGGAAMGGGGGGAGGTTTTCAACCCCCTTGCA 

accgggccgggtttttangaaactnagtngggattncccccccggggncttgcaagggaa 

ATTTCCAANTATTTAAAGNCTTTATTTCGNATANCCCNGTCCGAACCCTCNAAGGGGGGG 
GGG 

Sequence 4133 

GNACTNCACCGCGGTGGCNGCCGATGTACCCAACAGAGGTTAGCATCAGCAGCAGGCCGG 

CGCCCAGGAGGGGCAGCAGCCTCACGCGGGGCTTTNTGGTCTCGGCCGCAGAAGCCGAGA 

TGACGAAGGGAACCGTCATCGTTTGGAAAGCGTCGCAATAAGACGCACACGTTGTGCCGC 

CGCTGTGGCTCTAAGGCCTACCACCTTCANAAGTCGACCTGTGGCAAATGTGGCTACCCT 

GCCAAGCGCAAGGAGAAAGTATAACTGGAGTGCCAAGGCTAATAAGACGAAATACCACCC 

GGGAACTGGTCGAATGGAGGCACCTTAAAAAATTGTATACCCGCCANATTCAGGCCATTG 

GGATTCCCGTTGAAAGGGAACCAACCACCTTAAACCCCAAAGAGGGGCAGCCTGTTGGCA 

AGCATCCAG TTCATTC TTTAAGGAAATTGTCAAACCGATTTAGTCAATGCCANTAAAATfi 

GTTTCTTGGGi mi I GGAAAAAAANAAACGAATTTNTNAAANAAANGGTTACCCTTGCA 

CCNGGGNCGGGCCCGGCTTNTTAANAAAACTTAAGTNGGGATCCCCCCCCGGGGCCTGNC 

AAGGGGAAAATTTCCNAATAANTTCAAAANNCCTTTATTCCGGAATAACCCGGTNCTNAA 

CCCTTNCTAANGGGGGGGGGGCCCCCGGTTACCCCCAANGCNTTTTTTGGTTT 
Sequence 4134 

GCTAATTGNAGCTCCACCGCGGTGGCCTACAGCTGCCAAGAANAGGANAGTGGTAAATTT 

CATTCTTTGGGATGAGGAGTGAGTATAACCACANAATCTGCANAAGGTCTGGGGAATCCC 
GCGTACCT 

Sequence 4135 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCTGAGCATCAGCAGAGATGCCGAGA 

TGAAATCAGGGAACTCCTAGGGGATGGGTCTTCTATTACCTGGGAACACCTGAGCCAGAT 

GCCTTACACCACGATGTGCATCAAGGAATGCCTCCGCCTCTACGCACCGGTAGTAAACAT 

ATCCCGGTTACTCGACAAACCCATTACTTTTCCAGATGGACGCTCCTTACCTGCAGGAAT 

AACTGTGTTTATCAATATTTGGGCTCTTCACCACAACCCCTATTTCTGGGAAGACCCTCA 

GGTCTTTAACCCCTTGAGATTCTCCAGGGAAAATTCTGAAAAAATACATCCCTATGCCTT 

CATACCATTCTCAGCTGGATTAAGGAACTGCATTGGGCAGCATTTTGCCATAATTGAGTG 

TAAAGTGGCAGTGGCATTAACTCTGCTCCGCTTCAAGCTTGGCTCCAGACCACTCAAGGC 

CTCCCCAGCCTGTTCGTCCAAGTTGTCCTCAAAGTNCAAAGAAATGGGGAATNCCATGTT 

GTTTGGCAAAAAAA AAAGTT TGCTTMTTTTTTAAAGGTCCTTTTCGTANTM 

AAATGGAGG ACAAA i mi iCCTACCCAAAAGGGGAAGAACCAAAAAGGGGTTTAAAN 

Sequence 4136 

TCCCCGCGGTGGCGGCCGAGGTACCTGACCAGACACACCCAAATGCATGTCATACTGCAC 

AAATTACACATTGCAAAGTGTGTCCTCTGCACTGTTATGGAAAACAATTTGCAGAATACT 

TCCTTTTCCCTTCTGTTGTGCCCAACTCTTTATTATAGGATAGGGATTTAAGGTCAGGGT 

TACATGGAAGCAGGGTTCCCTGGGGTGTTGTATCAGCCTGATGCCGCCCCACCTCAGCTG 

CCCCTCCACTTTCATCTCCCATTCTTCTTTATGAGAGCAGAGAGGAGAAGGGAAAGACGT 

GGCAGAGGAATAAGCAGAGATGGTTACCCTGAGACAGGACTTTGGTCCACATCATTTACT 

TGAGAGGTGATCCCAGGAACCATGGGGACAGTGACACAAGGAAGACAGGAAGCCAATGAA 

GGGTATGATGACCAGTGGGTGCCTGGCANTGAGTGGACAGGCAAGGCTCAGCCTGCTGGG 

GCCCCCTGAGAGACTGCAGAACTCTCCCCANATTGTCCCATTGAAAGACAAGGGGAGTGG 
GG 

Sequence 4137 
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TGCGGCCGCCTTTGGGCCGTTAATTCATTGGGTTCAATAAGNCTGNTTTTTTCCCTGGTG 

GTGGAAAAATTTGGTTTAATTCCCGGNCTTCACCAAATTTTNCCACCAACAAACCAATAA 

CNGAAGCCCCGGGGGAAGCCATTAAAAAGTTGGTAAAAGCCCNTGGGGGGTGGCCTTAAA 

TNGAAGTNGAAGCCTAAACCTCAACAATTTAAATTTGGCGGTTGGCCGCCTCNACTTGGC 

CCCGCCTTTTNCCAAGTTCNGGG 

Sequence 4128 

ACGC GGGA TT CTCAC TGGTGCTCAAGGTGACATTTTCATCCATAAATCTGTATGTGGTTT 

AAATATTTTAAATTTTAATCAGAGTGCTAGCCATTGTTTAAAAATACAG^ 

GTTTGCAAAGCAAAGCAGTGGCGTCCAGTAGAACTTTCTGAAGTGATAGAGATGACCTGT 

GTCTGCAC TGTCTA A TAACC TCATGTGGCTTAAAGCACCTGAAATGTGGCTATTATGACT 

GAAACTGAAl l J 1 I AATTTTAGTTAATTTAAATAGCCAC ATGTAGGCCGGGCAC GGTGGC 

TCCCAGCACTTTGGGAGCCTGAGACGGGCGGATCGCCTGAGGTCAGGAGTTCAAGACCAG 

TCTGGCCAACATGGTGAAACCCTGTCTCTACCANAAAAAAAAAAAAGNNAAAAAANGGTA 

CCTCGGCCCGCTCTAGAACTAGGTGGATCCCCCGGGCTGCAG 

Sequence 4129 

AGCTCCACCGCGGTGGCGGCCGANGTACGCGGGGAGGTTGAAGTCTCCTAAGATGCCCGG 
TGGGCTGGGGCACCGGGAGCTGNGAANGGAACGTGAGGGGGCGGCCGTAGTGGAGACCCA 
CGGCAGGCCTGAAGAAGAGC 
Sequence 4130 

AGGTACGTGTAAAACTAAMTGTCTTTTGTAAATCACTGAGTCTTCCTGTTTATTTCTGG 

TTAGAGATCTTTGGGGGCTTGGATGGAGGAACAGGAAAAGAGGAGCCAGGCTTTTTTGGA 

AAATTGGCGGCAGCGGTGGCATACGGGAAACTGAAATCTTTATCTAATCTCATCCTTTGT 

ATATTCGTCTTGGATTTGCTGMGAAMTTAAAAGGTAAATTTTGCTGTGAGCTCACTGA 

ACTCAAATTGAAAGGGAACATATGCTGTTTATTTTTGTGAAGGACATTAATTGGGTGTGA 

CTGGCAGGGTTGAGACCTGAAGTTCCTCTTTTAGATAAGGAAAATTTCCCTTGGTCCCGC 

GTACGACTGT CTAAT ATCCTGCTGGACATTTAGGTAGGACCTACAGCTTGTCCGAGAGAG 

TAACTCATTTGTTTTCTCTGAGACMTCTGTMTTTGTCTTGTCCTATTATCCTTAAGTA 

AGGTAATTTCGCTCTTTCTTTTCCCATATACAGATTATGTACCT 

Sequence 4131 

AGGTACTTTCTN I I I I I M I i I I i I I I I I M I NGATATTTAATGATGNAGCTTCTAAATT 

TGGTAGTTCTGTCTTTGAGTGTGAACTTAAAAATTATGAAAATGCGGCTGGGCGCGGGGG 

CTCACACCTGTCATCCAGGCACTTTGGGAGGCCGAGCCACTGCATCTGGCAGNAACATAT 

ATTTCAAAAGAGTANCCTGGCCACTAGGATCTACCTACCTACATTTTTTGGNGCAAACTA 

TTACTTTGGGGGACATCTTTCTTTTTTCCTTTTCTTTA I I I I I I I I AAAATTTAC ANAAT 

GGGGGTCCTTGTTAATGTTTTCCCAAAAGAAGGGCTCAAAGGNTGCANNNNGGCNTATTT 

CCACCAAGGGCNATTGGATTCAATAAGCCNCCAACTTTNTTAAGCCCTTTNGGAAAACCT 

TCCCNNGGGNCCNTTCNAAAGNNNGGAATNCTTTTNCCCCACCAANTAAAGCNTTTGGAN 

GAACCAAACCANGGGTTAACCCNTTGGCCCCCCGGGGCCGGGGCCCGG I I I I I I I I AAAA 

AAACATTAANGTTGGGGATTTCCCCCNCNGGGGGTCNTTGGCAAGNGGAAAATTTCCGAA 

^ATTTCAAAANGCCTTTTATTCGAATTACCCGGTCCGNAACNCCTTTTAGAGGGGGGGG 

Sequence 4132 

AGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGACCTTGCG 

ACCGTATCCGCTAGCGCGGCCTGGGATGCAGCTAGGGCTCCCTGTTCGTTCCCACATGCA 

GGGCAGCACAAGGAGAATGGGCGTCATGACTGATGTCCACCGGCGCTTCCTCCAGTTGCT 

GATGACCCATGGCGTGCTAGAGGAATGGGACGTGAAGCGCTTGCAGACCGCACTGCTACA 

AGGTCCATGACCCGCAATGCCACCGTAGATAAGTTTGGAGGACTTCATCAACAACATTAA 

CAGTGTCCTTGGAGTCCTTGGTATATTGGAGGATAAAGAAGAGGGAGTCACGGNAAGNAT 

GNATGGGGAGACCCATTTATGCCGTTTGGGTGGAAATCTTGCTACAAACTTCAATTTCCA 
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ATTCGATATTCAAAGCTTTATTCGGATACCCGTNCGAACNCTCGTAAGGGGGGGGGCCCC 
CG 

Sequence 41 22 

^I^ ACCGCGGTGGNTGCCGAGGTA CGNNGGGGCTGNTTAAAGCCGTGTCTCATCTACC 

I G ^ CTCN ^ NGTG ^ C ^ CCAGCTCCCTGCCCCTCATCAACC CACTCTCCTCAGACC 

Ixo™^ G ° C ^ GMCCTGA ™ 

G I G ^S^ GTGACAGCAmGGCAGTGTGCAG ^ GGGCCATCAA 
^ GGGCCGGAA ^ GTCTGCCAAA ^ CTT GGGAGTTATTTGCTCAGCCACAGGTTGGCAT 
GCTCCAACAACATTGTGGACTGGGCTCACACCTATGCTGAGGTGGCCAATGTCTCCAACT 
G JI AG ^ TGCACCACCC '^ CCAGCAG CAGCTGTGGATGGCTrGCCTTGGCATGTGCATC 

a agc ^?I2^ gmc ^^ 

GG T?^ ^ A ^ GA ^ GAATG GGGCTGGCTAATGGGGAGAAAAACATGGTGGCC 

AGGAATTCNATATCAAGCTTAATCGATACCCGTCGACCTCGAGGGGGGGG 
Sequence 4123 

NNNNNATANTANTTTNNTAACTGCGGNAANTCTAGAGCTAATACATGCCGACGANGCGCT 

GACCCCCTTNNTGGGGGGGATGCNTGCATTTATCAGGATCAAAACCAACCCGGTCAGCCC 

C ^I C f G ™ C , CGGCCGCTCTAGAACTAGG 

ATCAAACTTATNCGATACCCGTCAACCTCCNAGGGGGANGCCCCGGGTTA 
Sequence 4124 

Sequence 41 25 

AGAA ^ GTCCTAGCmGGCCTGC CTCANCTGTTGACATGCCTTCCTCACTAAGC™ 
TCATTTCTAGCTTTCAATTTAMGTAAGAAGTGTGTGACCCTTCCmCAGTTGAACACT 
GAGAAGCCATTGTAGGATTATTAATTCAATATTAATTAATTTCTATATTGCTCTGTCTTA 
^ G ^^I AAGGGAGGGGGGAGGAGAGGGAGAGAGA ^ GGGAGAA ^GGCCAATGGGTGGAGCA 

AA^GTTTGAAATATTGTGAGAATTATCAAAATGTGACAGACACAAGAATGAGCACATG 
CTGTTGGAAAAATGGTGCCAATAG ' U 

Sequence 4126 

A ^ AAAGTG ™ CTCCACTC 

TTAATAATTACTrAGTTCTCCCAATTCCCTTCCAACCTCTGAGCGTTCTCTGACATCATG 
CAGTAGCAACTCCTTTCTTGTTCTCTGGGTCACTTGMTAACTTAATATGAAAATGCTTT 
GAG ^ G ^ AGAGAATCAGGACAGTCG CATACTTTGGCCCAGGCACCCGCAAGACGTGCC 
^^ G ^ ACGTGCCTGTCTCTCTGCCTCTAGCTGGCTGGGG -n-GTCCCACGGCTCTGA 

GGAGGGACACACGCAAATGCTGAGAGCCTGCAGTTCCTCGGGGGTGGTCAGGAGAGT 

TAAATTGCGCCGCTTGGGCGTAATCA 

Sequence 41 27 

TC^ATTTrrCTTTTGCAGGTTGCATGCCAGCCAATATTCCTCTGTGCTGGGAAGGGAAA 
G ^? AGGA 7 G ™^ 

I A I C J AGACA ^ GATAGCCCCTCAGAGGA MGGCACCAGCCGMGAGTCGA 
T G ? GC ^ GGA I GG IS C ^TGATAAACGCTGGG^^^ 

CGGGcrrr^ 

GGGGGCTGCAGGGAA1 ^ CG ATTATCMGCTTTATCGATACCCGTTCGGACCCTTGAAGG 
GGGGGGGCCCCGGTTACCCCAAGCTTTTTTGNTTCCCTTTTTAGTTGAGGGGmlAATT 
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GGGGGNAGNAGGGTGCCNGNAAANAAANTA I I 1 1 I 1 I I I I I I I < NTTGTCCGCGGATACA 

GAAATCTCTGCANGCAAGTTGCTCCANAGCATATTGCAGGGACAAGCCTTGTAACGAATA 

NTTAAATTCACCGGCATCTTGGATTCCCTAATCCTTTTCCCGAAATTGGCCAANNTGCTG 

AAGTGCCCTTGTTATAAAAMTATTNCTANTGGTTTACCCTTCCAACCTTTCTTTGGTTC 

NTGNCCTAATGTTGGGTNATNCCTTGGMTCCCTAGNCMTTTTAAGCCAATTNA7TGGG 

GGTNACCCTNGNCCCNGGGCCNGGGCCGCCTCCTTNGAAAACCTTNGGTNGGGATTCCCC 

CCCCCCGGGGNCTTGGCCANNNGGAMTTTTCCGGANTAATTCAAAAGCCCTTTAATTCN 

GGANTTACCCCGGGCCCGAACCCCTCCAGAANAGGGGGGNNNGGCCCCCCNNG 

Sequence 4118 

ANCTCCACCGCGGTGGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTTTTl CCCAATGGGG 

GGNGGNNGNGAGAAGCACANNAAAAANATTTTNTTTTTATTTTNTTTGNGAM 

NTTTGNTCTNATGGCCTTTCTTCTCCATTTGTCATCTCTGGGAACCTTGAGTCTAAATTT 

ANGGGCTGAAAGTCTCTCTGCTAGGAGCTTTCCAAAATGCCATTGCTTTGATTNTGGNGA 

ACTGANTAGGAGGANAACACCTGGACTACTNTGAGTCCCTGAGTTTCAAATTCCTCCTCA 

AACTGGGTTTCCTTGGAAGGGNNGGCCTGTACCCTGCCCCGGGGCCGGCCCGGTTNTTAN 

AAACCTAGGNGGGATCCCCCCCGGGGCNTGCAAGGGANATTCGGATTATTCAAAAGCCTT 

A TTCN GATACCGTTCGACCTTCANAGNGGGGGGGGGCCCCGGGTNACCCCAAACTTTTTT 

GTTTTCCCCTTTTTAAGNTGGNAGGGGTNTAAAATTTGGCCCCCNCTTTGGGGCGATAAA 

ATCCAGTGNGGNTCCANTAAGGCCTNGGTTTTCCCTNGNNGGNGGGAAAAAT 

Sequence 4119 

ATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACGGGGGTTGGGGTGGTCGTT 

CCACCTGTGNTGANNGGGGGGCNNNAGCTNTNANAAANAAAAAAAAAAACTCCNGTCTAG 

CTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTTGGCTCATCACAACCTCCATCTCACG 

GGTTCAAGCAAT TCTCC TGCCTCTCTTCCCGAGTAACTGGGATTACACGCACGCGCCACT 

ACATCCGGCTAATTTTTGTNCCTGCCCGGGGCCGGNCCGCTCTANNAACTAGTGGAATCC 

CCCGGGCTGCAGGGAATTTCGATATCAAACTTATTGNATTACCCGTNGGACCCTCNNATG 

GNGGGGGCCCCGGTTACCCAAGCTTTTT 

Sequence 4120 

NCACCGCGGTGGCGGCCGCCCGGGCAGGTACCACNATGTATAGAGCAACACTGGGGTAAG 

GNCANTGNGGGGATGNATAGANTNNTTATACCTGTGCAAACGTAACACATGCCACCATGC 

CAAGGATGTGGCGGAACAAGCAGCCCTACCAAGGCTGGGCCCCCATGGACTTTNGNGCCT 

GCTGGGAGTTTATAGGTCTG N GGGGG AC ATAAGGATGGCC ATATCTGCCAGC N CAACTAG 

ACTGGACATTGTTACCTCGGCCCGCTTTTAGAACTNAGNGGGANTCCCCCCCNGGGGCTT 

GGNAANGGAANTTTCNNATTATTCNAAGCCTTTATTCNGGATTACCCGGNCCGNACCCCT 

NCGGNNGGGGGGGGGGGCCCCCCGGGGTACNCCCCNNAGCCTTTTTGNGTTTCCCCCNTT 

TAANNNGGAAGNGGGNTTAAAATTTGGCCGCCGCCTTTGGGGCGGTAAATTCNANTNGGG 

GTNCA TTANAGCTTGGTTTCCCCTTGGNGTGGNAAMTTGGTTNATTCCCGGTTCACAAA 

ATTTTCCCCNACANAAANNCATNCCGAAANCCCCGGGGGAAGCCTNTNANAANTNGGTTA 

NAANGCCTTNGGGGGGGNGGNCCTTAAAATTGGAGGTGGAAGCCTTAAACNTCNNCATTT 

AAATTTGGCGGTTTGGGGGCCTNCACTNGGCCCCCGTTTTTCANAAGNGCNGGGGGAAAA 

CCNCTGGTCTNNGNCCCAGGCTNGCGANTTTAANATGGAAATTCGGGCCCCCA 

Sequence 4121 

CGAGGTACACTGATCTACAAAAATTTTAAAATGAGCCCGGGCGCGGGGACTNANGCCTGT 

AATAANAAAACTTTNNNNGGCCAAAGCAGGCGGATCATGAGGTCAGGAGATCAAGACCAT 

CCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGTGTGG 

TGGCGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAAGCC 

GGGAGGTGGAGCTTGCAGTGAGCCCGAGATCACACCACTGCACTCCAGCCTGGGCAACAA 

AGCCAAGACTCTTCAAAAAAAGAAAAAAAA I MINIM I AAAATTGAAGCTGGGGGTGT 

TACCTGCCCGGGGCGGCCCGCTCTAGAAACTAGTTGGGATCCCCCCNGGGCTTNCAAGGA 
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CATGGATCGCAGCGCGGAGTTCAGGAAATGGAAGGCGCAATGTTTGAGCAAAGCGGACCT 

CAGCCGGAAGGGCAGTG7TGACGAGGATGTGGTAGAGCTTGTGCAGTTTCTGAACATGCG 

AGATCAGTTTTTCACCACCAAGCTCCTGCGCTGGCCCGCATCCTACTCCTTGACCGGGGT 

ATAAATGGTTTTGAGGTTNAAGAAAACANAAACTGGTTGCTGGGCTACTGGGTTACACAC 

AAACCTTTGGTGGT AAAAAG ATGATGTGATTTGTAGCTTCTTGAAAGGAAAAGNCAAAAT 

GGGTTGATGCCCAC I II I I I GGAAAATTTTNGAAACCCATTTTTGTTTTCTTTTCAATTG 

^°^^ ATNGNTCCGMCCNM "^GGCCAAGGGGAATTGCCANCAAGAATTCCTGG 

GCAATTTTCCCAATTGGGGCCAAATTAAGNATmCTTGGGNTTnTCAAGGGGAAACCT 

"ZTI^ ^^^^^^^^^^^GAAAMGGMGGMGGGAAAAAAACCTTNTTNTT 

NGCNAAAGGGGCTTTNTTTGCCTGGCANTGAAGCCATGGGGGGAAGGAAATTAAGGAATT 
Sequence 41 14 

CCGGGCAGGTACGCGGGGACTTTAGGGAGGGCTGTCCTAAAACCAGAAGCTTGGAGCANA 

^I°^ CCTGGTGCTCCAGACAAA GATCTTAGTCGGGACTAGCCGGCCAAGGATGAA 

GCCTCACTTCAGAAACACAGTGGAGCGAATGTATCGAGACACATTCTCCTACAACTTTTA 

I A A T ^ CCCATCCmCTCGT CGGMTACCGTCTAGCTGTGCTACGAAGTGAAM 

™^ C JP MGGCCCCCmGGACGCAAAGATCmC 

TTAAGTACCTCGGCCGCTCTAGAAACTAGTGGGATCCCCCGGGCTTGCAAGGAATTCCGA 

TATTCAAAGCTTATCGATTACCGNNCGACCCTCGAGGGGGGGGCCCGGGTACCCAGCTTT 

II?II^~ AGTGAGGG ^ AAAmGGCGCCGCT1TGGGC CGTAAATTCATTGGTCA 

I^ C Z^ mCCTGTGTGGAAAA ^ 

GAGC £ GGGG A GCA ™^^ 

TAACTTACATTTAAATTGCGTTTGCGCTCACTTGCCCCGCTTTTCCANGTCG 
Sequence 41 15 

££™ G !^^^^ 

ACATACGTGTCATCCCAACCCCTCCCAGGC1TCCTCAGGGTCCGCTCCAAAGCCTGGGCT 
TCATTCACTTCACCCTCAATTCGCCCGGACATATAGGGAGGGGGGGAACACTGCCTTGGA 

G A C ^™ GCAC 

TAAAAACCACCCTTCAGGGAGTTCAAGATGCTTTTTAACCTTCTGTANGAAAAGATTGCT 

^ AC ^ TGCTGGGGGCCGGGACAACTCACCCCGCGTACCTTG CCCGGGCCGGCCCGCT 

CTAGAACTAAGTNGGATCCCCCGGGCTGCAAGGAAATTCGATATCAAGCTTATCCGATAC 

CCGTCCGACCCTCGAAGGGGGGGGGCCCGGGTACCCAAGCTTTTTTGTTCCCCTT 
Sequence 41 16 """" 

^m? GCAGGTACCAGTCCAATACCATCCTGCGTCACCTGGGGGG NACCCTTGGGCTNTA^ 
GGNAAGGACCAGCAGGAGGCAGCCCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTC 

CGC Z^ CA ^ tacatctccctcatctacaccaactatgaggcgggg aaggatgactatgtg 

J AGGCAC Z GCCCGGGCAACTGAAGCCT1TTGAG ACCCTGCTGTCCCAGAACCAGGGGAGG 

CAAGNACCTTCATTGTGGGAGACCAGATCTCCTTCGCTGACTACCAACCTGCTGGGACTT 

GCTGCTGATCCATGGAGGTCCTAAGCCCCTGGCCTGCCTGGATGCCGTTTCCCCCTTGCT 

C J^ G ^ A ^ GCCGGGGGCACC CTCAGTGCCCCGGCCCMGCTTCAAGGGCCTTTCC 

NTGGCCTCCCCTGAAGTACCTCGGCCGCTCTTAGAAACTAAGTGGGATCCCCCCGGGCTG 

CAGGGAAATTTCCGATATTCAAGCCTTATCGATAACCGGCGACCTTCGAAGGGGGGGGGC 
CCNGTACCCAAGCTTTTGTTC 

Sequence 41 17 

CTCCCCCCCNGTGGCNGNCCGACGTACGCGGAGNAGTGCCCCAGGAGCTATGNCCNGNGG 
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Sequence 4107 

AGGTACAGTGTGAGACGTGTGATGCTGGAACACGGGCATATGTCCATAGGTGACGTTCAC 

TTGCTTAAAATAGCACTCTTCATTGACTTGTCTCTCAAACTGGCCTTCGCATTCCCAGTC 

AGCTCTAAAATCGGAGCCCTCCAGGTCACTGCATTTAAGGCTTTCCATTATCTCCCAGTT 

GAATGCCCCGATTTCAAAAATGTCTTTTTGTAGAAATTTCTCACACCTGGACTCCAAGTC 

TAGGCACCATGGTCCTGTCACATCATTTGCMTCATCCAGGGCTCTTTCCCTTGCTCCAA 

TAAGGAGACGACATCAGGCTTAGAAATGGAGAGTCCTAGTGAGGCCAAGTGACCAAAGTT 

CTCCAGAGTCACCTCCCTGTACCTGCCCG 

Sequence 4108 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGTGTTCAAAGCAGGCCCG 
AGCCGCCTGGATACCGCAGCTAGGMTAATGGAATAGGACCGCGGTTCTATTTTGTTGGT 
TTTCGGAACTGAGGCCATGATTAAGAGGGA 
Sequence 4109 

CACTCCCCTTTTACTTACTGAAGCTGTGTCATTGTCTGGGGTAAATACCCAAGGTTCATC 

ATNTCACACCAAGGAAATCAAGGACATGGACACACAAGAAGTGAGTTTAANAGTGGAGGT 

TTAATAGGTGAGAGAAAAGAGAAAAGCTNTCCTTNCTGCANAGAGGAGCTCCTGAGTGGG 

TCTTCCAATTTTATGGNGAAACNCATAGGG1TTTATAGACAAGCTTGANAAGTGGNG TCT 

GATTTACATAGGGCACAGGAGATTGGTCAGACCAGGTGTGCCNCCTCAACCTAATCTTTT 

ATTATGCAAATGGGTTCTNTACCTGCCCG 

Sequence 4110 

CCGGGCAGGTACTCTCCAAGCTGCTCAAAAAGCTCACANNGGGNGNGNNGATTAAATTCT 

GAGGCTCTTCCACANGAGGTTTAAATTCATCGAACACTTTGGCATAGCATTCATGAGGAT 

CTGCAGCGGCACAGCACTTCTCTAGAGTGGTTTCATATGTCTTGGCAAGTCTCAGCAGCA 

GCACGACAGAGTAATCAGGATGCCTTCTTGCATATTCATACAAAAACCTAATTAAGATGA 

AAATAAAATAGACTTTGTTGGACAAATGAGCCACAAAAAAATTATCACAAAGCTAATCTC 

AAAAGTAAACTCATATTCCAAAAGGTCTTMTTTGACTAAAACCCCATGCCAGTTAAAAG 

CTTTMGTAGGCTTAAGGGACTTTGGGGGTCCCAGGAGTTAAAAGTTTACCCAAGGGCTC 

AATTCCTAGCTCTGCTTACTTATTATCCCCCCGCGTTACCCTCGGCCGCTCCTAGNAACT 

AGTGGGATCCCCCGGGGCTGCAGGGAATTCGATATCAAGCTTTATCGGATACCCGTCGAC 

CCTCGGAGGGGGGGGGGCCCGGTACCCAAGCTTTTNG 

Sequence 41 11 

ACCTTGTCCGTGCCAGCTGCATTAATGGAATCGGCCAACGCCGCGGGGGAGAGGCCGGGT 

TTGCGTATTG 
Sequence 4112 

AGCTCCACNCGCGGNGGCGGCNCGCCCGGGCAGGTACC CCCTT GACCGGCTGGAGATTGA 

NGTTGCGGNANGGGGGAGACTATAAAANAAAAATNTTTNNTTTTTGGAGGATACGGATAT 

GAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCTACCATTGAAGATACTGG 

AAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGGATGACATGGAATTCGAACC CAAAC 

AAAGGGCAGGAGTACTNTTTTTTTGTTTTTGCAGTT^ 

TTTATTTGTAAAAGCCTCTGGCCNATAAAACNTTTCTTAGCCGGNGTGGCCCAAATGGGN 

NCACCTTGCCCACACTTCTGTCACCCAANGGTTTGTTCCCNTTGGTTAGGCCCNGACNAA 

ACCAAGNAGGTTCCTGGGGCCCNATTTCAAGCCNAGGACCCCATGGGCCCAAGGGGGAAG 

GGGTGGCCNCCTTGGGGGGGGNTGGGGTTTTCTTTGCCCCCTTTGGCCTTGGTCTNGGGT 

AACCCCTCGGGGCCCCGGCTTTCTTNANAAAACCTATNNGT NGGG NANTCCCCCCCCCCG 

GGNCCTNGNAAAGNGNAAANTTTCCGANTNNTTCAANAGNCTTTTATTTCGGATACCCCC 

GCNCNNAACCCTTCCNNAGNGGGGGGGGGGCCCCCGGGG 

Sequence 4113 

ATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACNCGGGGGCTTCAATATGGCTG 
CCCCCAGGGAGAGACGAGACTACCATGAATGATCCTATCGCAGACCCTGAGTCCGTCACC 
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GNTTCTTTGGCC ATTAAACAATTTGNTCCAGMTTTTTTTTTAGGGG N N ATTT7TCTN GG 
GGAAAGGCC AA 1 1 H 1 I I 1 H I 
Sequence 4100 

ACTGCGGGGGGCCGGGCCGAGAGGTGGTTACATTCGTTGAAGGACACCAGCTGCNGAATT 
TGCGGCTTTGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCAATACCAGTTCA 
CTGGTATTAAAAAATATTTCAACTCTTATACTCTCACAGGTAGAATGAACTGTGT 
Sequence 4101 

ANCTCCACCGCGGTGGCGGCCGGGCATGGTGGCGCATGCCTATAATCCCAGCACTTTGGG 
AGGCCGAGGCGAGTGGATCACCTGAGGTCAGGAGTTNAAGACCAGCCTGGCCAACACGGT 
GAAACCCCATCTCTACTAAAAGT 

AAGGGCGGGTNTTTNGCCGGTATTTTGGGGGCGCCTTCCTTTNCCGCCTT 
Sequence 4102 

AGGTACAGGCATCCCTGAGCCTCACTAAGGAGATTCCATTCCTCCTGGGTAAATTTCACA 

GCCACGTCTTCAAAAGTCACTGTGCCCTGAACGGGGAACCTTANC 

Sequence 4103 

GNGCTCCACCGCGGTGGCGGNCGANGTACGCGGGTTGCAAGTATTAI I I I I GCTTCCTGN 

GTTACTGCCATTCCTATTTACAGTATATTTGAGTGAATGATTATATTTTTAAAAAGTTA^ 

ATGGGGCTTTTTTGGTTGTCCTAAACTTACAAACATTCCACTCATTCTGTTTGTAACTGT 

GATTATAATTTTTGTGATAATTTCTGGCCTGATTGAAGGAAATTTGAGAGG 

ATATATTTNTAAATACNATTTGGATAGGTNTTTTAMTTGCTTTTTTT 

TATAAAGTTATTTGGGGTTGTCTGGGGATTTGTGTGAAAAGNAAAATTANAAACCCACCG 

CTTGTATTTTACATnTTTACCTTTGGTAGTTTATTTTGTTGGATGGGCCA^ 

TTANTTTTTTGGGGGACCTGTNGGGTAGCCTTCT^ 

TTTAACAAGNCTGGANAANTNCTTGNTGGTCCATNGGNANTTAAAAACCTGGGNCCTTNA 
TGGTGGGCCTTTANGGAAAATTAAGGGAAANGAAGGANGAAAAAAAAAATTGAAAAATNG 
GGNTTGGTNTTTACCNTAAATTTTTTAATACCCTCCCCCATTT 
Sequence 4104 

ATTGTAGTATCATGCAAGATTTATACTGTATTAATGGAGCCTGGAGTAACTCTACATTTA 

ATTATTTCCATTATGGGGTAAACAGCACTTGAATTAATACAATTTAGCCGACTGATGCAG 

TTTGGTTGTTTGGTTTACAAGATAGATGGGATGGGAGATCGAGAGCGCCTCAGAGGACAA 

GGAGAGTTGTAGGGTGATGTTACTGGAGAGAGCCTCAGAGCATTGCCTGCCAAGCCCGCT 

ATGTTGTTTAAGCTTCGGGATTTTTCATATCCTTTCCTGATCCCTCCATCAGAAGCACAC 

GTGTAATCACCTGTCGTCAGTAGGAAACATGTTTCCCCTCTTCTG l I I I I GTCT 

Sequence 4105 

ACAATTATTGCTGGGAAGGGAMTACTCCAAGATCTCCTCTTGTGCTGTTTTCCCTTTTC . 
TGATTGTTTACCCAGATTTCCAGAATTAGTCTGTTCCTTCAGTGTGTGTGACCAGGTTAA 
ATGCTGCTTTTTCAAGCTAGGTTGAAACTCCAATAGATCTACTGTGCAATCATAACTGTG 
TG ACTTAG C ATCATGTTCTGAAATGGTTAAGT 
Sequence 4106 

ATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACAGCTGCCTCCCGGCAGTCC 

AGGAAAACTGCAAAAAATGGGAAGTAAGGTCCTGGCAGGCAGACCCGGCATGTAGCCGCT 

GGCCATCTTGAATCCTAGGGCATGAAGTTGCCCCAAAGTTCAGCACTTGGTTAAGCCTGA 

TCCCTCTGGTTTATCACAAAAAATAGGATGGGATAAAGAAAGTGGACACTTAAATAAGCT 

ATAAATTATATGGTCCTTGTCTAGCAGGAGACAACTGCGCAGGTATACTACCAGCGTTTG 

GATATTGATATATACATGGCAAATCTGAATATTGTTTTATGAGAAGGCCTGGGCAATGGG 

GTTAAAACACCCAAACCTTTGAAATCAAGAACANTAGGGTGGCAAATGGCCACTCCTGTA 

GTTTTCTTTTCTGTAAAATGGGGATCTGGGACCGAATGATACCAAACCGTTTTTCT^ 

TAACCATTGGGATTTTTTATAAACCTCTGGCCTATGGAATTGGNGTTNGTGTCNTTGCCT 

NNAAAAATNAAGGNCGNCNANTTTNANTTATTATAANNAGTTACCCTTGCCCCGG 
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Sequence 4096 

CTTATTTTAATATCCTTCTTCCNTCCCCCACCACATTGGGAAAAGGCTAAAACAATNTGG 

ATGGGTTTAATTACAAATTAATACATACTGTCATTGNGTAAAGTAAATCAACATTGNGGC 

AACAAGGGACTATTNTTGGAAAAAGTGAAACCCATATTAACAAAATNTGTCATGGAANAA 

CCCCACTTAGGGATTTCACTGGCTGCTTGAAAGNACAGTCAATGGAAAGGTCAATGTTTC 

CTGCATGTTCTCTGGGGGCTTGTCCATGCCCTCCGGAAANAAAGGTTNTTGCCCGGGACT 

TCAACCCAA GCCC TAGTTAGCTCNAAAACAGGCCCTTANACCAAAAAAGCCAAGGGGAAN 

AGGGCATCCTT TTCAA ATAGGGACAAAGGGGTAGAAAGGGGGCAANAATTGAAMNAATA 

AAATCCTGCAGCTTTTACTTTAAAAAAGCCCCAACGGGGGGAAAAAAAAAAAAGGCCAGG 

GAAAGTTTACCTTGGGGAAAGGGGCTTAAAAANAAAAAGNCCGCNAGCNA I M I I M ( M 

CAANCGGTTTAAAAAAAAAAN TNTTTAAAAAAAAANTTAAAAAAAAAAC NAAAACCAAAT 

TTAA ACCT G GGCA AA GNANT CNNTTTGGGGANGAGGGAANGGAAAAAAAANGGGAATTNG 

AAACTTTTCAT TTTGG I 1 I t I CNA GGGGGANGTTTTNGAAACACCGGGTTCTNAANCTTT 

TAA TCCC ATTGTTTTTCCNTTTTTGGC^ 

GGNTTTTG ACCNTTGNGGAANACCCTTTTNGNTTTTACANCCTTTTGGGNNGGAM 
I I I I I 1 I IN 

Sequence 4097 

" i i i i l M I U I I I i I 1 1 | I GGGGNCNNTTN ITTTTTTTTTTT1 I A AGCCTTCGGNGCT 

TTAATCCAGAGGAAAATTACTTATTTTAAAAAGCAGNGAAAAACNCCGCATTCCTTTGGC 

NCAGGATGAANACCAGCTCAGCTNTTCAGTTGTTGATCATTGGCTATTGNTCTCCAAACA 

GTAMCCAGTTSJTTTCACACTGAGATTGTCGGCTGCGGGTATATTCCAATTCCCCGTCTCC 

TCATGAATATGAAGNGAAGGGNTNTGACCCTGGAAGNGGTAGGTAATTGCTTGGCGATAG 

GNGATTGTCTCGCCNCNCAGCTNTAGGCGANGGGCTCANCACTCGGGGATAGGCGATTGT 

CCCATNTAGGTCNCCAAAATGNGTCTGGAATTGGGGGGTTCTTNGNCTCACTGACTTNAA 

GAATGAAGCCCCGGGACACTCGCANNGAGTGTTGCANTTNTTAAAGGCGGCATGTCTAGA 

GGTTTGGTCCTTCNGANGTTTCGGMTGGGTTNA^ 

GGNTTCGGNGGGCCNNCGCTTGGCTTNCAGGGAGGNGNAAAACCTGGNGGNACCCTTTCC 
CGGGNGGNTA CCAAGCTT NATTAAAGGNCNNGGGGNGGGGCCCCCAAAGNAGTGGGGGCC 
NGCNNCAAATN 1 I I I I I I I GCCAAAGNGCNAAAANNAANNAAAAACCCTTCCCCGGGGNG 

GNGGGAAAGGGGGCCCCAAAAGCNGGNTTGCCCCCCNGNTTACCNTTNGNCCCGCCGGGN 
CCNNNGTNNCTTTTTTTTTTT 

Sequence 4098 

AGGTACAAAGGTGCAATCTCGGCTCACCACAACCTCCGCCTCTTGGGTTCAAGCAATTCT 

CCTGCCT CAGC CTCCTGAGCAGCTGGGATTACAGGCATGTGCCACCACGCCTGGCTAACT 

TTTCTGTATTTTCAGTAGAGACTGGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCC 

CGACCTCAGGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCAGGAGCC 

ACCACGCCCGGCCAGGAAGCCATTTTTCATGGGAGGGATATAGGGAGAGGAAGGCGATAT 

TTACATCCCACTCTGGCACAACTTCANNACCTGCCCGGGCGGCCGCTTCTTAG 
Sequence 4099 

CGAGGTACGCGGGGGTTACGGTCTGAGACATCACNGCCNAGCTGGGCATCGGGGANANNG 

CCGANACTGACCCCAAGACCGTGCAGGACCTCACCTCGGTGGTGCAGACACTCCTGCAGC 

AGATGCAAGATAAATTTCAGACCATGTCTGACCAGATCATTGGGAGAATTGATGATATGA 

GTAGTCGCATTGATGATCTGGAAAAGAATATCGCGGACCTCATGACACAGGCTGGGGTGG 

AAGAACTGGAAAGTGAAAACAA GATACC TGCCACGCAAAAGAGTNGAAGGGTTGCTAATA 
ATTW 

rrm igcagctmctactatgtgttaggacaggntttrmtattataaaaggtattcc 

A ^ C ™ T CACCTAAGTATTATT^^ 
AAGTTTTTCTTTGGA AACAT TGGTMTTC^ 

CAGTTTGGTGCCTTATTTTCAATTTATTTAAAAACCACCTTAAAAACCTTT^ 
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GCTCCACCGCGGTGGCNGCGCGAGGTACGCGGNGGAAAAACTGTAACCATGATGAAGGCA 

AAGGAAAGAGCANAGAGCTCGGTAGACAGAGGAAGGAGCCTGTCCTCAGACAGGCCCAAA 

AGTGAGTGTGTGTGGGAGTTTGTGCTAATGTTCAGTNGGTGGAAGCTCANGGATTTCCAC 

TGT ATTC TTAAGGNGAAGTCAGAGATTTGAGAGAGGATACCCACTTGAACCATACAGCTG 

CCATTTTGGGCTGCAACANCGAGGCCAGTGTAGAAGGAGANATAAATGAAACTGGTGCAT 

TTGGAGTCAGGACAAAAAAGGCCATTTCATTGGCTCTTTCAATCTGGAAAAGATTCTGTA 

AACTTNGGGTAACCATAGCAAGTTCCTNAAATNAAGAATAAAGGCCNGTGGGATNTTTAA 

TAANAGGGGCAATANCCAGGGGATTTCAAAGGAANAGAGAAAATACTGCAAGGTGCCTTG 

CANCATGAAAAAGCCANGNCCCTGGMGAAAAAAAGATTTCTGGCCATGAGCATGNCTTT 

GATGCAAAAAACCCCNCCCCGGGAATNGCCCATTTTNTCCTTTGTAAAAAACAAANNAGG 

GGGCCCCTGGCCTTAATANGCCCACTTTAANANCCAGGATGGGATrnTCAACCAGGANG 

CNNCGCTTTAAACCTNATCCCNTGGNNCATGAAAACNCNATNGGGGGG 

Sequence 4093 

CTATAG GGCG AATTGGAG CTCCC CGCGGTGGCGGCCGAGGTACGCGGGGGCTTTGTTTGT 

TTGGGCTT7TACAGGTTGGTTTTTGCTCTCGGCAGTCTCCAGCTATAGAGGTCCTGAAAA 

GAGGGAGAAGGCATTGGAAACTAACTGTAGCTCTGGATTTCAGTTTCAGCGGATGTTCTC 

TCCAGCTTTCAACAGACCTTGCACTCAACTTTGCTGAATCCCATTCCAAAATGTCGGCCA 

GCGCTCTGCACCTTACTATCTCATGGCTTCTTCAGAAATGATTTTCTGGAAGTTGTGAAT 

TTCTTGAAAAGTTTAACATTGAAGAGTGAAGAGGAGAAAACGGAATTCTTTAAATCATGC 

GCAGGGAGAAACTCCTTGCTTGCTCTCACCAGCCCTGTTCCAGTCACGGGTGATCCCCGT 

GCTTCTCCAGTTGTTTGAAGTTCATGAAGAGCATGTGCGGATGGTGCTGCTGTCTTCACA 

TCGAGGCCTACGTGGAGCACTTTCACTCAGGAGCAGCTGAAGAAAGGTCATCTTGCCCAC 

AAGGTTTTGCTGGGGCCTGCGTGAATACTAAGCGATTCCATTTGTGGGCAANTTACTCTT 

GCATAAGCCCTAGCAGTGCTTNGTCTTTTCTGCTTTGGACCAAAAANGTNGTTGTGGGAA 

GGAAGAACCAAACCAANGATTTTCAAACGCCCCTGGCCCCAAGTTTTA 

Sequence 4094 

CGCCCGGGCAGGTACGCTGTGAACCTGACGAGTCACATGGGGTTTTCTGGCAAAATCCCT 

CTTGTTTTAGTNGGGTTCTAT GTTTA TACTTGATTCCTGGGATAGATAAGTCTGTCTTCT 

CCACATAATGAAAATAAAAAACTTTTAATTTTTATACCAGNGGCAGTTACTTT^ 

CTTTAAAAAGGTTAAGGAAGTGTNAAGTACCCTNGGGCCCGCCCGGGCAGGTTNCGACCC 

AAGCCAGGGGAGGANGAGGCACCACCGAGAAGGTGACTTCAGACTTCAAGGGAAGCCATT 

CGTNTGTGGTCCCGGCTTTGGACNTTCCCAGGGAGNTAAGAAATANCGGTTTTACCANCC 

CATTT CCAA AGGTCCCTTGNAGGAGGNTTNGGNACAAGGGGAAAAANGAAGAATTGCCNC 

CCCAATTTTGGTAA AAAC CAAAANGNTGGGTGGMCAACCCAATTTNGTGTCTTTCCNAA 

CCCAAANCAAAAANTTTTGCNATTTTTGGGGAGGGCCNAAAACCCCCCTTGNCCACCCTT 

GGGGANGTNGGCTTCCANAAGNTCCTTCCCCTTNGGGGGAGGGAGGGGAAGCNACCCCAC 

CCCCCAAGGAANATTTTACCTTGGGGNTTAATNANGNAAATTTTACCCNCCAAACCCCNT 

TANCAAAAAACCGGGCCCANGCCAANGGGTAAAATTTTCTTTTTGGGNAANNAAANNNTG 

GNTTCCCATTGCCTTGATANCANNANGNTCCTTGGCCACNTTTTTNGANTAAAACCCCTN 

NNNGTNCCCCGGGGNCCNNGGNNNTTACCCTTTAAGCCCCNCTTCTTNTNNAAACTNAGG 
TGGGGAATCCCCC 

Sequence 4095 

GGGGGAGGGCCCATGTGCTGAAAATCCGNAGTGCCGCGGAAAGTGGAGAGCTGACAAGGA 

AGGTTTCTGAGCCGTTTTTGCTGGCAAAGGGATTTCTTACAACCTCCANGCATGCGTCTT 

TCTGCCCTGCTGGCCTTGGCATCCAAGGTCACTCTGCCCCCCCATTACCGCTATGGGATG 

AGCCCCCCAGGCTCTGTTGCAGACAMGAGGAAGAACCCCCCCATGGATCANGCCGGCNG 

CCCANTGGTTTGTTGGAACCCANCTCTGGATGAAAGACTGGGTATTCTGGTTCTGGTGGG 

GACCACGGTTGGGAAGAATCCTTATTAAAGGCCAATGNGATTCCCTTNNAAAGGCAANNG 
G N NC AAATAGTTGGGTTTTC AA 
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ACACTGCTCAAAGAAAAAAAAATTATACAAAATGTGCAAATTCAGAGGTTGGCAAAATTC 

TGAAGCTAGCGAGGTAAACAAAAATATTAACACCATGAAAACTTCAAATAAAATTAAACC 

TATCTTTCTCTTCCCCGAAGATTTAGCTGGCAAATTCANAAAAGGTTCTCTTAGAGGTGG 

GGTCTGATGNCTGCCAGAAGNCCTTCAGGACCTTCAANCACTTATAATGGAGGATGGGNA 

G ACCCG TGGGGNTAGGGGCCCGGGAGGTTGCNTTTGCCTAAATNTACTTCGGAGTGCAGG 

GiP J iiGGnCCCAACTTCCGNGCTTTTGGAACCCCCGCCGTTACCC T TGCCCCCGGGGC 

CGGGCCCGNCTTNCTTAAGGAAACCTAAGTTGGGGATTNCCCCCCCGGGGGGCCTTGGCN 

AGNGGAAM7TTCCNCATTATTCAAAAAGCCTTNATTCCTNATTTACCCCGTNCNNNACC 

CCTCATMGGGGGGGGGGGGGCCCCCGGGNTANCCCCCAANCCTTTTTTTGGATT 

Sequence 4088 

ACACATCTGTGAGCCTTTCGGTGAGCAGGTGAGGCAATTCCTCTTCANCAACACACTCCT 

CTGGAATCTTCAGCATGATGAAGAATGTTTTGTTTGATGATAATTCAAGTATTTCATTTT 

CATCTTCATCAACATAAGTTACTGCAGCAAGACATAAGCCTATGATGATCACTGTAATGA 

CACCTAGGAAAATGGAGGTGATGATCATCCACAGTTTGCATCTTCCAACCACCATTTCTT 

ATTACAGGAAGCTCCAGGGGCCTTTCCTTTGTTAGCCTTCGGCCGCTCTA 

Sequence 4089 

TCCACCGCGGNGGCGGCCGNCCGGGCAGGTNCNCGGGGGTNACTGNNTATCCNCANGTCA 

GANTAGCCNGATCTCATGAGGAGCCTGGCTAAGCAAAACCCTGCAGNACGGCNTGCCTAA 

TTTACAGCAACCATTGAGGAAAGGCCACTTAAGGATGCAGCTAAGAAGGAGCCATCTGCA 

ATCCAGGAAGAAATTCCTTGCCAGGAACCAAATTGGTTGNCACCTTCATCTAGGACTTCT 

AGCCTCGAGAACTTACAAATGGGGGATGATCATCACGTCAAGGATAGTNTGGAGCAATTG 

AGATGTTCACTTTACATGGGGAGTTATCCATTGATGACGNATGGAAATGCCTGGATTTAN 

GAAAACAGAGTCTTGGATCAGATTGAATTTCCTAGACACCAAATACAGTGNGGGGAATAC 

ACCAACCTACTAGCCTATGTGAAACACCTGNAAAAGGCCAGAATGAAGGAAGCCCTGAAA 

GAGCTTAAAAAGGAAGCTGGAAAACTTAATGCAGGGAAGAACATGGACAACCA 

Sequence 4090 

TCCACCGCGGTGGCGGCCGNCCGGGCAGGTACCACGATGTATAGAGCAACACTGGGGTAA 

GGTCACTGTGGGATGGTTGCCTGCTGAGACCTGTGCAAACGTAACACATGCCACCATGCC 

AAGGATGTGGCGGAACAAGCAGCCCTACCAAGGCTGGGCCCCCATGGACTTTGTGCCTGC 

TGGGAGATTTATAGGTCTGTGGGGACATAGGATGGCCATATCTTGCCAGCCAACTAGACT 

GGACATTGTACCTCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAGGGAATTCGA 

TATNAAAGCTTANCCGATACCGTTCGACCNNCGAG 

Sequence 4091 

CCACCGCGGTGGCGGCCGCCCGGNCAGGTACNTATTTTAATTACAAGGTGTCAACATACA 

NGATTAGCATAAGCTTCAACTGTCATAAGAAACATGTTCCATCAAATTCAGAAACAGCAC 

GGTATCAGTGAAACTGGAGCAAGCATTTTGAAGACTTCAACGTATTGGATGGAATTTTTC 

AAAAATTTCACCATATGATTTCTTATCTTNCTTCAGGAAAATCCTCTGGGATGTAATTTT 

CATATATCCAAACATTTCACGGTCCCTCACAGCATACCAGGTAGTCTTTCACGTTTTACA 

AGGATNATATCCAGCAAAAANAAAAGGCCGTANATATATAAGAAGCTGGCGATGCAAACC 

AGNCCGTCGCGATCGGNCTCCCGCCCGGGATCAGGGTTTATCNATCNGGGCCGGAGCCAG 

TAGCCCAAGAAGCCCGATGTAAGTAGGNAGCCCGCGGGGTCGGNTCCAAGCTTTGGGGCC 

GGGGGGCCAGGCTNCTGGGCCCTTTATNCCGMCAGGAAAAACCCCGTNAAGGGGGTTTT 

CTTNGNNTTTCCCGNCCGNNGCCGAATCCATGGGGTGAACCCGCCCGNGTTTCCCACCTT 

TNGAAGGGCCCTGGGGTCCTTCANNGACCCCACNNANACCTTACNATNGGGGAAGAACCC 

CCCGGACGGACCCACCTTTNCCCCNGGGNGCCCTTAAAGCGGGGTGCANGCTTTTTTCTT 

CCTTCACTTCCATTTTGGNGCCCCCCGGCGNTNNCCTTCTGGGNCCGGGCTNCTTANAAA 

CCTNGTGGGGANTCCCCCCCCGGGCCTTGCCAGGNAANTTCNNATNTATCCAANCTTTTA 

TTCGNTNTCCCCGGCCGAACCTTNGANGGGGGG 

Sequence 4092 
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AAAAAAT 
Sequence 4082 

CACCGCGGTGGCGGCCGAGGTACGCGGGGACAAGAATTAAGATTATTCCCATTGAGAAAA 

GGGACACGCAGTCTGAGGTCGCTGAGGATACTTTCAGGAAAGTGGTAAGATCTGATGGAC 

AAAGAAAAGGATAGTAAACCAGATGTCCAGACAGAGTGCCATATGGCAGAGAAAAGGTGT 

GTCAACTGGAGGCATCAGGAACTCCTATGAGACGGGAGAGTTCCCTAGACCCCTTCACTG 

GACTTGCAACAGGGTACCTGCCCGGGCGGCCGCTCTANAACTAAGT 

Sequence 4083 

AGGTACCTTTTCATCTTCTCTGTGGCCAACATGAGGAACAGCAAGCTGAAGGACATCCGG 

AACGCCTGGAANCACAGCCGGATGJTCTTTGGCAAAAACAAGGTGATGATGGTGGCCTTG 

GGTCGGAGCCCATCTGATGAATACAAAGACAACCTGCATCAGGTCAGCAAAAGGTTGAGG 

GGTGAGGTGGGTCTCCTGTTCACCAACCGCACAAAGGAGGAGGTGAATGAGTGGTTCACG 

AAATACACAGAAATGGACTACGCCCCGAGCTGGTAAACAAAGCMGCTTTTTCACTGTGA 

GCCTGGATCCAGGGCCCCTGGNAGGCANGTTCCCCTACTTCCATGGGAGCCCACAGCTTC 

AANGCAGCTGGGGCCCTGCCCACCGCCCTTAAGTAGAGGGTGTGGTGGAACTCTTGCTGT 

CTGACNTACCGAGGGTGTGCCAAAGGGAAGGGCCGATTGTTGCCTGACCCCCAAAAGCCA 

GGCCTTCGCGTTCCCTGAAANC I HUM 

Sequence 4084 

CCGGGCAGGTACGCGGGGGCTGCTGCTGCTTGTCCCAAGACCAAGTCGTAATAGCAACTT 

CCCTTCCTCAGCTGCCTGAACI II I i I 1 I I CCCTTGTAGCTGGAGAGAAGTGTCACATTT 

TGCTCACTCTCAACCTTCCTCGCCCACCCCCTTCCCGGAGAACCTGTGCGGTGTGTAGAG 

GGTGCTGTGAGCCACCTCCAGCCTCGGGTGGCTGCTTAAGTAACTTTCAACTCCTCTCTT 

CTTAACACTATGAAGTGTCTCGGGGAAGCGCAGGGGCCAGGCAGCTTGCTTTCCTGCCTC 

TTTGCTGGCTC I I I I 1 GAAAGATTCTGCAACCCGGGGCACAAGCCACCTTTATAACCAAC 

CCGCNTATGCTGGTGGATAAAAGTGATAMGATTTTATTCCCAAAAACAGGAAAGAGGGA 

AGCATTATGGCACCTGGAAAGAAAAATATCCTAATCAACTTAAAGGGGGGGACCTTGTGG 

CAGCCCAGCAAGGTATTCTCCTATGTATCAAGAAGGGGAAACAGTTTNCCCGAATGTTCC 

ATTATCCCCCCCAAAAAATGGGTTNCCCGGAAGCCCCTNGTTTAAGCCCCI II 1 II IACA 

AGGGAAAGGCCCAACANTTCCCAATTACCCTTCGGGGCCCGCTTCTTAAGAAACCTAAGG 

TGGGGAATCCCCCCCCGGGGGCTTGGCAAGGGAAATTTCGGAATANTTCAAANGCCTTTA 

TCCGGANTACCCCGCTCNGAANCCTTCTGAAGGGGGGGGG 

Sequence 4085 

AGCTAACTCACATTTAATTGCCGTTGCGCTCACTGGCCCGCTTTCCAGTCGGGGAAACCT 
GTCGTTGCCAAGCCTGCATTTAATGGAATCGGCGCAACCGCGCCGGGGAAGGAGGCGGTN 
TTGCCGTTATTGGGCGCTTCTTCCGCTTTCCTCGCTCACTTGACCTTCGCTTGGCGCTTC 
GGTCCGTTNCGGGCTGCGGGCGAGCCGGTTATTCAGGCTTCACTTCAAAGGGCGGGTAAT 
ACCGGTTTATCCCACCAGAAAATCAAGGGGGATTAANCGCCAANGAAAAAGNAACCATTG 
TTGAAGCCAAAAAAGGGCCCAGGCAAAAAAAGGGCCAAGGGAAACCCCCNTTTNAAAAAN 
GGGCCCGCCGNTTNGCTTGGGCCG I Mill! I CCANTNAGGGGCTTCCGGCCCC 
Sequence 4086 

GACTCCACCGCGGTGGCGGCCGAGGTACTTCTGGAACAGGACTTCCCTGCCCCAGTGATG 

ACAGNTAAAGATGGCAAAAATGAAGAATTCAACATGTATACGCAGTGCAGTCTGATGTCT 

TCAGATGTTCTCTAAAATTCTGTATTTGGTCAGAGCCGGGAGTGAGATCAGGGTGCTTGC 

ACATTTCTGCTCCACTGCTCCCGATTCTGCTTTGCTGCCTTGGAGGGAGAGTAGATTTAN 

ATCTGGGGGCTGGTGGGGGCCATAGCCTTGGCAGCTTTGCTTGGGCTAACCAAGTACCTG 

CCCGNGCCGGC 

Sequence 4087 

GTCCACCGCGGTGGCGGCCCGANGTNCTGACCATACNNTAACTGACAGCAAACTTAGGGT 
TTGCA7TTGAGCTACACATTCACTGGAATTTCACGGCAAATATTCAACTTGGCTTGATCA 
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GGGGGTTTAAAATTTGGCCGCCGCCNTTGGGCCGGTTAAATTCAATNGGGNCCANTAGGC 
CTGGTGTTTCCCTNGTNGNTGGAAAAAATTTTC 

TCCCAACAACCAAACCATTTACCCGNNGCCCCGGGGAANCCATTAAAAAGGTGGTTAAAA 
A 

Sequence 4076 

NCCGGGCAGGTACGCGGGGGAGAGATGCANGAGAAAACAAAAAGCCATTTTACAAGACAA 

TTTGAAGGATCACATTTTGTTCATGAATATTCAAGAAGACATCCTCAGCTTGCTGTCTCA 

GTAATTCTAAGAGTTGCTAAAGGATACCAGGAGTTATTGGAGAAGTGTTTCCAGACTGAA 

AACCCTCTTGAATGCCAAGATAAAGGAGAAGAAGAATTACAGAAATACATCCAGGAGAGC 

CAAGCATNTGGCAAAGCCGAAGCTGCGGCCTTCTTNCANAAACTAGGGAGGAATTATTAC 

TTTAACAAAAATGCGTTTTTNTNCGTTTGChrTTTACACCAANAGNAAAGGC 

TGACCCTCGTTCGGGAGCTTGATTGGGCCATTCAACCCAGGAAAAAATGGGCAAGCCCAC 

CAGGCNAGCNCACNTTGTTTGCCCAACTTCAAGTTNNAGGGACCAAAACTTATTTGGGCC 

Sequence 4077 

CCGGGCAGGTACGCGGGTCCGCGCGTGTGATGGTCCGTGCQTCTAGCCTTTGCCCACGCA 

GCTTTCAGTCATGGCCTCCGGTAACGCGCGCATCGGAAAGCCAGCCCCTGACTTCAAGGC 

CACAGCGGTGGTTGATGGCGCCTTCAAAGAGGTGAAGCTGTCGGACTACAAAGGGAAGTA 

CCTN 

Sequence 4078 

ACGCGGGGGCACTTCCTGAAGCTGAAGGTCAGCATAGACAAAGGGCCTCAGAATCGCGCA 

GGCGCAATTGTGCCCTGGTTCGCCAAGATGTCGTTCCCAAAGTATAAGCCGTCGAGCCTG 

CGCACTCTGCCTGAGACCCTCGACCCAGCCGAATACAACATATCTCCGGAAACCCGGCGG 

GCGCAAGCCGAGCGGTTGGCCATAAGAGCCCAGCTGAAACGAGAGT 

Sequence 4079 

CCNGGCAGGTACCANCNCATCATCCCCTGGAGCGGGCAGGTGTTCCCGGATCATGTCGGC 

AGTCACAAAGCCCTTGCTGTAGGCCCAATCTTTTGGGGGATGATCCAGAGTGAACCAGAG 

CTTAAAGCGATTGGGATAGCGGGCCTGCAGTTCCTCTAAGTCCTCCCGCAAGATGATATC 

CTTTTCTGTCTGGTTGGCAAAAAGCAGAAAGCACTGGGTTGGATCTTCAGGGACTTTCAG 

GATGGCCCCGGATCAGCTGTTAGCATTGGGGGGTGATTCCT GTCC CGCCCGGCAATCATT 

CCCAGTTTCTTCGCCCACTCCGGNGGTTCTTGGTTGGAAGAATTTTCTTTGTTGGGGCCT 

GAATGTTAAAAAATGGCCCCTTTTTCNCAAGTGTNMGGTGANGCAAACCCCCCGCTTGG 

CCCCCCCGAAANACTTNCANCACCCGCCGTTACCTAGGGNNCGGNTCTTAAGAAACCTAA 

GTGGGATTCCCCCCGGGGCCTGNCAGGGGAAMTTTCCGATTNTCCAAAGCCTTTAATCG 

NATTACCCCGTTCCGNACCCTTCGAAANGGGGGG 

Sequence 4080 

GAAACCCTGTTCCGTGCCAGCTGCATTAAATGGAATCGGCCCAACGCCGCGGGNGAGAGG 

GCGGGTTTTGCCGGTATTTGGGCCGCCTCTTTCCCGCNTTCCTTCGGCTTCACTTGAACT 

TCGCCTGCGNCTCGGGTCCGTTTCGGGCTTGCG 

Sequence 4081 

CTCCAGGCCGAGAGGATGCTGTTTGAGCACATTGCAGCTATGTAATTTTTGGTGTATGTA 

jQjAATATTTAAGGTTGGAAAAAAAACTCAAAAGCAAAGATATTAACTCTTATTAGAAAA 

AAAGACAAAAAAAAAGCCAAAGCATGATGCGTCTTGTCAGCCCTTAAGTGGGCTCCACAC 

CTGTGCTTGTGCTGTGACCCGCCCANCCAAGCAATAAGCTGCGGGAGNGATGGAGCCCGG 

NACCACCACACCCGTGGCATTTTGGGAACCCGGAGTCCGGGTAATCTTGTTTGGAGAAAC 

CACCCCGGNAGTTGAACCTGGGTGGGGGGCTGTTGCCTTTCCCCAAGTGCANTTGTNCCT 

NGGCCGCTTCTAAGAAACTTAGGTGGGATCCCCCCCGGGGCCTNGCANNGAAATTTCCGN 

ATAATTCAAAGCTTTAATTCGGATTACCCCGTTCGAACCCTTCTNAGGGGGGGGGGGCCC 

CCGGGTACCCCCCANNCTTTTTTTGNTTC . ■ 

CGCCCCCTTNGGCCGTTAAN NCATTGGGNTCC ATTAAGCCTGN I l I I I CCNTGGTGGNGG 



Page 728 of 869 



WO 01/51628 



PCT7US01/00798 



Table 2 



TGGAAATCCCTTGCTTNCAACAAACATTTGGGTTGGGCCCTTTTCTTTAACTTAAAACCC 

TTTGGGAACCCCGG 

Sequence 4071 

AGGTACAGCAGCCTGGAGCATGAGAGTGTGGCGGGAGTGGTGGAGAGCCTGAAGATCATC 
ACCAAGGCCAAGTCCCTGCGCATTGCCGGGTATGCCTTCAAGCTGGCGCAGGAGAGCGGG 
CGCAAGAAA 
Sequence 4072 

ACGCGGGGCCGTGGGCCTGTCGTGCCAGTCCTGGGGGCGAGATGGGGGTAGAAATGCATT 

TTATTCTTTMGTTCACGTAAGATACAAGTTTCAGACAGGGTCTGAAGGACTGGATTGGC 

CAAACATCAGACCTGTCTTCCAAGGAGACCAAGTCCTGGCTACATCCCAGCCTGTGGTTA 

CAGTGCAGACAGGCCATGTGAGCCACTCGCTGCCAGCAACAGAAGCCGTCCTTCCCCCTT 

GTAGACTAAGTTGCCCGTAGGGGAAGTACCTTGCCNCGGGGCGGCCCGCTCTTAGAAACT 

AGTGGGATCCCCCGGGGCCTGCAAGGGAAATTTCGGATATCAAAGCCTTTATCCGATACC 

CGTTCCGACCCTCGNAGGGGGGGGGGCCCCCGGGNACCCCMGCCTTTTTTGGTTCCCCN 

TTTTAGTGGAAG GGGGT TTAAATTGGCCGNCGCCTTTGGGCGGTAMTTCAATTGGGTTC 

AATTAA GCCTT GG I I I I I CCCTTGGTGGTGGAAAAANTTGGTTTAATTCCCCGCTTTCCA 

CCAAAAl I i I ICCACCAACCAAACCATTACCGNAANCCCCGGGGGAAGCCATTAAAAGGT 

TGGTNAAAAGGCCCTGGGGGGGTNGCCCTTAAATGGAGGTNGAAGCCTTAACCTTCAACA 

ATTTAAAATTGGCCGTTTGCCGGCTTCAACTTC 

GAAAAACCCTGNTCCGTGGCCCANNTTGGCAATTTAATNGAANTTCNGGCCCCAACCCCC 
Sequence 4073 

CCGGGCAGGTACGCGGGGGTGAAACTGGAAGGCTGCCATGGCTAGCCCAGCCGCCTCCTC 

GGTGCGACCACCGAGGCCCAAGAAAGAGCCGCAGACGCTCGTCATCCCCAAGAATGCGGC 

GGAGGAGCAGAAGCTCAAGCTGGAGCGGCTCATGAAGAACCAAGGCAAAGCAGTTCCAAT 

TCCAGAGAAAATGAGTGAATGGGGCACCTCGACCTCCCCCAGAATTTGTCCGAGATGTCA 

TGGGTTCAAGTGCTGGGGCCCGGCCAGTGGGAGAGTTCCACGTTGTACCTTNGGCCGGNT 

TCTAAGAACCTAAGTTGGGGATCCCCCCCGGGGNCTTGCANGGAATTTCGAATATTCCAA 

AGCCTTTATTCGGATACCCGTCGACCCCTTCNNAGGGGGGGGGGGCCCCCGGGTAACCCC 

CAAGCCI I I I I IGGTNTCCCCCTNTTTAAGTNNGGAGGGGGTTTAAATTTGGGCGC 

Sequence 4074 

TTGGAGCTCCNCCGNGGNGGCGGCCGAGGTACGTTGCGTAATGGCCACGTTGCAGCACAC 

GGCGGAAGAAATAAAGAGATTAGCTGAAAAAGAAGACTGGATTGTTGACAATGAAGGACT 

GACTTCTCTACCATGTCAGTTTGAACAGTGCATCGTGTGTTCTCTGCAGTCACTGAAGGG 

GGTCTCTGGAGTGCAAGCCGGGAGAGGCCAGTGTCTTCCAACAACCTAAAACACAGGAGG 

AGGTTTGCCAGCTAAGCATCAATATAATGCAGGTTTTTTATATACTTGTCTGGGAACAGC 

TTGAAGCACCAAGCCTGNATGCCAGGATTATTAGGATTACCTACACCATCTTCTTCTGGT 

TGGATGTTTCTTCCCCTGGGCCTTGTTTTGGGAAGTTATCNCATGGAAAGACTTTCCAGC 

CTGGACCCTCAGGAAACAAGNCGCCTTTTTTGGATAAGTCCTTAAGNTAATTTGCCTGGC 

TATTCTTAGGAACCGTCACCACCCTTTNCCTAAAATATTCGCAANAAACCATTTTTTG 

Sequence 4075 

GGAGCTCCACCGCGGTGGCTGGCCGAGGTACCTGCAGAAGCCAGGGCAGTCTCCACAGGT 

CCTGATCTATACGCTTTCCTATCGGGCCTCTGGAGTCCCAGACAGGTTCAGTGGCAGTGG 

CTCAGGCACTGATTTCACACTGAAAATCANCAGGGTGGAGGCTGAGGATGTTGGAGTTTA 

TTACTGCATGCAACGTATAGAGTTTCCCCACACTTTTGGCCAGGGGACCAANCTGGAGAT 

CAAACGAGACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGA 

AATCTGGGAACTGCCTCTGTTGGTGTGCCCTGCCTGAATTAACTTCNTATCCCAGAAGAG 

GCCCAAAAAGTACCTTGCCNCGGGCGGCCCGCTTCTAGAACTTAGGTGGGATCCCCCCGG 

GCTTGCAGGGAAATTCCGATTATTCAAAGCCTTTAATCCGAATACCCGGTTCGGACNCTN 

CNAAGGGGGGGGGGGCNCCCGGGTANCCCCAAGNCTTTTTGTTTCCCCCTTTNANTNGGA 
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TATTGTCTCATCTCTGTTCTTGAAACATCCACAATCACATAAACTCCAGTTATAACCATG 

GAGTTATGTGACTCATTAAAATTTAGGAAAAGTGTTGCTGAGCTGTGGGATCAGGCGTTT 

CTCCCTCAGTTCAACAACTAATACATAGACTGCTGATCAAGAATAAGGAACCAAATAAAG 

TCATGCACCGTTCTGTTGACAGAGGAACTCTGTGGCTGTTGAATTTTACTGTAACTAGTT 

ACTCTGTCTTCAGAGTCAACTTAATATACAAGTTATGTCATAATGGATGGAAAGACCTGT 

GTTGATGTATCCAGACTCTAGCAAATGAAGATAAAAAACCCGTTATGACTAATCCTTGGG 

GAAGAG 

Sequence 4066 

GGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCATGGTACGTTGACCATCTTTGCAGCAGG 
GCTGTTTTGTCTATATGATGAAAACGAGAAACAGCGCCCGACACCTGGCCCTTCGCAGCT 
CTCGCCTTTCGCAGCTCTCGCCTCCCCGCGTACCT 
Sequence 4067 

GGAGCTCCCCCGCGGTGGCGGCTCGAGGTACGCGGGGGGAGGCGAAGAACGCAAAGCTGA 
GAACATGGACGTTAATATCGCCCCACTCCGCGCCTGGGACGATTTCTTCCCGGGTTCCGA 
TCGCTTTGCC 
Sequence 4068 

AGGTACGCGGGGCCTTTCCTTTCANCGGANCGCGGAAAGGAAAGGTGGCAGTGCAAANAT 

CCAAGAAGAGGAAGTTTGTCGCTGATGGCATCTTCAAAGCTGAACTGAATGAGTTTCTTA 

CTCGGGAGCTGGCTGAAGATGGCTACTCTGGAGTTGAGGTGCGAGTTACACCAACCAGGA 

ACAGAAATCATTATCTTAGCCACCAGAACACAGAATGTTCTTGGTGAGAAGGGCCGGCCG 

GATTCGGGGAACTGACTGCTGTAAGTTCANAAAGAAGGTTTGGCTTTCCAAGAGGGGCCA 

GTTGTAANAAGCTTTATGCTGAAAAAAGGTGGCCCACCTAGGAGGTCCTGTNGTGCCATT 

GCCCAAGGCCAGAGTTCTCTTGCGGTTACAAAACTCCTAGGGAGGGGCTTTNCTGTGCCG 

GAAGGGGCCCTGCTATTGGTGGTGCCTGCNGTTTCATCCAATGGGAAAAAGTTGGGGGGG 

CNCAAAAAGGCTTGCCGAAGGGTTNGTGGGTGTTCTT 

Sequence 4069 

NCACCGCGGTGGCGGTCGAGGTNCGCTGGGGGCNCGACGGACTGTGTCCGGCGATGGGCA 

CGGACTGTCTGTTTGCATNCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGT 

GGTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGA 

ATACCAGCGTAANGCACCTAACAGCCCATGGTTAAACCGATGCTGTTTTGAGCACATGGC 

CACANAATNACAAAGCTTTGMTTTACAGCACTGTGTGGTGTTTTTTCATCANT^ 

GAGTTGATTGGTCCCCCTTCACGAGGANGAATTATAAATTACCCCTTACCAGAGAAAGCC 

ACCTAAAAGATAAATTTTGNGNATGGATTTTAATGGACNAANAACCCCTGCCTNTGGGAA 

GTTCCTTGGCAATTTAAGTTTTGGGTNGGTNTNTGGCCAAANTAATTCCGGCTTCCCANN 

CCAAATGGAAAATTGGGGGGGTTGGGNTTGGCCAAATTTTCCCCTNTGGCCCCAAGGGGT 

TTGGTTCNCCTNGGGGTTGNAACCMGGAAACCGGGGNCNTTGGNTCCTTTTNGGGCCAN 

TTTGGGGATAAGGAAGGGGGNTNCAACTTTGNCNGNACCATTTTTCCCCCTTTAAGGCCC 

CACCTTCNAAAAAAAATCCAAACCNNAAAAGGTGGAAGGAAGNCNAACCCAGGGGTTTNT 

NCNCACCTTACNCCI I 1 II ICC 

Sequence 4070 

AGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGCGGCTC 

CGCNGAAGGGAGGAGTGGCAACATGGCGTCTTCGGGAGCTGGTGACCCTCTGGATTCTAA 

GCGTGGAGAGGCCCCGTTCGCTCAGCGTATCGACCCGACTCGGGAGAAGCTGACACCCGA 

GCAACTGCATTCCATGCGGCAGGCGGAGCTTGCCCAGTGGCAGAAGGTCCTACCACGGCG 

GGCGAACCCGGAACATCGTGACCGGCCTAGGCATCGGGGCCCTGGTGNTTGGCTATTTAT 

GGTTTACACCCTTCTACTCGATTTTCCCAGGGAGCCGTTTCCCTAGNATGAAGCTAAGAA 

AGACGAGGCCCAAAGCCTGCCCCGAGCCCCGNAGCTTCTTGGCAAAGGGGCCGTCAGGGG 

TCCTTAAATCTTGGATGGGGTAATTTGGAATTCATTGGTTCCCAACNCTTGCTTGGGAGN 

CCCCCTTTCANCATGGGTGGGATTGGAATGGCCCCCAATGAACCCCTTGTAGGAAAAATT 
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CCANAACTGTCGGTAGCGTTCCACATGCAAGTCATCACTGAGCTCCTGCTCGTACCTGCC 
CG 

Sequence 4060 

CCGGGCAGGTACAGAGTGTGGGAATAGTTTCACGAGTAGTTCCGAGTTTGTTATACATCA 

GAGAATCCACACTGGGGAGAAACCCTATGAGTGTAATGAGTGTGGCAAAGCTTTTGTTGG 

TAATTCACCCCTACTTCGGCATCAGAAAATCCACACTGGAGAGAAACCCTATGAGTGTAA 

TGAGTGTGGCAAAAGCTTTGGAAGGACTTCCCATCTAAGCCAACATCAGCGTATTCACAC 

AGGGGAAAAGCCTTATTCTTGTAAAGTATGTGGACAAGCCTTCAATTTTCATACAAAACT 

AACTCGGCACCAGAGAATTCACAGTGAGGAGAAACCCTTTGACTGTGTAGATTGTGGAAA 

AGCCTTCAGTGCTCAGGAACAATTAAAAAGGCATCTGAGAATTCATACTCAGGAGTCTTC 

CTATGTATGTGATGAGTGTGGAAAAGCCTTGACTAGCAAAAGAAATCTTCATCAGCATCA 

AAGAATCCATACTGGAGAGAAACCCTATGAGTGTAGCAAGTATGAGAAGGCCTTTGGGAC 

TTCTT CCAGC TAGGTCACCTTGAGCATGTCTACTCTGGAGAGAAGCCTGTGCTGGACATT 

TGTCG7TTTTGGCCTCCCANAA 1 till IACCCCCTT 

Sequence 4061 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCCGCTGCAGGAAGTAGAGCGGTTCCTCGCCCC 

CTACGGGAGGCAAGACCTTCACCTGCGTATCTTTGACCCAAGCCCGGAGGACATAGCCAG 

GGCGGACAACATCTTCACGGCCACTGAACGGAACCGCATCGACTACGTCAGCTCCGCCGT 

CCGTATCGACCACGCCCCGGACCTTCCGCGGCCAGAGGGACACACAAAGAAAATGAATTT 

TTTCAAAGTTGGAAAACATTTTACAGTGGTGGACATGCCAGGTTATGGCTTTAGAGCACC 

T GAAGA TTTTGTTGACATGGTAGAGACCTATCTAAAAGAACGAAGGAACTTGAAGAGAAC 

All f I I ATTAGTGGATAGCCGTTGTTGGAATTCAAAAAACAGACAATATTGCCATAGAAA 

TGTGTTGAAGAATTTGCATTACCTTATGTGATTGTATTAACAAAAATTGACAAATCTTTC 

CAAGGGGACATTTTTTAAAACAAGGGC7TCATATTCCAGAAATTTGTTAACCATGAAAAC 

TCAA 

Sequence 4062 

CCGGGCAGGTACCAGACATCTCTGCAACACCTTTCTAAGAAAAAAATCCCTGATATAACT 

TTTGCCTTAAAATAGAACAAACTGCACATGCATCTTTACTCATTATCACTATACACTTCT 

CCTTTGCAGCTGCAACAACCCCTCTCMGACATATCTGGAACCTTGATATTTTAGCATGT 

GTGTGTCATTTAATTTTCTCTCATCCCACCTTTAATCATAAGGAAAAAAACAAAACAAAA 

ACAAAGTTAGATTCAATAAGTATTCCCGACCTTTCTGGTTTTTACTGTCTCTCGGCTGTA 

GTCTTTCATTCTCACACGCTCCCCGGCGATCTTGAAGAAGTTTTTACTTTCGGTTATCTA 

GCTTTATGAAGACCAATACACTCATACAGCTAGATAACCAAAGATAACAACTCGCTTCCC 

ACACAGGCCTCTGTCTTCCTCTTGCCAGACTCCAGGTCCTGATCCTTTCTGGCAGTACCT 

Sequence 4063 

AGNACNNATGTCATTCAGAAACCTGAAGTGTGGCTGCATNTNGCTGCTAATGTGTGAANA 

AANACGCCTMCTGAATTTGAACAGCTCACCACTGTGCCTACATTTAAAAATACTTCTCT 

CTCTTTTCTAAAAAGCTTTAACTGTAGTGCCTCCTAATAAGCAGTATGTTTGTTTCATTG 

TGAGATTGCAGTTCTGTATTTCGAATGAGTCTAAGAACCACAGGGGATAATACTTGTGCA 

GATTTCCTGTTCTTTACCCTGGCGTCTNCNTTCCAGCAGTATTGGACACCCTAGGTCCTT 

TGCTGCAATTNGTACCCTNGCCCGGGGGCGGCCGCTCTTAGAAACTAGGTTGGATCCCCC 

CGGGGCTGCAAGGGAAATTTCNGATATCAAAGGCCTTTATTNGGAGTACCCGGGGCGACC 

TANGNANGGGGGGG 

Sequence 4064 

CCGGGCAGGTACCCTTTGTCTGCACCAACGTTCCCTTGCTTACCAGGCTCTTAATGCCCA 
GCTTAATGCGGCTGTTGTTCTTCTCCACGTGCGTAGCCTGCGGCCGCTCTAAT 
Sequence 4065 

CCGCGGTGGCGGCCGAGGTACAAATTGAAAGATTGGGTTTT1TCTTTAGTTTTCCACATG 
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Sequence 4054 

ATAGGGCGAATTGGAGCTCCACNCGCGGTGGCGGCCGCCCGGGCAGGTACGATGTGCTGA 

TTAGT^GTCTTTGTTGGCACTGACAGTCTTGCATGGTCATATGCC 

TAGCTTTTCTTTGAATAAAACAGAmAMTGCATTTAGACMTACGTATTT 

TTTACATACACTAAATTTAAGAGATTCAATATTAGAGTTTCTTTGTTTCCCCGCGTACCT 

CGGCCCGCTCTAGGAACTA 

Sequence 4055 

AACCCTGCCCTTCTTTGTTGACTGAGGAMGCTCGCTCCCTGCCCAGGTTTTTCAinrGTT 

GATCGAAATTAACACCAGGTGGTGAATAGAGCCCCTCCTAAGGTTGCTCAGGATAAATCA 

TTTATTAAATAGGTCTGCTTATCAGGAGGGGCCGTGAAGGCTCCCAAAAGGAAATGCTGG 

CACCTGGGCCCAGAAGCCAGGGCCTCTAACTCCTGGGGTTGATTTCTTCAGTGAAAGTTG 

CACCCTACAAAGGGAATATGGCCAAAGCGGCACTCAACTGAAGGCTGATATCAGGCGATT 

AGACAGCCATGCATTCTGCGTTTGTCTGGAATGGATTGTAGAGAGATGGACTTATATGAG 
GACTACCAGTCCCCGT 

Sequence 4056 

CCGGGCAGGTACCTACGCTGTTGTTATTCATT^ 

TGCATGGAAGATCGGTGAGTTAAAAAAAGACCTGCCCTGGGTGTCAAGCACAGTAGTTAC 

ACCGCTGGTTCTGCTCCCTCTGCTTGGGATACATGGGCAGGGTGCCCTGGTGGTAGGGCC 

TTGGTCACCAGCAAAGTCAGTTCCCATGGGATCCTCTTTCTGAGCTGATGCCCACTCCCC 

TGAAGAAGGGGCTNCTATTCAGGCCTNTTGTTGCAAGGAGCANAAACCCACTTAGGCTGG 

CTCAAGTCCGCTGNGTACCGCTGT7TNANCAATCCCTGTTTCACAAGAATGTGTCCCAGC 

CTTNTNTTTGGGGTATTGACACNANGGCNTGGCAGGGGGANAACCCCANGGGAATGTTCA 

CCAGTCCCTTGGGGGGNTTGCCTTCTANCTCAAAACNNGNNCCTTCCCTTTTTAGCNCTT 

NTNTNTATTCTNNATACTATNAATNNTTTTTTNGAAAAATTGNAGNTCTTTTGCNTTT^ 

NANTNCNTCNNNGGCTNGGNATNNNNNGATTNTATNTTNATNTNTNTGTNGANCTACTTN 

GATNTCGNTNCNCTNTCNATTTATATTTTTCTATNCTANNNNNNTNANCCAACCTNTGAN 

ANNTTCATATTGTGNGAGCTTGGGTAACNANAAGGCNNCNTAGCCNCCCNNNTNTCTTTA 

ANTNTNTATAACTNTNTNTATNCNNNANTAACAGATGNNTTATATNCGTNNTTTNTNTGT 

NNNGNTNNTGGTTTCNAATGANNNNCGAGGGTNNNTATAGTANGCATNTTAAATNTNNTC 

TCTNTTTNTNNGNGNNTGAGTNNGTGNGATATNGANNCACNNATGATNAGGGATNTATGT 

NNNTATNNNNNTGTGANATANTTNNNTTTANNAATNTNTTTANNCNCCCCCCCCCCCCCC 
C 

Sequence 4057 

CGCGGTGGCGGCCGCACAAAAACCAATCTACCTGATGAAAACTCCGTTCCCTTCTCGCCA 

GAAACATAAAATGCGATGGAGCTACGGCCACCGCTGCTGAGACAAAATGGCGCCGACAAG 

CTGGTTTAGCGCAAGCCCCGCGTACCT 

Sequence 4058 

AGGTACAAAAATTACGCTGGGCATAGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGG 

CTGATGAACAAGAATCACTTGAACCTGGGAGGAGGAGGTTGCAGTGAGCTGAGATCGTGC 

CACTGCACTCCAGCCTGAGCGACAGAGCAAGACTGTCTCAAAAAAATAAAAAAGAAAAAA 

ATAATAAAAAGGAAAACAAAGCCTTT AN AAAAACAAAGCCTTTGAAAAAGG ATGTAAAAT 

TGAAT ATAT AGATA CAATT ATTTTTAAAAAGTTTTATAGAAAMTATCCTGGATTGTTGA 

TGTTGTTTTAATATATTTTAATCA7TTTTGTATAATGTCATGTATMNAT 

^^TAAAAAAAAAAAGGTCTTAGCAGTAGCANGCAGAAAAATGCCAAACTCAGTGCCTTT 
TAG TT ATTTTTG AT ATGTG G G AAG A 
Sequence 4059 

GGTAC i i i i i i t i it I I I I l AAANCCCNNGGAGCTTCAAGAACGANTGATTTAANAACAG 
CCCTCCCATCTTAGCAATGTCCCGGGGTGGCTGGAGCCACGGTCACTTCTTGGTCCTGGT 
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^I AGG ^ G ^ GCTCTCTTTATTGT TGCTGTGGCCTATGGGTCCAGGGTGCTCCCCTA 

^ G ^^ G ^ CCCA ^ MGAGGACCCCC ^ GGCCTAGGG GGCGGAGTGTAAGGAACAT 

GGCTGTGTTGCTGCCAGGCAGGCATAGGCCGAGGTAAAAATCCTGCATGACACAGTGGGA 

TTAGAGCACACGCGCGCAATCCTGTGCCTGATATAATCACAGCTAGGTAGACATAACACA 

GAGAAGCTCATCATTTGGCTCTCAGCCACTATCATTTGTGAGGTGTACCTGCCCGGGCGG 

CCGCTCTAGAACTTAGTGGATCCCCCCCGGGCTGNAAGGAATTCGATNTCAAAGCTTATT 

TGATNCCGTCCACCTCNAAGGGGGGGCCCCNGTACCCAACTTTT 

Sequence 4050 

CGAGGTACGCGGGGGGAGCCGGAGCCGCGGAACGAGCCACAGAGAAAAAGGTTATTGGTT 

GGCAGTTCANCCAATGAGCGGGCCTGTTACTAGTTTGCGGCATCCTGTGGTATAGGGGAA 
GCG 5JS GG ^ 

GA fIl GGTATGACCTGTCAGCCTCT ACArrCTCTCCTGACGGMGAGTTm^ 

ATATTGCTATGAAGGCTGTGGAAAATAGTAATACCTGCCCGGGCCGGC 
Sequence 4051 

AGGTACTTCTCAGCCAGTGTGCAGGCATCCTCGAACAGGACGTGCCGCTTTTCCCAGAGG 

TCACATTTATTTCCAATCAGCATAATGACCACATTTGCAGCTCCATATTTCTCTATCTCA 

J^^^^^^ TG ^ GG ^ TG ^ C ^ CG ^ CG TGGACCGCCGGGTGAGGTCATAGGCGATGATG 

GC I G 5 GTGGGCACTGCGGTAGTAGCmGGGTGATGG TGCGGAAGCGCTCCTGGCCAGCT 

GTGTCCCACACCTGCATCTTCACTTrTTTGCCGTCAATATCAAGGGAACGCACGGTAAAG 

TCCACTCCAATCGTGTTCTGCTGTGTCTCAAGTGTAGACTCCAGACTTGAAATGCTGCAC 

CACACACGTTTTCCCCACATTGGAATCCCCAATGAGGATAATCTTGAACAAATAGTCAAA 

GTTTCTCATCTGCTGCCCTGGCTGAGCTGGAGAAGTGCATGGTrCTTGCCACCTAGAACA 

GMCTCTGCTGGNCGGCAAGGTAATGTTTTTCGCTTTTTCTTCTTGGGGTTTGGCTTTTT 
Sequence 4052 

CCGGGCAGGTACTTTGTGGATAAGAAAATGGAGGAACACATCTGATGGAGAGTGGGCATT 

TGACAACAATGGAACAGGTAACCAGCATGTAAAATCAAAATATAAGTGTCTTTTTAAGAG 

CTGAAAGCTGCTGCTGGTCATTCATTAATGTGTCAGACATTTAATCAGGATGCTGGACCT 

TCAAAATAACTGAAAAAAGAACCAAGAAAAGGCGTTTTTGTTTTCAACAAACTTTACTAA 

ATAACCCTGGAAAGGCAATGAACCGATCTGACAATTTAAGCTCTAATTGATTTAAAGCCT 

CAGCCTAGGAAAGAAAAGTGAGGCATTGACATTATACTGTCAAACGGGAGGGTTGAAGGG 

AGGCCAGATTTCCTGGGAAATGCCAATGGATCCCACCACCATTTGCTTTCAAGGGAGGAA 

ACCTGCCAGACATATTTTTCMGGTCTTGCTAAAGTAAACMCTTGTTTATTTTGTTAAT 

CAAATACCATTTGGGGAAAAGTCTNGCCTTTGTTAGCCTAAAGGNTCACTGTGGACCACC 

AGGAACCAACCAGGATGGAAAAAGGGAAAAAAGCCCCTGGAACANGCAAGGAAAAAATTA 

CATNCCCCATTCCTTCAAAAAAGAATTTTNAAGTTGAACCCAGNTTTTAAAAAAAGGAAA 
AAAAA 

Sequence 4053 

?^yi GGAGCTCCCCGCGGTGGCGGCCGAGGTACC ^ GAAT TTCGAAGACAACATCGGCA 

AGCATCGGCTTATTAAGGAAAAACTTGAGGGAAGTGTTATAAAACCACAAAGGTTTTCTG 

GCTTGATAGGTTTTGCMTTCCTTAGGCAATTMTCTTTCCTGGTGTTTTTAAAATGCAT 

TTMCTTTCTCGATTACATTTGAAACATCCCCAGAATCTTTCAACTTCTTCCTGATATCT 

TCTTCCAATTCTTCCCACTGAAAAGCACCTGAATAAATGAGGCGAAGGATGTCTGATAAA 

CAAGAACAGAAGAGGGCGTCTTTAACAACGACTCGTAATGGTGGGTTGCCTGAAGATTCA 

TGGCTAGCACCTGGAAATGCAGTATCTCTGTTTATAGCAAAAAGATCCTGGGTAGTTCGG 

ATGATACTGGAATCCTGAATGTCAGTGGGACTCTTCACATTGAAAAGCAGCATGAAAACA 

TGGCTTACAGCGCAGAGAACGATCTrGTGGGCCTCTACAACTTTCTTTAAATCGGGGGTT 

ATAAAAATCCCACGTCCCACACCACTNGGCAGCAGAACCAGCAAGGTTATTTTAAGNCAG 

ANGTTATTAATGNGGACCGCTTTCAGCCCTTTTTAAGACAAGGGCATTTTTTTTCTTGGG 

TTGGTTCAAAGTTTGGAGGGGGGGNCCTAAATTCCCATTGAAAAGGGAGGNTGGCNTCAA 
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Sequence 4043 

CATAAAGTGTAAAGCCTTGGGGGTGCCTAATTGAGGTGAGCCTAACTCACATTTAATTGC 
CGTTGCGCTCAACTGCCCNGCTTTTTNNCAGGTCCGGGGNAAAACCTTGTTCCGTGCCCA 
AGCT GGCATTTAAAATNGAAATTCNGGGCCCAACCNCCGCCGGNGGGAAGNAGGGCCGGG 
TTTTNGCCGTNATTTNGGGGCCGCCTTC 

GGACCTNCNGCTTNCCGGCTTCCNGGGTCCTGTTTCNGNGGCTTGGCCGGCNNNAAGGGC 

GGGTAATTNMGCCTNNAACTTCNAAMGGGGNCGNGGTNAANTACCGGGTTTATTTCCA 

CNAAGAAANTNCANGGGGGGATTTACCCCAAGGAAAANGAAACATTGTTGANTCCAAAAA 

GGGCCCAACCCAAAAANGGGCCAGTGNAAACCCNGTA 

Sequence 4044 

CCGGNCAGGTACCTTCCCCGAGATGGTGGATAAACTTATNTTACTGGNNACGCCGNNNTT 

ANTANTGGAATCAGATGAAATGGAGAACTTGCTNACCTACAAGCGGAGAGCCATAGAGCA 

CGTGCTGCAGGTAGAGGCCTCCCAGGAGCCCTCGCACCGTNTTCAGCCTGAAGCAGCTGC 

TGCAGAGGTTACTTGAANAGCAATANCCACTTGANTGAGGAGTGCGGGGAAGCTTCTCCT 

GCAAAA 

Sequence 4045 

AGGTACGCGGGTGAAGGATTATGTGCTGGCCGTGGAGGCGTGTCATNGNNGGNTATCAAG 

AANAANNNAAATCTTTANCCCCAGCTGCTCAGCGGCAT 

Sequence 4046 

GCNGCTCCACCGCGGTGGCNGNCGATGTACCTGATTTNATTNGCNGTTTTCATCCTAANN 

CCTGGGNMTGGNACAAAAAAMNNMNNTNTTTTTTGGCCAGGAATCGCTTAATCCTGA 

AAGTCTTGTGAGAAGACATGGCNAGCANCNGAGTCAAGAACACACCACNATGGCGGANAA 

AGGAAGAGCCCCGCGTACCTGCCCN 

Sequence 4047 

GACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTAAATTTAGT 

GGTTGCTGGA GCAC CTAAAAGTCAGATTGTCATGTCGGAAGCCTCTGCAGAGAACATTTT 

ACAGCAGGACTTTTGCCATGCTATCAAAGTGGGAGTGAAATATACCCAACAAATAATTCA 

GGGCATTCAGCAGTTGGTAAAAGAAACTGGTGTTACCAAGAGGACACCTCAGAAGTTATT 

TA CCCCT TCGCCAGAGATTGTGAAATATACTCATAAACTTGCTATGGAGAGACTCTATGC 

AG Mil IACAGATTACGAGCATGACAAAGTTTCCAGAGATGAAGCTGTTAACAAAATAAG 

ATTAGATACGGAGGAACAACTAAAAGAAAAATTTCCAGAAGCCGATCCATATGAAATAAT 

AGAATCCTTCAATGTTGCTGCAMGGAAGTTTTTAGAAGTATTGTTTTGMTGAATAC^ 

AAGGTGCGATGGTCGGGATTTGACTTCACTTAGGAATGTAAGTTGTGAGGTAGATATGTT 

TAAAACCCTTCATGGATCAGCATTATTTCAAAGAGGACAAACACAGGGTGCTTTGTACCT 

GCCCGAGC 

Sequence 4048 

CCGGGCAGGTACAAGCAGCTCTTCTTAGGGGGTGTGGATCGGCATAAGCAGTTCTGGCGC 

TACTTTGCTGGTAACCTGGCGTCCGGTGGGGCCGCTGGGGCCACCTCCCTTTGCTTTGTC 

TACCCGCTGGACTTTGCTAGGACCAGGTTGGCTGCTGATGTGGGCAAGGGCGCCGCCCAG 

CGTGAGTTCCATGGTCTGGGCGACTGTATCATCAAGATCTTCAAGTCTGATGGCCTGAGG 

GGGCTCTACCAGGGTTTCAACCGTCTCTGTCCAAGGCATCATTATCTATAGNAGCTGCCT 

ACTTCGGAGTCTATGATAACTTGCCAAGGGGGATGCCTGCCTTGACCCCAAGGAACCGTT 

GCACAl im IGTTGAGCTGGGATTGATTGCCCCAGAAGTGGTGACCGGCATGTCGCAAN 

GGCCTGGTNTCCCTACCCCCTTTTGACACTTGNNTCGTCGTANAAANTGGATTGATNCAA 

GTTCCCGGGCCGCCTCTAANAAACCTTAGTGGGGAATCCC 

Sequence 4049 

AGGTACATTCATCCCTGACAACCACCAGAACATAGTGGCAGCTTTGCAGGGGGTGTCATG 
TCATGGGAGATTAAGGCAATTGAATACCTTACTGATGACCGCCTGCAGAGATGGTGGGTG 
TCTCTGGGCTCTGGCCTACACTGGGCTCTTATAATCATAGGTAGCATAGCAGGAATATTA 
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CCGTGGTCGCCCTGCANANCCTCATCAANAANAAAATTGCCNNCCGGGATGCAGAGAAGA 
^ G ™ G °^ 

NAAGATAAGGAAAAGAGTGATGTAAAAAAAAAAANAAANAAAANANATAAAGTACCTGCC 
CG 

Sequence 4038 

CCGGGCAGGTACTGCTCCACTGTTGATGGCATCTACNTAANANCACCACCAAAAANNNNN 

AANCNCTTTCCAGTGACAATGATTCCCTCTCTCAGGGTCTTGGTCTTTGCATGGGTGAAA 

GATATAAGNAACAGAAGTTGTCCTGATTGCATAAAGGGAAATGCCCTTTTCCCAAGAATT 

TTTCTTTCTTGGCCACTTTCGGTCCCATATTGMTTTTAAAATATTTGCNTTTGGTCCAT 

TTTTGTTAGGGCCCCGGTCCAAAAAGACCAAAAANCCACCTTTCCNGNTnTTCCGGGAA 

AGNAAAATGGCCCCTGGATTANCCACCTCTTNCTTMGGGCCATTGGTTT7TGNAAANTT 

TTTJ^GGAANNTTTTTGGGGGAATTNNNTTTGGNCCTTGGGAAANTCNAGCTTTTNCAAAN 

°^ C . A I mN ™ CCAAGG ™ CCCC *™^ 

GGMTTCCCCCCCCNGGCCTTTGNNMGNGAAANTTTCCCAAATTTTTCNNAAACCCTTA 

TATNNCGATATACCCCNNGCCCAAANCNNTTCAAAGGGGGGG 

Sequence 4039 

AAAGGAAAAGGCTTACCAGGCTGCTATGGTCAACTCTTCAGAAATTTTCAGAGCAATCTA 
AAAGCGCCAAAATTCNCTATGTTTACAGTGATACTATTAAGAAAATGAATGTGATTCTGC 
TCTGTCTTTTTAAGTATGATCAAATAAAAAATTTGTACCT 
Sequence 4040 

CATACACNTTCNCTAAAGGACGAACCTGATCTCTTATACTAGGTATCCTTAATCATTTTT 
TATTGCCACAACTAACCTNCTNGGACTCCTGCCTCACTCATTTACACCAACCNCCCAACT 

CGCNTCTACTGMTrTAAAAAAATTGCCCTTAGGCCCCACmCTTTrAACCCAACAAAN 

GGGCACAACTCTTACCACCCCCNCNTTNATNTCCCCCATTACCTTAAGGNTAATTTAATT 

CGGAAAAACCCANTCCAGNCCCTMCCTTCMTT7TCAAAACCCAAAATTAAGCCCCTTG 

GGNCCCGGTTANCCCTTCTNGGNCCCGGGNTTCTTTANGAAANCTTAAGGTTGGGNATTC 

CCCCCCCGNGGGGCTTNNNNNAGGGGAAANATTNCGGATNAATNCNAAANGNCTTTTATT 

NCGGATTACCCCGGGTCCNGANNCCTTTTNTANNGGGGGGG 

Sequence 4041 

CC ZI C 5 ACCCCGNCGGGG ^ GNGNCCGGGNCTCCGMGNG GTTACCGCCCGGGGGGGGGA 
AAGGGGGTTCCGGTTGGAAAAAAAAAAAAAAAAGGGGTCTTTGGGGTGGAAGGGTNGCCC 
CGCCCCANTTTTCAATCCTGGTCCCTTCAATTTCTTCTTGGCGCCCTTTTTCGGCAAGAA 
GCTTTTCCCAAGCCAAGCCGGGTATTGTTTTGGGGCCCAAGAAGCATTCCCAAGNAGGGT 

TI?^ G ^ CCCNTCTGG ^^ 

GGCCCCTTGGGGGAAAGGAAATTTTGCCCANTTTTTCMGTTGGGAAAAAAACAAAAGTT 

GGGTCCGGTTACCTTAAGCCTTAAAGGAATGGTGGTTTTNGTTAACCCTTGCCCCCGGGG 

GCCGGGCCCCGCTTCTAAGAAACTTAAGTNGGGGATTCCCCCCCGGGGGCCTTGCAAGGG 

AAATTTCCGMTTATCCAAAGGCCTTTATCCGAATTAACCCGGTTCCGAACCCTTCCGNA 

AGGGGGGGGGGGGCCCCCGGGG7TACCCCCCMGCNTTTTTTGGTTTNCCCCTTTTTTAA 

GGTTGGAGGGGGTTrNAAATTTNGGCCGCCCGCCTTTTGGGCCGGTTAAATTCCAATTGG 

GGTNCAATTMGCCNTGGTTTTTCCCCTTGGTGGTTGGAAAAAATTTGGTTTTAATCCCC 

GCTTCCAACCAAATTTCCCACCAACCAAAACCANTTACCNNAAGNCCCCGGGGGGAAGGC 
CATTAAAAAGGTGGTTAAAAAAGGCCCCTGGGGGGGGT "~ 
Sequence 4042 

AAGTAACTATTACCCATTTCTCCAACCAGTATACTTGACTTTGAGTGTTTGCTCCAGAGT 
TGAGGGGA 
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AGGGGAAAATTTNCGTANNTATTNCAMNGNCTTTTAATTCGGAATTACCCCCGGTCCGA 
ACNCCTNTTTAAGGGGGGGGGGGGGGCCCCCGNGNTTACCCCCANACC I I Mil IGGTT 
Sequence 4031 

CCGGGCAGGTACGCGGGGACTTCCGGTTCTCTGTCAGTCGCGAGCGANCGACCAAGAGGG 

TGTTCGACTGCTATAGCCGAGCGAAGCAGATGCCTAMTCAAAGGAACTTGNTTCTTCAA 

GCTCTTNTGGCAGTGATTCTGACAGGGAGGTTGACAAAAAGTTAAAGAGGAAAAAGCAAG 

TTGCTCCAGAAAAACCTGTNAAGAAACAAAAGACAGGTTGAGACTTCNAGAGCCCTGTCA 

TCTTCTAAACAGAGCAGCNAGCAAGCAGAGATGATAACATGTTTCAAGATTGGGGGAAAA 

ATGAGGGTACCCNTCGGGCNCGGCTCTANGAACCTAGNTGGGATCCCCCCGGGGCTTGCA 

ANGGAATTTCGGATTATCCAAGGCCTTTATCCNGATTACCCGGTCTGACCCTTCAGTAGN 

GGGGGGGGGGCCCCCCGGGGTACCCCCAAGCC I I I I I I NGG 

Sequence 4032 

AGGTACCACACACACGGCCTGTGTCCTTGTCTACTGGTTCTTGTGTGATAATCACAGGGA 
CACCGATCATCCCTTTCGTCATGGACCCACAGCTGCAGGTGGATTTCCATACCGAGATGA 
AGGAAGACTCAGACATCGCCTTCCATTTCCGAGTGTACCTGCCCG 
Sequence 4033 

TATCAAAGAAGAACATGTGATCATCCAGGCCGAGTTCTATCTGAATCCTGACCAATCAGG 

CGAGTTTATGTTTGACTTTGATGGTGATGAGATTTTCCATGTGGATATGGCAAAGAAGGA 

GACGGTCTGGCGGCTTGAAGMTTTGGACGATTTGCCAGCTTTGAGGCTCAAGGTGCATT 

GGCCAACATAGCTGTGGACAAAGCCAACCTGGAAATCATGACAAAGCGCTCCAACTATAC 

CTCCGATCACCAATGTACCTNGGCCCGCTCTTAGAAACTAGGTGGGATCCCCCGGGCTGC 

ANGGAATTCNGATATCAAGGCTTATCNGATACCGGTCCGACCTCCNAAGGGGGGGGGCCC 

CCGGTACCCAGC I I I I I GTTTCCCTTTTAGTGGAGGGGT 

Sequence 4034 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAGATTTCTTC 

ACTGTGGTAATCTTGCGGGTCTTCTCGTTGGTTTTCTTTCCTTCAAACTTGGAGAATGTG 

AGGGATTGGGCCCCTTGGCTGCTCTGACTGCTGGCAAAGGCCTCTTCTTCCTCCCGCTGG 

AGTCGTGTAATATAAGAAATATGACTGTATATCTGGAAGGCTTTATTGCAGTGATGTGGA 

ACCAAACCCGTAACATCTCCAAAGTATGCCTGTAATATTTTACAGCAGCCCCCATAGGCT 

GAAGAGCTGCCTNTGCATCTAAGGATCANGGCATTCTGTGTTCGATGGCAGAANTCCAAG 

TCANAATGCAGCACAAATCCC 

Sequence 4035 

ACGCGGGGACTGCGACTCGAGACAGCGGCCCGGCAGGACAGCTCCAGAATGAAAATGCGG 

TTCTTGGGGTTGGTGGTCTGTTTGGTTCTCTGGCCCCTGCATTCTGAGGGGTCTGGAGGG 

AAACTGACAGCTGTGGATCCTGAAACAAACATGAATGTGAGTGAAATTATCTCTTACTGG 

GGATTCCCTAGTGAGGAATACCTAGTTGAGACAGAAGATGGATATATTCTGTGCCTTAAC 

CGAATTCCTCATGGGAGGAAGAACCATTCTGACAAAGGTCCCAAACCAGTTGTCTTCCTG 

CAACATGGCTTGCTGGCAGATTCTAGTAACTGGATCACAAACCTTGCCAACAGCAGCCTG 

GGCTTCATTCTTGCTGATGCTTGGTTTTGACGTGTGGATGGGCAACAGCAGAGGAAATAC 

CTGGTCTCGGAAACATAAGACACTCTCAGTTTCTCAGGATGAATTCTGGGCTTTTCAAGT 

TATGATGAGATGGCAAAAATATTGACCTACCCAGCTTCCCATTAACTTCAATTTCTTGGA 

AATAAAAAACCTGGCCNAAAGAAACNAAAGTGTTATTTATTGGTGGGGNTCMTTT^ 

AAGGGGCACCCANCTTNTNAGGGTTTTTAATNAGCCATTTTTTCACAAGAATCCCCTTGN 

GCCTTGGNCTTAAAAAGGGATTTAAAAAATGGTTTTTTTGG 

Sequence 4036 

AGGTACACCAGATTCCAGTCCCGAAATAAGCCTGCTGTGGGGGTTGGTGGCGCTTGAGGC 

TACAAGTCCAAGTATCTTCAGCTCAAGAAGAAGTTAGAAGATGAGTTCCC 

Sequence 4037 

ATAAGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACTTGGCCTCGCTGATCCGTT 
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ATTAAACAAATACCAAGGGGAACAGTTNACTTCAATACAAGGTCAAAATCAGCAACAAGT - 

TCTACAATCCAGTGCTGATATCAGGTACAAGCTTCMGGACMTTTCTTTTCGAAGGCTT 

ATTCCAGTTTCGTGAGGCTAGCATGAGGTGTGTGCATTTGCCAGGGGCAAATTTCTATTC 

TCAATTAACCCATGCAGCAAAATGCTACGCATCTGCTGAGTCCGTTTTANAAGCATTTGC 

GGTGGGACGATGGAGGGGGCCCCGACTCGTCGTACCTTGCCCGGGGCGGCCGGCTCTAGA 

AACTAAGTGGGATCCCCCCCGGGGCCTTGCANGAMTTTCCGATATTCAAAGCCTTTATC 

GATTACCCGGNTNGAANCTTCNAGGGGGGGGGGGCNCCGGGTACCCCMGCCTTTTTTGG 

TTTC 

Sequence 4026 

ATACGAGCCGGGAGCCATTAAAAGTGTAAAGCCTTGGGGGTGCCTAATGAGGTGAGCTNA 

CTCACATTAAATTGCGTTTGCGCTCACTGGCCCGCTTTTCCAGGTCNGGGAAAACCTGGT 

CGTGCCAANTGCCATTAAATGAAATCCGGCCCAAACGCCCCGGGGGANAAGGCCGGTTTT 

GCCGTAATTrGGGGCCGCCTTCTTTCCGNTTTCCTCGCTTCAATTGNACTTNCGCTTGGC 

GCCTTCGGGGTCCGTTTCCGGGNNTTGCTGGCGNANCCGGGTATTCAMGCTTNAANTTT 

AAAAAGGGGGGGGTAAANNACNGGGTTANTTCCANNAAAANTNAAGGGGGGANNAACNCC 

AGGGAAAAAAAAAACATTNTNGGANNNAAAAAAGGGCCCANNCAAAAAAAGGCCCANGGG 
AAACCCGT 

Sequence 4027 

AGCAAGGAGGGCTGGAAGTTGTTAGTCAGAGTGTTGAAGCACCGGTGGCTCAGCATGGCT 

ATCTGGTCATGGAAGGTGCTGCCAGTGAGAGGGAGTGTCTTTGGCTGTGCTTCTGGGGAC 

CTTGAGAGGAGGAGCATAGTTCTTCTGAGACTGGCCCCTGTCACTGGGGTTACCTCTGTG 

AAACCCATGCNTTCTGCCTTCTCGTTCTCCCCAATCAAGACACGGANAGCCGCATNTGCC 

TGCTTCCTGCTTGCCTTCCCGCGTACCTCGGGCCGTCTCTAAAACTAAGTTGGATCCCCC 

NGGCTAGCAGGAMTTTCCGATATTCAAGCTTATCCGNTACCGCCCTAACCTACNAAGGG 

GGGGGGGCCCCCNNGGTACCCCCAAGCTTTT 

Sequence 4028 

TCCCCGCGGTGGCGGCCGAGGTACTTTCAATGTTGCCTATAAACAGATTTCAGCTGAAGC 

TCAGATGGTAAGGTTAAGATGCCTGGGGACTGGGATGGATGGATGGGCAGGAGGGTTGGA 

AGAGAAGTMTCCAATTAGCATTGAAAATAAGAGCGCCAATTTGGAAAATCGAATGTCTA 

TGATCATTTTCTTCCCTAAAACAGGGAAGAAAGTGAATGTGGAAAATCCGATTTTTCAGC 

AATATTNGCANGACCTAAGGCAACAACCACATGCCTGGGGCAACTATACTTTCCAAATCC 

TGMTATTAAAAAGGTTTTCACATTGGTAMTCATC 

ATGAAGTTTTGCTCTTGTTGCCCAGGCCTGGANTGCAATGGTGCAATCTTGGGCTCACCT 
CAACCTNNTGNCTTCCGGGTTCAAGCGATTCTTCTGCCTNGGCCCTCCCCAAGTANCTTG 
GGATTACAGGAAACGTGCCCATTCACCCCTNGGGTTAAATTTTTG 
Sequence 4029 

GCTCCACCGCGGTGGCGGCCGNGGTNCGCGGGGAGTCGCAACCAGGACACAGCATGGACA 

TGAGGGTCCCTGCTCANCTCCTGGGGCTCCNTGCTGCTCTNGCTCTTCAGGTTGCCAGGG 

GTGACATNCATATGACCCAGTCTCCATCCTCCCTGTCTGCCATCTGTAGGAGACANAGTC 

ACCATCNCTTGCCAGGCNGAGTCAGGACATCANGTAACTA 

Sequence 4030 

CCACCGCGGTGGCGGCCCGAGGTATCCCAATTCTAAAATAAAGGTTAAAAAAGAAAAAGA 

TATTTCAGCATCACTTGTTTCATCTTACAAGGGCATTGTAAAATMTAAAAGATAAAAGT 

TAAGAGATAGGAAMGAAAAAAAAGGGAAAAAGAAAAAAACCCTCATTGGAGTCCTGTTC 

TGCCCACCCCTGGAGTTACTAAGTAAGCCCAACTTAAGGGGTCCCTTGAGCTCCANACTG 

TAAAGCCCCCAAGGCAGCATTCATCCACACCCACCTTATCAGGATCCTCAAAGCAATTTC 

TTCTTAAANTTTGGGTAAGACCCGGGGNTAAGTNTAATTTCCCAATTTCNTTGCAAAATr 

GGGGGGGAAAAACCTTGAAGGACCTNNACGAAAAAAGGNNANCCTTGGNCCCCGNGGGCC 

GGGCCCGGCTTNTTATNNAAAACCTAANGTTGGGGAANTNCCCCNCCNGGGGNCTTNTNN 
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TTTCTTCCAACCTTGCCATTGCAATAAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAA 
GAGGATGGGGAGATGACATCAC7TGGGTACCTCGGCCGCCCGGGCAGGTACGCGGGGCAC 
TTGGCTTCAAAGCTGGCTCTTGGAAATTGAGCGGAGAGCGACGCGGTTGTTGTAGCTGCC 
GCT 

Sequence 4019 

NCCGGGCAGGTACAAAAMCTNGANAAATTTTCTCANAGCTTGTCAAGATGTGGGAACTG 

AACTTCATTGCTCTACAATGTTGGCTCMGCAATGGCTAATTTATTANTGGACAAATCTA 

AAAACGGCCAANGAGCAAATCCTAAAATGGGAAAATGTTATAATTGTGGAAAAATCGGAC 

ACTTCAAAAAAGMTACCGTCAGACCTTTGGGCAGAAGGGATCTTATAATGCAGCCCCCC 

ACCCCAGAAAAAATGCCAGGACTTTGCCCTCATTGCAATATAGGAAATAACTGGGCTAGT 

CAATGCCACTCAAAATTTCATCAAGAATGGCACCCCCCTGTCGGGAAACGAGAAGGGGGC 

CTGGACCCGGGCCCTATAAACAATGGAGGCATTCCCTGTCCAGCCCACAGCCCCATCTTA 

AGGATAG 
Sequence 4020 

AGCCCTGCAGGCCTCTGCCCTGAAGGCCCGGGGCGGGAAGAAGGAGAACCTGAAGGCTGN 
NCAGGAGGAGTATGTNAAGCGAGCCCTGGCCAACAGCCTTGCCTGTCAAGGAAAGTACCT 
CGGCCGNTCTAGAACTAGT 
Sequence 4021 

AGGTACGCGGGGGAGCAGCCATTGAAGCGGAAGGAACTGCGGGTGTGTGTGTGTATGTGT 

GTGTGTATGTGTGTGCGCNCGTGCGTGCGTGTGTGTGCGCGCNCTAGTGTGTGGACAAGG 

AGGTGGGGGCAACTGAGTTAANAGNCCCAACTCTTGGACTCCATTTGCTATTC TCTT CTT 

TCTCCCCCACACCNATCTTGTGGTGGTAGNGGGCCNTTATATTTTGCNGTTCCTTTTCAT 

TCATTTCTAAMTCTCTTAAAAAATTTTGGGTTGGGGGGTN 

Sequence 4022 

TTGGAGCTCCACCCGCGGTGGCGGNCCANGTACCANATNCCTGNCATTCAACAACTTNCC 
CTTCCAAGAGGGNGCTGATCACAGACTTTTTACTTGTAATGGGGCCAAGAAGAGNCAGTT 
NCTTAAACTAATN G AGTTCTTTTTATAACAAGAGACTGC AGATATC NCTAC AG AAAG AAT 
ACCGGTTGTATGTTTCCTGAATTATTACTAAAAACATTTNTTTAA 
Sequence 4023 

NCGCCCGGGCAGGNACCTTGTGGGCATTAGGTGATTGTAGTTATACACTTTNNCAAAAGA 

TTTTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTTGTCACTTTGCGGG 

GGTAGCCGGTCAATTCCAGCCACCAGAGCATGGCTGTAGGGGCCGATCTGAGGTGCCATC 

ATCMTGTTCrrCACGATGACAGCTTTGGGTCCGGAGTTAGCCGTTCCAGCCAGGACAAA 

GCACCACNCTTCCCAGGTTTCATGAACTTGCCCATmTTGGCAGCAACCACCCCGGGGC 

CCTACCAGCAAAAAAAGGGAAAAAMGGGACCACCTTTCNCGCTTAACCCCCCCGCGGTT 

ACCTTTCGNGCCCGNTNCTAGGAACTAGGTGGGATCCCCCCCCGGGGGCTTGCCAGGGAA 

ATTCCGTATTATNAAANGCTTTATTCNGAATANCCCGGTNCGACNCTTCCGAAGGGGGGG 

GGGGCCCCCGGGTATACCCCCANNCCCTTTTTTTGGT 

Sequence 4024 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAATTTATCATGGATT 

ATTGACTGCTGAGAAAGGGACAGTGGAATTTAGCCATACCAAGGACTATACTGGAAACAG 

ACTTCTGCTGCTGAATGTGCCCTGATGTGACCAGGTTGCACTTGGAAGAGATCCTCGCGT 

CTTCATGAGGCACTTAAAGCTTATAAAAGAACTGCGGCTGGAACTCATCTGGTGCTCCCC 

ATGAGAGTGCTCTGCTTGTAGACTGGCCAGTGTCCATGAAACAACTGTAAATACCAACAT 

GTGTGCATGGGTCAACAGTCTTGGCCATTTCTCATCAAAAGAAGCCAAATTCATGATCAA 

CATCTCTGMGTTTCAAGTAAGGTCCACACTTCTTTGAATTACTCTTCATGGGCCCACAT 

TAGGTTGTGCTGTGAATTACTTAAGGCAGTGATACTGATGTAGTATAGTTTTGTCTTAAT 

TTCCCTTATTTCTACTTCTTTGG 

Sequence 4025 
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ACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAGAGGCAGTTCCAGAT 

TTCAACTGCTCATCAGATGGCGGGAAGATGAAGACAGATGGTGCAGCCACAGTTCCTGTG 

ATGTCCACTCTGGTCCCAGGGCCGAAAGAAATCAGAGTTTGATACTGTTGACAGTAATAT 

GTTGCAGCATCTTCAGGCTGTAGGCCATGGATGTTGAGAACAAATTCTGTCCCAAATCCA 

CTTCCACTGAATCTTGACGGGACCCCTGTGTGTAACCTCGACACATCGTAGATCAGGAGT 

TCAGGGGCTTTCCCTGGTTTCTGCTGATACCMTTTAAATAGGAGACAATGTCCTGAGTC 

GCCTGGCAAGTGATGGTGACTGTGTCTCCCACAGATCCCGCGT 

Sequence 4013 

CCGGGCAGGTAC I I I I M I I ! M I I I I I I I I I I I I II I I I I I lACi I I I I I I I I I I I II I 

M I I I I I I I I I I I I I I AAAAGGGTTNGCTNAAAAATNTTTTNACTGATAGGCATGGCTNC 

NrJAATNNTTGANTNTTAAAGGCCAAAGGAAAATGAGGCCTGGCCTGGNANCCCTNTNCNT 

NTAAAACCNATTTAANTTTTCCTTTCCCTNGAAAAAAAGGGTTT 

Sequence 4014 

AGGTACGCGGGGTTCTTACCTCAGAGCTGAGCTGGGCATGAGTAGATGCTCAGTAAGTGG 

TGCACAGGGTTGGTCCCTATGGTGGAGGCCCCGTAACACCGCCCAACCCCCCTCCATGTT 

CTCACAGCTCCACGCACTGAGCACGGGCATGAAGGCCATGATGTCAGAATTCTGCACCCA 

GGGAGCTGAGATGTACCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCT 

GCCATCACTGGTCACCAAATTGTCGGCCTCCTGTACCTGCCCG 

Sequence 4015 

ACGCGGGGCCCC7TCCATGCTGTGGAAGCTTTGTTCTTTTGCTCTTCACAATAAATCTTG 

CTGCTGCTCACTCTTTGGGTTCGCACTACCTTTATGAGCTGTAACAATCACCGCAAAGGT 

CTGCAGCTTCACTCCTGAAGCTAGCAAGAGCACGAACCCACTGGGAGGAATGAACAACTC 

TGGACACGCTGCCTTTAAGAGCTGTAACACTGACTGCGAAGGTCTGCAACTTCACTCCTG 

AAGTCAGTGACACCATGAACCCACCAGAAGGAAGAAACTCTGGACACATCTGAACATCTG 

AAGGAACAAATTCCAGACACACCATCTTTAAAAACTTTAACACCCACTGTGAGGGTGCGT 

AGCTTCATTCTTGAAGTCAGTGAGACCAAGAACCCACTGGAAGGAACCAATTCTGGACAC 

ATTTTGGTGACTACGAAGGGACTATCACCTATTGCCAAGCAGTGAGACTATCACCTATCA 

CCAAACATCTAGGAGGACAGGCAAGGGTGCA 

Sequence 4016 

AGGTACGCGGGGGCCCCTCACCAACATGGCCGCGGGCTGGAAGTGCGCATGAGCAGCTGT 

CTATGGAGATGCCTAGGCCGGGAGAGGGAGAATACAGTTGGAGAAAATCGGCAGCTGAGA 

CGGCCTTGGCCGGACTTAGCACTCAGGCCTGTGAATCAGGAGATACAAAGACCTCCAAAA 

AAGGACCAGTTCCTCGGATGTGCCCCCTCACAGAGAGATGAAGGGGCAGCAGAAAACAGC 

CGAAACGGAAGAGGGGACAGTGCAGATTCAGGAAGGTGCAGTGGCTACTGGGGAAGACCC 

AACCAGTGTGGCTATTGCCAGCATCCAGTCAGCTGCCACCTTCCCTGACCCCAACGTCAA 

GTACCTGCCCG 

Sequence 4017 

AGGTACl I I I I 1 III M I M M I III I 11 1 I I I I GANATGGAGTCTGGCTCTGTCGCCTA 

AGCTGGAGTGCTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCCGCCTCCCGGG 

TTCAAGTAATTCTCCTGCTTCAACCTCCTGCATAGCTGGGATTACAGGTGCTCGCCATGA 

TGCCCGGCTAA I I I I IGTAI I I I I AGTANANACGGGGTTTCGCCATGTTGGCCAGGCTGG 

TCTTGAGTTCCTGACCTCAGGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTAC 

AGGCGTGAGCCATCATGCCGTCCTGTCTGCCCTTTANCAGTATTTNTTGAGCATTTTCCT 

GGCTTGGTTTTAGGGAGTTGGAACCATCATNTGTCTTTCAAGGCCCATCTCATNTGCACG 

CTGTCCATGACTAAAATGTGGGGCGAGACTCTCAGCTCATCCTTCCTCGAGAATGGCTAT 

TTTTAGCCTGAGTTTACACTCTTCATCC I Mill 

Sequence 4018 

CCGGGCAGGTACGCGGGGATTTCCAACAAGAGCACTGGCCAAGTCAGCTTCTTCTGAGAG 
AGTCTCTAGAAGACATGATGCTACACTCAGCTTTGGGTCTCTGCCTCTTACTCGTCACAG 
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AANAATCNCTGGGTTGATGCCTGGGAAAATTGACNCCCCCAANCAAGGGGGAGATGTCTA 

CACCCTGCCNAAGNTGGGNAGCACANCCAAGCCCTTGGATAGNTCCTGTCAACCCGTGGG 

GAGTTGNGAAMGGCCAACAAGTTCTTGATTTCTTGCCCGGGMGTTAAGNAACATTrGA 

CCGGGGGAGGCCNTGGGGGGGCCTTCNGTTGGCTGGGGGGCTTCMTNATTTTGGTGGGA 

AGTGGGGCCATTTNTTTTCATT 

Sequence 4008 

CCGGGCAGGTACCGCGGGGTAATCTTAAAAGCCCAGGTTACCCGCGGAAATTTATGCTGT 

CCGGTCACCGTGACAATGCAGCTGAGAAACCCAGAACTACATCTGGGCCGCGCGCTTGCG 

CTTCGCTTCCTGGCCCTCGTTTCCTGGGACATCCCTGGGGCTAGAGCACTGGACAATGGA 

TTGGCAAGGACGCCTACCATGGGCTGGCTGCACTGGGAGCGCTTCATGTGCAACCTTGAC 

TGCCAGGAAGAGCCAGATTCCTGCATCAGTGAGAAGCTCTTCATGGAGATGGCAGAGCTC 

ATGGTCTCAGAAGGCTGGAAGGATGCAGGTTATGAGTACCTCGGCCGCCCGGGCAGGTAC 

GCGGGAGCCAAGAGGCGGATAAGTGCCCCACCTTAGAACAGTATGCCATGAGAGCGTTTG 

CCGACGCACTGGAGGTCATCCCCATGGCCCTTTTCTGAAAACAGTGGCATGAATCCCATC 

CAGACTATGACCGAAGTNCGAGCCAGACAGGTGAAGGAGATGAACCCTGCTTCTTGGCAT 

CGACTGTTTGCACAAGGG 

Sequence 4009 

AGGTACAAACAAGCCCTTAATCAAGTCTCTAATCTAGGGACAGTAACATCGGCTATTTGA 

GTGCAGGCACCCTAGGTTGTTMTGTCTGTTTCCCAACACTATTCCATTCCAATATTTTT 

CTTTACCTAAAGTGGGATMTGATCATAAAAAAAAACACAATAATTTTCCTTACAACACT 

GCTGATAACTAATAATCACACAATTGCATGTAAGTTAATTCTTTAAATTTAATCAGTCAT 

TTATAAAACTCCCCAATTAGTAAAAGTTGGCTTATTTTAACAGCCTTAAACATTGGCCAC 

TATTTAAACAAGACA7TCTAAAAAAAAAAAGCMTCACATAATAGTTTATAGTCATTTAC 

AAGTGGATGGTATACATTTAGATACAGAGGTAGAAGTTCACCTTTACAATGTTTCACTAA 

TACACATATACCAAATTCAAGGCACAAAATAGTTTGCTTTACAAAAAAAATACTGTAAAA 

ATGTCATTTGCTGTTCTACAATGTGAATAAACCTTTCAAAAGAATCTTTACACCCTTNCA 

TACATATGCCATAGAATAAGATTTCTTCCTCTCACTAATCATAGTGGCACAAAAATNGGG 

GACTTTTCAATGTAGAAGTTCCC A ! ! 1 I iAAAAAA 

Sequence 4010 

TATACCTTTTGN ANTC CATTGNCCTATTTC ACTGCC NGAATAACTTGCTATTTGCTCTCC 

AAGC AC ACTTTTGACTATTGACTCC N GAC ACAAACTTATTTGTATATTCTAC AAATTATT 

ATTACAAAACATATAAACATTCTTGGTAAGTATGCATACAGTATCATATAAAATATTTTT 

NATTTATATTGAGCTTTTCACG I I I I I GCTTCATTGTGAGCCTTGGTGGCATGAAGGTTG 

CGCAAGCAGTAAGTTCCATGTAACTGATCACTCTATCAGGGTGTTCCTCTGGCTCTACCA 

CTCGGGAG 

Sequence 4011 

AGGTACACTGTAATTTAAAACATTAGAAATAGMTTAAAGTGTTTTATTTCATTGTAAAA 

ACAAAGTAGTTTGAATAGGGCTTGCC I Mill I CTGGCAAGTAACTTACCATACTGAGTA 

AGCATCTTTTATGTTCACGGCAAACTGCCATACTCCTTCTAAGTTTGGGTCAGCTTCCAC 

CCTTTTATTGCTTGTGCTTTCAATGTTGTGAAATATTTCTATATTCACATTAAATATC 

TTAATGTAAAG I ( I I I I I I I I I I AACCATCACTTCCTCTGGGACGTATCTGTCTTTATTG 

CMCCACTTTGCTTATTTGTGTTGGTAAGTTTGCCTTCACTAAGCTCCTATGAATACACA 

GCAGCAAGMCAACATTCCCATGGTCAGTGACTTCTTCTACAAATTCATTTATGTTTGAT 

TAAAATTTCACTTCCAGTGTTATCA I I I I I CATTGCTTTGCTGCACTTTCATCTTTGTTG 

ACCANGTTCTTTCGAGGTGTCACTTCTATAGAAATGGCAAAGTNGATGACAGAGAAGACA 

GCCNTAACTACCATGCTCTGGCTGGACCTGGCCCCGGCGGGGCGCTTTTAANAACTAAGT 

GGGAANCCCCCCGGGCCTGGCANGGAAATTCNANTATCAAANGCCNTANTCGGATACCCG 

GCCNAACCCTCCNANGGGGGGGG 

Sequence 4012 
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ACACTGAAGGTGATGTTCCTCCTTCTATGTCAGGAAGCTGTGCTGTGTGTGTAGACAGGG 

TGCTGTACCT 

Sequence 4002 

CCGGGCAGGTACAGGCTAGACTCAGGATCGCCCTAAGGGAGTTGGCATGGAAGATTTCAG 

AGCTGGGCAGACTGGGCGGGGACCTCTCATCTGTGTTTCCTGAGGGTCACCTAGCCTCTT 

TGAGCCTCCGTTCTCCATAGGTGAAAGGAGTGTATCATATCTGCCTTGCAGGGGTGTTGT 

GGGACTCAGAAGATGTCCATAACATCTATGCCCAGTGTAGAGTAGGAACTGGGAAATAAT 

ATCCATTACTGTGATTTTGTGAGGAGTTCCAGATMCTGCTCAGGTCTTTAAGAGAATTC 

CTTGGTCTTCATACTCCACTCCCAGCTCTCAGCTCCCGTTCCTTTTCTTTCTCTCCCCAG 

TAAGTCGTTGAACGTCCCCGCGTACCT 

Sequence 4003 

AGGTACCTGACTAGTGTTTTATTTGAAAGGGAAAAATAAAGACCACCCCATGCATTGTCC 

ATCCCATGAGGCAGGGCTGGGCCATGCCAAGACAATCTCAAGGAATGGAGGTCCCTGAGC 

CTGGGAAGACATTTGAACTCAGATGTATCGCCTGATGCTAGGAAGAGGGGCTCAGTATGG 

CAAATCTGGAGGCTTTACCCTAGGCAACCGCAGGGAGAGCAGGCAGGAGCTACCCCAAGT 

ACCTGCCCGGGC 

Sequence 4004 

CCGGGCAGGTACTTGCAGCCCTCGGCCAAACGGCCANACGCCGACGTCTACCNGCAAAAA 

CTGNTTAGANGNTTGATAGCTGTANGACTGGGTGTTGCAGCTCTTGCATTTGCAGGTCGC 

TACNGCATTTCG GATCT GGAAACCTCTAGAACAAGTTATCACAGAAACTGCAAAGAAGAT 

TTCAACTCCTAGCTTT TCATC CTACTATAAAGGAGGATTTGAACAGAAAAATGAGTNNGC 

GANAAGC TGGNTCTTATTTTAGGGCGTAAGCCC AATCTGCTGGCAAG GCTNAG AATTAG A 

ACAAGCCTCATT AGGG AGGAGTTCATGGATTTTTTGAATTCACCCCANGAATAAAAGGGN 

GGGATCCTTCCCTTTTACGTTANGGCNAGCTCTCANTTNAGNNTTAANNGNANATTTTNA 

GAATTAGNNANGGGTANCCNCCTNGGGCCCCGCTTTCTTTNAGAAACCCTATGGNGGGGA 

ATTCCCCCCCCNGGGGGCCTTGGCAGGGGGMNTTTCCNAAATANTNNNAAAGCCTTTTA 

TTCNGGANTAACCCGGTNCGGNAACCCTTTTTAGGGGGGGGGGGGGCCCCCNGGTTTNCC 

CAAGGNTTTTTTTGGT 

Sequence 4005 

AGGTACGCGGGCAAGGAAGAAAAGGTGGTTGGGATCCATATGCAGGGACTTGGGTGTGAT 

GAAATGCTACAGGGTTTTGCTGTTGCAGTGAAGATGGGAGCAACGAAGGCAGACTTTGAC 

AACACAGTCGCCATTCACCCTACCTCTTCAGAAGAGCTGGTCGNACTTCGTTGAGAACCA 

GGAGACACGTGTGGCGGGCAGTGGGACCCATAGATCTTCTGAAATGAAACAAATAATCAC 

ATTGACTTACTGTTTGAGTTTTATGNATTTCTTTATTTTAATCAGGATCTTCTGATA^ 

GAAATTTTTANTACCTGCCCGGGCGGC 

Sequence 4006 

AGGTACi rTTTNTTTTTTTTTTTTTTTTl I ATGGAACCAAACCCAGGATTTGAGTTTTGT 

TTA ATGA CTGGGCTAAAAATCACAATGGAGAATGAATATAAAGGAAAAAAAAAACAGGGA 

TGATTTTAAAAAATATTATCCTTTCCCCCCATGACTTCATGACAGGGAGAGTTAAGCGAG 

CTCTGTTGAAATCCATCTGTTTTAAGNGGCTTTAGTCAGGGCCTTTTGTTTTACAA 

ANG GCM TTACNACNGGTTTTGATAAGGATGCTCTGACANMTNTTTTTTTTCATGGGAC 

TGCTTTTCATGATGCAGCNCCTTGCAAGTATTTCTCTTTCTTTGAAATCACTGGTATTGC 

C C TTT ATT AAAATCC AC TTG C C TT ATTCTT ATTTAG G 

Sequence 4007 

ACTGGAACAGCCAGAAGGACATCCTGGAGGAGAAGCGGGCAGTGCCGGACAGGATGTGCA 

GACACAACTACGAGCTGGGTGGGCCCATGACCCTGCAGCGCCGAGTCCAGCCTAGGGTGA 

ATGTTTCCCCCTCCAAGAAGGGGCCCTTGCAGCACCACAACCTGCTTGTCTGCCACGTGA 

CGGATTTCTACCCAGGCATGCATTCAAGTCCGATGGTTCCTGAATGGACAGGGAGGAAAC 

AGCNTGGGGTCGTTGTCCCACCAACNCTGAATCCCGTAATGGGAGTACTTGGACCTTTCC 
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CCNAAAAAA 
Sequence 3996 

ACCCGGNGGGGNGGGGCTGGGCCCCCGCCCCGGGGGCAAAGGGCNACCCNATNTTTTNNN 

CNCCCCANNNCNNCCNNGGNNGGGGGGGAAGGGGGTTTNANGGGNAAGAAGGGGGNGGGN 

NNGGAGCCCCNNGGAAACCGCCANNNNC TTTAAAANNGGGGGGGGGCCNGGGCNNN AN AA 

ANGGGCCCNACCCAAAAGGGGGGGGGGGNAAAAAAAAANNNNNNNNNAAACNGCNCCNCC 

AAAACCAAANGGGGGGTNNTNGCCCCNAAAGGGGGGCCCCAAAAAAAGAAGGCCNGGGCC 

NCCCCCCCNTTGGGGGGAACNAAAACCAGGGGNNAAAAAAA.NNNAAACCAAAAGGGGGGG 

GAAATNNAAAAANGGGGGGNNCCGGGGGGGGGGGCCCAAAAAAATTAAAAAGGGGGGGGA 

AACCAAAAANAAATCCCAAAACCTTNGGGGGGACCAAANCCCAGNNCNAAANTCNACCCC 

AAGGGCCCCCGGGNAAANGGGGGNTTNGGGGCCGGCCCCCCCNAACCCCNAAAAAAAAAA 

ANCCNTNNCCCCCANCCAANAANATNNGGGGCCCANNCAAAAAAAANACGGGGGGGGGGG 

GGGGCCCCCCAATTTTAAAAGCCCGGGGNCCCCNNAAAGGGGGAAAACCCCCCGGNGNNC 

GGGGGGGNNANCCGGGGGGGGGGGGGCCCAAAAAACCCCNTNGGGGGNCCCCCCCCCCCC 

TGGGNNNAAAAAGGGGAAAAANTNCCCNANGGGGNAAAAAAANCCCCNAANAAAAACCCC 

CAAAAAAAAGGGGGGGAAAAAAAGGGGGGGGGGAAAAAAGCCCCCCNGGGGCCAAAAAAA 

AAAAAAANNNCNCCCGGGGGGGGGAAAAAAAAAAAANNNGNGAANAAANANCTNGNCCCC 

CCNNGG 

Sequence 3997 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGTATGTTAATATC 

CTTATGGTTACAAGAAATTAAAAAAAGTTTTAATTTACACATATm 

TTAGAC TTTTM GCCTAAGATTACAmGGATAAMTTTGGAAGCTGAGGTATAAATAAA 

GATATAATT TTMG GGAAAAAAGMTTAATGTGAAATGTCCAAGCATCAAAAAGGAACTT 

GTTCATGTAi l l l I ATGTCAATATTGGAGGACATAAAATCACTAATAGTT7TGGCCAGGT 

GCAGTGGCCCACTCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGAACGGATCACTTGA 

GGCCAGGAGTTTGAGACAGCCTGGCCAACATGGNTGAAATCCCCTCTCTACTAAAAATAC 

AAAAATTANCCAAGCATGGTGGTGGGGTGCCTGTAATCCCAGCTCTCCGGGAGACTGAGA 

CAGGGAGAAATCGCTTTCAAACCCAAGAAG 

Sequence 3998 

CCGGGCAGGTACAGGCCTCCAAGCCCGGGCTTGTTTT^ 

C TTCTTTCG CCTTCTGGCTAAAAAACGTTCCGCAGCMTGCAGCTGAAACTTTCGGGTTT 
TCTTTTm IGTCCCTCTCTCCI I I II I I IAATATTTTTGTTTTTGCCGCCTTTACGCTC 
CGAGGCCCATCCTGCCGGAGTACCT 
Sequence 3999 

CCGGGCAGGTACCGCGGGGGTCTGCAGGTTGTGCTTCCGGTGCGGAGGTCAGGGACAAGA 

TGGTGCCACCGGTGCAGGTCTCTCCGCTCATCAAGCTCGGCCGCCCGGGCAGGTACGCGG 

GGCTGAGCAGTCGGCTGTGACTCTCGACAATGTAACTCTGCAAATCGATGGAGTCCTTTA 

CCTGCGCATCATGGACCCTTACAAGGCAAGCTACGGTGTGGAGGACCCTGAGTATGCCGT 

CACCCANCTAGCTCAAACAACCATGAGATCAGAGCTCGGCAAACTCTTTCTGGACAAAGT 

CTTCCGGGAACGGGAGNCCCTGAATGCCAGCATTGTGGATGCCATNAACCAAAGCTGCTG 

ACTGCTGGGGGTATCCCGCTGCCTCCGTTATGAGATCAAGGATATCCATGTGCCACC 

Sequence 4000 

CCGGGCAGGTACCTAGAATAAGTGAGAAAGTGGGGGAAAGGGAGCTGATTACCCGCGCCC 
AAGCCGTTCGTTCTTAAGAGCCCTGCACCGCGCCACCAGCTCCCAGCACAAACAGCTC 
Sequence 4001 

CCGGGCAGGTACGCGGGGGGAGTGCTCCCAACCAGAAGATGAGGGAAATGGAGATAATGA 
AGCA CGTCC CTCCTACCAAACACGATAAATTCTACAGGCACTGTAAGATCAAGAATTTAA 
GATTATTTTTGTCCCACCCTATTTTACAGAGTAATCAAGTCAGAGGATTATATGACTTTT 
ATCTGCCTAGAGAAGAACTATGGATCTACAACATGGAGACTGGAAGATGGAAAAAAATCA 
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C TTTTTTTTTTTTTTTTTTI NGGAGACAGCATCTCACCCTGTCCTGGCTGGTCTCGAACT 

CCTGACCTCAGGTGATCCGCCGGCCTNACCCTCCCAAAGTGCTGGGATTACAGGCATGAG 

CCACCATGCCAGACTTCCCATTTTACTTTCTGCAAGCTGTTTNCCTAGCAGCTCCCTCTA 

GGGGAGAGGTGAAATCTTGCAAGTTGTAGCAAGAGCACACAGGAAACCCCTAACTTTCCT 

ATACCCCACCCGCCTCTTTCCCTTTCTGTCCCGGGATACCTGGCGGGAAGAGACTTNTTG 

GCTATTGTCCATGCTCCCAGAATCAAGCATAAATGCCAGACACGGGCNATTTGAGAAGCC 

CAATCAGTGNACCCTTTTGGCAAAGCCCCCATTCACACCTGGGCACTTCCCTTTTACCAA 

TCCCTGGGCACAANGGGTTTNCTTGGGNGAGCAAGGTGCNTNTNCCCTTGCNCCGGGGCG 

GGGCNGCTTTTAANAAACTNGGNGGATTNCCCCCGGGGGCTTGGCANGGGAATTTCCNAT 

ATTTAAAGGCTTTTTTGGAANACCCCGCCGAACC7TTTAANGGGGGGG 

Sequence 3992 

ACTACTATAGGGCTTNTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTTACAA 

GTCCTTCTTGATCCTGAACTGGGTTAGGTGCCGCTG7TGCTGCTCGTGTTGAATCTAGAA 

CCGTAGCCAGACATGGGACTGGGGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCT 

GAGGAGGAGGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAGTGAGAGAGCAA 

TGCGAGCAGTTGGAGAAATGTGTAAAGGCCCG " 

Sequence 3993 

AGGTACAAATCTGGCTGCCCGTTTACTTTCTGAGCAAGCACTGGAGTCCACTCCGACCTT 

TTTCTTTGAACATGCATGCTGCTGGAATATGTATAAATCAGAACTAGCAGAAGTAGCAGA 

GTGATGGGAGCAAAATAGGCACTGMTTCGTCAACTCTTTTTTGTGAGCCTACTTGTGAA 

TATTACCTCAGATACCTGTTGTCACTCTTCACAGGTTATTTAAGTTTTTGAAGCTGGGAG 

GAGAAAGATGGAGTAGCTTGGAAAGATTCCAGCACTGAGCCCGTGGGCCGGTCATGAGCC 

ACGATAAAAAATGCCAGTTTGGCAAACTCAGCACTCCTGTTCCCTGCTCAGGTATATGCC 

GAATCTCTACTGGGGAAGCMGCCCAAAAAGTTAGACCAAAAAGTATTTAATGGAGGTAT 

TTCCTTTTCTCCATTAAGTGCNAGGACTGGTTACTTCACTTACTTAAACTCTACCCAGGA 

AATGGGAAACAAAAGAAATATTTTTCTTG AAGAA I 11 II I I I U GGAAGAATTAAATTTA 

TTACCCCTATTNAAAAANAAAAAACCTTGGTTAGGCCTTCCGAATGAAAAGGCCACCTTC 

AATCTTCCTNTTCCTANCCTAA I I I I I II I AAAAAAAAGTTTTTTAAGGNNCCTGGANCC 

CTTGGCCATTCAAATNCCATGCCCNNCCCANAAAAGGGGGNTTTTCCNCCACCCGGGCCC 

CCCACTTCATTTANCCGGNNCCAAAAGGGGGCCCTTTCTTNTNTTNCNGNN rTTTTTTTl 

CCCCCCCCGGGGCCTTTTTANTTTTAAAMCTTTTTTCCNTNTTNAAAA 

Sequence 3994 

AGGTACCGCGGGGATCTTAAAAGAGGTTCTTTCTCTGGGATGTGGCATGAGCAAAACTGA 

CAAGTCAAGGCAGGAAGATGTCGCCATCACAACTCATTGGGTTTCTGCTGCTCTGGGTTC 

CAGCCTCCAGGGGTGAAATTCTACTGACTCAGTCTCCAGACT7TCAGTCTGTGACTCCAA 

AGGAAAAAGTCACAATCACCTGCCGGACCAAGTCAAGAGCATTGGTAGTAGCTTACACTG 

GTACCTGCCCGGGCGGCCCGCTCTAGAACTAAGTGGATCCCCCCGGGCT 

Sequence 3995 

CTTCTTGCCCAAACCCGGCCCAATCTTTNGGMGCCCTTTNGCAACTTCCCCGGCGTTAC 

CTTCGGGCCCGCTTCTAAGGAAACTAAGTGGGAATCCCCCCCCGGGGCCTGGCAANGGAA 

AATTCCGAATATCAAAAGCCTTTAATTCGNAAAACCCCGGNCGGAACCCTTCNAAAGGGG 

GGGGGGGCCCCCNGGGGAANCCCCCANGCCTTTTTTGGGTTCCCCCCTTTTTAANATNGG 

AANGGGGGTTNAAAATTTGGGCCCCCCCCCTTTGGGGCGGTAAANTCNAATNGGGGGCAA 

AAAAAGCCTTGGGGTTTTCCCCTGGGGGGNGGGNAAAAAATTGGGGTNAATTNCCCCGCT 

TTCANCAAAMTTTTCCCCCCNCCCAACCATTTACCNGANANCCCCCGGGGGNAAGCCNT 

TTAAAAAANGNGGGGGAAAAAANGNCCCCNNGGGGGGGGGGGGGGCCCCTNAAAAGNGGA 

AGGGGGGNAANCCCCAAAACCCCCCACCAAATTTTNAAAAATTNGGGCGCGTTTGGGGGG 

CCCCTCNAAAATGGGGGNCCCCCGCG 1 I I I'M I I CCAANNGGGGGGGGGGNAAAAAAACC 

NCTTTTTCNNTGGGGCCCCCAACC7TTGGGNG I 1 1 I I NAAAAAGAANAAAAAANGGGGGG 
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GGGGCCCNCCCCCGGGGGCCAAGGGGTTTCNNCNGGNGNGGCCCCTTTCCCTTTTTTTGG 

TCCCGGACCA NTCT TTTGGACCGAGNGGCCTTGCNGGTGGTTCTTGGCTTGCTTATTTTC 

TCCCGNNGCCTTTTCGCAAANTACCCGCCTTAANGGGNCCNACCCAGGAAAAGAAAGGAA 

AAGGGGACCCCTTGGGAAAAAAGTTCTGGCCCCAAANAAAANGANNCAAAGGACCCCCNN 

NTNGNAACNNAAAATTCNCCGGGGGGGGGCCAAGGGGCCCA 

Sequence 3966 

ACGCGGGGGCGGCGACGACCCATTCGANGTCTGCCCTATCAACTTTCGATGGTAGTCGCC 

GTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGTTCGATTCCGGAGAGGGAGCC 

TGAGAANGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCC 

GGGGAGGTAGTGACGAAAAAAAAAAAAAAAAAAAAAAAGT 

Sequence 3987 

TACTATGGNCGAATTGGACTCNCGGGTGGCGGCGCCGGCAGGTCAATGNCTCTTTCGCTC 

CCCGTTGCCCTCTGGATCACTGCTAAATCGGNGAGGCAGGCCCTGNCTCCTCAGCTTAGG 

CACCCACCACTGNCCTGGGNCAGTGAATCGACAATGCCGCTTCTGCTCGTGGGGCATCCT 

CCTGCTGNAGGCCTGTNCTGCTGGTCCCTGCTCCTGNTGAGGATCCCCAGGGAGATCCTG 

CCAGAAGAAGATCATCCCACCATGATCAGGACACeCANCCTTCANCAAGACACCCCCANC 

CTGGCTGAGTTCGCCTTCAGCCTATNCCGNCAGCTGGCACACCAGTCCAACAGACCAATA 

TCTTCTTCTCCCAGTGAGCATCGTACAGCCTTTGCAATGTNTCCCTGGGGNCAAGGCTGN 

ACTCACGATGAAATCCTGGAGGCCTGAATTNAACCTCNGGAGATTCCGGAGNTCAGATCA 

TGAAGCTTCAGGAACTCCTCCGACCTCGGCCGTCTAGACTAGTGGATCCCCCG 

Sequence 3988 

GATATTAGGGAGTCGACGCGTAAGACGTGTTTTGCGACTCCGGAGCTNCCGCGCTGTTGG 

NNGCCGCCCGGGCAGGTACCATCATCATTCTCTCATTTTNTACCTCGATGAGCAATNCAA 

CAAATTCCTTGANGGATTCAGCCGACGTTAATTTCATCGTCAGTNAGANTGTCTNCAATG 

AANTCANACTGAAATGACTGCAGCGTCTGGGAAAATTTCTGAACAGCNNAAGAATAATTT 

CTCATAGNGCTGATAAGCGCGTTGCCGTNTTTGATTACNTNTTNAATGAATTNGCTGNAN 

CTCTACAGTTCCTGCTNATAACACTTGAGCCTTTTNGNGGAAATCGNGGCTGTCCAGGTG 

GCAGTATGTTNNACTACAAATNGAGGATGACCCNTGGNTNTGANTCAGNGGGGGACTCCT 

GAGGAGCNNTGGCTGGGTTCGGACAGAGAANAGGCGCCCNGNCCATGGCTTTNNGGNCAG 

GGAGAGCTAACTATCNTAGTTTGNCCCGGCANGGTGGNNGCCTTAGCAAGCAAAATTGTN 

C CCTT ANGCATTTGNCTTNTCCNNGATAANGCCAGCNAAAAAACCGNCANGCCCCNTNCC 

NTTTTCCTTTGGGNNNAATATAAGAACCTAGGGGGGATCCCCCGGNNCCTGGGAAGGAAT 

TTNGNTNNTTACGCTTTNTTGGTTTNCCGTNCTNCCTTNTTTGGGGGGGGG 

Sequence 3989 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAAATTAACA 

CCAGGTGGTGAATAGAGCCCCTCCTAAGGTTGCTCAGGATAAATCATTTATTAAATAGGT 

CTGCTTATCAGGAGGGGCGTGAAGGCTCCCAAAAGGAAATGCTGGCACCTGQGCCCAGAA 

GCCAGGGCCTCTAACTCCTGGGGTTGATTTCTTCAGTGAAGTTGCACCCTACAAAGGGAA 

TATGGCCAAAGCGGCACTCAACTGAAGGCTGATATCAGGGCGATTAGACAGCCATGCATT 

CTGC GTTTG TCTGGAATGGATTGTAGAGAGATGGACTTATATGAGGACTACCAGTCCCCG 

TTTGATTTTGATGCAGGAGTGAACAAAAGCTATCTCTACTTGTCTCCTAGTGGAAATTCA 

TCTCCAC 

Sequence 3990 

AGGTACATGGCCCGGGGTGTTGAAGGTCTCAAACATAATCTGAGTCATCTTCTCTCTGTT 

GGCCTTGGGGTTCAGGGGGGCCTCGGTCAGCAGCACTGGGTGCTCCTCCGGGGCCACGCG 

CAGCTCGTTGTAGAAGGTGTGGTGCCAGATCTTCTCCATGTCGTCCCANTTGGTGACGAT 

GCCATGCTCAATGGGGTACCTGCCCGGGCGGN 

Sequence 3991 

AGGTACCAAGCCAGCAACACCAACCAAATGCTACTCTCTTTAAAGTCCATTTTCCTTCTT 
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ACMNGTTATTCACTAAAGCCTCGCC 

AAGGGGTTCCt i l \ (GGNTTCCC1TAAAGGTCGCAACCTTNCTTAAAACCTTGGGGGGGA 
^ATTTANTTGAAAAGGGGCCCTTTTGANGCATTCTTGGGGATTTT^ 
AAAAAAACANTTTAT Nil GCNAAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 3980 

CCGGGCAGGTAC I M I I I M 1 I 1 I i M M II I ( I NGAGATGGAGTTTTGCTCTGTCGCCA 

GGCTGCANTGCAGTGGTGTGATCTTGGCTCACTGCGGGCTCCACCTCCAGGTTCAAGTGA 

TT CTCCT GC CTCAG CCTCCCGAGTAGCTGGGATTACAGGCACCCGCCACCACGCCCAGCT 

MTTTTTGCATTTTTAGTANANACGGGGTTTCGCCATGCTGGCCTNGACCTCCCAAAGNG 

CTGGGATTACAGGCGTNGAGCCACCGNACCCCGGCCTCATTTTTGTTTTTTCTACTT^ 

NTAMCTTTGGGGAANAANAAMCCCCAAMTTATTTTTAGTAGTTCAGCAAACATTGAT 

TGATGGGGAACCC 

Sequence 3981 

TTTMTCATTTATTCATTCCTTCAGCGAGCGGCACTTCCTGAGCAGCCACTGTATGCTAG 

GAGCTGGCAGGAGGCCC7TGAACACTCTGGACJCAGTCTAGTGCTAGATTGATGATCAGG 

CCATGACGATGCCAGGTGTGCATGCTGNGGAGCCTGGAACAAGTGCCAAGCCTGGNGGGC 

CTTNTGGAGGAGGNGCCTGCTACACCCAGCCTGGCAGGAGGCNGACGATCAGGTGTTATT 
AAAAAAAA 

Sequence 3982 

CCGGGCAGGTACGCGGGGCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGACTCTG 

AACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGACTTCTCAGCCTCCAGA 

ACTATGGGGTTCTGCTCTTGTCACCCAGACTGGAGTGAAGTGGCACAATCTCGGCTCACT 

GCAACCTCCGCCTCCCGGGTTCAAGCGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGAC 

TGCAGGCGCACGCCACCACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCATGTTGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAACCTNCC 

AAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCCGATGGCAGACATTCT 

CAGATAGGTTTGTAGCTATTGA 

Sequence 3983 

AGGTACTTTI I N II II M I I M 111 I I II FC Tl M M I J I I I H II I M I I I I || I I I I 

> " i m i m n m it 1 1 1 1 m i m 1 1 u m 1 1 1 1 1 1 1 u u 1 1 m nnnccgggga 

NANCNNGNNTTTTNTNAAANNAANACNTNAAANCNTTTANNTTTTNMNNAAAAANANGG 
GNNTTNTT AAAA AANNGGGNAANCCANNANAAAATTTTTTNNTTTTMNANN^ 
TTNAAA NNTTTTN NCNAAANNTNCCCAAANNNGG (TTTTTTn NAANGGNAANTTTNACC 
NGGGCNi Mi! ICNNTCNAAANTGGNCCNAAAAANTTTTGGGGGGGGNANAAANTTNGGN 
AAAATTTANTTTNAANNNGGGTTN ATTN ANA 

ANNNGGGAAAAAACTTGNANTTGNCCNGGAAAAAAAAAANGGGCCNCTTTNCCCNCCNGG 

NAAAACCNCCCNCNNNTTTNGGGGGGGGTTGGTTTTTGNNNGGGGANNNCATTTTTTAAA 

AAAAAAAANNGGGG GGGN TGGGGNCCTCCNCCCCAANNNGNCCCNCCCCCGGNAATNNTG 

NCNGGGGGGGGNGTTTTANAAAAANNAAGGGGGNNCCCCCNNGGGTGGGGGNGNAACNNG 

AAANAAANNNTTTTTTTNCCCCCCCCCCCCCCCGN 

Sequence 3984 

AGGGAGAAAACTTGGAAGCTTGCAGTAATCTTNCTGTMCATTTTATTGGCTGGATTACA 
CCACATGCCCATATC TAAACC AGTCACTAGGAAAGCAAATGTAATTACTGNGATTAGCTT 
AGAATAATGATTTCTCTTTTTGAGATGGGATTGGGGTAATGGAATACTGAATACCTAAAG 
AAACTTGTGTTTCTGCAGCAAGAAAGAAAAAATAATGCTTATGCATAGGAAGCCAGCAAT 
GTTTTCTGCAGGGATTCATTTGGAAAATTTTGAGCAGGGGAGTC 

GTNTCAGGGCATACTGGTTATGGNATAAGGCAGAGATTGGCAAACTTTTCCTGTTAAGTG 

ACAGATAGGGGAATATGTTAAGCCGCTTGG 

Sequence 3985 
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AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCTTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCAGGA 

GGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTNCAGCATGGGCCGACAGAGCA 

AGACTCCATCTCAAAATAAAGAAAGGAAAGAAACAAAGAAAANGAAAAGCTTATNTTTGA 

ACTTTCTCTAAAAAAAGAAAAAAANAGAMGCCTGATGCACACAAATCTAAATTTGGCAA 

GTCGATCAATTAAAGGGATATTTATTTGCATCACAAMTMTTCTTTACTCCCCCCAAAA 

AATC AATAAAAAG TTC AAATN GC AAC TTTTTTC CTAATGTGTTTAAAAAATG GT AAATTC 

NACCCAMTTCNATGGNGGTTCCCCCMCCTTCTTTTTTCNANGTTATTAAAT^ 

TTNGNGGTNAAAGTTGGAGGGTANTACCCTTGGAANGTTGGAGGGCCAAATNAANGAANA 

GGTNTGNNGCCCTTTNAAAMCCTTGCCCTGGGNNGAANAAAACGTNGTTTCNNTTT^ 

TTANAAAAGGTGNNGTNNGN>V\AATTGGTTTTNGGGGGGCCCCANAAATTCCNT^ 

NCC I I I 1 I I 1 I 

Sequence 3975 

CCGGGCAGGTACACTAATCCTACTGAGCCAAGTGATCATC7TTTAATAAAGACCTTTCCT 

GAACTCACTTTGTTTGGTCTCTCCCATCTTTGATTGTCCCGCAACAATAATAACTATAAA 

ACAGAAACTGTTTTAACTTGTTGCCCTACTCAGTGACCTGATGAATACATTGGGAACAGT 

CCTCCATGTGGGGAAMTCMGTGGAAGTCCTTATTACATMGTCCAMTTTTAAGGAGA 

ATAAGTCCCACGATGAGTTTCCTCATGCTTTGGCTGTGCATAGATGAGTCAGCCTTCTGG 

GTGTGACTGCAAGCAGGGCTTGTCAGTCCTTCTCAGAGTCACTTTGCAGGGGTTGNCT 

Sequence 3976 

AGGTACCTGACTCCTGACTCAGAACACGCTCTTGAAGATGTTGATCTAAACAAAGTTTAC 

ATCCTCGGTGGGCTTGTGGATGAAAGCATTCAGAAGAAGGTGACATTTCAAAAGGCCCGG 

GAATACTCTGTCAAGACCGCACGCTTGCCAATCCAGGAATACATGGTCAGAAACCAGAAT 

GGGAAAAACTATCATTCAGAGATACTGGCCATCAATCAAGAGACTCACAACTGGCCTGAA 

GCATTGAAAGAAAGGAGTTTNTTCAGGAAAAGGCTATATTCTTCGGAACTCAGTGGAATG 

ATGGGCCTAAGATTGCAGCTGCGTNGCCAGGTTGCTCACGCCGTTAATGCCAACACTTTG 

GTAGACCCGAAGTGGGCCAGATCACCTGAGGTCAGGAGTTCCGACCAGCCTGGCCAACAT 

GGTGAAACCCTTNTCTACTGAAAATACAAAAATTANCCAGGTNTGGTGGCGCATACCTGT 

AGTCCCAGCTACCTTGGGGAGGCTGAANGCAGGAGAAATCACCTTGTAACTNTGGGNAGG 

GCGAAANGTTTGNCAAGTTGAGGCCCCANGATTTTNACCCCAGTGCCACTTCCATNCCTG 

GGGTGACAGGANCCAANGAACTTTCCATTNTTNAAAAAAAAAAAAAAT7TNATTT 

AAAA 

Sequence 3977 

GCCGAGGTACTTTAGGAGACCCAGGCGGGCNGATTGCCTNNCGTTCGNACNTCTGCCCTA 

TCAACTTTCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGG 

Sequence 3978 

AGGTACAAAAGAATCAGAAGTTTAAAAAATTAAAAATTTATAMGCAAAAATGTTATAG^ 

ATGTTAACTCACTGAAGAAAGAAAAATTTTGTCCAGGCGTGGTGGCTCATGCCTGTAATC 

CTAGCACTTTGGGAAGGATTGGAGGTGTGTGGATCAATTGAGGTCAGGAGTTTGAGATTT 

TTTMTTAAATTTCTCCMGMTNGTATACACAGCTTGCCATAGGTAGTNACTTTCTGCT 

CCTATCCATGCGTGCATACGGCCCTTAANAGAACNCCCGCTCTNGAACTAAGTGGGANCC 

CCCCGGNCTGCCAGGAATTTCCGATATTCAAGCTNTATTCTGANTACCCGNTNGNACCCN 

TTGAGGGGGGGGGCCCC 

Sequence 3979 

TGAGCTGCACTTGTGACAAGCTGCACGTGGATCCTGAGAACTTCAGGCTCCTGGGCAAAC 
GTGCTTGGTCTGTGTGCTGGCCCATCACTTTGGGCAAAGAATTCACCCCACCAGTNGCAA 
GGCTGCCCTATTNAAAAAAATTGGTGGGCTGGGTTGTTGGCTTAATGCCCCCTGGGCCCC 
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AGAATCTCCCACCTTTTAGAACCACTTTAAGATNTTTATTTATTCTCTCCAACCATNCTG 

GCAATC I I ! 1 IATCCTTAAACAGGAATAAATTCCTACAGCTGAATCTATTCANGATTTCT 

GTGTGTATGTNTGAAAATTTATATGATGCTCAATCCTTTAAAAATCTTTTATTC 

CTTTTAAAAAGTAAAAACACNAGGNGTTTTTANTCATAAAAAMGTGAAGAGATGm 

GTCCCACTTMNNTTCTCTGCNTTGCTTTTCTTTTT 

Sequence 3968 

AGGTACTTTTATTAC AGTA I 1111 I ATTTGTTTCGGAGACAGGGTCTTGCTCTGTTGCCC 

AAGCTGAAGTGCAGTGGTGCAATCACAGCCTGCTGCAGCCTTGGCCTCGCAGGCTCAATC 

AATCCTCCTGCTTCAGCCTCCTAAGCAGCTGGGAACACAGGCTCATGCCACCACATCTAG 

CTAAI rTTTATTTTl IGATAGAGATGAGGTCTCACTGTGTTGTCCAGGCTGGTCTCAAAT 

TCCTGGACTCAAGCAATCCTCCCACCTCGGCCTCCCGAAGTGCTGGGATTACAGGCATGA 

GCCACCACGCCCGGCCACAGTAI I I II I AAATGCCAGTTAGGTTTTATAAG ATGTAGAAT 

TCTATAACTCCMCACAAGMTGACAGGNGATGCTTGCATGACTTTTGGCAANTAACTTC 

CAGGAAGCCCTAGGGATTTACAAAGATGCTTTTGAGTGACATTTAAGTCACAAGNAGAAT 

TGNTTGCAANCTAAAACAGAAACACCAGGGATTGA 

Sequence 3969 

CACCGCGGTGGCGGCCTTCCGGGCAGGTNTNATATGCTNTTCATAATTTGTCAGGCCAAC 

CTTCACACCNTNTTTTGGCAGTTCGTGTGCATACGCTGCGCAGACTATCATATCCCCCTC 

TATCCCGCGTACCCAGGCTTTGGCATTATTGGATGTCAATAGCATTGTTTTTGTCATGTA 

GCTGTTTTAAGAAATCTGGCCCAGGGTGTTTGCAGCTGTGAGAAGTCACTCACACTGGCC 

ACAAGGACGCTGGCTACTGTCTATTAAMTTCTGATGTTTCTGTGAAATTCTCAGAGTGT 

TTAATTGTACCT 

Sequence 3970 

ATGGCGGCCGAGGTACGCGGGGACAGTTCCGGTGGGAGAACGCGGCTGCNAGGTTTTCGG 
CTTTGGCTCCTGATATGCAGCGACAGAATTTTCGGCCCCCGACTCCTCCTTACCCTGGTC 
CGGGTGGAGGAGGTTGGGGTAGCNGGAAGCAGCTTCCGGTGGAACCCCGGGC 
Sequence 3971 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCANCATGGGCGACA 

GAGCAAGACTCCATCTCAAAATNAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATT 

GAACTTCTCTAAAAAANGAAAAAMNGAAAGCCTGATGCACACAAAATTTAAATTTGGCA 

AGTCCGATCMTTAMGGGATATTTATTTGCATCACAAAAATAATTCTTTACTCCCCCCA 

AAAATCAATAAAAAGTTCAAATAGCCAACTTTTCCTMTGTGTTTTAAAATGTAATCACC 

AAATACATGTGTNCCCAAACTTTCTTTTCCANGTTATAATTTCTATTNGGGTTAAM 

AGGGTATTACCCTTGAAGTTGGAGGCNAAATAAAGGAGAAGTTTTGANGCT7TNAAAACC 

CTGCCTTGGAAAGGAGCCGGNGTTTCTTTTCTTTMGAAGTTCTTGGNANGAAAATNGGT 

TTGGGGGGGCCACCAAAAATTNTTTTTAAAATNC M I M I f f I 

Sequence 3972 

AGGTACTGAATGTAATTTAGATTCTCTTCTATGTTMTCTGATTMTTATATTrTAAAAT 

AGCACATTCACACTGTTTTACTTGAATACAGCTAAATGTGTGTATATATGGACCACATAT 

ACAAATATGGTCCCTTAAGATTATAATGGGGCCAGGCGCAGTGGCTCAGGTCTGTAATCC 

CAGCCCTTTGGGAGACCAAGGTGGGCAGATCATGAGGTCAAGTAATCMGACCATCCTGG 

CCAGCATGGTGAAATCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTTGTGGCAC 

GTGCCTGTAGTCCCAGCTACTTGGGAGGCAGGAGAATCGNTTGAACCCAAGAGG 

Sequence 3973 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGTGGTTGGGTGGT 
AAGATGGCGGCTGTGAGTCTGCGGCTCGGCGACTTGGTGTGGGGGAAA 
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AGATTTTTTTTTTTTTTTCTGAGGCAGGGTCTTGCTCTCTCACCCAGGCTGGAGTGCAGT 
GGTGCCATCTTAGCCCACTGCAACCTCCACCTCCCAGGTTCAAGCAATTCTCCTGCCTCA 
GCCCCCCACCACGTANCAGGGACTACAGGCGTGCACCACCATGCACGGCTAAI I i I IGTA 
TTTTTAGTAGAGATGGGGTCTCGCCATGTTGCCCAGGCTGGTCTTGAACTCTTGAACTCT 
GGTGATTCGCCAGCCTTAGCCTCCAAAGTGCTGGGATTACAGGTGTGAGCCACCATGGCC 
AGATTTCTCTCTTTAAGCAAATTTCTGACCAGGACCTGCCCGGGGCGGCCGCTCTTAGAA 
ACTAGTGGGANTCCCNNCGGGGCTNGNAMNGGMTTTCTAA7TTTCAAAGCNTTNTTNNG 
ATTACCGNTCTTNCCTTTTNAGGGG 
•Sequence 3964 

CATGGCAGGCTTGNGTGACCTTNTGTGGNTNCATCACGAGTTGAACTCCCCTACTGTCTG 

GTTTGATMCAGACTTTAATATTGNC7TTTTTATTTGCATGCATTTCAA 

TCCAGCCCATCTCCCCTTCCTCTTCCCTAGGAAAGGCTGTTTTAGTTTGTGGGGCTTTCC 

TCTTTAACACAATTTGGCTGGGTGAATGGACAGGAACAATATTGTTACGTAAAGCCAATA 

GCTCTGATAACACCAGCCCTAAACCCATCTGTTCCGGGTTTGGGTGGNAAATTCTGAAAT 

TAGATCCTGGGGGGACCAGCTTTTNGAATCAATTTATCATCCGTCCATGMTTTTGCTAT 

GTGTTCAGCAAAANCNTTTTATTTGGAAACAAACCACCAGATTTNTAGAAACACCATAAC 

CTGGATTATTGTAAAGGGGAACACCATGATAGCTTTTGAGTTCATATTGGCAATAAGNCT 

CTTTCCCTTTTGG I II I IGAAI MINI I NCCTCTTTTGGATGNNCCANGNC I 1 1 I i I CA 

AAAAAAAATTTAACCAAANNCCCCCAAAAGCCCTTTTTTTCCCCCTCANAATCATAAAAG 

TTTNCNCCCCCCCCCTTGTTTAAAAAAACCCAA^ 

TTTTGGGNTNGGNTTTTGGGTTTT 

Sequence 3965 

CGAATTGGAGCCTCCACCCGCGGNGGCGGCCGCCCGGGCAGGTACI rTTTTTTTTTTTTI 

TTTTTTTTGAGAGTCTCACTGTGTCACCCAAGATGGMGTGGTANGGGCNCCATTTNGGT 

TNACTGAAGCTTCCACCTCCTGGGTTNAATCAGTTATCCTGCCTNAGTCTCCCAAGGAGC 

TGAGGATTACAGGCGCCGTGCCTAATCCTGGCTAAI i I I i GTAGTTTTAGTAGAAATGAA 

GGTTTCGCCACGTTAGCCAGCCTGGTCTTGCTTCGAAACTCCCAACCCTCANGGTAATCC 

ACCCTGCCTTGGGCCTTCCCAAAGTGCCTGGGATTAAAAGGCATGAGCCCACCANTGCCT 

GGCACCAAGGTCTTCTTTTCATTTGTATACTAAAAAAAATGTTTGGTTTTGAACANAACC 

CTCCGAGATGAATAGAAGTCACCGCCCTTCTGGCTTCTCGGGGTTC TC AAGCTTGCCCNT 

ATCTACCCTTGCAAGTTTGCNTGCTGCCTGCTGGANCCCCACCCANGTCATGTTNCCAAC 

TGTGGCATTTCCTAAAAAACTTCTTTCCCCTTAAAAGGTNGGNACCCCCATTGCCCCAAN 

TCNACAA I I I I I I I I I CAAAAAATGTCCCCAAAAAGGGAAANGAAATCCCCCATTNTTNT 

TTCCCTTTAAACANNTTNTTGTCCCCT 

AMNCCCTTTTAATTCCCCCNTNT™ 

GGGN7TCCCCCCGGGGGTTTGGNAGGGAAANTTN I I I II I I NAAAACC I MINI IGTTT 

NCCCCNNCANNCNTTNAAGGGGGGGGG 

Sequence 3966 

CCGGGCAGGTACACACACTCAGGCTTCAGATCTTGTTGAAAGCTGCGATATCGACACTCT 

GCACGTGCTCCTCAAACTTGGTGATCTCCTCCTCCAGCAAGTCTGTCCCCACCTTGTCGT 

CCTCCACCACACACTGAATCTGTAGCTTCCGGATACCGTAGCCCACGGCCCCACAGACCC 

AGCACGTATCTCCCATGCGCCAAGTGGAGCCCCCAGCCAAGAAGCCAGCCACACCAGCAG 

AGGATGACGAGGATGATGACATTGACCTGTTTGGCAGTTGACAATGAGGAGGAGGACAAG 

GAGGCGGCACAGCTGCGGGAGGAGCGGCTACGGCAGTACCT 

Sequence 3967 

AGGTACGCGGAGAGGCAGATGATATGCAGCTTGATCGTTGA IUH GATTTAGATGATCA 
ATGATGTTCAGAATAGTG7TTGTATGTGTGAGCATGGATGTGTATGTCGTGTGTGTGTCT 
GTGTATGTGGTGTGTGTGTCTGTGTATATTGTGTGTGTGTGTGTGTGCATGCGTGTGTGC 
AGGGTAGGTATCACCACATTCCCTGTGGTGGTGTGTCTCTTCTCTGGGATTGGTTCTTCT 
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AyGNmCCAAACTATTTTCTACANAACCCCAGTTCAAANAAGCACTTTGTGTGTCACC 

CAAAAAGCGCAGGACCAGTTGATGTCATCTNCCAACTNAACACTCTGCTCCATTAACATG 

GACGACTCTAAACACCTGATATAAGATCAGCCACCACCACCACCGNATTTACCACGCAGC 

CACTGCCTACCTNGGCCAAGCTNTAGGGCCAGTTCTT7T7TTTTTT 

Sequence 3959 

TTGTAGTTCATCTAAGGCACCTTTAAGTCACAGAGTTATTTTTAAAGTATATGAGTTACT 
TCTGATTATAAAAGTAATTCAGGTTCACTGTAACAATTGGAAAAGAGCAAAAAGAAATGA 

I? GGA !^ ATCCTCT ^ 

TTCTTATGACATTAACTCCTCTTCAGMCTATGTGGTTTmGTTTTGTTrTGT^ 
oo^^Xr^^ ACTC ^ G ^ G ^ GGAGGG ^ GGAGTGC ^ TG< ^^ G TGATCTCGGCTCACTGCT 

TTACAGGCATGCACCACCATGCCCGGCTAATTrrGTATTmAGTAGAGATAGGGGTTTC 
Sequence 3960 

S AG ^ G 3H GCTAACATGGTGMACCCTGTCT CTACTAAAM 

GG J GGC J GA £ GCCT ^^^ 

2 A ^ AGG J G ^ 

^ AGC ^™ CCATCTCAMATAAAGMA ^ 

™™ TNTAAAAAAAGAAAA/ ^GAAAGCCTGATGCACACAMTCTAMmGGCA 
JSS^J ^^^Q^ATTTTATTTGCATCACAAAATAATTCTTTACTCCCCCCAAA 
AATCAATNAAAAAGTTCAAATAGCAACTTTTTCCTAAATGTGTTTAAAAATGGTAATCAC 

A ^^T^ A f CCTGGAGNNGAG GGCAAm NGGA AGAGNTTGGGCCTTTAA^ 

CCNNAAAANTCTTTTCCAAAACTTTTTTTTTT 
Sequence 3961 

CGGCGGCCGAGGTNCNNGNGGAGATTTANNCGGGNTNAAAGCCCGAGGNCAGGAGTTNGA 

CA ^ GTGGCTCACGCCTGTAGNCCCAACTGCnGGGAGG ^ G AGGCAAGAGAATCGCTTG 

A m^ AGCAA ^ A , CTCCATCNCAAAATMAGAAAGA ^ 

^ ncnctaaaa ^ g aaaaaaamgaaagcctgatgcacacaaatctamttt 
S? CA ^ cgatcaa ^ aaaggata ^ aa ^gcatcacaaaaataannctttactccccc 

CAAAA ^™ AAAAAAAM ^^ 
^I CC ^ A ^ AAAACANGGGGGNGNCNCC ^ 

ctaatggggggnaaaaaggnggangggaatacccnggaaagggggagggcnaaaaaanga 

G ?" GG il GGGANGC ^^ 

AANAAGGNANNAAAAAAAANGGGGGGG i « i nnnnaa 



Sequence 3962 

^ G ^ G ^^^ CGA JI G ^ AGAATGA GGAGGTCTGCGTTCCCTTACGGAATTACATC 

CGCCTCATCTGAGGGAGCTTCACTTGGACAACAACAAGCTTACCAGAGTACCT 
Sequence 3963 

CCGCGGTGGCGGCCGAGGTACAAAAGAAGAAACAAACTCAAAATTTGATATACAGGTCTT 



Page 707 of 869 



WO 01/51628 



PCT/USO 1/00798 



Table 2 



CCGCGGTGGCGGCC GCCCGGGCAGGTAC 1 M I 1 I 1 I 1 I 11 I H II 1 1 A T I 1 1 1 I 1 1 1 1 I 1 

1 I 1 I 1 I I I 1 1 I I M I 1 1 1 1 1 I I 1 H I) ) J I 1 1 I 1 M N 1 ) M H 1 J M I) H ) < 1 1 M I r 

I I I U I I MNGGANTTTTNNNCNAAAATTNNNGGGGNGGTTNAAAAAAAAAAGGAAAAAN 

GGGTNTTTAAAAANANGNNTTTNNNAAANNTTTTNTNAAANNNNNNNNAMTTTNNCNCN 

AAAANNNNGGANGGCCANNNTNGGGGNAANAAAANAANGGTTTTTTNAAANATNAANNNT 

AAAAAAI I 1 I I ! I I NNNANCNNTNTNNNNNAAAAAANNGGGGGGGNANNNAAAANANTTT 

TNNAAANNCNTNAAAAATTTTTGGNAAAANAN^ 

NNCAAAANGGNTTTTTTNNCCCCNNAAAANCCNAAANANNGGGCCCCAAAN7TTAACCNN 

AGGCCAAAAAAAANGGGGGNNANNNCCNNGGANNCCNGGGGGNGGCTNTNAAAAAAAAAN 

NGGNANCCCCCGGGGCGGGGGGAGAAATNTAAAAAAAAAAANCGTTNATNANNACCCCNC 

AACCCNTGNNGGGGGGGGGCCCCNNNCCNCCNTTTTTTNTCCNCTTTTNGGGGGGGGNTN 

NAANNNNCCNNGGGGGNAAAAAAAGGGG 

Sequence 3954 

CCGGGCAGGTACCAAAATGTGGCCAATCGAGGCTTCGAGTAAGTCACAGCAGCGTTCACC 
AGCGCCGGGGTCTTCTCCACAAGGTTACGGACAAATTGGGCCATGGTTCTGGAATGGAGA 
GTCCGTCGCCCCGAACCGCCGGCTGAATGTCACCCGCCGGAAGGCCCCGCGTACCT 
Sequence 3955 

ACTTTTTTm IGAGATGAAGTCTTGCTTGTTGCCCCGGCTAGAGCGTAGTGGCGCAATC 

TTGGCTCACTGCAACCTTCACCACCCCAGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGA 

GTAGCTGGGATTACAGGCACACACCACCACACCCAACTAATTTTTGTATTTTTAGTAGGA 

GACGGGCTTTTACCATGTTGGCCGGGCTGGCCTCNAACTCCTGACCTCAAGNTGATCCGC 

CCGCC7TGGCCTCCCAAAGTTGCTGGGATTACAGG7TGTGAGCCACCACGCCCAGGGAGA 

CATTTCTTTATTTTAAAGGGTAGCCTGGTTTATCCCCGGGNANAACTGGTGGACTTTCCT 

AACTGAGACAAAGCCAAGTGTCTTTAAGGTTTTTGGTGTNGGTCAANGAAGTAAACCAAG 

NMCCCCACCACNAGGGMGGACCTTTAMTTTGATGAATTNATTATTNATTANTAATTT 

TAGGGTTCCCCTTNGGGCCCGNCTTCTTAANAAAANCTAAGTTGGGNNATTCCCCCCCGG 

GGGCNTGGCAGGGGNAANTTTTCNANTTATTCCAANNGCTrTTANTTCCGATTAACCCGN 

TGCGAAACCCTTCTGNANGGGGGGG 

Sequence 3956 

TGCATTAAATGAAtCGGCCAACGCGCCGGGGGAGAGGCGGTTTTGCGTTATTGGGCCGCT 

CTTTCCGCTTCCTCGCTCAACTGGACTTCGCTTCGGCTCGGTTCGTTCCGGCTGCGGCNG 

AGCGGGTATCANGCTCACTCAAAGGCGGTAAATANCGGTTTATTCCCAACANGAAATCAA 

GGGGGGGATAAACCGCCAGGGAAAGNAACATTNTTGAGCAAAANAGGCCAAGCCAANAAG 

GGCCNAGGGAAACCCGTAAAAAAAGGGCCCGC 

Sequence 3957 

CCGGGCAGGTNCTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTNTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGANAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTTGAGCCGANATCGCGCCACTGCACTCNCANCNTGGGCTG 

ACCAGAGCATAGACTCCNTCTTNAAAATAAANAAAGAAAGAAACAAAGGAAAAGGAAAAG 

CTTTATATTGGAACCTTTCCTTCTTAAAAAAAAAGTAAAMTAAMTAGGA 

GATTGCCCCACCAAAANTCTTAAAATTTTGGGCNMNGTTCCGTANTCNAAATTTAAAAA 

N GGGAATN TTTTATTTTG GC C ANTC C AC AAATAAATTAAATTTTTTTTAACTTCC 

Sequence 3958 

ACTNN I I I I 1 II I 1 I I I I I | I I I I I I I I I GGAGAGACAGGGTCTTGTTATGCCATCCAGG 

TGGCTAGCGAATTCCTGGCTTNAAGCAATCCTCCTGCTTTGGCCTCCGAAAGTGTTGGGA 

CTACAGGTATAAGTAACGTCGCCCCAGCCCCAGCATGCATTTATAAAGCACAAATGGGAC 

AGGC TCATG CAAGGGTCTTACAAGACCACGTGGACAGATAGGAAGTTATCTANACATCAG 

GAAACTTTTGAATTTCACTCCATGTAACATTCTNAGGAAAGAAAAAAATTAATATTACAC 
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GGAAAC1 l i I IGGNTCATTTGTTTTAATMGATACCTTAGGTAGCTATTTCCTTAGAA 
Sequence 3946 

CGAGGTACGCGGGGGCCTCAGCCTCCAGGAGGCACAGCAGATTCTCAACGTGTCCAAGCT 

G AGCCC TG AGGAGGTCC ATTAANMCTATGMCACTTATTTAAGGTGAATGATAAATCC G 

TGGGTGGCTCCTTCTACCTGCAGTCAAAGGTGGTCCGCGCAAAGGAGCGCCTGGATGAGG 

AACTCAAAATCCAGGCCCAGGAGGACAGAGAAAAAGGGCAGATGCCTAATTCCCGAATAA 

CATCAACGACGGCTGCAATTTGCACAGTTCTGTTGGTGTAAAAGTCCCAGTAGAAGGTTT 

TTGGATTGTCGTCACATAGGCAGGCAGTATACTTATAGTTAAATGC 

Sequence 3947 

TGCGCTCACCTGCCCCGCTTTNCAGTCGGGGAAAACCTGTCGTTGCCAGCTGCATTAAAT 

GAAATCGGGCCAACGCGCCGGGGGAGAGGCCGGTTTTGCCGTTATTGGGGCCGC 
Sequence 3948 

CCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATTGGCCAATGAGCCAAGGCTGGA 

GTCTGAGACCTTTGGAAGAAAAAANAANGCACCTNCTGCCACTTTCTCCCTCANAAGGCA 

CAAACACTTTGTGTTCCCCGTCAGTTTGAGGGGACGGTGGGGGGATGATATGAATGTCAC 

AGGAGGAGACACCTTCTGTCTTTGTTTCAMGAMGTGATGTGCCATTTGTTAAATATTA 

C AAG CAN AAAT ATTG N N AAATATATTTG AAAAAG AG G C AMTTTTTAAATTATTTTTTGG 

CTTTATTGTTTGCCAAAAATTTTMTTTTTCCTTGNNAT^ 

GTTACGAAGAAAAAA 

Sequence 3949 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCAACAGAGGTAGCATCAGCAAGCAG 

GCCGGCGCCCAGGAGGGGCAGCAGCCTCACGCGGGGCTTTCTGGTCT 

Sequence 3950 

TTGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGATGTAG 

CTGTGTAGTCTCCTTCCATAGCTGCTCTAAGGGGGCTGGCAAGATGGCTCAGCAGACTTG 

CCCCAGAGCCATGGCAAAGAATGGACTTGTAATTTGCATCCTGGTGATCACCTTACTCCT 

GGACCAGACCACCAGCCACACATTCAGATTAAAAGCCAGGAAGCACAGCAAACGTCGAGT 

GAGAGACAAGGATGGAGATCTGAAGACTCAAATTGAAAAGCTCTGGACAGAAGTCAATGC 

C TTGAAGGAAATTCAAGCCC TGC AGACAGTCTGTCTCCG AGGCACTAAAGTTC ACAAG AA 

ATGCTACCTTGC 

Sequence 3951 

CCGCGGTGGCCGCCGANGTACANGCANCAAAAGCAAAAATATNCAAACGAGATTCCATAA 
AACTAAGAAGCTTCT NTGCAC ANCAAAAGGAACAGTTATAGAGTGAAGAGACAACCCACA 
AATGGGAAGAGAATGTTTTTTAAACCATACCTCANGTAAGGGGTTCATACCAATAATATG 
TAAGGTAA CTCAAC CCAGAAATGAGAAAACAAGCTTACTAAAAAATAAGTNAAGGACTTG 
TATAAGACA I l I I I CTAAAAAACNGACATACCAGAAGGGTCAGCATTTTTTATTTA 
Sequence 3952 

CCGGGCAGGTACCTGTTTTGTTTCCTGATTATTCCAGGATTCTCTCACTAGACCCTAAGC 

CTCTCATTCTGCTGTAGGTCAGATTCTCTATTCCTTCTCCCTAGCCCAGAGCCTTGCCAG 

CACTTGCGAAAGTTACGGTTAGAATGTTCCCTTGCCTAGTCACCTCTTTGAAAAMCACT 

GTGATGTTACATGACTGCGATTCAAATCAGACACTGTCTGCTTCCCACATGTATCTCAGA 

CAGGTTTTATTTAATGTTTCTTGTCAGMTATTGTAAATTCAAAAGGATGACTTT 

AATGTAAAC^AAGACAAACTTGTGGTCTTTTTGTCTGGAATTACTTTCACAAGAGATGGA 

G CTTG CAGGGGAATTTACTGTCTGACCAGTTACTAATGTGAGCCCTTGCCCCACCCTCTC 

CTTTTCTTMTTTCTTCTGTAGGCCTCTTCTCGGTTATTAGTCCGCCCCACCAGCTCCGA 

AACCCGAGTGCAGCCGAGCTCGTCAGTGCAATTGAGGAACTCGTGAAAAGCAAGATGGTG 

ANGCCTNCCAGAGAAAGTCTGACTTTTTGGNANCTGCTCTGTGGTACTACTTGGCAAGAA 

TGGATTTGCCCTTTGG 

Sequence 3953 
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CCTAATAATTNNAAAGNCTTTATCCGATTTCCCCNGTTCCGTACCCTTCTTNANGGGGGG 

GGGGGCCCCCGGGTTACCCCCAAANCrTTnTTGTTT 

Sequence 3940 

ACCCCGGGAGCCTCACATGACTCTCTCAGCCCCTCCCTGCTCTGAGTGACTGAGAGAACT 

TCCTTAGCTGCAGGGCTGCAGGCAGGTGCTTCTGCTCCTGAGCTCCTAAACACACCAAGG 

GGTGCTTGAAGGTCCAGGCCCGCCCCTCTCTAGAGGAAAAACCTACTCATTTGAGACTAC 

AAACCTCTTCTAGAA GCTG TAACCTGAAATGCTAGAATGAGCTTATATTAATCATGCTTT 

TTTATAATGTATAATGTTTTCACATCTTGGGGACCTCACTGACTGGGGAGAGACTGCCCT 

TCCCAGGGCAGGCCAATTCTTAGAGATAGCAAAGGGGTCCCTTGGGAGTGCACCTTTGCA 

CACTAACCAACTCAGAGTCCATCTCCTCGATTTGACTCTTCCACCGCAGAAGGCAGTATC 
CCCTCACC 

Sequence 3941 

GATCATATAGGGCG AATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAr.TTTTTT 
I "" i . i m i i 1 1 i IGCCTATTTATTCACTATGGCAATTCCANTGCCTTGAGTGATGCC 
TGGCTTATCATGGGAGCTCAGCACATAACAAATGCATACATGAATACNGATTCTCCCTCT 
CACCCCAATCCCTTGGGATATGCTCTAGTATCCACTGACTNCTACTCTCCTGGCTGCCTG 
CAAAGGTAGGCATGCCCACCGATGTCGCTGATCAGCATG 
Sequence 3942 

AGGTACCTTCCCATTTTGGCTGGAAAGAATTTTATAAACMGTTAGTCTCAAACACTGTT 

AATAAGAAAAAGCTGGCCGGGTGCGATGGCTCGCACCTGTAATCGCAGCACTTTGGGAGG 

CTGAGATGGGTGAATTACTTGAGGCCAGAGGTTCGAGATCAACCTGGCCAACAAGACAAA 

ACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCATGATGGCATGCTTGTGATCCCA 

GCTACACAGGAGGCTGAGGCATGAAGATCGCTTGGACCTGGGAGGCTGAGATTGCAGTGA 

GCCAAGATCGTGCCACTGCACTCCAGCCTAGGTGACATAGCGAGACTGTCTCAAAAAAAA 

AAAAAGAAAGAAAAAGAAAAAAGAAAAGAAAAAGGTAAGATGTCTTGGTATTTAGGAAAA 

ACTTTATGGGCANGAGATTTCTTAGCTAAACTGAATGCTGTTAACATAAAATTNTATACC 

CACGTGTATTACAG ATTTAAT ATGGTAGCTTATTAGTAACATTAATTAAATGGCAGATAT 

GGGTGATAGGGAAATTTTTTAACAGGCTCC 1 1 1 1 I I I I I I I i I C CCCACCAATANTGGTN 

GAAATTATAAAGTTTAAATTTT7TTTCTAAGTTTATTATTTGGATTTTTTACC 
Sequence 3943 

ANGTACGCGGGGAGGGACCCGCANCTCAACTACAGNGCNGNNNAGCNNCNTGAAGCTTNN 

ANANNGMCNTGGTTTTNTGCTCCTTGGTCCTGGGTGTCAGCAGCCGAAGCTTNTTTTCG 

TTCCTTGGCGAGGCTTTTGATGGGGCTNGGGACATGTGGAGAGCCTACTTTTGACATGAA 

AGAAGCCAAATACATCGGCTCAAGACAAAATACTTTCCATGCCTNGGGGGGAAACTATTG 

ATGCCTGCCAAAAAAGGGGMACC 

Sequence 3944 

CTANAGGGCGAATTGNCNGCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTNCTTTAGGAG 

ACCCANGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCTAACNTGGTGA 

AACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTC 

CCAACTGCTTGGGAGGTTGAGGCAAGAGAGNTCNTCTTGAACCCAGGAGGTGGAGGTTGC 

ATTGAGCCGANATCGCNGCCACTGCACTTTCAGCATGGTTCGACCNGANCATNGGACTNC 

ATTCTNAAAATNNTGGAAAGATANGCAAACAATNNTAAAATAGNAANAAGGNNTTAATTA 
TTTG 

Sequence 3945 

AGGTACAAAGATGGTCGATACGATTATTTTTCATCATATATTACAGAAAATACTACTCTT 
GAAAAATACTCTGAGAAATATGTTCTATGGTCAGATAAGTTTGGGAAACAGTGAATTATT 
GTTCCTCCTTTGCAGAATCACAATGCACTGTTAGCTAATTAAAGANTNTCAGATGTCCCA 
CTGGAAAGAATCA TGmAGCT TTGTTTAACCTAGCATTTCCCAAACTTATTAGAGCATA 
AAACTTTGi I rTTGTTTTTTTI I AATAAGATAGGTAGCTATTTCCTTAGAACACAGTTTG 
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CCCACNAAANGGACCCCCANGTNTTCCCTTTACCCA 
Sequence 3934 

^^ GTGTGCA ™ CA ^GGAAAAAMTGTGMTCAGTCACTACTGGMCTGCACAA 
AC I GGCC ^I GA ^^ 

GGAGACAAGTGAATAAATGNAAAGCTTAAANCCTCGGGGGCCTAATTTTCCCCATAGCCG 

g ;[ ggg ^ g 3 ggac ^^ 

™JI7™II mACCC1 ^ C ^ A ^ AAGGmGGTANCCCTCNG GGCCCCGGCT 
IS^ A ^^ ANGNTGGGAATCCCCCCCC CGGGGNCTTGGGAAAGGGAMTTTTCNG 
slJlnc^S ^ CC ™" nTCGGMTACCCCGGCCCGAC CCCNTCGAAANGGGGGGG 

AGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACCTTCAATACCTTTAGTTGTCT 
CC ? ACACACG ^ 

CACTGTCAAAAAGGTGCTTTAAGAGCAGTCTTrGGCTGGGCACGGTGGCTCACACCTGTA 
CTTCGCTAACAGGATGGTCTTAAGGGACAGTGAAACCCTGTCTCAACTAAAAATACAAAA 

Sequence 3936 

G ?^ GGCTGAC ^ CCATCACAGC CTCTCCCTCTATGTCTGAMCATACTTTAGA^ 

G J 3GG J T G i^ 

AAGCTCCGTGAAAACCTCTCTGGGGGACACACAGCAGCTTATCTTCCTTGTTTACAAATT 
AACTGCCTTCTGTTGGTGACTGAGT ' ACAAATT 

Sequence 3937 

S^riti^Vr™ rTTrrrmTrn 'GCANAANGATAAANATTTTTANAAT 

G ;it C A GGAAGGGGGCAGGGTA AGTGCTG 

AGGGCTCCACCCNTGGGGCCCTGTGCCCAT 
Sequence 3938 

CCTCG^cV CTTCTNNGCGCGGCGG GGCGTCTGCTTTATAGGAGAGGGCGCATGGCCC 
Sequence 3939 

NAAANTAANTTAGAGTAGGAGTCAGGAGGGAGGTTCTTTACTCTTGAATTAAGAGAAGGG 
GA ^? GAGGTGGCTCAGGTAGAGTGCGTAGGm ^ 

G I GGC J AAGGCAAAGGAGTGGAAG ^G A GAGMGTTTAAGAGAAGAAATGGACATGNAT 

rl AG VJ? GAG ^ 

CCGGGG I GAGG ^^^^^^ 

CCCGCCTCTTAGAAACCTAAGTTGGGATTTCCCCCCCGGGGCCTTGCCAGGGGAAATTTT 
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TCACCTGCCCATTGGTGCTGCANTGGCATTATCTTTCCCTCC 
Sequence 3929 

CGCGGTGGCGGCCGAGGTACGCGGGATCCCAAAGAATGAAATTTACCACTCTCCTCTTCT 

NGGCAGCTGTAGCAGGGGCCCTGGTCTATGCTGAAGATGCCTCCTCTGACTCGACGGGTG 

CTGATCCTGCCCAGGAAGCTGGGACCTCTAAGCCTAATGAAGAGATCTNAGGTCCAGCAG 

NAACCAGCTTCACCCCCAGAGACAACCACAACAGCCCAGGAGACTTCGGCGGCAGCAGTT 

TNAGGGGACAGCCAAGGTCACCTTCAAGCAGGGCAAGGGAACTAAAACCCCCCTTGAAAA 

TTCCCATTAAGTTGGGAAGNAAAAAGGTATTCT7TACTTAAACCAGGAAACAAAGGCCCC 

NTTGGCAAAAAAAGGCCAGGGAAAAAAGGGGAATTGCCACGGGGAGGGCCGTTGCCCCAA 

GGGTTTNGGAAAAAAACCAAATTTTNAATTCGGAA 

TTGCANCCAAAAAAAATTTTACCTTGGAAAAGNAAAAAATT^ 

AAAAACCCCATTNGGGGGCCATTGGAGGAAAGGCCTTGGAAAAAAGGGAAATTGGGGGGA 
TTCAATTTTNGG GNACCTTTAAAAAGGCNCTTTTAAAATTACCC 
Sequence 3930 

CCGGGCAGGTACCTTCCCCTGAGCAGGAGAGATCCTTGAACCACTGAGTGGCTTACATAC 

CCTCAGGCTGGTAGAGTGGCTATGTGTCTGTGCCCAGGTCCGGAGAAACAGCCCACTGGG 

TGACTTCTGGTAGACACAGCCCCAGGCTGACCGAGCATCTGTGTGTCTGCATCCCCTGCC 

TGAGAAACAGCTCCATAGGCTGCCCCTGGCAAATACATCCCCAGGCTGACCTAGCAACTG 

TGCATCCTTGTCTTAGGTCTGAGAAACAGCCCCATGGGCTGCCCCTACCAAATATCCTCC 

TAGGCTAGCCATCAATATTCTGGGTCTGAGAAACAACCCTGCAAGCCACCTCTGGCAGAA 

ATGCCCCTAGGCCAGCTGAGCAGCTGTGTGCACCTGTCCAGGCCTGAGAAATAGCCCT 

Sequence 3931 

CCGGGCAGGTACI I 1 1 I I ! I I I I 1 1 I I I I I I I I I I I I GGAACAAACACAAAAAAGTTTTA 

TTTAAAAAAAG AGTTTGAC ATTTAAAAGTTTG AAATAATATTAAAG N G AC AC CCTGTTTC 

CTTGG AAACACAATGCAGAACCACAAACTCTGAGACTTATTATAGCGAAAGTATTGTCAT 

TCAGTTCAATCTAATGGTATGAGGTTAGCTTTGAAGGCCAAAAGAAACTAGTTTCTAATT 

CTTATTCTTCTCCCCACTANACTTGNGGCCTAGGTMTTTTGTAATCTTTCTGAGTCTGT 

TTTCTCATCAGGAGCAGGATAATTCCTAAGTAATAGATCATATGTAGAAGTGAATATGAT 

CTCATGGCAGTGGACATCMCCATAGTTAATTATTAANAATATATTTACATTGAGCTATC 

CTTTATNTACTTTAAAATTGCAGACAAACAACANTTGACAAAGAATAGATAAAATGTTCT 

AACATAAACATTCTTCCATTCTTTCTAGGAAGAAGTCCACATACAGGAAAAATAATTAGA 

GGAGGGCCCAGTTCATATTNNACAACCTTTCCCAAAC 

Sequence 3932 

CCGGGCAGGTACTCTTCCTGGACAGAGATCTGATTGTTTCCTGAGCAGGATAATAAAGAT 

ATTGACTTACTCCAGGGCAAAGTTAGGGCAGATTTGCTAGTAGTCCCTTGTAAGAGTAGG 

GGTTTCCTAAGATCAGAGTTCCTCAGCTATGACACAGACCCACAGGGCTGCTCCAAACCA 

CCCCTATGGGACTCACGGAGCAAGGGGGATGGATGTGAATAAGAGGCTCACGCTGTCTGC 

TGTGTTGTGGTCACAAAGTCCTTTGTCTCTGACCAGGAGCCCCGTGTCTCTGCTAGTATC 

TGTGAAACTGCAGCAGGCTGTTAGCTTGTAAGCAGAACTTTCACAGTTCTTGACACAGAG 

GAGCCAAAGATCTCATTTCATATCTAAGTCAGATCAAGTCCCTCCTTTACTCAAAATCCT 

ACAATCACTCCCATTTCAGAGAAAAATCCAAAGTTCTTACGATGGCCACAAAACTCTGAC 

TGATCACTCCCATCCTCCTGCACACTCTGGCATCTCATCCTGTCTCTGACCCCATNCCTG 

C 

Sequence 3933 

ACCGGGMGAGGAGGCGGNGGNNGGGGGGGANGGACNTGAGNAANAAAAAANA7TTTTTT 
N I I Ml I I ICGCGNCACTCAGACTACNNGTGCACCTCTGCAGCAGGTGCANGCCCNGTTT 
GGGCACCCCTCCAGAACATCTCCCCATGGATTCTGGCGGTANNTGACTCTTCAGATTCAA 
NAGCCTNATCTCCTGTTGGNGCNTNCTGGACAACTTTGGACCCAGTGCGNGTTCTTCAAA 
TGCCCCTTTCCCCCNAGCNCTGCCCAGCCCTGNGAGGCAGCTTCCCCAGCAGGGTCCTAC 
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CCGGGCAGGTNCAGTTTAGTCAGGAAGCAGACATTAAACACACATATACACTCACAATGC 

TAAAATAAAATAAAGCTGTTAATTTGATCAATGCCAAGAAGAAAAAGAATGGGGCTTATA 

AGAGAATACAACAAGCGGTGCAACTTAAATGAGGGGGCAGGGGAGTATCTGAGAAGCCCT 

CTGTGAGTGAGTGAC 1 1 1 1 1 1 I ( I 1 1 1 II 1 1 1 1 1 AGGAGATGGTGTCACACTTTGTCTCC 

AGGCTGAAGTGCANAGGTGCCGATCCCAGCTCACCTGCAATTATCCTCCTCAAGCAATTC 

CCCTGCCTC AGCCTCCCC GAAGTTAACCTGGGGACCTTCAGGCAACATGCCACCCACGCC 

TGGCNTAAAA 1 1 1 1 n 1 1 iGGTATTTTTTTAATAGAAGACCGGGGGTTTCCGCCCATGCN 

TGGCCCAGGAATGGGGTCTTCGAATCTCTTGGACCTCCGTGGGGTTCCACCTTGCCTTNG 

GCGTTCCCGAAAAGTGCCTTGGGAATTTACCANGGGCGGTGAAGCCCACCCGCNGCCCAA 

GGCC^GANGGGGAGTGGACNATmMTTCTTCAAAAACTTAAAMTAAAANTTNNGCC 

AATTTTTAGGCCCAGGGAA AAAAAA AAGTmGGGGGAAANAAGTNNTTGCCCAAANAAA 

AANAAAANAAANMTTGCCGTTTTTGGGGGGTT^TTTTGGGNAAAACCCCANTNNNNAANT 
NTAGANAAAANA 

Sequence 3925 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGA 

GGTCAGGAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATAC 

AAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGC 

AAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCA 

CTCCAGCATGGGCGACAGAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGA 

AAAGAAAAGCTTATATTGAACTTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACAC 

AM7TTAAATTTTGGCMGTCGATCAATTAAAGGATATTTATTTGCATCACAAAAATAAT 

TCTTTACTCCCCCCAAAMNTCAATAANAMGTTNAAATMGCMCTnTCCTAATGTTG 
TTTTAAAAT 

Sequence 3926 

AGGTACATCTCAGCAAAAGTAACAAACCAATCCACTCTTGAACCCCCTAAACCCCAGCTC 

CACCCACTCCAGACAGACCTGTTTAACAATGTCAGTGCAGGGCCAGGTGCAGGGGCTCAT 

GCCTGTAATCCCAGCACTTTGGGGGGACGAAGTGGGGCGGATCACGAGGTTAGGAGATCG 

AAACCATCCTGGCTAACACGGTGAAACCCTGACTCTACCTAAAAATACAAAAAATTAGCC 

AAGGCATGGTGGCGCNCACCTGTAGTCCCACCTACTTGGGNAGGCTTGAGGCAGGAAGAA 

TTCACTTGGAATTNTTGGGAAGGGCANTAGGTTGCCAGTGGAGCCTGANGATCTAACCAC 

CTGCACTTCCAAGCCTGGGGCCCACAAGANGCAAAGGACTTCNGTTCTTAAGANANANTA 

AAAAAATNANAGTTCAAGCGGCGCATTGCCAGCCTTGTNCCCTTTGGCTTTTGCTNGGGT 

NCCCCAAANGCCANCCCAAGCTNNCCTTNGGNTCCTTCTTANGGGAAACAAAACNACNGT 

TGGANTTTGNTGGTGGCCMCAACCGGGNNTTCCTTMTTTCCCACNAANTGGGGNTTTT 

Sequence 3927 

AGGTACTGGATTTCTCTCCAGTTCCAGCCCACCCTCCACAAAATGGTATACTATTTGAAA 

GCAGAGACTGTTGATCTTATTCACTGAAGTATTTCTATGTCTAGAATTGTGCCCTGCACT 

TAGTTGCTACTCAATAAATGTTTGCAGAGGGACAGATTGACACATAGTAGATGTAAATGT 

TACCAGCTCTCTGCAATGCAGTACATTGACCTTCCCTAGTCCTATCCAAGAAGTAGATTC 

TAGACATATCATGTCATGTTATACTTTGCATATCTCTGTTACCCAGGTAACAAGCAGGTT 

TCTTTGTATTTGACATCCCTGCAAACTTGGGTGGGCAGCAGAGAACCATAGCATAGAGGG 

CTGAGGAAGAAGACGTCTCGCAGAAGGCACTGGGACCAGGGGGACTGCTGTTGTCTTTTG 

CTCACTGTGTGGCTTAGAAAGCAAAAGAGGATCCCAGACACTGTGCACAGTTATGATGTG 

AAGCTCAACCAAGGGGGAATTGGAGCAGATGAATGACCAAATNTTGAAAGG 
Sequence 3928 

CAAAATACATGACCNCAGCTTGACATNGCCTNGNCCAAAGCCCTNGAGTGGGCCCCTCAN 

TCNTNTTGGNTCTGGCCTTACATTCTACTTTGTCCTTCCCTGCACCCGGGCCTTGGGTCT 

ATGAACTGGNTTATTTCTCCCTGAGCGATGATTCCACTCCTTTGTCCCACTGGCTGCCTC 
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CCGGGCAGGTACGCGGGGATTCCCCAGACC7TCTGCAGATTCTGTGGTTATACTCACTCC 

TCATCCCAAAGAATGAAATTTACCACTCTCCTCTTCTTGGCAGCTGTAGCAGGGGCCCTG 

GTCTATGCTGAAGATGCCTCCTCTGACTCGACGGGTGCTGATCCTGCCCAGGAAGCTGGG 

ACCTCTAAGCCTAATGAAGAGATCTCAGGTCCAGCAGAACCAGCTTCACCCCCAGAGACA 

ACCACAACAGCCCGGGAGACTTCGGCGGCAGCAGTTCAGGGGGACAGCCAAAGGTCACCT 

CAAGGCAGGCAGGAACTAAAACCCCCTGGAMTCCCATAGTGGGAAGAAAAAGTATNTTT 

TACTAACAGGAACAAGCCCTTGGCAAAAAGGCAGGGAAAAAGGGAATGCCACCGGGAGGG 

CGTTGCCMGGTGGGAAAAACAATTTCATTCGAAAATGGGAAGTTGGAAATTTTGCACAA 

AAMTTACTTGAAGGAAATTTMGTTCTNTTTAAAAACCATNGGGCATTGMNAAAGCTT 

GGAAAAAAGAAATGGGGGATCCATTTTGGGAACTTTTAAAAGCCCTTTA 
Sequence 3921 

ATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATACAGC 

ATCGGGGCCAGGTGTGGTGGCTCACGCCTGTGATCTCGGCATTTTGGGAGGCTGAGGTGG 

GCAGATCACAGGATCAGGAAATCAAGATCATCCTGGCAAACATGGTGAAACCCGTCTCTA 

CTAAAAATACAAAAATTAGCCGAGTGTGGTGGCATGTGCCTGTAATCCCAGCTACTCGGG 

AGGCTGAGGCAGGAGAATCGCTTGAGCCCAGGTAGGTGGAGGTTGCAGTGAGCCAAGATC 

GTTGCCANTGCACTCCAGCCTGGGCAACAGNAGCGGAGACTCCATCTCAAAAAAAAAAAA 

TNNAAGAAGGTNCCTCGGCCCGCTCTAGAAACTAGGTGGGATCCCCCCGGGGCTGCAGGG 

AATTTCCGATATCAAGGCTTATCGGATTACCCGTCCGACNCTCGAGGGGGGGGCCCCGGT 

ACCCAAGCTTTTGTTCCCTTTTAGGTNGAAGGGGTTAAATTGGCCGCCGCCTTTGGCCGT 

TAAATCAATGGGGGCAATMGCCTGGTTTTCCCTTGGGGGTGAAAAATTGGTTTAATTCC 

GCCTTCACCAAAATTTNCCACCACCAAAACATTACCGAAGCCCCGGGGGAGCCATTNAAA 

AANTTGTAAAAAGCCCCTNGGGGGGTGGCCCCTANAATGGAAGTTGGAGGCTTAAACCTT 

CNACATTTTAAATTTGGCGGNTTGCGNCCTTCACTTGNCCCCCCCTTTTTTC 

NGGGGAAAAACCNTNTTCCGTGCCCNACCCTGGCNATTTAAAATGGAAATTCNGGCCCCA 
ACCCCCCCCGGGGGAAA 

Sequence 3922 

AGGTACTN I I I ! I M II I I I 1 1 I I M M I I I I I I I GAGNNGAGACGGGGGTTTCACCATG 

TTGGCCANACTGGTNTTGAACTCCTGACCTNGNGATCCGCCCGCCTNAGCCTCCCAAACT 
GCTGGGATTACAGGAATGAGCCACTGCGCCCGGCCTC 

TTTTTGANATGGAGTCTCGCTGTTGTTGCCCAGGCTGGAGNGCAATGGCACAATNTNTGT 

TNACGACAACCTTTGNTTCCCGCANCCCAGGTTTATTTCMNAAGCCAATmCCCTTrA 

GGGGAAAGTTACCAANAAATCAGCCCAGGGGAANAAGGGAATGGGGGAGNGATGGGGCTT 

GGAATGAATCCCTGTTCAGGCCCTAAATCCGGCTGGGCCTCCCCCGGCGGTTACCTTGCC 

CGGGCCGGCCCGTfCTANAAACTANGGNGGGAATCCCCCCGGGCCTGCAAGGGAAATTTC 

GAATANTCAAANGCTTTATTNCGGAATAACCCNGTGCCNAACCCTTNNGAGGGGGGGGGG 
GGGCCCC 

Sequence 3923 

AGGTACAGAGGGATCAGAGTCCAGGCTCCTTCTATAGGGTTGAATATCAGAGGGGAATAG 

CAAATGACCCCGATGAGAGAGAGAGACCAAAGGCTAGATTCTTTCTGCAAGGTGGAGGAC 

GGCTAGMGGCAGTGGCCACAGATGAGCAGGACTTTTTCTAGACTGGTTTCTACAATTTT 

TGGCTrTGTTCAGGGCCCACCCAAGAAGAAAATACTCCTGGATCCTTCAACTAGCCCTCA 

GGTAGACACATGTTAGAACAGCCCGTCACGTCCTTGAAGNCATCACTCCCCTTGCCTAGA 

GGGAGTGAGGCAGGGGAGACTCCCAGGCAGGTGGCCCCTTAGTGCCTGGGGGTCCCAAAA 

GAAATATTCTTCTCAGGGCTTTTGAAGCACCCACCGTGAAACCTGATTCTACTCATGGAA 

TACCAATCTGGGGGGAAAGGGGATTAGTACCTGCCCGGGGCCGGCCGCTCTANGAAACTA 

GTGGGATCCCCCCGGGGCTGCAGGGAAATTCGATTATCAAAGCCTTTATTCNGATTACCC 

GTCCGACCCTCGGAAGGGGGGGGGCCCCCGGGTACCCCAA 

Sequence 3924 
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AAGATTGCTC < m i i AAA GCAAAAGAGATATNTAGTTAAAGACATNAAGAATAAAAATT 
AGGCACTCTTCCTCTTTTCCAAATCTTTGGAATTCTTTATTTAAAATANATTAM 
Sequence 3915 

CCGGGCAGGTAC I HI I M M II I I I M I II H | M M I I C M H I II HI I I I I I HI i 

^"'/"""" innUltllllHllH f NTTCTNN ANANANAAANATNNAANGG 

GTTTm I NTTTTNAAAANANNAGNAAAANACCCNTTTCCNTTNAAAGNAAAAAAAAAAN 

TTTNTTTNTNGNTNAACCCAAACNCCAGGGNGNAAGGGGNGGCCCTTTGGGNAAAGTAAA 

GGGANGGGGATNTTTGGNGGAAAATGGCCCCCCNTTAANAANCCCTTNAGGNGGAANGAA 

TTGCAGGNGGNTCNTNGGGGANAGNNANANANTTTCCCNAACC 

Sequence 3916 

TACCACGTGGGTCAGGCTGGGANNNGNAACTCCTGACCTNAAANANATTTANNTGCCTNG 

GGNCTCCCAAAGTGCTNGGATTACAGGTGTGAGCCACCATGCCTGGCCTCATCTCTCTTT 

TTTTGAAGACAGGGTCTTGCTCTGTCACCCAGGCTGGACCTNAGTTGGCATGATCATGTC 

TCAAGGGCAGCNCTCGGACCTTCTGGGCTCAAATGGATCCTCCCACCCTNTTGCCTTCCG 

AGCTAG CGTGGC CACTTACCCGGGCCACATGCCCACCCATAATTCTTGGC7TAAATTTTT 

TAAATTCi mm iGGTAGGNAGGACCACGGAAAtCTTCCCCTNATGGTTTACCCCAAGGG 

CNTGGTTCTTGAAAAACCTTCCNTNGAGGGGCAAAGGCCAANTCCCCTGTTAGGTCNTTC 

GGGGACTTNCCAAAATGGGNTTTGGGGGAATTTAATAAGGGGCCNTGGGGGCCCACCCAC 
AACCCTTGGGC CTTCAAAAAAAGCCATTCT 
Sequence 3917 

ACGCCCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGG 

GCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTT 

GAACCCAGGAGGTGGAGGTTGCAGTGAGCCGANNATCGCGCCACTGCACTCCANCATGGG 

CGACCAGAGCAAGNACTCCATTNTTCAAANTAAAGNAAAAGAAAAGAAAACANANAGTAA 

ATAGGAAAAAGGCCTTATAATTGGAAACTTTCTTCTTAAAAAAAAAAGGAAAATATAATA 

GGGGAAAGNCCCTTGNNTTGCCNCMCCAAAAATNCTTAAAAATTTCTTTGCCMNGTTC 

NGTNTTTCCANATNTTATAAGGGGAN I I I 1 I I I I I ANTTTTTNGCCATTTCAACAAAAAA 

ATTAAATTTC 

Sequence 3918 

CCGGGCAGGTACTGCGGCTGAACTGGCACTCAAACCACAAGACTACAGTCCTTCCCATAC 

TTCCCTCCCCTTTCCATAGGAAGAGGAGCCTCACCCTGTGGTAACCACCACCACAGACCC 

ATAGGGACTACTGCCAGGCTACTGCCAATGTTCTCTTGAAGCCCAAGGGCTGCCTGTAAT 

CCCAACACT7TGAGAGGTCAAGGTGGGCAGAACCCTTGAAGCCAGGAGTTCAAGACCAGC 

CTGGCCAACATGGTGAAACTCCGTCTCTACTAAAAATATAAAAATTAGCCAGGTGTGGTT 

GCACATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGACAGAATCACTTGAACCTGGGAG 

ACGGAGGTTGCAGTGCACCAAGACCGCGCCACTGCACTCCAGCCTGGGCCACAAGAGCAA 

AACTTCGTCTNAAAGATAATAAAAATTAATGACATT^ 

CTATTAGACCMGCATAGAATGATATMTTTTTTAAATTATAGGGAAMTAA^ 

ACTNAAAAAAAGGGAGGNTGGGGAAATGGTTAAATGAGCTTGGGTTTTTTCTTTGCCATA 

AGCMGGGCTTTAAAACAAAAAGTTGGNTTAAMCCAAGGAAMTAGCCCGTTTT^ 

AAATTACCCTTGGGCCCGGGCCCCAMTGGGCTTCATTGCCCTTGTAAATCCCAACCCCT 
TTTTG 

Sequence 3919 

AGGTACTTN 1 I J I M II I I I 1 1 I t II I M ( I I I 1 i ( | AGGTTNGNTCTTTAACCTCATTA 
CTTTCCTTTGCTCACAGAACCTGGAAGCAACGTTGACATTTNTTTGGACAGCTNTGACCG 
GGM I I AATCCCAAAAAGAATCCCTTAACACTGTGGCACATGAGGCACAGGGCACAGTCA 
CAGGTCTNAGGGACTCATGATCCTACTTCAGGGAGAGCTCAAAAGGGT 
Sequence 3920 
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TGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATCGCCTGAGGTC 

AGGAGTTCGAGACCAGTCTGGCCAACATGGTGAAACCCTGTCTTTACTTAAAAAAAATAC 

AAAAATTAGCCAGGTGTGATGGCAGGCACCTATG TATAATCCTAG CTACTCAGTAGGCTG 

AGGCAGGAGAATAGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGCCAT 

TGCACTCCANCTGGGGTGACAAGAGCGAGACTTAGTCTCAAAAAAAAAAGAATGAAATAA 

AATTGGCCCGGGCGCTGTGGCTGACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGG 

GCAGATCACTTGGGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAAACTCGTCT 

TTACTAAAAATACAAAAAATTAGCCCGGGTGTGGNGGGCAACAGGCCCTA7TAGTCTCNG 

CTTCTTCNGGAAGCNTGGAGGGCAAGNAAAAATTGCTTTGAACCCTGGGAAAACCGGAAG 

GTTGNANNTNAAGC CCNNTN TAAAAANNNAGNGGGAATCCCCCCGGGCTTGCAAGGAAAT 

TTCANATNTAAAAGCTTTTTTNNTTACCCGNCCAACCNNTNAGGGGGGGGGG 
Sequence 3909 

AGGTACANAAGAACTTCCCAGGATCCTCCATGCCGTGACTTTCATCCTGGCCCCCACCTG 

TGTGTGTGTTTCCTGCCTGTCCCTGCACCACATACGGACCCCTTACAGGGCGCTGTGGAA 

GCAGGAATTCCTGGGCTGGAATGCCAGTTCTCCACTTGGAGCTGTGTGACCTCAGGCTGG 

TGACTTGACCTCTNTGATACACATCTATATTGAATGTGTATCTATTGAATGTGTGTCACC 

TGTAAAATGGAMTCTGACCCACATTTCAGGGCTATGTGAAGGATAAACAGTTATGTGAA 
GTACCTGCCCG 

Sequence 3910 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGGTTGGGTGGTAAGATG 

GCGGCTGTGAGTCTGCGGCTCGGCGACTTGGTGTGGGGGAAACT 

Sequence 3911 

CGCTACAAAAACGTGGCCAGACTCTTGTTTACGTCAGTCCCTGATCACATTTCTAGTTAG 

CGGGTGAAGTCTTTCAACCGGGGTCTCTGGCTACCTTGACTGCTGTTCTCTGGCCGACAG 

AGGTCTCAGGCCTCCCTGAGTCAGAGCTCCCAGGGGGAGGACCAGATTGTCATCTGTGCT 

GGGGGTTCACTTTTGAGAGAGTTCTCCTCTGAGACCTGATCTCTGGAGGCTGGGCAGTCT 

TGCACTTGAGGTGGGGCTGGTCTGATCTCAGCACTCCTTAGTCTGCTCGCCTCTCCCATG 

GCCCCAGCCTGGCCACACCTGCTTACGGGGCACTCGTAGATGCCCACACCATAGCTTCCA 

TGCTAGTGGACTGTACCTGCCCG 

Sequence 3912 

AGGTACATTAGGAAATAAGTCCTCTAAAAAGAAATCATGATCCTGCTATCCAGGATTCAC 

TGATATCAATTAGGAGCTTTCATTCTTGATGCCTTCCAAGCTGATAACCAAATGTCCCTG 

CTCTCAGAGAATCACCACTGTGACTCCAATGAATGGCAGTGCGCCAACAAACGTTGCATC 

CCAGAATCCTGGCAGTGTGACACATTTAACGACTGTGAGGATAACTCAGATGAAGACAGT 

TCCCACTGTGCCAGCAGGACCTGC 

Sequence 3913 

AGGTACI I I II I I I I n I I I I I I I I I I 1 1 | | | N | | I CCTTATAAACCACAC AGGCCCAC 

TCAGCACATCGGATTGCTGCATGGTATGNGGAGNGTCCAATGCATACCAAGGGGGTTGTG 

TGGCTGCCAGGCTGNGANCCCCCTCGGCCTCAGCACGGNTNTGCTANACAAAGTAGTT7T 

CCAAGCTAGGTCCTATTGCATCAATTATTTGNAACCTGTCATCTGCCCCCATGGNGAGCG 

ATTCACTTGGANAGGGNGGNGGTGACCCTGTTTGCTGGTCNCCATCAGGAAGCGAGCCCT 

GTTCTTGCTGATCCCAGTCCACTTACATTGTNAAGCTTGTAGTAAAGCCCACAGGCATTG 

NAAACAGGGTCCCCATTG 

Sequence 3914 

CCGGGCAGGTACGGTGGTGCGATCTCAGCTCATTTTGACCTCCGCCTCTCAAGAGTTCAA 
GCAATTC TTGTG CC TCAGCC TCCTGAGTAGCTGGAACTACAGGCATGTGGCCACCACACC 
TGGCTAATTTTTGTGI Till I AGTANANATGGGGTTTNACCATGTTGGCCANAATGGTCT 
CGAACTCCTGGCCTNAAGTGATCCACCCACCTNGGCCTTCCNAAGTGCTGANATNCCANC 
CTTAACCAATGTGGCCTGNGGCCAAGAACCATACTTTTAAAACACCAAAATANTTAGGCC 
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TTCATGGAGAACACCATNTTACCCCG 
Sequence 3903 

GTCTTGCTGTTGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTGACTGCAACCTCCGC 

CTCCCAGGTTCAAGTGATT CTNTG GCCTCAGCCTCCCAGGTAGCTGGGACTACAGGNGCA 

CACCACCACACCCAGCTMTTTTTGTATTTGTAGTAAATACAGGGTTTCACCACGNGGGC 

CANATGGTCTCAATCTN7TGTCCTTGNGATCCACCCACCTNTGCCTCCCAAAGTGCTGGG 

ATTACAGGTATGAGCCACTTGCGCCCAGCCTATAAATNATTAAAGCTAGACAGGCAAAAT 

TTACCAATCTTAAAAAAATGCTNTATAGCATTTATTTAGTTAATAGTCNGGGGNCAAACA 

TTTCTGCTAACTGATATGCTTATATTACCTCATTTTAATCCTCNCAACAATTCTNTGG^ 

TAATTTACTATTTATTCCCCTTTTGNACCTCGGCCGGTCTAAAACTAGGTGGATCCCCCG 
G 

Sequence 3904 

NCCC CTTTGAAACNNCTATAGTTTGAATT GGAGCTCCCCGCGGTGGCGGTNGCCCGGGCA 
GGTACI m m m m i li M j M M I M I j | I ATCATAAGATAATGCAGAACAG AG AG ATG 

gctacagccatgcagatgagaagmgaaaagamtttcaaatcttggatgtttcttttgc 
ccctaaggcttgaggacagggaacaaaaaatga'gaaacacttaccctatntaaagcaccc 

AGTTCAGCAGGCCTGTGCGGAACANAAATGACTCCTGAGGAAAGGNGGGGGCCGGTCCTG 

AATAGTTGATTTCTNTCT7TAATGAAAAAGAACATGAGGCCGGATGCGGTGGCTNACGCC 

TGTNATCCCAACACTTTGGGAGGCCNAGGCANGTGGATTGCTTAAGCTCAGGAGTTCAAG 

ACCAGTCTGGGCAACATGGTGAAACCCCGC CTTTN C AAAAAAATAC AAAAAATTATTC AG 

GCGTGGTGGTNTGCCCTTGTNGTCCCACTNCTTGAGGGGCTTANGCAAGAAAATCCTTTG 

AACCTGGGAGGTTGAGGCTGCAATGAGCCCCAANATTGANCCANTNCACTTTCTNNCTGG 

GCGANAAAANGGGAGAACCTTNTCAAAAAAAAAAAAA 

Sequence 3905 

GAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTNCGCGGGGGGCGGCNGCTGGC 

GGAAAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGNACNACCTGCTNGAGCCTCCCAAACC 

GNTTNCATAAGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTNAGTTTGGAAAGAA 

GGAAAAAAAGAAAATCCCTGGGCCCCNTTTTCTTTTGNNTCTTTGCCAAANTTCGNCGCT 
TGTANGNCTTTTTTT 

Sequence 3906 

CANGAAGCACACCATGCCTTCCCTNCATGTTCCATCACGGCGCCACAATCTGTGTCCCTT 

AACTTCTCAGGGTCA MGACA AAGGCAAGCGTTGCTGAATTTTCTCTTTAATGGCCATTG 

GAAGAGTCTGGTTCAGTTTTTCCCAACTCTCTTCCCACTCNTATTTGGGGCCTCTGGGTT 

TTATGAAGGCACAAGGAACTGTGACTTTGTACCTCNGCNCGNTCTAGGAACTAGTGGATC 

CCCCGGGCCTGCATGGNAATTCANATATCAACTCT1TNTCCGATTACCCGTCNNACCNTN 
ATAGGGGGGGGG 

Sequence 3907 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATAC AAAAATTAN CCGG GC AT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAAGAGAATCGCTTGAA 

CCCANGAGGGGGAGGTTGCATTGAGCCGAGATCGCGCCACTGGCTCCAACATGGGGCGAC 

NGAGCATGACTCCATCTCAATAATAAAANAMGAAAGAAACANNGAAAANAAAAGCTTAT 

ATTGAACTTNTTGNGNGAAAGAAAAAAMGMNGCCTGNTGCACACAMTCTNMTTTGG 

GAAGGTCNTCCAATTAAAGGGNN I I I M I I I 1 GCATTCACAAAATAATTCTTTTACTCCC 

CCCCAAAAATNCAAATNAAAAAGGTCNAANTCGCCNACCTTTTNNCTAAATGNGGGTTTT 
AAAAA 

Sequence 3908 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGCTATTCACCCTTTCTAA 
CATTCTTTCTTCTTGCCACCTGTATGCCACAAATATAAGAATGAAATAGGCCAGGTGCAG 
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GGGGGGATTCCCCCCCGGGCCTGGCAAGGGAAATTCCGANTNTCCAAAGCCTTNATTCGN 

ATAACCCCGNNNGACCCCTCGNMGGGGGGGGGGCCC 

Sequence 3897 

GCCGGGGGAGAGGCCGGTTTGCCGTATTGGGCCGCTCTTCCCGCTTCCTCGCTCACTGAC 

TCCGCCTGCCGCTCGGTTCCGTTTCGGCCTGCGGCCGAAGCGGGTATTCAAGCTTCACTC 

AAAAGGGCGGTAANACCGGTTTAATCCACAAGNAATCAGGGGGGGATAACCGCCAGGGAA 

AAGAAACATGTGGAGCAAAAAGGCCCAAGCCAAAAAAGGGCCAGGGAACCCGTAAAAAGG 

CCCCGGTTGCTGGCCGTTTTTTCCCATAAGGCCTCCCGCCCCCCCCTTGGACCGAGCCAT 
TCA 

Sequence 3898 

CCGGGCAGGTACGCGGGGMGGCAGCGATGGCGATTTTTAGTGTGTATGTGGTGAACAAA 

GCTGGCGGCTTGATTTACCAGTTGGACAGCTACGCGCCACGGGCTGAGGCTGAGAAAACT 

TTCAGTTATCCGCTGGATCTGCTGCTCAAGCTACACGATGAGCGTGTGTTGGTTGCTTTC 

GGCCAGCGGGACGGCATCCGAGTGGGTCATGCAGTGCTGGCCATCAATGGCATGGACGTG 

MTGG CAGGTA CTGAGAATCMGACAGAGTAGCCATTCATATAACCCACTTGGCCTTTTA 

TGAATGi i i I l CAAAGAGGCTATTTAACTCAGGTTATTCTACTCTATGGGTAATATTGCA 

TTTGGTAAGGGGAAAACCCCCACACCCTAAAACTTAAAGATTCACGGTACCT 

Sequence 3899 

CCGGGCAGGTACACAGAGTAAAGAGGACAAATAGGTGAAAGAATAAATGAAAGGCTGGAA 

TCCCACTTCCCCCGCTGTCCCAGGGCATTGGATATTGACGGATAGGAGGCAGCAAACCAC 

TCACAGAGCCAGGAAGAAATGAATGCGTTGGTATTGTCAGGAGGGGAAGCCGGCCCGACT 

GAAATACGCTATGACCATAGCCAGGAGATACTGATGGAGAGAAAGGAACACAGAGAGGGA 

GAGGTCACATCTTGGAAGAGGAAGATTGTGGAGAGGGGGAATGAGGGTCTGGGGAGGGGC 

TGCCCATCAAGAGAAGGGACCTCAGTGTTGGGGTGACTACTCATTTGGAAATTGCGGGAT 

GGAGGGGTATTCGAAGGTCGGGATGCAAATCCTAGAAGCCAGAGGAAGGGTTTTGGGTGA 

TGCTCCCAGGATGGTGGGCTNCGATGGGATCTTTGGAG 

Sequence 39O0 

GCNCCACCGCGGTGGCGGCCNCCCGGGCAGGTTCCAGCTCTNTTCATCCCCAGGGTTTAT 

GCTCACCGGTCAGTGCTGGTGTGACATGATGGCTGAGCACCGGCACTGTGTCCAGCGCAT 

TGCTAGGCACTANACACGTGCTCTTTCATTTATTCCTCAAATTGCTTTGTGCTGTAAACG 

CTACCCAGAAAGGCTCATGTTCATTACTCAAGTCACTTCACCAGAAAGTGACAGAGCCAG 

AATTCAAACCCAGGTCTGCCAGATTCCAGGTCCCTTGCTTCTTCTGTTGTTGCTCATTGC 

AAGGGAGTCTTCTTCAAGGTTATTCTCAGGACTTTGATTAAGATACAGGCTCACAGCTGG 

GCATGGTGTCTCATGCTGTAATCTCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACTTG 

AGCTCAGAAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATA 
CAAAAATTAACCA 

Sequence 3901 

CCGGGCAGGTACACTGGGTGATGAGGGCATCAGGTAATGCCCACTAAGGCCTCAGTGCAC 

TGCCCATCAGGAGGGATGGGAGCTGCAGACCAACGTTACTGACTTGACGCANACACAAAG 

CAAAAGTGGAGGACGGTGGAGGAAGAAGCANCCCAAGGGAGGCGCGGCCAGACCACTGCN 
TGAG ACTC GTACCT 

Sequence 3902 

AGGTAC I II I I I n I I I I I I I I I I I i I I { I | || | I ATTTTCTGCAAATGCTGATGTTTAA 

TGACCTATTCTACTTGAGGMCCTGGACMTGAGGATTTTCTAAAATGCCAAGTCATAAA 

ACCTCANACNCTTGCAAAATAAGAGAACAAATNTGCNCGGAGCTGCTCAGCCACTGATAT 

GTCAACTCCTGGGAACAGCTGGTGTCCACGGGGGAGGGGGCAGCATGTGGCCAGGCATGT 

GAGTGGCTTCCACTCAGGANAGCCCCTNTGAGCAGGTCTTGTTCAGGAGTTCAAAATATG 

TCTTCCAGGGCATGGTTTCAACAGTGAANAAGCAGGTTGTTCAGCTCCAGGCTTTNTTGA 

AAAGGGCAGTTGTCAATGTCATCTTCAAATTTCCTACATACGGNTTGGCGCAGTTGCAGA 
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AAAMGTTAATAAMGGTTTCGTTTGCCTGGNNNNAAACCCCNNNNNNAAAAAAAAAAAA 

ANAAAAAAAAAANCCNCCCGGCCCCCCTTTAAAAAMNTTNGNGTCCCCCCCGGGGGGGG 
GGGAAATTTNTTTTTNANNN i 1 1 1 1 I M TNCCCCCCC 
Sequence 3892 

AGGTACTTCTTGTTAGATTAATTAAATACCAATTATCAGTATAAGAAAATGGCAATAAAT 

TGTCAAAGTGGMTTGGAAAGTGTTTTTAGGATTTGGATATGAAGCAGGCTTCCCATGTG 

ACCATTCTCACTTCTTATTCTGAAGTCTAACACTCTGCTTTTCTTTCTCTCCCTCTCTTC 

ATTGATTCTTCTAGTGGCTGGTGTTTGGGTATTGTGGGAACTGAGCTTTCATCTCCTATG 

TTAGCCATAGAGATGAAGGCTTTGAGGGCACCATGGAATCCGATTGCTGGAAATAAATCA 

ATCTTAAAGGAAAGGAAAATTrAAAMTCAGGTGCMCAAAAGCAAAATGAGAAAACTGC 

TAAACTCTACAATTCTATAAAGAAGAATTGCATAAAAAGGAAATAACAGGAAAAGGTAAG 

AAAATTTAAAAGGATATCAGAAAATATAGCATACAGGGTCAGAAAGATTTGAGAATATGA 

CGAGATGGTTTTAGAANGCAGGATGGGGCCCGGCACNGTGGCTCATGCCTATNATNCCAC 

ACTTTTGGGAAGCTGAGCANACCGATCACGAGGCAGGAGATCGAGACCATNCTGGCTTAC 

ACNGGGNAACCCCGGCTCTTCTTAAAATNCAAAAAAAAAAAAAAAAAATT 
Sequence 3893 

GAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTCCCTGTGGCACGTTACCATGGA 
AGCCGCTCCAGGGTGGGTCAGGGTGCAAGCTGCTGGTGAGGTTTGGAAGCATCAGGCTCA 

CGGGTGTTCATGTGTGTTCGTGCGTGTGTGTGCGTACCTGCCCG 
Sequence 3894 

AATTCGACGCTCAAGTTCAAGAGGTTGGCCGAAAACCCGACAGGGACTATTAAAGGATAC 

CCAGGCCGTTTTCCCCCCTGGGAAAGCTNCCCTCGNGGCGCCTCTCCTG7TNCGGACCCC 

TGGCCGGCTTTACCCGGNTACCTGGNCCCGGCTTTTCTTTCCTTTCGGGGAA 
Sequence 3895 

GAGACANGAGGGACAGGGAGGCTTCGCGGAACCCTACGCCCACCCGACGCGTTCGCCCGT 

CCGTTTNTATTNTGATTTTTATTTTGGTTTTrTTGNTGTTGTTCTCTTCTTTTGTCT^ 

TTTNCNTTAGACACGGNGNCNNNCTNTGAGTGNCCTCTNGTCTCGAGTCCCCGGGCTCAA 

GCAATNCTNNCGACTCANCCTTCGNAANATGTGGGACTACAGGCNCGCATNNTCGCNCCN 

GGCCNANNCCNGTNTNNATCCNTTNCCTTAAAATNAGCAAAAGTNGGTGTCTTTTTCCTG 

GCAGATGGACCCTCCCTTGANCAGGNGGNNGAAAAAGGANGACAGACACANGGGAGGATA 

AGCACCTGCACCGCANCCTNAAAGGCNAGANATTNGGAATGACACCCTTNTGCAAGGCCC 

AANGGAAACACCGGNGCCATTTGGNTTGGGGAACCNACCCGGGAAGAAAAGCCCAGAANG 

ACCAGGCCTTGGGAGCCTGGGCTTTTNCCTTCACAAGCCCCCCAGGAAAGGGAACCCCAC 

CCCTGGGGGCCNNCCCTTGATTTCCGGACTTTTGGGCCTTCCANAACTGGGGANAAAAAA 

AAAAATCTNNTGGNTGCTTTTAAAAAAAAAAAAAAAAAAAAAAAAANGTTCCCTCNGGGC 

CCCTNTAAAAACTAGGGGGATCCCCCCCGGGCTTGANGGAATTTNAATTTTAAGCTTTNT 

TGATCCCGNCGACCCTNGNGGGGGGGGG 

Sequence 3896 

AGGTACTGTNAATGTCACTGTATATACTCTTTATTTTACGCTTTGTCTCATATCCAAAAT 

CAAACAAAAAAGGATGTCTTCAGAAATGTAGAATTGTGCAGTTTGGTGCTGTGCCCACAC 

CACTCTAAAATTAATGATTAATTGAATCATTTGAGGTCGCTCAAATTAAACTAATTTGGC 

ATTGTGTGGGTGACAACCAGTTGAAATGTTTTCTTTTTATCAAGCTATGTGGGCCCATAT 

TTTTGGAGACAGCCAGAAGTCTTCTGGTCTCTTTTTCTACCCTGGTAATTCTATTCCAAG 

GNGCCTAAGAACTGGGGAAAGTCCCANCTTGGGGTAATGTAGGTGAGGACCCTGTCTCTA 

CAAAAAAGGTAAAAAAATTAAGCCCAGGTGCCAGTNGGCCACACCGCCCTGGAGGCCCCC 

AGCTACTTTGGGGAAGGGCTTGAGGTTTGGGAGGGATCACTTTTNAGCCTGGGGAAGTTT 

TGANGGCTTGTAANTGGAAGCCTGCGNANTTTGCACCCACTGCCACTTTCAAGCCCTGGG 

Sa^J N( f GANGGGGAGGA ACCCGTATTCCCCAAAAATNNAGNNTATTATGNTNCANTT 

NACAAANANTNAGGGNNCCCTGGCCCCCGGGGCCGGGGCCCGNCTTNTTAAGAAACCTAA 
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CNTTCCCNAATAATTCATAATANNCANGGNNTATNNTTMCATNTTTNTTGAATGTNTNT 
TTNCCAACAAAAGACATTTNCTCATCTATTGTTTAAATTAAAATTCCCAGGCTCTNCTTT 
GACCTGAAGTATTTTATCTATCCTCAGTCTCAGGACACTGTTGATGGAA 
Sequence 3887 

GATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACTAGAAGTCCCCCTACCAC 

ACACACAGACAGTAGCCACCTAGAAATATCCCTGCATAGGGTCATTATTGTGTCAAAAGA 

GAGAGAGGGACAAAGTTACTATTATGGG7TGGACTGTGTCCTCTTAAAATTCATATGTTA 

AAGTCCTAACCCCCAGGACCTCAGAATGTGACCTAATTTGGAAATAGGTTTGTTGCAGAT 

ATAACTAGTTAAGATAAGGTCATCAAGGAGTAGGGTAGACCTCCAACATGACTGGTATCC 

TTATAAAAAGGAAAAATGTGGACACAGAAACACGCACACAGGGAGAATGCCACATGCGGA 

TGAAGGCAGAAATTGGGGTATTGTTTCTATAAGCCAAGGAATGCCAAAT 

Sequence 3888 

NAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCNGGAGAAGAGGTGGGGACCNCAAT 

ANNGGTCACCTGGACCNTNAACATGTGACCTGCANATCTGGCATCAGCANGCTCATNAGT 

TCAAATGTANACTCCACCTCTTAAAAACTCGTGATTTCTAGCNTATTGACTTCACCCCTG 

TNTCAGGGNTTTAACAAAATCNTAGCCNTNCNTCNCNTCAGGCCTGTAATCTCACCCCTT 

TGGGAGGCCGATGCGGATGGAAGGTTTGAGGCCAGGAGTTCAAGACCAGCCAGGGCAACA 

TGGTGAGACCTCATCTCTACAAAAACTGAAAAATAAAAMCTTTTAAAAAATGTTNNAAA 

AAAAAAAAAAAAAAAAAAAAAAANATNTTCCNTNCNGGGGGGGNGT 

Sequence 3889 

GNAGCTCCACCGCGGTGGCGGCCGATGTACAANNAAANNATNCCNNNNGCTGCAANANTT 

CTATNNNNNCCTNATNGATNNCGTNCNCNTNTANGGGGGGCNNTGTNCNCATNNNTNNTT 

NNCTTTNCNNANGNNANATNGATCNCNNGNNNAANNNNNGGNNATACNNNTNCNNTGTTG 

GCTGCAAGAGCCTCGATGTAGCCGGCCAGCGCCAAGGCAGGCGCCGTGAGCCCCACCAGC 

AGCANAAGCCCCGCGTACCTGCCCG 

Sequence 3890 

CCGGGCAGGTACGCGGGGGCCCTTGCTCACTAGAAGGAGCCCCCTGACCCCTTCTTCCAA 

AAATACTTTTTGTCTTTGTCTTCGTTTCTGCATTCATCCCCCTTCGTTCACTCCCATAAC 

AACCAACAGCGACAACTGGCACCTAGGACAGGGACGTGAGTGAAGGTCTGCTGGAGCAGA 

GAAACTGACACTGACAAGAAGAACGAGAATGAGAAACCCTGCGACGAGTCTGCTGACAGC 

TGATATAAGTCTGCAAAATCAGCTGGACCACCAAACGGCAATTGAGAGCTGCACAACCTG 

CAATTACCTTTATTCAATTAATGCAAAAACAAAAATGGGGAGATGTTACAGGCCGAAAGA 

ATGAAGGTCGTGACCAACTCAGTATACCACTGAAGGCTATATGAGCAAACAGAAAACTGT 

TCTCATGAAAGCAGGATGTTGGAAAACTAACAACTGTGTCTTGCGCCAGAANGGTTTGCT 

GAAGGCAGTCATGCCCCAAGCGCAGTGTTCCTTTGTGATTATCTATAGTAACATCTTGAA 

GCCTGTTGTACCTCGGCCGCTTTTAAMCTAGTGGATCCCCCGGCTGCAGGAATTTCGAT 

TTTCAAGCTTATCGATTACCCGCCAACCTCNANGGGGGGG 

Sequence 3891 

CCGGGCAGGTACGCGGGATCCAGAAGGAGTCGACCCTGCACCTGGTCCTGCGTCTGAGAG 

GTGGTATGCAGATCTTCGTGAAGACCCTGACCGGCAAGACCATCACCCTGGAAGTGGAGC 

CCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAAGAAGGCATCCCTCCCG 

ACCAGCAGAGGCTCATCTTTGCAGGCAAGCAGCTGGAAGATGGCCGCACTCTTTCTGACT 

ACAACATCCAGAAGGAGTCGACCCTGCACCTGGTCCCGCGTCTGAGAGGTGGTATGCAGA 

TCTTCGTGAAGACCCTGACCGGCAAGACCATCACTCTGGAGGTGGAGCCCAGTGACACCA 

TCGA AAATG TGAAGGCCAAGATCCAAGATAAAGAAGGCATCCCCCCCGACCAGCAGAGGC 

TTATCTT1TGCAGGCAAAGCAGCTTGGAAAATGGCCCGCACTT1TTTTG 

CCANAAAGAGTTCGACCCTGCACCCTGGTCCTTGCCCTTGANGGGTGGCTTGTTAATTCT 

TCANTCATTGGCATTTCCCAATGGCCCAAGTGGATGGCATTACTTTTGCCCTTNTACCCT 

TTTGCCCCAACNTAAANTTTANAAMTTACAAGTTTCANTAATNANCTTGAAACCm 
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ANCNTTTNNTNNTTAAAAAAAAAAAAAAAAAAGGGGNCCCCCCCANNNGNNNNNTNTAAA 

AAAAAAAAANCAACCNCCNNTAAAAAAAAAACNNCNNNNCNAAAAAAAAGGATTCCAAAA 

AAAAAACCANTNCNANGGGGGGATANAANAAAAAAAAAAAAAATTTNTTTTNNAACNAAA 

ACGGANGAAGGCNANCANNCNNAAANAGGNGANAGGANNCGAGANCAANCNTNCCNCCCC 

CCCAANACCNAAANANAAAAAACNACCCGCCCCNCAAAMTCANANANNAAAAAAAAAAA 

ANNGGGGGNGGNGGNGGGNNCCCCCACCCNNTNTTAAACCNNANAAAANNAAAANGGAAA 

AAAAAAAAAAAAAAAAAAAAAAAANNNNANTGAACTTTNCCNTTTCNTNNNCNAGTGNGG 

GGAAANNAACCCCCCNNCCCCCNCAAAAAAAAAAAAAAAAAAANCCNACCCCCCCCNCCG 

GNNGGGNAANAAAAAAAAAAMTNNTAATTTTTTTNCCCCCCCCCCCCCCN 

Sequence 3882 

CCGGGCAGGTACCACCACACCTGGCTAATTTGGTATTTTTAGCAGAGACGGTGTTTCACC 

GTGTTGGCTAGGCTGGTGTCAAATTCCTGACCTCAGGTGATCCACCGGCCTCAGCCTCCC 

AAAGTGCT GGGAT T TCAGGTGT GAGCCACCATGCTTTTAAMTTACTATTTGAATAATGC 

TTCTGATAA I I I I iCTTil ITT7 ICTTGANAATCGCTTGAACCCGGGAGGCGGAGGTTGC 

AGTGAGCCGANATGGCACCATTGTCCTCTAGCTTGGGTGACNAGCAAMCTCCATCTCAA 

AAAAAAAAAANGTTTANNTTTNCNTTTGTNCCCN^ 

NMNTNAGGCAANGGNAACCTTTNCCNTAGGANNTNNNTCTNAAAAAAATTTNAAANNNC 
GGNA NCCTCCTTTAAGGGCNGCTTTTAN 

T TTTN NG TTTTNTAAAAAAAAAMTTTGGACAAAATG NTTCACCATNTCCTA^ 
GTTm iGCTC GTAANGGGMCTTTTTGGGACTGTTGGGGMTTTTTAGGGAAAAAAATT 
CNNN GM I I lAANATTCAAGCCTTTTNNTTTCCGGGTTTTANMTTNMCCCCCCNGTTT 
TGGAATTTTAAAAAAATTNCTNGAATTNGGNANNTTTTTTAAAATNCANGG^ 
TTNNTTGGGGGGGGGGGNGCCCAAAAGGGGANAGGGAATTTTTAAACN I 1 I I 1 1 1 M i 
Sequence 3883 

CCGGGCAGGTACGCGGGGGGCACCAGCTGGGTTCTCCAGGGAGCAGGAGTTGGACCTCCA 

TGGAGCCACTAGGCCTGGCCTCCTCTACACATCCCCAGGGCTATCTGGTTAATTCCATCA 

AGCTCAGAGTTAAAAAGCATATCAGCCTGGAGTATTTGGGAGAGACTGGCTGCAGATCCC 

CGCCAGCCAAGATGCAAGCCACTCGGGACCTGATGTCGGCAGCTGTGCCTCTACTGCCCT 

GAGGACTTACCAGAGGGAGCCCTACTGGCCTTCCCCCACCACAGCAGCCCTGCCT 

Sequence 3884 

AGGTACAGGAAGCATGGCTAGGGAGGCCTCAGGAAACTTACAATCATGGCAGAAGGCGAA 

GGGGAAGCGTGTATGTCCTACATGTTTGGAGCAGGAGGAAGAGAGTGAAGGGGAAGGCGC 

CACACACTTTTAAACAGCCAAGGCTAATGAGAATTCACTCACCATCATGAGAACAGCAAA 

GGGAAAATCCGCTCTCATGACCCAGTCGCCTTCCACCAGGCCCCTCCTCCAACACTGGGG 

ATTACGATTCGTCATGAGATTTGGGTGGGGACACAMGCCAAACCGTATCAGGCTGTTTT 

CCCTGCTGTCAAACTCAATCCTGACCTATGACCCTTANCTGTCTCCAGGAGGTCTTCACT 

AGCACTCCCGTCATCGTATTAATCTGGCAGGATAATTGTAGTTACCTAAAAACTGAAGCA 

TTGTGCGCCTCAATTCTTGTGCNAAAAAAGAAATGCTGATTTTTTTTT 

Sequence 3885 

CNAATTGGAGCTCCCCGCGGTGGCGGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGGA 

CTTTGGGAGGCCAAGGCGGGCGGATCACGAGGTCAGATCGAGACCATCCTGCCAACACGG 

TGAAACCGTCTCTACAAAAAAAAAAAAAAAAAAAAAMNTNCCCNNNNCCCNTTNAA^ 

TNNGGNNCCCCCNGGNNNNNNNAANTTTNNNTNNAACNTTTTNNATCCCCNNNCCCNNGG 

GGGGGGNCCCNNCCCCCCNTTTTTTTNCCTTTNNAANNGGNTNAANTNCCCCCTTGGNNA 

AAAAAGGNAAAAAN I I I I I I CCTGAANNTTAAAAATAAAANAACACNTTANATGTTACTG 

TGTGAANAATAATGCCTTGTNTGGTGTNNATACNNGTGTNAAAAATT 

Sequence 3886 

CNAATTGGAGCTCCCCGCGGTGGCGGCCGACGTNCCTGNGCNANCTGATGGCTCNCANCN 
AGNGGGGCACACACTCNNTGGCCTTNNNATTNTGNNCNGTNANANANAAGGTAATGTNTA 
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GGGAAACCCCGTCTCTACTGAAAATACAAATTTAGCCAGGGGTGGTGGTGGGCACCTGTA 

ATNCCCAGCTCTTGGGAGGCTGAGGCAAGGAGAATTTGCTTTGAATCTNANAGGTGGAAN 

GTTTGCANTNNMCCCGAANAATCGNGCCCATTTGGCACTTCCAGCCCTNGGGGGAACCA 

AGAACCAAAAANTTTCATTCTCNTTTNTAAAAANNAGGAAATAATGGAAAATGNAAAAGG 

GGGATTTTCCCCCCC 

Sequence 3876 

CCGGGCAGGTACCCTACTCCAGGCCCTGGCTCCCAAGTGGCATCTCTGAACCTGGCCAGG 

ACCAGGGTTGGGGGGTGGGGGAGATTCATCGCCCTGAAGGGAAAGACAATACTGGCTGGA 

TTTGCTACATGCTGATAGCAGAGTCCATGGGCCTTAAGGGAATACAGGCAGTAGCCAGGC 

AGTGACCACCACAGGTCTTGGGCAAAACCCAGTGCTGTTCTGGTTCAAGTCTGATTCAGT 

GCAATACCAACGGTGGTGGCCACAGAGGTGCCTGTGTTACCTCTCTCCCAGCTCTAGGCA 

GCTCAGCAAAGAGAGAGAGACTCACTTTATTTGTGGGAAAGTAAGGAAAGAGAACAAGAG 

TCTCTGGTAATCCATGGAATTCATCCATATCTTACCACCAAGACCACCAAGGTGGAACAA 

ATACAGGTCTGCAAGAGCCACAGCATTACTGGGCCTGGGGTGCCCC 

Sequence 3877 

CCGGGCAGGTACGGATCCTCCGCATATTATCTCAACAGAGGACAGTAGCTCAGGAGGCAG 

CTTCAAACGGTGACCTGTGGCCTGGGCCATCTCTTCGTCATGTGCTTCACTTTTCCCTGT 

TTCCCTGTGAACTGGCTTCCATGGTTCTGTAGGGTAGTGAGTCGGGGTTGTGGCTGCAGC 

AGAGCAGGAGATGCTTGCCCGAGTGGGAGCAACCCACCCCCGTGTCCCCAATGCCTCACT 

CCTGGCTTCTAGTGCAGCCCTTTGTAGACTCACCTCGCAAGAAGGAAGATCTGCCTGGAG 

ACCTGATCCCAGTCCAGCTTTTTGACCATAGGTCATCTTTGTCCCCTTGCTCCTTTGCAT 

CATGTCATAAAATTTGAGGATATCAACTGATTATTrTTTCTTCCAAGAATGAAAATCAAG 

CAGAA 

Sequence 3878 

AGGTACAGAGCATAGTGAAGCATGATGGGTGGTAGTATTAGGAGAAAAACATCAGTCAAA 

TTAAATTTAGCAGAGTTTATTTGAGCAAAGAAGTGACTCATGAATCGGACAACTCCCTAA 

ACCAGGAGAGACACCACACGGCAGTATGGGCAAGCAGTATTCACAGGCAGAAAAAGGAGG 

TGACATACAGAAACAGCCTGGCTGGCCACAGATCACAGCTTGCCTTACTTGGTCACAGTC 

TGAGGAGCTAGCAGCCTGTGGTGGACTGAAAGCCCAGCTGCTCTGATTAGCCAACATTTG 

GCTACTTGTCGCAAGAATCTATTCATCTGGGCCGGGTGCAGTGGCTCACGCCTGTNATCC 

CAGCACTTTGGGAGGCCAAGGCGGTGGATCGCCTGAGGTCGGGAGTTTGAGACCAGCCCT 

CGCCATCATGG GGAAACTGTGTCTCTTATTAAAAATACAAAAATTAGCTGGGC ATG GTGG 

TGTGTGCCCTGTAGTCCCCAGCTTCCCCGGGAAGGCTGAAGCAGGAAAATCACTTTGAAT 

NCAAGGAAGCGAAAGTTGCAGTGAGCCAAAAATGTGCCACTTGCACTTCCAACCTTGGGG 

CGAACAGAAGCAAGGAGTTCCATTCCCAAAAAAAAAAAAAAAAAAAA 

Sequence 3879 

AGGTACTCATGCCGATTCATCACCTCCACGATGTTGATGATCTTCTCGCAGAGTTTCTCA 

CCCACCTTCTCCCGGCAGATCTGCCGCTCCTGCTCCGTGGCCAGGGCTACCACATGCACC 

TTGACCGTCCACACTTCCCATGGGATGCACTCGTCTGAGAATGGCCAGCGAGACTTCTTC 

TTCTGGTAGAACTCCAAGGACATCTGCCCCAGCCCATCGCCACCAGAGTTGCGCAGTGCA 

TCCTTGAACTCCCCAACAACCTTGCGCAGGGCACGATCCAGTTCCTCAGAAGAGACACGC 

ACATAAGTGAAGTCGCCCGCGTACCTGCCCG 

Sequence 3880 

CNAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGGTTGGGTGGTAAGAT 

GGCGGCTGTGAGTCTGCGGCTCGGCGACTTGGTGTGGGGGAAACT 

Sequence 3881 

CCGGGCAGGTAC HI I I I M I U M M I I M I l ! Ill I I t I H H I I M I I M H M I I I 
i M I M I l I I I I I II M I I M M I M I I ! f N I I I t M I I I I I I I I I I I I i t NTTN I i I I 1 
TTTNANGGGAAAAAAAAAAAAAAAANTTN lillllll \ AAAAAAAAAAAAAAAAACAANC 
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CGGGCATGGC 
Sequence 3870 

CGGGGTGGCGGCCGGCTAAAMTTTTTTGTATTrTTAGTANAGATGGGGmCATCANGT 

TGGCCAGGCTGGTCTGGCACTCCTGACCTNAGGTGATCCACCCGC CTCNGC CTCCCAAAG 

TGCTGGGGTTACAGGCGTGAGCCACCGNGCCCAGACTCAAATCACAl Mil lAATGATGT 

TGCAAACCGAATGTCGATTTTCTCGNATGTGATNCTCAGTTACAGAAACTTACAGANCTT 

TGCTTATCAACCCTAGACAATAAAAACTATTCTACCTAGAGGCNTCTAGGANAGCTTTNN 

CTTTACTCCACTTGTACCCTCGGGCCCCGCTCTAGAAACTANGTGGGATCCCCCCNGGGC 

CTTGGCAAAGGAAATTTCNANTGATTCAAAGCCTTTAATNCGGAATAAACCCGGNGCGGA 

CNCCTNCNNANNGGGGGGGGGGGGC 

Sequence 3871 

AGGGGGGGGGGGGGGGGGNGGAACTACAACANATATCTTANAAATTCACNCAANGGGGCT 
NACTNTCATTCCAAACTTTTMCTTTTAATAANCATCCATCACATGATCTGl 1 I l iCACC 
ACTTCACNTNAMGACACCATTTATATACCCAAGGGCAGAAAGTAGAACTTACTATTCAT 

TAAA 

Sequence 3872 

AGGTAC I rTTTTTTTTTTTTTTTTI I GGTTTGAGACGGAGTCTCGCTGTGTCCCCCAGGT 

TGGAGTGCANTGGCACNANCTCAGCTCACTGCAAGCTCCGCCTNTCCTGTGTTNACGCCA 

TTCTNCTGCCTNAGCCTCCCCAGNANCTGGGACTACAGGCGCCCGCCAACACGCCTGGCT 

TAATTTTTTGTATTTTTAGNAGAAACGGGGTTTCACCGGGTNAGCCANGAGGGNCTCCAT 

NTCCTGACCTNATGAANNGCCTGGCTTCGGNCTC CCAAA AGTGCTGG GATTAC AAGGCGG 

TGANGCCACTTGCGCCNNGGCCAAAAAAAATATAATTTTGTNTATAMNTTTTTGGAGAC 

NAGAAGTTTTCNCTNGGCCCATTNGCCCCAAAGCCTGGGAATTGCTGGGAAATTCCAAAT 

GGGCCCCCAANTT 

Sequence 3873 

CCGGGCAGGTAC 1 1 H I i 1 1 1 1 1 1 i I I M i M 1 M 11 1 GGGACGGAGTCTCGCTCTGTCG 

CCAGGCTGGAGTGCAGTGGTGCCATCTCGGCTCACCGTAACCTCCGCCTCCCGGGTTCAA 

GCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTATAGGCGTGCGCCACCATGCCC 

AGCTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGATGGTCTCAATCTCCTGACCTCA 

TGATCTGCTCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCGCCTG 

GACACATACATTCTTATAAGGAAACATACCCACNCATATAAAACGTTTTGAGAAGTGGAA 

AGAGCATGGTTCTGAGTCAGCNTGNGTGTTATCTCTAACCTCCCAATTCCTAATCTTTAA 

AATGAAAATTCAT 

Sequence 3874 

CCGGGCAGGTACTTTGAATTTCTACTTCATGCCATGCAAMTTACTTTACCCCTTT^ 

CTCAGTTTTCTTCTGTGTGAMCAGGAACAATAGTTTCATTCGTCATTCAGTTT 

AGATTTCACGAGATCATACCTATAAAACATCCMGTCATTTAAATGTATCATCATTTCTG 

TCATAATTAGTGGGATCCATTTCACTATTACCCCGTACCGACACCATCTTGATTTGTATC 

AGTTCACCCGTGTGGCAAGGCCTGGGAGCCTGGAGGCCCAATGCTGCTGGGAGGGGCAGG 

GGATGGAGGGTCCAGTGACCACAGAGCCTTCTTGCAAAGTTTCCAGGAGGGTCTGGAAAC 

TAGACGAGAGCAGCGCACGTCTGCACACGTGAATCAAGGTCTGGGGTGGTTGTCACCTTG 

TACCTCGGCCGCTCTAAN 

Sequence 3875 

CCGGGCAGGTACAGTGTGATGTTTTGATACATGTATACATTGCGTAATAACCGAACCAGG 

GTAATTAGCATATCCATCACCTCAAATATGTGTCATTTCTTTGTGTTGAGAACTTTCAAA 

ATCCTCTCTTCTAGCTATTTCAAMTATATGCAATAGGTTATTGTTAACTCTAGTCACCC 

TACTATGCAATAAAACATTAGCACTTATTTAATGTGAAGTTTTTAATACAAAAA 

TAAGAAAATAAGCACAGGCTGGGCGCCGTGGCTCACGCCTGTAATCCCAGCACTTTGGGA 

GGCCCGAGGCGGGTGGATCACCTGAGGTCAGAGGTTCTAGACGAAGCCTAACCAACATTG 
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CTTCCAGGACCTTGTATTCTGGAGTTCCTCGCCGMCTCTrTTAATCTCTGCTCCCAGCT 

CTATGAACCTTTGGCTTGCAGTCCCAACACGGGCATGCAGGATGCGGTATTCAGCATAAT 

CTGTCTCAAAGTCCTGCTCATAGGCATGTTGCTGTTCTGCACTGNGGATGGCCCTGTATT 

GCAGGAGGTAGTCTGGTATATCTTCAGGACTTGGGGATTCAGAATCTTCTTGAACTGAGG 

AACTGTGTTCTAATCTGGGGTCCATGTCCTCATCTTCTTGCTCCCAATCTTCTCCCTCTT 

GTAAATNCTGATTGGTCAGGCCTTGTANGGGGCTTGG 

Sequence 3866 

TGGAGCTCCCCGCGGTGGCGGCCGAGGrACTTTC II I ) III I H I 111 1 /) II 11 1 )| il 

TTCTTTGTTTNGANAGACGGAGTCTTGCTGTGTCACTCAGGCTGGAGNGCAGNGATGCAA 

TCTTGGCNCACTGCAACATCCGNCTCCCAGGTTTAACTGATTNTCCTGCCTCAGCCTCCC 

AAGTNGNTGGGATTATAGGAGTGCNCCACCNCACCCGGNTAATTTTTGTATTTTNANAAN 

AAACAGGGTTTTGCCACGTTANACAGGCTGGTCTTGAACTCCTGACCTCAGGNGATNTGC 

CCACCTAGGCCTTCCAAAGTGCTGGGATTACAGGCGTGAGCCACATGCCTAACCCATGTG 

AGTTTNTTNTGGAANATCAAGTTCACTAATMCTCCNGAAAAATTTTAAAAGTAACTCAA 

AATNTAMTNTCTAACTCTACCCTTTGGACCAACCCAAAAATNTTACATATGGTATTCTA 

TATGGCCTATTCCTAAAACNTTTAAAGACAATNTTGTTTNTNCAGNCTTNTCCAAGGGAA 

ATATGCCTATCAATC TTTAGC ATTTNTACGGGACATATTC 

GGNGCACACTGACCTTTTTTAATTTTCCTNTTTTTGGGGCAA 

ACCANGATTGNGTGTANCCTTCCCCCGGGGGGGGCCGCTTTTAAAAACTAAGNGGATNCC 

CCCCGGGCTGNGAGGGAATTTCGANTTTTNAAGCTTTANCNAANACCGCCCGACCCCCCA 
GGGGG 

Sequence 3867 

TATAGGTCGAATTGGAGCTCCCCGCGGTGGTCGAGCGGCCGCCCGGGCAGGTACGCGGGA 

AGGAGGGCTGTGTGGAGAAGA7TGGGGGCTGGCTGAGGAAAAATGTGCTGGTGGTAGCTG 

CAGCAGCCCTTGGAATTGCTTTTGTCGAGGTTTTGGGAATTGTCTTTGCCTGCTGCCTCG 

TGAAGAGTATCAGAAGTGGCTACGAGGTGATGTAGGGGTCTGGTCTCCTCAGCCTCCTCA 

TCTGGGGGAGTGGAATAGTATCCTCCAGGTTTTTCAATTAAACGGATTATTTT^ 

^AAAAAAAAAAAAAAAAAAAAAANGTTCAAATAGCAACTTTTCCTAATGTGTTTAAAATG 

TAATCACCAAATACATGTGTCCCCAACTTCTTTCCAGTTATAATTCTATTGTGTAAAGTG 

AGGTATACCTGAAGTGAGGCAATAANAGAGTTGAGCTTCANACCTGCCTGGAAAGAGCGT 

GTTC TTTCTTMNAGTCTGAGGGAAATGGTTGGGGGCACAAAATTCTCTCAATCTTTTTC 

TTTTCCCTCATCCTGAGCTCTTATTTTCTTC 

ACCTGGTACCT 

Sequence 3868 

AGGTACGCGGGGA I I I I I I I I \ AACTGTGCTATGGAGTAGAAGCAGGAGGTTTTCAACCT 

AATCACANAACANCACCTACCCCCTCCTCCTTTCCACACCTGCAAACTCTTTTACTTGGG 

CTGMTATTTAGTGTAATTACATCTCANCTTTGAGGGCTCCTGTGGCAAATTCCCGGATT 

AAAAGG7TCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCC 

TTCTGCTTGCACAAGTTTCCTGGGCTGGACCGTTTCAACAGAAGAGGCTTATTTTGGACT 

TTATGCTAGAAAGAATGAGGCTTTNTGGGGATAAGGCCCAGAAGNTCCCTGGATGGACCG 

CCGACTTTCNAAGCCCTCCCTAAGGCCCAAATGGTGGCCCCTTTCCCGCTTGTCAATGCC 

ATCTTTCAGAGTGGGTCCAAGTGGTTCTNGAATTTGGGGTCTTG 

Sequence 3869 

CCGGGCAGGTACATTCCTAATTATGCAGMCGTAAAGTCTGAATGCAAAMCTTTTGCAG 

GAGATGGAGTTGTAGAGATTAAGATGGCGAGTAGGAGGCAGGACTAGCTTGCAGCTCCTG 

CTCAGACAGACAGAGTAGCATGTGAAGACTCACATCATGAACTTTTGCTCCAAGAAATAC 

CGCAGGAACATACCANGAAAGGCGAGAGAATCCACAGACCCTTTGAAGGAACTGGATTGC 

TGCCGCAGGCTCCCTGAGATGCCAAAAAACTGAGTCAGCTTGCTTTCTCAGGTGGTGGTC 

TGGGGCAAGTTCTTCAGCCCTGGTCACAGGCTGCCTGGAAATAGACTCCATGCTGTTGGT 
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Sequence 3859 

GAGCTCCCCGCGGTGGCGGCCGAGGTACCCAACAGAGGTATGCATCAGCAGCAGGCCGGC 

GCCCAGGAGGGGCAGCAGCCTCACGCGGGGCTTTCTGGTCT 

Sequence 3860 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGGGCACAGTGGCTCATGCCTGTAATTCCAACA 

CTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCCGGAGTTCGAGACCAGCCTGACCAA 

CATGGAGAAACCCTGTCTCTACTAAAAATACAAAATTAGCTGGGCGTGGTGGTGCACACC 

TGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCCTGAACCCGGGAGACAGAG 

GTTGTGGTGAGCCGAGATCGTACCACTGCACTCCAGCACTCCAGCCTGGGCAATGACAGC 

GAAACTCTGTCTCAAAAATTATATACATATATATTTTTTGGCCAGGCGCAGTGGCTCACG 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCATGAGGTCAGGAGATGGAG 

ACCCTCCTGGCTAACACGGTGAAACCCCGTTTCTACTAAAAATACAAAAAATTANCCAGG 

CGTGTTGGCGGGCGCCTGTAGTCCCAGCTACTGGGGAGGCTGAGGCANGANAATGGCGTG 

AACCCAGGAGAGGCGGAGCTTGCAATGAGCTTANATCGCGCCACTGCACTCCAACCTGGG 

GGACACAGCNAGACTCCGTCTCAAACCCTAAANAAAAGGCCNAAAANAGTGCCTTGGCCC 

GCTTNTAAAACTTAGTGGATCCCCCNGGCTGCAGGGAATTCCAAATTCAMGCTTTATGG 

GATCCCGNCCGACCTTTNAGGGGGGGG 

Sequence 3861 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAACATCAAACTGT 

TAATCGAATGCAGGCTCCAGGGAGAAGCAACTTCCTGGGCATGCGTGTTAAGAGACAAAA 

AATGATGACGTTTGATGACCACTCCACCAGAAAAGGGAAGAAAGCCTGAGGGGCCTACGT 

GGACCTCCCTAAACACACTGCGCATGCTCCATTCCAAACGGTATGGCGAGCACTGCGCAT 

GCGGGAAACCCACCCTGTAAGGGAAGAATCCTGGGAAAGAGGCAAGCCTATGAAGTCCCA 

GGATCAAGGTTAAAGACCC f I Mill I ACTGTCTTCTTGTGCTCTCTTTTCTCTCTTGGA 

CCTTCAGGCGCCTGCTTGGGTCTCTTTCAAGCGAATTTTGCTTTCTTTCCTGTTCTAAAG 

CCTTTTAACTAAACTTCCACTCCTGCTCTGAAACTTGCTCTCTTTTTCTGCCTTAACGC 

CCTCAGTCGAATTCTTTCTTCTGAGGAGGCAAGGACTGAAGTTGCTGTGGACCCATAGGG 

ATT 

Sequence 3862 

CCGGGCAGGTACGCGGGGGCCATTCCGCTACTGCGCAAAGATGGTGGAGGAGGAGAACAT 

CCGCGTGGTTCGTTGTGGCGGCAGCGAGTTGAACTTTAGGAGAGCTGTGTTCTCTGCAGA 

TTCTAAGTATATCTTCTGTGTCTCTGGAGACTTTGTTAAAGTTTACAGCACAGTTACAGA 

AGAGTGTGTACCT 

Sequence 3863 

CCTTTGAANCCCCCCCNTTTNGGAAAATTCCNGCTCACCGNGGNGGCNGCCGACTTTCCC 
CCACACCATTTTGCCGAGCCGCANACTCACGGGNGGGNNGGGGGCCNCCCAANNANAAAA 
CTTTTNTN Mill 
Sequence 3864 

CCGGGCAGGTACGCGGGCTGTCATTCATTTACCCATGCAGAAAAAATGGTAACTTGAAGA 
GAGTGGCATGTGCCTGCTGCCTTAGAGGTTATAGAATCCCCACAGTCAACAAAAAAGCCT 
CTAGAGACATGACTGTTGCCATGGAAACCAGAGAAAATGTGTCTTCTCATCCCTCATTTG 
TAAATGAGGGGGTGGAGCAGATCATCTGTCTCTAAGGTC MM) CAGTGCTAAAATGTGG 
TGATTCTTTGGGAAAAAC I I I I I GCATCAAGTATGATTAAATATTCTGAAAGACGAGTGT 
AGCTTAAAATTTGTTTTG I I I I I AAATTCTGTTCATGGGTCTTCTTAAAATGGACCCTTG 
CCGAAAGGCGGCCTGTGACGGCCTCAGGTGGGAAGATGGATGTCCTTCCAAGGGTGTGGC 
TGGCAGTGGGGTTTGCA 
Sequence 3865 

AGGTACTGCTGCAGAGAAAAAGCATCCATGTCAAAAAGTAAAAATTCTCATTCTACCTTG 
CTTCCGTTCCCAGGCCTTGTCTTACCTTCCTGAAC I I t I I ATATTCCTGGATTATCTTGT 
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AACCAGCAGACTTGGTTTGAGGGTATCTTCCTGTCTTCCATGTGCCCCATCAATGTCAGC 
GCCAGCACCTTGTATGGAATTATGTTTGATGCAGGGAGCACTGGAACTCGAATTCATGTT 
TACACCTTTGTGCAGAAAATGC 
Sequence 3853 

GTAACGCAGGACCCATGTTCACTGAGAGGTGAGATTTCACATTTACATGTAAGACAATTA 

GGCCCTATATGGCCAAAGGTGAGGCGCGGCCCGGGAGTCACTCCAGTCACATCCTNCATA 

GACCAGCNGAACCAGNCCGTGGCCNGNGGTGTCTTATCAGGAGGAAGTTATGGAANGTGA 

CGCTGTANTTATGGCCGGNAAATGGGGGGTCAGNTANTGCCTGGCAGNGAGCCATCNCTG 

TNTCCATACCGCTTGTCTNAGGCCAGTGCCTGCTTAAC TG NTAN AGGAAAAAGAAAACCC 

ANGCCTNATTCTTTAACTGTAAGGGNGGCGTGACTTAACCCCGGCCTGGC 

Sequence 3854 

CTCCACCGCGGTGGCGGCCGAGGTACATCAATAN N AATAAAATN NTTTTTCCTATTTACT 
TNACANCTGGGAATNACTTGCCACAAGAMTGTATTTCTATTATGGTCATTCAGATTTAC 
AAAGMTTAAGCCTA TGAMT AMGCAMCCCAATATATTCTNTAGNCATATTTACAGCA 
GAATCTCAGNNGGCA I I I I I AAAATATCCCAAGGAAGAAGAATTAAACTTNTGAGCATAA 
ATGACCATACTTNAGTTGACAGCAGCACTGACATTAAAAT7TGTCCTACACCANAAATGT 
GTAGAAAMCCCCAAAAAAGGGTATGGCTTTATTTCTTGCCACCCTGAACCTAATTAANT 
CANTTTTAAACC I M II II I AAATTTTTA 
Sequence 3855 

GAAGACCTTGTCGGCACCATTGNGAGGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGA 
GAGCTCCANGCTCGNCTACTGGCTGAAGAGGGTATGGGCCAGGNCCATGNTGCCGGCNGG 
GAAAGTCTCCCCGCGTACCTGCCCG 
Sequence 3856 

GAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCTAACATGG 

TGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTA 

GTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCNTGAGGTGGAGGTTG 

CAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCANGGACTCCATCT 

CNAAATAAAGAAAGAAAGAAACAAAGAAAAGANGAGCTTATATNGAACTTCTCTAAAAAA 

AGAAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTTGGCAAGTCCGATCAATTAAAG 

GATATTTATTTGCATCACAAAATAATTCTTTACTCCCCCCCAAAAAATCAANTAAAAAGT 

Sequence 3857 

CACCGCGGTGGCGGCCGAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAG 

GAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAT 

TAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGA 

ATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAG 

CATGGGCGACAGAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAA 

AAGCTTATATTGAACTTCTCTAAAAAAAGAAAAAAMGAAAGCCTGATGCACACAAAATC 

TAAATTTGGCMGTCCGATCAATTAAAGGATATTTANTTGCATCACAAAATMTTCTT^ 

CTCCCCCCAAAAAAT 

Sequence 3858 

AGGTACG TTTTC TGCTTACCTGATAACCACTTGCCAGGTAGNNCTCCACCATCCTTTCTA 
CCTTTGTCTTTTCTTCAAAAGGGCAGATTC^ 

TAAGAAGGCATGAGAAGCCAGAGCTGCCCATCCTTCCCACATTCTCATGCCTAGAAGTCA 

TTCCATCCTAGCTTGAAATTCCGATATGCTCCTACACACTNGGAGAAAACNACACACACA 

AACACTTGCANGGAAAATGCCATAGTAAGGTCCTGTGTCAGGCTANGACACAAAAAGNGG 

GACTTGGGCCAAACTGCCTGTTGGGTAAAAGGGGTAATAGTTTTCATTTTTTCAAGGGAA 

ACTTACACCCTGAAAAAATGNTGACCTCTCGTCCAGGGTGCCGGTGCCCTTCATGGCCTT 

GTAAATCCCCAAGCCACTTTTGG 
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GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTAAMGCTAAGGATTTTG 

GACTATACCCT7TAAAGTGATACGAAGAGAATGTGACATAGGCAAATGATTAAGGAAGAT 

TAATATAGAAGTTAATGGCCGGATGTGGTGGCTCACGCCTGTGGTCCCAGCACTTTGGGA 

GGCCAAGGCGAATGGGTCACCTGAGGTCAGGAGTTTGAGACCAGCCTGACCAGCATGGTG 

AAACCCCATATCTACTAAAAATACAAAGTTAACTGGGTGTGGTGGCACAAACTCCG7TTT 

AAAAAAAAAATTCAGAGTATGTAGACTCTGGAGGAAGTCTGGGTGGGATGTAATGAGGAC 

CTGCTAGAATTTGGATCACTTTCAATTGAAGTCAGGGTATTGTGCATAATAGAAAGTATT 

GGACTGAGATATTTGGTTACCATGGAGGCCAATGCI I I I I I CATCTTATTAAATGTGATG 

TGACI INI I CTTTGTACCT 

Sequence 3849 

TNGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGCGACTTCACTTATGTGC 

GTGTCTCTTCTGAGGAACTGGATCGTGCCCTGCGCAAGGTTGTTGGGGAGTTCAAGGATG 

CACTGCGCAACTCTGGTGGCGATGGGCTGGGGCAGATGTCCTTGGAGTTCTACCAGAAGA 

AGAAGTCTCGCTGGCCATTCTCAGACGAGTGCATCCCATGGGAAGTGTGGACNGGTNAAA 

GTGCATTGTGGTAGCCCTGGCCNCTNGAATCCAGGGAGCCGGCAGNATCTTGCCGAGGTA 

GTAAGGTGGGTGAAGAAAACTCTGCGNAGNAAAGATCATCAACATCCTTGGGGAGGTTGA 

TTGAATCCGGCCATGNAGNTACCCCTCGGGCCCGCTCTTAGNAACTTAGTTGGGATCCCC 

CCGGGCCTTGCAAGGGAAATTCNAATATTCNAAAGCCTTANTCCGATTACCCGTCCGACC 

TTCGAAGGGGGGGGGCCCCCGGGNACCCAAGCCI U N I GTTTCCCCTTTAGCTGGAAGG 

GGTTAAATTTGCCGCCGCTTTGGGCGTTAAATCATGGGGNCAATTAAGNCTGG7TTTCCC 

TGGTGTTGGAAAATTGGTTNANTCCCGCCTTCCACCAAATTTCCNCCACNAANCATTAAC 

CGANGCCCGGGGGNAGGCCATTAAAAAAGTGGTTTAAAAGCCCTTGGGGGGGTTGGCCCN 

TTAANTTGGAGGTTGAGGNCTTNAACCTCCACCATTTTAAATTNTGGCGGNTTTGGCCGG 

CCTTCANCTTGNNCCCCGCCTTTTTCCCAAATCCCGGGGA 

Sequence 3850 

AGGTACGCGGGAACATCAAACTGTTAATCGAATGCAGGCTCCAGGGAGAAGCAACTTCCT 

GGGCATGCGTGTTAAGAGACAAAAAATGATGACGTTTGATGACCACTCCACCAGAAAAGG 

GAAGAAAGCCTGAGGGGCCTACGTGGACCTCCCTAAACACACTGCGCATGCTCCATTCCA 

AACGGTATGGTGAGCACTGCGCATGCGGGAAACCCACCCTGTAAGGGAAGAATCCTGGGA 

AAGAGGCAAGCCTATGAAGTCCCAGGATCAAGGTTAAAGACCCTTTTTTTACTGTCTTCT 

TGTGCTCTCTTTTCTCTCTTGGACCTTCAGGCGCCTGCTTGGGTCTCTTTCAAGCGAATT 

7TGCTTTCTTTCCTGTTCTAAAGCCTTTTMCTAAACTTCCACTCCTGCTCTGAMCTTG 

CTCTCTTTTTCTGCCTTAACGCCCCTCAGTCGAATTCTTTCTTCTGAGGAGGCAAGGACT 

GAAGTTGCTGTGGACCCATAGGGATTCGCCATTGGTAA 

Sequence 3851 

AGGTACCCGCCTTCACTCAGTTTCCCCAATGGTAACATCTCGCAGAACTACTGGGCGCCA 

TCACAGCCGGGGTCTGACTGCTCTTGCTCAGGTTTCCCCGGTTTTCCGTATCCTCACGTG 

TGTGTATTTACTTCTGTGCMTTTTATCGCAGGCCAAGGCAGGCGGATCACCTGGCCCCA 

TCTTTCTACAACTGGGAAAATTCTGAGTTCTGGAACCATCTGCCCAGGGA7TTGGGGTCA 

GAGATGGTGGGCCTTTCTGATCCTGGTCTTTGCCATGGTTATGATTGTGGCATCCCTGCC 

TGTCTTCTATCATGTGCCTCANCCTG I I I I I I I i CCTTTGCCANGCTGCAAGCCCCTGAT 

ATCAGACTMCAGGGAGCACAACATTTGCACGGTCTTAAANACACTACATTTAGGGGTGA 

AATTTTGTTCTTCTATCTTCCCCC 

Sequence 3852 

CCGGGCAGGTACGCGGGGACACTGTTAGTTGCAAACTGGCACAAAGGTGAATGCGGTTCA 

TGAGGCTCGCTTGATTAAGAAGAGCTGAAACAGGAGCAAAGAGCAAAAGGCAACCTGCAG 

CGAAAGCAAGGACTCAGGGAACCGGCAGACACAAGCAGCCTCTGCAGGTGTGCGAGCAGG 

ATTGCTTCTGCAACAAAAGCCTCCACCCAGCCACATCTTGTGAAAAGAATGGCCACTTCT 

TGGGGCACAGTCTTTTTCATGCTGGTGGTATCCTGTGTTTGCAGCGCTGTCTCCCACAGG 
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Sequence 3844 

TCCACCGCGGTGGCGGCCGAGGTACTTCCTTGGTGGTCCAGATACTCTGGAAGTTGAAAG 

TGTGTGTGAATGGTCTCAAGCCATGCGGTGTTGCTTGTGTGGATGGTGACAAGTCCTGCT 

GGACGGAGTGGGTGGGTGCTACCTGTGGTTCCATGGCCACCTCATACAGCTTAGGGCAGA 

TCCTGACGTGGGTTTATATCAGCATGCCAATGCTAAGAGGAGCCTAAAT7TCCATTAGGG 

AAGCAGCCAGGTAGGACGAAGTGAGTGAAGAGTGTAAGAAAGCTCCAGGGGTGGGGGAAG 

AGGAGTTAAGATCCTCCCCAGGGAAMTGAAACCTCAAGTGCGTGAGGTTAGGAATTTAA 

GCAAGCTAGGGAAAAACAGGATAGACAAGAAGTCTCTAGAATTAAGAAGTTGAGTCTACC 

CAGCATTCAGTATGGGAAATGTTTCTAGTAAATTGGGAGCGAAGAAAGATGCAAGTGATC 

AAGATTCCC C CTAATAATCCTTTAGGGTTTATGTTTAAAG ATTGGTAAGATAATGAAAC A 

ACTNAATTCAAAMGAANGTNTAGATGMTTAAGTTATTGTTGCTTCATTTTGGAACTNA 

AGAACCCAAATCCTNCCANCCAGCCATTTGGTTTGGGCCCAAAAATTTGGGNTCAAGATG 

AANNANTGGAAGTCNTTTCAACTTTTTA 

Sequence 3845 

TTTTGGNNAAATNCCANCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTACACTGNNCAGG 

CAAAGCGTCCGGGCAGCAGTAGGCGGGCGACTCAGATCCCAGCCAGTGGACTTAGCCCCT 

GTTTGCTCCTCCGATAACTGGGGTGACCTTGGTTAATATTCACCANCAGCCTCCCCGGTT 

GCCCCTCTGGATCCACTGCTTAAATACGGACGAGGACAGGGCCCTGTCTCCTCAGCTTCA 

GGCACCACCNCTGACCTGGGACAGNGAATCGACAATGCCCGTCTTCTGTTCTMGNGGGGC 

NANACTCCTGCTTGGCAGGCCCTGTGCCTGCCTGGNACCCTGTCCTCCCTGGCTGGAGGG 

ATCCCCCCAAGGGGAAGATGGCCTGCCCCAAGAAAGACAGGATTACATTCCCCACCCATG 

GATACAGGGATCACCCCAACCTTCAAACAAGGATCAACCCCCAACCTGGNCTGGAANNTC 

CGCCCTTTCANGCCCTTANACCCGGCNCAGGCGTGGCCACAACCCAGNTCCCAAACCAAG 

NCACCCAAANATTCTTCCTTNCTCCCCAAGNGGNAGCCAATCCGGCTTACCAGGCCCTTT 

TGGCCAAATGGCTNNCTNCCCCNGGGGGGGA 

Sequence 3846 

GAAAATTNCCCTCCACCGCGGTGGNTGCCGCCCGGGCTNGTAC rTTTTTTTTTTTTTTTI 

11IIUI I GGAG ATGG AGTNTCGCTCTGTC ACCCAGGCTGCAGTGC AGTCCG C AATCGTG 

GCTCATANCAACCTCCACCTNCCAGGTTCAAGCAATTCTCCTATNTCAGCCTCCCGAATA 

GCAGGGACTACAGACGCTCACCACCACGGNTGGCCAACI II I I I I I I I I I GANACGGAGT 

CTCACTNTGTCACCCAGGCTGGAGTGAAGNGGCATGATCTTGGTTCACTGCAACCTCCGC 

CTCCCAGGCTNAAGCGATTCTCCTGCCTNAGCCTNCCAAATAGCTGGGATTACAGGCATG 

CNCCACCATGCCTGGTTAA I II I I I IAI I M I AGNGGANACGGGGTTTCACCATNTTGGC 

CANGCTGGNTTCTTTC I I I i 1 I I I f I I I I NGANACAAACTTTTGCTNTTATTGCCCAGGT 

TAAAAGTGCAGTGGGAGACAAANCAAGACTTTNTCAAAACAAAAACAAAAACNAAAACAA 

ACCCAACCAAACAAACNAAAAATAATTACNCCCAAAAAATACCNCCNTTGNATTTTTGGG 

CCATTTTTNCCAAACTTNAANGNGGGTTAACTTNNT^ 

TNAGNCNCCGGGGTTTTTTTNCCNCAAAAAAAAAAANTT 

Sequence 3847 

CCGGNCAGGTACTTTAGGAGACCCANGCGGGCATTATTGCCTGAGGTCAGGAGTTTGAGA 

CCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCA 

TGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAA 

CCCAGGAGGTGGAGGTTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGA 

CNAGTAGCNANNACTCCATNTCAAGAATATTANTAACAGAAANGGAATCCAAAGNAAAAG 

AAAANAGNCTTATATTGGAACTTCCTCCTAAAAAAAAAGGAAATTNANAGGAAAGCCCTG 

ATGGCCACACCAAATCCTAAMTTTNGGGCAAGNTCGNATCCAATTTAAGAGGGATATTT 

TTA7TTGNCATCCACAAAAATAATTCTTTAC 

CAAAATAGNCAAACCTTTTCCTTAATGTGTTTCTAAAAATGTAAATCA 
Sequence 3848 
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TAGGGGAGGGACCGGCANGAGTGGAGCTACTGTTTTTTTNCCTGAGAAGAAAGAAAAGGG 
GAGTTCTTGAATATTTTTCTTACTACTGGAGGTTTTGTGTGAGG7TNAAACCCCCCCAAC 
ANTAGGGATTTTTNACCTTNAANACATNCTAANGGNATACTTTTACCNCCCCCTGNGGGN 
TTTTTCTCTCTTTGGTTTGNCCCAACCCM 

CCTAAGTNCCCGAACNCCCAAAGGGGAAANTAACNTTTTACCCGGGC7TCCTGGGGGGGA 
TTTCTCCTTTTCCTTTGGGTNCTTGGTGCCACANGTTGGTCATTTNCCATTTTCCTTG 
GGAATC71 rTAAACTTAGGTTGCTTGGGCCAAN I 1 I ( 1 1 I I I I I I I 
Sequence 3840 

-AGGTACAACTMGGAGGTTATTTAGACCTATTGGCAATCCATAGGAAAATAAAATAATCA 

AAAAATTGCTGCTTATCTTCAGTGAACAGAACCACAAGATTAGGACTCAAAGCCATCTGA 

AGCACTTTCATGCTGGCAACGTTAAGGAACAACATCCATGTGATTAACAAGAGCAGCCTA 

GTCCAGGAGGGTTGCCAACAGCAGGCAGAAGTGTGGCATATCTGGATAGGCAGTTATTGT 

TTTAACAGGGTCAAGATTAATGGGCAGGTGTTCCGCGATAATCCGGCTCCCGGCCCAGGC 

TCCCAGCGCACCCGCCTCCCCGCGTACCTGCCCG 

Sequence 3841 

AGGTAC H U M I I I I I M I I I II I U Mi I Al I I I i i I ACTTGGGGAAATTTATTAAAA 

AAAAAAAAAAGAAAAACMTMTTTATGCCCTTGGCAAAATAAAAGATCTTATCAATATA 

AATGTTTCTTANAAAATGTATGAAAAGATAATATATATTAATAAATCAATATTAACATTA 

CAGCAAAAGTAATAATGATTATNTMCAATGACMGNGAAGATNTTTCTGGCCCTTACAC 

AGTAGTATTTCTGGAAGGNCTCTGATTCCTGCTTGCTCTAGTACAGGCGTGCTCTCACTT 

TAANAAAGCCTGATGCCNCTGGGCGAGGNGGCTCACGCCTGTAATCCCAGTACTTTAGGA 

NACCCAGGCGGGCANATTGCCTGAGGTCAGGAGTTTGANACCAGCCTGGCTAACATGGTG 

AAACCCTGTNTNTACTAAAAATACAAAAATTANCCGGGCATGGNGGCTCACNCCTGTAGT 

CCCAACTGCTTGGGAGGTTGAGGCAAGANAATCNCTTGACCCAAGANGGGGAGGTTGCAA 

TGAGCCCAAATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCCAGACTTCCTTTTTAA 

ATTAAGGAAAGG AAAGGAAACCCAAGGAAAAGGAAAAGC I NUN I GGAACTTTTTTTA 

ANAAAANAGGAAAAAAAAMGAAAGGTTCCTGCCCNGGCGGGGCCGTTTTAAAACCTAAG 

GGGGNCCCCCCCGGGCTNGCGNGAAAATNCGTTTTTAANCCTTTNNNNTNACNGGGTTNC 

CNTNNNGNGGGGGGGGCC 

Sequence 3842 

TTTTTTCCAGACACGGAGTCTTGTTCTGCCACCAGGCTGGAGTGCAGCGGCGCGATCTCG 

GCTCACTACAACCTTCGACTCCGTGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGGGTA 

GCTGGGATTACAGGCACGTGCCACCACGCCCAGCTMTTATTTGTATTTTTAATANAAAC 

AGCGTTTCTCCATGTTGGCCAGGATAGTCTCGATCTCCTGACCTCATGATCCGCCCGCCT 

NGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCCCCACACCGGGCCAACTGGCTGAT 

GA7TTAAGTGATCTGGGCAAGAGGTAGACACACAAATTTTTACCAGCTCTTTGGGTAAGT 

CTG AG GTTAAAG ACTGTTTTCTAAATTMTC ATTCTTAMGTGTGGTCCCTGGTTTAG C A 

GCATCGCCATCATTTAGGAACTAATTANAAGTGAAAATTAT 

Sequence 3843 

CCGGGCAGGTACACAGTGGGCGCTGGGGACCAGGGCCAGAGAGTGGCCACCTGTTAGAGC 

TGCATGTGTGTCTTGGGCCTGGTCTTCTTTCTCTGCTCACTAATGACAGCTGTCCCAGCC 

TCTTGCAGGCTCTGGCCCACCACCTTGCTTGCTGTGAI I I I I I I I M M ICCTCACACAT 

GATAAGCTGAGGCAGGAGAATCCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCAAG 

ATTACGCCACTGCATTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAAA 

AAAAAAAAAAAAGGTGACAAGCAGAGCAAGCGCATNTAGGTGACACCCGGAGATGGAATC 

GGGACGGCAGGATGAGCATGGGTTTGTGGCGANAAAACCCGGGGCAATAATGACATNCAA 

TGCAAATTTGCCAGAGTCAGCAAAAAGCCTATGNGGTANAAATTGCCAAAGAACAGAAAA 

AGAGGGAAGGGTCAGCACCTAGTGCAGGCTACTCTGCTACTGACAAGCAGCCCGGCACAT 

AAGGAGTGTTTCACTGGAAGTGAA 
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GTT 

Sequence 3833 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGTGGTTGGGTGGTAAGATGGC 

GGCTGTGAGTCTGCGGCTCGGCGACTTGGTGTGGGGGAAACT 

Sequence 3834 

CCGGGCAGGTNCCAAGCAAAACACTTGGGTTNTGTCGTTGCTAAATAAAGAACCCAGGAG 
G GGCTAATTAN CCACTTTATATAAAGTAAAAGTCACACCTNTAGAGCAGCTTTTAGGGTA 
GCTGTGTTAGCCAAGGAGGTGTTTCTC 
Sequence 3835 

TATCCAC AGAANTCAGGGG ATAACGC ATGGAAAAG AACATGTG AGCAAAANTGCC AN C CA 

AAAAGGCCCAGGAACCGTAAAAAAGNGCCCGCCGTTGCTTGGCCGTTTTTTNCATAAGNG 

CTTCCCGCCCCCCCCTTGACCGGAGGCAATNACNAAAAAATTCGGANCGCCTCAAANTCA 

CTAAGNGTNGGGCCGAAAACCC 

Sequence 3836 

NTATAGGGCGAATNGGTAGCTCCACCCGCGGTGGCGGCCGAGGTACAGGTCATGGTAAGT 
AGACACANAACCACACTGCTGAGGNCTTCTAMGTGCCTTCCTTTTCTTCACAGCCTGGC 
TTAGCAGGTAGATCAAATCGAATGGTGGGGGGGA 
Sequence 3837 

AGGTAC7TTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCANGA 

GGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGGCGACAGAGCA 

AGACTCCATCTCAAAATAAAGGAAAGAAAGGAAACAAANTAAAAAGGAAAAAAGCCTTAT 

ATTNGAACCTTCTCTAAAAAAAAAAGAAAAAAAAAGNAAAGCCCTGATGCACCACCAAAA 

TTCTTNAATTTTGGGCCAAGTTCGGATCCAATTTAAAGGGGATAf I I f I'ATTTTGGCATT 

CACAAAAAATAAATTTCCTTTTTACCTCCCCCCCCAAAAAATTTCCAANTNAAAAAAAGT 

TTCCAAAAATTAGCCAAACCTTT 

Sequence 3838 

GGGTACANACCACAGCACCACGTCTGCTACGGGGAGTTCATTCCCAGCGAGCCAAGGGCT 

CTTCCCAAGAGCAGAGTTCATGGAGCGGAAAACAGCGGCTTTTTCTTTACTGCTTCCCTC 

TTTTAACTGAAAAATCGCAATATCTACCCAGCTATCTATAAGGGTTGCGTTGACAGCATT 

ATGCTTCTGGCCAAACAGAGAGAACAAGGAACGTGCAATGTTCCCTTCGCCTTCGATGGG 

GCACATCCGNCTGGGATGCTGAATTTCATCTGCGTCTTCGGCACATTCTTCCAAATTAAA 

GGTGAAATCCCAGCTGATAAGTCTTGGGCGAGGGNNTGTTTTTTTATTCTGTTCTCCAAA 

AGCACNTTGAAGAAGGTTTTCAGGGCACCGCCTCTTNGACCCGAGGGAGTGCGTGGTGCA 

CCGTGGGACAGGGACCCCTGAAAGGTGCTTCACAAGAAGCAAGTCCTTGGTGNCAGCCAA 

CAANGCAAGGGGAAGAAAGGGGGGAGGGGGGAGGCCCCCGGGTTTTTGCCGGTTTTGGAT 

TNCACCGGAATGGTTC I Ml! I CANACNGCCCCCCGGTAAAATTCCCTTTCCCCCAAAGN 

CNACCTTGGAAAANTTCCAAAGNTNCCCAAGNCNGCATTTNCCCCCGGNGGTTACCCTTG 

GCCCCNGGGGCCGGGNNCCGGNTTTCTTTAGNAAACCTAAGGANGGNAANTCCCCCCCCG 

GGGCCCTTGGCAAGGNGAAATTTCCGAATANTTCNMGGCCTTTAATCCGATTAACCCGG 

TCNGAACCCTNNNCAANGGGGGGGGGGGCCCC 

Sequence 3839 

TCCACCGCGGTGGCGGCCGAGGTAC I I II M i I I I I I I I 1 I 1 1 M I I I I I I GGGCTGAGT 

GGGATTTGCGTGGCTGCAGACTGGGCCCCGGGCAGTCACTAGCCTAGAGGCTTGGCAGAT 

ATGCCTGCCGCAAATTGCAAGAATTACGCCTTTTCACCTCCTNTGCTCTCCTCCCGGAGC 

CGGTGCCCACCCTN Mill CACAAACCGCAGGGCTGGGGAGAGGGACTTAACCTTTGGCC 

TGCCTGCCTGGCTGTTTGGCTCTGCGCTTGCTGNTTTTGGTTTCTTTCTCTTCTACTGGT 

CTTTCCTTTGTCTTTGCCAGCCACCTATGCTGNTGTTTTCTCCTCTGCTTCCCTNTCCCC 
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CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCACCACTGCACTCCANCATGGGCCGAC 
AG AG C AAG ACTC C ATCTTTAAAATAAAGTAAAG N AAAGG AAAC AAAGG AAN AAG AAAAGC 
CTTATATTGAACCTTTCTCTAAAANAGAAGGAAAAAAAAAGAAAGCCCTGGAATGCACAC 
AAATTCTAAATTTTGGCCMGGTCNGANTCAAA^ 

CN TTC AACCAAAAANTAAATTTCTTTTTACCTTCC CCCCCCAAAAAGATTCAAATTNAAA 
AAAAGTTTTCAAAAATTAGCCAACCNTTTTTTCCCTAMTGGre 

TNAATTCNACCCCAAMTTACCATTGTTGTTCCCCCNAMCCTTTCTTTTTTCCNANG^ 
TANTAAATTTCCTAATTGGGGGGNAAAMGGTAGGAGGGTTATTTANCCTTGTAANGTTG 
GGAAGGCCAAATTAAAGNANTANTTTTNAAGCCTTTTCMGAAACCCTTGGCCCNTGGAA 
AAAAAGMCCNTTGTTTTCCTTTTCTm^ 

TTTGGGGGGGGNCNCCAAAAANTTACTNNNTCMNACNTTTTTTTNTTT 
Sequence 3829 

TTGGAGCTCCACCGCGGTGGCGCCGCCCGGGCAGGTACTTTN I rTTTTTTTTTTTTTTn 
TTGAGTAATATTAGAGTCACTGACAATGANAAAAATGGAACAGTGGATTTAAAACATGAA 
ATGGCCCATTAAATGGGTCCTGAACTTGTTTTAA.AACTCCAGATAATATANCTTGGCTGT 
TTCTTGTCTTTCCAAAAATGTCAAAATTTGTC^ 

GATNTTCATGTTTATAAAATGNGTTTACCGGTTCCACTGGTTTNTAAAATGTTATGGAGC 
NCATGCATTATTCATTCAACGCCTGAGCCCT7TTACT 

TCTGGCNTCCAGGACCCANACCATGGGAAGGGAGGACAANAGNCGGGAATCCTTTCCAAG 

GGCCTGGGC 

Sequence 3830 

GGCCG AGGTACTTA \ i I I M III II I N 1 I 1 11 I I I I CCCNGAATCGGGTTTTACAATGA 

ATGTTAACTTGCACCAGGAGGCTACCTTGGGCCCCCANAGCCTTCTTAAAACCCTGGCAC 

CCTGCCAGGGGAGCTCCAACTTTGCAGCCCAAAAAAAGTCATGTTGGCAGCTTATCAGGA 

GCCAGGGAGTTACATGGCGCCCTGGGGGTAATAATATTTTCCANAACGCTCAAGCTAATA 

GTCCCATGAATGGGCGANTGAAAGGACTGCAGGTATGCTCTTCCTTGTCCTCAGCCTTGG 

AAGTCTCATCCATCTTTGCAAAGGGCCACATNAANACTNTGCTTGACCTNTAATGGGCAA 

AAATTTGGGGGANACTTGNCTTTTTGTTTTCACNTTACCCTNACTGCCAGACAGAANTTG 

TTATAN7TTCMNGCCCAANGTTNNNGCTTT7TA 

TCCAI I I I I I I I 1 AAAAAAA 

Sequence 3831 

CCGGGCAGGTACTTTATGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGT7TGAGAC 

CAGCCCGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGCATG 

GTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACC 

CAGGAGGTGGAGGTTGCANTGTAGCCGAGNATCGCGCCACTGCACTCCAGCATGGGCGAC 

AGAGCAAGACTCCATCTTCAAAATAACAGTAAAGAAAGGAAAACAANAGAAAAGAAAAAG 

CTTATATTNAACCTTNTTTTAAAAAAAGAAAAAAATAAGNAAAGGNCTGGATGCACCACC 

AAAANTCTTAAAATTTGGCAAGGTTCGANTCAAATTTAAAAGGATA I I II I I ATTTTGGC 

ATTCAACCANAAAATTAAATTTCTTTTTACCCTCCCCNCCCAAAAAANTC 

Sequence 3832 

AGGTACTTTANGAGACCCANGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTTGAGGCAAGAGAATCGCTTGAACCCAGG 

AGGTGGAGGTTGCAGTGAGCCGANATCGCGCCACTGCACTCCANGCATGGGCGACAGNAG 

CAAGACTCCATCTCAAAATAMGGAAAGGAAAGTMNCANAGAANAAGGAAAAAGCTTTA 

TNATTGGAACTTCTTNTTAAAAAAAAGGANAAAANAAAGAAAAGGCCTTGGATGCACACA 

AAATTCNTAAAATTTTGGGCAANGNTNGAATTCAAATTTTATAANGGGM 

TTTNGCAATCCACCAAAAMTTAAATTTTCTTTTAACTTTCTCCCCCC 

CAAAATAAAAAAAAAGGTTTTCAAAMTTAAG 
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CCCAGGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCCG 
ACAGAGCAAGACTCCATNTNAAAATAAAGAAAGAAAGAAACMNAGAAAAGAN 
ATAT TGAACTTCNTNTAAAAAAAGAAAAAAAAAGAAAGCCTGATGCACACAAATTCTAAA 
TTTTGGCAAGGTCGATCAATTTAAAGGGATATTTATTTC 

TTAC TC CCC CC AAAAAATTAAA TAAAAAAG GTTTC AAAATAG G CAAC C TTTTTCC TTAAA 

TGGTNGTTT 

Sequence 3825 

GA ATTGGAGCTCC CCGCGGTGGCGGCCGCCCGGGCAGGTACTTAAGCCAATTTCTTTGAA 

TAAi I N I I 1 1 I I 1 ACATTTTTATTTTAAAAATGAGACAGAGACTGGGCGCGGTGGCTCA 

CGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCGCATCACTTGAGGTCAGGAGTT 

TGAGACCAGCCTGGCCGGCATGGTGMGGCCTGTCTCTACTAAAGATACAAAAAAAAAAA 

AATTGGCTGGGCATGGTGGTGCATGCCTGTGGTCTGATTCTCCTGCTTCAGCCCCTGGAG 

TGGCTGGGACTGCAGGCACACACCACCTTGCCTGGCTATTTAAGCTAATTTCTTTTGGCA 

CTCTGTAGCCTCCCACATTCAGTTCCTCACATTTATTTTACCTATAATTTC7TCTACCAA 

TTCTCCTGTATTTTCCCTTTTCTTTTGCTTTCCTGTTCTCTGGGGNGNCT^ 

CTCTTTGCCTCCTCTTGCCTNCCCTATC I MINI I CTTTTAGGGTGGGTTTCCTTTTTT 

TCCCTTTAGGNTTTTCCCTTANGTCTTTCATGGGCGTTGGCTTTGCCCTCACTAACAAGT 

TAACATAAMGACGTATTTCTGTTTCTTTGNACCTCGGCCGCTCTAAAAATAGTGGGATC 

CCCCCGGCTNGCANGAAATTNGANANTNAAANCTTATCGGANANCCGTCCGANCCTCNNA 

AGGGGGGGG 

Sequence 3826 

GGGCAGGTACTGGAAACAATTCTTTTTTG 

TTCACTAAAATAAATGAATAAATAGACATAAATAAATGANTAAATGTAGGAAGAAGGTCA 

TATTTCAACACTAATTTTAGTAATGCTTTACATAGGAGCTCTTATAAAATATTTACTTM 

AATTTCACAATrTACTAGATGTAGTCATATAGATCTAACACAGCGCTTAGAGACAAACTT 

TTATTGGGGCCTTAATGGATTTATAGGAATATAAAGGTTATACAACCAAGAACAGGGATG 

TCACCAAAAAAGAGTTCACCTTGGTCCCGGCTGCCTGCCAGGGACCATTCTTCACGAAGG 

GCAATTGNT7TTGGCTTTTTGGGGTAMGGTTTCCACCCAATGGATCC 

Sequence 3827 

TCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCC 
TG AGG TC AGG AGTTTGAGACCAGCCTGGCTAACATGGTGAAACC CTGTCTCTACTAAAAA 
TAC AAAAATTAGC CGGGCATGGTGGCTCAC GCCTGTAGTCCCAACTGCTTGGG AGG TTG A 
GGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACT 
GCACTCCAGCATGGGCGACAGAGCAAGACCCCATCTCAAAATAAAGAAAGAAAGAAACAA 
AGAAAAGAAAAGCTTATATTGAACTTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCA 
CACAAATCTAAATTTGGCAAGTCGATCMT^ 
AATTTCTTTACTCCCCCCCAAAAAATCAATAAAAAAAGTT^ 

CTA AATG GTGGTTTTAAAAAATGGTAAATTCAACCAAAATANCANTGGTGTCCCCCAACC 

TTCTTTTCNAGGTTTANTAAATTCCTMTTTGGNGNTAAAGGNGGNGGGTATACCCTGAA 

AGNTGAGGGGCAAATTAAGAANANTTTGGAGCNTTTNANNACCTTGCCTGGGANGAGAAG 

NGGTGGTTCCTTTCTTTAGAAGTTNTGNNGGGAAATGGGTTTNGGGGCNCAAAAMTCTT 

TTTAAATC I I N 11 I I I I i 1 11 NCCNNCNNCCNCGGGGCNNTTTNTTTTTCTTTGGGNNN 

AANNGGN Mill NGGGAAAANTTNNTTTAACCTNGGGNNCTNTGGGCGNCTTTNNAAAAC 

NAGGGGNTNCCCCCCGGNCTGNNGGGGNATTTNNTTTNTAGNCTTTNTGGTATTCCCGCC 

NNCCNTNGGGGGGGGGGGGC 

Sequence 3828 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCNCTTGAAC 
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Sequence 3818 

GAATCGGCCAACGCCGCGGGGAGGAGGCGGGTTTGCCGTATTTGGGCGCCTCTTTCCGCT 

TCCTCGCTTCACTTGGACTCGCTTGCGCCTCGGGTCCGTTCNGGCTGCCGGCTGAAGCGG 

TATCAGCTCACTTCAAAGGCCGGGTAATAACCGGTTAATCCGACCAGNAAATTCANGGGG 

GNANAAACCGCAANGNAAAAGAAACNATTGTTNAGNCAAAAAAANGCCCAAGCNAAAAAN 

GGGCCCAAGGTAAACCNGTAAAAAAAAGGGCCCGCCGATTTNCTTGGGCCG l ITTTTTTT 

CCATTAAGGGCTTCCCGCCCCCCCCCCTTGMCGMGGCATTTAACAAAAAAAATTCGGA 

CCGCTTCAAAGTTCAAGAANGGTGGGGCCGGAAAACCCCCGGACAANGGGACCTTATTAA 

AAGGANTANCNCAAGGGCCGTTTTTCCCCC 

Sequence 3819 

ANGTACACANGTAGTTTGTCAGACNGGGGTAAAANNAGAATACTTCACACACGTTTCAAC 

ACCATACAAGGCATTA1 TCTTCACACAGTMCATCTMTGTCGTTCTTTTATTTTTGAAA 

CANCAGGAAAAGAGCCCTTTCCC7TCAGAGGAAAATAAAMCT7TATCTGTTGCTTAAGC 

CAAACTCCAGGGGAGGAAGGTGTAGTCCTCTGGGGAAAGTANAGGGGATGGGGATGTATT 

GGGAGGAAGMTGGGACCGCCCCTTTCATAAGCACCTTNAGGGAGGGAANGGAATTTNGC 

ANGGAG GGTTT CTTNGGGGGACCAAGTCNACACCAAGCTTTTCTCCNGNATCCCTTTGGC 

CCCCCl Hii I CC NTT CACC TTGCNACCAACTTGGTGTTAANCCCGGGCCGTTNNAACAA 

CCATTGGGGGGNACCTTTTGNCCCCCCNCCGTTAACCCTTTGNCTCCCNGGGNCCGGGGC 

NCNGGTNTTC7TNAAAAAACCTTANGTTNGGGAAATACCCCCCCCCGGGGCCTTGGCAAN 

GGGAAANTTTCNNGMTANTTCNAAMGCCCTTTTATTTCGNAANNCCCCGGTCCNGAAN 

CCTTTCGCAAGGGGGGGGGGGGGCC 

Sequence 3820 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACAACAAATAACCCCAACACTCAGTAGCTAAA 

ACAATGAACATTTATTATCTCATAGTTTCTGCAGGACAGTTATCTGGAAGACTTAGCTGG 

TTAGTTATGGTTTAGGATCTTTCAAAAAGCTACTGCTGTGTCAGCCACAGCTGCAGTCAT 

CAAGGCTCAACTAGGAAAGGATCAGCTTCCAAGCTCACTCATGTGCCTGTTACCATTCAT 

GTGGGCCTCGCTGAAGGAATGCCTTTGGCAGCTGGCTTCTCCCAGANTGAATGATCCAAG 

ACANAGCAATNG AGMC ACCCAAAATGGAAGCTACAGNNTTTGTTGTTGNTGTTGTTGTT 

GAAGTTGTAGTTGTTTTGGACAAAGTCTCACTTTTGCG 

Sequence 3821 

TCCACCGTGGAGGCGGCCGNCCGGGCAGGTNCGCGGGCCAGGGCNCGGTGGCNCGAGCCT 

GTAGTCCTNAGCCTTCCCAAAGTGCTAGNATTACCCGGGNGGTGAGCCACCTGTGCATGG 

CTTCCANCTCTCCTTCTTAGAATAGTGGGGTATAGTCTGCACAACAGGAACCATGGCGGG 

GAATANACACTTTCCCATAGNCAAATAGCATACCTGACTCTCTGTGCTAATATTGCACAT 

TTGTTANAACAAT GAAT GAATTGGATGGATGGGATGGATGGATTGAATGAAATGAAACAT 

ATACTACTGATTATTTTATTCCAGAGTNCTCAAAATATTNGCTGCCTGATATTTTGAGNG 

CTGACTGGGAATTACTTTTGGATTAGGATAAAACAACTNGGGAAATAATGCTGC 
Sequence 3822 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCA7TGAGAGGCGTGTTCT 
CTTCTGGCTGCCGCTCGAGCACCGAGAGCTCCAGCTCGTCTACTGGCTGTGAGGGTTGGG 
CCAGGTCCATGTGCCGGTAGGGAAAGTCTCCCCGCGTACCTT 
Sequence 3823 

TATGGCGAATTGGACTCCACCGCGGTGGCGGCCGGCGGGAGGCTGACGAGAGCCGGGAGG 
CGTTAGCCGAAGGAAGAGAAAAACCGAAGACGAAGCCACTACAGCGTCGCANCGCGGCAG 
CGGCGTNTGCTTTATAGGAGAGGGCGCAGGCCCCCGCGTACCT 
Sequence 3824 

NCCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGA 

CCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCA 

TGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAA 
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CTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATCTTAAATTTGGCAAGTCGA 
TCAATTAAAGGATATTTATTTGCATCACAAAATAATTCTTTACTCCCCCCAAAAAATCAA 
TAAAAAAG TTC AAAATAG C AA 
Sequence 3814 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGC7TGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACA 

GANCAAGGACTCCATCTCAAAATAAAGTAAAGAAAGANACNNATGAAAAGGAAAAAGCTT 

ATATTTGAAACTTCTNTTAAAAAAAMGAAAAAAAAAAAGGAAAGCCCCTGATGCCA 

AAAATTNTTAMTTTGGGCCMGTNCGATC^ 

TCCACAAAAMTAAATTTCTTTTTACTTCCCCCCCCCCNAAAAMNTCMNT^ 

AGTTTTCAAAATTCCCCGGCGGTAACCTTNTGGGCCCGGTTNTTAAAAAACTTAGGNGGG 

GATTCCCCCCCGGGGCTTGCANAGGAAATTNNCNNANTTTTCAAANGCTTTNTTCGGGAT 

NNCCCNGTNNGNANCCCTTCAAAGGGGGGGGGGG 

Sequence 3815 

TTAAGG GCCT CCTTTTTCATNTTTNCCTTTTTTATTGGGTTTGGCCC 

AACCCCTTTTGGAAACCTTNTTTGGGGGCCTTGGAAAATTAAAAAAAAACNAGGTT 

TTCAAAAAAATNG I I Mill I GGACCCCTTAAGTTGGGGAAAAAAAAAAAAGCCCAATCG 

GAAAAGNAAGGGGTTTAACCTTANTAAGGGGCCTTGGGGGCCANTTGGGGTGGGGGTGGC 

CNATTGGCCCTTGCCAAANTNCNCCCAAGGGGAACCCCT7TGGGGGGNAAGGGGCCCCNA 

AAGTAACCGMGGAAAGGGGAATTGGGGCCTTTTTGGAANGGCCNTCCAAGGGNAAGGTT 

TTTTGGNATTANCCCCAAANTTCCTTGGGGGGGCCAAAAACAATTGGGNTTGGAAAAAAA 

ACCCCCCCNAATTCTTTTNTTTACCCAGNNAAGNTGANGGGTTGNNACCTCCTCCTCCTA 

TNGNTTANANMTTANANAANAAGGGGGTTTACCCCCCTNGGGGGGCCCCGGNTT7TNTT 

TAANNAAAAACCTNAAGGGGGGGGGGAATTNCCCCCCCCCNGGGGGNCCTTGGCNNANGG 

GGGANAANTTTTTCCGGAATNTANTNNAAMGCCCTTTTTANTTTCTNTAAT^ 

GGATNANNANCCCNTTTNTANAANGGGGGGGGGGGGG 

Sequence 3816 

AGGTAC I I I I I I n I I II I I I I I I I I I I I I I GGCAACACTTGGGAGGCTGAGGCGGGTGG 

ATCACCTGAGGTCCGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCTGTCTCTAC 

TAAAAATACAAANTTAGCTGGGCGTGGNGGGGCNCACCTGTAATCCCAGNTACTCGGGAG 

GCTGAGGCAGGAAAATCGCCTGAACCCGGGANACAGAGGTTGTGGTGAGCCGANATCGTG 

CCACTGCACTCCAGCACTCCAGCCTGGGCAATGACAGCGAAACTCTGTCTCAAAAATTAT 

ATACATATATATTTTTTGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGG 

AGGCCGAGGCAGGCAGATCATGAGGTCANGGAGAATGGAGACCCCTCCTGGCTAACACCG 

GGGGAAAACCCCCGTTTNTACTTAAAATTCCAAAAAAATTTGCCCAGGCCGTTGTTTGGC 

CGGGCCNCCCTGTAAGTCCCCAACTTNACTTGGGGGAAAGGCTTGAAGCNAAGGAAAAAT 

GGGCNTGGAACCCCAAGGAAAAANGGCGGGAACTTTTGNANNNGANGCCTTGANAATCGG 

GGCCCAATTGGNAACTTTCCAACCCTTGGGGGGGGACACANGGGAAGACTTCCGTNTTCA 

AAACCCCAAAAAAAAAAAAAAAAA 

Sequence 3817 

ACAAGAAACTAGGACTGTTTGCACGTGAGGTTGTTGAGGAGCCAAAGGCCCTCAGGGAGC 

AGACTGGGCTGTTNCTGGAAAAAGAACTGCAGAAGGATAAATAAGGCTGCCACAACACGC 

TCATCTCTGAGCTGCATTTGCCCTCCCACAGTCTCCACTGCTGCCTCAGTTAGCAGGTTG 

CTTAGACATCGAAGCACGGGGCATGCCAGCAGCTCCAGTCCTGCATCCTCGCTTTTCTGG 

ACAGCCCCAGCCAAGTCCAACAGCAGCAACCCCAGAGTAGACAGAGCCCCATGGCCAATG 

AGCAGAGGATTGCTGACCTGGCTGCAGATGATGTAATGAAGGCACCAGGCAAACCCCGCG 
T 
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Sequence 3808 

CACTATTTGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACGCGGACAAAAAATAC 

AAAAATTAGCCGGGTGGGACACGCCTGTAATCCCAGCTACTCAAGAGGTTGAGGCAGGAG 

AATAGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCA 

GCCTG GGTG ACAGAGCGAGGCTCCGTCTCAAAAAAAAAAANAAAAAAAAAAAAAANAAAA 

AMTTGTTTTAGCGCTGGGTTTCCCAAGGNGGGGAGAGGACAGACCCAAGCCTGGAGCCT 

GGCCCCTGGCCTGTGTGCTGACTTCTTGGGGGTCCCTTAAACCCANTGGNATT7TTCNTG 

TNGGAGCCCTGTTCAAACCATNAGCCAACAATCTCCTTCANTAAGTGGGAAAAAGTTATT 

TCCTGAATCCGTTTCCACCAAAAGCCAAGTTAG J Ji I ) I I 1 1 CNTNCAACTCTCAATGTT 

TAMCCAGGAATNAAMGAAAAMGGGCTTNCGTTATTTCMTGGCAAAAAAAAACCTG^ 

CTTCTTTNTTAAATNGGGAAAAAAA 

Sequence 3809 

CCGGGCAGGTACCTTAGCATCATCTGGTCTGACCTTCCACTTTGCAGATAAGGAAACTGA 

AAGCTAGGAAGAAGAAGGGATCCACACAGCAGGCCTCCACTTCTTTCCTTCTATAATAGA 

CTCTCTTTGCAATAAAGAAAMTGCGTTTGACATACACATCTCCAATGTAAGCTGTATGC 

AGCAGGTGCAGTGGAATGCTACAGCAGTCACATACACAGCACTAAGGGACCCAGTGGCTG 

AA AGGG GGTCAAAAAAGACTTCATCTGAGAGGTGACTTGGACTAGGAGGGGCAAGTTAGA 

AGTTTTAAGGGAAGATGTGCCAGGAAGGCTAACCTCTCACCATAATACATACCCCCCATC 

TAAGTCAAAAGTTGTTGCTGGGAAGCCACTATGTGGAGACTGCACATCCTGGCCTCCTCT 

GCATCCAGGGTGGGGGCCCACATTGATTACCCAGTTNGGCCCAAANAANGACCGTTGAGC 

CAGGGANTTGAT TGTGG TGTTCAGTTTTAAGANCCAAAGGGCAAGGGTAAANAAAAGCAA 

NCCCG NTGCCCCTTTTTNCANTCAGGNCCCTTTTTC 

Sequence 3810 

CGTAAAAAGGCCGCNTTGCTNGGCCGTTTTTCNCATAAGGCTTCCGCCCCCCTGGACGAG 

CATTCACAAAAAAATCGACCGCTCAAAGTTCAGGAGGTTGGGCGAAAACCCGACCAGGGA 

CTATAAAAGAATACCAAGGCGGTTTTCCCCCCTGGGAAGCCTTCCCCTTCGTGGCGCTTC 

TTCCTGTTTNCGACCCCTTGCCCGCTTTACCCCGGGATTACCCTGTNCGNCCTTTTCTTC 

CCTTTNGGGGGAAAGCGTTGGGCCGCTTTTCTCAATANCTTCACGCCTTGTTAAGGTAAT 

TCTTAAAATNTTCCGGGTGTTANGGGTCCGGTTNCGCTTNCCAAAACTTGGGGGCTTGTT 

GTTGGCAACCGAAAACC 

Sequence 381 1 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGTTTCCCCCACACCAAGTCGCCGAGCCG 

CAGACTCACAGCCGCCATCTTACCACCCAACCACCGCCCCCCGCGTACCT 

Sequence 3812 

AGGTACGCAAGAGCTCACCCACCTACCTGACCCACCACTGGNATTTCCAGAACCCAGGCA 

AGCCACCTGGAAAGAGTTGGTCTGCCTGGAGTAGCTAACACTGGTGCTAGTATACATCAC 

CTTGGTGCCCAAGAACGGGCATGCCCAGCCTACTGTAGCCACTGCTGGGACCCGAAGACT 

GGCCCATGTATCCCATTCCCCAACAAAACTTCACCACAGCTTCCACTAACAACCACATGC 

TAAGCCACTGAGTAAATCACAGACAAAAATGATGCTGTTTATAGTTGAAGAAATCATACA 

GCGATTAC ACTAC TGCACATGCCCAGAATCAAAGCCAAAGCATCCTACCCAATGAACACT 

ATGCAT ACATTTTCAGGAAAAGTCCTCCCCTATGAMGCAAATTCAAAAMTTGGAAAAA 

GCAACTGTTACACAAGATGCACAAATNCCAATGTAAGAACACAGGGAAACATGAAAAGCA 

AGGAACTATGACACCTCCAAAACAACACAAT 

Sequence 3813 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCAGGA 

GGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAA 

GACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATTGAACTT 
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TTTTGGGGCCTTAAAAATTTN I Mil I GGGTTAA 1 1 I 1 I I I I I I I AAAGGGTTAAAGGNA 

AGGGCCCCCGCGAAGGGGGTNGTTTTCCAACCTCCAAAAAGGNTTTAGGGGGTTCCAAAA 

AGGNAATTGGGGGGTTCCTTCCAAAAAAAACCTTTTTNCTTTGGNACCNCCTTCCGGTTG 

GGAAATTACNCCCGGCCNCCCCCCGGGCNCCTTCTGGGGGGGCGCCCTTTCNCCCCCAAA 

AAAAGGCTTTGGTCCCCCGGGGGGGGGAAATTTTTAACCCANAGGGGCCCGGGTTNGGAA 

AGGGCCCCCAACCCCCCGGGCCNGGGCCCCCCCGGGGGGCCCCCGGGCCTTTTCCTTTAA 

GGNAAAAAACCCTTTAAGGGTTGGGGGGGNAATTCCCCCCCCCCCCCGGGGGGGNNCCTT 

TGGGCNAAAGNGGGGAAAAATTTTTTCCGGCAMTTMTTTCCCAANAAAGGGCNTTT^ 

■AATTTTCCGGGAAATTANCCCCCGGATCCNGGAACCCCCNTTCCCCANGGGGGGGGGGGG 

GGGGGCCCCCCCCNGGGGTTTAACCCCCCCNAAGGNCCI I II II I I NGGGTTTTCCCCCT 

TTTTTNANGTTTGGGAAAG 

Sequence 3804 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCCCAGTCTTCGGGAGGACTTATTA 

AAACAGATTGCTGGGCCCTACCCCAGAGTTTCTGATTCTGTAGATCTGGGGTGGGGCCTG 

ATAATTTGCATTCTTTTTGTTTTGTTTTGI i I I ( AAAGATGGAGTCTCTCTCTTTCGCCC 

AGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCTGCCTCCTGGCGCCAAGT 

GATTCTCCCGCTTCAGCCTCCCTAGTAGTTGGGACTACAGGTGCAGGCCACCACATCCAG 

CTAACTTTTGTATTTTTAGTANAGATGGAGTTTCACCATGTTGGCCANGCCTGGCCTCAA 

ACTCCTGACCTCAAGTGATCCACCCGCCTCAGCCTCCCAAAAGTGCTTGGACAGAAGAAT 

CACTTTGAACCCAGATGTTTN G AGACCAGGCTTATG CAACATANTGNGCCCCACTATTTA 

TAI M 1 I I 1 I 1AAACTAA 

Sequence 3805 

CNGGAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAG 

AGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC 

CAGCATGGGCGACAGAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACANAGAAAA 

GAAAAGCTTATATTGAACTTNTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAA 

TCTAAATTTGGCAAGTCGATCAATTAAAGGATATTT^ 

TACNCCCCCCAAAAATCMTAAAAAAGTTCAAATAGCAACTTTTCCTAATGTGT7TAAAA 
TGGTAATCACCAAAATACCATGTGTCCCCCAACTTNTTTTCCAGTTATAAATTTCTATTG 
GNGTAAAAGGTGAGGGGTATACCCTGAAAGTTNGNGGCCAATAAANGAAGAGTTTGANGC 
CTTTAAGACCCTGGCCCTTGGGAGGNGGAAGCCGNGGTTCNI I I 1 1 I I AAAANTTCTTNG 
ANGGAAANNGGGNTTTGGGGGGGGCCACAAAAATTTNTTCTCAAATCTTTTTTT 
Sequence 3806 

TCGGGNAAACCCTTGTNGTGCCAAGCTGCATTAATGAAATCGGGCCCAACCGCCGCCGGG 

GAGGAGGGCGGTTTTGGCGTATTTGGGCGCTCTTCCCGCTTTCCTCGCTTCAACTTGGAC 

TNCGCTTGCGCCTCGGGTCCGTTCCGNCTTGCCGGCCGAGCGGTTNTTCAAGCTTCACTC 

AAAAGGCCGGTTAATACCGGTTTATTCCACCAGAAATCAAGGGGGATTANACCGCCACGN 

AAAAAGTAACATTGTTGAAGCCAAAAAGGGCCCAGCCAAAAAGGGCCCAGGGAAACCCNT 

AAAAAAGGGCCCCCGTTTTGCTGGGCCG 

Sequence 3807 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACA 

GAGCAAGACTCCATCTCAAAATAAAGAAAGAMGAAACAAANAAANGAAAAGCTTATATT 

GAACTTCTNTAAAAAAAGAAAAAAAAAGAAAGCCTGATGCACAC 

AAGGTCGATCAATTAAAGGATNTTTTATTTTGCATTC^ 

CCCAAAAATCAAATAAAAAGGTTTCAMTAGGCAACCTTTNTCCTTAATGTGT 
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TNGATCCTGGGGAACCCANCACCAAGGCAAAGAAAGCTTTGGATTGAAAAGCCTATGGTN 
AAAAAAGCTTGNGTTCAAATTTTCGGCGGAAGGTTGAACCGCCCGTCCTNTTGAGACTGC 
CAGTTTGTTTAAAGCAAACCTTTTTTCCAC^ 

GCCA NGANT AACGCCANTGGTATTTGCCAAGCCCCTTTATTTAAAAAAGNTGGGGCCAGC 

CNTTNTTTTNTGGGGGGCCCATCTCCANNNTACNCTTNNGGGCCCGCTCTTAANAAACCT 

AAGGNGGGGATTCCCCCCCGGGGCCTTTGNNAGGGGAAAATTNCNNANTATTCNAAANGC 

TTTTATTCCGNATANCCCGGNCCNACCCNTCGGAAGGGGGGGGGGGCCCCCGGGGTACC 
Sequence 3800 

GCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAACACGGTCAAGTTNCTGCTG 

NNNGGTCTACCTGAAGAANNTAACCCTCTTNTNCACCTGCTCCCCGGCTGNCCGNACCTT 

CCGGGCC7TCGCGGCTGAA7TTCTTTTTCCCCTTGGTCCTTCTCCTGGGTCTGGCCATCT 

NCAGCGTTCCCCTGCTTTACAGCATNTTCCTTGATCCCGCCTTTCTAAGCTTTGTGGTCC 

ATNCCGGGGGCAAGATCTGTTNCATCTTGGGCCCANNATCCACTGAGTTCTATTTATCAA 

GGCACT CCCTT GGAGGACCACCCCAAGNNATTTNCCTNNTTTCTTNCTNGGGGGAACCCC 

MGGCCTTTTTGGCTTGTGCNCCNNTTTTCTTGGNTGGATCCTCACAANGCATTCCTTGA 

ATNGGGCGGTAACCCTTTCGNGANNCGNCTTCCTTNAGNAAACTNAGNTNGGGNANTCCC 

CCCNCCGGGGGCTTGCCNAGGGAAAATTTGCCGATTANNTTCAAAGGCCmANTTTGGA 

TNTTANCCCGGGTCCGACCCCTTCTTTAANGGGGGGGGGGACCCCCGNGGATAACCCCCC 
AANGN III III! GGTT 

Sequence 3801 

CCGGGCAGGTAC I I I I I M I I I II I i M I I ! t I ] I ! I I j GAAANAGGGTCTCACTNTGTC 

ACCCAGGCTGAAATGCAGTAGTGTGATTTTGGCTCATTGCANCCTTGACTTCCCAGGCTG 

AAGTGATC CTCCC GC CTTANC CTNCTGAGTAGCTGGGGCTACAGGNATGCNCCACCATGC 

TGNGCTAATTTTTGTATTTTTTGTANTGGNGGGATTTCCGCCATATAACCCTGGCCTGG^ 

CTGGAAACCCCTGGGCTNGGGCGAATCCGCTNGCTTTAAGCTTTNTTAAAANNGCTTGGG 

GATTACNAGGNCNTGGAGCCCACNANCTNCCCMNAGCCTTGTGAGNTTNTTTTANAGGG 

AGGGAAACAATA TTCT NCAATTCTGGAAAACAAAACCCTTNNAAAATGGCCCAAAAACCA 

- AAAACTTGG NAGTTTTANGCCCCCCCTCCTCCTG ATACTTGG NTGGGTAATAANTAATTT 

GGGGAGGNTA AAAANA MCNCCTCATTTTTGGTCCNTTTGGAATAAAAMGGGGGATTTT 
GCCAATTNGCCl \ \ \ I GAAAATTTTGCNAAAAAAAMCCCTTTTNAATTTTTC 
TNGGGGGNTTNG NCCCCCAA ANTNGNTGGCCAAAGNAANTTTAAAAAAAATTNTNATTTT 
TTGGGATAAAAAA I I I I I I I I NTAANCCCANAGGCTTTTACTTNGGCTTTTTTNTTTN 
Sequence 3802 

CGGCCGCCCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGT 

TTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGC 

CGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCG 

CTTGAACCCAGGAGGTGGAGGTTGCAANTGAGCCCGANAATCGCGCCACTTGNACTNCAG 

CATTGGCGGCGACAGTAGCAAGACTCCCATCTCAAAATATTAGGAAAGTAANAGTAAANC 

AAAGGAAAAGGAAAAGGCTTATATTNGMCITCTCCTAACAAATTNGAAAANAAMGA^ 

AGCCTGGATGCACACANMTCTAAAATTTTGGCCAAGTTCNGATCCAAATTAAAGGGNTA 
TTTTATTTTGCNNTNCACCAAAAAATNAATT^ 

AATTAAAAAAAAGTTTCAAAAATAGGCCNAMCTTTTTTT 

AAAAAATGNTNAAATNNCACCCCCAAAAATAACCATTGGTGGTGCCCCCCCAAACTTTT 
Sequence 3803 

CCGGGGGGGGGGGNAAGNTTTCCTTTCCGGCTTTCTTTGGTNCAAACCCCCCAAGGGGNC 

CTTGGGGAAAGATNGGCCAANNTTNGGGGGCCGGNCCCCAATTCNTTCNGGGGCCTTCAA 

CCATTGGCCAAAAGGGCGTTCTTTGGCGCCTTCCCCGGGGTGGGTTTTCCAAAAAGGCCG 

GAAATATTCCTT CNCCT TGGGCCCCTTCGAAAGGCNCCTTTNCTTAAAAGGATTANGGCC 

TTTAAGGGGGAATTTTTAACCAAGGGGCCGGGCCGGGCCGGGTTCAAACCCCAACCGGCC 
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ACCGCGGNGGCGGCCCGAGGAACTANGAAA I ITTTTT7TTTTTTT1 I GCCCACAGGGCNT 

GG ANNGG GAGAGATACANACAAAANCTTTTTTNTNTTANTTCCATMTTTCTTGATGGAC 

ATGTTTTTCTCACTGNCCTTCTGCATGACCTTTGGCTACTGCCATCTACAAAGTCCTCCT 

TGAGTGACATGGNACTCNCTCGTTCTCNCAGGGCATACATGCCANCATTTCTGTGCACAC 

CGCCCTTCACTTTNAGCCCCCTGGA7TGCTTCCTGGC 

Sequence 3796 

AAGGCCCTTCCCCAACCCCCGNCCGGGGTTTGGGGGCCCGGGGGNGNCCGGCCCCCCGGG 

GGGGCCCA NGGGGG GT TAAAC CT7TTTTTGGNMGGGGGGAAAAMNGGGAAGGGGCCTT 

TGGTNTNAA \ i nn I C CCTT TTGGGTATTAAAGAAAAGGGGGGGTAA7TCCTTNGGGGG 

TTCCAAATTCCCTTTTNTTTTCCCTTG 

GNTNTT^AM 

GGGTTTTTCCCCCCCTTTTCNTGGGCCAMCCCCCTTTTGGGGGGGGGCCTTTTTN 

GCCCCCCCGGCCNTTGGGCCCGGGGGGGGGGGGTNAAAGGNCCCCCCCCCTTNGGGTTNT 

TTTTTCNCCCCCAAAAAGNNCCAAATTGGGGGGGTTGGGGGGGGGGAACCNCCCCCCCCT 

TTGGGCCTTTGGGGTGGGCCCCCCTTNCCCCCAACCCAMTTACCTTTGGGGTTGGGNTG 

NTTNCCTTNCCCCCAAATTACCNTTGGGCCTTTCCCTTTGGGGGGAAAAATTGGGCCCCC 

CCNTTCNCCCCNTTNGGCCCCCAAAAAeCCGGGCCCAAACCCAAAGGNAAAGGACCCTTT 

CCm > ICNCC CAAAGGGAC CCCCTTTNCNNGGGGGGGGGGGGAAAAACCNTTTTTGGGGN 

CCTTTG GGCCi mull f GGGGGGTTTTTTGGGGGGGGNNAAAAAAAM1TTTTTCCCC 

CCCCCCTTTTTO 

GGCCCCCi mm iCCCCCCGGCCCAAAAGACCAAACCCTTTTTTTTCCCCTTTAAGGGCC 
TTTCCAAAGGAAAAGGCCAAGGGGGGNCCTTTCCAACCCAAGGNAACCCCCGGTTTGGNT 
TTGGGAAAGGTTTGGTTTCCCCCTTTTNGGGGGG 
Sequence 3797 

CGCCCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGA 

GACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGG 

CATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTG 

AACCCAGGAGGTGGAGGTTGCCAGTGAGCCCGAGATCGCGCCACTGCACTCCAGNCATGG 

GCCGACCAGGAGCAAGGACTCCCATTCTCAAAATAAAGTAAAGGAAAGNAAACAAAGTAA 

AAGN AAAAGCCTTATATTTT GAACTTCTTCTTAAAAAGAAGGAAAAAAAAGAN AAGCCTG 

ATGCCACACCAAATTTTAAATTTTTGGGCAAGGTCCGGATCC^ 

TATTTTGCCATTCACCAAAAAATTAA7TTC 

NAAAGrrCAAAATAGGCMCCTTTTTCCTTAATGTGTTTAAAATGTAATTCACC 

CATGTGTCCCCCAAC 

Sequence 3798 

GTACTAAAAAAAACTGGAGGGGAGGCCAGGCACAGTGGCTCACACCTGTAATCCCAGCAG 

CACTTTGGGGGGCCAAGGCAGGTGGATCACGAGGTCAGGAGCTCGAGATCATCCTGGCTA 

ACATGGTGAAACCCCATCTCTACTAAAAAATATTTTTAAAAATTAGCCGGGCGTGGTGGC 

AGGCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGAGA 

GGCAGAGTTTGCAGTGAGCGGAGATCGCGCCACTGCACTCCAGCCTGGGCAACAGAGAGT 

GAGACTGTCTCAAAAAAAAAAMTTTGGAGGGAGTGGAAGTTACATCAGATAAGGATACA 

TGTAGAMGCCTCAAAMTTAATANACTAATTAAAAGMTAATGGTTAAAATAACAAGAA 

GTCAGGCCAATTAATCAGAATAATGAATCTAAAAC 

Sequence 3799 

CCGGGCAGGTACGCGGGGCCCTTTTCCGGTCCGGCGTGGTCTTGCGAGTGGAGTGTCCGC 

TGTGCCCGGGCCTGCACCATGAGCGTCCCGGCCTTCATCGACATCAGTGAAGAAGATCAG 

GCTGCTGAGCTTCGTGCTTATCTGAAATCTAAAGGAGCTGAGATTTCAGAAGAGAACTCG 

GAAGGTGGACTTCATGTTGATTTAGCTCAAATTATTGAAGCCTGTGATGTGTGTCTGAAG 

GAGGTATGATAAAAGATGTTTGAAAGNTGTTGATGGAAACAGTGTGGNATCCCTACTC7T 
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TGGTCACCTTTTCCACTAGGATGAAGTGMCTTTTTCAGCATCTTTTAAGGCAATATCAA 
CCCAATGAGA TAATT TTCCCTTTCCCGCTCCAAACTCAACAAAGCATCTTCTTGGACCAA 
GTAACTTTAAATTTTCAATGTTACCTGCTGTTTCAGGTGCTTGGTTGCAGMTC 
TTTAGGGTCATTAAGTGCATCGTGTAATGC TTCAC TTGCTTTTCTCAAT7TCTTAATTAA 
C7TTTCCAACTGCTCTTCAGATAGAGMGAAATTGGMCTMTTGTTCAGGTATTTCTGT 

TTCATCTCTTAAGCCTGCATTAMTATCTTGAATATAGAAATCAGGTTTTGGTTTCTCTC 
TTGAGTTACATTTTTTCAA 

Sequence 3792 

CGGCCGAGGTAC f J < I J 1 1 1 / III I fl | | Ml | \ n I 1 N TTTTTTGAGACANANTNTTGT 

TCTGTTGCCTAG GCTG GAGTACAATGGCACAATNTTGGNTCGCTGNAACCTTTGCCTNCC 

GTGTTCAAGCGATT TTNCT GCC TNANC CTTCTGACTAGCTGGGATTACAGGCGCGTGCCA 

CCATGCCCAGTTAATTTTTGTTATTTTTAGNAAGAGGACGGGGTTTCACCATGT^ 

GGCTGGTTTNAAACTNCTGACCTCAGGGNTNATGCTACCTGCCTNAGCCTTNCCAAAGTN 

GCTGGGACTACAGGGGNGTTGAGCCTACNCGGGCTCAGCCTAATTTTTGGNATTTTTTAG 

CNAAAA MNATGGGGGGGTTTCACCCAATTGTTTTGGCCCNNGCCTTNGGTNNTTAAAAC 

H l l MGACCCTTCCNAAGGTTGGATCCCAACCCTTNCCCCCGGGGGCNGGGCCGGTTTC 

TTAGNAAACTTATNGGGGGGANTNCCCCCCC 

Sequence 3793 

AGCTCCACCGCGGAGGNGGCCGCCCGGGCAGGTCTTCTTGAAAGTGGCAGGCAGTATTTT 

ATTNTAAACTATGTATTNGTTATGATTCTATCTTAGGGCCATGAAATGACAAGCATTGGA 

CTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACCATGGATATGTCTATTACTCGGCTT 

CTTAGCATTCGCATTCCTGCTCTCTTACCCCCAACGTNCACAGAGCTGGATGTTCCTCAC 

AAATGTCCAAGTTGGCTNGCAGTNGGTTTGGCATTGGGCCTTGTATATNAAGGGGGACAG 

CTCTACAAGACATACTGCAGCAAGTTCCCTGGTTGGGC TG AAG ATAAGGG ACCGGCCTC C 

CTGGGTTCCCTGGAAAATGGGAAATNACTTGGCAACTTGACANGAANAAGTTCNATTGCC 

TCCCCTTMGCCTGGCTTGGGCTTTTNGGCCCCCTGGGGGCAATGGGAACATGCNTTTGG 

GGGGGCCMTGGGGCAAGCCAAANTTTTGGAATAAGGGGTAATTGGTCCTGGATTCCTTC 

AAAATNGTGGCCCNTTGGANGCCAAGGCNTCCTTANTTCCAAGGTTACCCCTTCTGGGCC 

CGGTTTCTTAAGGNAAACCTTAANNTNGGGATTNCCCCCCCGGGGGNCTTTGCANNGGGG 

AAATTTCNGAAATTAATCCAAAGNCCTTTAATNNGGAATNACCCCGGTCCNAACCCTTTT 

NAANGGGGGGGGGGGGCCCCCCGGGTATCCCCCAACCTTTTTTGG 

Sequence 3794 

CGGGGTTGGG GGGCCCG GGGGCCCCCGGCCCCCCGGGGGGNCCAAGGGGGTTTAACCCNC 

CCCGGAAAAAAi Mill ICAAATTCCNCCGGNAAGGTTGGGGGNTNCCAAATTNCCANCC 

AAGGTTNCCCCCCCCAGGAAAGNGGTTNGNAATTTGGAAATTGGNCCCTTNGGGGNAAGG 

GGCCCGGTTGGGCCAMGNCNCCGGGGGNAATTCCCCMGGGGGTAAGGTTTTTCCTTNG 

GTTGGGAGGGCCAAAGGCCNAACCTTTACCCCCMTTTTGGGTTGGCCCTTGGGAAAAAG 

GNGGNCCAAGNCCCCCAAGGGGGNAAGNGGNMGGTTGGNTTGGNAATTTAAAAAAAANT 

TMNGGGGCCNCCTTGGGCCCAATTACCNCCAATTTTTTCCTTTTCCCTTTGGNM 

GAATTTGGGTTGGGGTTNCCCCCCCNAATTACTTTTAAGGGGGGGGGAAAAAAGGGGGGC 

CTTTGGGGGNAACCCTTAAAGGCGGNCNCCCTTTTTGGGGCCGGGGGGCCATTTNCNCCA 

TTTCC^GGGGGGGGNAACCN™ 

ACCTTTTGGGGGGGGGAAAAGGNAMGGGGGGGGNGGGCCCCCTTTTCAAAAAAAANTGG 
GNCCCAACCC CCAAAA TTTGGGTTTCCCANAAAGGGGGGGGGTTTNTTTCNAAAAAGGAA 
AAATATTNGGG 1 lilt I CCNCCTTGGGCCA 1 rTTTTTTi I CCCCCCCCCCCAANAGGGGT 

TANCCCAANAAAACCTCCAAACCCAACCCCCCCNAACCAAACCCTTTCCAAAAGGNAAAT 

TCCCCCCTTTCCCCCTTTCTAAATTTTTC 

TTCCTTTCCCCCC 

Sequence 3795 
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G AAAAACCCTTTTTTTCTTTTGG NAAAAGTTTGGGG 
Sequence 3788 

AGGTGATTCCCCAGACCTTCTGCAGATTCTGTGGTTATACTCACTCCTCATCCCAAAGGA 

ATGAAATTTACCACTCTCCTCTTCTTGGCNGCTGTAGCAGGGGCCCTGGTCTATGCTGAA 

GATGCCTCCTCTGACTCGACGGGNGCTGATCCTGCCCAGGAAGCTGGGACCTCTAAGCCT 

AATGAAGAGATCTCAGGTCCAGCAGAACCAGCTTCACCCCCAGAGTACAACCACAACATT 

CC AG GG AG ACTTTGGCCGGCAAGTTAGTTCAGGGGGACAGCCAAGGGTCACCTCAAGNCA 

GGGCAGGNMCTAAACCCCCCTGGAAATCCATAGGGGGGAGGAAAMGTATTTTTTACTA 

ACAGNAACAAGCCCTTGNNAAAGCAGGGAAAAGGNAATGCACCGGGAGGGCGTGCCAGGT 

NGGAAAACAATTTCATCGA 

Sequence 3789 

TGGGGGAAAGGCCCT TNCCCCA ACTCCGGGCCGGNGGTTTGGGGGCCCGGGGGCCTCCGG 
GAAGGNGGTTTAACCCTTTTTTTNTNCCCNCCCCAACCAACCNCCAAGNCCCNGNGGTTT 
GGCCNCCGGNAAC CNTTAA NCGCCAACCGGTAAACCGGCCCGGGGGTTAAAAATTACCTT 
NCNTTGGGMTTNCTTTTTTCCCmG 

GCCGGNCCGGGGGAAAGGGGGAATTNAAAAGGCCCAAGGNGGGGGCCCGGGGGGTCCAAN 

GGTNAAAAGGNCCNCCGGCCAAAAACCNCCGGGCCTTTTTCCAAAGGCCAAAGGCCNTTT 

TTCNTTTGGGTNNTTNCCCCTTTTGGGGGGAMGGCCCCCCANAAAAAGGCCTTTGGGGG 

CCGGGl I 1 1 lAACCCCCNCCAATTTCNGGGTTTTTGGGGGGGGGAAATTNTTCCCGGGGG 

GAAA GGGG GGGGGGGGAAAGGGAATTTAACCCGTTTTGGNCCCMCCCAANAAGGGTTI^ 

TCCCTTTTCCCCNCCAACCCAAACCTTTTTTAMGGCCCTTTNGGGGGCCCAAAAGGTC 

NAAGGGGGGAAAGGGNAACCCCCCCCCCCCN l MINI I C CTTTTCCGGGGGGGAAGGGG 

GGCCCAAACCCCGGNAAAAAAACCNCCCAAAAAANAAACCNAAAGGNCCCNCCCTTTAAA 

NGTNAAAAMGGGGAAACCCAAAAAAAAANTTGGCCCNCCCCNCCGGGCCCNGTTTTAAC 

CCCCCTTTGGGCCCCCCCCCGGGGGGGGACCCGGGGGGCCCCCCGGCCNTTTCCNTTTAA 

AGGGGAAAAMCCCTTTMGGGTTTGGGGGGGAATTTCCTCCCCCCCCCNGGGGGGGGGC 

CNTTNGGCCCAAAGGGGGGAAAAAATT 

Sequence 3790 

GGCCCGGAAAAATTTGGGGGAAAGGCCCTTCCCCCAACCCCCGGCCGGGGGTTGGGGNCC 

GGNGGCCNCCGGCNCCCCGGGGGGCCCAGGGGGTTAACCTTTTTTTAAGGGGGAAGGNAA 

CCCCCCCAAGGGGNCCGGGGGGGNCCAAAGNNAAATTNTGGGCCCCTTGGGNAAGGGGGT 

TCCAAGGGGGAAAGNTTTTTTGTAAGTAACCCCAANGGCCNCCTTGGGGCCTTAAAAACC 

AATTGGGGTNGGAAAAAAACCCCCTTTGGTNCTTCTTTACCTTAAAAAAAAAATTM 

AAAAAAAAAAi I 1 1 I ANGGCCCCGGGGGGCCAATTGGGGTTGGGGGCCTTTCNACCCGGC 

CCCTTGGGTTAAAGGTTCCCCCCAAAACCTTGGGCCTTTTGGGGGGGAAAGGGGTTTTGG 

AAAGGGGGCCAAAAAGGAAAGGAAAMTTCCNGCCCTTTTTGGGAAAACCCCCCAAAGNG 

GNAAGGGGNTNGGGGNAAGGGGGGTTTTTTGGCCCAAAGGTTTGGGAAAGGCCCCCCGGG 

AAAGGAAATTCCCGGGCCGGGCCCCAACCCTTTGGCNAAACCNTTTCCCCCAAAGGNCCN 

AATTGGGGGGGGNCCCGGAAACCAAAGGGAAAGGCCCAAAAAGGGNMCCCTTTCCNCCA 

ATTTCCTTTCCAAAAAAAAAAAATTTAANAAATAAGGTAAAAANAAGGGAA^ 

GTAAAANMCCCCAANAAAAAGGTNAAAAAAAAAMGGGAAAAAAAAAMGGGCCCT^ 

TAAATTTAMTT1TTGGGGAAAAACCCTTTTTCCNTTTCC 

AGGGGAAAAANAAAAAANANAACAATAGGGGNAAAAAAAAGGGGCCCCCCTTTGGGGAAA 
TTGGGCCCCAACCCAAACCCAAAAAAAAATTTN^ 
GCCCAAAAAAAGGGGTTTCCGGNAAAATTNCCAAAA 
Sequence 3791 

CCGCGG TGGCG GCCGAGGTACCTGTTGCCATACCACACAGATGCTTTCCAATTCCTACCA 
CAGGTAGi 1 I I ( CTTCTCTTAGCACAGGAATCTTGTTCAAACACAAGTGTTGAATATCAA 
TTTGAAGTCTTTCAAACACTGAATTTTTCTTTCTGTGTTTTCCATCC 
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GAGTTGGAGGCTGCATTGAGCTATGATCACACCACTGCACTCCAGAAAAAATAAAAATGT 

AAAAGAACTTGAAGCCAGGACTTGGGGCGGGTGCTCTGAGTGCAAAAGACAGAAGATGCT 

GTTATCCAAGGGGTAGAAGCANATTTGGGGACCCTGGACTTCTCTCTGCACTCAGCAAGG 

ATGTGTTGACTTGTGAAGCCTGGTGTGAAGACTTGGCCCTCTTGCCCTGGGGGGCCTTTC 

TGCCAGGTCCCTTGGCCCGCTTGACTCACGCCCCCCTTCCTTACCCAANGAAGAGTTCCC 

GGGTTTGCTTGATNCGTGGNTGCTTTGANTTAGGAGCCCTNGNGTTGGGTTGACAGCATT 

GGACCGAGCGANGGTTGATNGGAANACNANCAAGNCAATTNTATTTCCAAAAGGTCCAAA 

GAACCTTACTNGGAAAACCAAAANTTNCCACCCCAACNGGTNGGGNCCGGGGCNATTGNC 

NTTTGGGGGGGGGTT 

Sequence 3785 

AGGTACACTTCCTGAAGAAAAACAGTATCATAGGAACCATTTCAAAAGTTCTAGGAGCTA 

ATCTTGAAACAGACCAMGCCTGGAGACCCAGTTGCACAGTTCCAGAGATGGCTTCAAGGT 

GGCGAATTAACAACCCGGCCATTGTTGAGATGACGTCAGCCTGATGTCCAGGTGGACTGG 

GACCCAAGGTGGCCACCAGAACAAGACACGAGGACATTGTGCCTGCCCG 

Sequence 3786 

NTGGGGGGAAGGCCCTTCCCCAACCCCCGGCCCGGGGTTGGGGGCCCGGGGGCCCCCGGA 

AGGG GGNTTMCNCCCCTTTTCCCAAMCCAACCAAAAACCNCCMNAMGGGGGCCTTT 

TTTTGGGCCCCCNAAMGGNTTGGT^^ 

CANTTTTA i I I I I iGGGGGCCNAATTGGGAACCTTTCNCCAATTCGCCCCGGNAATTCCC 

CNCCCCAAAATTCCCCCCCTTTCNCCGGCNCCTTTCGGGGAAGGGCCTCNCCCCAATTAA 

AAAAAAGGCCCCCCCNMCCTTGGGCGGGTTGGGGGGAACCCCTTTCCAATTCCCCAACC 

GGGAAAAMGGGGTTG GG^^ TTTTGGGCCTTCCCCCAAAAAAMCCTTTCCAATTGGGG 

GGGGGCNCCAACCCAATTTTCAAAACCAAACCAAAGGGCCNTTTNCTTTTTCCCCCAAGG 

GTTGGGGGGGGGCCAAACCAMCCCCCCGGGCNCCCCCCCAMTTTCCCCCAAATTNTGG 

GGAAAAAATTGGGGG GGAACC CAAAGGG T 1 MINI 1 CCAAAAAAAAATTTGGGCCCCCC 

AACCAAAAAATTTCCC1 III! IGGGGGGGGGGGGAAACCTTTTGGGAAAGGGGGGGGGGG 

QGTTN C CCAA AGGGAAAATTCCCI III1H t GGGCCCAAAGGNCCAAAGGGGTTTTTCCC 

nil i CCTTTTGGGGAAAGGGGGGGTTGGGGGGCCCTTTGGGAMCCCAMTTTCCAAAT 

nil IGGGTTTGGGGGGGCCCGGGGGGGAAAAAAGGGNAMTTTGGGTTTAACCCCCCTT 

TGGGCCCCCCCCCGGGGGGGGGGCCCGGGGGGGCCCCCCGGGCCTTTTCCNTTTAAGGGA 

AAAAAACCCTTAAAGGGGTTGGGGGGGNAATTNCCCCCCCCCCCCCCCGGGGGGGGGCCC 

NTTNGGGCCAAAAGGGGGNAAAAAATTTTTCCC 

Sequence 3787 

GGAAGGCCCTTNCCCAACCCCCCGNCCGGGGTTNGGGGGCCCGGGGGCCCCCCGTAAGAG 

GGTTAN CCGG NCCGGGGGGGGCCCTTGGGAATTTGGGGGGGGGAAAAAAGGGGACCCCCT 

TG TNCC l \ 1 1 I GGGGGNAATTTATTTTTAAAAACCAAAAAAAGGGAAAC^ 

CCTTTTNGGCCGGTTCCGTNCCTGGGCCTTTTCCMGGGGTNNAAAACCTTm 

ACCAAATTCCTTTCCCCGGCCTTTGGAATTGGGNAAGGCCCCCTTAAATTAAAAACCTT^ 

GGGTGGGGAACCAAACCCCTTCCCCCTTGGGANCCNTTNCAACCAAAAMTTTCCANTTA 

AATTTAATTTCCTTTCCCCGGGTCCCAAAAA 

GGGAAAAMTTCCCAANAATTNGGGAAAAAAAACCAATTTAAATTTTT^ 
AAAATTTGGGTTTCCA MCCCTT GGGTTNGGCCCCTTTAAAAAAAMTAGGGGGGGT^ 
NCCCTTGGGGGTNCCTTTrTTTCCCCCCTTCCCAMGNTTTGGGCCCGG 
GGGGAAAGGGAAAAAAAAAAGGGCCCCCCCCCCAMGGGNAAAAAAAAAAAATTGGGGAA 
AAATTTGGGGAAATTAAACCCTTTAAATTTAAA I I M I 1 1 INGGGGGG I I 1 1 11 I 1 CCCA 

ACCCCAAAAATTNGGGGGGGAAAAAGGGGGGAAAAGGNCCCGGCCCTTTCCCAAATTTNG 
G GGGGG GGGGGGGGCCCCCCCCCTNNAMmMTTTNCCNACCCCCCCNTTGGGTTTAA 
Ni I M I CCCAAAAGGGGGGGGGGCCCCCTTTAAATTGGNTGGGCCCCCCAAAANCCCAAA 
.AATTTAAMTTTGGGGAANCCCAANGGGNAAAANCCCCCCTTAAANCCTTTGGGGGGGGG 
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TCTATGCTGAAGATGCCTCCTCTGACTCGACGGGTGCTGATCCTGCCCAGGAAGCTGGGA 

CCTCTAAGCCTAATGAAGAGATCTCAGGTCCAGCAGAACCAGCTTCACCCCCAGAGACAA 

CCACAACAGCCCAGGAGACTTCGGCGGCAGCAGTTCAGGGGACAGCCAAGGTCACCTCAA 

GCAGGCAGGAACTAAACCCCCTGAAATCCATAGTGGAAAAAAGTNTCTTACTNACAGAAC 

AAGCCCTTGCAAAAGCAGGAAAAGGAATGCACGGGAGGCCNGCCAGGGGGGAAAACAATT 

AATCGNAAATGGGAAAGTGAAATTTTGCCCCAAAAMTT^ 

TNTTTAAAAACCCATGGGGCCTTGANAAAGCTTGAAAAAANMTNGGGGATCATTTGGGA 
CTTTAAAAGNCCTTNAAATACCCCCTTGTTNGGC^ 
CCTTNCCAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 3781 

AGGTACTAACCAGTTGGG7TAAATTTATAATATA7TGTAACTCATAATATATCAAATTGG 

AMGTTTTGAMGAGGCATAAAACACTTTCCTTCTCMGCCMCTTTCTTACTTC I 1 1 J I 

CCTTCATTCATTGTGATACAAGAGTCCCAGTTAGTAACACCATCGATTTC MINIUM 

TTTTGGAGACCGAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCT 

CACTGCAACCTCCACCTCCTGGGTTCAAGTGA7TCTCCTGCCTCAGCCTCCCGAGTAGCT 

GGGATTACAAGTGCCCACCACCATGCCTGGCTAAl I 1 1 I GTA'I I I I I AGTAGAGATGGGT 

TTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGCAATCTGCCTGCCTCG 

GCCTCCCAAAGTGCTGGGATTATAGGCATGAGCCACCACGTCCAGCCTCAACATCATGTT 

CTTAATATTCATCTATGCTGACATGTACCTGNCCG 

Sequence 3782 

CCGGGCAGGTAC M I II I I I Ml I INIIIIII! Iliri I GGNAACCTCANTGTAATTTTA 

ATGACCTCANACCAGTGACAAGGGCANACTGACCANGGGCTGTGGGGGGATCCCANAGCA 

ACCTCGAGGGCGTCCCGGTGCTTACCACCTGGAAACTGGTGAGGTGGTGGGAGAACTCCT 

GGTGGACCCTAGTGGAAGCCTTCCANTMTTTCTTGAAGCTNAGCNCTCAGGTGANTAGG 

GCGACATCTNNTGGCCGGTTGTTNAAGGTCATTGCAAANAGGAAGGAAGCCCAGGAGGGG 

AGCCTNCAGTGAGGGCGTCCTGGGGTTCTTCCGGTTTTTNACCACCCTTTNGCCACCCCC 

TNTANTTCAANACCCCAAGAGTTNGTTAAGTNAAAAAGGGGCGGNATTCCCCNCNTACCC 

TTNGGCCNGTTTTAAAAAATAGTTGGGATTCCCCCCGGGGCCTTGCAAGGAAATTTTTAT 

TTTTAAAAGCTTTANTTTGGATTACCCCTTNNACCNTTCTAAAGGGGGGGG 

Sequence 3783 

CCGGCCCGGGGGTTTGGGGGCCCGGGGGCCNCCCGGCCNCCCCGGGGGGGCCCAAGGGGG 

GTTAACCCCCAAGGTGQTTTGGGAAAAAACCAAAAAAAAAGGNTTTT^ 

GNNANAAAAGGGNCCCAAGGTTNTCGGAAAGGNAACCCAAAAAGGNAAAAAAAAAATTTA 

NCACGGNAAGGCCCTTCCAANGNGGGAATTGGGGAGGGGGGGGGGAAANAAAANAAGNAA 

AAAAAAAAAMGGGCAATTTTNGGGAAGGNAAGGAAAAATTTTm 

CCCCCAAAAACCCCCAATTNTTTTCCNCCTTCCNAAGGGAACCTTCCCTTAAGAAGGGAA 

AAAAAGGGAAAAACCAAACCCGGCCCTTTCCmCTTTCCCCAAGGGGGNCCAAAGGGGG 

TTTCNTTGGGAAAAAAGGGCCTTTCCAAAAACCCTTCCTTTNC I \ \ I I AAATTTTGGGCC 

CCTTTNCAAACC I I I I 1 CAAAGGGGGGGTTAAATTAACCCCCCTTTCCCAACC I M i M 1 

TNAACCCAACCCAAAMTTTAAAGGGGAAAAAAATTTTTTTM 

GGGGAAAAAAAAGGGAAAAAAGGGTTTmGGGGGGGGGGGGGGAACCCCAACCCCAATT 
TGGGGTTTAAA I MINI I GGGGGGGTTNGGGAAA I MM IAACCCCAAJ I M M I II II 
TTAAAAAAAMCCCCAACCCCAAATTTTTTTNAAGGGGGGGAAAAAAAA^^ 
TTNGGGCCNTTTAAA I MM! I NGGGGAAAAACCCC I M MNI M M M IAAAI MING 
GGGAAAI Mill I NTTTTTNGGGGGGGGGGGGGGGGGGGAANGGGTTTAAAAAAAAAGGG 
GAAAAAAATTTTTAAAA I M I M I I M 1 rGGGGTTGGGGAAATTTGGGCCCAAAAAAAAN 
TTNAAAAAAAAA 
Sequence 3784 

GCGTGGTCGCGGCCGAGGTACGCGGGCGGAGGGTGAGGTGGGAGGGTCTCTTGAGCTCTG 



Page 672 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



AAATTGGGGAAACCAAAAACCCNGGAAAAAA 1 1 M J M I GGGGGGCCTTAACCCAAGGGG 

CCCAAAAACCCAAGGGGGGGGGTTNGGGGGNTTGGGGGAMCCCCTTTCCAAATTTGGGG 

GCCCCCCCAACCCAATTTGGGGGCCCCCTTTCCCCCAAAAAGGGGGGAAGGGTTNAAAAG 

GNAAACCCCCCCCTTNGGGGGAAACCCCCAAACCCCCAAGGCCCCCCCCCAGGGCCNAAA 

NGGGAAGGGCCAATTTAANATGTNAAGGGGGNAAAAAGGAAAGGNNAAGGGAAGGGAACC 

CCCC 

Sequence 3776 

AGGTACCATTGTCCAGGGAGCTCTGAAAAGCATCCTATGTCGCACCCCGGGAGAGTTTTA 

CCACAACACTCTGAGC7TCCTCAAGGTAAGGGCAGCTCCTGCCCTCCACTTTGGGAGTTT 

GGGAGTCAGAGAATGCCGCCCGTGGAATTAGGAATAATTGGTTCTCCTTTCTGGAGCCAT 

GTTCCAATATTAGGAGACGGCATCGGTGTAAGCATCCACACACACGTTTCTCACTTCCGG 

CCATTCTCTCTGCCCCTGGTGAAAAGCTTCAAGTMTAGA 

TATGCCAGAACATCACACCTACGTTCCCACTCTTCAATGAGGGGGCTATTTTTAATGACT 
TGGCTTTTCrmACTTAAATTTTGATCCTTGATTTCTCCTTG 

ATGTTGATCTCTGTTATGGGGCGTTGGCTGCCATCCCTGGACTCCGGCCAGTCCGCCCTT 

CTGGGGCTATGTACCTTGCCCG 

Sequence 3777 

CGTTTCCCCCTGGAAGCTCCCTTCGTGCGCTCTCCTGTTCCGNACCCTGCCCGCTTACNC 

GGNATACCTTGTCCGCACTTTTCTCCCTTTrCGGGNMGGCGTGGGACGCTTTTCTTCAT 

AGCCTCACGCCTGGTANGGTTAATCCTNCAGTNTCCGGTTGGTAAGGTTCCGTTTCNGCT 

TCACAAAGCCTTGGGGGCCTTGTTGGTGGCACCGGAAACCCCCCCCCCGNTTTTCAAGCN 

CCCGMCCCGGNCTTGCNGGCCCCTTTTNATTCCCCGGGTTAAANCNTAATTTCGGTTCA 

TTTGGGAGGNTACCCCAAACCCCCCGGGTmAMGGAACCAANCGGAANCNTmATTT 

CGGGCCCCCACCTTGGGGCCCAGGCCAAGNCCCCAACTTTGGGNGTTAAAACCAAGGGNA 

ATTTTAANGNCCAANGAANGCCNGGAAGGGGTTTANTTGNTTTAAGNGGCCGGGGNGGNC 

CCTTAACNAAGGAANNTTTNCTTTTGGGAAAAGNTGGGGGTGGGGNCCCTTNAMCCTTT 

ACCNGGGCTTTTNCCNCCTTTANCAAAGGNAAACANGGTTAATTTTTGGGGGNTAATANT 

TGGCNGACCCTTNTTGGTTTGGNAAAGCCCCNAGGTTTTMCCCNTTTTNGGG 

Sequence 3778 

AGGTAC I u I I M l l u C I I II I I I 1 I I I AAGAGATGGAGTCTTGCTCTATCACCCAGGC 

TAGAGTGCAGTGGTGCAATCTCGGCTCACTGCAGTCTCCATCTCCTGGGTTCAAGGGATT 

CTTCTACCTCAGCCTCCTGAGTAGCTAGGATTACAGGCACATGCCACCGTGCCTGGCTAA 

Cl I I I I GTA'I I I I I AGTAGAGACGGGGTTCCACCATGCTAGCCAGGCTGGTCTTGAACTC 

CTGACCTCAGGTGATCCGCCTGCCTTGGCCTCCAAAAATGCTGGAATTACAGGCATGTAA 

TTCCAACCTTAGACACTCAGTTTAAACCCTCTTATCCTATCTTCACTGGAAGAGCAAAGC 

AATCTCCTACCTTGTTTTGTCAATAAGAAGGGMTATTATTAAGCCCCAGTAATCCTGTT 

GATTACCATAGTGGGCATTGTTTCTCTAGAAGTAAAGTAGAATCTTTGGG 

Sequence 3779 

AGGTACGCGGGGGGTGGGGCCTTTGTCTCTGGCGGCAGCCGGAGCTTCTGGTGTAGTCTT 

CACTGCTCTGTGTCTTCTGCTCCTAGAGGCCCAGCTTCTGTGGCCTCGTTACCTGCAGGT 

ATTGGGAGATCCACAGCTAAGACGCCAGGACCCACTGGAAGCCTAGAAATGTTGCAGGAA 

TTGTGCCTTGGATCCATCCATCCAGTCAGCTGAAACCAGCAGCCCAGGACAAGTGGGCCA 

GCCAACAGGACCTAGACCATGCAACCCAGCTGATCCTACGATGGAACCAAGGTGCCAGTG 

AGATGACAACAGCCCTGCTCTGGTCACTCCGGAAGCTGACCAGTCCACGCACGGCTGAAG 

CTTGAGGAGACAACAGCCCTGCTCTAGTCACCCCAGAAGCTGACTAGTCTATGCA 

Sequence 3780 

CCGGGC AGGTAC ATATTTGTGTAATGTAAACTTGCTTGTGTTG ATATGAAAACG TAGTTT 

GAAAACTGTACGCGGGGATTCCCCAGACCTTCTGCAGATTCTGTGGTTATACTCACTCCT 

CATCCCAAAGAATGAAATTTACCACTCTCCTCTTCTTGGCAGCTGTAGCAGGGGCCCTGG 
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AAAACCAGNCNTGGCTTAACATGGTGNAAACCCTTGTNTNTACTAAAAAATTCCAAAAAT 

TAGCCGGGCATGGTGGCTCACGCCTTGTAGTCCCAACTTGCTTGGGAGGTTGAGGCCAAN 

AAAAATCGTTTTGGAACCCAAGNANGGTGGAAGGTTTNCAANTGAAGCCCAAANAATCGG 

NGNCCCAATTGNAANTTNNAANAATGGGGCCGACANNAACCCAAGGAACTTTCNATTTTT 

AAAAATTTMNGGAMGGGGAMNGGAACCCCANGGGAAAANGGNAAANGGCTTTTANTT 

NTTTGAAACTTTNT I [ 1 I { TAAAAAAAANGGGAAAAAAAAAAANGGGAAAAGGCCCTTTG 

ATTGCCCCC^AAAANTTTTAAAAATTTTTGGGC 

GGGGATTTTTTTNNTTTTGCCTTTCCNC^ 

CCCAAAAAATTTTNTTTTAAAAAANGGTTTCAAAAATTGGCCCACCCTTT^ 
NGGGGGGNTTAAAAAAATTTTTNATTNCCCCCAAAMTACNCTTTGGTGNTCCCCCCAAA 
A I I I I I I I I I I CCAAGGTTTAAAAA I illllllj i GGGGNNAAAAAGGGNGGGGGGTTTT 
TCCCCCNTGAMGGGGGGGGCCNNATAAAANAAAANNTTTGGGGNTTTTTAAAAMCCTT 
TTNNTTNGNAAAANAAANCGN i I I I f I ( i I if i 1 1 1 1 AAAANATTTTTTGNAGGAAAAAA 
TTTGTTTTGGGGGGCCCNCAAAAA I MUM! INAAAACI I I I I I I I NTT 
Sequence 3773 

CCGGGCAAGGTAC I I I I I ! I I ICI I I I I M IC1 I II I I I I I 1 I I I I 1 1 I I I AGACAGAGT 

TTTGCTCTTGTTGCCCATGCTGGAGTGCAATGGCACGATCTTGGCTCACTGCATTCTCCA 

CCTCCCGGGTTCAAGCAATTCTCCTGCCTCAGACATTTGAGTAGCTGGGATTACAGGCAC 

ATGCCACCACMCCAGCTAAGTTTTTTTATTTTTAGTAGAGATAGGGTTTCACCATG 

GCCAGGCTGGCCTCAAACTCTTGACCTCAGGTTATCCTCCTGCCTCTGCCTCCCAAAGTG 

CTGGGATTACAGACATGAGGCACCACACCCAGCCTCAATATTTTGCTTCTTTAGTGNCAA 

TATTTTGAATTCTTTTCCCAGGATTTTGTAAATTTC I 1 1 1 I GATTGGGATATGTTGCTGG 

AAAATTATTGTGT7TGTTTTGGAGGTGTCATANTTCCTTGCTTTTCATGTTT 

CTTACATTGGNAATTTGTGCATCTTGTGGTACANTTGC I MM ) ICCAA 1 1 M I M I GA 

Sequence 3774 

CCTTTCCCCAACCCCCGGCCGGGGGTTTGGGGGCCCGGGGGCCCCCGGAAGGGGTTTAAC 

CCCCTNTTAAATTGGGAAATTGGTTTGGTTNGGGGGGGGCCCCCAAGGCCCAAAAACCNT 

TAAGCCGGmAAGNNAAATTTCCmGGGAAATTNCCAACCAAAGGNAAAAACCAAAGN 

TGGGCCCCGGGAATTTTAATTCCCGGCCAAATTTTTGGAACCCCCCCCGGGGGGGGGGAA 

AGGCCCTTTGGNMGGGGGTTTGGGGGAAAGGGGGGGCCCCCCGGCNTTGGTTTGGGGGC 

CCCCAACCMGGNCCCCCAAGGGTTCCGGGGGNAMGGCCTTTGGCCCAAAAAGGGTTTG 

GGlll I I CCTTGGGGGGGGTTTGGGGGNAATTCCCGGCCNGGCCAATTTAATTTGGGCCC 

AACCCTTTCCAAAAAAAAAATTGGGCCTTCC 1 1 Mill I GGGTTAAAAAAAAGGGGGGAA 

AAAAAAGGCCCCCCAACCCAAANNCCAATTTGGTTTCNCCAAAAAAGGGGGNGNAACCCC 

CTTTGGAMGGGGGCCCGGNAACCCTTTTTGGGGGAAAGGGGGGCC 

CAAAAAAAGNTTGGGGCCCAAGG I I M I M I NGNTTCCCTTTAACCCNGNAACCTTTCCC 

CTTTCCGGGGGNAGGGAAAAAAAAAACCCCCCCMCCNTTTTTCCAAAAAAAM 

CGGCCCMGTTTNCCNAAAGGTTTGGGCCCTTTGGGGGGGNAA 

Sequence 3775 

GNGGTTGGNGNCCGGGGGCCTCCGGAAAGGGGGTTTAACCGGCCGGNGGGGNAAAAACCG 

GTTGGGTTCCCAAGNTTTGGGGTTNGGGGAAACACCTAGGGACCCCTTTGGCCCCCGGTT 

CCCTTAAGAAAAAAAAAAAAACCNCCTTNGNCCCCAAAAAAATTAATTGGGAAATTGGAA 

ACCAATTTCCAAAAAAGGAAAMGGGGGTTGGGGGTTGGGAAAAAGGGCCCAAAGNGGCC 

CGGTTTCCNGGGGNAAGGGGGGGGCCCCCCNCCCCTTTCCAAAAAGGGGGGGGCCCAATT 

TNCCCCTTTGGGGGGGCCCTTAACCCAACCNTTTGGGAAAGGCCAACCCCCCAAGGGGGG 

TGGGGGGGTTCCCTTCCCCTTTCTTTGGAAACTTTTTCCAAAAANCAMN 

CAMCCCCCCAAACTTTTCCCNNTTTCCCAM^ 

GGGGNGGGGGTTTTTGGGGGNCCAMTTTTTTGGCCCCCCCTTTCAA 

CCAACN M I M M I GGTTNCCAAAAAGGCCCTTCCAAA I I i I 1 11 rCCCCCTTGGGGGTT 
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CCGGGCAGGTACCTGTGGTCTCAGCTACTCGGGAGGCTGAAGTGGGGAGGATCGCTTGAG 

CCCAGGTGGTCGAGGCTGCAGTGAGCTGTGTTTATACCACCACACTCCAGCCTGGGCCGC 

AGAG TG AGAC TTTGTCCAAAACAACAAC AAC AAC AAC AACAAC AAC AACAAAAACTGTAG 

CTTCCATTTTGGGTGTTCTCTATTGCTCTGTCTTGGATCATTCACTCTGGGAGAAGCCAG 

CTGCCAAAGGCATTCCTTCAGCGAGGCCCACATGAATGGTAACAGGCACATGAGTGAGCT 

TGGAAGCTGATCCTTTCCTAGTTGAGCCTTGATGACTGCAGCTGTGGCTGACACAGCAGT 

AGCTTTTTGAAAGATCCTAAAC 

Sequence 3767 

CCGGGCAGGTAC ITTTTTTTTTTTTTTTTTTTTT1 i CGAGACAGGGTCTCACTCTTTCAT 

CCAGGCTGCAGTGCAGTGGCGCTACCGCGGCTCATTGCAACCTCCACCTCCTGGTCTNAA 

GCCATCCTCCCACTTNATCCTCCCAATTAGCTGGGATTACAAGCTCAAGCCACCAAGCCT 

GGCTAATTTTTAAATTTTCAGTANATATAGGGTTTCGCCACATTGCCCAGGGTGGTCTNA 

AACTCCTGACCTCAAGGGATCCACCCACCTNAACCTCCCAAAGTGCTGGGATTACAGGCA 

TG AGCCACTGCTCTGCC \ I I I 1CCCCI IN! I AACCTGAAAGTATCTTTGCCAATTCTGT 

AATTTCTTCAGGTATCAAAAATCATCTTCCCAATAAGACACAGCAGTATATAACCTACTA 

TATATTTN ACTTATTTATTTTATTTATATTCMTAAG C CC AATTTG AATGTAAAAAATTT 

TTATNTMCATMTATCAATAMTAATTTCTTATGTACCTCGGCCGCTCTAAA 

Sequence 3768 

GCGGGCGGCCGCCGGCGGCTNTGGTGACTCTAGATAACCTCGGGCCGATCGNACGCCCCC 

CNTGGCGGCGACTGACCCATTCGAACGTCTGCCCTATCAACTTTCGATGGTAGTCGCCGT 

GCCTACCATGGTGACANACGGGTGACGGGGAATCAGGGTTCGATTCCGGAGAGGGAGCCT 

GAGAAACGGCTACCACATCCAAGGGAAGGCAGCCAGGCGCNCAAATTACCCACTCCCGAC 

CCCGGGGTAGGTAGTGACCTAATTAANAANAATNAANTAACANAAAAATATAGGTTCCNT 

NGGCCCGCTTCTAAAACTTAGGTGGGATTCCCCCCGGGGCTTGCCAAGGGAAATTCNNAT 

TATNCAAGCTTTATTCGAATACCCGTTCCNGACCCTCTTAGNGGGGGGGGGCCCCGGGTN 

NCCCCAANCI I I I I IGG 

Sequence 3769 

AGGTACTGCTATAGGGAGAGAAGAAAGGTGGTTTCAGCTCAGGGCAG7TCTGGGGAAGGA 

AAAAGAAGACCTGATCTATGAATGGCAGAGTGCAGGCAGCAGCCCAAGACACACTCCACT 

GACTTCAGATGTCAGGTTCCTTCCCACAAACTCTGAACTATCCTGCCTACCTCGCCTCCT 

CCTGATTTGTATAGAGAAGTGGTCCCAACTGTCAGGCATGTGTCTGGCCACTCTCTACAC 

CTCACCAGCCTTCTCTCACTGGACTCTCCATTTCCCTTTCATCCCCTGAGCTTCCTGGCA 

CCCTTGTCCCTGCCTCCCCTTCTCCAGGACTCATCTCCTGTAACCCTTCAACTCCAGTTC 

TCCCAGTGACACAGAGCCAATTCTATCAATTCTTACTAGCAGCCTGCTAGTCTCCAGAAG 

AAATACTCTTAGCAAAATCTGAGATAAAATCTAATCCCTGCCTAGGCCTAAAACCATGAA 

ATATTATCAAAACTCTACATAAGGCTTACAAACTA 

Sequence 3770 

CCGGGCAGGTACGCGGGCCACCGGGCGCGGTGGCGCGTGCCTGTAGTCCCAAGTATCTGA 

GACCACTGCCATGAGCCATCATGCTCAGCTAATTTTTTTTATTTTTTATAGGATGGGGTC 

TCACTATGTTGCCCATGTTGCTCAGGCTGATCTCAAACTCCTAGGCTCAAGCTAATCCTC 

CTGCCTTGGCCTCCCAAAGTGCTGGAATTACAGGCATGAGCCACCTTGCCCCATCTGAAT 

AAATAGGAAATTAATGTTCACTTCCAGCCCTAGACTGGAAGCTCCTGAGCCCCAGTGCTG 

TGTCTGTTTAGGATCTATTGCTTAACAGATTGAT-GACCCTCACATAGGGAAGTTCAGTAC 

CTN 

Sequence 3771 

GGTTTCTAAAAAACATGCCTTTTAGGGGTTTGGCCTAACAAGGAGTGCTACCTTTTCCCT 

ATTAACCAGCGACATTTTAATGAAGTCATCTATGGAGGGGTGGAG 

Sequence 3772 

CCGGGCAGGTACTTTANGAGGACCCAAGCCGGCCAGANTNGCTTGAGGTCAAGGATTTTG 
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* 1 I l l AANGNTTCTAGGGANGGGAMTTTANGCAAATTAAAANANAGGNCCTTTTNGNTG 
GTTTTAAGGNAAATTTTNACCCCTTTTTCN^ 

GGGAAAAAATTTAAAAAGTTTTGNGATTGGTGGNAGGTTTNCCCCTTGNCCCCCGG 
Sequence 3762 

CCTTCCCCACCCCGGNCGGGGGTGGGGGCCGGGGNCNCCGGAAGGGGTNAACCTNTNTNT 

NTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTNTATNTGNTGANNNIGTNTNTNGNCCTTG 

GCNMGGACMCACCTAAACCTTNTTTTTATTTTTNATTGGCCAA^ 

TGGGTNTNTCCAAAGGGTTANTTCAACCAAAAMCCCTMTrTTAACCAAMNAGGC 

TATTMNTTMNATTCAACCCCCCTTCNCCTTTTCCCCCCCCTTmAACATT 

TTCAAAAAACCTTAAATTTTNGGGNGGGGGGT^^ 

ANATTTANAANAAGCCCCCNCCTTTGGGGGCCGGGNTGGGGGGTGGGGGGCCTTTCCAAC 

CGGGCCCCCTTGGGTTAAANANTGGGCCACCAANGNCCNACNCTTTTTTTGGGGGGGGAA 

AAAGGNCNTTTGGNAAAAAGGCCCCGGGGGGGGNTTGGGGGGAATTTCCANACCCCCCTT 

TGGGGAAGGGGGGTTTCCAMGGGGGGGNAAGGTTTTTTTCCCGNGAAAGGAGAAGGGCC 

AAAGGCCCCCCCCCGGNGGGAAACCCAAAAACNCAAATTTGGGGGGGCCGGNNAAAAAAN 

AACCCCCCCCCNCCGGGTTTCCCTTTTCTTT^ 

Sequence 3763 

AGGTACGCGGGGGAGTCTCGCTCTGTCACCCAGGNNGGAGTGCAGAGGNACNATTTTNGN 

TNACTGCAGGCTCTGCCTCCGGTGTTCAAGCGATTCTCCTGCCTCAGCCTTNTAAGTAGC 

TAGGATTACAGGCGCGCGTCACCACGCTTGGCTMTTTTTGTATTTTTAGTAGAGCCGAG 

GTTTCACCAAGTTGGTCAAGATGGTCTCAAACTTCTGACCTCGTGATCCGCCCGCCTCGG 

CCTCCCAAAGTGCCGGGATTACAAGGCGTTGAGCCACCGCGCCCGGCNCGCTCTTAGNAA 

CT 

Sequence 3764 

CCGGGCAGGTACTTTAGGAGGCCCAGGNGGGCAGATTGCCTGANGTCAGGATTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCCGAGGATCGCACCACTGCACTCCAAGCATGGGCG 

ACAGTAGCAAGACTCCATCTCAAAATAAAGAAAGNAAAGGAAACAAAGAAAAGGAAAAGC 

TTTATATTGGAACTTCTCTAAAAAAAGGAAAAANTAAGGAAAGCCTGGATGCACACCAAA 

TCTTAAATTTGGGCCAAGTCGGATCAATTrAAAGGGATATTTTATTTTGCCATTC^ 

AATAAATTCT7TTACTCCCCCCCAAAMTCAATAAA 

CCTAATGGTGTTTTAAAATGTTAATTCACCCAAAATACATTGTGGTTCCCCAACT 
Sequence 3765 

AAAGGNCCTTCCCCCAACTCCGGCCGGGNGGTTGGGGNCCGNGGCCTCCGGAAGGGGGTN 

AACCTNTNTNTNTNTNTNTNTNTNTNTCTNTATNTCTATTATNTNTNTNTGTNTATATNN 

TNNNGGGGTTNCCACCTTNAACACANACACANNNANAGANTTTTNTNTNTGATAAGATAG 

AGNTGATTTANANTNTNNNGGGCCGCCNNGCCCCTTGACNTTGGCCCCCTTTTCTCCTTT 

GGGGGAAATTGGGTGGNGGTAMNACCCCGGTTTTTTCNTTNNAAGGGGCCTTCACCCTT 

NNTTCGCGGGGNAANAATTCCNGAAAAACCCCNTTGNAATTTNCCGCNCCNGTTCCANCC 

CCCGGNNGGGTTTCCACCNCCAATNGGGGTTTANGNGGCCNACCCGGNGGCNNAAACNTT 

AACCCCAANTTNNGAAAAAAAGGTTTTTGNNATNTANGTGGGNGNCCAAGANAACCCGTT 

TTTTCCNGAAAAAATTGGGGGNGGTTCAGATNCCAGACACCNGTCCNCCCNCNCTGGNCA 

GATTTAACCCCTTTGGCCCCCCCGNGGGGGNCCGGGGGCCCCCGNGN I 111!)! 1 AN ANA 

AAACCTTAAGGGNGGGGGNNATTTCCCCCCCCCCCGGGGGNCCTTTGGCCAAAGGGGAAA 

AATTTTCCGNTAATTANNTCNTCAAAAAGGCCTTTTTTATTCCGGAATTNANC 

TNNGAAACCCCTTTCTAANAGNGGGGGGGGNGGNGGNCCCCCAGNGGTNNACCCCCCCAA 

GANCN M 1 II II I GGGTTTCCCCC 

Sequence 3766 
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CNCCGGGCNGGGGGTTNGGGGGCCNGGGGCCNCCGGCCCCCCCGGGGGGTCCAAGGGGGT 

TTTAACCCNCCCGNGNNGNNGGTGGTGGGGGGGGCCCCAAAAACCCCCGGGCNGGGAGAA 
GGNAACCCANGGGNAAMTTTTTTCC^ 

CCCCAAGGCCCAAGGNTNNTNTNCCAAAAAGGGGGAAAAAAAATTGGTTNCCAAAAAAAA 

TTGGGAACCCAAAAAGGGAAATTGGGGGGAAAAGGGAAACCCCCGGGAAGG7TGGTTCCA 

AAAAGGGAAGGCCCTTAAAAAGGGAAACCCAAAACCCAAAAAAAAAAAGAAGGGGGGCCC 

CCCCCCCCAAAAAAAAAAATTTTnTTGG I I I M 1 I I I I CCAAAAAGGGAAAAAAAAAAA 

CCCCCAAMNTTGGGAAAAAAAAAAAAAAAAGGGCCAAAMGGGCCAAAMTTTTCCAM 

GGGAAAAACCGGGTTTGGGAAAAAAGGGTTTCCCCCCAAGGGGGGAMTTCCCAATTTGG 

GGGGAATTTGGGTTTGGGCCTTTTTTAATTTCCCTTTTTTCCAMCCC 

CAAACCCTTTGGGCCTTTGGGGGGGGGGTTCCCCCTTTGGGAAAAMGGGTTTTTT 

TTCCCCCTTTCCTTTTGGGGGGCCCCCCCCCAAAGGTTTGGGCCCCCCAAGGGCCCTTTG 

GGCCCGGNAAAAAAAGGNCCCCCCCCCTTTTCCTTTGGGCCCCCCAAAAAAAAGGGGGGG 

GGGCCCCCCAAAGGGAAAAGGGGGGAAAGGGGGGCCCCCCGGGGGTTTGGGAAAATTNAA 

l I I lAAAGGGAMGGGCCCTTrCCTTTGGGAAATTTTTTAAACCCCCCCCCAACCCCCCC 

CCGGGTTTCCAAAGGGGGGGGNCCCAACCCCCCCGGGCCNTTTGGGAAAAAAGGGGGGGT 

TCCCAACCCTTTGGGAAAAANTTAANCC 

Sequence 3759 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCNGCGCAGGGGCTTCTGCTGAGGGGGC 

AGGCGGAGCTTGAGGAAACCGCAGATNAGTTTTTTTCTCTTTGAAAGATAGAGATTAATA 

CAACTAC TTAA AAAATATAGTCA ATAG GTTACTAAGATATTGCTTAGCGTCCAAGTTT^ 

AACGTAATTTTAATAGCTTAAGATTTTMCGAGAAAATATGAAGACTTAGAAGAGTNGCC 

TGGAGGGAAGGGAAAAAGGATTAAAAGGTTTTCTTAAAACATGACGGGAGGTTTGAGATG 

GAAAGCNTTNTTCATGGGAGGTAAAAAAATGTATTTANAAAGGAAAATTTGAGAGAAAAG 

GGACTTACAGNAGCCCCNGMTTTAATACCAATAGGMGGGCCAATGCTTTTAGATTAAA 

AATGAAA NGTGG ACTTTAAACAGCCTTAAAGTTTAGTTTTAAAAAGTTTGT^ 

AAAAATAATTTTGAAGGCCGAATCCTTTTTAAAAAAGAAGATTT 

GATTTVA^^ 

CATTTTTAAAAAGGCCCTANGTTTAAACGGCCATTTTTTACCTTAAAACCNCCNGGA 

CAAAAAAAATTGGGGAAAANGG 

Sequence 3760 

TCCGAAGAAAAGCGCNGGNCTAAAGCCGCGAAGTCTGGTGACTTTGGCACCCACCCGTGC 

AGCTGATGGTACCCAAAGCCGCCCAGCGACCTGGAAGATGTTCTTGGGAAAAAAATGACC 

CGTTGGGAGCCTGGGGCTTGGGAAGCCCGNAGGGTCCCGCGTTGCCGGCCCAATCAAGCA 

GGTGGGCCACCCGNGGGACTGGGGCCGTNCCTTACCCGTGGGACGTTNCAAGATACCCCA 

ACCCACCAAGTTAGGCACCTTAGGTAATTTTGCCCACTTGGCCCACCAAGAANGGGCAAT 

TGGGAANACCACCAAAAACGNTNCCCCCGGTTTTGCCCTNTCGGGCCGGGTNGGGCAAGA 

ATTGGCCCGCCGGGG7TGGCNANGGCCCGGGCCGTCTTNNAACTTATNNTTTTTANGAAG 
ANAAAAAAAAAAAC 

Sequence 3761 

ATTGGTNGCCTCCACTCGCGGTGGCGGCCGAGGTACGCGGGATTGTCCCTGNNTGNCNGC 
GGGGGTGCNGAGAANAANANTN I NNIM I NTTNNCTCGCAGCTGGAGATCTGAGAACG 
GACAGACTGCCTCCTCAAGTGGGTCCCAGACCCTCGAGTAGCCTAACTGGGAGGCACCCC 
CAAGTAGGGGCNAGACTGACACCTCACACGCCCGGGTACTGATATTTNCATNTTTTTTAG 
TCTTATTGNTTTAGTGTTCANGAATAANTC 

TTTTGNTTA TAGGGG AAAANACTTGGAAACN 
CTTGT^CTTTTTTATTAAAAAACATTGGTGT^ 
^NTTTTTNTTTNTATGGTGTNCCTAGGGTTAATTGTTC 
AACCGGGNGTAANACCCAAATTNTTTTTTCTTTTCCTTTTTTTTCCC^ 
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AATTCCCTTGGGAAAAAAACCCAATTGGGGGGCCCCCAANANTTGGGAAGGGAAAGGGAA 
AAGGGAA ACCTTTAAAAAAATTTTGGGAAAGGNAAGGGGGGGCCCGGCCCCCAAATTNTT 

n j n n i ccn n i n i cccaatttttgggccccccctttggggggaaacccccttttt 

CCAA AAAAi Mi ll iCCCTTTCCCCCTTTCCCCCTTTCCTTTGGGCCCCCTTAAAGGGGG 
GGGGTTTTTTTTCCCAAATTT 

TTTTAAA GGGGGGCCCCAAAAACCCCAAAAAA I MINN 1 AAATTTGGGGGGGGGTTTT 
mm iGGGGGGGGAAAAACCCAAANAAAAAATTGGGGGGGTTTCCCCCCAAAAAATTG 
GGGGGGCCCCCAAAGGGTTTCCCCCAAAGGGTTTTAACCCCCCCCCGGGGGCCCAACCCC 
AAAAAGGGGGGGGGGCCCCTTTGGGTTTTTTNCCAMTTTT^ 

GGGGGAAGGGGGAACCCTTTTTAAACCNTTGGGGGGGGGGAAAGGGGGGGTTTGGGCCCA 
AAMGGGAAACCAAAGGGTTTGGGGGGCCCAMTTTTTTTCCTTTCCCCNn 
CCCTTNCTTTTTTGGGCCTTT 
Sequence 3755 

AGGTACTTGACCCCACAGCCATCTGGGATGAGCCGGTTTTCAGCCACCATGTCTTNAAAT 

TCATCAGCATTGAACTTGGTGAAGCCCCACTTC1TTGAGATGTGGATCTTCTGGCGGCCA 

GGAAACTTGAACTTGGCCCTGCGCAGGGCCTCAATCACATGCTCCTTGTTCTGCAGCTTG 

GTGCGGATGGACATGATAACTTGGCCAATGTGAACCCTGGCCACAGTGCCCTGGGGCTTT 

CCAAAGACACCTCGCATGCCCGTTTGGGAAGCCTCCCCGCGTTACCTGCCCG 

Sequence 3756 

CC7TCNCCAACNCCGGCCGGGGGTTGGGGNCCGGGNCNCCGTAAGNGGTTTAACCGGCCG 

NGGGGGNGNGGCCGGGGTTGGNGGTTNTTNGNGNGNTTGGGGTTAAAAAGGNAATNGNGN 

CNGNGNTTNTGGTNGNNAAGANANATANANNAAAGNACNTTCTNTNTCCNNAACCTTTTT 

GNGNTNGGtGGGGGGGGGGGGGAAAAAAACCTTGCTGGGCCGCNGNCCTTCNTTAAAGGA 

AAAACCNTTAAGATTAGGTGGAATTCCCCNCCCNCNGTGGGGACCTTGGCCAAGNGNAAA 

AATTNTTCTGGAATTNATTNCNANAACGGCCCTTTTAATTCCGGNAATTAACNCCGGTTN 

CCGNAACCN CCTTCCNNGA AAGAGGGGGNGNGGGGGGGGCCCCCCCCGNGGTTTACCCCC 

NCCAAAGAC N I \ ll lllll 1 GGTATTCCNCCCCTTTTTTAAAGNTTGGGAAGGGGGGGTT 

ATTTAAAAAAl J I I I GGCCCGGCCCGGCCCTTTTGGGGCCCCGGTTAAAAATTTCCAATT 

TGGGG GTTNC CAAATTTAAAGGCCCTTTC 

AAAAAATTTTTGGGGTTTTTAATTTCCCCCCGGGCNTT^ 

AACCNAACCCAANAACCCANTTTAACCNTAAAGGCCCCCCGNGGGGGGNAAGGNCCCAAT 

TTAAAAAAAAAGGTTTGGTTTAAAAAANGGCCCCCTTTGGGGGGGGGGGGTTGGNCCCCC 

TTNA AAATTGG NAAG GNTGGGAMGNCCTTTANAANCTTTCNAACCCAATTTrTT 

TTTTGGCCCGGTTTTNGGCCCGGCCCTTTCTAAAC^ 

CCCAAAAGGTTCCGGGGGGGAAAAAAAA 

Sequence 3757 

CCGGGCAGGTACGCNTNGGTGACCGGGGAGNAGCGCTCGGNNGAGGANCTNTTNNCNTTN 

GCAGGTTCGAGGCGATTCGAGCTCCAGCTAGGATGATCGAGGTTGTTTGCAACGACCGTC 

TGGGGAAGAAGGTCCGCGTTAAATGCAACACGGATGATACCATCGGGGACCTTAAGAAGC 

TGATTGCAGCCCAAACTGGTACCTCGGCCGCTCTAGAACTAGTTGGGATCCCCCGGGCTT 

GCAGGGAATTCGANATCAAAGCCTTATCCGGATACCGTCGGACCCTCGAAGGGGGGGGGG 

CCCGGGNTACCCAAGCTTTTGGTTCCCCTTTAGTGGAGGGTTTAAATTGCGGCGCCTTGG 

GCGTAATCATNGGTCATAGCTGGGTTCCTGTGGTGAAAATTTGTTATTCCGCTTCACAAA 

TTTCCCACACCAACATTACGAAGCCCGGGGAAGCCATAAAAAGTGGTAAAAGNCCTGGGG 

GGTGCCCTAATGGAGTGGAAGCCTTAAACTTCACAATTTNAANTTTGGCGTTTGCCGCCT 

TCACTTGCCCCGGCNTTTTTNCCAGTTCCGGGGTAAAAACCCCTTNNNCCGTNGGCCCAA 

GCCTTGGCATTTAAATTGGAAATTCCGGGCCCAAAACCGCCNCCCGGGGGGAAGAAAGGG 

Sequence 3758 
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TTATTAACACTCATA7TTAACTGCTAATTCCTAAATGAAAAATTCTAGGTCGGGTATGGT 

GGCTCACACCTGTAGTCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCATTTGAGGTCA 

GGAGTTTGAGACCAGTCTGGCCAACATGGTGAAACCTCATCACTACTAAAAATACAAAAT 

CAGCTGGGCATGGTTGCGGGTGCCTATAATCCCAGCTACTTGGNAAGGCTTGAGGGTAGG 

AAGAAATCACTTGGAATTTGGGGAGGTGGAGGCTGCAGTGAGCCCAAAGATAGCCGCCAC 

TTGCACTCCAGCCTGGGGAGACAGAAGCGAGGACTGTCTTCANNAAANAAAAANAAAATT 

AAAAAAANAAAGGTCCCTCGGGC 

Sequence 3751 

CCGGGCAGGTACGCGGGGATTCNNCAGACCTTCTGNAGATTCTGTGGTTATACTCACTCC 

TCATCCCANAGAATGAAATTTACCACTCTCCTCTTCTTGGCAGCTGTAGCAGGGGCCCTG 

GTCTATGCTGAAGATGCCTCCTCTGACTCGACGGGTGCTGATCCTGCCCAGGAAGCTGGG 

ACCTCTAAGCCTAATGAAGAGATCTCAGGTCCAGCAGNAACCAGCTTCACCCCCAGAGAC 

AACCACAACAGCCCAGGAGACTTCGGCGGCAGCAGTTCAGGGGGACAGCCCAAGGTCACC 

TCAAGGCAGGGCAGGGAACCTAAAACCCCCTGAAATCCATAAGTGGGAGAAAAGTATCTT 

ACTAACAGNAACAAGCCCTTGCAAAAGCCAGGGAAAAGGGAAATGCACCGGGAGGCCGTG 

CCAGGTGGAAAAACAATTCATCGAAAATGGAAAGTGGAATTTGCACAAAAATTACTTGAA 

GAAAATTCAGTCTATTAAAACCATGGGCCATGAGAAGCTTGAAAAAGAATGGGGATCATT 

GGACTTAAAAGCCTTAAATACCCCTTTGTAGCCCCANNAGCTNTTTNAAAACCGAAAAGC 

CTTCCTTTANMGTAANANAAANTGAANCNNAAAAAAAANNGGGGTCCCTTTNGGGCGNC 

TTCTTAAAAAACTNAGTGGGATCCCCCC 

Sequence 3752 

CCGGGCAGGTAC I I I I I I I I I II 1 I M II 1 1 I II I I I I I M I I GGCAATGGGGTCTCACC 

CTGTCACCCAGGCTGGAGTGCAGNGGTGCATTCATAGCTCACTGCAGCTTTGAACTCCTG 

GGCTCAAGTGATCCTCCTACCTCAGCCTCCTGGGTAGCTGGGACTACAGGCACATGCTAC 

TGNGCCTAGCCAACATTAACACTTTTAAAAAATGATCAAAACATGGGAACCTAAAGGCTC 

AACAATANAACTCACMTAAATTCCAGTGTCAATATMTGGAAATTTACATAGGCATTAN 

AAGTTTTATTTACAATTMTTGTTGGCAA^ 

AAAAAACAAATGACAATCATTTAAATMTAATCTCANAATATTTTTGATTAAAGGAGCTA 
TAC AAATTATAN NTATGTACATN C ATG AAAAG AAAATG AG AC NTTTTAAT AGTAAAATAT 
TTCCAAATGCAATACCAGTAGTATTGGTTTCTTTNTTTACANAAAGNGGATAAATNATTT 
TTTANAAAA 
Sequence 3753 

TGGANGGGGGGAAAAANAGCAAAAATAAAGGGATTCGCAGGCAGGNAAATTTTTGGTNGC 

CCCCCCNCAAAACACCATNTTTCNCNTTCANNAACTTTCCTNATAGNAAATANGGNAANC 

MCCGGCCmCTTNCTTTNNCCAAGNGNCNAGAGNTTACCTNGNAAAAGGCCTTNCANA 

ACTTTNCTTNGTNNTNATTATGGGGCCNTTCCAANTTTTNCAAGGGGNTGTTTAACCCCT 

TTGAAACC I HIM IMCCGCCNANATTANGGGAAANTTTTAATTTAAAACCTTGGGGGA 

AAAAAAGGAAAAAGTTTTTGGGGGGGGGACCCAACCCATTTN^ 

TGGGNATTTTAAACCAATTTTTTTGTAAAAAACCNACCANTTT^ 

AGGTTTTGGGCNTTAN II 1 I I 1 GGAAAACC I I 1 M' I GNTTNATTTTGGGGA I 11 I I I 1 M 

TTTGGGGGNNGGGGGGGAGGGNTTTANAAAAGGAAMTTTTTAAATTTCTTGTC 

GAATTGGGCCAAAAMNTTTAAAAAATTTATTTC^ 

CGGGAACCTTTTTTGGCCCCCAAAA 

Sequence 3754 

CAACCCCCCGGCCGGGGGTTGGNGGCCCGGTGGCCCCCCGGCCCCCCCGGGGGNCCAAGG 
GGGTTTAACCAAGGGGGCCCAAAGNGGNGGNCCTTTGGGGGGGTTTNANAAAAAAAAANC 
NAANGNCGGGTTNGNCCCCMCCNCCAATAGCATTNGAATACCAGAATAGGTTTTTGGTC 
CTTTTGGGCCTTTNGCCCAACCNTTCCCTTAAAAACCCCCAAAAAGGCCCCCTTAAAA^ 
CCCCAACCAAAGGCCNTTTCCGGCCAAA i I I 1 I 1 I ACTTTAAGGGGGTTNCCAANAANAA 
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TCCTTAATTTTAATTGGTTAAA 

TTAAATTGGGGGAAATTGGTTTGGTTTGGGTTNGGTTNGGTTG GCCCGGTT TGGCCCGNC 
CCNGTTrGNAAAAATTNGGNTTNGTTTTGGAAANACCCCGNCC ITTTT TTj TGG GCCAAN 
GGNCCCTTTTNCGNGGGGCCCCTTTAANAGGGTTTCCAAAACCGGGN i l I i iGNGGGCCC 
CCCCCCTTTTTAAAAAAAAAGANCCCNGNAAANNCCCCCCGGG l MM iGANAAAAAAAN 
TTTTNGGGGGAAAAAAAAACCTTTNGGGGG I rTTTTTTTI I AANANAAAAAAAAAAACCC 
TTTCCTTTTGGGGGGCCCTTTTCCAMNANCNCCCCTTTGGTTTCCTTTNGGGGGGGGNC 
CCTTrGGNAAACCCCCCC I MINIM I I C CTTTGGGNAATACCCGGGTTNCNTTNCNGG 
GGGGGCCCCCCCCCTTTTNTTTGGNAATTNTTGGGGTTTTCCCCCCCGGGAAAATNGGGG 

GGTTNCTTTNNMM M MC 

Sequence 3747 

AGGTACATATGGTATACAGGCTCTATAAATCAGGGTCTCCTCCCCCCAC Cl MlimA A 

CTTTTGAGAACACCACAAACACTGCAAAGATATTTGACAATTTTCTCAGGl rTTTTTTTI 

1TGAGACGGAGTCTTTTTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGGTCTTGGCTCGC 

TGCAGCCTCTGTCTCCCGGGTTCGAGCCATTCTCCTGCCTCAGCCTCACAAGTGACTGGG 

ATTGTAGGCGCCTGCCACCATGTCTGGCTAATTTTTGTATTTTTAGTGGAGACGGGGT^ 

CACCATGTTGGCCGGGTTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTCCTTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACACCTGGCCTATTTTGNTGNTCTTG 

AAGTAMTAAGGAAAAAAAATTrTTCAAMCCAGGTTAAATTTTGGTTT 

CTTTGGGATTTAATGACAAGCTTGGTMTTNCAATGGAAAGCCCAAAACCNCTTGTCCTT 

GANCAAGTGGNGCTNGGCACANCTTGGACCAAGCCTCCNCGGGGCNTTAANGAGGCCATT 

TTTTTTTT 
Sequence 3748 

GGGGGCCGGGGCCCCCGGANAGGGGNTCCCCTNTNTNT NTNTNTNT NTNTNTNTNTNTNT 

NTNTNTNTNTNTNTNGGGGAGAGGNNTNNGGGGGANAGGl MUM » NTAACCTTCCCCT 

NNGGCCTTGGGCCCCCCAAAAAGCCCTTGGGGANAAGNTGGCCCAAAATTNGGGGCCAAN 

CCGGGAAATTCCTTTrGGGGGGGGTCCAACCTTTGGCCAAAACCCCCTTTCG GGAACC CT 

TTCCCCCAAAGGGGCCTTTCAAAAAGNCAAAAATTCCCCTTT1TCTTT 

GGGCCCCCTTCCCCCCAAAAAAAGGNTGGCCTTTGGGGGGGGAAACCAAAACCCAAAGGG 

GGCCCMTTTGGAAAGGNCCCCAACCTTGGGCNGGCCCCCCCAAAAACCCCCCCCCTTTT 

AAAAAAAATGGGGAAAAAAAATGGGTTTTTTTAAAAAAAAAAAGGGAAATT 

AGGGAAACCAAAAAT1TAAGGGGGGCCCCCTTTTTCCCCCM l 1 t AAA I I 1 1 f CCA AAAA 

AGGGAAACCCTrTTTCCAAACCTTTGGGGTTCCCCCTTCCNAAGGGi M n M \ iCCAAA 

GGGTTTTTAMCCTTlTCCAAATTTAMGGGGTTm 

TAATTTCCCAAAAAAAAAANTGGGGGGGGAAAAAAAAAAAAI M I I M i I CCCAAAGGGA 
AAAAAAGGGTTTAAAAAAAAAACCCAAACCCC I MUM I rGGGGTTTAAAAA AGGGGTT 

rrrrnrrn ^ aaaaaaaaaatttggggccctttggggccnaacccccccaaa i mm 

CCCTTTGGGGAAAAGGGNAAAAAAGGGNCCCAAATTTGGGGGGGGGGGGGGGAAAAAAAA 

GGGTTTAMTTTTGGGGTTTCCCCCCCT 

Sequence 3749 

CCGCGGTGGCGGCCGAGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAGG 

GAAtAGCCAAGTTTGTTGCGGTTTCCAATGAATGACGTCAGCCCTGTGTAGGTCTCAATC 

AAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTTCCAGATCCAGTTGAATTCTTG 

TGGGCA1TCTGGATAGCTGGAACAAGCTTAGACATGAACCCAGACAACTTGCAAATTTCA 

AGGAATTTCTCACTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCA 

GTGGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCAAGTAGATC 

CTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTGAACTTGCCC 

Sequence 3750 

CCGGGCAGGTACCTGGCCCATGTGTAACTTTATGGGTGACCCAAAATTGTGTGAAATAGC 
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GGCATGGTGGTGCCTGCCTGTAGTCCCACCTGTGTGGGAGAATCACTTGAGCCTGGGAGG 

TCAAGGCTGCAGTGAGCCATGATTGCACCCCTGCACTCCAGCCTGGGTGACAGAGTGAGA 

CCCTGGCTCAATAAGAGGGGGAAAAAAAAATTGTTAGGAGCTGGGTGCGGATGCAGCCTG 

CAATCCCAGCTACTTGAGAGGCTGAGGCCGGAGGATTGCTTAAACCCAAGAATTTGAGCG 

TAGCCTGGGCAACACAGCAAGACCCCATCTAAGAAAAAAATGT1 TTTTAAAT CAGCTTAG 

CCCAAAGGGGTTGTGAATGGGGAGGTATAAAAAGCAAMGATTATTTTTTTGGCTTCTAA 

GCCAAAGAACTTACAGGG GA1 M I M I 1 I I CAGTCCCAGAACCTGCAGATACCCTGCTAC 

TTGCTTCACGTGGATGCTCAAGTGCCCCAGCANCCATCTTAATACCATTAAACCAGGTTA 

AAAAATCCTTNCATGTGGAGGAAAACATG 1 1 I I I I I I NTCGCCTTAAC 1 1 I I I 1CCACAT 

GAAATGTGTGCCCCATGGCTTGGGGCNCATNGGCTNATGCCCTNTAATTCCCAACCACTT 

TTGGGGAGGCTTNAAANCMGCCAAATTTGCTTNGAGGNCCAGGAATTTCGAGNAACAAG 

TTTGGCCAACATTTGGNGNAAACCTTNTTTTTTACCAAAAAA 

Sequence 3742 

AAGCCCTGGGGGCCGAGAGTTCTGCCTGGTNCCACCTGATCACTCTGTCATGACCTCAGT 

TNATGTGAACCTTTCGCCCACCTTNGTCTCAAACCCAGCCCTGAGCCCCTANATGCTGGG 

NTGTGNGCANGGACCNCTTNCNGGCTTCNNANANNANGGGAGCCCTCNANTATGCAGAAC 

ATGTTAACTATCACAGATACACANGAGGTCGTGACTGAAATGACTTCCCAAGGGAACTGT 

CCTTGTCATCCTTTTTAAAAACATTAAATGTCAGGA 

Sequence 3743 

CCGGGCAGGTAC 11 U i I I I 1 II 1 I 1 I H I I I GGTTAAAGATCTAGCCTGAAAATCCCAT 

TACAAAAACTGCCTAGAACACAGTTTACCTTTCTTGGAAAGATGAAGAACCAAGTTAATC 

CAGAATACACTCAAATCCCCTGGCTCTTGAAAGTCTCAGTTTTCAACCTGCTTGGAGATT 

GTTTAGACAAATCTCTAAGTCTTAACTAAAATTCATTTTCAGGTATTATATTAAGCCAAG 

ATAAATAGAAAGTGTTGGAGGTCGTAAAAAAAAAAAAAAAGACAAAATAAACCCACTACC 

TTCAAGGGTTAACAACTACTAAAACTATACTTATGGCCCTTCATCACTGCATTTGCTAAC 

CCAGCTTTCCATTAACAAAAAATGCCTNATGAAATGGACACCTTGGAGAAAATAAGTGCC 

CCCCAATAAGTGCACAAAGCAGCTTGACTCTTNCTGATTTCCAGGATGACTGATGAAAAT 

GGGCCATCAGTTGNTGNCATTTTCATACTTNCTTTGACAACATGCTGAAAGCTGGGCGCG 

ATGGCTCACGCCTGTACCCCAA 

Sequence 3744 

GGTGCAGTGGCTCATGCCTGTAATCCCAGGACTTTGGGAGGCCAAGGCGGGCGGATCACG 
AGGTCAGATCGAGACCATCCTGCCAACACGGTGAAACCGTCTCTACAAAAAAAAAAAAAA 
AAAAAAAAAAAGTACCT 
Sequence 3745 

TAGGTCNTTCCGCTCCAAGCCTGGGGCTTGTTGTGCACCGAAACCCCCCCCGTTTCAAGC 

CCGGACCGCNTGCCGCCTTATCCCGGTTAACTATCCGNTCTTTGAGGTCCAAACCCCGGT 

TAAGGACACCGACTTATCGNCCACTGGCAGNAAGCCACTGGGTTAAACAGGGATTAGCAA 

NGAANCGNAGGGTTATGTTAGGCCGGGTTGCTAACAANGAGTTTTCTTTGGAAAN GTGGG 

TNGGGCCCTTAACCTANCCGGGCTTACCACCTTANGAAAAGNAAACCAAGNTAAN mil 

GGGGTNATTCTTNCNGCNTCTTGGCTNTGAAAAGNCCCAAGATTTTACCCCTTTCAGGGA 

Sequence 3746 

TTNAMTNACCGGAACCTTCAACCTTATTTAAGGGGGGCCCGAAAAATTTGGGGGAAAGG 

CCCTTCCCCAAACCCCGGCGGGGGTGGGGGCCGGGGCCCCGCCCCCCCGGGGGGCCAAGG 

GGTTTACCGNCCGGGGGNCCGGGGGGGGGGGGTTGGGGAACCCCAACCGNCCCCGGCCCC 

CCTTCCCCMTTCCCCGGTTGGCCTTGGCAAATTGGAAAAAAAAAAAACCAATTTTC^ 

AACCGGTTTGGCCCCCCCCTTTTGGTTCCGGCCGGCCGGTTCCTTCCCCCCAATTCCCCT 

TGGAATTCCCCCCAAGGACCCCCCATTTTCCCCTTTTAANGCCCTTAAl MM J AATTCC 

CCCCI (IK I CCCTTNGGGGTTTTTTCCCCGGAAAAAAGGGGCCAAAATTTTAMTTAAT 
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Sequence 3735 

GGAAGCTCCCTTCNGATGGCGCTCtCCTGTATCCGACACCTGCCGCTTTACNCGGGATAC 
CCTGTACCGCNTTTTCTTCCCTTTCGGGNAAGCCGTGGCCGCCTTTCTCATTAGCCTTCA 
CGCTGTAGGTATTCTCAAGTTCGGTTGTTAGGGTTCGTTTCGCTTCCCAAGCTTGGGCCT 
TGTGTGCACCGAAACCCCCCCGTTCCANNCCCCGACCGCTTGGCGCCTTATCCCG 
Sequence 3736 

TGGNGCTCCACCGTGGTGGCGGCCGAGGTACTTTTC! I I I I CTTTTCCTGGATTCCCCAC 

CGMTATTCACTTTTCTGGATGTATTGATTCAACTAGGCATCATACGTGACTGTAGAATT 

GCAGATATTGTGGACACGGCCATGCCTATCACCATTTGTATAGCTTATTTTAACAATTGC 

CTGAATCCTC I Mil f ATGGCTTTCTGGGGAAAAAATTTAAMGATATTTTCTCCAGCTT 

CTAAAATATATTCCCCCAAAAGCCAAATCCCACTCAAACCTTTCAACAAAAATGAGNCAC 

GCTTTCCTACCGCCCCTCAGATAATGTAAGCTCATCCACCAAGGAANCCTGCACCATGTT 

TTNGAGGGTTGAGTGACATTGTTTCGAMCCTGTTCCATAMGTAATTTTTGTGGAAAGC 

TCTTAAGNAACTAGGTGGGATCCCCCCGGGCCTGCAGGGAATTTCGATATTCAAGGCTTT 

AATCGATTACCGGTGCGACCCTCTGAGGGGGGGGGG 

Sequence 3737 

AGGTAC rTTTTTTTTTTTTTTTTTn I GAGACGGAGTTTCACTCTTATTGCCCAGGCTGG 

AGTGCAATGGCGCGATCTCGGCTCACTGCAACCTCTGCCTCCTAGGTTCATGCGATTCTC 

CTGCCTCAGCCTCCCCAGTAGCTGAGATTACAGGTGCCTGCCACCACCCCCGGCCAATTT 

TCTGTA I I I I 1AGTANAGACGGGGTTTCATCATGTTGACCAGCCTGGTCTCAAACTCCTG 

GCCTCAAGTGATCTGCCCTCCTCAGCCTCCCAAAGTGCTGGGATTACAATAATTTTCACT 

TTCATGGTGCTTATAATACACTGGATGATGTGACCAAGGAAGAATTGGACCCAGGTCATA 

AATGATCTAMTATGGCCTTGAGATGTTTNAATGTTCTTCTATGAACATTTATAAGGAGG 

AATTAAGTACCTGCCCG 

Sequence 3738 

CCGGGCAGGTACGCGGGGAGTCAGGCCTCAGAAAGATGGCGTCCTCGGAGCAGGCAGAGC 
AGCCGAGCCAGCCAAGCTCTACTCCAGGAAGTGAAAATGTGCTGCCTCGAGAGCCGCTGG 
GACTTGCTGTGCTGCTCAGGCTGGAGTGCAGTGTGCAAACACGGCTTACTGCAGCCTTCA 
CCTTC 

Sequence 3739 

AGGTACAAACCAGCCCAGGTTGTAAGGACTAAAATAAATACCTGCTCTTTAATGCCCAGG 

CACTGACAAACATCCACAAACATCAAGACCATCCAGGAAAATATGACCTCTCTAAATGAA 

ATAAATAAGGMTCAGGAAACAATCCTGGAGAAACAGAAATATGTGTGCTTTTAGACAAG 

AATTCAAAATAGCTGTGTTGAGCAAACTCAAGATAACACAGAGAAGAAATTCAGAATTCT 

GTTAGATAAATTTAACAAGGAGATTGAAATAATGAAGAATCAAGCAGAAATTCTGGCATT 

TAAAAATGCAATTGACATATGTAAGAATGGATGAGAGTCTCTTMTTCAGAATTTATCAA 

GCAGAAAGMTTAGTGAGCTTGAAGACAAACTATTTGAAAATACAGTCAGAGAACACAAA 

GAAATAGAAAAGAATGAAGCACACCTACGAGATCTAGGAAATCGCCTCAAAAGGACAAAT 

CTMGAGCMTTGGTTTAAAGTGGAAATAGAGAAAAAGATAGGGGGAGAAATCTCATTCA 

AAGGGATAATCCACAGANGACTTNCCAAACCTGAAAGAAATA7TATTGGATATTCAAGTA 

GAAAANGGTTTTAGMCACCCAACAGATTTNACCCCCAAAAGACTACATCAAAGCATTTA 

ATTTTCAACCTTTCNMGATCAATGGAAAATNMTGCTTTTTAAAAGNGGCAG 

GGAAACCCATTT 

Sequence 3740 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGTGGTTGGGT 
GGTAAGATGGCGGCTGTGAGTCTGCGGCTCGGCGACTTGGTGTGGGGGAAACT 
Sequence 3741 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATGAAGATTATGAATT 
GTTAGGACAGCCAGGGCAAGATAGACCCTGTCTCTACAAAATTTTTTTCTAAATTAACCG 
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CAACTCCTACATACTTCCCCCATTATTCCTAGAACCAGGCGACCTGCGACTCCTTGACGT 

TGACAATCGAGTAGTACCT 

Sequence 3729 

AGGTACTCAGACTCACCCCCAACTGCCATCTTCTCCAACCAGCCTGTGAACATGAGAGTA 

GAGGAGGACAATGACAGCCCCTCAGTAGTGTCCCCAACTCACCAATGGACAGGGAAATCA 

TGGTTTTGTTTGGATTTGGTTTCACCTTCATGTTGTCCACAATGGCTCGGATGGGGTTGA 

AAGTTT1CTTGGCCATGTCTGAGGGCCTCACAGACCACCTGGCCTTTCTGCCTTTCATTT 

TTCCCGGCACAGAGCTTCTCCCACCAACGTTGACATGCACGTCCAGAATTGAGGGGAGGT 

TGCCTTTGCTGCTCATCTGAATCATGTATGGGTCCATCACTAGCGAAGCCTTCCAAGTAA 

AGGAGAAAGCAGCCTCCAAGAAGCCAACCCCGAAAGCTCCCTTAGCTCTTCTTTGACAGG 

TTACAGGGGCCCCCGCGTACCTGCCCG 

Sequence 3730 

AGGTACCAGGCTAAGTAGTTTGTATTGTGGGAGTTGTAAAAAACACTCTGGCTGGACTTG 

CAGTTGATGGTGGCCCTCTCGCCCAGAGACACAGCCAGGGAGTCTGGAGACTGGGTCATC 

ACGATGTCCCCGTCGGCACCAGAGATCCAGAGCAACAGAGAAATGAAGACCTGGGTCTGC 

AACACCATCTTGCTGCCCCTGCCTGCCTGTTGTANCTCCCCCCGCGTACCTGCCCGGCCG 

CTCTAGAACTAGTGGGATCCCCCGGGCTGCAGGGAATTCCGATATCAAGCCTTATCCGAT 

ACCGTTCGACCTCGAGGGGGGGGGCCCGGTACC 

Sequence 3731 

AGGTACGCGGGGCCCAGGTGTGTTGGCACATATCTGTAATCCCAGTTACTCGGAGGCTGA 

GGCAGGAGAATGGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCTGAGATTGTGCCACT 

GCACTCCAGCCTGGGAGACAGAGCAAGACTCCGCCTCAAAAAAAAAAAATGTTCAGGGAA 

TCACAAGAAAATAGAGATAGAAAATTAAATGAAATTTAGAAAGCAATCCATGCATGTAGT 

GAGAAATTTGACAAAGAAATAGAAACAAGAAAACAAATAGAAATCCTATCTATAAACAAT 

ACAGTAACTGAACTGGAATAACTCATTGGAAAGCTTTAGCAGCAGACTTAATCAAATAAA 

AGAATTGGTGAGCTTCAGGACAGAACATATGAAATTACCCATTCAGAGGAGCAAGAATAA 

AAAAGGGTAAAGAAGACCTACAAGAATTGTGGAATACCATCAAGCAGACTAACCTCTGCA 

TAATAGGGAATTCCTGAAGATGAGGAAGAAAAGGGTGTAGAAAGCATACTTAAGCAAATC 

ATGGCTTGAAAAAGTCCCAAATCTAGAGAAAGATGACACTGTCTAGGTACCCTGCCCGG 

Sequence 3732 

NTGTGTGCCACGGAACCCCCCCGTTTCAAGCCCGGACCGCTTGCGCCCTTATCCGGGNAA 
CCTATCCGTCTTGAGGTCCCAACCCGGTAANGACACGGACTTAATCGCCCACTTGGCCAG 
CCAGCCCACTTGGGTTAACAGGGATTTAAGCAGAAGCGGAGGGTATTGTAAGGGCGGTGG 
CCTACAAGAANTTTCTTTGGAAAGGTGGTGGGCCCTAAACCTTACCGGGGCNTANCACCT 
TAGGAAGGAAACAANG I I Mill IGGGGTTATTNNTNGCGGCTTCTTGGNTTGGAAANCC 
CCCAGGTTTACCCTTTTGGGGAAAAAAAGGAAGTTTGGGTAAGCCTTNTTTGGM 
GGCCAAAAACAAAAACCAACCCGCCTTGGNTAAGCGGGNGGGG I! I I I I J i J 
Sequence 3733 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I 1 i I i M I I I I I I I I I I 
I I I I I II GGTAGCGTCGCTTCTGTCCTACTTTATTTATTGGTCAGGGCAATCACAAAGAT 
GTGCATAGGCTCAAAGAAAAGAGACATAACCCCGACCACNCGATGGAAGAAGTGACGCGG 
TCATGTTATGAGAGGAGTGTGTGGGATGGGAGATAG 
Sequence 3734 

CTAACTCACATTAATTTGCGNTTGCNGCTCACTTGCCCGCTTTTCCCAGTTCGNGGNAAA 

CCCTGTCGTGCCAGCCTGCATTTAAATGAATTCGGCCAACCGCNGCGGGGGGAGGAGGGC 

CGGGTTTTTGCCGTATTTGGGGGCGGCTTTNTTCCGNCTTTTTCCTCGG 

CTTCGCCTTGCGGCCTCCGGGTCCGNTTTCCGGGCTTGCCNGGGCCGGAAGCCGNTTTAT 

TNAAGNCTTCNANCTTCCAAAAAGGGGCGGGGTANMTAACCNGGGTTTAATTCCCCAAC 

C AAG N AAAATTCC ANIGGGGGGG N AATTAAACCN NCC AAGGG AAAAA 
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GGGGNCCCCCCTTCNAAAAAAAGTTGCCCNC^ 
NNAAANAAGNAATTGTGGGTTNCCCTNCGTGGGNNTTTTT 
Sequence 3724 

AGGTACTTTN I I I I I I I I I I i I I 1 N ] 1 I i I I J I NGAAAAAACATGCCTT7TAGGGGTTT 

GGCCTAACAAGGAGTGCTACCTTTTCCCTATTMCCANCGACATTTTAATGAAGTCATNT 

ATGGAGGGGTGGAGGTGAGGAANCTGTTTCTTTTTCCATGTGTNTAGGGCTACCCAAACT 

CAGCTTGCTTGGCTGCTCCCrATGGCCNGAGCACATTTGAGCTAAGGGAGGTCTTTCACC 

CAANTGNTNAACTGTCTGAACCTACAGGCCTCCCCAACCCCAAGAAAAGTCANGGGGCCA 

AGGNTTGGCACANTTNTGGGGGAGGAAGNAAGGGGGAGNAGTAGACAGTAAACNGTAAAA 

NAAAGGGGGTCTGATGTTTGCCAAACCCTTCCATTTTGGNAAGAGNCTGNAACCTTTCCC 

AAAGGCAAANANNCCCTAGGGGGGGTTNGCAACAAGGCATTNTTNTTCCTAAGAGAAGGG 

GGNGAAGNGCCTTGCCNGTTTNGGCN I ) ) I I II j I < GGGCCCCCCCAATTTTGNTGGGAA 

ATTTNNGGGGGCTTGGTCCCCACCANGCNANCCCNNGTTAAGGNGGNCCCCCCTNATNNC 

CAAGA ACAMNGTNTTTTNTMGGGGGANNCCNTTGGGNCGNGGGCCATTTTTCCAANAA 

TTTTTCNTTGGGGAAANGGANNGGCTTTTTTTAAAAA 

Sequence 3725 

GCATTTTTCTTTTGCAGGTTGCATGCCAGCCAATATTCCTNTGTGCTGGGAAGGGAAAGT 

TTGAGGATGTATCAAGACCATAGCAGTGGATCTCACTGCTCTTGCCTACTCAGGGCTTTA 

TCTACACATTGATAGCCCCTCAGAGGAAAGGCACCAGCCGAAGAGTCGACACTGGCTCTG 

GGCTTGGATGCTGCCTCTGATAAAACGCTGGGCACTNTGACCCTGAAGCCAGGGGAGGGG 

AGTGCTTGGGCAAGCNTGCCCCCCGCCGTACCTCGGCCGCTCTAAGAACTAGTGGGATCC 

CCCGGGGCTTGCAGGGAATTTCCGATAATCAAGNCTTATTCGATACCCGTNCGACCTTNG 

AGGGGGGGGGGCCCCGGTACCCAAGCTTTTTGTTCCCTTTTAGTGAGGGGTTA 

Sequence 3726 

GCGGACAGACCCATTCTAACGTCTGCCCTATCAACTTTCGATGGNTAGTTCGCNCGTGNC 

CTACNCATGGGTGAACCACTGGGTTGACNGGGGGGAATTCAGAGGGTTTCCGATTTCCGG 

NAGTAGTGGAAGCTCTTGGAGGAAAACCGGGNTTACCCAACNATNTCCANAGGGNAAAGG 

NCAAGTCNAGTGCCGGCCGCCAAAAATTTACCCCCAACCTTCCCCGGACCCCCCGGGGGG 

TANGGGTTNTGTTTGNACCCGNATATATATCACANAATATATANATATATATTANATATA 

AGANAATATAGAGATAGGNGTTTANCCCCTTTCGGGNCCNCGGGCTTTCTTTTAANGAAA 

AC NCTTAA GGGTNGGGGGAANTTCCCCCCCCCNCCGGGGGGGCCTTNGGCCAAAGGGGAA 

AAA l ) 1 l ICCGGAAT TTATT TCNAAAAAGGGCCTTTTNATTTTCNGGAATTAACCCCGG 

TTNNTGNTAACCCCCTTTTCGTAAGGGGGGGGGGGGGGGGGCCCCCCCGGGGTTANNCCC 

CCCCAANGNCN I J 1 1 1 Ml I GGGTTGTTCCCCCCCTTTTTTAAAGAGTGGGAAGGGGGGG 

TTTNAAAAATTTTNGCCNGNCCGGCCTTTTTGGGGCCGGGT 

Sequence 3727 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGACGCGGGGGTAATTAACTGA 

TTGAATTCAGGCAAATGAGACATCATGAACTTCAGTGGTTATTGATATTTCAGGGTATAT 

ACCTGAAATGCCTAGAGGATACAGATTTCTCATTTCATTCTTTGGTCTTTCATTTCTCTA 

TATACAGAAATGAAATGACACTTCTGGGAGGCAGTAGAAGCAGGAAGTCAATGAATTGAG 

TAGAGGGTCCCATTCCCTCAGGCTGTCATTGATCAGTGACAATTTATAAAAACAAACTGC 

AAAGTCTGTGGCAAGTGGCTGCCTGCTTCCTAGAAGGAGCCCATGAAGGTTAAACTCTGT 

GGTCGGTATTTGCAAGCGCCGGGCGTGGTGGCTCACGCCTGTAATCCTAGCACCTTGGGA 

GGCCAAGGCAGGCGGATCACCCGAGGTCAGGAGTTTGAGGATTTGCAAGCAAAAGGTCCT 

CTCCTGAGTCTTTCCCA 

Sequence 3728 

TTCCACCCTCAGCGGATGATAATCTCAAGACACCTTCCGAGCGTCAGCTCACTCCCCTTC 

CACCCTCAGCTCCACCCTCAGCAGATGATAATATCAAGACACCTGCCGAGCGTCTGCGGG 

GGCCGCTTCCACCCTCAGCGGATGATAATCTCAAGACACCGACTACGGCGGACTAATCTT 
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TGGTCTCAAACTCCTGACCGTATGATCTGCCCACCTCGACCTCCCAAAGTGCTGGGATTG 
ATTACAGGTGTGAGCCACTACGCCCAGCCCCCATGGAGCTATTTTTATTTAAAACACATA 
CATTATAACTCTATTGATCTGATTACAAMGCGCCTATTn*GTTAAAATGTTlTA 
ATAAAAATTC AAAAATTATTAATG NTAGCC AAC AAAATTC AAG CAAAAC ATAAAATG N TG 
TNAAGTAAAMGTGAAAAGMTTTTrTCCTTTA 

CAAANAAATMCCTTAMNTTTTGGGGGGGGGGGGCTTTCCCCAGGMNGGTTGGNTCNG 
GTTTGGGGNTTNATTATTATTTAMTATNCCC 
CCCCNCNATTTTGTATTATANGGG 1 I 1 1 1 1 II INA 
Sequence 3720 

AGGCGGTGGCGGCCGAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGA 

GTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTA 

G CCGGGCATGGTGGCTCACGCC TG TAGTACCAACTGCTTGGG AGGTTGAGGC AAGAGAAT 

CGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCA 

TGGGCGACAGAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACANANAAAAGAAAA 

GCTTATATTGAACTTCTCTAAAAAANGAAAAAAANGAAAGCCTGATGCACACAAATCTAA 

AATTTNGCAAGTCTATCAATTAAAGGATATTTTATTTTGCCATCACAAAAT^ 

TACTTCNCCCCAAAA 

Sequence 3721 

AGGTAC I ! I I ! I I I I I M I I H I ICI I J I I MCI 1 1 I I M I I I I I I II I I II I I I I M M 

I II I I I I I i I J I I I I I CCCAANCCCCCAGGAGGGCTTTA I I ( J I I I I M I AAANATCCTG 

TTCTGNGGCTTCCTNGGCTNTTTTTGCCCGTNTNCCAAAAANCCGGGCGTTGGCNCGGNC 

CANACGGANACTCCCGNGTACCTGCCCGGGCGGCCGTTTTAAAACTAGGGGATC 

Sequence 3722 

AAAAACCCGGGCCCCCCANAAANAAGGGGGNTTTGGTAAANAANGGAAANAACCCCCAAG 

GNGCCNTTCCGAANAAGGGGGGGAAGGGAAACCACCAAACCGTTGGGGAAGGGGGCCCAA 

AGGCCCCCCTTGGGCNAAGGNNMNTTAACCGGNGGNAAGGCCCCCTTTTTTTGGGGGGG 

GNCCTTTGNGCCCCCCCAAATNTCCAACNNCCGGGGTGGGGGCCCCCTCCAAATNGGTTG 

GGGGGAATTNGGGGGCCNCCCAAAAAAAACCNCCCCACCCAAATNGGGTTTTTAATTTNT 

TTNGGGGGCCTTTCCTTTGGAMCCNCCGGGGGGAATTGGNGGAAMGACCTTTTGGCCN 

TTTGGGGGCCGGCCCCAACCCCATTGGGCCNTTGGNGGGGGAAAGGNAAGGGAAAAAAGT 

TTTGGGGGCCCTTTGGGGGNGTCCCNCCCCTTTTAATTMNCCCCCCTTACACCAAAGGG 

CCCCCGGGTTGGGGAAAMTTTGNCCCCCAATGNNAACNTTTTTTTNAAAAAGG 

TGGGCCCCCCCCGNGGGMGGGGGNAAAAAGGGCCCAAAAAACCNTTTCCTTTTTCCGGT 

TTMTTTAAAAAAAANAAAAAAAAAAGGGCCGANGGGGGGCCCCCAANTCCCTTGGGNCT 

TTTNAAAAACCNCCCCCTTTTNGGGGGCCTTCCNCCAACCCCCAATTAANATGGGGGCCA 

CCCTTGGGGGGGNACCCTTCNGGGGAATTTTTTTCCTTTCTTTTAAAT^ 

TAAANGGAAAGGGGGTTNA I I I I I I I I I I I CTTNGGTTGGGGGNCCCCCNCTTGGGGGGG 

GGNNAAAGGCCTTTGGGGNCCTTTGGTTCC 

AAAAGGGGGGNANTTGGNCCCCAAAGGGGG 

Sequence 3723 

AGGGGGGCCGGAAAATTTTGGGTAAGGCCTTCCCCACCCCGGCCGGGGTTGGGGCCGGGG 

CCCCCGAAAGGGGATAACCTTNCCGNTAAATTTTTTCAAATCCCCCGAAGGTTGGGTTCC 

ANTTCAACAAGGTGCCCCCCCGGAAAGGGTTGGAMTGGMTTTCCTTTGGGAAAGGGCC 

GGTTGGCCAACCCCCGGGAANTCCCNANGGGGAANNTTTTNTNTGGTNTGANGCCAAAGC 

NANCTTTAACCCANTTTTNGGTNNNCNTNNAAAAANGGGCCNANNCCCNNAANGTNAAAG 

GGGAAATTTGNTTTGAANTTAAAANTATNAGGGGCCCNTTT^ 

TTCCCNTNNAAAGGGATATTGNGGTGGTTCNCCCCANAI I I I I I I i ANGGGGGAAAAAAG 
GGGN MIT rGGGAANCTTTAANGGGGCCNNNTTTGGGGNGGNGTTTTTCCTTNTTAANAG 
GGGNGNNNNTNTCANAGNGGGGTNGNANCCCCNTTTNCNTTGTTGGGGGAANAAAAAAGG 
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GGGGGCCCCGGGTACCCCAACC 111 I IGGTTTCCCTTTTAANTTGGAGGGGTTANATTGC 

CGCCGCTTTGGGCCGT 

Sequence 3716 

CCGGGGCCCCCGGAAGNGGGTTAACCCTTCNNTNTNTNTNTTGTNTTNTTTNTNTNTNTNT 
NTGTNTNTNTNTNTNTNGGCCAAAAATTNGGAAAAAAAAMT^ 

rTTTTTTl NMTTTTAAGGGGGGCCCAAAGNAAAAATTCCCCAANAAAAATTGGCCCTTC 

CAAAANGGGGCCCCCCCTTTTCNNTTAAAATTTAAATCCCCCCCCCCAAAGNI I I N IAA 

NGTTAAGGTTTTGGGGGAACCTTTTAANGGGGGGGAAAANCAAAAAAGGGGGAAAACCCC 

TTTTTTAAMTTNAAAAAAAMTTTTGGGGGGGANCCAAGGCCAAANGGAAAAAAGCC 

AANGCCTTTTAMGNTGGGAANTMCCTTTTGGGGNGGGGGGGCCCCAAGGGGGCCAATT 

TTAAGCCCCNANCAACCCCAAGCCCCCCCCNACATTTTTTTCTTTGGNANTAAGGGGGCN 

AMCCCCCNTTGCCNACCTTTGGGNNGGGGGGGGGGNTGGGAAAMNTTTCNTTTnTNGC 

CCCCAAAAMGGTTNGGAATTGGGGGGGCCCCCCAGGCCNCCCCACCCAAAGGANCCCCA 

AANGNCCNCCCGGTTTTTGCCCCCCCCAAGGGNAANANCCCCTTTGGAAANGGI I / I TNT 

TTCAAAGGGGAANTNCCCCNCCCGNTGGCCCCNAAACTTTTTTNGTTCNAACCAAANGGN 

GGGCCANGGCCNTTNCAACCTTNTCAAAGGGGGGGNGGGGGCCAAAAAAAAGGGGGNGC 

Sequence 3717 

TTAATTAAGGGGGGCCGGAAAAATTTGGGGGNAAGACCTTCCCCAACNCCGGCGGNGGTG 

GGGGCNGGGGCNCCGNCNCCCCGGGGGGCCAGGGGGTNAACCTNTATNTNTNTNTNTNTN 

TNTNTATGTCTNTNTCTNTGTGTATNTATCTNTNTGGGGGGGNGGAAANTNCCTCTCTNT 

NAATNTAAATNTNTNCCCCAAAACCTTGNAAGANAACCAAANACCAl J 1 I I I I I I ICCCA 

AAAAAGAGACCMGGGGNGNNCCNCCMGGNNCCATTTTGGTGGCAATTAAACGGCCAAT 

TGNTGTCAAAATAAATGGGTNCCTTAATTTGTNTNGGCCACGCANAAANAAGNGAAAATT 

ATTGGCCTNACCAGAGGNTCCAATTGGCCACMTTNTNCCAGCNMTTTNTCT TCCA CAN 

TGANGCCTAGTNTNC7TGGAACCTAGNANAAANTTTTACAAAGGGGACCAAAATTTTCCC 

CCAAAATTNTGGGGNGGGTNNCAAAAAMCCAATTTTTTTWAAAANTTGGGAAAAA 

AGGGTTAAAAAGGTTNTCCCTTAACC 1 1 1 1 1 I I I 1 CCTTGGGCCCCCCCTTTTGGGGGGG 

GGTTTAATTTAAATTNAAAAAAAAATTGGGGGGGTNGGGTTCCC! TUMI ! CCCAAAGA 

NNTGGGGAAAAAAAGAATGGGGTGGGTTNGGTAAAAAAAAAAAAAAAACCCCANGGGGAA 

AATNTCCCAAATTTGGGTTTGGGAAAATTGGGGGGGCCTTTGGGGCCCTTTNTTTCC^ 

TTNAAAAMCCAAAAGGGGTNGGGCCCCCCCCCAAACCNCCCGGGGTTTTTTCCCCCCAA 

AAAATTGGGGGAAACCCAAGGGTTTCNAAAGGGCCCCCCCCCCCCTTTTTNTTGGGGGGG 

CCCTTTGGGAAAAAA I ITTTTTI I CCTTTCCAAAAGAGGCCTTTAAATTTNC I II I I INC 

CTTNGGGGTGAAAGGGNTTTTTCCCCCAAAAAAAA 

Sequence 3718 

GATGGGTTCCCTmGGGTNTGNCTrGGGGNTNCCTTTTTCTTANTTTNGGGGANTTANC 

TGG NGGGGGG AAATTTCCTAAGANGCCTTAAAAATAACCAATTGGNCCCGGACCGGGGGC 

CGGCCTTGGNACCCCCCCCCTTTTTCTCCNGGGTGGGGGGGGGAATTGGCCNGTTTGGCC 

CANTTTTTAATTCCAAGGGATTNCANAANAAAAACCTCTNAANCCCNCCGGGGNTTCAAA 

GGGCCCCCCCTTTGTTTTCCCNGGGNNCNCCCCCGGGGGGNCCCGGTNTTTNCTTNANGA 

AAAANCTTTANGGGTTGGGGGGNATTCCCCNCCCCCCCGGGGGGCCTTTGGCCAAAAGGG 

AAAATNTTNTCGGAATTAATTTCNAAAAMGNCCCTTTTAATTTCC 

NGGTTCCGCGAANCNCTTTTNNNCNAAAGGGGGGGGGGGGGGCNCCCCCCCGGGNGAAAC 
CCCCCCAAGGCCI I I I I I M IGGTTTTC 
Sequence 3719 

CCGGGCAGGTACGCGGGACCCCATGGCGTTATTTATTTATTTTTTGAGAGGGAATCTTGC 
TCTGTCGCTCAGGCCAGAGTGCAGTGGTGTGATCTTGGCTCACTGCAACCTGTGCCTCCC 
GGGTTCAAGCGATTCTCCTGCCTCAGCCTCCAGAGTAGCTGGGACTACAGGGGCATGCCA 
CCACGCCCGGCTAAl I I I IGTAI I I I I AGTAGAAGCGGGGTTTCACCATATTGGCCAGGC 
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AAACTCCCTCACTTGCTTTCTATAGACTCCATTGCATACTCCCTTATTGAAGAGACACAA 

CTGGAAGACAACAAGATAATGAATACTGGCCAAACACGGTGACTGATGCTGGTAATCCCA 

GCACTTTGGGTGGCCGAGGTGGGTGAATCACCTGAGCTCAGGAGTTCGAGACCAGCCTGG 

CCAACATGGTGAAACCCCATCTTCTACCAAAAATACAAAAATGAGCCAGGCATGGTGGCA 

GGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGTATTGCTTGAACCCAGGAA 
A 

Sequence 3712 

GGTGCAGTGGCTCATGCCTGTAATCCCAGGACTTTGGGAGGCCAAGGCGGGCGGATCACG 

AGGTCAGATCGAGACCATCCTGCCAACACGGTGAAACCGTCTNTACAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAGTNCCTN 

Sequence 3713 

CCGCGAGTCGGCGGGNGCCGCGCCCNGGGCGATGTGCTTACCGCCGGGGNAGCNAGTCTA 

TNCTCCTTCTGACNAAGGGGTGCCATNTTAACCTTATTAAGGNTGATTACCTNGGCCTGC 

CCCTTATrGGTTGGACCGACCAAAATGCCCAGACACAAACCCTTTTCGTTACCTGGGGGG 

GACCTTTTCTTAACCACNCAAACCANGCAAACCTTGGNTNGTCNANAGAGTATTGNCCAA 

GACNCCGCTNCNGGATNTAGGAATTGGTATCAATATCCCGGCGNGGGAAAATTTTAAAGG 

GGGCNATTANATTGGCCCCCCCTTGNAATTGGAATAGNCCTTTGGCCCTNGGGTTAANAA 

TANCCCCGCCCCCAATNCCCAAAAAAAANAANANCCNAAAANCCCCGGGGGGTTNTTNTG 

TTAAATTTAAACCCNTAAATTTTNGGGGAAAAAAAATTNNCCCCCNTTAAAAANAAGGGG 

GGGTGNAAGGGAAAAAMTTTAAAAANNTTGGGGGGGNAAAAAGGACCCCCCCCCTTGGG 

NTNCCCTTTGGGGTGGTTATTGGGGCCCCCAAACCNAAACCGCCCCCCAAAGGGGGGTTG 

GGGNAANTTTSITTNTNCCTCCNTTCCTTGAANAAAAAGNAAAAAAAAAACCCTTTTTGGGG 

GGGGCCCTTGGGGGGGGAAAAATTTTTTTTNCCTTNGGGCCNTCGGNTNGGGGGGGCCCC 
CCTTTAATTTTA 

Sequence 3714 

GGGGGAAAGGCCCTTCCCCCAACCCCCGNCCGGGGTTGGGGGCCCGGNGNCCCCCGGCCN 

CCCCGGGGGGCCCAAGGGGTTTAACCCCGNCCCGGGGGGGGGNAAAAATTTTNGGGGCCC 

CCGGAAAGGGGGAAGGGAAAAAGNCCCGGCCCGGAAAGGGGGGGCCTTTAACCCGNAAAG 

GCCCCGGTTCCTTTCCCCTTGGAAAAAGNGAAATTGGCCCAAAAAAAAAACCCCAAGGCC 

CCGGTTTGGGGGCCGGGGGCCCCCCGGCCTTTCCTTAAAGGAAAAACCTTAAGGTTGGGG 

GGAAATTCCCCCCCCCCCGG GGGGG GCCCTTTGGGCCCAAGGGGGAAAAATTTTTCCGGG 

AATTTAATTTCCAAAAAGGCCCTTTTTAAATTTCCGGGAATTAAACCCCCGGTTNCCGGA 

AACCCCCTTCCGGGAAGGGGGGGGGGGGGGGGGGGCCCCCCCGGGGGTTTTAACCCCCCC 

AAAAGGCCiM l I I I I I 1 iGGG^TTNTTCCCCCCCrnTTTTTAAAAGGTTGGGAAAGGGG 

GGGGGGTTTTTNAAAAATTTTTGGGCCCGGNCCCGGCCCTTTTTTGGGGGGCCCGGGTTA 

AAAMTTTCCAAATTTGGGGGGTTTCCAMTTAMGGGCCCTTTGGGTTTTTm 

CTTrTGGGTTGGGGTTNGGGAAAAAAAAAAATTmGGGTTTTTAAATmCCC 

CCTTTTCCCAAACCCAAAAAAATTTTTTCCCCCAANCCAAACCCCAAAAAACCCAAAATT 

TAAACCCCGGGAAAAGGCCCCCCCGGGGGGGGGAMGGGNCCCAAMTTTTAAAAAAAAA 

AGGGGTTNGGGTTTNAAAAAAAAAGGGNCCCCCCTTTNGGGGGGGGGGGGGGTTTGGGGC 

CCCCCmAAAAAAAAmGGGGAAMGGGNTTTGGGGAMGGGCCCCTTTAAAAAAACC 
CTTTTCCCAAAACCCAAAATTTTTT 

Sequence 3715 

ACCGNGGTGGCGGGCCGCATTCATGGCGTTGGGGAGGTCCTGCTTGTTGGCGAACACCAG 

GAGGACAGCATCCCGGANCTCGTCCTCGGCCAGCATCCTCATGAGCTCCTNACGGGCCTC 

GTTCACACGCTCTNTGTCATTGCTGTCCACCACGAAGATCAGGCCTTGTGTGTTCTGGAA 

GTAGTGGGCGCCACANGGGCGCGGATCTTGTCCTGGCCACCCACGTTCCACACAGATGGA 

AGCTGGATGTATCTTTGTACCTCGGCCCGCTCTTAGAACTAGTTGNGATCCCCCCGGGCT 

TGCAAGGAAATTCGATATCCAAGCCTTTATCCGAATACCCGTNCGAACCCTCGNAGGGGG 
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CACGTTAGCCATGATGGTCTCAATCTCCTGACCTCATGATCCGCCCACCTNAGCCTCCCA 
AAGTGCTGGG ATTAC AGGCGTGAGCCACCGTGCCCGGCCTTAGAACCTCATGCATCTTAT 
TAAG AGATG CATTTTCAATAACATTTTATATTTAAAAGTNTTTT^ 
ATTTGTTTTAACTGACTGTATACTAGAAATAAAATC 

GA CTTAC AMC ATNTNTG TTCTACCCCATGAACAATATAAGACATTACATTTACTATCTT 
ATATTTTGCTGC TTTTT TCCAT^ 

ANCAT AAAAG GNTTrTCTCATTTTAMGANGCCTTTTTNTTCCCCGGCGTACCCCTTNGG 
GNCCGTTTTANNAANTNAGGGGGNTNCCCCCCGGGCNTTGGGGGGAANTTCGNTATCAAA 
GCTTTNTNGGATTCCCCGTTCNACCNNNNANGGGGGGGGCCCC 
Sequence 3708 

AGGTACAATTCATCCAGAGACAAATTCCTCTTCAGCTGTGAGCCTATGAAATTATACAGT 

TATATGCTTCCAAAAGACAATAGTGGGACAAACAGGATAGATATTCCCACTCCAAAATGG 

GGCAACAGGAAAGAACAAAGGGCTAACAGGTTCTAACCAAATCCAAACACCTCAGATAAA 

CAACAAAAA ACTCA GTAGGGCAAACATTAAACCCTGAAGCTTGGGTGTAGTCTTTTACTC 

CCATTTCTCATTTTCTGGACACACTGGGGTGGAAGTTGGACCCCCAAGGCTCCAGGCAAC 

CCTACTTCATCACATTGCTGGCTGCATTTCTTGTGTGTTGGAGTTGCATGCCTTTGGGTC 

TCCCAGCCTGGAGTTGCACCCTGGTGGCTCTACTGGTCTGGGGTCTTGGGATGGCCCTGC 

CTGGGCAACTCCACTAGGAATTGCCCTGATGGTGACTCTCTGCATTGGCCTCACTCCCAC 

GGCTGTGGATATTATTTAGATACCTTACTCATTGTTAAAAACAGGAACTAATATTTCCM 

TGA GC ATA TCGCG AGAC AAATACTTTATATATTCTGGGN CTTTCAATCCTTCAN GTAAGT 

ATAATTTTCATTTACAGAGGAAGAAACCAAAAGCTCAAAGAGGCAAGTAAATTAATC 
Sequence 3709 

AGGTACCCGTCTAGCAGCTGATGTGGGTAAAGCTGGAGCTGAAAGGGAATTCCGAGGCCT 

CGGTGACTGCCTGGTTAAGATCTACAAATCTGATGGGATTAAGGGCCTGTACCCAACAGA 

GGTGGCATCAGCAGCAGGGCGGCGCCCAGGAGGGGCAGCAGCCTCACGCGGGAGCTCTCC 

ATCGTTCTGAAACTCGTCGTTCCCGCGTACCTGCCCG 

Sequence 3710 

AATNTGGGGGNAAGGCCCTTCCCCCAACCCCCGGCCCGGGGTTNGGGGNCCGGGGGCCCC 

CGGAAAGGGGNTTAACCCGNGGAAATTGNCCTTAACCTTTTNGGTTCCCCCAAAATTGGN 

AATTGGGGGGTTAAAAAAAMGGGGGGGGTTAAAGGCCCTTTTTAACC 

GGTNCNCCTTCCCCGGAMTTTTTCCAAGGGGTTNTTAAGGAAMNTNGGAAAGNGGAAG 

GGGTTTCCTTGGCCGNGGCCmANGGGGAAAGGTTTCCAAAAATTAAAAAAAGGTTGGG 

AAATTNTGGGGGCCTTTAMGGTTGGGGGGGGCCC^ 

CCTNTTTTGGTCTTGGGTATTNTNGGGGAAATTANTTAAATTGGGGGNAAGNGGGGAATT 

GGGGGGGGGGMTmAMTTmGGCCCTTAAGGGGGAMTTNGCAAGGNGGMTTTGG 

GGGGAAATTAAGGGTTAAAAATtAAAGGGGGGGGCCCCAAAAAGGGGGGNAACCCGGCCC 

CCTTTCCCCCTTAAAGGNTTTTTTTGGGTTTTTAAAGGGGGGGGGA 

TTCCCGGGGGGAAAAGNAAAAAATTTTTGGGTTGGGTT^ 

TTTAAGGGGGGNAAAAAAAATTTAAATTTCCCAAATTTT^ 

TTGGGGAATTTGGTTTTGGGGGGGGGGGGAAAGGGGGGGGGGCGGTTTGGGT^ 

TAAAAAGGGGGGGGGGGGGTTTTTTTGGGGGGNCCCTTNAANGGGGGGGGNTTANATTTA 

ANAAAi I ) I I GGGGGGTNCCNTTTGGGGGGGGGTTTCCCGGNCNCCCTTTAAAGGGGGGA 

AAAGGGGGGTTNCCTTTTGGNGGTTGGGNAMGNNAAAMT^ 

AAAATTTGGGGTCCCCAATTNTTTAAAAAGGG 

Sequence 371 1 

GGCGGNCGCCCGGGCAGGTNCATACTTTTGACAGGCACTGAGTGGCACTGTGCCCTGCCA 
CTGTTGCACCAGCAATATTCCACCCGGTTGCTTCTGAGCACAGGGCGCAGCCATGACTGA 
TGTTGCTGGTATATCATCTGCGTTTTTTCATCTCTGCAGATCACTATGAGAAAAGACAGG 
CCAGCCTCATCAGAGTATGACTCAAAATGAAATGCCTCACTACCCTTGCACCTACTGAGA 
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GATAACACGGACTAATTTGGACACTTTCCCCAAACCGTATCCCAG7TAGACATGATGGTG 
GAAAAGGTCTAACTAAAGACATTGCANGGGAGATGGGCGCGGTGGCTCACGCCTGTAATC 
CCAGCACTCTGGGAGGCCCG 
Sequence 3703 

CCGGCAGGTACNCGGGCGGGAAAGGCTGAGACAAAAGAGAATTCATTCTGCTGTAAAGAC 

AAGCAGGAGGGTCGACATGGACTGAAATCACCCTCTGCAGCTGGGAGGGCTCTTCTGGGC 

GTCCGGGCAGCTGCAGCTGAGAGGACTTTCACACCATMGGAGAmCTGTTmCTTT^ 

TGGCTGTTMTGCTTGTCTATAACATTTGGTAGCCATTCACCAAGGMTGTTCATTTTGG 

GMTGGAAGGCTTGCMGGGCACTNGGTTGGCAGTACGTTCTTTTATAAGGCCAGTTCAC 

CCATGTTTGTTCAAAACCTTTANATAATGGCACCTTATGTTATrTAGGTCACCAATTAAA 

NAATCNAGTAACTCNTGAAAGATNANTAAATNATAAANANAANNGNNGAANTAAAGTGTC 

CCCTTCGGGCCGGNTCTANGAANCTTANNTGGGAATTCCCCCCGGGGCCTTGCAANGGAA 

TTCCNATNATTCAAGGNCCTTTATTTCNGATAACCCGTTTCGGACCNCTTTNAGGGGGGG 

GGGGGGCCC 

Sequence 3704 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTAAGCCAAT 
TTCTTTGAATAAI I I I ( I i 1 1 I I I I ACATTTTTATTTTAAAAATGAGACAGAGGCTGGGC 
GCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCGCATCACTTGA 
GGTCAGGAGTTTGAGACCAGCCTGGCCGGCATGGTGAAGGCCTGTCTCTACTAAAGATAC 
AAAAAAAAATTGGCTGGGCATGGTGGTGCATGCCTGTGGTCTGATTCTCCTGCTTCAGCC 
CCTGGAGTGGCTGGGACTGCAGGCACACACCACCTTGCCTGGCTATTTAAGCTAATTTCT 
TTTGG C ACTCTGTAGCCTCCCACATTCAGTTCCTCACATTTATTTTAC CTATAATTTCTT 
CTACCAATTCTCCTGTATTTTCTCCTTTrCTTTTGCTTTCCTGTTCTCTGTGGTGTC 
CT TTGTCTC TCTTTGCCTCCTCTTGCCTCCCCTATC 1 MINI I CTTTTAGGTTGGGTTT 

ccrrnn iccctttaggttttcccttaggtcttcatgggcgttgctttcctcactaaca 

GTTAACATAAAGACGTATTT 
Sequence 3705 

AGGTACI I 11 I I I i 1 11 I I 1 I I I I I I I II 1GAGACGGAGTCTCTCTCTGTTGCCCGGGCT 

GTAGTGCAGTGGCACGACCTTGGCTCACTGCAACCTCCGCCTCCCAGGTTCACGCCATTC 

TCCTGC CTTAGCCTCCAGAGTAGCTGGGACTACAGGCGCCTGCCACCACGCCTGGCTAAT 

Mill iGTAi I J I l AGTAGAGACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTC 

CTGACCTTGTGATCTGCCCATCTCGGCCTCCCAAAATGCTGGGGTTACAGGCGTGAGCCA 

CCGTGCCCAGCCCCAANATACTGGGCTTTTACAGGGGAATGGCCACATCGAGGGTCAAGA 

AAATTACTGTAAGTGGTAGGATTTGGCTTATGATAATGTGTGTGTATGTGCATATACCCA 

AGCTCACAATACACATGCCATTTATCTTGTAGAATTAGAAAAATGACATGTTTTCCTGAA 

AATGAGGGAAATAAATGATCAACGGGGTAGGAAGAGTGGTGGAAATATTGTAACAGATTT 

GATCACAGTCAAGTGTN I I H M 1 ( I CCAGTCCA 

Sequence 3706 

AGGCTGGAGTGCAATGGTGCACTCTCAGCTCATTACAACCTCCGCCTCAACGGTTCAAGC 

AAT TNTNCTG CCTCAGCCTCCAAAGNANCTGGGATTACAGGTGCCTGCCACCACNCCTAG 

TAAl Mill IGTAI i I I I ANAANAGACTGGGTTTTGCCATGTTGGCCAGGCTGGTCTCAA 

ACTCCTGACCTCAGGCAATCCACCTGCCTTGGCCACCCAAAGTGCTGGGATTCCAGGTGT 

GATCCCCTGCACCTGGCCCACCAAACATATTCTCATTTGGTATTNAAAAATTGTCCNTAA 

NAANAAGTNTGTTTCATAAAGCACGTNTACACTGTATATNTAGGATGACATCCTTCACCA 

AACCTAGTACCTGCCCGGGNGGCCGCTTTAGAACTAGTGGACCCCCGGG 

Sequence 3707 

GACAGAGTCTCGCTNTGTCACCCAGGCTGGAGTGCGGTGGCATGATCTCGCCTCACTGCA 

AGCTNTGCCTCCCAGGTTCATGCCATTCTCCTGCCTCACCCTCCCAAGTAGCTGGGACTA 

CAGGCGCCCGCCACCACGCCCGGNTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTTGC 
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TTAACTGCTAGAGGAAAAGAAAACCCAAGCCTTATTCTTTAACTGTAAGGGTGTGTGACT 

TAACCCCGGCCTGGCACGGCCTTAGGTCCTGATTATAACTCGGCGTCTTATTGCCGCAGA 

GTCTGTCAAGTCTCGTGATCTCCAC7TTAACACTTAATGTTGGGTCAGNTTGTGTCTAAA 

NTGAAAAAG GGGNTG GCAGNATAACCAGGTGTGTCCAAACCTTCCATCNTTTTATGGCCC 
GGAAACTCAATTTTTTAAGG 

Sequence 3699 

TCCACCGCNGTGGCGGCCGCCCGGGCAGGTNCGCGGGGTTTAGAAATGAAACAGTTAACA 

CAATCATAMTGTAGMGATCATGCTGATATTTTGGAATAACATTCAAAACCAAGTNCCC 

AGATCTCTGTCTCTTCACCTTCCCCAANNTGTCTGCTTCTGCANCATNTCCCNCTTAGTA 

AAAAGCNGAGCCTTTTCTNTNAGTTCCTCATGCCAAAACCTTGCCGNCNGCCCTTGACTC 

TTTTNTTTCTCTACATANACAGGCCAGACTCATCCTTGCACATCCTGTTTCATTGTAACC 

TCTTAANGATATATCCAGGCATTCAACCANTTTCTTTACCACGCTNGCACTGCTGCTTTC 

TTATGGNTGCAAGCNCACAGTTACCTCTCACCGGGACCANTGGGCAATTANGCCTTCTCT 

NTNCTTCCCTGGCTTTNCCATTTTTCCCACCCTTTGGCNCCCAACTTACCAAAAACTTNT 

TTTTCTTCCCACAACCMGCMNNCACACCCAGNGGGGGAMTTCCCTTTTTTA 
Sequence 3700 

NCCGGNCANGTACAGGTGTCCCAAAATGCGCTGACTCAGCTTCACCAGCCCATCTCNNGA 

TCTCATTGCCAAAAATGTCTCTTCGGTCATGAATGAGGATCCAGCCCAAGGCTTATAGAC 

CTTTGAACCANCCAGCGCTTGGCCAGCCCTCCNCANGNACNTGATGGNGACNTNTTGTTG 

CTAGAAAGGTGGCGANTGGTTCATATTTGCNANCCCGNAAACACCATGTCTCCATGAGAA 

TCTNATCAGCTAANATGGGGGGACACCACTGTTCGTTGCANCCAACTTGCTCAGGGAATN 

TTTCTTGTAAGNATGGACGGTTTTTGCTTNGAACACCTTGACCCNNACNAGGGGGGGTTT 

TGGATTGGGATTTATTTGGACAAANTGNANGGANCAAAGGCTTGNCCNTTTTNTNCATTN 

ANATTTANGNATMTTTCCCAAGCTTGGTTTTTTCMGGGNTTCAMTTT7TTCCCNCAA 

AAGGANTTTNTTCTTNTTTNGGCNNAANCAAAAMTTTTGGTTATGGMGTTTTTGGAAC 

NCNTTCAAATTTTNCCCCAATNAAGGAACTTTCAANTCNCNAGGNANNTTTCTTTTGGTT 

AGGAAGGAAGNAAGGAAAAACCCAANGNGTTCTTTTGGGNAAANCCCANGGTAAATTGNT 
TTTTTNGCNCCCTTGGG 

Sequence 3701 

CTCCACCGCNGTGGCGGCCGCCCGGNCAGGTACCTGTGGTCTCAGCTNCTCGGGAGGCAT 

GAAGTGGGGAGGATCGCTTGAGCCCAGGTGGTCGAGGCTGCAGTGAGCTGTGTTTATACC 

ACCACACTCCAGCCTGGGCCGCANAGTGAGACTTTGTCCAAAACAACAACAACAACAACA 

ACAACAACAAAAACTGTAGCTTCCATTTTGGGTGTNCTCTATTGCTCTGTCTTGGATCAT 

TCACTCTGGGNAGNAAGCCAGCTGCCAAAGGCATTTCNTTCANCGAGGCCCACCATGTAA 

TGGTAAACAGGGCACCATGANTTGAGCTTGGGGAAGCCTNATCCTTTCCTAGGTTGAGCN 

CTTTGATNACCTGCMGNCTGNTGGCTTGGACACMNCMGTGAGCGTTTrTTTGAAAAG 

GATCCCTAAAACCATAACTTAAACCCAGCTTAAAGTCTTTCCANATAACTTGTTCCTTGC 

CAGAAAACCTAT GGAGG ATAAA7TANAATGGTTCATTTGTTTTTTAAGCCTACTGAAGTG 

TTTGGGGGTTTATTTTTGGTTTGNACCCTTNGGGGCCCGCTCCTTAGGAAACNTAAGTGG 

GMTCCCCCCCGGGNGCCTTGGCAANGGAMTTTTCGGNATTATTCANAGGCCTTTATTT 

CGAATTACCCCGTTCGGAACCCTTCGTAANGGGGGGGG 

Sequence 3702 

AGGTACAGTTGGCCCAAAATGAAGAGCAGGCAGTAGTAGAGGATTAAGGGCAAAGTGCCT 

TGTTGTTAGGCCTGTCATGAAGATGTGGGGTGAGATCTGTCTTGGGCAACAACTGATATT 

AAGCTGAGGTCTGCAGTCTCAACTTGCCACTAGCTTAATGTGCCTCCCATGGGGCACAGC 

TACTGAAAGCTGATGCTGCCCAAGCATTTAGGGAGATAATTATGCCACTTGGACCACACT 

GGTGCGACTCTAACCCCAGGGCTGGGGCCAGAATGAGGTAAAGGAGGCACCACGGGGGTA 

AACCCAAGGAAGCACTCTCTTGGCACCTGCAAGCAAGCACCAACTTAAATGTATGCCCCA 

GGTGCCTCATTTGTCTCACCCTAGCCCTGGCCCTGCTAATCCGGGGCACACCCCTTTTAG 
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Sequence 3693 

AGGTACATCAGGGCAGTTTCTANGGCCMTCTCTCTTCTTCTTGACCTTCTTGGAATTTG 

TAAGTATCAGTAATATCCATCATGCCATCTCCTCCAATTTGTTTGGTCACAATTAATTTC 

CCAATGTGGGTGGCATCCACATTTTCCACCACATGAGTGCCATCTTTCTTANCTGTAATG 

TAAATGAGGTCGCTGTTGACCTCTGCAAAAACAAAAGGTGCATCAAATTGGAAGCAAGAC 

ATGGCCCGTGCTTGGATGGCTTGGAACCGAGGGCGGGGCCCACACCCGATACATGGCCAT 

NCGCTTATTTTCCTGGGGNGGGGTGCTGTCCCACAAGCTTGCCCAGCCTCCAAAAATCNC 

AACCAGGGAMGGGTCAAGGGCCCTTTGTCATCCCATGCTTTTCATTTCCAAGCCAGGTG 

GGTAAGTTTCCACACCTNGAATNCCTTTGGGTGAAGGTTTNGGAAATTTCAACGTTTNCC 

CAATTCTTTTCTTCCCAGGGAAAANNATTGTCCCATTTTGGCAAAMTTTGGGGCA 

AATTTATTCMTTGGGGGCCATGMNGAAAAATAMTTTTNGGTTAAMCAAM 

TT 

Sequence 3694 

CCGGGCAGGTACGCTGGATCCCMTTCCCCACGGGACTTCAT7TGACTCCTTTCTCATCC 

GCATGCAGGAGGAGGAGAAGAACCCCAACACGGAGTTCTACTTGAAAAACCTGGTTGATG 

ACCACGTTGAACCTCTTNATTGGGGGCACCNAGACCGTNAGCACCACCCTGCCGCTTATG 

GNCTTCNTTGCTTGCTCAATGAAAGC 

Sequence 3695 

GGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCACC 
TGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGCGAAACCCCATCTCTACTAAAAA 
AAAAAAAAAAAAAAAAAAAAAGTACCT 
Sequence 3696 

CCGGGCAGGTACTTAAGCCAATTTCTTTGAATAA I II I II ( I I (ACAI I I 1 I ATTTTAAA 

AATGAGACAGAGGCTGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTG 

AGGCAGGCGCATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAAAC 

CTGTCTCTACTAAAGATACAAAAAAAAAAAAAATTAGCTGGGCATGGTGGTGCATGCCTG 

TGGTCTGAGCTGCTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGACCCGGGAGG 

TGGAGGTTGCAGTGAGCCGATATCGNGTCATTGCACCCCAGCCTGGGCGACAGGGCGAGA 

CTCCGTCTCAAAAAAAAAAAACAGAGAGACAGAGTCTTGGTATGTTGCCCTGTCTCCAAC 

TCCTNGGGCTCAACTGATTNTCCTACTTNANCCCCTGGNAGTANCTGGGACTNCAGGCAC 

ACACCCACCTTNGCNTGGCTNTTTAMNCTTAANTTTTNTTTTNGGCCCTTTTGTA 

TCCCACATTTCCANTTCCTTCACATTTTATTTCTCCNTTTTNCCCCCCCT 

Sequence 3697 

CCGGGCAGGTACGCGGGAGAGGAGAGTAGCTTTTGCCATCAGTCACTTTACAAACCATTT 

CAAGGAAGGACAACCTCTCTGGCTCCTGACACAAGCCAGGCCTCGGTGCTTTTATCTGTT 

GTGGTGGTTTTTCTTCTTTCCCTTTTTAAAAGACNCATGACCAAGACAACCTAGGGAG^ 

TGTCTTGCTTGCCTTTGACTATTTCCTTAATCTAACCATGCTCTCGAGGGCTGAGCAGAG 

ACTAGACTCAAGGCACAGGTTTCTGGTGATGGAGTAAAGTTACAGCGGTATCTCATGTCT 

ACACAAGAAGAGGAACCGTTCTGAAAGCTCCAACAACTTCTTGAGGGGGATGGACCAATA 

CAGCTTTGGGCTCAGGATTCCCTAGCCTCCTCTGCCCATCGCGTGCACTGATTGGAGGAG 

TCTNGCCCAAACACTCTCATATGAACCTCGACATGCTGGAGTGGGGTCTGGCANGAGCTG 

ATGACAGT7TTGAGGGACTTTGAGTGTCCCTAGCCTGGCCAGTTGGCTCCCGGAAGCACT 

ANACACTGACACTTCATTGNTAGACCCTT 

Sequence 3698 

CCGGGCAGGTACTAGATAAACATGCATGTAACGCAGGACCCATGTTCACTGAGAGGTGAG 

ATTTCACATTTACATGTAAGACAATTAGGCCCTATATGGCCAAAGGTGAGGCGCGGCCCG 

GGAGTCACTCCAGTCACATCCTCCATAGACCAGCAGAACCAGTCCGTGGCCA(3TGGTGTC 

TTATCAGGAGGAAGTTATGGAAAGTGACGCTGTAGTTATGGCCGTGAAATGGGGGGTCAG 

TTAGTGCCTGGCAGCGAGCCATCACTGTTTCCATACCGCTTGTCTCAGGCCAGTGCCTGC 
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AGAATTTGAAATTGGAAACACAATACTATTTGTATTAGCACCCCCAAATACTTAGGTATA 

AATCTAACAAAATATGCGCAAGGTCTGTATGAGGAAAACTACAGTAATCTCATGAATGAA 

ATCAAAGAATTAAATAAATGGGG G ATATTCTATGTTCATG G ATAGGAAGATTCC ATACTG 

TCAAGATGTCAGTTCTTCCCACCTTCATCTATAGAC I I 1 IN > I CTTAGATGGAGTCTCG 

CTCTTTCACCCAAGCTGGAGTGCAATGGCGCCATCTCAGCTTNACTGCAAACCTCCCCCT 

NCCCCGGTTTCAAGGGGATTCTCGGGCTTCTCAGGGTGGCTTGAANACAAGGGAGGAATT 

CGCTTGGACCTNGGGAGGCACAAGGTTGTTAGTGGAGCCGATTAAATTATTNAAAAAGTT 

T7TANGAGTTCCTTGCCCCGGGGCGACCCNGCTCTTAAGAAACTNGNGGGAATCCCCCCG 

GGCCTGCAANGGAATTTCCGANTTTCNMGGCCTTTTTCGGANTNCCCGGCCNAACCTTN 

GAAGGGGGG 

Sequence 3687 

NCTCCACCGCGGTGGCGGCCGAGGTACCATCAAGATGGNTTTAGTTTAAGTCAGTCTCCN 

AAGTNTTTATGAAACACCCACTCGGTTTTCAGTAAGNAGTGGNGAACTCGGTGTTTAGCC 

TCTTTCCCNGAACTTANCGGNAGGTTCGGTATTAAGCTGCAGTGCTGCAGTGTGGATGGA 
GCCCTGCT 

Sequence 3688 

AGGTACCTTTTCCTGCAGCTGCGCCGTATGTCTGANTGACTAAGGGGCAGTCGTGAGAGG 
CAGAGTCCAAGATCTCATTGGTCGTTTCCAGACTGCCGTCCAGCCGGTGCTGATTNATCA 
GGGCACACTCCCCGCGTACCTGCCCG 
Sequence 3689 

CGCGGTGGCGGCCCGCCCGGGCAGGTACTTTTTNATTTTTNATNTATNNTTTTTGCGCGT 

NTGCTGCCTTCCTTGGATGCNGTAGCCGTTTNTCANGCTCCCTNTNCGGAATCGAACCCT 

GATTCCCCNTCACCCGTGGTCACCATGGTAGGCACGGCGANTACCATCGAAAGTTGATAG 

GGCANACTTTCGAATGGNTCGTNAGNCGCCCCCCGANGTACCTCTGCCCGCNTTAAAANT 

ANNTGGNATNCCCCCCGGGCTGCANNGAAATTTCNATAATNAAAGCTTTATTNNATAACC 

CGNNCAAACCTTNNGAGGGGGGGG 

Sequence 3690 

ACTTTGTGTAGAGATGGGGTTTCACCATGTTGCCCAGGCTGGTCTCGAACTCCTGGGCTC 

AAGCAATCCGCCCACCTTGGCCTCCCAAAGTGCTGAGATTTGTATTGCCTCCTATAACAG 

CCTNCTATGGTAAGATATCTGCCAGAGTCACAAGCCCTCCCAGGGTTCACGGNCACCTCT 

CTCAGCTGGGGGAGTGCCAAAGCCACACCGTGAGAGGAACACTGGATGGCAGACATCGCT 

GTGGCCAGCTTAGGGAATTACAGTCCAGACATGCTGACTGNCAAGGGAAATGGGCC 
Sequence 3691 

AGGTACCATAGACCCCCTCCCATACTATGGGGACTCCCAGGCACTCCACAAGAGCTAGGT 

GAAATTGAGTTAAAATGACAGCTATAGACCATAGGAAAAATTGCTCAAACAATTTCAGCC 

TGGGTAAATGAGAGGTGCCCCATTAGCTTATTCTACCCAGTTCACCCTTTCTCTCCAGGT 

GATCAAGTGTGGATCAAGGATTGGAATGTAGTCCCCTTGTGACCACGGTGGAAAGACCCC 

AGACCGTCATCTTGACCACCCCCACAGCTGTAAAGGTTGAAGGAATCCAAGCCTGGATCC 

ACCACAGCCATGTGAAACCTGCAGCCTCTGAGACCTGGAAGGTGAGACCAAGCCCAGACA 

ACCCCTGCAAAGTGACTCTGAGAAGGACGACAAGCCCTGCTGCAGTCCACCCAGAAGCTG 

ACTCATCTATGCACAGCCAAAGCATGAGGAAACTCATCGTGGGACTTATTCTCCTTAAAA 

TTTGGACTTATGTMTAAGGACTTCCACTGATTTTCCCCACATGGAGGACTTGTTCCCAA 

TGTATTCATCAGGTCACTGAGTAGGGGCAACAAGTTTAAAACAGGTTTCT 
Sequence 3692 

AGAGTGTCTCCCTGTGTTGCTCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGTAA 

CCTTCACCTACTGGGTTCAAGTAACTCCCCTGCCTCAGCCTCCCGAGTAGCTTGGACTAC 

AGGCGTGCACCACCACACCTGGCTMCTTTTTGTATTTTTAGTANANACGGGGTTTTGCC 

ATGTTGCCCGGGCTGGTCTCGAACTCCTGACCTTAAATGAGCCTCCTGCCTCAGCCTCCC 

AAACTGCTGGGATTACAGGCACGCGCCACCGNGCCCGGCCCCGCGTACCTGCCCG 
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NANTNCCCCCCCGGGGGCTTGGCAAGGGAAAATTTCCNTATTANTTCNAAAGGCCTTTAA 

TNCGCATTCCCCGTTNCGAACCCCTTNNAANGGGGGGGGGGGCCCCC 

Sequence 3681 

CTATANGGCGAATTGNAGCTCCACCCGCGGTGGCGGCCGAGGTACTTCANNTNNTTTTTT 

NNNTTNNTTTTNTTGGGGNNNTANCNGGNNGNGGGTCGGGAGAAANAAAMTTTTTTCGC 

CTGCTGCCTTCCTTGGATGNGGNAGCCCGTTTNTNANGCTCCCTNTCCCGGAATCGAACC 

CTGNTTCCCCGTTAACCCTGTGGTCACCATGGTAGGCACGGCGAACNTACCATTCGAAAA 

GTTTGATMGGGGCNANAACGTTTTCGAAATGGGGTNAANCCCCCCNCCCANGGGGCCCC 

NGCNTTTACNTTTGCCCCGGGGNCGGGCCCGCTTNTTTANAAACCTTAGNNGGGNATACC 

CCCCCCNGNGGCCTTGCNANNGGAMTTTCTNATNTTTTNCAAAGCCTTTATTTCTNTAT 

TAACCCCGTNCCTGAACCTTNCTNAANGGGGGGGGG 

Sequence 3682 

NCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGTGGCTGGCGACGACCCATTCGAACGTG 

NGCNGNAGNGAGCTTTCGAANNNAAAAATTCTTTCNTACNATGGNGACCACGGGTGACGG 

GGAATCAGGGTTCGATTCCGGAGAGGGAGCCTGANGAAACGGCTACCACATCCAAGGAAG 

GCAGCAGGCCGCGCAAATTACCCACTCCCGACCCGGGGGAGGTAGTTGACGACAAAAANA 

NAAAANAAAAAAGAACANGTTACCTTGCCCCGGNGCCGGCCCGCTCNTAAGAAACTAGGT 

TGGNATCNCCNCCGGGNCCTGGCMNNGAAATTCCGAATTTTCNAAGCCTTTATCCGANT 

TCCCGTCNGNACCCTTNNAAGNGGGGGGGGGCNCCCNGGTNACCCCCMGNCTTTTTTTT 

GGTNTTCCCCCTTTCTAGNTNGNAAGGGGGNTTTAAAAT 

Sequence 3683 

AGGTACTCAGGAGGCTGAGAACACAGGCCCCTTCTNTNNCNGANNGGNGTGTATGCANGN 

AANANNTANTNNCNTTTNTGTTTGGCTNGTGCCACAACAAAACAGCCCCAAACAGATTGC 

CATGAGCATGCTAGCCTGGCTTGGTGTTTGACGATAAAATCAGACTGGTAAGTGCAGTCA 

GTGTTCAGGAAAGAATCTCCAGGCTCTTCTCCCATGACCTGGTTTTTAAAATCAGCATTC 

ATACAGCCTGCTTTACCCATCTTCTCTGTCCTCTGCAGATGAACNCCGGNTCCTAGGCAA 

GGGGACCAAAAATTCCTTGTNCAGCCTGGAGGGAAGGTCCTTGGAAAGAAACATTCCCTG 

GAAGGATTGATGACCTGCCACNTGCTCAATTCGTTGGGGCCAGNAATGCCAGCTTTCCAT 

TCNTACCTTGANGGGCTTNAMGGGGGAAAAACCTTTTCACAACCACCGTTGGANGGAAA 

AGGGCNGCCAAATCNTTTTGTTGGGGAAAAGGGGTTCAACCTTANGAAATNGGGGCNAGG 

NGGGCCCAGCCNAAAAATAAGGGGGGCTTNCCAAANTGGCCANCGGTTTNTTGGCCAAGG 
TTTAAACCTTGGGGG 

Sequence 3684 

TCNCCCCGGTGGCGGCCCGAGGTACGCGGGATTCCCAGCAGTTTGAGAGGCCGAGGTGGG 

CGGNNGGGGNTCNCAAGGNNANNAAATTTNTTNCATNCTGGCTACTACAGNGAAACCCTG 

TCTCTACTAAAAATACAAAAAAAAATTANCTGGGCATGGTGGCAGGCACCTGTAGTCCCA 

GCTACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACCTGGGAGGCAGAGCTTGCAGTGA 

GCCAAGATCACGCCAACTGCACTCCAGCCTGGGGGGACAGNAGCCAAGGACTTGTTNACA 

ATAGTAAAAAAATAATACNAAANNAAAAAAAAAGTTACCGTGCCCCGGGGGCCGGCNCGC 

TCTTANNAACCTAGGTGGGATCCCCCCCCGGGGCNTGCCAGGGAAATTTCCNATATNCAA 

GGC TTTAT TCGGATTACCGGTCCNACCCTTCNAGNGGGGGGGGGCCCCGGGTTACCCCAA 

GCCTTTTTNGTTNCCCTTTTAAGT 

Sequence 3685 

CCCNATTTGGAAAMTCCGGAGCTCCACCGCGGTTGCCGCCGAGTTTTCCCCACANTTTT 
TCGCCGAGCCGCANACTCACNGNGCGGGNTTTTACCACCCAANNANNNNCCCNNNCGTAC 

Sequence 3686 

AAACCTGAAAGAATTGACCAAAAATACTCCTGAAATGAATAAGCAATTACAGTAAAGTTG 
CAGGATATAAGGTTAATATATAAAAAGCAATTGCTGTTCTACATACCAGCAATGAACAGT 
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CGTTGCGCCTCACTGCCCCGCTT7TCCAAGTCCGGGAAACCCTGTCCGTGCCAAGCCTGC 

ATTAATGAAATCGGCCCAACCGCCGCCGGGGGAAGAGGCCGGTTTGCCGTATTGGGGCGC 

TTCTTTCCCGCTTCCTCGCTCACTGGACTTCGCTTGCGCCTCGGNTCGTTCCGGCTGCGG 

GCGAGCCGGTATCAAGCTTCACTCAAAAGGCGGGTAAANTACCGGGTTATTCCACAGGAA 

ATCAGGGGGGAATAAACGCCAGGGAAAAGAAACCATGTTGAGCCAAAAAAGGCCCNGCCA 

AAAAGGCCCAGGGAACCCGTAAAAAMGGGCCCGCGTTTGCTTGGCCGTTTTTTT 
Sequence 3677 

CCGGGCAGGTACTGGTCTGTGGCCTGTTAGGCACTGGACTGCACAGCAGGAGGTGAGCAG 

GGAGCAAGCTAGCACTAGGGCCCAAGCTCCGCCTCCTGTCGGATCAGTGGCAGCATTAGA 

TACTCATAGGAGCACAGACCCTGTTGTGAACTGTGCGTGTGAGGGATCTAGGTTTCGTGC 

TCCTTACAAGAATCTAATTAATGCCCGATGAGTTGAGGTGGAACAGTTTCTTCCCAAAAC 

CGTCTCAGGAAACCTGTCCCTGGTGCCAAAATTTGGGGGACCTCTGACGTAGCACACTAT 

CTGGCACATACCAAGCACTCAGAAAATATCCCATTTCTCAAAACTCAGTTCCAGTGTCAA 

GTCTTAATAAGTATATTGATCTTGGAACTCCAAGGTAGTTGGTCCTCTCTTTGTGCCATA 

AATGTGCCTTGTACCTT 

TT 

Sequence 3678 

Mini INAACGCTTATAAGGTAACTTTATAGACTAAGGTAAGCTGGCCGGGTGTGGTGG 

TTCATGACTGTAATCCCAGCATCTTGGGAGGCCGAGGGGGATGGATCGCCTGAGGTCAGG 

AGTTCGAGACCAGCCTGGCTAATATGGCAAMCCCTATCTATACCAAAAAAAACAAAAAT 

TAGTTGGGCATGGTGGCGGACCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCTTGAG 

AATTGCTTGAACTGGGGAGGACAAGGCTGCAGTGAGCTGAGATCGCACAACTGCCCTCCA 

GCCTGGGCAACAGAGCAAGACTCCATCACAAAANAGAAANAANNAANCGAAAAAANAAGG 

TCCCTCGGCCGNTCTANAACTAGNNGGATCCCCCGGGCTGCAGGAAATTTCNATTTTCAA 

GCTTATTTGATTCCGCCNACCTCGAAGGGGGGGG 

Sequence 3679 

TAGGGCNAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACACACAAAGGAACTGATGT 

CAAGGCCCTTTNTATGACNNGGGGN CATTCTAGCAAN ACN NC N N NNC NTATTNATCTTGG 

GATCTACAGCCACATGAAATACAGACACATCGTTCCCCCAAGTCAGGCCAGTTTTAGGCC 

ATTGAGTTATGGGGAAATGATTAATGGGATGAATGAAAAACAAATAAAATAAATAAATAA 

ATAAATACACTAAAGCCTTATTAGCCAGGCCGTNGATCACATGCCCAACACTCCCCTCCA 

TCCCAGCACTATGCACAGTTCACGGCTCATATGCAAAAGTGGGAAGACACCGTTGGGGAC 

AAGGAAGCCAAAGCCACCAAGTNGACACATTGGGTCCCTCTTCTTAAACCACCCTCAAGC 

CACACNCMCCC CTNGAC GGCCTCCCATTCACCAGTATGGCTTGGATTCATTTCTTTCCC 

ANCGGGACCCCCTTTTTTATTAAATAAATCCCTCCATTTTCACATTTTTCNTAAGTTTTC 

TTNGAGGGGGGAAAGGAAGAGGAAAAAGNAANAAAAAGGGAAAGGAAAGGTGGGGAAAAN 

GGTGCCGGGAAACCNCCNANATGGAGTTATGGGGCCACCAAAAAAAAAAGGG 
Sequence 3680 

GGACTCCACCGCGGTGGCGGCCGAGGTACGAAACCTCCGTGGTGACGGGGACTGTGGNGC 

GGGGNAGGGGGGGGCTCAGNNGAANAAAAATTNTTTTTTTNTTNCNTCCATTGGGCATGA 

ATGTGATGGAGCCCGGGATGCAAATGCTGGCATCAAAGNTGGGGCAGGTGATGTTGGAGG 

CGGACCGAGATGAGCTGGTTGTGGATCTTCACGCAGCTGAAGAATGTGCAGTTGTTCTTC 

GGGGTCGCTCTTGAAGTCCCCGGGCTTCAAGATGGACGNNGCTGGTTTGTCCGGGCCCGT 

TTTGATGATACANATGCCGTCTTGTTTCCACACTTTNTTTACCAGCCACTTCCNCCGGGG 

GGGGTCTTCCCATTGGMGTTTTCCGAAAGCCCCAGGGGTCTTGCCANGGAAGNGTNGTT 

TTGCCANGGGGCCACCGTTGGGGGGTGCCAAGGGCCGNATTGNACCCGTTTGGAAGTCNA 

GGGGGTTGGTNTGGTTTGCACCCAACCCTTTGGNTCCCCGTNGCCAACAACGCCANGATC 

CCNTGGGCCANCTTTTGNGAAGGGAANATTAAAAACTTGGGAAGNAAACCCNGGGGCNTT 

GGGGTAACCCNTTGGCCCCCNGGGCCCGGGCCCCGCNTTCTTAAGAAAACCTTANTTGGG 
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GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGCTGGCTTTCATGTGAATAC 

AAAGGTTA CAAAG TCTATATTTTACCATCATTAATACTGAATATTATATTTCAATAAGAA 

TCT TTAG AATT7TAAGAGAAATTTGAGTATTAAAAAAA1TATCTAATATACCCAATTAGA 

ATCTTTTCACATGAGACTACAGAGAMGATTTGTATTTGTAACAAAAAATTAGCTGGGCA 

TGGTGGCAGGTGCCTGTAATCCCAGCTACTTGGGAGGC TGAGGCAGGAGAATCGCTTG AA 

CCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCATGCCATTGCATTTCAGCCTGGGCAAC 

AAGAGCGAAACTCTGTCTCAAAAAAAAAAANAATANAAAAAAAGGTTCCT 

Sequence 3666 

i i i M n I ll I I It I I I I I I i GAGTTTTAATGTATTNATTACATAAACAAGTTACACATA 
ANAAGAAAATACTNNGAATACAATANACANCACAANGGACNTAGGAAATAATATAATGTC 
AGTGAATATATATAAATGTTTMTCTCACTAGTTAAAAAAAAAAAGCACATTGAAANAAT 
AGTGGNGGCCAGGNGCANTAACTNAGGCCTGTANTCCCAGNACTTTGGGAGGCTGAGGCA 
GGTGGATCACAAGGTCAGGAGTTCGAGACTAGCCTGGCCAACATGGTGAAAACCCTTCTN 
TACTAAAAATCCAAAAAATNGCTGGGCATGGTGGNGGGCACTTGTAATCCCAGCTACTTG 
GGAGGCTNAGGCAGGANAATTGNTTGAACCCGGGAGACCGAGGTTGCAGGGAGCTGANAT 
CACNTCACTGNCTCCAACCTCGGGGACAGGATGAGACTCCATNTNAAAAAAAAAAAAAAA 
NGAATGGTGGAATACCGTTTNNCCGATNTTATNTNTANTTTTTT 
Sequence 3667 

CGCCCGGGCAGGTACTTTACTGTACCCAGCAGACTTTCAACAACTCATTGATCCAAAGAT 

ACATGCACAGTCTGAGCACCAGCTATGGTGCTCATAACTTCTTTAAGACTTGAACCCTTT 

CMTCTGTGTGATTCATTAAATTGGACCATTGATGATAAGAATACACATTGTATGTTTCT 

GTGCACATGACAGTGTGTGTGTGTGCACGTACCT 

Sequence 3668 

GANATTNGGGAGCTCCACCGCGGGTGGGGCGGGCCCGANNGTCCCCAGGGTNGAACCAAN 
AGTTTACCCAGAAAAGGCAGTTTGNACAACAAAGGAANAANTAAGGAAGCCTCAGGGAAT 
GG AAGGGG GAANAAANGNAAATAANGAATTNGAGGAAGGAAATTTTGGTNGCCCCCAAAC 
CCA l l l l I ICTTTNAGAACTTCTTAAAGNAAAAGGNAACACCGGCTCTTCTTTCCCAGGG 
CCANGGTTCTTTNGAAAAGCNTCAMCTTCTTCTTTAATTGGCCCNTCNACNTTTNCAAN 
GGGTAATTACCCTTCCACCTTTTTACCACCAMNTMGCAAATTTTANTTAAACCTGGGG 
AAAAAAGGAAAAGGTTTTGGGGGGGGACCAACCAATTGGTTAATTTTTTGGGGTGG 
TTTA CCAA l iimm l AAAAAACCAACCCATTTTTACGNGGGAAAAAAAAGGTTTTGGCC 
TTAATTTTNTTGGGAAAACCC I ill I III I NAATTTTTGGNAA 1 M I NIM (GGNGGGG 
GGGGGGGGGAAGGGTTTAAAAAAAGGGNAAAANTTTTAA 1 M M M M TGGGTTNGGGAA 
TTGGGGCCCAAAANAAATTAAAAAAMTTTAATTNCCCCTTTTTTT 
AATTNCCGGGAACCCTTTTNGGCCCCAAAAAAAl MUM I AAGGAAATTTTTTTGGGTG 
GGTTNGGCCCAATTT CNAAAGGGGGCCCTTTTTTTTCC I M M M M M M M M M CCT 
M I I I I I I N ll I I M I AAAGGCAAAGTAAAAAAGGNTTTTNCCAAAAATTAAATTAAAAA 
GGGNCCCTT 
Sequence 3669 

CTCCACCGCGGTGGTTTGCCGCCCGGGCNTNGTNGTCTTTTTTGTGACTGGCAGGCTGGA 

AAATNNNATCTTAAGAATGCTGTGAGGGCCGGGCACGGTGGCTCACGCCTATAATCCCAG 

CACTTTGGGAGGCTGATATCACAGGCATGAGCCACCATGCCCATCTGCAAATCCAGTGTG 

CAAACAATTCCACACTGAAAATACAGCTCTCAAGATTGAAGGNGTCNTAAGCAGCANAGT 

CTTTATTATAATACAAACAAGGGAAATAGGCGGCAGGCAGGCTGTCTGATTTGTGACTGG 

CAGGCTGGAAAATTCTATCTTAAGAATGCTGTGAGGGCCCGGGCACCGGNGGCTCACGCC 

TATAATCCCAGCCACTTNGGGAGGCTGANGCANGTNGATCACGAAGGTCANGAGATCGAA 

NACCATTCTGGCCAACACAGTGAAAA 

Sequence 3670 

AGGTACGCGGGGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGCCATCTCGGC 
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ATTGGTTTTTGT 
Sequence 3660 

ATTGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACTGAGCAAAGGAGACAGGG 

TCATTTATAACCTGATGTGTCCACTCTACTGCTGTGTCCAGTTTCCACTGGCTGGAACGG 

GCATCCTGTTTTCATTACTATAGCCTTGAAATATAGTTTGGGCCATGCGTGGTGGCTCGC 

GCCTGTGATCCCAGCATTTTGGGAGGCCGAGGTGGGTGAATCACGAGGTCACGMTTTGA 

GACCAGCCTGGCCAACATGGTGAAACCCCGTCTATGCTAAAAATGAAAAAATTGGCTGGG 

CTCAGTGGTGGGCGCCTGTGGTCCCAGCTACTCGGGTGGCTGAGGCAGGAGAATTGCTTG 

AACCCGGGAGCCAGAGGTTGCAGTGAGCTGAGATCATGCCACTGTACCTGCCCG 

Sequence 3661 

CCGGGCAGGTACCTTGCAAGGCCCCACACTCTGGCTCTTGTTATCTCTTTGGCCTCAAAT 

CCCACTACTCCTTTCCTTCCTCGCGCAGCTCCGCTAGCCTCAAACTTGCTGTAAGTATGT 

ATCTTTCAGGGACTATATATTGACAGTTCCCTTTGTGTGGGCMCTCAGCTTCTAGATTT 

AAGTGTTGCTGCCTCACTTCTTTCAAATAACACCCTCTGTGTGAGGCTGGTTGTGACCCC 

ACTGGCATTACAATCCTGCTCCCTTCCTCACGGCCTTCCCACTATATTTTTCCCTGCTCC 

TAAGGATCCTGCAGTCTATTTGGAGAGTGAAAACATATCCTTATGAAAAGGAAAGCAGGA 

ATGGAATATTATATGGAATGTCAGATGAGTGTAATTCAAGTCAGTATCAGAAGTGATAGT 

TCCTGGCTTGGTGCCAGATGTTGGAGGCCTGTTGGGCCAATGACAGGAATGTAGACTTTT 

ATTCTGGACAGCAGAGAAACCCATACAAAATCTCCCCCTCCCCTGCTTTGGGTTCTGAAT 

TATGTCACAATTTCTMCCATTCTTTTNATC 

TTAGACTTCAAAATTATGGNGGTTANTCTTNAAATAAAGGGGCCCTAGGATTGAAATNTT 
AAA 

Sequence 3662 

CCGGNCAGGTACGCGGGGACTATGGCAACAAGTATGGCGGCTGCTAGNGGTAGATTTGAA 

AGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTG 

CGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGG 

GGTGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCTCACAGGAA 

CACTCTTGTGAAGGAAAAAGAAGAAAAAAGACAAGCCATTNAAAAAAAAGGCAAAGGAAN 

AGAAANNGAAAAAAAAGAGCCNNCTATNANNTAAGAAATGAGTAANANNNNNANATAGGG 

TTNCCCTT NGGG CCCGCNTNTNAGGAACTNNGTNGGGGATCCCCCCCCCGGGGGCTTGCC 

AGGGAAAATTTTAGAATTATTCAAAAGNCTTTTATTCTGGATNCCCCGGTGTCGGGACCC 

CTTCAANNGGGGGGGGGGGCCCCCGGGGTNNCCCCCAAGACTTTTTTTGGTTNCCCC 

Sequence 3663 

CCGGGCAGGTACTrGCMTGGGGCCACCATGTTTTCTCCCATTAGCCAGCCCCATTCATC 

ATGGATGCTATGAGTCAGCCAGGGGGCAGGCTTGCCATGGGTTTTGTGACACCCCCATCC 

AAAGCTCACCATGTTGCATCCCGCCCATTGTCTGTGGGACCCCAAGTTTCTAGCCATGTC 

CAGTTCTTCACAAAAGCTGGATGCACATGCCAAGGCAAGCCATCCACAGCTGCTGCTGGA 

AGGGTGGTGCAGATCTAACAGTTGGAGACATTGGCCACCTCAGCATAGGTGTGAGCCCAG 

TCCACAATGTTGTTGGAGCATGCCAACCTGTGGCCGAGCAAATAACTCCCAAGAATTTGG 

CAGACAATTCCGGCCCTTGGACCTTGGATTTATTGATGGCCCAACTGCACACTGCCAAAT 

GCTGTCACAAGAGGGGCACCACCACTTCTAAATCTCATCCTGATGACTACACCAATTATC 

AGGTTCAAGCCCCAGCTGAGGTCTGAGGAGAGTGGGTTGATGAGGGGCAGGGAGCTGGAA 

GAACACTTGGGAGACAAGCAGGTAGATGAGACACGGCTTTATTCAG 

Sequence 3664 

GCGGGCCGAGGTACCACGATGTATAGAGCAACACTGGGGTAAAGGTCACTGTGGGATGGT 

TACCTGCTGAGACCTGTGCAAACGTAACACATGCCACCATGCCAAGGATGTGGCGGAACA 

AGCAGCCCTACCAAGGCTGGGCCCCCATGGACTTTGTGCCTGCTGGGAGTTTATAGGTCT 

GTGGGGACATAGGATGGCCATATCTGCCAGCCAACTAGACTGGACATTGTACCTGCCCG 
Sequence 3665 
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TCCTTAGGCTTTCAACGTGTGGAAAGCCTGAGCTTAACCTACT 

Sequence 3653 

AGGTAC1 ! I I I M I I I i I 111 I I I 1 I I I I It I N ) I I I I I M M I II IMi H I J I I I J I 

TTrTTTTNNAGGAAAAAAAGTTAATTTAAAMNCCACANCAAAANTCCCNCCCAA 

TTAAMGNAAACNNCCGGGGGGGGGNAAANAAACNGGGCTNCNNTTATTCNNCCTTAAGN 

ATTCAAAMGNAAAAANCCGGNNGTTTTNGAGGGGNANANCAGCACCTTCATNAGGGCAA 

ANCCCAAATCCCCAAAAAANATNANCNACGGCNGNAATTNGCCNANTNNTGNGGGGGTAA 

AANCCCCAAAAAAA 

Sequence 3654 

AGGTATCTCAGTTCNGGTGTAAGGTCNGTTCGCTCCAAGCTGGGGCTGTGTTGCACCGAA 

ACCCCCCCGTTCAAGCCCGACCCGCTTGCCGCCTTATCCCGGTAACCTATCGTCTTGAAG 

TCCCAACCCCGGGTAAGACACGGACNTTATTCGCNCACNTGGCCAAGCAGNCCCACTGGG 

TTAAACAAGGGATTAGCAGAANCCGAAGGTATTGTTAGGGCGGGTGGCTTACAAGAGTTT 

CTTGGAANGTGGGTGGGCCCTTAACTACCGGNTACCACTTAGAANGAACAGTATTTTGGG 

TAATTCTTGCCGCTCTTGGNTGAAAGCCCAGTTTACCCTTTCTGGGAAAAAAAAAGAAGT 

TTGGGTTTAGCTCCTTTGGAATNCCCGGGNCAAA 

Sequence 3655 

GCTCCACCCGCGGNGGCGGCCGAGGTACACAAGAGAGGCCAGCCATTAAGAATTGTTATC 

AATACAATNAAAGGGAATACTTGGCCAGAGATCCTCTAGATAAGTAGCTAAAATGTGATC 

AAAAGGAGAAAGAGGAAGAAGCAAATNCNCANACGTNTTATGGGTCTTAATAAAAATAAA 

GACATCTCTGAACAAATGATAAAATCCCTTCCCTGAAAAATTTCAAATGAGATTCACAGA 

AATGCAGAAGCAGAAGGAAACTTTAGATTTANAAACATCTCATTTTGGGGCTGGGTGCNG 

TGGGCTCACCGCTTGTAATTTCCCGGCACTTTGGGGAGGCCCGAGGGTGGGGCAGGATCA 

CTTTGAGGCCAGGAAGTTTAACACCAGCCCTGGGCAACCATGGTGGAAAACCCCCATCTT 

TTACAAAAAAAATACCAAAAAATTTAGCCCGGGGCCATGGGTGGCATTACCGCTTGTAGN 

TCCCAGCNTACTTAAGGGCGGCNTGGAGGGCANTGAGAAATCACTTTGAACCCAAG 

Sequence 3656 

ACTCTTTCTGGGAATTACTCTCTTGAAGCCCAGMTGTGTTTTCATATTAGATCTAAACA 
AATTATAGGTTCAAAATATTAANNGTTNNCNTCCCCANGAAAAACAAAANNCNCTCANCC 
AACTNTNANTANNGATTNTGNNGGGAGCACAGGCCGNTCTCTGTTCCCGCANTAAAACAC 
ACTGTTGCCGCCCACAGCCAGGGGGCTCTCTGGCAGGTCCTCCCGCGTACCT 
Sequence 3657 

GGNGGCGGCCGCCCGGGCAGGTACGCGGGGTTTGGAGGGCTTTGGGCCAAGGCGCAGCTG 

GGTGGTCATTCNCGCANCAGNGGTTCACCACAGGCCTGGGTGGTGAGCAGCGGCTNTNAN 

GNNAGAAGCAGGCCAAAGACAGCTCGGGACAGCCCTCACATTTGAGGAATGCCAGGAAGA 

CTAAGGACAGTGAAAGAGGGCTTGGGAGTTATAGCCAACCATAANCTAACACTTTTCTNA 

NAAAAAAANAAAAAAAAAAAAAAAAGTACCT 

Sequence 3658 

CCGGGCAGGTACACCTCACAAATGATAGTGGCTGAGAGCCAAATGATGAGCTTCTCTGTG 

TTATGTCTACCTAGCTGTGATTATATCAGGCACAGGATTGCGCGCGTGTGCTCTAATCCC 

ACTGTGTCATGCAGGA 1 i I I I ACCTCGGCCTATGCCTGCCTGGCAGCAACACAGCCATGT 

TCCTTACACTCCGCCCCCTAGGCCAAGGGGGTCCTCTTAATGGGAACTCGTGCACATAGG 

GGAGCACCCTGGACCCATAGGCCACAGCAACAATAAAGAGAGCAACAACCTACTACTAAT 

ATTCCTGCTATGCTACCTATGATTATAAGAGCCCAGTGTAGGCCAGAGCCCAGAGACACC 

CACCATCTCTGCAGGCGGTCATCAGTAAGGTATTCAATTGCCTTAATCTCCCATGACATG 

ACACCCCCTGCAAAGCTGCCACTATGTTCTGGTGGTTGTCAGGGATGAATGTACCTN 

Sequence 3659 

AGGTACGCGGGGCTTGCGCTAAACCAGCTTGTCGGCGCCATTTTGTCTCGGCAGCGGTGG 
CCGTAGCTCCATCGCATTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAG 
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GGGTTGGTGTCCAGGTGTGAAGGATCTCAGGAACAGGCAGCACACTATTTCTGAAACCTG 

GCCTTGGACTTCAGTGAGCGCAGGGGCAAGGAACACCACGGCCCTGGGGCCCTCGCTNCC 

CAGGGCTCCGCTTGTGACNACTCTTGACCTTCTGGGGTTCAAGAAATGCCCCAGACCGTC 

CTATCCCTCATGTTC 

Sequence 3648 

ACTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACCAACAGATTTCTCACG 

GTGCTCCCAAAACTGTGATGTTTGGAAATTCTCTGCCCTCAGGGATCCCTGACCGCTTCT 

CTGGCTCAAAGTCTGGGACCACAGCCTCCCTGACTATTTCGGGCCTCCAGCCTGAGGACG 

AGGCTGATTATTACTGTTCAACATGGGACTACAGCCTCAGTGCTCAGGTGTTCGGCGGAG 

GGACCAAGCTGACCGTCCTAGGTCAGCCCAAAGGCTGCCCCCTCGGTCACTCTGTTCCCC 

GCCCTCCTCTGAGGAGCTTCAAGCCAANCAAGGCCACACTGGTGTGTCTCATAAGTTGAC 

CTTCTACCCCGGGAAGCCCGTGACAGTNGGCCTGGGAAGGGCAGATTAGCCAGCCCCCGT 

CAAGGCCGGTGAAGTGGGAAGA 

Sequence 3649 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAATATATCCTGTAAGTGCCAG 

CATTGATGCCACTGGGGAAGGTGCAGGTGAGACTGACTGATGCTCCAGGAGATGCAGAGA 

GGGAAGCCGGCTGAGTCAGCACAGCCTGCGAGAGGGAACCTGTGCAGTGAGAGAGGAACA 

GGAGGAGGAGAGGAGTCCAGGCCATGGTGGACACAACCTCTTACCCCCGCAGTCCCCGCG 

TACCT 

Sequence 3650 

CCGGGCAGGTACCCCCTACCCAAAGGTGGGTAGTCCCAAAGTGTGGCTGAGTCCAGGGTT 
TTTATGGGCTCGGAATGGGGGAGTGCATGCTGATTGGTCAAAAAGCACCATTCAATTGGC 
TGAAAGGCATGGAGGAAGTTCTCACTGCAGTTGGGGACTTTATCTAGAACTGGCAGCTTG 
GTTTTCAGGCTTTAATTTGTCTTTGGTTTGMGGTTGGGm 

ATCTGCCTAGGAATTTGTCTCCCTTCTGCTGCTATCACTGATACAGATAGGCATAGGGCT 
ATGGTTTTATCTGTGGTATTTGGCTGTTACAGAGAGGTTATGACCTACAATTTTCTGTCT 
TTTTAGCCTGCGCCTTTCCTGACTTTCAGGCTAGACAGATCAGGGGTTTGTTGATGCTTT 
((((ill ICTTTTCTTCTGTAGGTGTTTCTGGGCTACGTGAGGCAAAAATTAAAACAGAG 
AAACTCACCACAGTGi I 1 I I CCTTTGGATCCCATGATGCCCCAGATGCTCTAC I I I I II C 
CTTTTACCTTTCAAAAGGTG I I I I I ATAAACATGTAAAAATCCAGGG I I I I I CGTTTGNA 
CCTTCGGCCCGCTCTTNAAACTAAGNGGGATCCCC 
Sequence 3651 

AGTCATGTAGTCCTGTTTTCTGCAGNGCTTAAATCTTTTCCCAAAGTAAGTGGATTCATC 

AGGGTTATAGTTTGNGAGAAGCCATTTCAAGTTGTCCAATGTGATATATATACATATATC 

ATCATCTGCTTTCATGAACCANTCCATGTATTCCAGATAATGGTCANGAGCATATAGAAA 

NGCTNTAACTATTNTCCAGGACAGTTGGTTTCTGTCTTNTTTGGTGTGTNANCCCACAGT 

ANAGAAGTCTTTATTTTCTTTTGAGCTCATAAACMCGCTTTATTGCAACCCTGGGCCCA 

TGTATCTCTGATNCGTCTGATC I I I I I NTTCTAAGATTTTGAGGNCCTGNCATAATCCAG 

CAAAGAATTTTCATNTTTTGATAGAGTTTGN^ 

GATGACTAGCATTTGCAATCMCTTANATNANTCTTTTTAGATGATTCTGCCCNGTATCA 

ATCTNGAAGGCCTCACGTAAGAATAATTATNAA 

Sequence 3652 

AGGTACGCGGGGGCCGCCCGCTTGCTGCACGGCAGCCGTGGGACTGGCACAGGCTCCTCG 

GCAGCATTATGGGCAGCTGGTAGAGCGGCCACTTCTGAGAGCCGGATGGGCCTTCCGAGT 

TCCCACCGCTCCGGGTGTCCTCCCCAGTGCGCCGCGAI I I I I GTGTCCAAGCCCCAGAGT 

CCCTCTGAGACCAACCCCCAGCCAGCACAGACTTCCTGCCTTCCCAGCTCGGAAGCGCCC 

TCGAGAAGTGTCTAAAGGAGACAGTTGATAGCCAAACAACAGTTTTGGATTCACTGACTG 

ATTATGAAAGAAGCAGTAGACTGGTATCAAGAATCAGTCAGCAAGGAGGCCCTCACCAGA 

CGCCAAGTGCCATGTTCTTGGACTTCTCAGCCTCCATATTCATGAACTAAG I I I I I GGAA 
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CCGGCTGTCCCCCGACTCATCTGTCCCGCGTACGCGGGGTGGGAAGAAAGAAGGGGCCAA 

ACTGGAATGTGGAGGAGGCCCGTGGGGGAATAAAGGCTACTTTGTCCAGCCCACAGTGTT 

CTCTAATGTTACAGATGAGATGCGCATTGCCAAAGAGGAGATTTTTGGACCAGTGCAGCA 

AATCATGAAGTTTAAATC7TTAGATGACGTGATCAAAAGAGCAAACAATACTTTCTATGG 

CTTATCAGCAGGAGTGTTTACCAAAGACATTGATAAAGCCATAACAATCTCCTCTGCTCT 

GCAGGCAGGAACAGTGTGGGTGAATTGCTATGGCGTGGTAAGTGCCCAATGCCCCNTTTG 

GTGGATTCAAGATGTCTTGGAAATGGAAGAGAAACTGGGAGAGTACCTCGGCCGCTCTAA 

AAACTAGNGGATCCCCCGGGCTTGC 

Sequence 3642 

TGACAGGCAGGAAGCGGNGGCACCANCAGGGGGGAAAGGGCAGGGACTTAATNAACNCAN 
GCTTATNACCCGCACTTACNGGNAATTCCTCGTTCATGGGNAANAATTGCAATCCCCNAN 

CCCCATNACAAANGGGGTTNAACGGGTTACCCNCCCCTGCCGGCNTAGGGTACCTGCCCG 
GGCGG 

Sequence 3643 

ATTCAAAATTTT AAAAA GGGGGAATTNATTTTTTATTTTTTATN 

AAAAATTAAAAA I I I I ICCI I M I I ACNTTCCCCCCCCCCCAAAAAAAAATTCCNAATTA 

TNAAAAAAAAGGTTTTCCAAAMTTNNGGCCAMNCCTTTT 

Sequence 3644 

AAGCTTCAAAACCCATCACTCCACTGAATCCAGGGATGCCAGAATTGAGAGTCCATAGGA 
C CCGT7 TAACGGATCCC ACATTC AGTATACGGTTTTTTGTATG CTTN GAGGGAAGGAAGG 
TATTTTCAAATGCANCTTC I MINIMUM I NTTGCTCTANTTAGGGCTGATTTTACC 
ACTGGGCAAATTGCNTACATTTGGATCCATGCCACNCTAAATACTGTTTATTTTGGAGAT 
CTGTCAGAGGCAAGCACATGGAANACANGGGGATTCTG 
Sequence 3645 

CCGGGCAGGTACGCGGGTAAGGAGCGGGTGGCAGCTGCCCTGGAGAACACCCACCTCTTG 

GAGGTTGTGAATCAGTGCCTGTCAGCCCGCTCCTGAGCCTGGCCTTTGACCCCTCAGCCT 

GCATACTGGTATCCTGGTCCCAGCTCCTGCCAGGGCTGTTACCGTTGTTTTCTTGAATCA 

CTCACAATGAGAAACTAACATTTTGCTTTTTGTAATAAAGT7TAATTT 

CAAAATAAAAAAAAATAAANTAAAAAGTACCTCGGGCNCGCTCTANGAACTAAGTTGGGA 

TCCCCCGGGCCTGCAAGGGAATTTCGATATCAMGCTTTAATCGATACCCGTCCNACCTT 

AAAGGGGGGGGCCCCGGGTACCCCAGCTTTTTGGTTTCCCTTTAAGNTGGAGGGGTTTAA 

ATATGCCGCCGGCCTTTGGGCCGGTAMTTCATGGGNNNATAAGGCCTTGTTTTTCNCTT 

GNNGTGGAAAAATTTGNTTATTCCCGGCCTTCCACAAANTTTTCNCANCACNAAACCATT 

ACTNATNCCCCGGGGGTAGGCCATTAAAAAGGTGTNTAAAANGCCCNTGGGGGGGTNGGC 

CTTAAA7TGGAAGGTNGAAGCCTNAACTTCCAACNATTTAA 

Sequence 3646 

AGGTACTTGGCAATCTAAGACACACTGGGAGACTGTAAGAGGAATTAATATAGAAAAGCT 

CTTAATTATMTAACATTTGGAAGAAATTTTTCCTTTGTTTTGTAAAGTG^ 

TAGGAGTGTGTGGTATTTATTACCTTTTAAATGAACTGTAAATTTGCCTTAGAAATTT 

TTAAAAGGCTAGCAAGTGAGACCCTTGAGGATGATCATATACTAATAAAGATTACCAAAA 

GAAACTTCTTGTCCTGTTAGGTCAGTGTTATGATTTAATGGTTTTAATTACTTMCCAAT 

TTTAAG AATTG AC AATTTTTAAAAATATTTTTTTTCTACC ATTC TAAAGTAATG TC TTTT 

GTTGTGGGTTTATGTGTAACTACAGGGATTTTGGMCATAAACATTTTGMGGATAGTCA 

ATGGTATTTAGTCTTGGATNTAAAAATAGAGAAMTTTATAGCTTTATG 

Sequence 3647 

CCGCGGTGGCGGCCGAGGTACCTAAGCCCCTCTCACAGGTCCAGGTGAGGGGCAGGCAGG 

GCTGGGTATAGAGTGGAGTGAGGCCCTCTCCTTGGGTTAAAATTTAAAGGGGTGCCAAAA 

AAAAAAAGAGCCTCAGTAATCAAGGTAAATCATATTGCAATG 

AGAGTTATTGAAAAATTCCACGATGAATACAGTATCAAAATTTTAAGTCAGGCTTTGTCT 
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GTCGATCAATTAAAGGGATATTTATTTGCATCACAAAAATMTTCTTTACTCCCCCCANA 

AAATCAATAAAAAGTTCAMTAGCCAACTTTTCCTAAATGGTGTTTTAAAATGGNAATCA 

CCCAAAATNCATTTCCGCGGTACCCTNCGGGCCGNTTNTAGAAACTAAGTNGGGATTCCC 
CCCGGGCT 

Sequence 3637 

AGGTACAAACCCAGTTTGTTTTCAAAAAATCACAGTGGCAATGCAACTCATCACTCTAGA 

AAAGCAAGCTTAGGCTACCTGAAAGATTTTCCCTTGGMGTTTAGCGTATGTTTGACTAA 

CAAGAATTCCCTACATCAGAGACTCTAGGTGCTATATAATCCAAAAAC7TTTCAGCCTGT 

TGCTCATTCTGTCCCATGCTGGCMTMTACCTTGTCAGCCCATTACCCTTATTTTTGAA 

TTGCTCCATCTCCTGGTNGGGACTTGTATC.TTGNCTGGCCAATATCAGGAAACACCAAAC 
CCCCTG^ 

CTTTTTn iNNGGGAAAG TTTTTC CCAAGCCCGCAMTTTTTGGAAAAATTGAAANATGG 
ACCAAAGGGNTG7TATTATTTTTNAAATTCCAAATTTTTTCCAATTTNCC 
GCCAATTTACCAAACCCCTNNTTAAACTTTAAAAAATNGGGGGTTAA 
Sequence 3638 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGNAATCGC7TGGAACCCAT 

NGAGGTGNGAGGTTGCAAGTGAGCCGANNATCGCGCCACTGCACTCCAGCATGGGCGACC 

AGAGCCAANGGCTT C ATCTCAAAAATANAAGG AATGGAAAAG AATNCCAAG AG NAAGAAA 

GGAAAAAAGCTTTTATATTTGGAAACCTTTCTTC 

MTGGAAMGGCCCCTTGAATTGGCCAACCACCAAAAATTCNTTAAAMTTTTTGGGGCC 

AAAAGGTTCCGGATTCCAAAATTTAANAAAGGGGGATTNAT^ 

TTCAACCAAAAAAAATTAAAATTNTTCCTTTTTAAACTTTTCCCCCCCCCCCCGNCNG 

NACCCCTTGCCCCCGGGGGCCNGGGNCCCGCCTTCTTTNAGAAAACTTTAGGGTTGGGGA 

ATTCCCCCCCCGGGGTCTTGGCNAAGGAAAATTTC^^ 

GNATTCCCNGTTNGAACNCTTNTAAAGGGGG 

Sequence 3639 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGGGTTTGAGACCAGCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGC 

TCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCAGGA 

GGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAA 

GACTCCATCTCAAMTAAAGAMGAAAGAAACAAAGAAAAGAAAAGCTTATTGAACTTCT 

CTAAAAAAAGAAAAAAAAGAAAGCCTGATTGCACACAAATCTAAATTTGGCAAGTCGATC 

AATTAAAGGATATTTATTTGCATCACAAAATAATTC 

AAAN AGTTC AAATAGC AACTTTTCCTAATGN GTTTAAAAATG 

Sequence 3640 

AGGTAC ITTTTTTTTTTTTTTTTTI IGAGATGGACTCTTGCTCTGTCGCCCAGGCTGGAN 

TGCAGTGGCACCATCTCTGCTNACTGCAACCTTCGCCTCCTGGATTCAAGTGATTCTCCT 

GCC TCAGC CTCCTGGGTAGCTGGGATTACAGGCACACACCACCATGCCCAGCTANATTTT 

TGTATTTTTAATATGAGACACAGTTTCCCCATGATGGCGAGGCTGGTCTCAAACTTCCCG 

ACCTCAGGCAGATCCACCGTCTTGGGCNCTCCCAAAAGATGCCTTGGGGAATTTAACAGG 

GCGTGAGCCCACTTGCACNCCGGGCCCCAGGATTGAAAATAGNANTTCCTTTGGCGACAA 

AGGTANGCCCAAAAATNGTTTNGGCTTMTTCAAGAAGCNMGCTTGGGGGCTTTTTCAN 

GTCCCACCCACAANGGCTTGGCTNAGTTTCCCTTCAANGACCTNGTNGAACCCAAAGTTA 
AAG 

Sequence 3641 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTGAGGCTGCAGGTTCTGGATGATGGTGAACTC 
GTCTAGGGTCTTGGGCTGGGGGCACTTGATGATCTCGGTGGTGTAGCGCAGCTTCCAGCC 
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GATCCTNAGCCAGGGAGACAGGNACCAGGCAGCACAGGCCTGCCAGCAGGAGGNTGCCCC 

ACNAGACAGAAGACGGCANTGTTCGATTCACTGTCCCCNGGTTCAANTGGGTNGGTGCCT 

TNGAAAAGCTTGANGGAGGACAGGGGCCCCTGTTCCCTNGNCNCCGTATTTTTAAAGGCA 

ANTTGGNATCNCAANAAGGGGGCAAACCCGGGNGGGNAAGGCCTTGCNTTNGTNGGAAAT 

ATTANAACCCAANGGGTTCNACCNCCAATTNTNTTTNNGTNGGGANGCCANAANNAGNGG 

GGTTAANATTTNACTTNNGNCTCNCCCCCCCCCCCNCCCCC 

Sequence 3631 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACA 

GAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATT 

GAACTTCTCTAAAAAAAGAAAAAAMGAAAGCCTGATGCACACAAATCTAAATTTGGGCA 

AGTCGGATCAAATTAAAAGGGATTATTTTATTTTGCAATTCACAAAAATAAA 

CNTNCCC CCCA AAAAATCAAATTAAAAAAGGT 

AATGGNGTTTTAAAAATGTTTAATTNANCNCAAAATNCCATTGGTGTNCCCCCAAACCT 
Sequence 3632 

GAATTCGGCCAAACNNCGCGGGGNAGTAGGCGGTTTGCGTAATTGGGGCCGCTCTTCCCG 
CTTTCCTTCGCTTCACTTGGACTCGGCTTGCGCCTTCGGGNTCCGTATACGGNCTTGCGG 
CCGAAGCNGGGTAATTCAAGCCTTCAACTTCANAAAGGGCGGGGTAAANTAACGNGGNTT 
AATC NCAACAAG AAATCCAAGNGGGGTAATAANCNG C AAATG N N AAAAGGAAACAATTGT 

TTNAAGCCAAAAAAAGGGGCCCANGGCAAAAAANGGGNCCAAGGAAAACCCCGTTA 
Sequence 3633 

GGTGCGGCAGCTCACACCCGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACA 

AGGTCAGGAGATCGAGACCATCCTGGCCAACACGGTGAAACCCCGTCTCCACTAAAAGTA 
CCTGCCCG 

Sequence 3634 

CAGTAATCAGGGNGATANACGCAGGGAAAGGAACATGTGGAGCAAAAAGGCCAGCNAAAA 

GGCCNAGGGAAACCCGTAAAAAAGGCCGCGTTTGCTTGGNCGTTTTriTCCATTAGGCTC 

CCGCCCNCNCCTTGACGAGGCCATCNACAAAAAAATTCCGACCGCCTTCAAAGTTTCANG 

NAGGTTGGCCNGAAAAACCCCNGGACAGGGMCTTNTTTAAAAAGGAATAACCCAAGGGC 
CGGI I I I ICCCCC 

Sequence 3635 

CCGGGCAGGTAC I I II I I I I M ) J I M 1 1 J J j I M M CTGATGGGGTCTCACTCTGTCTC 

CCAGACGGGAGTACAGTGGCNCGATTATGGCTCACTACAGCCTCAACCTCCAAGGCTCAA 

GTCATT CTTCCATC TCAGCCTCCCAAGGAGCTAGGACTACAGGAGTGTGCCACCACGCCC 

AGCTCAi I II I I I I ATTTCTTGNAGAGACAATANAGTTTCACCATGTTGCCCAGGCTGGT 

CTNTAACTCCTGCGCTCAAGTGATCCGTCCACCTTGGCCTCCCAAAGTGCTGGCATTGCA 

GGCGTGAGCCACCATGCCCTGCCTAATTAAGTCATTTAAAGAAGNTTTATGAGAACTGAT 

AGAGGCTAAATTACCTCAGTGGGACAATTCAAAATAAGACAACTCCTAAAAACTGCTTNG 

GCTTANGAGGCCCAGCTGGGTTGGCTTTTGGGGTAGTCCCCCCTTTCAAAMGCCTTTTN 

GGCAAATCCCCAGGTCATGCTTTAAGGGG 

Sequence 3636 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGAC 

CAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAAC 

CCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACA 

GAGCAAGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATT 

GAACTTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTTGGCAA 
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ATNTTGGNGNAAATCCCCCCCC 

Sequence 3626 

CCGCGGTGGCGGCCGAGGTACTTTTTGTTGTATTTTC 

GTATAAAAATTCCAGACTTTTATGAATTATATGTTCTCTTTAATAAAA7TCACGTGATTC 

AAmAAGGmGTAAGAATMTATAAMCATTCTTATTCCTGGCTGGGCACGGTGGCTT 

GAGCCGGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCATGAGGTCAGGAGATC 

GAGACCATCCTGGCTAACATGGTGAAACCCCACCTCTACTAAAAATACAAAAAATTAGCT 

GGGCGTGGTGGCAGGCACCTGTAGTCCCACCTACTTGGGAGGCTGAGGCAGGAGAATGGC 

GTGAACCTGGGAGGCAGAGCTTGCAGTGAGCCGAGATCACGCCACTGCACTCCAGCCTGG 

GCGACAGAGCAAGATTCCATCTCAAAACAAMCAAAAAACAACA ACAA AAMTTCTTATT 

CCTTACCTGAAAGCAAGTTTTGGCTTTTCTACCGMTTTCACTTATTTTA 

TATCTTTCCTMGTTGTTTTAAAACGACATGGGACTAMTCCCAAAAACTAAAAATG/WK 

GGNGAGTTATMCATTGAGTTACTATTTAACAGGGTNTNAAAAGAGCCCAAACGCCAGGC 

TATACAGTCCACCAGAAGMGCAAAAAAAAAAAAAAAAAAAAAAAAGTAC 

Sequence 3627 

CTGTGATTATGTAGGAGAATGCCTGTGTTATTCACACTGCAGAGTAAAGTGCTGTGACTT 

AAATGGTTTGGATGTTTGTCCCCTCCAAATCTCMGTTAAAATGTGATTGCTGGCTGGGT 

GCGGTGGCTCACACCTGTAATCCTTGCACTTTGGGAGGCTGCGGTGGGGAGATCACCTGA 

GGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCGTCTNTACTAAAAATTC 

AAAAAAATTAGCCAGGCGCCTGTAATCCCAGCTACTCNGGAAGACTGAGGCAGGAGAATC 

ACTTGAACCCCGGAGGCAGAAGTTGCCGTTGAGCCAAGATTGCACCACTGCACTNCAGCC 

TGGGCGACANGGCCCGAGACTCCGTCTTAAAAAAAATAATANNNANNAAGAAGGTACCTG 

CCCGGGCCGGCCCGCTTTTAGAANTANGTGGAATCCCCCCGGGCTGCAGGAAATTCNATT 

TNCAAGCTTTATTC GAATACCGTN N N ACCNTNG AAGGGGGGGG 

Sequence 3628 

AGGTACGCGGGATTGCAAGCCTGTCCCCAGTCTCCCCACTGCTGCTATGCCTGAAAAGAG 

CCCCAGCCCCGTCTCCAAAGCCCAGGGTTCGCCTCTTGCTGAAAGAGCAACGTTCCCAGG 

CTGAGGACAAACCCAGGACTGCTCAGGCGGAGAGATCCCTGCCCCCACGTTCACCACTGA 

CAACCCAACTCCATCCTCAGTCTCCGTGGCTTCAGATCTGGACTCCGCACCCTCCTCCAC 

CTCCACCTCTCTTCCCAGAGACCCTCCCCACATCATGCTCAGTGCTGTTTCTGAAGACCA 

TCTAGACTTTTGTGTTCTCTGGMCATTCTACTCACCTTCAGCTGCAGCACATTTCTTCA 

GCCTCTCCACCAAGCTCTTTAAAATGAAAGGCAGTTACTGTCTTCCCTTGGACAATAATG 

AATGTATCTACTGTATGTGCAGACCATGTCGAGAAGTGGCTGGGTT AAGAA AAAAGAGGG 

TTTTTGTAAMGCCTGTTTATTTTTT^ 

TTCACATGGTTTTGGGGAACCCAAATTGGTATTCAAGGTC TTCATG CCAAAACAAAGCCA 
AAAGTTGGTTTCCTTACCTTTCTTTCCTCCATGCACCATGATTTTTCAMTGGATTGGNT 
TCAAGTGGTCATTTTTTAAAA 
Sequence 3629 

CCGGGCAGGTACGCGGGCTGGCCTCTAATGGAGTCACTATGACAAGAGCAGCCCCTGCCT 

CTGGGGGGCTCACAGCTCACTGGAAGACACTAGAATCCTGTTCTAGAGCCTGGGTGAGGA 

AGTCTTGGGATTCCCCTGGGAAATGGAAAACTGTGCAGCAGGACCCTATGTTGCTTCCCT 

CTGACCTGCAGCAAGANACTGTGAGAGGTGATTTCAATCANNAAATNTCTCAGNTTCACT 

ACCCTTGAACGTCATTGGGCCCAAATGAMTTTTTCATGAAGTAAGATTT 

Sequence 3630 

AGGTACGGAGGAGTTCCTGGAAGCCTTCATGGATCTGAGCCTCCGGAATCTCCGTGAGGT 

TGAAATTCAGGCCCTCCAGGATTTCATCGTGAGTGTCAGCCTTGGTCCCCAGGGAGAGCA 

TTGCAAAGGCTGTAGCGATGCTCACTGGGGAGAAGAAGATATTGGTGCTGTTGGACTGGT 

GTGCCAGCTGGCGGTATAGGCTGAAGGCGAACTCAGCCAGGTTGGGGGTGATCTTGTTGA 

AGGTTGGGTGATCCTGATCATGGTGGGATGTATCTGTCTTCTGGGCAACATCTNCCTGGG 
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AGGTACTTTTCTTTGAAAGCATAATTTTCCTTATTTTAAAAGATGTGGCTGTCTTCTCTG 

GTTGTGAGAGCAATACACTGGGTCAGGCATATAGTAGGCACTCAGTAAATGTTTACTGAA 

TTGAACTGATTGTTTGCCATGGAATTTTATCATTGGATCAATACACACTTACTTGTTAAA 

CCAGCTTTTATGAAAAACATATATGTAATACTATGAAAGTCAATTGCAGGAGACTAATCT 

TATCTGGAATGTCAAGGGAGATTGCTATGAAGAAGTGATTTTTGAGCTATGTAAAAATGA 

TAGCTAAGGGTGGTGGCAATGGAGCTATGTGTGTGTGAGTAGGGGTGCCCTTGAAGTAGA 

GGCAAAAATATGTGCAAAGGCTCTGAGGCAGATATAGGTTTGGCACATTAAACAGCTGAT 

TAAAGGCCAATGTAGC1 GGAGAACGAAGTGGGGCAGAATGGGTTTTAAGAAATAAACAGG 

TTAGTAATMTATCAGCTTTrCAAMCTCTCTCTGGCTGGTATATATGTATAAAAAAAGA 

C T 

Sequence 3622 

CCGGGCAGGTACCAGGGTAAGCGGGGGAAGCTACATACAATAATAATGCATTCTCTTATT 

TAACATTCGCAGTTAACTTTTT7TTGAGACGGAGTCTCTGTCGCCCAGGCTGGAGTGCAG 

TGGCGCGATCTCTGCTCACTGCAAGCTCCGCCTTCTGGGTTCACGCCATTCTCCTGCCTC 

AGTTTCCCGGGTGGCTGGGACTACAGGCGCCTGCCACCAAGTCTAGCTAAATTTTTGTAT 

TTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGT 

GATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCTCCCGG 

CCCAACTTCi i I i ii IAACTCCTGCAAAACCACAACACAAAGTCAGGTTTGTTGTGCTTA 

GACCATTTGCTATTTCTTAGCAATC 

Sequence 3623 

CCGGGCAGGTACGCGGGGACAGTCTGCTGGTGGGCAGAGAAGACAGAAACGACATGAGCA 

CAGCAGGAAAAGAAAGTTGTCTGACAGAAGTTTGATGAGAGGAATTTGACTCAGAAGACT 

GAAATATCC7TTAACCTTACTATAAAATATCTTACAAAATACTCATTGATTTCACAGCAT 

TAGAATCATCAAGGTAATCAAATGCAAAGCAGCTGTGCTATGGGAGGTAAAGAAACCCTT 

TTCCATTGAGGATGTGGGAGGTTGCACCTCCTAAGGCTTATGAAGTTCGCATTAAGATGG 

TGGCTGTAGGAATCTGTCGCACAGATGACCACGTGGTTAGTGGCAACCTGGTGACCCCCC 

TTCCTGTGATTTTAGGCCATGAGGCAGCCGGCATCGTG 

Sequence 3624 

CCGGGCAGGTAC rTTTTTTTTTTTTTTTTTTTTTTTTI GGGGAGCCGGAGCCTTGCTCTG 

TCACCCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACCTCAGCCTCCCAGGT 

TCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGAATTACAGGTGCCCACCACCAG 

GCCCAGCCTCCCAAAGTGCTAGGATTACAGGCATGAGCCAATGCACCCAGCCCTCAGTCT 

NTTNTTAACCTANCAAACTCCTACTCAGCCATAGGTCTAGCTTATCTGTCACCTTCCTAC 

TTTCCTTGGCAGTTGCTCTTTCAGCAATCTCACAATAAGCTGTATGCATTTNTAACTAGA 
ACACTTACCACACTGTACCTN 

Sequence 3625 

CCGGGCAGGTAC I I I I I I I I I I I I I I I 1 1 1 I I I I I I I 1 1 I CCTGGGGCCTGGNGGCTGGT 
GACCACCACAGAGGGAGGATNTTGCCGGTCCAGGATATTTTTGCTGTATTTNAGGTATTT 

™ T o^ GTCGCAGGGCACTCCTCCTCCAGGT ^ 

TTNTGCCTCCCACTTCTGNTTGGTTATNTGGGCTGCTGGGTCNAAGGGGACCCAGGCTGG 

GATTTNTTTGTTGAATTCAATGTAGTCCTTTCCATCATAGTAATATTTCCANMTGCTCC 

? CTGC ^ CTG ™^ CTCGATCT ^^ 

AAACTCCCCCGACCCCACANAGAGACAAGTCAGCCTGGNGANAAATTTNTCAAAATAACT 
TII AG ,^ GCACA ^ GGGCAAC CCAAAAAAMTAMGGTTm 

IISSSISI CAANACAAATA GGTTATTACTCCAATTTNTACAACAGACAGAGAGGGGCT 
TNAAANCGANGGGGATCGCCCCGAACCCCCAGGGGGTTCCAAAAACCAACCCNAGGGGTG 
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Sequence 3616 

AGGTACCTTGCAGGGCTGGGGTAATGTTCTTCAGGAGATTATACATGCCCCATGTCAGCA 
TCCAATATATGATGCTGTTTCTACCATAGCCAAGATTCAAGAATCAAGGGG TGG AAATGG 
GAGCGGCACCAGTTGCCATTACCCCTAGTCATCCATTAGCATAATTTTTGCTTCCTGTTC 
CTGTTCCTGTGGCCTTATGCTCTGCTGGTCTAGGGGTCTTAGTGGCTCTCTTCATTAATG 
TTGTCTGACACTTAGGCCTTTCTGTCTGCAAACTTGAGTCTTCCTTGATGGACAACAGAG 
CATGGAATTATTTTTGGACCAGAGTCTAGATTTACCTAGTCTGTGGAGTCTAGAAGATTT 
GCTGC GTAATATGGAAC AAGTTACTTTG TACCTGC 
Sequence 3617 

GGCACAGTGGCTCACGCCTGTAATCCCAGCACTTTGGAAGGCTGAGGCAGGAGGATCACG 

AGGTCAAGGATTCGAGACCATCCTGACCAACATGGTGAACCCCCATCTCTACTAAAAATA 

CAAAAAATAGCTGGGTGTGGTGGTGTGCAGCTGTAGTCCCAGATACTTGGGAGACTGAGG 

CAGGAGAATCGCTTGAACCTGAGAGGGGGAGACGGAGGTTGTAGTGAGCGGATATCGCAC 

CACTGCACTCTAACCTGGGCGACAGAGCAAGACTCCATCCCCAAAAAAATCACTACTCTA 

TACTTCTAAG AATC TTCTAAGAATCCCTGCTTCTTTTTAGTGCACATGAGCTTGGTTCCT 

CAGGCAATTATTTTATMTCTTCATTGCTGGCCATMTTGCAGTGCCACCAAATTACCAC 

TGCATCACAAATGGATTTGTAAAGAATAGTCACCCATACTTATAAATGATTTGCTTATA 

Sequence 3618 

AGGT ACAGC TGGAAATCTGAGTAGTTTCAGGAAACACAGCATCATCATCTTCATTGTCTT 

GTTTTGTCCTCTCTTTTGGGMCTTGmATCCACAGGTTGGCTCCAmAGAAGCCTAT 

TAGCTATTGAGTCTGTGTTGTCAGAGCCAACGTCCATGTCCCAGGCCAGGAAGATGTTCA 

GTTTGCAAAACTGTCTGGTTCGTCCTGAATTTGGTATTGTCTCTTCATGTGTTTCCTTAT 

CCTTTCAGTCCCCCATGCCCCTTGGATGGGAGGGAGAAAGTGGATGGAAGGACCCTTGGA 

AGGTGCGTCTTCCCAGGAGGTTGTGTCCTCACAGGGGGTGTCCTCACAGGGGAAATAGCC 

CACAGAGAGGATCAGGTTGGAATTGGATTTGG 

Sequence 3619 

AGGTAC I I M I n I I I I I II I 1 1 I! ! GAGACAGAGTTTCACTCTTGTCGCCCAGGCTGGA 
GTGCAGTGGCGCGATCTCGGTCCACTGCAACCTCACCCTCCCAGGATCAAGCGATTCTCC 
TGC CTCAGC CACCTGAGTAGCTGGGATTACAGGCGCCTGCCACTACACCTAGCCAATTTT 
TGTATTTTTAGAAGGGACAGCATTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGAT 
CTCAGGTGATCCACCCACCTCAGCCTCCCAAAGNGGTGGGATTACAGGCGTGAGCCACTG 
AAAGTTCTCATTAG Mil l" TGTTTAAATTTTAAAC ATAAATTATGTTATAGC AAAAATTC 
CTAAGAATTGAAAACCACTTTATCAGAAATATCAAMTTCACAAATAATCCCAAMmA 
TATAGCN MUM CCAGNCTAAAATATTAAAGCTACTGAGAAGTGTTAAACTTCCTAAAT 
AGGATTTTACCTAACATTTGGTATCAAAANGGTAGCCCNTGTCTGNCTTAMTATTCCAN 
ATTATC TAANAATT CACTTTCCACTTGGTTTCATCCAACTTTTAf lllllll ICATATTT 
CNGGAAI mil IAGMTCCCCNTCCTTTTTTGGGGGANTAMNTTTTTCTT 
Sequence 3620 

GCGGCCGCCCGGGCAGGTACTTTNGGAGACCCAGGCGGGCANATTGCCNGAGGTCAGGAG 

TTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGNCTCTACTAAAAATACAAAAATTAG 

CCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATC 

GCTTGAACCCAAGAGGTGGAGGTTGCAGTGAGCCTAGATCGCGCCANTGNACTCCAGCAT 

TGGGCGACAGAGCAAGACTCCCATCTTAAAATAAAGAAAGAAAAGNAAACCAAAAGAAAA 

GGAAAAAGNTTTAANATTTGAAACCTTCNTCTAAAAAAAAAAGGAAAAA^ 

AAGGCCCTTGGATNGCCACCACCAAMTNCTTAAAMTTTTGGGCCAAAGGTTCGGATTC 
C A AATTT ANAAAGGGGATTAm™ 

Chill I ACNTTCCCCCCCCCCAAAAAAAAATTCCAAATTTAAAAAAAAGGTTTTCCAAA 
AANTANGCCAAAACCTTTTTTTCCCCTTAAANTGGNGGTTTT^ 
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AAAAAAAAAAGGGGGGGGGTTTAAGGGGGGCCCAATTTGGGAAA 
Sequence 3611 

CCGGGCAGGTNCTTTTACTGCCTCAGACCTAGAATCAGCCATTTCTCAAAGGTGTCCTTG 
TTGCTTCCAGTGAAAAAGGTATTTGGATGCTACAGTCTGCACTGAAAGATG7TCATGGTT 
AAATGGC7TATCACTTCCCAGACTTTTCAACACAAGATCTAGGAGAGATGTAGTTTTTCA 
AAGA AAGAT GAAAATAAATAATAAATTTGTGTTGAT^ 

AGAGl l l \ lACTTATTTGATTTTATATTACATCTTTTTTCCCCTATGCTGAAAATCATGG 
CTCCTAAATGATATTAACAGAA7TATTTACTTTTCTGC ATAATATATATAATAG TTTC C A 

AAATCTACCAGTATTACAACTATTAGTAAAAAATGTTAAGATGGTAGTTAAATACCAATT 

TAGGCTTTAATTTATCTCATGTTGNTTTTA 

Sequence 3612 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGT7TGAGAC 

CAGCCTGGCTAACATGGNGAAACCCTGTCTCTACTAAAAATACAAAAATTAGTCGGGCAT 

GGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCANGAGAATCGCTTGAAC 

CCANGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACA 

GAGCAAGACTCCATCTCAAAATAAAGAMGAAAGAAACAAAGAAAAGAAMGCTTATNTT 

GNACTTCTCTAAAAAAGAANTTGNNGAACGCCTGATGCNCACAAATCTAAATTTGGCAAG 

GTCGATCAATTAAAGGATNTTTATTNGGATCACAAAATAATTCTTTNCTCCCCCCAAAAA 
TCAA 

Sequence 3613 

AGGTACACGGAGTACAAAAGAACCAAACACAACGGCGGGGAGGGAGGGTCTACCAATGAG 

TGTCAGTGTCTAGTGCTTCCGGGAGCCAACTGCCAGGCTAGGGACACTCAAGTCCCTCAA 

ACTGTCATCAGC TCCTGCCAGACCCCACTC CAGCATGTC GAGGTTC ATATGAGAGTG TTT 

GGGCCAGACTCCTCCAATCAGTGCACGCGATGGGCAGAGGAGGCTAGGGAATCCTGAGCC 

CAAAGCTGTATTGGTCCATCCCCCTCAAGAAGTTGTTGGAGCTTTCAGAACCGTTCCTCT 

TTCTTGTGGTAGACAATGAGATACCCGCTTGTAACTTTTTACTCCATTCACCAAGAAAAC 

CTTGNGCCCTTTGAGGTCTAAGTCTTCTTGCTTTAAACCCCCTNTGAGNAGCANTGGTTT 

GGGATTTAAAGGGAAATAAGNTNCAAANGGGCCAAGGCNAAGAACCAAAACCTCCCCTTA 

AGGGTTNGTCNTTTGGGGCCATTGCCNGTCTTTTTTAAAAAAANGGGGGAAAANGAAAGA 
AAAAAAC 

Sequence 3614 

CCGGGCAGGTACGCGGGAGTGACTGCAAAGCCAGAAGCAGTGGCTCACCCCTGTAATCCC 

AGCACTTTGGGAGGCCGAAGGAGGTGGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCTG 

GCCAACATGGTGAAACCGTATATCTACTAAAAATACAAAAATGAGCCTAGAGTGGTGGTG 

GGTGCCTGTATTCCCAGCTACTTGGGAGGCTGAGGCACAAGAATTGCTTGAACCCAGGAG 

GCGGAGGTTGCAGTGAGCCAAAATCGCACCACTGCATTCTAGCCTGGGCAACAGAGTGAG 

ACACCATCTCAAAAATAATAATAATAAAAAAAAGTGACTGCAGGGGACTGGGAAGAGGAA 

ACACAAATCTTTACTGGGGAATGGAATTTTCAAGTGTATGCACCAACCCTTAGAAATCAC 

AAAACATCTGACCCTTCTGAA 

Sequence 3615 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTTTTAGCTCTGCCTGGTT 

TATCGCCTTGTCCCCGCAGCCCCTGGCAGCCTCTCATCTACCCTCTGCTTCTGTGGGTTT 

^^^^^ "^"^^ GGGO ATTTTATGTAAATGG AATC GTATG ATATGTG GTCTTTTGTG ATC ATC 

TTTTTACACTTAGCATGATGTTTTTCATGTATATTACGGTCGGGTGTGGTGGCTCACACC 

TGTAATCCCAGCGCTTTGGGAGGCTGAGGTGGGCAGACTACTTGAGCTCAGGAGTTTCGA 

GAACAGCCTGGGCMCGTGGCAAGACCCCGTCTCAAATC 

AAAAAATTAATTAAAAATTTCCNTCCCTTATTGGTATTAATTTGGNCCAAATTA^ 

ATTTTCTTTNATAATNTGCCCAAAACACACCTTANCCTTCCTGGGGTGCCACGNTAAAAT 
ACAATCCTTTCAAAAAAAAA 
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CGCCCNGGCANGTACTCTNGNCCNNNCNCGG J rTTTTTTTTTTTTTTTTTl 1 AAAANTNA 
ATAANTTTTMTTNAAAAGATATTTAAANATTTAANTTCMNAATNCTAT^ 
TTTTTATACACATN GTTTT^ATAAAATAAATT^ 

TAAA TTTTN NATN AATTATTTTTT TAANATN AN N NNNCTTTTATAN ATTANTTT7TATN T 
TTTTAATAAAAN AA T j I 1 II III I ATATAAAANAA i I J I I J I I J I AAT7 ATAAAATTANA 
AATGANGTTTAAANTTATTTTATTTATTT^ 
TNTNTTNNATMNTATAAAATTATTTTTTNAAAATTATm 

ATAGAANTAAAAAAAATAAAl MM I AATNTNNAANNNAAAAAAATTNTNTTTNAATTNA 
. AGGT TTTAAAAANANTTTNAAAAAAI 1)1)11) I NTTTTNAGAAAAANAN AAATAAAATT 
TTTTA TAAANTATAA AAAAAAA AANN ITTTTTTJ T AAATATNTTN ATAAAAAAAANTNNT 
MM 1 ATTTA AAAAN t Mill [ ATNNAAANAAAAAAAAAN ANTTGNTTAAAATTTN AAAT 
TTTTTTTT^ 

AMTTTTGGTTTAATAAN7TANAAMNN 

TATNNTTANAATTAG I I I I ) NAAAAAATTTNTANNTTTAMTATTTTTTTNNTTNAANTN 

NNANATNTTTAAAGGTNTAGGTNTNNNTNAACAAAATTTTTTT 

Sequence 3608 

AGGTACAAAACCAGCTTCATTATTTTACCCTCACAGAACAGCTGACTCTAGAATTCTGCT 

AATGATACACTGAAAATAAATATACGCCAGACTCCGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTAACCA 

ACAATGGAGAAACCCCGTCTCTACTAAAAATACAAAATTAGCCAGGCGTGGTGGCGCATC 

CCAGCTACTCGGGAGGCTGAGGCAGGAGAGTCGCTTGAACCCAGGAGGTGGAGGTTGTGG 

TAAGCTGAGATCATGCCATTGTGCTCCAGCCTGGGCAACAAGAGCGAAACTCCATCTCAA 

MGAAAAAAAAAGAATAAATATAGTAAAGCGTGTGAACTTTGAAGCCAGGCTACTTGGAC 

ATGATCCAGTTTGATCCAGCCATTCACTAGCTGGGTGACTTTTGACAAGTGACATAACAT 

CTCTGAGGCTCTACTTCCTCTTTTGTAAAATGGAGAAAATCAGCATCTATATAAANGGGT 

TATAATAAGGATTAAAGTCC 

Sequence 3609 

AGGNACTTNN I I 1 I I I I IN II 1 I I I I 1 I I I I I I GGNTNGGTAGTTTGTTTTTGGTGTAN 

AAGGGGAATGTTGTGAAANANAACAGTTGGAAAACCCAAAAATATACAAATCCACAAATA 

CTTAGTTTATGTCTATAAACAAAGAAAAAGCCTTTTACTTATNTTCAGAAATGAA^ 

AAGCACAAAGACAATTGATCAAATTATTAATTGNGGTCTTCTACTGGAGACTATGACCCA 

TGTCAT1TTAGTTATNCATAAAGAAAAATAATGGTGTAGGTGATACCTAATGTTATCCAT 

GTATCCGTGAANAAAAAGTACCT 

Sequence 3610 

CGAACTTCACi MM I NGGGGGNGACCGNAAANTCCGGGNAAGCCCTCCCACCCGGNCGG 
GGTTGGGNCGGGGCCCGGAAAGGGTTTNCAAAATCCTMNTTTTTAAAAACCAMGCCCA 
GGAANTNAGCCCN CNTNAGG GGCCGAGGAAAATTAAAAAAAAAAATTGGCAACNAGGNAC 
CGTTNTGGCCCAMTTTTTTTCCAMGGAATAGNC^ 

^A^^CCAGGCCTTTCCCAAAAAGGAATTGGGGTNTGGCCCCCATTAAATTAAGGAACTT 
TNAAAAACCATTATTAAAATGGGAATNGGGCNTAAAAAAAAAAAAAAATTAAAGGT^ 
TANCCGGAAAAAAAATGGTTAAAAAAAAAAGGGGGAAAAATGGTTAAAGGTTCCCCACCT 
TCCTTCAAATTCCTTCCAATAAAAAAAAGNGGTNGGMGGAAGGTTAAAAGGGGAATGGG 
CCTT AAAAA GGC CC A AAAAAAATTAAAAAAATTGGTTTAAGG 

TTTT CCTTAA l M 1 1 1 ^^ cc ^ G Q^~nTAATTTCCAATTGGCCCAAGGTTCCTTGGCCTT 
TTCCm l l I iGG GAAT TAATTGGNCCCCCTTTTAAGGGGGGGTTTTTAACCCCCCAATTT 
TTTTAAAAAGGNTTTTAMGGAAAGGGGGTTTTTGGGTTTAA 

GGGGGTNGGGGGGGAAAMTTGGGAAAAAAAAAAATTTTNGGGAATTNCCAAAAAAAN^ 
AANTTTANCCCAACCCCCCTTTTGGGTTNCCAAATTTTTTT^ 

AAAAAATmGGGCCCGGGGGCCCTTTGGGGGAAAAAAAACCCrrTTTNCCCCCA^ 



Page 637 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



GCTCTACCTATGACTGCTTTGAGACTCAACTGGCTTAAACTGGGCCATAACCCGGCATTT 

GGATCTATAACANAAACAATTGTAACAGGGGAACGCAGTGAGTACCTGCCCGGGC 
Sequence 3601 

CCGGGCAGGTACCTGGCTGGGGAGGCCAGGCTGACGGTGGTGCCAGTGTCTGAGGAGGAG 

GTGAGGGAGGCCCTGGTGCGTAGTGGCTACAAGGTCCGGGACCTCCGCACCTATATCATG 

CCTGCCACCTTAGACAGGCGTAGATGATGTCAAAGGGCCGTCTTCTTCGCCTGGGCTCAG 

AAGGTTGGGCTGTGAGGGCTGTACCTCGGCA 

Sequence 3602 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACGGTGAGGCACCATACTGCT 
Sequence 3603 

CCGGGCAGGTAC I J M M I I J H M M I N M M I M NGAGACAGAGTCTTGCTCTGTCA 

CGCAGGCTTGGGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTNTGCCTCCTGGGTTCA 

AGCAAT CCTCGT GC CTTAACC TCCTGAGTAGCAGGGACTACAGGAATGTGCTACCACATC 

CAACTAATTTTTGTA I I I I I I I I I I I GAGATGGAGTTTCGCTTTCGTTGCCCAGGCTGGA 

GTGTGGTGGCATGTTCTCAGCCCACTGCACTCCAGCCTAGGCAACAAAGTGAGACTGTNT 

NAAAAACAAAA GAAAA TGAAACAAAAAAACATTTAAAAAGTGCCCATGGGTGATGTTAGC 

GCAAAGCCACATTTTANACCCACTGCACCAAAAGATGATGACTCGGAGATTGAAATCATN 

ATNTTANAGCTCTGGGAGGGGAGGAGG 

Sequence 3604 

CCGGGCAGGTACAAGCGATTCTGCTGTCCCAGCCTCACAAGTAGCTAGGATTACAGGCAT 

GTGCCACCACATCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGGCAGGTGCCTG 

TAGTCCTAGCTACTCGGGAGGCTGAGGTGGGAGAATGGCGTGAACCCAGGAGGCGGAGCT 

TTCAGTGAGCCGAGATCACGCCACTGCACTCCAGCCTGGGCCACAGAGCCAGACTCCGTC 

TCAAAAAAAAAAAAAAAAATATTTTCTCCTCTTTAAAGATTTCATCTTCAGATAACCCCA 

TACTTATCCACA TTACC CTACTGGCCTTTCTCTGACCGGATTGAAGATAAGAATTAAAAT 

CATTTAAGGA GATT TTAGATCTATGTAAGACAGAGTAATCTGTTCCTAGTTTGTCTGAAT 

TTGTGTTTGGTTTTCATAAMCATTGGTTTATTAGGAGAGAAACATTT^ 

AATCATCTTTATTTAAAGGCTAAAGANGTTTAATTTCATTGNGGTAAACTGGGGATGTGG 

AAGACTTANGATTTATTAACANTTAATAGAAGCAATGCTT 

Sequence 3605 

AGGTACGCGGGGGACACCCTAGATCCCAAGATCTCCAAGGATTTGGTGGCATACCCACTC 

CAGCACACAGAAGCATGAGGTTCATGACTCTCCTCTTCCTGACAGCTCTGGCAGGAGCCC 

TGGTCTGTGCCTATGATCCAGAGGCCGCCTCTGCCCCAGGATCGGGGAACCCTTGCCATG 

AAGCATCAGCAGCTCAAAAGGAAAATGCAGGTGAAGACCCAGGGTTAGCCAGACAGGCAC 

NAAAGCCAAGGAAGCAGAGATCCAGCCTTNTGGAAAAAGGCCTAGACGGAGCAAAAAAAG 

CTGTGGGGGGACTCGGAAAACTAGGAAAAGATNCAGTCGAAGATCTAGAAAGCGTGGGTA 

AAGGAGCCGTCCATGACGTTAAAGACGTTCTTTGACTCAGTACCTTGCCCGGGGCGGCCC 

GNTCTAGAACTAGTTGGATCCCCCGGGCTGGTAGGGAATTCGATATCAAAGCTTATCGAT 

ACCGGTCGACCTTCTAGGGGGGGGGCC 

Sequence 3606 

CGCGGTGGCGGCCGCCCGGGCAGGTACGGGTAGTTTTTGAGCTGACAGCAGCAAAGGCAC 

CATAAGTCAAAATATTGGTTTTGGTGGAGATGATCGATGTGTGTGTGTGAGAGAGAGCTA 

TGTTTCTMCCAAGGGCCTAATGTTTGTTACAGAAATGATCCCAGAGACCTACAAGATGT 

GGGAATCA GCAT AACAGGGCAATGCAGCAATTMCCCCACATCGNTTTCTGTAGTTCCTT 

TTTGTTTCATTTTCTTCTGTCTCACCTCGTTAGAAAATTCCTCCCAGTCAGGGGTCGTCC 

AGTGCANGACGGGGGACCCAAGGGTCTCAAGCCTGCAAGTCCAGAAGGTGACAAACCCAG 

GAGCACTGGGAGTTAAGCTTTCCTTGGGGAGGGAAGAGCCTTGATGTCCAGCACACAGCC 

TGNCTATAAAGACACGAAGCGACCTACCCA 

Sequence 3607 
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AGTGCAAGAAAACTATGACGTGGCTTATGGAGAAAATATGTGTGTTAAAGAAGCATNCTT 

CAGGCCTGAGTTACAGTGCTATTGGCCATGAGTTCAATGTTAGGG 
Sequence 3595 

CCGGGCAGGTACTGGCCACGACTGCATGCCCGCGCCCGCCAGGTGATACCTCCGCCGGTG 

ACCCAGGGGCTCTGCGACACAAGGAGTCTGCATGTCTAAGTGCTAGACATGCTCAGCTTT 

GTGGATACGCGGACTTTGTTGCTGCTTGCAGTAACCTTATGCCTAGCAGCATGCCAATGT 

AAGTGCCTTCAGCTTGTTTGGGGGAGACTGGGTATAGAGGTTAGATGGGAGGGCACCCTG 

CCCTGAAAAGGAAAACCTGTAACCTGAATTCCAGGTACCT 

Sequence 3596 

CCGGGCAGGTACAGCCAACATATTTCTCTTTTTGGCCAAACCCTGACCACATGCCACACG 

CAGATTCACTGTGCCATCAGCAAGATTGACATTGAAAAAGATATCCAGGCTGTAATGGAA 

GAAACTGCMTTTTATCTACAGAAAACAMTCTGAGTTCCTGTTMCGGATTACTTTGAA 

GAAGATCCTAACAGTGCAATGGATAAAGAGAGACGAAAGTCTTTACTAAAACCAAAATTA 

TTGAGACTGCAGAGAGACATTGAAAAAGCCTCAAAAGACAAGGAAGGCCTGGAACGAATG 

CTTAAAACGTACCTCGGCCGAGGTACGCGGGGAGAACAGTGCCGTGCTTTTCCACAGAAG 

GTTAGACCCTGAAAGAGATGGCTCAGCACCACGTATGGATCTTGCTCCTTTGCCTGCAAA 

CCTGGCCGGAAGCAGCTGGAAAAGACTCAGAAATC7TCACAGTGAATGGGATTCTGGGAG 

AGTCAGTCACTTTCCCTGTTAATATCCAAGAACCACGGCAAGTTAAAATCATTGCTTGGA 

CTTTTAAAMCATCTGTTGGCTTATGTAACAGTAGGAGACTTAAAAAACAAGGNANNNGT 

AAGTTACTGCCNCCCCCCCCCNCCTATTNTGAAAGGGATANATGGCTTTANGTTCCGAAC 
TACAAATTT 

Sequence 3597 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCGCGGGTGATTGCG 

CCACTGCACTCCANCCTTGGCGACAGACTAAGACNCTGTCTCAAAAAAACAAAAACGACA 

AAAAAAAACAAAACAGAAAAAATAAACTAAGGCAATGACAGTCCCTGGCAAATGCTGGGA 

GGGAGGCAGCAGTGGTCAGGGAAGGTAACCCTGAAGCAGGACTTGTAAAGTAAATAAGAT 

TGGGAGGCCAAGGTGGGTGGATCACCGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACAT 

AAGTGAAACCCCGTCTTTACTAAAAATACAAAAAAATTAGCCAGGTGTGGTGGTGGGTGC 

CTGTAGTCCCANGCTACTTGGGGAGGCTGAGGCNNGAGANTCTCGNACCCAGGAGGCGGA 

NGTTACAGTCAGCTGAGACCGCACCATTGCACTTCCAGCCTGGGTGACAAGAACAAGATT 

CCGTCCCAATTTANNNTAAAANANTTCANGTCCTCGGCCCGCTCTANANCTAAGTGGGAT 
CCCC 

Sequence 3598 

CGCGGTGGCGGCCCGAGGTACCGCGGGGGAGACACATTCAAGAGGTGAGCCCAGAACCGG 

GTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAACAGCCCCCCCCCTG 

TATTGTCCGTGTCTTAMCCTNACAAGCAACTTAMCCMCCCMCTTTTAAA 
Sequence 3599 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCGCGGAGATT 

GAAGTGCTGCGCCAGCGGGTGCTGAGAATTGAAGGCAAAGACGAGGAAATTAAGAGAGCA 

GAGGATCTGTGTCGTCTGATGAAGGAGAAACTTGAAGAGGAAGAAAACCTCACCCGGGAG 

CTGAAATCTGAGATTGAGCGGCTTCAGAAACGAATGGCTGAATTAGAGAAGCTAGAAGAG 

GC CTTC AGC AGG AGTAAG AATG ACTGTACCT 

Sequence 3600 

CCGCGGTGGCGGCCGAGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTGC 

GTGGGCTCATGTGCCAAGCCCCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTCAATG 

CAGAACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACCATTCAGATAACCACTGCAA 

TACCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTCCAGTGACCAAACAGCCAG 

ATATTAAGGAACCCCAAGCTCACTAAGGATCAACAAACCACAGGGAGTCCCTCAAGAAAA 

ACAATTACAATTACTGTGAAGTCTGTCACCTCTGATACCATTCATATCTCTTGGAAACTT 
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ACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGTGTCGTCAGATGTCANGGC 

TGCTCAGCTCCATGTAGGCTGTGTCTGTAGATGTGTCCTCGGTCATGATGACTCTGCCCT 

GGAACTTCTGTGCGTAGATTGTTTCACTATCTTTAGGATCAAAACCTCCCATCCACTCAA 

GCCCTTTTCCAGGAGCCTGTCGCACCCAAGGGCATGGATAATTTCAAGTGAGGGGTGTAT 

CCCGGAAACCTTGCAGGAGACCTTCACTGAGGCCCCAGGCTTCTTCACCTCAGCCCCAGA 
CTGTACCT 

Sequence 3590 

TCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGG 

GAGTGCCGTAATGGCGTTCTTGGCGTCGGGACCCTACCTGACCCATCAGCAAAAGGTGTN 

GNGGCTTTATAAGCGGGCGCTANACCACNTTTNGTCNTGGTGCGTCCAGAGAGACAAATA 

CCGATACTTTGCTTGTTTGATGANAAGCCCCCGGTTTTGAAANAACANTAAGAATTGAAA 

AGGGATATTGGGCGAAGGCCCGCCCCAGCTTGCTTGAAAGGAAGGCCCGAGGGAAGAAAT 
TCTGGTACCCTCGGC 

Sequence 3591 

CCGCGGTCGCGGCCGAGGTACGCGGGCAACTGTGTTGAAATCAAACCTGCCGCAACAGAA 

ATTGTTTTTATTTCATGTAAAATAAGGGATCAATTTCAAACCCTGCTTATGATATGAAAN 

TATTAAAACCTAGT CTATTG TAGTTTTATTCAGACTGGTTTCTGTTTTTTGGTTATTA^ 

AANGGGTTTCCCTN I 1 1 1 1 NGGCTTATTAANAANANACTAAAATCAATAAAAATNAANGT 

ACCTGCCCG 

Sequence 3592 

CCGGNCTGGTACNCGGGGACATTNAGAGGTGAGCCCAGAGCGGGTCAAGCGGACTGGNGA 

NAACTTCTGAGGATGTNCATGTCCAGGAGCAGCCCCNCGCCCTGTATGGTCGGNGTNTAG 

AGCCTCACAGCAACTAANACCAACCCAGCTCTCANAAGAAGGAATGTCAAAATGTCATGT 

TCMTTTTACATTCAGTGCCTGGAATCTmCTTCACAATTGAAATGAAATGTGCTGAAG 

GAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCATGAC 

CACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACC 
TCAGGCCGCTCTAGAACTAG 

Sequence 3593 

CCGGGCAGGTAC I I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 GAGACGGAGTCTCGCTCTGTCACCCAGGCT 

GGAGTGCAGTGGCGGGATCTCGGCTCACTGCGAGCTCTGCCTCCCGGGTTCACGCCATTC 

TCCTG CCTCAGCCTCCCAAGCAGCTGGGACCACAGGCGTCCGCCACTACGCCCGGCTAAT 

TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGATCTCC 

TGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCAC 

TGCGCCTGGCCCTTGAAAAAATCTTAAATTCCTCAGCCACAGCATGTTACATACCTTTTC 

CAGTGTTGThrrGCATGGTTTTATTTACMGATTTTTGAAAAGACAAAAAATAAAGTCCTG 

ACAAACGGATCAATGAATGCTAGGGGTTTGAAGGCGGGGGCAGGGGCGTNTCTNTTAAGA 

GACAGCNCGAGGGAAGATTTTGGGGATGGGTTGAACCTGGTCTGGATCTTGGATTGGGGG 

GGATGATACCNGGAATCTTTTACCATGNNGTTTNAAAATGNTTTNGGAAGGTGGTNTACC 

CAAAAAAATGGNCAAAGTTTTACCTGGGCCTGGGTAAATNTTAAAA*iCCAAANTTTTAAA 
A 

Sequence 3594 

AGGTACGCGGGATTGTCAGTGTCATTATAAAATAGAGGAGATAGTTTTAAATGATTGATA 

TTTAAAAGGCTAGGAAGATGCCAATTGACCAATTAAGTTTATCAAGGTCATAAAGGGACT 

AGAAAGTATATGTGGGTTAAACTGCAGACAGTCAATACTCATCATTCTCAGATTTTGTAT 

TTACAACTTCACCTACTCACTAAAATGTATTTGTAGCCCTAAAATCAATGCTCAGGGCAC 

I I I IGCAGGCATTCCCAGATGTGCAGAGCAGTGAAAAATGCCTGTCACCAATGTGCATGT 

TCCTGG CAAGG TCAAACAAGGTGACTCTGCTCTCTTGTTTCAGCTCTAATGCCGTAAATA 

CTCATCCTTTTTGAGGTCTACTGCATGCCATGTTTTTTTTGCATTTTTGTGCATTn'GTT 

GGTGAGTCTACTGTTGAGATGGCCCACAAGCATAGAGCCCCAGTGCTGTCTATGTTCCTA 
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TCTATAGAATATGGCATTGCAAAATCCTTGTTGTACCTGCCCG 
Sequence 3582 

CCGGGCAGGTAC FT I i I [ I I I I I I I II I t I < I ! I I M I 1 GGGGGTTCACATTTATTGTAA 

CTTGGAAGCCCACCCTTCTTCCTACTCCTGGAGCTGTCGTCCCCAAGGGCTCAGGAATTA 

NCCTTGCTCCACAGCAAACAGCCCANAGGCCCCACCTGGGCAAAAGCAAACAAAACANAT 

ACGTTCCTTTCCGGCAGGTGCAGATGCTCTGCCCAGGCCTGCGGAAGCCAGCTCCGGTCT 

GTGTGTAAATCCTCCCCAGGACTTCCGGCCCACCAGCTCCACCCGCGTACCTNGGCCGCC 

CGGGCAGGTACTTTGCTTATTTGNGAAANAAAAGGAATTTGAATCCAGGTCTGGGCACCA 

TCAAAGCCTGAGGGCTTCCCCGTGTTGCTGNGTAAATCAGCTAACTTACCAACCTGGGAG 

GTTGGTGCTATGCTGTTTCCATTTTATTATGGAGAAGGCAAGAAGGTAAGTGGCTTGCCT 

GGGATCGCATAGCCAGTAGTTTGATACAGTCAGGACTAAAAAA 

Sequence 3583 

CCGCGGTGGCGGCCCGAGGTACATTACCCTTAGGCTGACCATTCCCTTGCGGGGGCGCAA 

AACTGCTTTGAGGAAATGTCCCCAGGAGGAATAAACTAGAGGACGCACCTGCTATNTCAC 

CATNCTATGGANAATCAGCTAATGAAGTGGTGGCAGAAGCTTGGCCCGTGTGAGTGCCCC 

AGGGTAAAAGTCTCTCTTCTGTCCAGTCCAGAGeAGAGACTTCTCCCCCGTGGACAGCAN 

CCTGCCACCAAGACTCA 

Sequence 3584 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCTTCCAGCTCAATACTTCCATTTATTAGGA 
AGCACATTAACCATTTCTATAGCATGATTTCTTCMGTAAAAGGCAAMGATATAMTTT 
TATAATTGACTTGAGTACCT 
Sequence 3585 

CGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAGA 
GTCTTTTGCTTCCTCCCACCCCTAGGGGGAAAAACTGCTTTGTGCTTTGGGAAGNNNGGG 
CTCTGAAACCCGGGGACANAAAAACTN 1 1 1 I 1 1 I \ NNTATNGNGGGAGCCGGGAGGATGG 
GCTGCAGCCTGTGG 
Sequence 3586 

CCGCGGTGGCGGCCGCCCGGGCAGGTACA I ITTTCTTTTTTTTTTTTTTI I GTGGATGGG 

GACTTGTGAATrTTTCTAAAGGTGCTATTTAACATGGGAGGAGAGCGTGTGCGGCTCCAG 

CCCATCCCGCTGCTCACTTTCCACCCTCTCTCCACCTGCCTCTGGCTTCTCAGGCCTTTT 

GNTTTTCCNANCNNTTTCCTTTNGAAACCCNATCCTCCACAAGCTGCAGNCCNNTCCTCC 

CGGCTCCCTCCTAGTCTGTCCJGCGTCCTCTGTCCCCGGGTTTTNANAGAACAACTTCCC 

AAAGCACAAAGCAGTATTTTCCCCCTAGGGGTGGGAGGAAGCAAAAGACTNTNTACCTCG 

GCCGCTCTAGAACTAGATGGGATCCCNCGGGCTGCAGGAAATTCNGATATCAAGCT 

Sequence 3587 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC ITTTTTTTTT 

TTTTTTTGN1 I I M 11 I I 1 I I I I I I I I M 1 I I AGNATCGANCTNTNNTAATNGGANGGNC 

NATTTTGNGGAGGAAAAAAANANATTTTTTNTmNTGTTGNGAGCCG 

ANAAGCGTGTCTGAGGTGTCCGGGGGNGGGGNGGNNNNACCCNNNNCNCTGGGACTATAT 

CACCCGTGCCTGGGNGACCNGCACCCGCGTCAGGATGCAGGCAGANCCCTGCAAAAAGTG 

TCTAAAATTCACACTCCTCTTATGGAGGGACCTCGATCGGTTTTAGGATAGAAGCNCC 

Sequence 3588 

TCACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCACA 

TGCCTGTAATCCCAGCTACTTGGAAGCTGAGGCAGGAGAATCTCTTGAACTTGGAAGGCG 

GAGGTTGCAGTGAACCAAAATCACGCCACAGCACTCCAGCCTGGGAGACAGAGCAAGGCT 

TAGTTnAAAAAAAAANCAAATNTTTGNGGCGATTNTGTTTTATANGG 

ATTGGTAAGTCCATAAGGACAAAAACCAGATTGACAGGGGCTGAGATGAAAAAGAGAATG 

GGGTATGGGGAGTGACAGCTTGATAGGTATTGGGTTTTGTTGGGGGGAGATNATGAAAA 

Sequence 3589 



Page 633 of 869 



WO 01/51628 



PCT7US01/00798 



Table 2 



TTNTGCTNTTGCCCAAGGNGTCAGGCACCATGCTAGAGCCCCACAATGTCACCCTCCAAG 
TCTNATAGCAAATGCAGATG AG ACTTTTTGC ATTGATTATGAAGC CTTCTATGACATCTG 
CTTNANAACCCTAAAGCTGCCCATGCCCACCTAGAGNGACCTAAACCTCCTAGTATCTGC 
CACCATAAATGGGTTCGCCACCTGCCTGCGAT 
Sequence 3576 

AGGTACNCGGGGGGCGCCATTTTGTCTCGGCAGCGGTGGCCGTAGCTCCATCGCATTTTA 

TGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT. 

Sequence 3577 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTTCCCCGAGATGGTGGATAAACTTATCTTGC 

TGGACACGCCGCTCTTTCTCCTGGAATCAGATGAAATGGAGAACTTGCTGACCTACAAGC 

GGAGAGCCATAGAGCACGTGCTGCAGGTAGAGGCCTCCCAGGAGCCCTCGCACGTGTTCA 

GCCTGAAGCAGCTGCTGCAGAGGTTACTGAAGAGCAATAGCCACTTGAGTGAGGAGTGCG 

GGGAGCTTCTCCTGCAAAGAGGAACCACGAAGGTGGCCACAGGTCTGGTTCTGAACAGAG 

ACCAGAGGCTCGCCTGGGCAGAGAACAGCATTGACTTCATCAGCAGGGAGCTGTGTGCGC 

ATTCCATCAGGAAGCTGCAGGCCCATGTCCTGTTGATCAAAGCAGTCCACGGATATTTTG 

ATTCAAGAC r 

Sequence 3578 

AGGTACATAAATCCATTGGCCTGAGAACCACACCCTTATCCCCCAAAGCAGCTGCAACAA 

GCACTGCCCAAAGAGAGTCTGGGCTTACATATGCCTAACCCTGCCCCTACCTGATGGTCT 

TTCTTTACCAACCCTGGTAGCCAAAGGCAAAGAACATATTCTCCTGGGAGCTCTAGGACC 

TCACCCATAGCCTGATTATCCCTATGCTACCACAGCTGATGCTCTTTTGAAAGCACAATA 

TCCTGGAAGGATGCCAACCAGCACAAAACTAGTGCAATAAACAAAACTACAACTAAGGAC 

CCTCAGAGAGTCAATTTCACTCCCCTACCACCTCCATCAAGAACAGGTGCTGCTATTCGT 

GGCTGAGAAACCTGAAGACAGTTCACATCACAGGATACTGTGTAGACACCCCCTAGTACG 

CTCTAGAACTA 

Sequence 3579 

I 1 I I I I I I I I I I I I II I I I I \ ATTTTAACAGTCTAATGATACCTTTTGCTCCACCTTCAA 

AAACTGAGCCAGTTCTTCCACAGTTAGGTGATCTTTCTTGTCACTGTAGCTCAAAAGTAA 

CAAATAAAGGTCTCGTCTCAMGACATCATTTTGTAAAAAACACAGAACTCTTCAAATGT 

CAAAGTTCCCTGATTCTCATCTGTGTCGGCTTCCTGAAACATTTGTCTGACTTTTCTTCG 

GGGCAGATTAACATTCAGTTTATGCATCAGCTGATGTATCTCTTCAATATTCAGCAAGCC 

GT CACC ATTCTTATCAGCTTCCTCAAAGGTCTGCTTCACCCATTGGTCATGGGTCCTCTG 

CCTTTTGGCAAGGGAGTCTTCATCACTGATGCCAGCCATCAGGTACCTGCCCGGGCGGCC 

GCTCTAGAACTA 

Sequence 3580 

CCGCGGTGGCGGCCGAGGTACAAGGCAAATACTGCTTTATTTTTCCTTCAGCTTTCTCAA 

GCAGAAGAAGTCTCTCACTATAGCCACCACAGCTGGCAATATGCTGGGTCTCACCTGGAG 

CCAGAAAGTCTCAGAGTCTCACCCAAGGCCCATGGTATACTACTTGGATATTGCTGCTGG 

TTATTCAAGGCCCAAGGGATCTTTAGTCAGCAGGTGACGTATTCCGCAAGGACTGGGTCC 

TTTCGTTCATGGCAGCAGGTTCCCTTCTGGCCCAGGGTGTTTCTAAAMTGGTTTCTGGG 

AGCTAGGAATCCCCACTCATCAAAGAGGACTTCAATGCAAGACAAAGTCCTCTTTACTCT 

TCTCCCTCCTCTCCCCAAGAGGAAGGAAGGGTCTCTTTTGGAGTCAGGAGCTGCATTCCC 

TGGGGTTGGGGAAGGGGTAAGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

Sequence 3581 

AGGTACACGATGGCTTCCAGGAACAGGCTCACCAATGAATGAAGGAGAATGAATACAATG 

ATCATGATGAAAAAAGATTTAAATTTCTTGTTGATTTGGCATAAAATGTTGAM 

AAGACAACATAAAACTCAGAACAGGTCCCTGTGATGAGAGCATCAAAGCCTCGCGTGGTC 

ACCAGTGTGGCCCATCCAAGAAGCATGTAAGGTCAGGTCCCACATGAGAAAACTTGACAC 

AGCCATGCCCTGAACTCTTCCTGCTACCATATCAAAGAAATTTGATTGAAGTTTGTTTTC 
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NAGACTCTTGAAACTTNTAGGCTCCAGGTTNAGACCCANCATATTGCCACCTGTGNGTGG 

GCTATTGTGAGGAGACTTTNTCTGCTTGAGAAAANCTGAANGAAAAA 

Sequence 3570 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTAC rTTTTTTTTTTTTTTTl 

AAATTCTCATGACTTTATTTTGATTGGGTTGTTCCTGACGGAGTGGGTGGMGGTTATGG 

ATGTTTGTATCGAGACC I MM IATCTTCCGGAGACACGATGCTACCGTGCATAACACAA 

AACAGCACCGATAAAATGNANNAATANGAAAGAGTGCCAGNGGAATCAAGACTTTAAGGC 

ANCATCCCACTGGGGAAANCAGCTCTTCAAACACNGTCCTTCAAGCGCGAGTGGCAAACT 

CCTTGCNGGGGAGGGCTGANGCGCACTTTGCTACTNGANCTTGCCACTGACTCTCCCCNG 

GACTNCAGTNANCTCACTTTTCAGNTCCATAAGCCCCCNCAGCGGGNNCCCNNNNACCTG 

CCCNGGCGGGCNNCTCNAAAAACTAGNGGATCCCCCGGGGCTCCAAGAAATTCAAATATC 

AANCTTAATCGAATCCGTCTGACCTCGANGGGG 

Sequence 3571 

TACGACTCACTATAGGGGCGAATTGGAGCTCCACCCGCGGTGGCGGCCGCCCACCGACAG 
CGCCACATGCCGGCTCTGGAGGCCGCACTGGATATCCTGGGCGCGCGTGCCTGGCGGCAC 
CTGAACTTCAATGAACACCTCCTCCAAGGTCTGGTACCT 
Sequence 3572 

CGGGCAGGTACTGATCTGGTTCCCACTCAGAGATCTCTCGTAAGATGCAATCTATCAGGC 

AATGTCTACCACACACACACATGCGCGAGTGCGCGCGCACACACGCACACACACGCAGAG 

GAAGACAGACAAAACCTCAGACAGATTACATCACAGCAAAGTNAGGACTAGAAAAACCAG 

AGGAAACACANGATACTTCTCATTTNTAACACCAACTCTNCCAAGGTACATTACAGAGTN 

ANCCAANCNAGAGACCACTGGCTCCTGTGGTTATTTGGGTTAAACAGCAGCATGATGCTC 

CCTCTCCAACTCTAACCAACAGAATTAACCAATGACCCC 

Sequence 3573 

ATACGACTCACTATAGGGGCGAATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAG 

GTACGCGGGCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGACTCTGAACCAGGAAG 

CTGTGCTGTGCTCACCAGACACTTTGATCTTGGACTTCTCAGCCTCCAGAACTATGGGGT 

TCTGCTCTTGTCACCCAGACTGGAGTGAAGTGGCACAATCTCGGCTCACTGCAACCTCCG 

CCTCCCGGGTTCAAGCGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCA 

CGCCACCACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGC 

CAAGATGTTCTTGATCTTCTCACCTTGTGATCCCGCCACCTCAACCTCCCAAAGTGCTTG 

AGAGACTAAGACACCTTTCTAGACAGAGAGGAAGCCCGATGGCAAACATTTCTCAGATAG 

GTTTGTAGCTATTGACCTGGCTGCATCAAAAGGAGATGAAATCCCTTANAAAATTGACAG 

CTTTTATTGAAATTTACCAATCAAGAAAGGCATAAGAACCACTGGCTGCAGNTTNNAGAA 

CTATGCCAGAAAATAAAATGNTCACNAGCTTGGMGAAAAAATTNTTAGTGAGCCAACAG 

AGCCNGTGGAAAAATATTTCCAGTNGAAGCNGGCCCCTTAAACANGGGAAATNGGCGCTT 

TTAAACTAAGTGGAANCCCCCGGCTGCAGGAATTCNNAATTNAACCTATCGATCCCGCAA 

CTTTAAGGGGGGCCC 

Sequence 3574 

CGCCCGGGCAGGTACCTAACCAGAATAGATGAGGCAGCAAGAGAATGGCGCTCGGTGTGT 

GGGGTAAGGGGAGTCAGGAGGAGGACGGGCTGCTCGTGAGACAGGGTAGGATGGACTGTG 

CCTGGCTTCCTCTCMGCCCCCAGGCTGCTACCCTTGGTTCTAGCCACCTTTCCTCCCAC 

CCTCCTTCTCATGCAGGCTGCCAAAAATTGCACTTTGGGTCTGAGATTAGGAGCGCCTGG 

CCATGTCTGAACCCCGCTCCTATCTTAGTGGCCGCAGGTGGCTCCCAGGAAAGCATGAAT 

CCTGAGGTTTTACTGGTAAGCTGGGAGGGATTAACTGGGATCCAGTCATGTGCTCCACCC 

AGTACCT 

Sequence 3575 

ACTTTTCTTTCTGTNGGAAACAAAAGAGTTGTCTTAA I I I I rAATCTGAATTCTGATTAT 
ACAAGTAAATTCATCACAGTTATTCAGACCATTTAAATAGGATCATAAACACATTCAGCA 
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CCGCGGTGGCGGCCCGAGGTACAGTAAAAGCAAGACTGGGCTTAAGCAGGTCTGGACGGC 

ACA AGTA AACTGCAGGGATTAACAGCCCAGACTCCCCTACTGCTTGTTCCTCCTTCTTGT 

AAGTTTTCTAGACCCACATTTAAGGCCTCATAGGGAGGATCCTAAGGCCAGTTAGCAGGA 

CAGGAAAAAGGCACGCTTGTTTATGGATGGACATGCGCAGTGTGCTGGCACCGGCCAGAA 

GTGAGAAAAGGCAGCCCCACTCAGGGATGGCCTGAAAGAGAGGGGTGAAGGGAAATCTTC 

CCAGTGGGCAGAACTCTGAGCAGTACCTGCCCG 

Sequence 3561 

AGGTACAAGTTGTCT TTATG CTGCGAGATMGTCCTCTCTTGGTTTGAGCTCCCACCTTT 
TCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTT 
GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 
GTGCCACTCTCACAAATAGCAGGAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAG 
TGAGACAGATC AAC CATTC 
Sequence 3562 

AGAAGGTCCCGGCAGCAGCAGGAAAGAAGACGGACCCCGCGATGAGGGCGGCGGCAAGGA 

GCACCTTCATTGTTTGCCGTTCGGAGAGGCGCAGCATCCCCGCGTACCT 

Sequence 3563 

CCGG GCAGGTA CATCAGG GGTGAA GGGAGGGTTTTCTAGATTATTGGGGGAGGGTAAAAT 
TGGGAI Mill iGTTGTTCCTTTTTTGATGGGGTGTGGGGGTATAGTACCTCACTCCCAC 
GCCCCCGGGTGGACAGCCCCCCGCGTACCTCNGCCGCTCTANAA 
Sequence 3564 

GGAGCTCCCCGCGGTGGCGGCCCGCCGGGCAGGTACCATAGAACAAGGCTTCCTCCAACA 

GGCCCGAGAGTTAGTGCANGCATCCATGGCGCAGTCGAACAC 

Sequence 3565 

GGAGCTCCCCGCGGTGGCGGCCGAGGACGCGGGGAAGCGGAGCAGGTGCTGCAGAAGTTT 

GTTCAAAACAAGTGGCTGATTGAGGAAGGGGAGTTCACNCTGCGCGGC 

Sequence 3566 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGAGGAGGAGATGGACGATC 

AGAGCCATGCACCTGTTTCCTGCACCCCCTGCGCACTGGTTCTATGNNCACAAGGAGTCT 

TACCCAGTAAAAGAGTTTGAGGTGTATCCTGAGCTGATGGAAAAATCCTATGTGCCGTTC 

CCTTGTGGGTTGGACCCTTTACGATGTTCTTCAATATCCATGACCCAGACTATGTCAAGA 

TTCNCCTGAAAAGACAAGATCCCAAAAGTGCTGTTAGGCACAAAATCCTNGAATCCTGGG 

TTGGTCGAGGACTTGTGACCCTGGATGGTTCTAAATGGAAAAAGCACCCGNCAGATTGTG 

AAAACCTGGCTTCAACATCAGCATTCTGAAAATATTCATCACCATGATGTCTAAGAGTGT 

TCGGATGATGCTTGAACAAATGGGAGGAACACATTGCCCAAAACTCACGTCTGGAGCTCT 
TTCA 

Sequence 3567 

GGGCGAATNGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGCGGCGCACTTCCGTA 
GAGGTGGACATGGCGTACGAGCTTTCGCCGCGNNGTTGCTTGCCAGGTNTCCAAGAGTGT 
TGAATCTTCCACCAGAAAACTNGATCACAT 
Sequence 3568 

GCGTAGCGGGGGGGGGATAGTTANGTTTGGCATAATTCTCCCTCTGAGTNTCTTGAAGAA 
CTTAGGGTATCTTGGCTATACTAGTGGATTATCCTTGAGCTGTATGGCTCTTTCCTAATT 
GNGGNTATTTACAAGAAAT 
Sequence 3569 

TGGGGAAGAGAGGGAGNAAGAGTAAAGAGGACTTTGTCTTGCATTGAAGTCCTCTTTGAT 
GAGTGGGGATTCCTAGCTCCCAGAAACCATTTTTAGAAACACCCTGGGCNAGAAGGGAAC 
CTGCTGCCATGAAGGAAAGGACCCAAGTANTTGCGGAATACGTCACCTGCTGACTAAAGA 
TCCCTTGAGCCTTNGATAACCAGNAGCAAtATCCAAGTAAGTATACCATGGGCCTTGGGT 
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AGGTACAAGTTCGGCTTTGAGCTTCCTCAGGGGTAAATATCAGCTAAATGCATCTTTGAA 
CTTTTCTGTCTAAAATATCTTGCCCTCCTTTGATCACTTACTGTTCT^ 
AAAATTTCATTTTCTTGACACAGGCCTCTGGGAACATCCTTCAAAGGAAAATATGGGTGT 
GTAGACTACTGGGTGAAGGCTTTTCTTGACCGCCCGAGCCAGCCAACTCAAGAGACAAAG 
AAAAACTTTGAAGTAGTGGATCTGGTGGATGTCAATACCCCJGATTTAATGGCACCTGTG 
TCTGCTAAAAAAGAAAAGAAAGTTTCCTGCATGTTCATTCCTGATGGGCGGGTGTCTGTC 
TCTGCTCGAATTGACAGAAAAGGATTCTGTGAAGGTGATGAGATTTCCATCCATGCTGAC 
TTTGAGAATACATGTTCCCGAATTGTGGTCCCCAAAGCTGCCATTGTGGCCCGCCACACT 
TACCTTGCCAATGGCCAGACCAAGGTGCTGACTCAGAAGTTGTCATCANTCAGAAGCAAT 
CATATTATCTCAGGGACANTGCCGCCATCATGGCCGTGGCAAGGAGCCCTTNGGGTTTCA 

GAANANTAGGCCTTCTATTCTGGGGCTGCAACCATTCTTTGGAGNNGGAATATTCNTTAC 

TGGGGGGGAN 

Sequence 3556 

ATATAGGGCGAATGGACTCCACCGCGGTGGCGGCCGAGTACAGGATCTTGCCATCACCTG 

TTCGGTCAAACAGCTGGAAGGCCTNCTTGAACTCTGCGGTCTGGTCTTCGGTGAAGTCAC 

ACATCTTGACTGCTCAGCTCTCCGGGACCTTTTCCTGCAGTAATGGCCCCCGCGTACCTG 
CCCG 

Sequence 3557 

GNGAATTGGACTCCACCGCGGTGGCNGCCGCCCTGCCAGGTACGCNGGGGCTGAAACCCG 

CAGAGGAAGACGCTCTATGGATTTAGTCCCNGACTAGCGAGATGGNAAGGCTGNGGGACN 

GGAGGCTGATTGAGAGGCGAANGTGTCNTGAAAACTACCCCTAANAGCCAAAATGGGAAA 

GGAAAAGACTCATATCAACATNGTTCGTCA 

Sequence 3558 

GGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTAGGGAAGCC 

TGTGATGACTACAGACTTTGCGAACGCTACGCCATGGNTTATGGATACAATGCTGCCTAT 

AATC GCTACTTCANGAAGCGCCNAGGGGCCAAATGAGGCTGANGGAAGAAAAAAAATCTC 

TTTTNTACTGGAGGCTGNGCACCTNATTTTGTATCCCCCTGTAGCAGCATTACTGAAATA 

CATANG CTTATATACAATGCTTCTTTCCTGTATANNTCTACTTNGNNTGGCNTGCACCCC 

TTTTTTCC C NG C CCCC AGTATTTG ATAAGGTAATG AAN AGTGCACTGC AATTTGAGGGGT 

CNA AAGTG AGAAGTCAACCATATGTGAATTGGNACCATAAAAAAAACTTTTCTGGTGTNG 

ATACTTTTCAAAAAAAGAMNTCAAACNmAATGCNTTTTTGTCT 

TNTTAATTATGNATNAAGGGTCNCCCTCTGGNCCGCTTCTTANAAAACTTAAGTGGNAAT 
NCCCCCCGGGCCTGCANGGMT1TNCGANANTCAANGCTTTNTCNGATTCCNGTCCAACC 
TNGANGGGGGGGC 
Sequence 3559 

CGAGGTACTGCGAGGTCACCTTCATGGATTAGCATCCTGCTGTGAGCTGAAAGACTGAAC 

AAGCAGAAGCATAAGCCAAACCCATCCCTCCACGCTCCCCACTGTGCAGATGGACTTACT 

GAGGCTCCAGCATACACTGCTTGCTCAGCACTTTATCTATTTCAGGCCAAAGTGTCAGCA 

GAACTGATACCCACAGGGCATCCAAGTCCACATCCAGACCCAGTTCCCTCTGCGGCCCTC 

TCTTAAACCGAGCCGCTGACTGCTGATGGTGAGTTCCCAATCATGGGCTTGCACTGAGGG 

GTGCCAGAGGCCTGGGTGGGCATGAAGCCTGGTGGGTATGGAGTGAAGGGGATTTGGGAG 

TGGCATCTANAAGGTCAGCATGAGGGGCANAGAGGAGAAAAAAGAACCCATNGCTTGCAC 

CCACAAGGGGAAACNGGCCCAATGCACAGACCGGGGCCCCTAGTTAAAGCCCAATTCANG 

CCAAACTTGCCCTTCAGTGTAAAATCTTGAGTNGGAACAAGGACAAGACTTGATAAATTG 

AAGAAAATTGAAAANMGCTTAATTGGGCCAGGGGGCCCCACTTGGCTTNTTGNCTTGCA 

AGGGNGGCCACCCCTTGGTTGTGCAAAACCGNAATANCAAAGTTCCTTGNCCNGGGCCGG 

CCGGTTTTAAAAATAAGTGGGATCCCCCGGGCTTGCAGGGAATTNNAATTTAAAACNTNA 

TTGNATNCCCGTCGACCTTNANGGGGGGGGC 

Sequence 3560 
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GCTCCATCGCAT7TTATGTTTCTGGCGAGMGGGAACGGAGTTTTCATCAGGTAGATTGG 
TTTTTGT 

Sequence 3548 

CGCCCGGGCAGGTACACATAGGTATAAACAACATAAAACTGACTTGGAAGCGATTCCTCA 

GCAGTGCCCCATTGATCTGCCCTGCCAAGTGACTGGCTGCCAGTGCAGGGCTTACCTTTA 

TGTCCCCTTGAATGGAGCCAGCCCATTCGCTGCAGGTGCAAACACTTTGCTGATCAGCAC 

AGTGCTGCGCCTGGCTTTACATGCAATACATGTTCCAAGTGTTCAGGATTCCATAGCTGC 

TTCACTTGTGCTTGTGGTCAGCCTGCATATGCCCATGACACAAGTAGTGGAAACTAAGCA 

.AGAAAGATTGGCTCAGGAAAAACCAGTGGGACGGGACATTCCTTATGCAGCCATGGGAGG 

ATTAACTGGTTTCAAGCTCGCTGGCGGMGGCTACATGCGGTTAGATGACAGTGGGATTG 
GTGTACCT 

Sequence 3549 

GGGCCGGAGAGGGGCTGACCGGGTTGGTTTTGATCTGATAAATGCACGCATCCCCCCCGC 

GAAGGGGGTCAGCCGCCCGTCGGCATGTATTAGCTCTAGAATTACCACAGTTATCCAAGT 
AGGAGCCCGCGTACCTGCCCG 

Sequence 3550 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTTTACTGCACCCAGCAGACTTTCAACAACTCA 

TTGATCCAAAGATACATGCACAGTCTGAGCACCAGCTATGGTGCTCATAACTTCTTTAAG 

ACTTGAACCCTTTCAATCTGTGTGATTCATTAAATTGGACCATTGATGATAAGAATACAC 

ATTGTATGTTTCTGTGCACATGACAGTGTGTGTGTGTGCACGTACCT 
Sequence 3551 

AGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGATGTAAGAAGTTTCCAT 

ATAAAGGGCTGCAGTATGGAGAGGTAATGTGCAGGCTGGTTTGCGGCTGTAGGGGCCACC 

TTGCTGCAGCTCTCCACTGATATGGTACCTGCCCG 

Sequence 3552 

CCGGGCAGGTACGCGGGGGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGAAGCCCC 

AGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGACACCACTGGAGAAATGGTGAT 
GACG 

Sequence 3553 

AGGTACAGCNTTTCCTGGAGGATCTCTGGAGCGATATAGTNTGGCGTGCCACAGAATGTG 

GCCGTGGTGACACCATTGCAAATCCCCTCCTTGCACATTCCGAAGTCTGCCAGTTTACAG 

TGACCCTCGTGGTCCAACAGGACATTGTCCAGNTTCAGATCTCTCATACTCAGCCTATAC 

CCNATCCTNCANTCTAGCACCCATCTCTACCCATCAGAGNCAGAATGAACACCCATAGGG 

GAGGTGGCCACTGTGTGCCCCCCCGCGTACCTGCCCG 

Sequence 3554 

AGGTACGCGGGGGCTGAGCTCTTGGAAGACTTGGGTCCTTGGGTCGCAGGTGGGAGCCGA 

CGGGGTCTCACTCCATTGCCCAGGCCAGAGTGCGGGGATATTTGATAAGAAACTTCAGTG 

AAGGCCGGGCGCGGTGGCTCATGCCCGTAATCCCAGCATTTTCGGAGGCCGAGGCTGGAG 

TGCAATGGTGTGATCTCAGCTCACTGCAACCTCTGCTTCCTGGGTTTMGTGATTCTCCT 

GCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATCATGGACCGATCTAAAGAAAACTGC 

ATTTCAGGACCTGTTAAGGCTACAAGCTCCAAGTTTGGGAGGTCCAAAACGTGGTTCTTG 

TTGACTTTAAACAATTTTCCTTGTCAGAAATNCATTACCCTTGTTAAATAAGGNGGCCCA 

NGCCTCMCCGGGGTTCTTTTGNGGTTCCTTrNAAAAATTTCTTTTNCCCAGCNGCCGTT 

TCCNTTTTGCAAAGGCACCAAAAAANCTTTTGTTNTTTCCAAGTTCAANAAAAGNCCGGG 

TTTCAANAAATCCAGAAAGNCAANNAAAGCCAATTTTGCCAGGGGCAAACCCAGGNGGTA 

CCTTTGCCCNGGGCCGGGCCCGTTTNTTANAAAANTNAGNGGGGATNCCCCCCGGGCTTG 

CNAGGAAATTNCGNAAATCCAAGCCTTNTTCGAAACCCGGCCNACCCTTTGAGGGGGGGG 
GGCC 

Sequence 3555 
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CAAGAAAGATTCTCAAGGAAGAAGTAATAAGGCATTACATCTGAAGAGTGATGCTGAATT 

TAAAAAGATATTTGGCCTTACTAAGGATTTGAGAGTGTGCGTTACTCGAATTCCTGACCA 

TTTGACCTCTGGAGAAGGTTTCGATTCCTTTAGCAGTTTGGTAAGGAGTGGTACCTGCCC 
G 

Sequence 3543 

CCGCGGTGGCGGCCGACGTACAGTGGTGTCTGCCTGTAGTCCCAGCTGGTTGGGAGGCTG 
AGGCGGGAGGACCCNTTGAGTCTAGGAGTTAGAGAACAGCTTGGGCAACAAAGCGAGACT 
GTCTTTAAAAAAAATACACACACACACACACACACACACACACACACACACACACACACA 
-CACACACACACAAAGACTGAAATGGAAATGAGCCGAGATCGCGCCACTGCACTCCAGCCT 
GGGCGACAGAGTGAGAC TCTG TCCCAAAAAAAAAAAAANATTAATTANAATGTNCCTGCC 
CGGGCGGCCGAGGTACCTTTTCATAGMCTTGGCTTCTATGTGAGCACATCTTTACCTGA 
AGTTGTTTNMTGCATTAMTTNCTC 

TNGAAGGGGNTGTGAGGGANAA7TTGTCNAAGNCCCNTCCTGTAAAAGNTGNCAANAACT 

CGTGGATTCCTGCATNNCCTGATCTGNGAGCTTTTNTGNGTTANTTNCATTTTTAANNAG 

CTTNCCAAGGGAATTTTGAANGGAACCCCATTCTGAAAAACTGTNANTCTGGCNTTNTGA 

AATGGTTTTTATTCCTCTNANGGCCTNCNTNGGGGTANNTGGNCGGGNGACCCTANC7TT 

CNTCTNNGTTTTGGGGGGCTGGNGCCNCCCGGNGTCCNTTGCCNCGTGGCNGGNTNTTNT 

TAAAACTAGGGGGANCNCCCGGGCTTGGNGNGNATTTNTATATACCAGCCTTATNNTNAA 

CCC NCTGCCTTTAGGGGGGGG 

Sequence 3544 

CCGCGGTGGCGGCCCGAGGTACAGGCTGTGATACATGTGGCGATCGATCTTCTTAGATTC 

ACGGTATCTTCTGAGCAGCCGGCGCAAAATCCTCATTCTCCTCATCCATGTGACCTTCTC 

TGGCATTCGGGCATTGGCTGTACCTAGCGATAGTCGCTGGTTCAAACAGTGAAAAAAATA 

TGTTGGCTTTGACAGTTGGGACAAATACCAGATGGGAGATCAAAATGTGTATCCTGGACC 

CATTGATAACTCTGGACTTCTCAAAGATGGTGATGCCCAGTCACTTAAGGAACACCTTAT 

TGATGAATTGGATTACATACTGTTGCCAACTGAAGGTTGGAATAAACTTGTCAGCTGGTA 

CACATTGATGGAAGGTCAAGAGCCAATAGCACGAAAGGTGGTTGAACAGGGTATGTTTGT 

AAAGCACTGCAAAGTAGAAGTATATCTCACAGAATTGAAGCTATGTGAAAATGGAAACAT 

GAATAATGTTGTAACTCGAAGATTT 

Sequence 3545 

^ ^SH22P GTAC GC G G GGTAACTTTTTAAC TTTATAAACTTAG TATTTTAACT7T~rT 
AAACi Mil tGTTGAAAACTAAGACACAAAAACACATGTTAGCCTAGATCCACACAGGGT 
CAGGGTCATCAGTATCACTGTCTTCCACCTCCACATTTTGTCTCTGGAAGGTCTTCAGGG 
GCAATAACACACATGGAGCTGTCATCGCCTGTGGTAACAACGCAGAGTACCT 
Sequence 3546 

CGAGGTACCCCCTGCTTGCTCAATAGATCACGACCCTCTCACGTGGACCCCCTTAGAGTT 

GTAAGCCCTTAAMGGGACAGGAATTACTCCCTTGGGGAGCTCGGATTTTGGAGACGTGA 

GCCCGCCAATGCTCCCAGCTAAATAAAGCCCTCTCCTTCTACAACTTGGTGTCTGAGGGG 

TTCTTGCCTGCGGCTCATCCTGCTACAGACCCATATTAAGAAACATCATAATCAAACCAT 

CAAAGCTAAAGACAGGAGAATACTGAATGCCCCAMGAAGTAACTCATGATTTTGAGAAA 

TCTTCAATAAGATTMCAGCTGATTTCTAATCAGAAACGATGAAGGCCAGCAGGTAATAG 

CCTATGTAATCAAAAGTGGTGAAAAAAATTCTACCAAGAATTAATATATGCGGAAAAAAC 

TATCCTTCAAAATGAAGGATAMTCMGATATTCTCAAGTAAAATAAAAAGTGAGAGAGT 

TCACTGCTAGCACACCTGCCCTACAACAAATGCGAAAGGGAGTCCTTAGGGGATGAAATA 

AAATAACACTGGACAGGAACCTCAACTNCCTATGGAAAAATAAATGCCAAGAAAAGGTAT 

AAACCATAGGTMGTGGNAAAGACACTTATAAGGCATTTTTGGCTTGNMTTCCTTTTCT 
TTTTAAA 

Sequence 3547 

CCGCGGTGGCGGCCGAGGTACGCGGGGGGCGCCATTTTGTCTCGGCAGCGGTGGCCCGTA 
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Sequence 3535 

CCGGGCAGGTACCACGGTTTGTCGGTTTGTCGCTGGCCCTGAGTCGCTCCTAGGGATGGG 

GTGAGTGAAATTGATGTGGAGTGGCCCACTCTTGCCGCANACCTCTGGGAGCCTACCTGT 

GGGAGACCCCATGATTCTCATGAACATCTGAGCTGGCAGGAAGAACTTNCTGGAGAGTTG 

ACAGAGATGGAACTCTAGCCTGCATGGAGCCCAGAGGGTTTGTTGTGGGAACAGTTGCAG 

TGGAGCATGGCTGTGGATATCC 

Sequence 3536 

CGAGGTACGCGGGGGGAGCAAGCAGGAAGTGAACTGAGGGCCACCCTGGGAGGAAGCCGA 

CTAGGCGAATTCACTTACTGACCGGCCTGGGCTGCTCTGAGACATGGAGGAAGCCAGAAG 

GTGGCTCGAAAATTCTGGTGGAAGAACGTGAAGATGATTGTCCTTATCTGCGTGATTGTT 

TTTATCATCATCCTCTTCATTGTGCTCTTTACCACTGGTGCCTTCTCTTAAGTAACAGGG 

AACCTCTCCCACCTGCCCTTCTCTTCAGGGACAACCCTCCATAAATGTGTGCCAAGAGGG 

TCTCTTTCCTGTCTTCCTCTACAGAGAATGCTGCTCGGTCCTCCTACCCCTCTTCCCGAG 

GCCCTGCTGCCATGTTGTATGCCCCAGAAGGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

AGTGGATCCCCCGGGC 

Sequence 3537 

CCGCGGTGGCGGCCCGCCGGGCAGGTACACCGGCATGATCATAGCTCACTGCAGCCTCAA 

ATTCCCGGCTTCAAGTGATCCTCTCAACTCGGCATCCCAAAGTGCTGGAATTACAGGTGT 

GAGTCATCATGCCTGGTGGGTGTCTATTTATAAAAAGCACTAAACTTAAAGATTTAAAGG 

TGAGAGCCTGTATTAGGCCATTCTCATGGTGCTATAAAGAACTGCCCAAGACTGAGTAAT 

TTATAAAGGAAAGAGGTTTAATTGACTCACAATTCCACATGGCTGGGGAAGCCTCAGGAA 

ACTTTCAATCATGGTGGAAGGGGAAGCAAACATGTCCTTCTGCACAAGGTGGGCAGAAGA 
GAGAAGTACCT 

Sequence 3538 

AGGTACGCGGGGTCATTATTACCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAA 

AGGTTAAAAAAAAGTAAAAGGAACTCGGCAAATCTTACCCCGCCTGTTTACCAAAAACAT 

CACCTCTAGCATACCAGTATTAGAGGCACCCGCCTGCCCAGTGACACATGTTTAACGGCC 

GAGGTACACGTCTCTGTCTGGGCCTCGGCCAGGGTGCCGAGGGC 

Sequence 3539 

AGGGCGAATGGACTCCACGCGGTGGCGGCCGCGGCTGANCTCATCCCGGACGCTCCTGGC 

TGTGCTGGGTCCGNTACGGCAAGCTNCATGGGGACCACAACAACAGCCCCCGCGTACCT 
Sequence 3540 

CG AGGTA C ' " ' ' ' ' ' " ' 1 ' ' ' 1 1 1 " 1 1 1 1 AAGAATCGATCTCTTTTAATTTTTAAGC 

CAATTTTGAGTANTCAAAGTCANAGCAGTCAATCTGTGTTGTGAGCCGAGGCANAACTNN 

TGAAGCGTGNCTCGAGTGTNCNNGGTCGANGTGGCACCTAACCTATGGCACTAATCACTG 

GCTGGGGNACTGCCCCCGCTNGGATGCACGCAAGAACCTCGCGAACTGTATNANAATTNN 

ACTNANTTTGTGNNCGGNCTNCAANTGNTTTTANNNAAANGCCCCCGANTGCCNCANGTA 

NTGNANAAAATGANCATGGAGCCTNANNTGNACCCCGAGGNGCCCGTGCCCCAAAAAACC 

ACGATTCTCNGNTACNNGGCGNGCNAANGNANN 

Sequence 3541 

CGAGGTACACTTGGAGGAAGGCCAAGCAGGCGACTTGAAAGATAAGTGCCCCATTGACCT 
TTTACTTAGAGTTTTATATGTTGGCTTACTTCTGGGTTCCTACAACCCTTCTCTGATTCT 

TCCTTGTGGTTGGTTGTCCATGTGTGTGCAGTGGCCTGCTAGTCCTTGGGAGGTGAGCAT 

GTGCAGTGTGTTTACTGGAGTTGTACCTGCCCG 

Sequence 3542 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGGACACAATGCCCCCAG 
AAAAGTAACAGCCGTCATTTATGCTAGAAAAGGAAGTGTCCTCCAGAGCATAGAGAAAAT 
AAGTTCCTCTGTTGATGCAACAACTGTTACTTCACAACANTGTGTTTTTAGAGACCAAGA 
ACCAAAGATCCATAATGAGATGGCATCAACATCAGATAAAGGTGCCCAAGGAAGAAATGA 
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GAAATAACACTAATAAGGTAACTGCATAGGTAAATATAAAAGACAGTATAACTGTATTTT 

TGTTTGTAACAT7TTTTCTTCTGTC 

TAAA 

Sequence 3530 

CCGCGGTGGCGGCCCGAGGTACGCGGGGGGCGCCATTTTGTCTCGGCAGCGGTGGCCGTA 
GCTCCATCGCATTTTATGTTTCTGGCGAGMGGGAACGGAGTTTTCATCAGGTAGATTGG 
TTTTTGT 
Sequence 3531 

CCGCGGTGGCGGCCCGAGGTACCAGGCTGTAGATTTGATAAGCTAGATGCAGTAGACCGA 
AACCATCCAAAACCTGTTTAGCTTCTTCCTCCATTGGAGTTTATTGGGACAAACAGGAGA 
GCCAGCCATTGTCTCCAGTACGCGGGTATTCAATTTAAATGTTGCTMCCTTCCTTTCCC 
.ACTGGCTCTGTATAAAAAACTTCTGGACCAAAAGCCATCATTGGAAGATTTAAAAGAACT 
CAGTCCTCGGTTGGGGAAGAGTTTGCAAGAAGTTCTAGATGATGCTGCTGATGACATTGG 
AGATGCGCTCTGCATACGCTTTTCTATACACTGGGACCAAAATGATGTTGACTTAATTCC 
AAATGGGATCTCCATACCTGTGGACCAAACCAACAAGAGAGACTATGTTTCTAAAGTATA 
TTGATTACATTTTCAACCGTCTCTGTAAAAGCAGTTTATGAGGAATTTCAGAGAGGATTT 
TATAGAGTCTGTGAGAAGGAGATCTTAGACATTTCTACCCTGAAGAACTAATGACAGCAA 
TCATTGGAAATACTGATTATGACTGGAMCAGTTTGAACAGMTTCAAAGTTTGAGCCAG 
GATCCAAAMTTACATNCTACTATACAGTTGGTTTGGAANGCTTTCACAAACTAACCTTG 
GATGAAAAGAAAAAA 
Sequence 3532 

CCGGGCAGGTAC I I! I I 1 I.I I I I I I 1 1 I I I I I I I I I GAGACAGAGTTTCGCACTGATTCA 

CCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTTACTATAGTGTCTGCCTCCCAGGTTCA 

AGCAATTCTCCTGTCTCAGCCTCCCAAGTAGCTGGGACTACAGGCTGCACCACCACACCC 

GGCTAATTTTGTATATTTAGTAGATATAGGGTTTTGCCATGTTGTCCAGGCTGGTCTCGA 

ACTCCTGACCTCAGGTGATCCAGCTGCCTCAGCCACCCAAAGCACTAGGATTATAGGCAC 

ACACCACCATGCCCTGCCCAGGCTGGTCTTTGATTCCTGGACTTAAGTAATNTGATAGCC 

TNGGCCTCTCAAAGTGGTGGAATTACAGGCATGAGCCACTGCATCCAACCTATTCGGCTT 

CTCTTGTCTTACCCTTGGTGCTAAGCCTGCCCAGCTAAGGCCAGGGCACTTAAAAATGCT 

CGGGGTTTCAAGTTAAAGTTGGANATTTACCCATGTCAGAAAACCCAAGTCAAGGGGGTA 

CCTCGGGCCGGCTCTAAAAATAAGTGGGATNCCNCCGGCTGCANGGAATTCNNATATCAA 

NGCTTATTCGANTACCGGCCGACCCTCGANGGGGGGGCCC 

Sequence 3533 

CCGCGGTGGCGGGACCCAAGGGTGTGCCACCACACCTGGCTAAI MM I AAACATTTTGT 

AGGGATCTTCCCTTCCTGGCCTCCCCAGGCGCTTGGAATACAGGTGTGAGCCATCGCACC 

CGGGCAGMGTTCTTAGTTTCAATGAAGTCMTTCATCAGTCTTTTCCTTTGTGCTTGGT 

ATATTTTGTATTACATTTGAAAAGATTTTACTCCAAGGTCATAMTTATTCTCTTM 

ATCTTTTAGMGTTTrATTATTTTGCCTTTCACTTTTAGATCTACAT^ 

TTTGTGTGTGTGGTGTGAGGTAGAGTCAAGATTCAi M M II I AAGTATGAAGATCCAAC 

TGACCCTGCAACATTTATGCAAACATTATCTGTCCTATTCCAATTGCATGGCAGTATTGC 

TTTTGTCATAAAATCAACTGACTGAATATGCCGTGGTCTGTT 

Sequence 3534 

CGCGGTGGCGGCCGAGGTACGCGGGGTCCCAAGATGGCGTCGAAGATAGGTTCGAGACGG 

TGGATGTTGCAGCTGATCATGCAGAAGCCCGACATCCCAGTGCCTTACCTGTATTTCGAC 

ATGGGGGCAGCCGTGCTGTGCGCTAGTTTCATGTCCTTTGGCGTGAAGCGGCGCTGGTTC 

GCGCTGGGGGCCGCACTCCAATTGGCCATTAGCACCTACGCCGCCTACATCGGGGGCTAC 

GTCCACTACGGGGACTGGCTGAAGGTCCGTATGTACCTGCCCGGGCGGNCGTTAAACATG 

TGTCACTGGGCAGGCGGTGCCTCTAATACTGGTGATGCTAGAAGTGATGTTTTTGGTAAA 

CAGGCGGGGTAAAGATTTGCCCAGTTTCCTTTTAC I M M M IAACCTT 
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GGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTAGATCCTAAGGCCT 

TCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTGAACTTGCCCAGGCAGATGCGA 

TAGGCAGCGCTCAGAGGAATCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTAT 

TTGCAGATCAAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGGTCTCTTCCAGAAGTCTTCANG 

CTACGTGACCTTTCAAGTCTTTCATGGCAAGTCTTCAATGGGNCCCCC 
Sequence 3525 

AGGTACGGCATCATCACCATGTGAGGCCTGACGACCCCTAAGCTCCGGGTATACCCGCAC 
AAAACCCTCTACGTCCCTAATCGGAAGGTGAA7TCTATGTGCTGGGCCTCACTGAATCAC 
TTGGATTCCCACCTTCTGCTGTGCTTCGTGGGACTTGCAGATACTCCAAGCTGTGCCGTG 
CTGCTCCCAGCGTCGCTGTTCATAGGTAGCTTCCCAGGAATGCGTCGGCCTGGCATGCTT 

TGCAGTTTCCAGATCCCTGATGCCCGGTCCTGTGCCTGGTCCCTGAGCATCCACGCGTAT 

CACTCTTTCAGTACCTGCCCG 

Sequence 3526 

AGGTACAGGAAGCAGCAGAAAGGCCCTCGGAGCTCACTGGGTCCCCAAGCAGCCCATTCC 

TGCCTGGCAACACAAAGATCCATCCGGAGGGCGGCCAGAGGAGCAGGGGGTAAAACTCTA 

CAGGGAGAAGGAATTCTCTAGCTGAACTTTGTAACCATTTGAACAGGGCAAGAAGCCTCC 

TGGCCAGAACTCAGGGGAGGGCGCGAATCTGGCCTGCAGACTTCACAGGCAGGGGGAGGA 

ACTAAAGCCCTTTTCTCTGGGGGCTGGGAGATGGATAGCATTCAGCAAATTTTCAAGCCA 

TTCTCACCCTCCGCTAAAAACTGACTCTGTTACGGGGGCATAGTGAGAGTGAGACCAAGC 

CC7TCAGTTTGCCGTGGGGAGCTGGGTGAGGCCAAGTGACTGTCAGCTTTCTCCGACTTC 

CCTGACAACCTGCATGACTCAACANGAGGCAAGCCTTAATCCTCCTGGTACCTGCCCGGG 

c 

Sequence 3527 

ACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGGCT 

TTAACTTCATATCATCAAAAGAGGCACTGAAGAACTAAGAAAATCAGTCTTGAATCACCA 

GTGTCACCCCTCCCTAATCCCCTTGCAGCTACAATGTGGTGCTGAGAACATTTCCGTGTG 

CTGGGGAGAGGGGAGTGCANCAATGGTGAGGTATTGAACTCAGTGCTGCCCTGTTATAGC 

AGAAAGTAAAACCAAACCAAACTCAGCTGATGCCCACCCACAGAGGGAGCATTTAAACTA 

GTCTTACTACAGTCACACAGTTCTAGTGATGATAGCCAAAGACAGGCTTGTGTCACCACA 

TCCCAAGCTTCAGGTGGCTCANAACAAAGAAAGAGAGACCCTGTTTGTTTGGGAGAAAGT 

AAGGAAATAGAACAAGAGTNTCTGCCAGGTAATCCAAAGAACTCTTACAGATTTTGTCCA 

AGACTATCAAGGCAGTATCTNTACTAGTCTGCNAGAACCACAGCATTGGTNGGCTTTTGC 

CCCCTAAAGTAGATACAGTTTAAAAATCACAACACCTCGAGTTTTTNTGNAAAATTNNNG 

GNAAGGTCTTGGCCAANAANAA TNGGG TCCCTCGGNCCGTTNTANAACTAATNGGATCCC 

CNGGGCTGGGANGGAAATTNGATTTTTNAAGCCTTATTGGATACCCTNNAACCTCCAAGG 
GG 

Sequence 3528 

CGCGGTGGCGGCCGAGGTACACCTCAGTCCTACAACCAAGAACCTACCCATAGAACTGAA 

GCAGGAAGCTGTGTCCATGCTCCTGACATGAGAAAGTCTTGCCAATGGGGAAAGACAGGG 

GAAAACAGAGACTAGCTCAAGTCACAGGGTGAGTGTGAGCAACTTACCCAGGGAGGACGT 

AAGTGCCAGGTTCTCCAGAGTCACATCACGGTACCTGCCCG 

Sequence 3529 

CCGCGGTGGCGGCCCGAGGTACAGAAGTTAAACAACAAGAGAGATAATCTTGAAAGTGGC 

AAAAGTGACTTATCTCACTTAAAAGAGTCTCAATAAGGCTGACAGCTGATTTCTCTTCAG 

AGACCATGGAGGTTAGAAGACAGTGCATGACATATTCAAAGTGCTGAAGGAAAGGCTATC 

AAGCAAAAGTTCTATCTGCAGAAAAACTCCTCCAATTTTTAAGGAGAAATTAAGGCATTT 

CCAGATAAACATAACCTGAGAGAATTTTCCACTAGTAAGACCTGTTCTACAAGAAATACC 

AATGGAAGTCCTTCAGGCTGAAATAAAAGGGTATTAGATCACAATTCAAATCCACATGAA 
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CATTTAATTGGTCTATCATTCATATAGACACCAACTAAACCTGA 
Sequence 3518 

TAATACGACTCACTNTANGGCNAANGGGAATTGGAGCTCCNCGGCGGCCGCCCGGGCAGG 
TNCCGCGGGGGATAACATGGACGTTAATATCGCCCCACTCCGCGCCTGGGACGATTTCTT 
CCCGGGTTCCGATCGCTTTGCC 
Sequence 3519 

AGGTACGCGGGGGTGGGTCCAGGAGGCAGAACTCTGGGTGTCTCACCATGGCCTGGATCC 

CTCTACTTCTCCCCCTCCTCACTCTCTGCACAGGCTCTGAGGCCTCCTATGAGCTGATAC 

AGCCACCCTCGGTGTCAGTGTCCCCAGGACAGACGGCCAGGATCACCTGCTCTGGAGATG 

CATTGCCAAACCAATATGTTTTTTGGfACCTGCCCGGGCGGCCGAGGTACCTGGGCTATG 

AGTATGTCACTGCCATCCGGAATCTACGGGAAGGCACATGCCCAGAAGCCCCAACAGATG 

AATGCAAGCCTGTGAAGTGGTGTGCGCTGAGCCACCACGAGAGGCTCAAGTGTGATGAGT 

GGAGTGTTAACAGTGTAGGGAAAATAGAGTGTGTATCAAGCAGAGACCACCGAAGACTGC 

ATCGCCAAGATCATGAATGGAGAAGCTGATGCCATGAGCTTGGATGGAGGGTTTGTCTAC 

ATAGCGGGCAAGTGTGGGTCTGGTGCCTGTCTTGGCAGAAA 

Sequence 3520 

CTCCAAATACTAAAAATAAMTAAMTAMGTATGGGGTTCCTAGGGAACTGACTTTGCC 
AGC^ATACTTTTCGTC 

rrm igaggaaaaatttggaaacctttttcccaaagggcccgcaagatcctaaaaaaag 

CAAGAGGCCGCGCAGAAACCGAGGATCCCCCTCACAGGCGACACCCAGCGCGACCTCCGC 

TAGGGTCCTGACAAAGAATGTCCACTTCCC 

Sequence 3521 

AGGTACI ITTTrrTTTTTTTI I AATTGCAACTGCTTTTTTGCCGNGCCTCTCTTNCCTAC 

CCAAAANTNATGAGTTCTGAACAAGACAAGACTGTCATATTGTANAGACTTTGGTATGTG 

ATACCATANAATACTGATTGGATAGCCATCCTAGTNACTTACCAATACTGACTAGAAGTT 

AACTCTTAATTCTAAGCTATCTTAAAATGCATATATATACTTCTTGCATGGAAGAGCAAA 

ACAAANTTC AAGTTG TCAATGCCTTGATAATTTCANATGCCACNCGTATAGCAAAAGGGT 

GGAACAATG i nil I CAA CCCTTT TAAAC I MIIH I ACCGGTTGGTATTGGAAGACCCA 

GCTTACT TCCTTTAAATAATTTTTATTC AAATGGGGAN NTTAAAN AAAG TTTATAAAAN A 

ATTTTTTGCAANAATNTTAATTCAA 

Sequence 3522 

CCGCGGTGGCGGCCGTGTGGGTGAGTTGGCTGCCGGTGAGTTGGGTGCCGGTGGAGTCGT 

GTTGGTCCTCAGAATCCCCGCGTAGCCGCTGCCTCCTCCTACCCTCGCCATGTTTCTTAC 

CCGGCCTGAGTACCTCGGCCGCCCGGGCAGGTACTGTTTTGAGGAGAAGGATCAGCTATC 

CAGCGACTGTGAGCATGAACAAGAGCCAAGCCTAGAGACATAATCATCTTGACCCTCTGA 

GTTACAGGATTCGGCTTATTTTCTTCTTCTTCTAAAACTCGGGCAAAATGGCTGAGCTGC 

CAAATTGGACGACCCTCGCGGCTTTCCCGAGAAAGCTCTAATACCAAGGACACACAAGCT 

GGGAAGAAAGTCATGAACACGAAGTAGTTGGCAAGAACTGACATGCAGCCAAAGCAGCAC 

ATAATTTNAAGCTGACGTACCT 

Sequence 3523 - 

AGGTACTCCTCATACTAGGGCTGGTGGCGGCTATGGGATGAGGCTCCTCTGCCTTTGGAA 

AGGAGAGGAAGAGTGGGAAGGACTGCATCTTGTGGTTTGACAGTCAGCTCAGCAGTAGTA 
CCTGCCCG 

Sequence 3524 

CCGGGCAGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAGGGGAATAGCCA 

AGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGTCTCAATCAAAATGGGT 

TCAGTTAACACCATCAGTTTCTTTCCTCTTCCAGATCCAGTTGAATTCTTGTGGGCATTC 

TGGATAGCTGGAACAAGCTTAGACATGAACCCAGACAACTTGCAAATTTCAAGGAATTTC 

TCACCGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCAT 
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GGGAGCTGAGATGTGCCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCT 

GCCATCACTGGTCACCAAATTGTCGGCCTCCTGTACCT 

Sequence 3512 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACCGTGTTATGCAAATTAAGCAC 
r I I rCTTCTAAATTCACATGAACTTTTAGAGACGTAGACTATGTTATTGAAGTAACTCAT 
CCTAAGTGTCTGTAGTGATTGGAGATATTC7TGGTTATCAAATTGAAGTATTTATAAGTG 
AGTGACGTGATGTCTGA GATCTA TCTTAAAGTAATCCAGTAGGGCAAAGATAACTTGAGA 
TTGGC CAGTTCTTGATAATTTTTGAAGTAGGCTGATGAG TACGCGGG TAGCCACCTCATT 
TTACAGAGTTGAAACTGAGGCTCAGAGACTGAAAG1TAAGCCTGAGGTTGCAGTCAATAA 
GAGGCAGAGCTGGAACTGAAACCTACCTGTGTCTGACCACCAGTTCGTGTTCTGACGGCA 
GGCTAGTCTGCATCACAGAGTGTGGAGTAGATGGTGCATGCCTGCTAGGATGGGCTAGGT 

ATCACTGTAGGTAAAAAACAGCCCCAAACTATGGAAATGTACCTGCCCGGGCGGCCGCTC 
TA 

Sequence 3513 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAAAAGAGTTGGTTACAGATTCATTC 

TGTGTCTCATGGCGCTGTGCTCTC7TCCCTAGAGAGGATCTAGACTTTTCATCTGTTTAC 

ACGGGAAGAAGTAGTTCAGTTTATGGTCTCATTTCTCATATAAACTGTGAAAATTCTCCA 

CGGCTTCACATGCTAGTTCAGAAGATATTGATGCCTTGAGAATAAAGCATCTGGTTGTAA 

CTCCAGCAGTTTTATATTTAMGTATACCTAATATAA7TGTCMCCACATTACTTTAGAA 

AACATAAACAAAAGATAGTTACACATATTTATTTAAAAAATGGTGACCGGGTGCGGTGGC 

TCACGCCTGTAATGCCGGCACGTTGGGAGGCCGTGACTGACAGATCACTAGGTGAGGAGA 

TCGAGACCATCCTGACTAACACAGTGAAGCCCTGTCTCTACTAAGAATGCGAAAAATTAN 

CCCGGACGTGGTGGCACCCATTTCTAATAATTTCTCAAGCGATGCTGCTGCTGGTGGTCC 

TTGGAGCTTGCTCTGAGTTGCAAAAAGGAGANGCCTTTGATGGGAAAAATTGGAAGAAAA 

GCAGTTGGGATAGMGGGCAAGACTTACAGGGTCAAGAAMTGCATTATATTGCTTTTAT 

TTCTGGGTATGCTTTTACCCCGAGAAGAAGAAGGAAAGATNNCCGAAATTTTGATTTAAA 

NNCTTCCTTACCAAAAAAAAGGAGGGTGACAAAAAAAAAAAAAAA 

Sequence 3514 

GCTCCCCGCGGTGGCGGCCGTAGCCCTTGCTGTANATGGCAGCCCGAGACGCCCACGATG 

AGCAGGGGCACGCCATAGCCCGATCAGCCCGCGTACCTGCCCG 

Sequence 3515 

TCCCCGCGGTGGCGGCCGAGAGTCTCCCATGGTGACTGTGGTGGGAGATGGAACCATGCT 

GGATGTGGAGGGTTTGTTCTACCTAGGAGGCCTGCCCTCCCAGTACCT 

Sequence 3516 

AGGTACNCGGGATAGTTTTTTCCCATTAAATTCTC 

GGMCATMTCATGATGTTAAAAACAGAGAAAATAAGGCTTTATAAAGTTAATGATTATC 
ATCAGTATGAATTTMGGTTTGTTTTAATTTC 

TATTATCTACCCMGCANATCTGTANTGGTTCCAATTANACTTCTCAAACAGCAAATTTA 

TCCTGATTTTATT TGAAA AGCCTCTTGGATTGATAGTATAGTAGCTCAGGCNTNGGAAAC 

TTTCTGCAAACTGTTTTGGGTTTGCAGGCCANATGGTCTNTGTGGCAGNTACTCAGNTCT 

GCAATTTCAGTGTGAAAGAAGCCATANACAGTACCTGCCCG 

Sequence 3517 

CCGGGCAGGTACCACCCCTTNTTGATGATTAATTTANTGACCTNGNTTAANCTCATCTGC 

CNAANGNACGCCCTTGGCANTTGCTACTGGACCTGCACTANTCATGCAGCCTGTGTCAGC 

CAATCANCTGAAGGAAAGATAAATTATCCTNTGTTCAGGAGAAGTGTTCTTCCACTGAAC 

CTGAACCAGGAAGAATATGCCATAACTGTGTCAGCAGGCATCTTATAACAACTAGAGGGG 

GCACCATCCTTGGGATGAAGTTAATGCTNTGAATGATNACANGAGAAAANTACTTAAGTC 

CTGAATGATACTGCTGTTCAGCCTGAGGTCTGTCCTAATTTTCTATTTATNGTTACATAA 

GAAATCCATGTCCTTATATACCAATTTGACCCAGGTCTTCCAGCAACTGGAAAGTAAAAG 
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GGAGCTCNCCGCGGTGGCGGCCGAGGTACGCGGGATCGCACTGATTACACTCACAACACC 

CTAGGCTCACTAAACATTCTACTACTTACTCTCACTGCCCAAGAACTATCAAACTCCTNA 

CCAACANCTAAATATGACTAGCTGACACAATAGCTTTTATAGTAAAGATACCTCTTTACC 

GGACTCCACTTATGACTCCCTAAAGCCCATGTCCAACCNCCATCGCTGGGTCAATAATAC 

CTGCCCGGGCGGNCGTCTAAACTANTGGATN 

Sequence 3506 

TTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGTGATGTGGCTCTGG 
AAGGCGTGAGCCACTTCTTCCGCGAACTGGCCCGAGGAGAAGCGCGAGGGCTACGAGCGT 
. CTCCTGAAGATGCAAAACCAGCGTGGCGGC 
Sequence 3507 

CGAGGTACAGTGCATATTGGCGGCGCACGCCTCATTACGATTCGCCTGCTTGCTTCTCCT 

GTCAATCGTTTCTTTGGMGGCAGTGGATTTTCTCTTGCGTCTCTGCTTCTTCAGTTCGA 

CTTATCGAATTCTCGATCTCACCATATCGGGTTTTGCAAACATGGTTGCGGAGGAAAAAG 

CGAAGCGAGGCGCACGAATACCTGCCNGGCGGCCGTCTAAACTAGTGGATCCCCGGCTGC 

AGGAATTCGATATAAGCTTATCGATCCGTCGACCTCAAGGGGGGCCGGACCCACTTTTGT 
TCCCTTTAA 

Sequence 3508 

GCCGAGGTACATTGCAAGTGCTTGTCACCTACACAGTATTTAGTAAATACATTGTGATGT 

GAGAATCGGAGAAGGGAGAAGATNCGAAGGAAAGAAGGGAATAACCTGACTGTGGGTATT 

TTAAGTCTAGCAGTAATCCCACTCTACTGAATCATACTCTGATTTCTAMGTTTTATTAG 

TTCAACGAACTTTGTAAATATTATATTTATGTGGGACTGTATTCTCTCCACCCCGACCAC 

CMGAAATNAGGTTGGCTTNGTGTTTNCTATNTTAGACTTCTGGAGGAGAAGGANCACGG 

ANAATAAANANGAATCNGAAGGGCTANAGGGATATAATGTCAAGAGGAGAGTATTGGTTC 

TAGACTGATTATGATATANCTCCTGGAGAGCCCTTGTGTGCCTTATTCTGACTGTCTNTA 

ATCCTAGCTCTGCCTCCATTTATTTGGGGCTTTCTCCA 

Sequence 3509 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGAAAAGCAGAACATGACAAAG 

CCATTAGAAATACCAAGCATGTCTCCTGGAGGGTAAGAGGACAGTGAGCCCTTGAAGCAA 

GTTGGGGGGATTGGGMTGATTTTACAGGATGGTCAGAGTTCGAAAGATGGGTAGGAATT 

CAACAGGAGTGAGAGGTAGAGCACAAGCTTAGCTGAAAGAACAGCATANAGAAAAGACAA 

GTTATTGGTTACTTGMGAAAAATTAGTGAAAAGCCTCAATGCCTAGCTAGGCAGCTTTA 

TACCTAATTTCAGTGGGTGATGANGACTACTAAAGGTACTGAGTAGGGAAGTGACATCAT 

GATACTNTA ATGA CTAGGCTGGGGCAGTGGGATTTCAGTNCAGTTAGCAAAATCAATAAT 

TTGGACCACTTTTGAGGAAAAACAAANGCNTCTAAMGAAAANAACCTTMTTTCAGGNC 

NTTNTTTTAANTTGAAAATGGTCTTGAATTTTGGTGGGGGGGTGTGTGTNT^ 

TTTGT NTAAAN A AAAAA AAAN ATN AAAAGAAC N NTG N NTTAN AAAAAAAAN AGG AAAN AA 

AACAATTTNGGGTTTTGGCCAATAACCTTAATAAAATTNCTNAAAANGANACNAAAGCTN 

TANCTTTNANGAANTTTTNCttNGGGGGGG 

Sequence 3510 

CCGGGCAGGTACAAGTAAGTATTGGTTCCCCTGAGTTCTGTGAGCCACTCTAGCAAATTA 

ATCAAACCCAAAGAGGGGATTGTGGGAACTCCAACTGGAAACTAGTTGGTTAGAAGTTCT 

GGAGGCTGGGACTTGCAACTTGGGGAGGGGAGAGGGTGGTCTTGTGGGACTGAGCCCTTT 

ACTTGTCGGATCTGATGTTATCTCTGAGTAGATGGTGTTGGAACTGAATTGGAAGACATC 

TAGCTGGTGTCCACTGCTTAATATGTGGGGAGAAACCCACACACATTTGGTCACAATTGT 

CAAGTCTTCTTAATGAACCTAATCACAAAATAAGAA 

Sequence 3511 

CCGGGCAGGACGCGGGGACCTCAGAGCTGAGCTGGGCATGAGTAGATGCTCAGTAAGTGG 

TGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTAACACCGCCCAACCCCCCTCCATGTT 

CTCACAGCTCCACGCACTGAGCACGGGCATGAAGGCCATGATGTCAGAATTCTGCACCCA 
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CACCTCAAGGCTGCCTGCATTCCTTCTTATGTGGTCCCCTNCAGCTTCAAACCACCTTCC 

TGCTCTTTCTCATGCCTTNATATCTNTTTTCCGTCCTCCTGTTTTANGGGCATATGAATT 

AGCTTCAAGCCCCCCAGATTTATT7TAAAGGTTGGATTGGTGCCAATAGAACATAAATTG 

CAGGANTACCTTGCCCC GGGCG GGCCGCCCGGGCCAGGTTCCAGTNTTGTNTTATGATTT 

TTTCACACCTTCTTGAAATTTTTACCAATTCAAAAATNCCCAAAGCTTNm 

TTGATTAANCCCANAAATACACTTCCCCCACCTTAAACCTC 
. Sequence 3501 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATGGAAAAAATTGCAATGAAACA 

ATATACCAGCAATATTAAAAAAAGGAAAGAAMTTATTGAATACTACCTTCGCCATTTAG 

AAGGAGGCATAACCTTTGTGCCCCATTGGACTCCACCTTCCATCACGCCCTCTTCAGAGA 

CATCTTCGTCATCCTGCAAGAAACAAGCAGCGTCCATGGCTGTTGTCATCCCAGATGCTG 

TCCTCAAGGAGGGGCTGAGTGGCGATGCCCTCAGCAGCCCCAGTGCACCTGAGCCCGTGG 

TGGGCATCCCTGATAACAAATTAGATGCTGACTACATCAAGAGATACCTGGGCGATTTGA 

CTCCGCTGCAGGAGANCTGTCTNATTANACTTNACGGGTGGNTCTAGGAGACCCCCAAGG 

GTGAAATTCCAAAAGATGAACNTATTCTTCAATTCCTATGTGCATGGGATTTTAATATTG 

ACAAAGCC N GAG AGATCATTTGTC AATCTTTGGCGTGGAGGAAGC AC CCC N GGTAG ACTA 

CATTNTTGCTCCTGGGCCGGTCCACAAGTTCCTTTAAAATTACTACACCGGGANGGNTGG 

GGTTATTACCACCAAAAATNGGGGGGCCCTNTACNTCTCAGCTNGGGCAGATGGCACCCA 

AGCTTTGTGAAAACCCTCTNGGAGGAAANCCTTCTTAAAAACNTTTNTTCCTAAATTAAA 
A 

Sequence 3502 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAGAGAAGTTTCCGG 

GACTGTCCCCACGACAGTCCGGTTTGTAGATTCCCTGATCTGCAATTCTTCCCGTTCCTT 

CATGGATTTGAAGGCTCTCCTTTCTTCCTTGMTGACTTTGCATCCCTCTCGTTTGCTGA 

GAGTTGGGACAATGTTGGATTACTGGTGGAACCAAGCCCACCACATACTGTAAATACACT 

CTTCCTGACCAATGACCTGACTGAGGAAGTGATGGAGGAGGTGCTGCAAAAGAAGGCAGA 

CCTCATTCTCTCCTACCATCCGCCTATCTTCCGACCCATGAAGCGCATAACCTGGAACAC 

ATGGAAGGAGCGCCTGGTGATCCGGGCTCTGGANAACAAAAGTCGGTATCTACTCTCCTC 

ATACAGCCTATGATGCTGCGCCCCAAGGCGTTCAACAACTGGTTGGCTAAANGGCTTGGA 

GCTTGTACCTTN GN CCGCTCTAAAACTAGTGGAT 

Sequence 3503 

ATTGGAGCTCCCCGCGGTGGCGGCCGANGTACATATTGNCCATCNGCTCNAAAATNATGA 

ACTCCTGGGTCTNATANTGGGCNAACAGGGAAAAAAGTTGGGACNTGCTNCCTGTACCCA 

CNTGG TTGC CTTGCNGGTCCNTTCTNNGACTGAGNTCTGGACTTGAGAGCCTCTTGNACN 

ATGG CTTTTCANACAACTNTTGTATACCNCTNNCNCTGGAANATCCATCTCNNCNNTGTC 

TTTTCTNACTNACATGGGGNCNCNCNNGNCCNCANGANAANACACCTNTCAAANGTGNCA 

AATNNGGNANGGGACTTAATACTTNTCATGCCTNGAGGACNCCTGTCTACTCAGTTTTTT 

TTTGGTGGGGCGGGGGGCGGTGATAGGGTCTCGCTCTGTCACCAGACTGGAGTACCTGCC 
CG 

Sequence 3504 

C GAGGT ACGAGAAATACTGTGGTAGACAGTAGTAGCTCCCCAAAGATGTCCACATCCTAA 

TCTTTTGGACTTGTGCTTATGTTACCTTGCATTGMGAAGAGTCTTTGCAGATGTGACCA 

AATTAAGGAACTCGAAATGGATAGATTAGCCTGCATTATCCAGGTGGCCCAATGCAATTG 

AAGAGTTCTT AAAA GAGTTAGAGAAGGAGAAGGGAAGATGAAAGCAGGGAGTCAGAGGAT 

GTGATTTAGATTTTAAAATGCTATTCTGCTGGCTTTGAAGATGGGGAAGGGGGTCATAAG 

CCAATGAATGCAACCAGCTTCTAGAAGCAAAAATGGAAAGGAAACGGATnTCCCCTAGA 

ACCTCCAGAAGGAATGCATGTCTGTTGACAGCTTGATTTTGGCCTAGTAAAACCAATTTT 

AAACTTCTGAATTCTGGAATAGTAAAGAAAA 

Sequence 3505 
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AGGTACGCGGGGTGTGTGCCATCATCGAGCGTGTGCAGCGCTCCTGGAGGAGAAGGGCAC 

TACCCGAGGAGGTCTGCCGCATCTACCTGCTGCGCATCCTGCACACCTACTACAAGTTTG 

ATTACAAGGCCCATCAGCGACAGCTGACCCCGCCTGAGGCTCCTCAAAGTCTGAGCAAAG 

ACCAGGCAAAAAATGAGGGCGAGGACTCGGCTGTGTTGATGGAAAGACTTGTGCAAGTAC 

CTGCCCGGGCGGCCGTCTAGAACTAGTGGAT 

Sequence 3496 

TGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTCCTGCTTGCCTCATGAAAAGTGGTCC 

TCTGGAAGGCCCAGGTGAAAGCTCGTGGTAGTGTTCTCCTCAATGATGTAGGTATAGGAC 

TGTTGCCTTTG G AACCTTTTCCACGTCTTCAC AGGAATGTTGGTC CTAGAAATTCACACC 

CCCCATGAAAGTAGAANCTCACAAGTTCACANAACAAAAGGTCTCAAAAGACAAAATGTG 

ATTCTTGCCACCTNTTTATTCTCTTGTGTCTTGCCATCACCCGACTGCGGAGGTCTAAAT 

CCTGGCCAACCAGAGTGAGAATCATGAANTCATTGTCTGAGGCTNCAACAGCTTGTGTAA 

ATGTGATCACCAGCCACCTTCCAACCTGTCATGCCCTTGTACCTTGCCGGGCGGNCGNTC 

TA 

Sequence 3497 

GTGCGATCTGGTCCTCCAGGTTCCTGTTTTGCAGGCGGAGCTGCCGGGCCTCTGCTTGCA 

GGGGTCTCAGAGCCTCCTTCATTTCCTGGATCTCACCTGGGTTCTCTGCAGAGCTTTGGT 

CCCAGCTTCTTTCCTCTCTAGGAGCCGCAGGAACTGAGGCTCATACTCCTCCTCCAGGTC 

CTGGCGGCTCTCTGCCATGAGATTTTCAAACTGGGCAGAGAGTCGCCGGCTTTCCTGGAG 

AAAGTGCCCATCCCTCTGGCTTGGAGGGGCTTCTAGTTGTTGCCGCAGCTGCTCCTTCTG 

CTTCTGATAGGCATCCCGGAGCAGGGCCAGTTCCTCTGAGAGCTGGGTTGCCCTTGTCCC 

CGCGTACCTGCCCG 

Sequence 3498 

CCGGGCAGGTACGCGGGGAGAGCCCTGGGGAGGAACTGCTCAGTTAGGACCCAGAGGGAA 

CCATGGAACCCCAGCTCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCAAGATACCACCGA 

AAAATTGTGTTGACACAATCTCACCACCCTGTCTTTGTCTCAGGGGGAAAANACCACCCT 

7TCTTGTAGGGCCAAGTCAANAGTGTTAGCACCTACTTAGCCTTGGTACCTCGGCCGTCT 

AG 

Sequence 3499 

CGCCCGGGCAGGTACCCGGCCAGGA I I I I I I I GTTAACATTTAAGATTTCTACTAAATTG 

TTGCI mi I ATGTGGCGTGGTGATTGTGTGGTCCCAGCGCTTTGGGAGGCCAAGGCAGG 

TGGATCACTTGAGCTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAATCCCATCTC 

TACTAAACGTTCAAAAATTAGCTGGGCATGGTGGTGCACACCTGTAGTCCCAGCTACTCG 

GAAGCCTGAGGCATGAGAATCGTTTGAACCTGGGAGGCGGAGGCTGCCGTGAGCTGAGAT 

TGTGCCACTGCACTCCAGCCTAGGTGACAGACGGAGACTCCATCTCAAAAAAAAAAGAGA 

GAGANTTTGTCCNGTGTTNCCTGGCTTNGGAAATAAANAAGGANANAGAGAGGGAGGGGG 

GGAAAGANATAAAGAGANAGAGAGAANGAGNGTGNGAGAAAGAGAGACCNNGANACCNTG 

AGTTTTGAANGAANGAAAANGAANGAANGAAAAGNGGCCGGGCCNCANTGGCCCACNCCT 

GCATTCCCANCCCTTGGGAGTTNTNAAAGGCAGANAAAAAATTGCTCCATGGNAATTTCC 

CAACCTTTGGNAAAAAATTAGCNCTTTCGGCCCCANGGGTTAAAAAACCAMT^ 

Sequence 3500 

GGAGCTCCCCGCGGTGGCGGCCCGAGGTACATTAGAAAACAGGACTTAGGCCAAACAAAC 

AATACTGGATACTGAATACAAAACAGTATGATTTATATTAMGGTTTCCAAAGGTTGCCT 

GCAAAGGAGAATATTACTACTAGTCAGCAGGAAAAAAATGCATTCAGAACCCAAGCAGAA 

ACCGCCAAATGTMTTAGGTTAAGAAAAGTTACCCTTGGGCAGTGTATTAGTTTTCTATT 

GCTGTGTGACAAATTACCCCAAATTTAGCAGTTTAAAAAACAATACCCATAGCAGTTCTG 

TAGCTCATGAGTCTGGCACAGTGTGGCTGGATTCTCTGCTCAGGGTCTTAAAGGCTGAAA 

TAAGGGTTGGCAGGACAACATTCCTTCATGGAGGCTCTGGGGAAGAATCTGCTTCTAAGT 

TCATTCAGGTTGTTGGCGGAATTCAGTTCTTTGCTGGCTCTCAGCTGGAGGCCCCTCTCT 
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GTAACAATGGGCAGGACTTCTGCCTTGATGGACAAATTCAAACACCAGTTTGAAACACTG 

GATATTCAAACACAACAAATGGAAGATAAAATGAGTAGCTCTACAACCCTAATAACACCA 

CAACACCTAACATGTGGTTAGTCAAATGAAAAGAGAACTTGTTATTACTACTTTGGATGC 
TAATATGGAAAAA 

Sequence 3490 

CGCCCGGGCGGCGGGATCCACTGTCCCGGCAGAGGAAAAAATGCCAGCTTGTGGGACAAN 

GGAGTGCAGGCCCGACAACCCTCGGCAGGCCCGAAGGATGTGGCGATCTACACAGAAAGA 

TTCACCTGGGCTCCAAAGTTGGCCCTTGTTCCAGTATTGGTTATGAATCTTCTTGTTCAT 

CGCTTCTGTATTTATGTTGCACATTTTGGGGCAAAGTACCTCGGC 

Sequence 3491 

GAGCTCCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGTGTTTGGGGAGGTCAACGGGCTA 

TGCTGGCTTGACAGGGCTGGGCTCTTCAGAACAGAAGCATGGATCTCGGAATCCCTGACC 

TGCTGGACGCGTGGCTGGAGCCCCCANAGGATATCTTTCACAGGGATCCGTCCTGGAGCT 

TGGACTCCACTTGCCCCCCTCCAGAGGGTTCCGTTGCCCTGTCAACCCTGTCCTGACCGA 

TGAAGGAGAANCTCTCTGGGCAGGAAGGGTTTCCCTGCCCTTTACCTGCCCTTACCAAGG 

CAGAGAAAGGGTCCTCAAGAAGGCAGGAGGAAAATCCGTACAAGCATCACTTANGAAGTC 

GCGGCGGAAGAAGGATACCTGCCCGGGCGGCCGTCGAATCTNTAACATGGATCAGCGCCT 

CCTTAAATAATCTGCAGAATCCATATTGAAGTAAAAGTTGGCCTTANTAGCTTTACAACC 

GGCAAATACTGNAAACCATCGGANGCAAACAGCTTAAAGTCTTCGTATATCGTACCTCGG 

CCCTTTTAAACTAGTGGATC 

Sequence 3492 

TGGAGCTCCCCGCGGTGGCGGCGTNCTNGAANTAGNGCANACACCGGCTGCTGGAATAAN 

GCNTTNGNCTTGNCCTGCCCGACGACCTTGAGGGGGGGCCCGNNCCNCNTGTTNTGTGNC 

CNNNGGGACNGGTGAACTGCCCCCTTGNGCNCNTATGGTNTTANNNNTCACTTGNACAAN 

ATGAGCGACTCANTATCTTTTATCAAACCATTGATCACCTGCANGCTATGGTATATTTTT 

GCAGCTGTGTAGAGCTATGTGGCATGAGAATGTGGACTTATAAATTGCTGATCCAATAAA 

TAGACATTATGGGCAACAGTGTCTTATCAGCTAGTGGTGTNCTAAGGTTTCANGGAACAG 

TTGTCTGACCTTACTATCCAACGAGGAGTAACTGATTCACTTCTCAGAGGTATATTAACC 

taatttggacatcacagaatgcctgaaaaataattcttcagtgcattaaacagtcccctg 
gatctattaaagtaagcaaaaaaaaaaaaaaaaaaaaaaaaaaccccccggccnnttaaa 

AAANNGGGNNCCCCCCGGGGGGGGGGNNTTTNNTNNNNNNTTTTTNNNCCCCCCCCCCC 
Sequence 3493 

CGAGGTACCCCAGTCGTATCCTCTGTCCGCATGTGTGGCCAGGCCTGACAAACACCTGCA 
GATGGCTGCTGCCCCAACCTGGACCTGCCCAGGAGGTTGGAGCAGAAAGGGCTCTCCCTG 
GGGTGGTGTTCTCCTCTAGGGTATTGGGATGCATGTTCTTGCACTGCCAGCAAAAGGGGG 
TGTGTCTGGGGG GCCACCACCTATGGGA CACNGGGGTCGAAGGGCCTGTACCTGCCCGGG 
CGGCCGANGTAC 7 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I N I I lAAAAAATNTTGGGGCCNNNGGGNT 

NTTNTTAA AACC ACTTTGGGGGGGGGANAACCNNTCCTTTTTTTNNAAAAANTNNNTNAA 

CCGGGNNTTTTAAAAANNGNGGGGGGGGGGGGGGGCACNATNTNANANCCCCCNGNTTTA 

GGGGGGGGGNTTTTCTAATTTNANAAAANTTNTTTTTTAAAANANGGGTNTTTTNATTNN 

NGAAAANNTTNNTNNCNCCCCGNNNNAAAAAAAANANACC 

Sequence 3494 

CCGGGCAGGTACCACCCCAACATAAGGCAAGCAGAAAATCTGCTGTCACCACTACGGCTG 

ATCCTCTTTTGCAAGTGCCACCTCCCGGCTGGAGGCCAACCAGCACAGTCCATTTCAACA 

TCTGCAAGCACAAAAAGCACAGCACTTAGGAAGAAGAAAACATTTGCATGACCTCAGCTA 

TCATCA7TGCCTGAGTCATTCTGGCTAACCAGGAGATCTTGAGTCTCTTCACTTGCCCAA 

TACCTTACTGTTACAGCTGGTATTTGACAAAGCCAACACACTAAGGCTCTTTCTAACCAA 

GGAAATCTCAGTATCTACATCTTCGCGCCCACCCCCATCAGAGCTGGTGTGGTACCT 
Sequence 3495 
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TGTGAAACTGCAGCTGAATCACAATGCAC7TCTGCATCCTCAGGTAAAGAATCACTA 
Sequence 3485 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGGTCTTGCCTAAAATCAAGAAiSAGAGCAG 

GAGAACTGAGAAACTCCTCCCCTTCCCCCACCAGAAGCCTTGTGTCTAGTAACAGGTAAC 

AACAGCCATCTACTGTTGGAGAAAGAACAAAAGCATGGAAAGGATGGAGCAGGGAAAGAG 

GGAAAAAACAACAACCACTCTCCAGCACTCCAGGTCTTAACATTAAGCACAAAATAGGAG 

CAGCCTAGCCCACCACCGGAGGGATTTCAAGTCTGTTGCACACTGAAAATAACCATGGCT 

ACAACAAAACCCAATTCACCGCAAATGCTGACTAAATTGACTAATAGCCCCATGCTAATA 

GCTTGATGGAAGGATAGATATTCCCACTTTGAACATTTGCTTCAGTGTCTACTTTTC7TC 

TATACAACATACCTGGCATTTAATTTAAAAAAAACACACATTTAAAAATGTTAAAAGACC 

TATGTGAAAAGATAAAATAGCAGAACCNGACCCAGAGGTGACTCANAAGTTGGAACGACT 

NGAGACTACTAGAGACTCAAAAAAAAAAAAAAAAAAAAAANTTCCTGGCNGGGGGGNNNT 

TTAAAAAATTGGGGNGCCCCCCGGGGGGGGNGGAATTTTTTTO 

CCCCCCN 

Sequence 3486 

AAGCTC NACCGCGG TGGCGGCCCGCCCGGGNAGGTAC f 1 I I II 1 11 M U 11 I H I I M I 

NGGGNA H I 1111 I GGG TTTTTTN 1 I U I I I Ml I 1 I I 1 1 I 1 1 H 11 I M I U 1 1 I I 1 I I 

rTTTTTTTTTTTTTTTTl NTTTNTTTTAATTNGANAGGCCCNAAAAGNAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAMNCNNANNNNAMNAAAAAAAAAAANAM 

ATAANAN AN CAN AN N AAAAAAAAAAAGANG NGGGCCCCCCCC AN NCN AAAAAAAAAAAAA 

NAAGNTAACCCCCCCCACCCCACNCAAAAATNTNATTNAAANAAAAAGANCANTTNNNNN 

GGGNGNGGGGAGGGAAATTN I I I 1 I I I NTTNNCAAANNNTCCCNCNNCNNAAAAAAANAN 

NN N AATAAAAAATAAAACANTTANTGAAAAGGGGGGGGGGGANCATTN NTTTNTAAAAAA 

AAAAAAAAATAATTTNNATAAAAAAAAAANCCCCCCCCNAAAAAAAAAAAAAAAAA/^^ 

CACCCCCCCCGAGAAAAAAAAAAATAAAATTAATTAATNTTTNNNCCCCCGNNNGGGGGG 

GGGGGGGGGGAACAANAAAAATA I I I I I I 11 TNATAAAAAAAAAAGAAAAANACNCCCNC 

CACCAAAAA 

Sequence 3487 

AGGTACACACTGAAACCACTGTCAGATTAAGAMCTTCCACAACTTGTCTCAGTTCTTCA 

AACMTGGAGCAAGTTCCTTTTCTAGGCTGACAATTAGTCCTGTATTGGCACTGCTGCTG 

GCTATGAAACTC ACCACCAAAG GTAAACGATTAAATTGAACCACCTGGTAGGTGTTATAG 

TAACAGATGATACTTn"ATTTTTGGAMGTCCAAGTTTGCTTCCTTGGTCTGT^ 

GCAAAAGTGGATAAGAAACCAGGTCGCAAAGCATGCTCTGGAGCATTGTCATTTGCCACT 

TTAATAACAGGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTCACTGGAAATATGGGC 

GCCGAGGTGGCCTTCAACTGGATCATTGTTCACATGGAAGAGCCAGATTTTGCTGAGCCC 

GCTGACCATGCCTGGTTATGGAGGGGCMGCTTCTGCTGGAGCCTCTGTTTTTGGTGCTT 

CTGGACTGGATAACCAACCTCCANAGGAAATCGTACCTATCATCACCTTCATGGGATTTC 

AGCGAAATCAGGCTATTCANGCNCTACNAGCAACGAATAATNACCTGGAAAGAGCACTGG 
ATTGGATC 

Sequence 3488 

GATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTATGCGGGGGAAAATGCTCTGTG 

CAGAAGAAGAGCAGAGTAGGACGTGCTGGGTGACCGCGATTAGATTGCTTAAGAGAAGTA 

TATCAGAGAATTCCCTGGTAGCAATGGACTTCTCAGGCCAGAAAAGCAGAGTTATAGAAA 

ATCCCACTGAAGCCCTTTCAGTTGCGGTTGAAGAAGGACTCGCTTGGAGGGTACCT 
Sequence 3489 

GGAGCTCCCCGCGGTGGCGGNCCGAGGTACTTTNGCTCTCTGTCTTTGCCAATATTTACT 
TTTGATCTTTG I i I ! I GCCTTTATTTGCTTTTGCTCTGTTTAAAACAGGCTATTCAGAAA 
GGCAATAAGGAAGCTGCAAGAATACATGCTGAAAATGCAATCCACCAGAAAAATCAAGCA 
ATTGATTTCTTAAGAATGAGTGCTAGAGTTGGTGCCGTGGCAGTCAGAGGTCAAAATGCA 



Page 617 of 869 



WO 01/51628 



Table 2 



PCT7US0 1/00798 



TTCCTCCCATTTGTTCAGCATCATCCGAACACTCTCAGACATCATGGTGATGAATATTTT 

CAGAATGCTGATGTTGAAGCCAGGTTTCACMTCTGGCGGTGCTTTTTCCATTTAGAACC 

ATCCAGGGTCACAAGTCCTCGACCAACCCAGGATTCAAGGATTTTGTGGCTAACAGCACT 

TTTGGGATCTTGTCTTTTCAGGAGAATCTTGGCATAGTCTGGGTCATGGACACTGAAGAA 

CATCGTAAAGGGTCCAACCCACAAGGGAACAGCACATGGGTATTTTTCCATCAGCTTATG 

ATACACCTCAAACTCCTTTACTGGGTAAAACTCCTTGTGGCCATAGAACCAGTGGGGCAG 

GGGGTGCAGGAAACAGGTACAGGGCTCTGATCATCCATCTCCTCCTCTGGTACCT 

Sequence 3479 

CTATANGGCGAATCGGAGCTCCCCGCGGTGGCGGCCCGAGGTACCANAAGGGCTCCCGCT 

CTCCTCTGCCCAAGAAGTGAGCGGTTCCTCTGCCAGGACGGGGGGAAGGAGGCCAACCTT 

GTAGGCTTCGTCAATGTTGGCATTCACACAGTGCTGGATCATCTCCTTTACCAGCAGTGG 

GTGGGGCTCGTNACAGACCTGNCCAAAGGGAAAGGAAAGGCGGTCAGGGGCTANAAGGGA 

CAATGTGAGCGGGGAGGCCCCA 

Sequence 3480 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTNCCAGGCTAA 

GTAGGTGGTAAATTGAC 

Sequence 3481 

CCTCACACCAACTANAACCAACCCAGNTCTNAAAANANGGAATGTNAAANTGTNATGTTC 
AANTTTANATTCAGTGCCTGGMTCTTTNCTTCACAATTGAAATGAAATGTGCTGAAGGA 
NGTNAATCCATGCATTAATCTAAAGNTGACAAAGGAAATANTATATNATANGCAACACCA 
CAGACTCAAGACGGACATAATTGGA I I I I! I I r GCCATGGCCTGG AAAGAAAGGTACCTG 
CCCG 

Sequence 3482 

GAGCTCCCCGCGGTGGCGGCCGAGGTGGGAGGAATGCTTGANCCCCCAGTCTGGGCANTA 

TAGTGAGACCCCNTCTCTGCAAAAAAAGAAGTTCCAGAGGCCCANACTTGCTACTGGTGC 

CCAGGGGGCTGTGGGGCAGCTTGGGCATTGAGCCCTCATGCTGTGGGATCTGATGCTGTC 

TCTAGGTAGATAGTGTTGGAAATTGAATTGGAGGACACCCAACTGGTGTCCGCTGCAGAA 

CTGATTGCTTGCCTGGTGGTGGGGAGAAATCCTTACATATTTTTTGGAGTCACAGAAGTC 

TTCTGTGTTGATTGTTGTAAGTGTGAAAGCAGAGGAAAAACM 

AAACAACTTTCATGACACATACGAGAATGTAAATTCCANAAGGGCCAAGGCCATGTCTGT 

TTTACCTACTCTTTTTCCCCCANCTTCTANTACCTGCCCGGGCGGC 

Sequence 3483 

CTGATTGGAGCTCCCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGA 

AAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAAA 

CGGATCCATTAAGCCAGCACCAAGGAGAACATCTTGACACTTTATGGAATTTCAAAAAGT 

ATGATATGATGGCAATAAAGTGGCTCTTCAGCCAAAAAAAAAAAAAAAAAAAAAGNNCCC 

CCCCCCCCCCCNNGGGGNNTNNGGGGCCCCNNAANNAAAAAAANCCNTTNNCCCCCNGGG 

NTNTTNAAAAAAAACNTTNNNGNNNTTTGGGAAAMNTNNNNNNNNNNGAANNCCNATTT 

TNAAAAAAAAAAANCNAAAAGGNTTTGNCCN I I I I I I I I I NGGGNNNNCCCCCCCNTTTA 

AAAAAAAAANCCCCCNGNTTTNNTGGNNTTGGGGNNNNAAATTNCCCCCCCNNNAAAAAA 

AA AAAA AAAANN NNNCCCC CCCNNNCCNTTAAAAAAANGGGGGCCCCCCNCGGGGNGNNA 

ANTTTTN N AAAN N I MM) rNCCCCCCCCCCCCGGGG 

Sequence 3484 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTTGAACTCCCAATTCCCACCCACAGAG 

CTTGGTGCTAGCTCTGCACACGGTAGATATAAGCAAGAACTTAGGCCGAAGTGAATTGAA 

TGACCCATTCTTACCAGATAATTCTGTTCTTGCAGGGGTATTTCGGATCTGGGTTCTGCC 

TCAAGGCTGACGGAATCAATACATTCAGCAAGTGTATCCTCAGTCACGTCTCCATTGAGA 

GGGGGCTCCAGGGCGTTGGCATCCTGAGGCTGCACAGGGGGCCCAATGGCGGCAGCCCCT 

GCACCCTGCACAGCTGCATTTTCATGCCCCTCCCCTCTGGGGTCAGCTGGTGTTGGCTCA 
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TGGCAGCGGTCTAGTCACCAACACGCTGGCCATGACTGAGGAGGAGAAGAATATCAAATG 
GGGTTGAGTGTGCAGATCTCTGCTCAGCTTCCCTTGCGTTTAAGGCCTGCCCTAGCCAGG 
GCTTCCCTCCTGCTTCCAGTACCTCGGCCGCT 
Sequence 3474 

CCGGGCAGGTACGCGGGGACACCAAACAACTCATTACACAAAGAGGTAAGGTCCCAGACC 

ACGCCAAAGCTTCCTGAGACCTCTCCTCATCTGTGCATGGACGGATGACCAACTCTGGGG 

CCCAGGCTGTTGCTTCCCAGTATAATGATGAATCCGCCATAGTCTGGTGAGTGTAGAGGC 

TGACTCTGGAGCCCAGGCTGTACCT 

.Sequence 3475 

GGGCAGGTACAGAATTTTGGTCTGTAAATTCCACAAAAGCAAACCGAGTTGGCTGAGTCT 

CATCACCTGCCATCCGCACAAACTTCACTTCTCCAACTTGTTTAAAAAATTCAAGTAGTT 

GATCAGCTGTCGTTGTCTGGGAATTCAGATTTCCMCATAAACCGTTCTCCTAATTTCAT 

CTATTTTGGMGGATCCACGTTTCCCATAAGTGGTGGCTGNGGTATCTCTCCAAGTGTTG 

CAATGTTGGGGTCTAGTGCTGCTGCTGGTATAGCTCCCAAACTGCTAAGTGAAACACCAA 

GAGTAGTCAAAGGATTTGGGGTCGGTATTGGAAGCAATCCTGCACCAGGCATCATACTTG 

TCATGGTTGGAGCAGGAGCCAATAAAGAGAGGGCTTTGGATTCCTCTGGGATTTTACCTG 

CAGAGGCAAGTTCCAAACATTACAAAAAGCAGAMCACCACACAAACTTTCACTATGATT 

TTACAATTACCCTTGCAGTTAAAAAATAATAATAATAAATNAAATCTATCTATCAGATCT 

GTATAAAAGAAATAAATAMGAACTTAAGTCTTTCCTTTTATCCTGCTCTACTAGGGAAA 

AAATNAAAGTGAGCCAAMCCTTTCAAMTATTTMCAATTCTCATTAATGGGAAATA^ 

ATTTTTAAAAA 

Sequence 3476 

CAGCCCAAAATACTATC7TAAAAAAAT7TTGAAGACAGGNTAACCAAAGGTTCTGGCNGN 

CATCCATGTCCAAAACAAACCAAATGTGTTGCCCGTAAAACATTTGCTC7TGAAAAGTAG 

TCCCTTAGCCAQGCGCGGTGGCTCACACCTGCAATCCCAGCATTTGGAAGGCCGAGGCAG 

GTGGATCATCAGGTCAGGAGATCAAGACCATCCTGGCTAACGCAGNAAAATCCCATCTCT 

ACTAAAAATACAAAAAGACTAGCCAGGCGTGGTGACACACNCCTGNAGTCCCAGCTACTC 

GGGAGGCTGACGCANGANAATCACTTGAACCCTGGAAGTGGANGTTGCAAGTNAGCGGCG 

ATCGTGCCACCGCACTCCAGCCTGGCAACAGAGCCGANGACTTCGTCTNAAAAAAAANAN 

CGCANCTTANTANNNCCTNCCCGGGNNGGGCCfcGNTTCTAAGAACTAAGTNGGATTNCCC 

CCNGGGCTTGNAAGGAAATTCCAATTTTCAAAGGCTTAATTNGNNTACCCGTTNGGACCT 

TNGGAGGGGGGGGGNCCCGGTTCCCCAAACTTT 

Sequence 3477 

CCGCGGTGGCGGCCGAGGTACCAAATGCTAGTGAGGATGTGGAGCAACAGGAACTTTCAT 

TCATTGATGGTGGGAATGCAAMTGGAACAGCCACTTTGGMTACAATTTCTTATAAAAC 

GAAACATACTCTTTTAAAAATAAATATACTCTTATCCTACGATCCAGCAATCTCAATTTC 

CATGGTATTTATTCAAAGGAGTTGAAATTTATATCCACACAAAAATCCACACATGGATGT 

TTGTGGCAGATTTATTCATAATTCTAAGAAGTAGAAGCAACCAAGATGTCTTTCTGTAAG 

TGTCTTAATCCATTCAACCTGATATACCAATGACAAAACTCATAGATTTGCTGGCATTTA 

AACAACATAAATTTATTGCTCACAGTCCTGGAGGCTGGAAGTCCAAGATCAAGTCATGGC 

ACATTCTGCATCTGGTGAGGGCACTTCCTGGTTCATAGATGGCTCC I I I I I GCTGCATCT 

AAGTGCACGAATCTCTTTCATGAGGTTCCACCCTCATGACCTCATCACCTCCCCAAAACT 

CCMCCTGGGGCAACAGAGCAAGCCTTTGTCTCGAAAAAAAAANNAAAGNNNNCNAANGG 

TCCTGCCCNGGCGGCCGCTCGATGCCCATTTGATGCCTGCTTAATCCCAAAAAAGAGCCC 

TGCNCATNCCACTTTGCTCANGGGGAGGNCGTTTCCCTAAGGCAAGCTNGAAAAAAATAG 

GGGAAAAACTGG I II I I I ( 1 I I ( I I 

Sequence 3478 

CGGGCAGGTACTGTCCAACTGGATGCTGCCCTGGTGGCTGAAGGCACACTTCATGATGCT 
GTCCAGGGTCATCAGGGAGACATGTTGAAAGAGCTCCAGACGTGAGTTTTGGGCAATGTG 
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ANATTTCAAAGCNTTTATTNGNATNCCCCNTNCGAAACCNTTNGGNGGGGGGGGGGG 
Sequence 3468 

CCGGGCAGGTACGCGGGAAGGCCTGAAAGAGAGAGGTATGTTTTCTCTCCTCCAGAGTCT 

CTGTGGTG7TGACACAGCAGAGAGAGGAGGGGGAGGGGCCTCGTCTTGCAGAATCACC7T 

CAATCACTGCTACTGTCTGGGCCATTACTGCCAGTCTGGCCGGTGTCTCCCACAGTGGAT 

GGCTTTGCCTCCAGCGGTGGACCAGTGTGTACCT 

Sequence 3469 

CGGGGGGTGAGGGAGGAGAATCGCTTGAACCTGAGAGGTANAGGTTGNGGTGAGCTGACA 

TCATGCCACTGCACAATGCC TGGGTAACAG TAAG ACTTTGTCTC AAAAAAAAAAAAAAAT 

AGAATTTACNAAATATAGAATATGTAAAACGATGTCAACTTTTATCTTTGTTTTT^ 

AAAGGCANCAAACNCATTTAAAGAGCATAAACCAAAAGATATAANAACCCATGGCCTTAT 

AAAAGTCAT7TAACCACACTNACCCCTGGGCACTGATTNTNCATCCANAGTATGGGAGTG 

GTGAAAATCTGCTTGCTAGGCTTGGTNTGAGGTGCTAAATNAAGTNGAGGGCAGGGGGGA 

GCCCTTTCTTCCAGGGCCCCGACACATTTTTCAAGTGTNCCNTGGNGTTTAGNGGGNTGA 

ACANNTNAGA ATTGG AAANTGTGGGGTTGACTGCACCCACTTTGNNCTTNTTTTNTTGNN 

TTTGTCTTAAATTTTTGGTGCANGTNAANACAGTGANGGTNATTAGTTTTGTATTGANTG 

CATGGAAAAAAANAATTTGNTAGTNNTNNTGGTGTTTC 

GCCCCTNCCCTTTT 

Sequence 3470 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAGATGTTGGAGTC 

CAGTA AGCC CATACCTAAATTAACTGTAAAGCTTCAAGGACTTTTTGT^ 

ACTAGTTTTCTTCTGTGACAAGTTGATTTTATCTCCAAGACTTAAGGCCATTCCCTGGCT 

CTTTGCACGAATTCTTATATGGCCGGTAACAGCAGCATCTGGTCCCTGGTGAATTGGCTT 

CTCAATGCTGACATTTGCAAGTGCATCTTCACCAAATATGAAACGAGCATAAAGGTTGGC 

TGCCATAAAAGCCCAGTAACCAGAAAAGGGCCTTTTCTGGAGTCAGGCATTTCATATTGG 

GTTTGACTTTA AATATT TNCCTGTAMGTAGTCATTTAAAATCAACCCATGTTT 

TAACTGGNCACTTTTTGTTTCCCCANTTCAAAATTTCNGGCCCCACATCTTGAACGGGNA 

ANTCTTGCATCANGTNGCAAAGNTTGCCAGGCTTGGGAATANAAGTCCCATGGAATGGTN 

CGATNGTGGGAATATTCACTTGNNGAAACCCACACAAATTTTCTTGNTCCACTTTGGCTT 

GGCTCCCAGNNGGACCATTCMTAAMCTTATTNTTTACCCAAAAAAATTTMmC 
Sequence 3471 

CCGGGCAGGTACACATTTAGCCACAGGGCCTAATAAAAAGCTTAATAGGAATGGTTTCCC 
TTTCTATTCAGGTTCAACTTAGGAAATAMTAGTGATTATAATGATATTTTCATAGAAAC 
AAAAACCC AGTTG AGGCTTTACTTAACTGGTA' I I I I M M I T i GCACCTTATTTTATGAA 
GACACAGATTTGGTTTCAGAAATTCAGCTACTGAGCTCCAACTACTAGGGCAGGTGACCA 
CCTTGAATGTCAGGTGAGGGGAGAAATTGCTCCAGGGTCCATCANCAGAAGAGCTCATTT 

AATTAACCACAAACTCAATGCAGGACACTGGCACTTAATGATNTGGGACCCGCGTACCTN 
Sequence 3472 

CCGGGCAGGTACCAAGCTGGGGTAGTAAGTAGTAGAGACTGAGCCAGAGCTCAAGCCACA 
AGTGAGTGTGACTGTCCCTCCAGGGGACACTGAGAACGATGGCTCCTGGGTCACCACAGT 
CTGAGAATCCACTCCTGATCCATAAGCAAGGAGTCCGAGGAGAAGCATCATCCAGGCCAT 

GGTGGGGACACTCATGAAGGCTMGTGTTCTCAGGCTTCCCAGCTGGGGTTTGTTTTCCT 

CAGGGCCTTTTCCCCCGCGTACCT 

Sequence 3473 

AGGTACGCGGTCAGCAGCTACCTGAGCCTGACGCCCGAGCAGTGGAAGTCCCACAGAAGC 

TACAGCTGCCAGGTCACGCATGAAGGGAGCACCGTGGAGAAGACAGTGGCCCTCGAGCGG 

CCGCCCGGGCAGGTACGCGGGGTTCTCCCTGACTTGGGACATGGCCTGTCGGATTATCCT 

GCCCCCAGAGAAGGAGCTTGCCATGCCCGGGGAGGACCTGAAGTTCAACCTAATCTTGCG 

GCAGCCAATGATCTTAGAGAAAGGCCAGCGTTTCACCCTGCGAGATGGCAACCGGACTAT 
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Sequence 3462 

TTTTGCTCACGCCACCAATCAAGTCCGAGGCGTTCTGGGTTTGTGCCANATATTTTGCCG 

CAGTACTGGTTGCACCTTTGGTTGAGAGCGCAAACACAGAGGAACCGCTCGGCTGACGAC 

TGGTAAAGGCGTCGGCATGGATAGAGACAAACAGGTCAGCACGCTGTTTCTGGGCTTTTG 

CTACNCGCACTTGCAATGGAATGAANATGNCTTCA7TGCGCGTCATGTACACCTTNATAT 

TGCCCTCTTTNTNGATCAGAGAGCGCAAACGGCGAGCTATTTGCAATACCACATCTTTTT 

CGCGCGTTNTGTATTTCCCCACCGCACCGGAGTCTTCGCCACCGTGGCC 
Sequence 3463 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGGGGTTTTGGT 

GTGGATGTCCTTTCTGTTTGTTAGTTTTCCTTCTAACAGtCAGGATCCTCANCTGCACGT 

CTGTTGGAGTTTGCTGGAGGTCCACTCCANACCCTGTTTGCCTGGGTATCACCAGTGGAG 

GCTGCAGAAGAGCGGATATTGGTGAACAGCAAATGTTGCTGCCTGATCATTCCTGTGGAA 

GTTTTGTCTCAGAGGAGTACCGCGGCATGCCCTATCTCAACAAGCTCAACTACCGTCGGA 

CGGACCATGAGGATCCACGGGTTAAAAAGACAGCTTTCCAGATTTAGCCATGGCCAANGC 
CAAGGCCCAA 

Sequence 3464 

? CGGGCAG GTAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I I NGG I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ll 1 1 1 1 

mTTTTl INANANAGGNAGGMGNTTATTAATTATNTTATTTTGTAAATATATATTATG 

TATTTAATTTGATTTMTCACATTACATAGGTTGMTTTGGGGGTTGCTTTTAAAGNGTT 

GANANTTTAGTGTTTATTTTTGTAATCCAACAAGTTTNTCCAAAAATGCAAAAAA 
Sequence 3465 

CCGGGCAGGTACGTCATACACATAATCTGTAGCAGTGGCGGTTTAAGTGAATCTCCTTTG 

TGCTTAAACAACGTATCTTTAGTTAGCTGGTGGGAGTGGGCTTAACTAGGAGCCTGCATA 

TCTAGCCACATTCCAGTGCTTCAGAGGAGCGCCTTTCTTCTTGAGCACAGTGTTTATAGA 

TAAGAGAGCAGGTTGTGCTCAGAGCATGGGAACATAATGGCGATAAGAAGGCTTTCCTCC 

TCAGAGTCCTCTTGTGGCTTTCCACAACTTACTGTCCCATGTTTTTATGGCCAGTTTATG 

CAGGCACCCTGTNAGCCTTTTTCCCAACATGCCCCCCTTTTTTCTTTTTTAAAAC 
Sequence 3466 

CCGGGCAGGTACAAAAATTAGCCGGGCGTGATGGCAGGCGCCGGTAATCCCAGCTACTCA 

GGATGCTGAGGCAGGAGATTTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGAT 

TGCACCATTGCACTCCAGTCTGGGCGACAAGAGTGAGACTTTGTCTCAAAAAAAAAAAAA 

AAAAAAAAAAAANGGACTCTGCGTTGTTACCACTGCTTCCCGCGTACTCTGCGTTGATNN 

NNAANNAAAAAGANNNNTAANGNANGNAANANNNAAANAANANAANANAAAANNNTTNAN 

GMACNTCTAGNNNNNCNTANTNGNGNNNGCNTCTCTANTCCNANCNNATTTANACCNCC 

CTTTTTAGTTATNNTANTGGAAAATNNNNNTTCTNNNNNNANATTTATTANTAGGCNNNN 

NNNTTANNACTTCATTGAANTNNAAAACNGANTNNATNTCCCNTNTCANANTTTTANAAA 

NNNANCAATNACCTATANCNCAGNANNCNAATACATTNGNANTANCCCNCATTGGGNNTN 

TCTNNAANTGGGNTGNANNCNNNATNAAANTNNTNATANNNNTTGGNGGNCTANANAANT 

ANTNNNTCTCTCATCCCCCNNNTNNCNTTCTCCCNNCCNNNGCNCCCCCCCCC 
Sequence 3467 

AGGTACCAACAGCACCCAGGCAAAGCCCCCAAACTCATGATTTGTGAGGTCAGTAAGCGG 

CCCTCAGGGGTTTCTAATCGCTTCTCTGGCTCCAAGTCTGGCAACACGGNCTCCCTGACA 

ATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATTATTACTGCTGCTCATATGGAGATAAT 

AGCACTTTGGGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAGGTCANCCCAAGGCTGC 

CCCCTTCGGNCACTCTGNNTCCCACCCTCCTCTGNAGGGAGCTTCAAGCCAAACAAGGGC 

CACACCTGGGTGTGGTCTCANTAAAGTGACTTCTACCCCCGGGGAGCCCGTGGACAAGTG 

NGCCTGGGAAGGCAGTATNAGCAAGCCCCGGTCATAGGCCGGGNAAG7TGGNGGACCCAN 

CCAAAACCCTTNTCAAANCAAANGGCAGNCANNCTAAGTTACCCTTGCCCGGGCCGGGCC 

CGGCTTCTAANGAAACTAAGNGGNATTCCCCNCCCNGGGGCTTGCACAGGNAATTTACNA 
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CAATAAAATCCAAACCAATTAGTGGTCTCAATTTCAAAGGAANAAAAAANAAANNANAAC 
CCCTTAATATATCAAAGTNNGGGNTCCCTGGNAANNAAGNAAAAAAGGGGGGGGGGCCCN 
NNTAAAAAANTTTNGTCTTNAAAAAAAAAAAAAACCTTTCCAANANCTTCCCCGNNGGAA 
CCCTTGNAACCTTTAAAAANNAAAGGCCCCCNTGGGGGGGGGNGGAAAACTNGGGTn"NN 
TNGGNGNCTTTANAAGGGGNGAACAAAAANANGGGCCNGNGCCCCGGNCCNAATNTTTNC 
CCAANAA AAAGCCN I I 1 1 I I I I I I I NNNGGGNCNNNNANGGNGGGGSGNTNGTCCCCCCT 
CCCCNNNf l I I I I I I I I I I I IGNGGGGGNCCCCCCCCCCC 
Sequence 3458 

GGGAGTCGACCCCGCGTCCGCAAGCGTGAGCTTCCGCGCCTGGCCTGTGACCTCATTTTA 

ACTTGGTTACCTCTGTAAAGAGCTTGTCTCAGATAAGGTCACATCTGAGATACTGGGGGT 

CAGGATTCTACATGTGAGTCTGGGAAGACACTGTTCACCCCTTAACATCCCTGTTCTCCA 

GGGTCTTCAG ATAT AGTTTTGGGTGCAAGGAAAGGCAGCTAAGTACCAAGTTAATTATGA 

GAAGGACCAGTTTTGAGGATTTCAGGAAAAAAAAAAAAAAAAAAAANAAAN 

Sequence 3459 

TAGGGAGTCGACCCCGCGTCCGGAGAGGTCCTTGTTCTGCTTTAGACTTTGGCTTAAGAG 

AAT GTGTGG CTGGTTTTATTTTCTATCCAGACCACCCAAACTTTCTTCATATCAGGAAGA 

AGC i i 1 1 i iGCTTTCTTATTATTGATGTTTTCACTTGAGTAGTACTTTTAATTTCTTTCT 

AGAACAGTTTTGTTGCACAACTCAGGTGTTTGGTGCAAGAGGCTTACCTTTCAGCCTATC 

TCAACTTTTGAAGTTCCTCTCTCAGTAAGCCTAAACATTTGTAACATTTCATTGAAAGTG 

AGAGACATGGCCAGGCATGGTGGCTCATGCTTGTAATTCCAGCACTTTGGGAGGCTGAAG 

CAGGCGGATTATGAGGTCAGGAGTTTGAGACCAGCCTGACCAATATGGTGGAACCCCATC 

TCTACTAAAAATAAAITANCTGGGCGTGGTGGTGCGCAACTGTAATCCCAGCTACTCAGG 

AGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGGCAAAGGTTGCAGTGAGCAGAAAATT 

GCGCCACTGTACTCCAACCTGGGGGACAGAGTGAGACTCCATCTCAAAANAAAAANANNN 
NNNAAGTGCG 

Sequence 3460 

GAGCTTTATCAGCAGTNTGAAAACAGACTACTATGGTAAATTGGTACCAGCAGTGGGGTA 

CTGCTGAAAAGATACCCGAAAATGTGGAAGCAACTTTGGAACTGGGTAGCAGGCAGGGGC 

TGCAACAGTTTGGAGGGCTCAGAAAAAGACAGGAAAATGTGGGAAAGTTTGGAACTCCCC 

ATAGACTTGTTGAATGACTTTATCCAAAATGCTGATAGTGATATGGACCATAAAGTCCAG 

GCTGAGATGGTCTCAGATGGAAATGAGGAACTTGTTGGGAACAGTAGCAAAAGGTGACTC 

TTGTTATGTTTTAGCAAAGACACTMGCATTTTTCCCCTGCCCTAGAGATTTGTGGAACT 

TTGAACTTGGAGAGATGATTTAGGGTATCTGGTGAAATAAATTTCTAAGCAGCAAAGCAT 

TCAAGAGGTGACTTGGGTGCTGTTAAAGGCATTCATTTrTATAACAGAAGCAGCATAAAG 

CTTTGGAAAATTTGCAGCCTGACAATGTGATAGAAAAGAAAATCCCAGCAGGGCATGGTG 

GCTCATGCCTGTAATCCCACACTTTGGGAAGCTGAAGGTGAGCCCATCACCTGANGGCAN 

GAGTTCAAGMCAGCCCTGGCCCACATGGGAAAAACCCCCGTCTNTrCTAAAAAAAAAAA 
AA 

Sequence 3461 

AGGTACCCGCACCACAGTCTCCGAGGTCACGTAGAAGTCTTGCTCTTGGGTGCCTTTGTG 

GTTGAAGCTTGTCTCCCACTTAGCTTTAAAGAAGATGTAATTCACCATGATCACGACCGC 

ATTGCTATCGAGGTTCTTAAGCAAGTCCACAATCTTGCCCTTCGTTrGCTTTGCCACATA 

ATCATTGATCTGCTTCATGGCCCCTGCAGAGTCCCTAAAGTTGGTAGGGAAAGTGTCTGC 

CAGGTACCTGCCCGGGCGGCCGAGGTACGCGGGGTCTCGCTCTCTGTGTTCCAATCGCCC 

GGTGCGGTGGTGCAGGGTCTCGGGCTAGTCATGGCGTCCCCGTCTTCGGAAGACTGCAGA 

CTAAACCAGTCATTACTTTGTTTCMGAAGCGTTCTGCTMTCTAACACTTTTTATTT7T 

CTAGAATCACT GGGC GTTATCCTTCTTGCAAGTTGGGCATTTTGGGGGCAAAGGTGAGCC 

TGGAGAATTACTTTTCTCTTTTAAATGAGAAGGCCACCAATGCCCCCTTTCGTGCTCATT 

TGCTACTGGACCTGCCCGGGCGGNCGNTNTANAAACTAGTGGG 
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TCTACTTAAGGGTGGAGGATGAAAGGAAGGAAAGGATCAAAACNCTACCTATTGGNTNCT 

TTGCTTATTACCTGGGTGACAAAATAATCTNTACCCCAMCCCCCGTGACTTACCATTTA 

CTTNTGTAAACAAACTGTNTTTTGTNCCCCTGGMCCTAAMNTAAAAAGGTTAAAAA7T 

AAAAAGTTAAAAAAAAAAAAAAAAAAAAGGGGCGGGCCCGTTTNACTTAGTTTAANA 

AAAAACTTNCAAANACTTNCCCTTGACCCTNGNMCNTTAAMTGGAATGCCATTTGGTG 

GTGGGTA ACCN TGGGTTATTTGGCNNCTTTATTAAANGGTTNCCAATTAAAGCCAATTCC 

TTNCCAAATTTTCCAAANAAAGGCATTTTT^ 

CCAACCTCAATNAATTGG I I I I I 1 I I AACTCCTCNGGCCTCCCCNGGGTNCCCGNGCTTC 

GAATTTAAATTCCTTTTTCCCCN 

Sequence 3453 

CTATAGGGAGTCGACTCAAGCTGACAAAGGGTAAACAAAAATAAGAAAGCCAGAAACTCA 

CTGATACGTCAGACAATATGCAGCAGTGTAACATACATGTAATCAATATCTCAAAAAGGA 

AGGGTGGGGGAATTATAGGTGAATAAAGAATGGTACACTCATTCCTGAGGGCACCGAGGA 

GGGAGGATAGCTTTAGATTCCTAAGGGAGGGTATTATCCATTCATGAAGGTCCAACCCCC 

ATGAACAAACACCTCCCAGTGAGCCCCACCTGCAACATTGGGGATAAAATTTTAACATGA 

GATTGGAAGGGGCAAGCATTCAMCCATAGCAAGAGTTAMTTTC^ 

ATCACTGATATGATTCCATTTCGCCATAGATAAAAGCTAGTATTTCAGCCTACCATTGAG 

TGTATTTATAGCTCACCAAAAGGGCACTCTGTCTCGGGAATACAGCTTTGCCTAGAGGTA 

TCCTATTGCAGTCAAAGA 

Sequence 3454 

GTGGTCGCGGCCGAGGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGG 
TAAGTGTCCTCAG I I i I IGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGATTCTGGT 
AGTCCAAGCCGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGCCTAGACCCACCTCCTTT 
CCTCAGCCCCCTTCGCCTGCCGCCCCGCGTACCTGCCCGGGCGGCCGNTCGAAGC 
Sequence 3455 

TCATTrACTTAAATTATTTTGGTTGTTTT^ 

CCCCTCCATGTGAAGATTTGGGTGCTTAACATATCATTTTTTTCCCTGCCGGAATTT^ 

CATTGATATGAACCATGGACAAGTATATTCTGCTGCCACAAAGACTGTAAAGTGCTTCAT 

TTCAACAGCTGAGGAAGGTGTCTTGCTGCAGGTAACTAATGAAGAAGTGGTCAACCACAG 

AGTCTTCAAGAAATAAGAAATTCTGTACCATCTGAAAGTAG7TCTTGTTGGTGCCTTCAT 

TTAAAAAGCACTCTTTAAAATAAAAGGGAAATGTTTTCTGATAAAACAAACATTTM 

GAGGTTCTTGATATAAAACAATTACAAAATGAGTGTTGTTTGTAAAACAGTAACCATCAA 

ATTGGCTAGAGAGAT AAAATG TATCATGGTTTTTAMTTAAGGTTTTGTGAGGTAGACAG 

GMTTACCAATTTCTATTTTTAAAATATTAAANGGCCCNCNAAAANCCCCCCCCTT^ 

C CCCC CNCCCAAAGGNTCCCNTTTCCCCCCCTTTTCCCCCCCCCCCCCCCCTTCCCCCCC 

CTTTTNNNTNCCCCTTCCATTTNCCCCCNTNNNGCCCNNAAAANNNCCCCNNNNGGGGGN 

CCNCCTNNANACCCTGAAAAAAAA 

Sequence 3456 

GTGGTCGCGGCCGAGGTACCTAGCAGAACACANATTTAMCATTTCCATATTTAGATGAA 
GAAAACAGGGCAAAACTAACTMTTTTCTCAAATTAAATTACTGGCAAAATAAAGGTGGT 

GGGAACCGTTAAGGTACCTGCCCGGGCGGCTGCTCGAGCCCTATAGTGAGTCGTATTAN 
Sequence 3457 

GTCGCTC AAGCTA AAGGGGAATCTCCGTGGACAAGGACACTGGTACTTTGGGCTTTAGCC 
ATATTCAT TTTTT TGAAACCACCAATTATATAATACTTAAATAATTTATA 
TGTGATTCTTTTCAAATCACACTGAAGGTTCAGCCGTACTCCTTTCATGTTTGGTTTAAT 
ACTGTTGTATGGATGAAA^ 

TACTGTAAAACACCTTTTCAGAATGAGTAAATGCTGCATATGCATTTTGGAGTTGTTAAT 
ATGTG AAAGA TATTACAGATTCAGCAAAGAAAGGAAATTTGTGCTTCCTTGTTGMTGTT 
AAATTATTTTACTTTGCATTTTATAAAGAGTCAAATTAAAAACTGAGCCATT^ 
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AAANTAAAGTACCTGCCCGGGCGGCCGCTCTAGAACTAAGTGGATCCCCC 
Sequence 3448 

TAGGGAGTCGACCCCGCGTCCGTGCTCTAATGCCTTCCATTTGGCTTTTCTCATCATAAT 

ATCCCTCATCTCCACACGTTAGGGAACCAGTGAGGGAATTCTGGCAGCTGATAAATACGT 

TTATTCCAATTATACATTCTGGAACTGTGGAAATGACCACAGGATAGGTTTGGAGACCCA 

CTGTTCCAACTGTAAGCCATACTGGAACTAAAACTCCACTGATCACCTTACCTCCAAAAG 

CCCTTACCCTGATTGGAGGCCACAGTGATGTTTTCTGTGTTCTGGAATCAGTATGAATTC 

AGAGCCAGTGTCAAGAAGTCCTCAGAATGTCTGATTGTTTCCCTTTTTTCAATGCACAGT 

TAC CTTG GTAAAATGCTGGAGGTCCCTTTGGGTGAGGATTTGGACAAAAATTAACAGTAT 

AAATTTTCAGTATTGTACCCAGGTCCTC 

CAAG CTGG CTCAAGTCTGGAAATTGATTGAAAGGCCATGATCTCTGGTATCCTTTGAGTT 

AGACTTTTGTTCACTTGAACTGGGAGTTTrCTGCTTACACAGATCAAGTAAGAATGCC^ 

TAGGGTTCTCATCTGTTTCACTTTTAGCMCATTATGGTTTATTAGCTAGCATCATTAGG 

TCTGAATGAGTCAGMTATTTTAACTGGTCCTTrGCCTCTACTGNTTATTTTGCTAACTA 

TCCCCACCTTGCCTTAAGGGGGTGAGTACTGGCCCCCTGGGCCCTGCTCCCCAAAAATAA 

AAATTACNTTCCCTTAGATGTAAGCTTTTNCCNT.CCCCCCCCC 

Sequence 3449 

ACCGCCCANATTGGGTCTTTTACAAAAGGGGTGTTANCATTTCGGCCGGGGCAAGCNTNG 

GGGAAACCGCCTTGNGGCNCGCCGCCCAGGGGCCNCTTGTAGGGGGACTTCNGCCGNGNC 

CCCCCAAGATTGGGCCGGCCGGGGCCCGCTTAAGNACTTAGGTTCCTTAGGAAGAAAAAA 

AAAACCTTCCCCACCACCCTTNCCCCCTGGAAACCTGGAAAAACCATTAAAAAANTGGAA 

AANGCCAANTTNGGTTGGGTTGGTTAAACTTTGGGTTTTAATTTGGCAAGCT^ 

TNGGGTTTACCC AAMNTTAAAA GCCAATTTAGNCANTCC^ 

ATTAAAAAGCCAA I I i I I I I I I I ICAACTGGNCATTTCNTAANTTTGGGGGGGGNTTTGG 

GCCCCAAAACCCTTCAATTAAANTGGNNAATNCNTTNANTNCAATNGGGCCNTGGGGAAA 
TNCCCCC 

Sequence 3450 

GTGGTCGCGGCCGAGGTACTGGAGGAGCTGAAAGAAAAACACCCAAGGCTGGGCGTGGTG 

GCACACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGGTCGG 

GAGTTGGAGACCAGCTTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAATT 

GGCCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGATAA 

TTGCTTGACCCTGGGAGGTGGAGGTTATGGTGAGCTAAGATCGTGCCATTGCACTCCAGC 

CTTGGCAACAAGAGCGAAACTCCGTCTCAAAAAAAAAAATAAAACAACACCCAGATAGAT 

ACACATACTCCTTCAGACTTACAGACCTMGCTGCATTTATGGGGTAGTGATGAGGTTTA 

AGAACATATACCATATTTTGTTAAAATTCCCCAGATGATTCTTTGGTTTGAACCGACTTT 

TTTATAAAA 

Sequence 3451 

GATACCAGGCGTTTTCCCCCTGGAAGCTTCCTTCGTGCCCCCTCTTCTGGTTNCGACCCT 
TGGCGCTTC CCCGGCATACCTTGGTCCGGNTTTTTTTTCCTTTTCGGGAACCCCCCCCCC 
NIIIHII IAGCTCNCCCCCCCCCGTNTCCTACTTTTTGGTGTNCCCCCCCCCCNCTTT 
TTTNNNCCCCCCCCTTCCCCCMTTTTTTTNCCCCCCCCCCC^ 

cccnttn i rmrm igannccccccccccccccc 

Sequence 3452 

ntatagggagtcgacccacgcgtccgcattattgggtaaatacccaaaggaatattaatt 

gttctaccataaagacacatgcatgcatatgttcattgaagcactatcccgcaatagtaa 

agacatggaatcagcctaaatgcccatcaacagtaaactggattaagtaaatgtgatgta 

tatacaccatgaattactacacagccttaaaagggaacaaggatcatgtcctttgcagca 

acatggatggagctggaggccattatcctaagtgaacgaacactaacnccacattttggg 

gagtgggagctaaacattgantttncntgancncaaggaaaagancaggacncnctggag 
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TCTCTGGACGGCAGCTATGCGACTCACCGNGCTGTGTGCTGT 
Sequence 3443 

CCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 
TAATGGGGGAAGT ATGTAGGAGTTGAAGATTAGTCCGCCGTAGTCGGTGTACi I 1 I 1 1 1 I 
i 'l I I I ! I I I i i I I IGGNCAGTGTTGGTAGGAGTTTGTTACAAAAGTGANTCCATGGGCCT 
GTGGAATGTGAGGGGAGTGGGTCCMCTCCACCAGATGCCAGCACCGGGGCCAGTGCAGCT 
CANAGCCCTGTGGTGGACTACAGGGCCTGCACAGACGGTCACTCAAAGAAAGATGTCCCT 
GTGCCCTACTCCTTGGCGATGGCAAAGGGCTTCTCCACCCTNGATCTTGCCGCAAGTCTG 
C GAATG ATCAC A7TTCTTTAGG 
Sequence 3444 

CCGGGCAGGTACACCAGAAGCTCATTCAGAGCTGGGTCAGCATTCAGATTCACAAGGAAG 

CATTTATCATCCCCMCTTTGATTCCCGAAGACTGAAGAGATATTCCAAGACTCTCAAGC 

TGTTTCTGTCGTTCCTGTGCAATCTCCTCCGTTTTCCTTAATTTCTCCTCCCAGGTCACA 

GTCATTTCCTGGATTAGCTTCTCAGATTCTTCCAGCCGGTCCTTTAGCTCTGGAGATTTC 

ATTGCCTCTGCTTTGGTCAGCTGCTCCCGGAGTTTCTCAACTTCTTCCCGGAGATCCCGG 

ATAATTCGGGCATTAGGGTCCTCATTCACCACAGCGTGGTTTACAATGTGCTCGGCTCGA 

TCTGCATACCGCAGAGTTGAGAGGGTTTCATCATAAGTTATCAGCTGCAGGACTCACAAG 

TAGCCACCATGGCGGTCTTGCTGTTACCCCCGAAGCTGTCTTTGAGCAGCCCAAGTGAGA 

ACTGAGTCACCGATATGGGAACAAAATTTATTCTT 

Sequence 3445 

AGGTAC i l I I i I 1 i I I U I I I I I I I I ( I IGGAGCACAAGATAGGAACTGCAGAGATACCT 

GCAGGGCAAGANAATTTGGTGCCCACCTGAGACATGATGACACGGCCCCTCCTGTCCCTC 

CGCCAACACGAACACCAACTTGTTCACATCCCCAGTGACTGTGCCATGCGGAGAAGGTAG 

AGGCAAMGCTGAGCACTAGMCCAAAAMGCTGAGTTTGACTGGACCACGTTCCTTCTG 

CATCCCAACAACAACTCACACATAATAGCTTNTTGACACCAGGTGAAGTCTCTAACCTTA 

ATATCCTCATTTGCGAAATGGANAAATTGACACCACCTGAGCAGGGATGGCATAAGGAGC 

AGAGATAATGAGGAATTCCTGCCACAAGGTTAGGAGATATAAATGGGAGGGTGTTTCTGT 

TTTGATGTAAANAGTNTTANAACTTAAGGAAAAATCAATANTCAAAAGATAAAACNGAAA 

ACTCTNCTATATATTTTGGAAAGTTAANAAACATACCTNTAAATNACCCATGAGTCAAAA 

AMGAAATTTTTATTCCAACCNGGAAACTTTTCGAGTTCTATGANAATATGTNT^ 

ACATG CCNGAT TTTGGCTGAACCAGTGGGANGNAAATCNNANACTTAAGTGAANGGANGG 

CCAAATTTTTTNTGCNCCTGNAACANTCN^ 

Sequence 3446 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTATATTTGCATATCTCACAGGTTTTATTATAT 
TGCATTTCTATTTCCATCTTTTTTCCCACMTTTTTAM 

TGAGATGGGTTTTACTCTGTCACCCAGGCTGGAGTGTAGTAGCACAATCTTGGCTCACTG 

CMCCTCTGCCTTCCAGGCTAAAGCGATCTTTTTATTTCAGCCTCCCGAGTGGCTAAGAC 

TATAGGTGTGCACCACCACATTTAGCTTTTTTAATATGTATTTTTTGTA 

TGCCATGTTGCCCAGGCTAGTCTCAAACTCCTGACCTCAGGGGATCCACCTGCCTCAGCC 

TCCCAAAGTGCTGGGATTGCAAGCTGTGAGCCACCACCCCTGGCCGGCCATCTTAATTAC 

TTCATTTACACCGTGACTGTTCAGGMGTATGTTTGGTTAMTTCmGNAAMmAT^ 

GTTTCTGAAATTTCTCTTGATATTGGATTTGTAGTTTTATTCTCCTGCGATCTAAGTA 

GTAGTGATATAATTGNGATTTATGGGGGTACCTCGGNCGCTCTAAAACTAGTG 

Sequence 3447 

GGAGCTCCACCGNGGTGGCGGCCGAGGTACCCTCCTTCTGTTGTGCTACCCACGAGGAAA 

TGTGCTCTTCGCTAGTGCAGAAAACATTTAGAATTATCCAGTAATGAGCCCAGCAGGATG 

GATGAAGCTTGGGGAACTCCTAAGAGCTTATTGAATTACAGAGAAATTCCAGTTGTCAAA 

NCATTATAT AGAG GAAAAGTTATAGGGTGTTACTTATCAGCAGGNAGCCTGCATTTGGAG 

AGAATTTTCTTTTCTCTTAATAAAACATGGACCAATTGCAGAAAGGNCTTAAAAANGN^ 
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CTCACTGCAACCTCTGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCANCCTCCCGAGTAG 

CTGGGACTACAGGCATGTGCCACCAGGCCCGGCTAA7TTTTTGNATTTTTAGNAGAAACG 

GGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCCACCTN 

GGCCTCCCAAAGTGCTGGGGCTACAGGTGTGAGCCACTGAACCTGGCCAGTTGAAACTAT 

TTTTAAGAAAGAAAAAGCAAGTCCATAACTCCANAACATGGAGACAAGATGCTGCTTAGT 

ATACTGCATTAAAAAAAAAAGTTAAAACCTTCTTATArTTAAAAATATT^ 

TTTTAAATTATNCACTGNGGAAATTTCACCTTTTTTTGNTGGGCC 

TTAACCANANGGCATAGCATTTNA7TATAACCTNCCCA7TACNNGAAACAGTTTAAT7TA 

CCTCCCCCCCA 

Sequence 3438 

AGGTACTCTACGTTGTTACCACAGGCGATGACAGCTCCATGTGTGTTATTGCCCCTGAAG 
ACCTTCCAG AG ACAAAATGTGGAGGTGGAAGACAGTGATACTGATGACC CTGACCCTG TG 
TGGATCTAGGCTAACATGTGTrrrTGTGTCTTAGTTTTCAACAAAAAAGTTT 
NAAATACTAAGTTTATAAAGTTAAAAAGTTACCCCGCTGTACCTGCCCG 
Sequence 3439 

AGGTACTGACTTGAGACAAGCTCTAACTTTTTAAACATTAGTTCACACGCGTTTATTCAC 
TTCATTATGTTCATTAAGCTTTCA^ 

GTMTATGTGCAACCTTATAAATAGTGTTTTCCAAACTGTGTCCCAGGACTGCAAATCTT 
TMTGTGAAATGTCTTTTTATAATCTC^ 

ACATGC AAACTC AAGTGTGTCACCAGATTTTACTTCATTGGCGCTC GCCAGCCCG CC AGG 

CTGGCAATAAAGTGCCTCCAGCCACCTCTGGCAGGTCTCCTCACCCACAGCCCCTGACTG 

GTCACCACTATAGTCGTATGAGGGGCCAGGACAATCGCTTGGGATAAACTCCCATCTCAG 

CACTGAATAAAAAACATTCTGTGTCACAATATCCTAG1TTTGGGGC7TTAAAAACGTCTA 

GG TGTT CCTCACATGCCTTGTCTATAATAAAGAAAAGCAAGCAGTAGTTGGGTATTGGTA 

GCTTTTGAAACAAAAGCCCTACTGGTCTTCTAATTTTGGATAT 

Sequence 3440 

CCGCGGTGGCGGCCGAGGTACTTAGCAGCAGTCTTCCTGTCTGGAAAGGAAACATTGCTC 

AGATTGG AG ATACTGG CC ATTTTATAG ACTTCAAAGC AACTTAG GCC ACTG AACTGTC AG 

GCGGGAAAACAGGATGTCTTCCATTTGGMGCCCCTTTGCTTCTAAGAAGTTCCAGAGAC 

CATCCCAGGCCCACAGAGTTATAAGGATTCATCTGGGCACTGAAGACATTTGGGACCTCA 

GTGAAGTTTCTCCGAGGCCAGATGGTCACATTGATTTTCTGGAATCATTTTGAATAAAAA 

TGAGCGAGGTGGTGAACACAATGCAAGGCTCTCCACGTACCTGCCCG 

Sequence 3441 

AGGTACCACCTGCTGTATCCTTCCCCACCTCATCACCCCCAAAGCCATTTAGTGCCAAAT 

GCTACAGTAAAAACCCAATGCATTTACATAAMTMTGCCTMCTGCATATTTACATTTT 

TTAGAAAAAAAATCCCATTAAGCTCTTCTAGAAAGTTATGGCAGGAAAGGTAAGGACCAA 

GGCTATGAGCAAGCCATATGTGGAAACTTAAAGTAGATGAGCACTGAGTTTCTCCATAGT 

TGGAAAAAAGCCACACTGAGCCCACTCTTCCTGTGAGGCAAGATGAGACCTTCCTTTTAT 

ACCCTGTTGAGAATCTCANGTGGACAACGTGACTGCATGAGTGTTGAAAGGCAAGCTTGC 

CGGCTTAGTTATCACCTTGCAGAGGTAGCTATGCACTACACAGCCACACTGCCCAAAGCG 

CGCTACTAAGAACACTGGTCCTACAAANGGCTCCTTGTNAGAAAACTTTTAGGAATCACA 

AGTATTTAGAAAATCTATCCACTATCATTTTTCTTCCTAGAGATCCCGCAATGCACATTA 

TCACATGGGAATTTTCAGAAAGTTTNTTTTATTAAAAGAAAATGCTT^ M I I I I I I N 

AACCTAAAAGTTTTCCATATCMCCCTGGAACCTTTGGGAATCTTCTTTAC l ITTTTTTA 

AGG NGGA CCNCATTTTNATTAGAAACMTNN7TTNTGGAANAAAANGCCTCCTTNTATTG 

GGCTTTTGGAANAAAAAATNTTrTGCCGGAAAACCNAAAANNATTNATTTAA I [TTTTTI 

ACTTTAAAAAA 

Sequence 3442 

CCGCGGTGGCGGCCGAGGTACGCGGGGACACCAAATCAACCATAGGTCCAAGAACAATTG 
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GAAGCAGAATNCACCTTCTGAGGCACCTTCCAGCTGCCCC 
Sequence 3432 

CCGGGCAGGTACCATATCAGTGGAGAGCTGCAGCAAGGTGGCCCCTAGAGCCACGCACCA 

GCCTGCACATTGCCTCTCCATACGGCAGCCCTTTATTTGGAAACTTCCTAAATCACTTTG 

CTGTGTGTGTTTACACGGGTGGGTTTTGCTTTACTTGCCCTGAGAGCACACGGGAGTGCA 

GCACACACCCCAACCCACATCAACTGCCATTAMGAAAAGAAATTTCAGCCCAGAATTTC 

ATGTCCAGCAAAATTMGCATCATAAGTGMGGAGAMTMGATCCTTTTCAGACAAGCA 

AGTGCTGAGGGAATTTGGTATCACCAGATCTACCTTACGAGAGCTCCTGAAGGAAGCACT 

AAATATGGAAAGAAAAGATCATCACCTGCTACTACAAAAACACACTGAAGTACCT 
Sequence 3433 

AGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAGGGAATAGCCAAGTTTG 

TTGCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGTCTCAATCAAAATGGGTTCAGTT 

AACACCATCAGTTTCTTTCCTCTTCCAGATCCAGTTGAATTCTTGTGGGCATTCTGGATA 

GCTGGAACAAGCTTAGACATGMCCCAGACAACTTGCAAATTTCAAGGAATTTCTCACTG 

GTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCATGGGTTC 

CGGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTAGATCCTAAGGCCTTCTCCT 

TGTCTCTTGTCCAGGGACATCCCAGGGAAGGCGAACTTGCCCAGGCAGATGCGATAGACA 

GCGCTCAGAGGAATCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTNGTATTTGCAG 

ATCAAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCA 

Sequence 3434 

AGGGGGACTTGGCACTTCACAAGGCTGGCTCCTCTTCCATAGGCTCACCAGCAGTTCTGC 

TGTCTTCCTGAGCAAAGGGCTGTTCCACATCCACTGTTAGGGAGGCCAGGGCAGAAACGG 

TCTCTGTCTCCTCTTGCAACTGAGCACCAGCCAGAGCACAGCCCCTTGGCACAGCCACCA 

TCCTTACTGACTTCCAATACTTGCTTTGMTTTCAATGATCTTCTGTAAAGAAATAACAG 

CATTCATATTCGGGCTTTGGTGGAGMTATCTTCTGCAAGTGGCTCCAGCTCATTTCCTA 

GAAGGGCATTTACACAGGGCTTCTGATGCATCACAGATGGCTGTGAGATCATGTCCTCCT 

TCTAGAGCCAACACCACACGTCCATCAGCCAATGTCATCAATTGCTTCGTCAAATGACCA 

AAACATTTTGCCCGTCACTTTGTACCTGCCCGGGCGGCCCGCTCTAGAACTAGTGGGATC 
CCCCGGGCTGCAG 

Sequence 3435 

CCGGGCAGGTACCAAATGTGATTTTAGCTCCATTCAGGGCCCAGGGGTAACCAGCAGTGC 

CACCAAACCTGTCAGCAGGTAAAGAAACTTCTACCATCCCAAAGTGCAGGTTACAGGAAA 

GGGGTCACTCCTTAATGACGACCTGGGCCTGCTGCATAAGGCCCATCTTATGCAGCATGT 

GGGCTGTCCCATCTTCCCCACTCTCAGTGACTATGTAACTGTGTCAGGGTGAGTTGGTGC 

AGTCTTTTGTCTTATCACGTGCCTCCATCTCCTGGAGGCAGGGTGCCCAAGGAGGGCAGG 

GAGGGGTTCTTGTGCTCCTTTAAGGGATAAGCAGTTCATAAACAACTATGGGCCTCTGTT 

TATTATGAGAGTTAGTCTGCAAATTAGGGCCTGGCAATTAGAATCGGTCTGCATCAATGA 

GCTCATACTCTGTTCCTGGGGAACAATGTAGAATAAACATCTGACCAAGTAAAGACCCAG 

AGATCCCACTAGGTGGCCCTAGGTGGAAGCCCCAAACATGTTCCAGGGAGTCTGTCCACT 

AATrrTGCAGGANAGAAGGGGTGAGATTTGTTMCTTTGCTCTTCAGTTCTGGAGATAAA 

GTGCTTACTTCTACGCAGGGGTAAATCTAGAAACAAATGTGAGTGAAGCCCCTAAAAGTG 

GATCCTTAAATAGGGTGCTAAAGACTTAAAAAGAATGATTT 

Sequence 3436 

AGGTACAGCCTGGGCTCCAGAGTCAGCCTCTACACTCACCAGACTATGGCGGATTCATCA 

TTATACTGGGAAGCAACAGCCTGGGCCCCAGAGTTGGTCATCCGTCCATGCACAGATGAG 

GAGAGGTCTCAGGAAGCTTTGGCGTGGTCTGGGACCTTACCTCTTTGTGTAATGAGTTGT 

TTGGTGTCCCCGCGTACCTGCCCG 

Sequence 3437 

GAGACGGAGTCTCGCTGTGTCGCCCAGGCTGGAATGCAGNGGCGAGATCTCGGATCTTGG 



Page 607 of 869 



WO 01/51628 PCT/USO 1/00798 

Table 2 



GCCACGTTNCTACCAAAATTGCCTACCTGCACCTGNGACCCTTCTACAGCACAACCCGCA 
GCTTCCTTGGCATNCACCGGCTAAACGNCCCCTTGAAATGTGGCCAGNCCCAAGAAGTGC 

Sequence 3427 

i ii u n i lAAGGNAGAGMTNGTTTGGTTTGGNGAGAATATTTTTATGGGCTAAGATTA 
AGTTGTTCACAAAAACCTGTCAAATTTTAATTACCCAAAGTGGTAACATCAAAACTTCAT 
TTACTTGCTTATTCCAAAAGGGAGTTGAATATATTTCACTTACTCAACAGCAGTTTTTCC 
AGTAGATCTAGTAAAGACTGNTATAGCACCTGGGCGCGGNGGCTCACACCTGTAATCCCA 
NCACTTTGGGAGGCCCGAAGCAGGCAGATCACTTGAGG 
Sequence 3428 

CCGGGCAGGTAC I I i II 1 1 I I I I 1 1 1 1 1 1 1 1 1 1 GTTTTTGCTTTACCTGAGTATGTGCTT 

ANAAATCAGGAGAGGAAGGGGAGGAGGTGGGAGAGAGTGTGCAGGGGAGGGCTGACGCTT 

AMTGCCTTGGGAAGTCTTCTGTTCCACCAGACAAATTCTTTCTACGAGTTCCTTCCAGA 

GCTCAGTATCACCAGAGGATGCAGTCAGAGGGCAAGGAGACCGGAAGGGGTTCTGGNGTG 

TCTGNGAMNTTGGCTGNAGGGTCTAMTGAMTTGAGCTTTGGGCCAAAANAATTTTCN 

TAAAACTAAAAACAGACCAAACCCCAAACCTGNTTNTGAGATCTCACTTGATGCCCTGTG 

ATTCCCTATTACTTTTGGCTTGCCAGGAAGCTNGGAGCTCAA 

Sequence 3429 

CCGGGCAGGTACCACATATCCCGT7TGATTTCTATTTGTGTGAAATGGCCCTCCCCTGGG 

TCAAGCCAACACCTGATGCAACTTCCTTCAGTGAGGCCTTCCTGAAGAGCAATCAGGACC 

CAGCTCCTGATTCTGCTGAGCAGGCCTCTTACTTTTCCCTGGTGACAAAAATAAACAATG 

TGATTGGCAATCTGTGGCTCCAGGGACATCTGAAGTGCAAATTGAAGAAGTTGGATAGGT 

GGGATCCTATAAAAAGAGAATGGTCACTACAGGCCACAGTGCAGCTGCCCCGCTGGTAAT 

ACACAAGATTCTGCCAAGGCTGGAAGCTGTTGCTGCCCTGGGAAACAAAGTCGGGGGAAG 

CCTGAGAGCACAGGATCCTTCTGAAGTTTTGACCATGCCTACCATGCTGACGAAACTGGC 

TTGGAAATCAGTTCTTCTGATGCTACAGTGAAGACTGTCATTACAACAGTGCCACCCAGT 

CTTCCAAAACTGGACCCAGAACTCCGTTTGGATATCAAGGTATTGCAGGGGTGCCTTTAG 

CAGCCATTTCGGCATGCCCGCTTGGTTCAAGGGAAAATGGCTCTCANGTTCACAAGTTAA 

AGTTATCATCAGACTACTGMGGACTTTGAGGGGtTTCGTTTTTCCTGGCTTTG 
Sequence 3430 

CCGGGCAGGTACGCGGGGGTGATCAAAGAGGGAGACACAGACACAGAGAGACAAAGGCAA 

GGAGGACTGTCTGGGAGCCACGCGGGCGATACAGTTTCCGAGGCACGCCGCGTCCCGCCT 

AGCCTGTTGAACAGTGCGGATTTGCGAGGCGCGCCCTGGAGCTGCTAGAGATCCGGAAGC 

ACAGCCCCGAGGTGTGCGAAGCCACCAAACATCCCAGTTACCAGTGTCCTTGAATTGATA 

GTGGCTTCTGTTTGTCAGTCTCATATAAGAACTACAGCTCATCAGGAGGAGATCGCAAGC 

AGGGTAAGAGACACCAACACCATGTTCTGCACGAAGCTCAAGGATCTCAAGATCACAGGA 

GAGTGTCCTTTCTCCTTACTGGCACCAGGTCAAGTTCCTAACCGAGTCTTCANAGGAGGC 

AGCAGGAAGCTCAGAGAGCTTGCAAAGCAACCGTGCCCATCTGTCAAGACATTCCTGAGA 

AGAACATACAAGAAAGTCTTTCTTAAAGAAAAACCAGTCCGGAGCCGAGTCTATCTTTAC 

ACTTTGGCANGAAAGTATTTNCAAACTGATTTTCCCAGAGTTTTGAACGGCTGAATTGTT 

ACACTTCANAAAAACAATTGGNCAAAGCCCCAAAATTAAAAAGAAAAGG 
Sequence 3431 

ACACCAATTGGGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAGGTCAGCCCAAGGCTG 

CCCCCTCGGTCACTCTGTTCCCGCCCTCCTCTGAGGAGCTTCAAGCCAACAAGGCCACAC 

TGGTGTGTCTCATAAGTGACTTCTACCCGGGAGCCGTGACAGTGGCCTGGAAGGCAGATA 

GCAGCCCCGTCAAGGCGGGAGTGGAGACCACCACACCCTCCAAACAAAGCAACAACAAGT 

ACCTGCCCGGGCGGCCGNCCGGGCAGGTACGTGGGCCTGTCTGCAAACCAGTGTGCCGTG 

CCAGCCAAGGACAGGGTGGACTGCGGCTACCCCCATGTCACCCCCAAGGAGTGCAACAAC 

CGGGGCTGCTGCTTTGACTCCAGGATCCCTGGAGTGCCTTGGTGTTTCAAGCCCCTGCAG 
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GCTTCTGTAAT7TTCC 
Sequence 3420 

CCGGGCAGGTACTGCTCGGAGGTTGGGTTCTGCTCCGAGGTCGCCCCAACCGAAATTTTT 

AATGCAGGTTTGGTACCTGAAATCTCTAGATATAATATTAAAAAAACAAAACAAACAAGT 

CAGCATTCTCTTACCTGGGAGCATTTTNTGNATATTGACCTTGCTTTGTTGAAAAAGTTC 

TGTTAACCATTCTNGATGTTGTAATTTAGCTAACTGCTGAAGACAAAGTAGGAAGAGAGG 

AAAATGGGTGCCACTTTCTAGTGGTTGAGCTAGTTCTGAAATGCTCACCAGCTCTGAAAT 

GATGGCNCGAGCTGCAAACTGTGCTAAATAGGATTTCACCAAAGGGATGTCAACCTNCAG 

TTTGGGACACTGGTCCAATNCATTCANGAAAGCCTG 

Sequence 3421 

AGGTACAGATGGCTTCCAGGAACAGGCTCACCAATGAATGAAGGAGAATGAATACAATGA 

TCATGATGAAAAAAGATTTAAATTTCTTGCTGATTTGGCATAAAATGTTGAAACCAACAA 

AGACAACATAAAACTCAGAACAGGTCCCTGTGATGAGAGCATCAAAGCCTCGCGTGGTCA 

CCAGTGTGGCCCATCCAAGAAGCATGTAAGGTCAGGTCCCACATGAGAAAACTTGACACA 

GCCATGCCCTGAACTCTTCCTGCTACCATATCAMGAMTTTGATTGAAGTTTGTTTTCT 

CTATAGAATATGGCATTGCAAAATCCTTGTTGTACCTGCCCG 

Sequence 3422 

GAGTTACCTGGTTGCCATGGTGTGTGAGGATCCTTTTCACCTGCGTTGCTGAGAGTCCAG 

GTTTATTCATCATGCTGGGGGAGGTCTTGATCCCTCATCCCTGAGGCCACCACAGTGAGG 

CAGGGGGACGCATCTCCTCATGAGAGATGATCAGGGACCTCTTCCTGGATGAGAAAGGCA 

ATCGCGGATGAGCCCCCAAGTTGTTAGAAACAAGAGCTTGGAGTCACAAGGAAAACAAGC 

ACCCAAATGCCAAATGAAGGATTTCTNAGCAAAGCAAAANTTACTTCT 

Sequence 3423 

GGAGAGACGGGGTTTCACCATCTTGGCCAGACTGGTCTTGAACTCTTGACCTCGNGATCC 

ACCCTCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACATAACAGCAGTTCT 

CACCAAGCATCTGACAGCCGAAAAACTGAAAGCATTAGAGAATGCTACAGGACAGGCTTT 

GGCTTAGTAGTGAGTTCTGAGTTCAAGCTGAGGCTCTGCACTTATTAGCTAGAACTTTGC 

TTAATCTCTCACAGGTCTCCTNTAAATGATTAAATGG 

Sequence 3424 

CCGGGCAGGTACTGGCCACGACTGCATGCCCGCGCCCGCCAGGTGATACCTCCGTCGGTG 

ACCCAGGGGCTCTGCGACACAAGGAGTCTGCATGTCTAAGTGCTAGACATGCTCAGCTTT 

GTGGATACGCGGACTTTGTTGCTGCTTGCAGTAACCTTATGCCTAGCAACATGCCAATGT 

AAGTGCCTTCAGCTTGTTTGGGGGAGACTGGGTAGAGAGGTTAGATGGGAGGGCACCCTG 

CCCTGAAAAGGAAAACCTGTAACCTGAATTCCAGGTACCT 

Sequence 3425 

CCGGGCAGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGAGGAGAAG 

TAGCAGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAGATTTCCCAGCAATCTT 

GAGCTTCAGGCCTGGCACAGCTCGAAATAATTCCACTTCGTCGTCCCCGAACGGCTTGTG 

GTCCTCCTTCCCAAACATGCTGAGGTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTTTT 

AAGTCAGATCATGTCAGTTCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGAC 

ATCTCCTACAATTTCCTTGACACCTGCAGCACTCCAGCCACACGACGGCCTCACCCCGCG 
TACCX 

Sequence 3426 

AATCAATATTGTGGCTACTGNTGNGGAGGMGGGACAGGNGCGGAGGCCAATGCCACTCA 

GAATATCTGCATTTCTNCACAAATGGGATCAATGACCTTTGAAGACACCANCAATTTTTA 

CCATCCAAATTTCCCCTTCAGTGGGAAGATAANAGTTAGGGGCCATGATGACTCCTTNCT 

CAANAACCATCTAGTGNTTNTGGTGATTTATGGCACAAATGGAACCTTCAACCAGACCCT 

GGTTACTGATAACAATGGCCTATCTCCCTTTACCTTGGAGACATCCGGTTGGAATGGGAC 

AGACGTTTCTCTGGAGGGAAAGTTTCAAATGGAAGACTTATTATATAATCCGGAACAANT 
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TGCCATT TTCATT CCTNANCCTCNCAAGTGGCTGGGACTGNAGGCACCCGCCACCANGCC 
TGGCTAA I im I G TATTTN TAGTAN AGACAGG ATTTN ACCATGTTACCCAGNATG GTCT 
NGATCTCCTGACCTCGGGATCCGCANAGGCGNGNN7TTCCAAAATGCTGGGACTACACGT 
GTGANCCACCACTNCCANACANTCCNCCTTCCTNGGCCAGTTCTAAGAACTANGGGGATC 

CCCCCGGGGCNTGGAGGGAATTCGNNNTTCNAANCTTTNTTNNNNACCCNTCNAACCTCN 
CAAGGGGGGGG 

Sequence 3415 

AGGTACCAAAACTAGGTGGCTTAAMCMCCGAMTTTTTCTCACAGTTTAGAAGCTGGA 
GGTCCAAAATCAAGGTGTTGGCTCTGACTGCTCTAGGGAATTATCCCCGCTTGCTGCTTC 
TAGTGTTTGCTAGCAATCCCTGACATTTCTTGGCTTGTAGATCACTAAAGTCACTTAGAT 

CTCTCTGTGTATGTTTG TGTG TC C AAAAT 
TCTTTT TGTAAGGAC ACCAGTCATATTGGATTAGGGCCCATGGGAATGACCTCATTTTAA 
TTTTAAi m it u i f 1GAGATGGAGTCTCACTCTCTCGCCCAGGCTGGAGTGCAAGTGGC 
ACGATCTCAGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCAATTCTTNCACCTTAACC 
AGCCGAGTAGCTGGGACTACANGTGCCCGGCACCACGCCTAGCTAATTTTGGGGATTTTT 
AGTAAAANGTGAGGGTTGCCATGTTGTGGGCATGAACCTNCTGGACTTAAGTGATCTGCC 
CTACTTNGGCCTCCCCAAMGGCTNGGGATTACNGGGCTGGAGTTACCCTTGAACCTTTT 
CTNGGCCCTTVIATTTTNAATTTGGATTACCCTTTGNGGAANAACCCTGTTT^ 
AAGGGCACAATTTCTGGAGGTTANCTTTGGGGGATTAAGGANGT^ 
TTTT 

Sequence 3416 

CCGGGCAGGTACGTGGGCCTGACTCCTCCTCGGTGCCCAGCTCAGTATTGGCAACTAGGA 

GAGTAGTGAGATTGAACTTGGCCTTGAGGAACAGCTGCCTCTAGAGTTGGATCAGACAAG 

GGTGCTGAGAGCCGGGACTCACAACCAAAGGAGAAATGAGCAATCCGCGGTCTTTGGAAG 

AGGAGAAATATGATATGTCAGGTGCCCGCCTGGCCCTAATACTGTGTGTCACCAAAGCCC 

GGGAAGGTTCCGAAGAAGACCTGGATGCTCTGGAACACATGTTTCGGCAGCTGAGATTCG 

AAAGCACCATGAAAAGAGACCCCACTGCCGAGCAATTCCAGGAAGAGCTGGAAAAATTCC 

AGCAGGCCATCGATTCCCGGGAAGATCCCGTCAGTTGTGCCTTCGTGGTACCTN 
Sequence 3417 

GTAATACGACTCANTATACTATANGGCGAATCNGGAGCTCCACCGCGGNGGCGGCCGCCC 

GGGCAGGTACGCGGGGTGCTTTAAGAATTAACGAAAGCAGTGTCAAGACAGTAAGGATTC 

AAACCATTTGCCAAAAATGAGTCTAAGTGCATTTACTCTCTTNCTGGCATTGATTGGTGG 
TACCT 

Sequence 3418 

AGGTACGGCATCATCACCATGCGAGGCCTGACGACCCCTGAGCTCCGGGTATACCCGCAC 

AAAACCCTCTACGTCCCTAATCGGAAGGTGAATTCTATGTGCTGGGCCTCACTGAATCAC 

TTGGATTCCCACCTTCTGCTGTGCTTCGTGGGACTTGCAGATACTCCAAGCTGTGCCGTG 

CTGCTCCCAGCGTCGCTG7TCATAGGTAGCTTCCCAGGAATGCGTCGGCCTGGCATGCTT 

TGCAGTTTCCAGATCCCTGATGCCTGGTCCTGTGCCTGGTCCCTGAGCATCCACGCGTAT 

CACTCTTTCAGTACCTGCCCGGGCGGC 

Sequence 3419 

AGGTACi irm IMTTTTTGTGTTTTTAGTAGAGATGGGGTTCCACCATGTTGGCCAGG 

CTGGTCTCAAACTCCTGACCTCAGGTGATCTGTCCGCCTTGGCCTCCCAAAGTGCTGGGA 

TTACAGGTGTGAGCCACCACACCTGGCTGAGTTCAACTTTTTGTAAGTAGTATCCACTTA 

AGGCAmGCTMCTCCTMTTGTGTGTGCTAGGGCTCAGACACAAAGTTTTTCACTAGC 

CAAMTTCAACACTCTCACAGAATAGGAGGGACAMTATTGTAGTTTATGGTCTTCAAAG 

GAGGAGAGAGCCATGGTAATACACCCTAGGCTTTCAACTTGATATCTGAGAAAAATTTTG 

TTCTGAGAGTAAGAGCAAACCAAAATAGATCAGCCTCAACAGTTACTAGAGTGGTATGCT 

AATATTCTATCTGCCGAAAGAAAATGGAATTCTCTTTGGAGGAAGATAACATCATCCAGA 
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CCCAATTAACAGCAAATACAGACCTTACACTCTGACTGNAGGGGCCCACCCATACCNTGG 

ATCAAGTGCCGTNCATCATGAAAGGGTGGGAMTGGGGGATCCCTGGCCAATGTTTTTNC 

CAAAATTTAGAAANGGACAAAAGGTTCATCTTCTANTCCCCATTGGNAACCACCAGTTTG 

GNGGAATGGATTGANCCTCCCACCGTGGGCCATNTTCGGGTTTCCAAGNCCGTTGTTTAT 

TTCCCCGTGCCAAACAAGNGCCTTAGTACCCTGCCCGGCCGGCCGCCCGGGCNGGTCCTT 

TTTTTTT7TT7TTTT 

Sequence 3409 

CGCGGTGGCNGCCCGCCCNGGCAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGA 
CGGAACCATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATAC 
CACTGGAGAAATAGTGATGA 
Sequence 3410 

AGGTACi FTTTTTTTTTTTTT7TI I GGAGACCCATCTTCTTTAAAGAAGTAAAATTTGTA 

AAAAGACTAAAGAGAACTGAATGACTGGGAGAATAAGTTACTGGAGAGAAAGGATGATTT 

CATTCAAGGCTGCTCTTGCTGTAAAGTCTAACMGGATGGGACCTGTTTACCGTTAAACA 

CACACACAAGCGTGCACGTGCACGCGCGCGCGCACACACACACACACACACACACACACA 

CACACACACACTCAAAGAAAAACCTAGAACCAGATGGCTTCACTGAAGAATTCTACCAAA 

CATTTAAAGGAGMTTAATACCAATCCTCCTGAAACTATTACAAAAGTTGAAGAGGAGGA 

ACATTTCTAAATTTATTCTATGAGACCAATATTATCCTAATACCAAAGCCAGACAAATAC 

ACTACAAGAAAACTACAGMCAATAATTTTTCCTGGTGAATATTGATGCAAAAATCCTCA 

ACAAAATCTAGCAAACTGAATTCAAACAGNNCCTGCCCGGGCGGGCCGCTCTAGAACTAA 

GG 

Sequence 341 1 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGCTAGTAAATCTTGATGTTCATAGGTTCATC 

AAAAAGCTCTTGATGTTTCATAGGTTATTATTTCAAGAACAGCCTGTAACCTTATGATAC 

AGTTGAGCATATAMTTGGGGTGTGGTATCCCCATTACCTATTTTGTGCCTAGGTAGCTG 

GCCCAT AGTATTT MTGATTTTTTCAGGAGGCCATTGATTATTTTTCTAGCCTCC 

CTATGTCTTTTTTGATATTTATATTTATTTT^ 

TTCTCATTATAGACTGGATATCCTMGAGTTCCCCTTGCTTTAGAGGAATTAGGAAAGAA 

GGATGGCTTGATTGTTCCTAATACA 

Sequence 3412 

CCGGGCAGGTACGCGGGGGCGACCGGGGTTCGGCGCTCGGGTGAGGAGCTGGTGGCGTCG 

GCAGGTTCGAGGCGATTCGAGCTCCAGCTAGGATGATCGAGGTTGTTTGCAACGACCGTC 

TGGGGAAGAAGGTCCGCGTTAAATGCAACACGGATGATACCATCGGGGACCTTAAGAAGC 

TGATTGCAGCCCAAACTGGTACCTCGGCCGAATGTTGCAGGCTACTCTCTGCCGACCAGG 

CCGCCGCCCGTCCCTCGTGACTACCCCCGCGTACCT 

Sequence 3413 

AGGTACTGAGAGCCTGAGGACATAGAGCTGATGCAGAGGTGGTCCTCATGGACCCTCACC 
CTCCATCTATTTGTAACCTATTTTAAACGTAGAGTMGACACCTTGAATGTTCTTAAAGG 
NAATGTTAT ATGC TGCTTTNTNAAAAANGATGTGCANTAAAAAAAAAAAACTGCNGTANT 
TTCTANAACTTTTAATGATTTTrAAGTTAGACATTTTTM 

AGNCCCCCATNNTTTCTGTATAAACAAGCCAAACGTAAACTGGGGGGGGGATNNGCTTAT 

ACAGGGGTGNAAAACACCCACNANCACNTTTACCCCCATTG1TCTCTAGGGGGNCTTTTT 

TNCAAAGCGNAGNGAGGCTTCCTTTTTANNAAAAMNANNTTTNGTTGTTGTTAAGAACC 

GCCCCTNNTANNNTTTGGAAAAAAAATCCCCMGNAAANTTCAAATTTT 

Sequence 3414 

GAGCTCCACNGCGGTGGCGGNCGCCCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTT 
TACTTCCCTACTTGAAAGTTCTACTCTGAGCCTTGACTCTTATCCACAGTGAGGCATGTN 
GAAGGTTCCTGCTGGTTTATNCTTTTTTTN I" 1 1 I M I I AGACAGAGTCTCACTCTGTTGC 
CCAGGCTGGAGTGCATCTGGCACGATCTNGGTTNACTGNAANCTNCNCCTCCCGGGTTNA 
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GTTGCTGGTCTGCTATGGGTTAGTGGAGCATAACTCAGCCCCAACTGGACTCCACGGGTG 

GCTGAACCATTAGTAAGTTGCTAGGGGTACCTGCCCGGGCCGGCCGCTCTAAGAACTAAG 

TGGATCCCCCCGGGCTGCAAGGGAATTCCAATATCAAAGCTTATCGGATACCCGTCGGAC 

CCTCGAAGGGGGGGG 

Sequence 3403 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCTCTCTCTCTCTCACACACACACACACAC 

ACACACACACACACACACACACCCACCAAACAACAGTGTATCCACAAATGAATGAATGAA 

AGTTTT ACTTA TAACTTCACTGAAACACAGCTTTTGCTTATTCTAGTTTAGGAACC 

GTGATATTTTGGGAAACCTTTTATGGATTTAAGAAATGATCCCTGGCTGGGCGCGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACCGAGGTCGGGAG 

ATCGAGACCATTTCTGGCTAACACGGTGAAACCCCGTCTCTTTAAAAATGCAAAAMTTA 

CCAGACATGGTGGGGGGCACCTGTAGTCCCANGCTACTTTGGGAAGGTTAAAGCAAGACA 

ATGNCGTNAACCCCNGGGAAGGCGGAGCCTTTGCAGTGAGCCCNAAATTANCAACCACTT 

GNACTTNCAGNCCTTGGGTGGAAAAGAACCGAAGACTTCCCCCCCCAAAAAAAAAAAAAA 
AAAA 

Sequence 3404 

CGAGGTACACTGAACNACAGCACAGAGAAGTCCANATGCCGAANGACAAGAGGGGCCAGG 
CCAGGCCGTGAAAAGCTTTGTGCGCTGAGGTCAGATTTGGNCTTGACACTGNAGACANAA 
GAAATGTNCTGTACCTGCCCGGGCGGC 
Sequence 3405 

CGAGGGTACAACAGATAAGTCCTCACAAACTGTTCCCAGCCCTAGGCTGACAGGAGAGAC 

GAACAGGCTGTCCACCTTTCTTCTCCATCCAATGGGATGGATCCATGTTCATTCCCACTT 

CACACCTTGGTCCTGCTGATTAGAGAGCTCATCAGAGGGGCCTGGAAAGGCTGAGCAAGT 
ACCTGCCCCN 

Sequence 3406 

CGAGGTAC I I I II I I I 1 I I II I I I I I I I I I I I I GGGNCTGNTTAGCTTTTAGTAAGTCCC 

GGGAACGCCTGTGCTGGTGGTGACGATGTTTGTGCAGGCGGTCGCTCCGATCTGATCCAC 

GACGTTCGTCGTTCTCCCTTCGGTCTAGTTTGAAGGCCATGTCATCGGAGAAGGTGTCGG 

AATCAGAGCTGATATCATCATACTCCACCAAAGGTTTGATAACTGTGCCCAGGGATGCTG 

CTTCGGGGGTNACCAACCCCATGTCTTTGGAGTGTTTGGACTTATGCCGCTTGTGCTTCG 

ATACCAAGCGGTGACNCTCTNTGNTGTTAGAGCTGCCGCCTCCCGATGACGGCTGCAAAG 

TTCCAGAAGCTTCTTCACTCCCGTACTTNTTGCCCCCATGTCTNTNTGAATTGGGCATTC 

CCTTTCCCCTGACCTGAAGAMGGAAAAAAGTTTCCCAGNACTTCAAAMGCAACCCCCC 

NCCGCGTACCTGCCCGGGCGGCCGCTTTAAA 

Sequence 3407 

CCGCGGTGGCGGCCCGAGGTACAGGAGGCATGGCTGGTGAGGCCTCAGGAAACTCACAAT 

TACGGTGGAAGGGCAAAGGGGAAGCAAGCACATCTTCACGTGACGGCNNGANAGACAGTG 

AGTGAATGGGGAAGTGCCACACACTTTTAAACCGTCAGATCTCATGAGAACTCACTCACT 

GTCACAAGAACAGCCCCCGCGTACCTGCCCG 

Sequence 3408 

CCGCGGTGGCGGCCGA GGTAC CACATTGCCTGGAAATCCACTTGTGCATTAACCAGAGCT 

TTAGCAATCTGTGCTGAGTTTTGAAAGTGCACATTATCATCTGCTGTTCCGTGGATGAGA 

AGATAGTCTACATTTCTGAAATATTCTGCTCTTGCCATCACAGTTGAATTCTTATAGTGC 

TCAAGATTATCATCCTTTGTTGGGAGACCCATGAATCTCCCTGTGTAGACAGACCGCCGT 

AATATTCCCAGCTGGAGACTGGAGTCACTGCTATACCACATTTGAAAAGACCAGTTCCAG 

ATGCMGGGGCCAAGTGATGAAACCGTATCCTCCATAGGACCAGCCCCATATGG.CTATTC 

M M u CATCAATGAAACCCATTTCTATGAATTTTCTGACAGCTGTAATCTGGTCTTCAA 

CTTCATAAACACCCAGCTTTCGATACACTGCATAGAGGAAGTTTGTCACCTTGGAAAGGC 

TGTTCCTCGACCATCCACCAAGGCAATGACCATCCCTTCCTTACTTGCAAGATAAGATAT 
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GGGTGGAGGAAACCTGTAATTTCCTTCTTMCATGTGTTTGAAATACCAAGTGAATAATA 

CTGTTCTGGAAAAAMTGATAAACTAGTGGAAATTAMGAAATTAAGGGTTTTATATAAT 

AGACAGGCCCCACCTCTCAAAATATTTTTAGAAGTCTTTTTGTAMCTAAmCTTTT 

TCACTATTTTGCATCAGTAAAATGATTTTTTTAAAACCAATAMTCATCMTTATTAGM 

AAAAAAAAAAAAAAAGTACCTGCCCCGGGCCGGCCCTCTAGAACTAGTGGATCCCCCCG 

Sequence 3396 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACCACTCTTTA 

CCAAACTGCTAAAGGAATCGAAACCTTCTCCAGAGGTCAAATGGTCAGGAATTCGAGTAA 

GGCACACTCTCAAATCCTTAGTAAGGCCAMTATCTTTTTAMTTCAGCATCACTCTTCA 

GATGTAATGCCTTATTACTCCTTCCTTGAGMTCTTTCTTGTCATTTCTTCCTTGGGCAC 

CTTTATCTGATGTTGATGCCATCTCATTATGGATCTTTGGTTCTTGGTCTCTAAAAACAC 

ACTGTTGTGA AGTA ACAGTTGTTGCATCAACAGAGGAACTTATTTTCTCTATGCTCTGGA 

GGACACTTCCTTTTCTAGCATAAATGACGGCTGTTACTT7TCTGGGGGCATTGTGTCCTG 

TACCT 

Sequence 3397 

ATACGACTACTATAGGGCGAATTGGAGCTCACCGCGGTGGCGGCCCGAGGTACGCGGGGG 
AGAGCGCGGTTACCCTGGCAATATTGGTCCCGTTGGTGCTGCAGGTGCACCTGGTCCTCA 
TGGCCGCGCGGGTCCTGCTGGCAAACATGGAAACCGTGGTGAAA 
Sequence 3398 

GTAATACGACTACTATAGGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACTGG 

ATTCACAGAAGCATAGAGTTTCCAATATAACACATTCTGCTAAGTCAGAAACAACTATGT 

TTTATmATTTTATTTTTTATTTTGGAGACAGGGTCTTG 

TGCAGTGACATGATCATGGCTCACTGCAACCCCGAACTTCCAGGCTCAACCAATCCTCTC 
ACCTC A ACCTCC TGAGCTGCCGGGACCACAGGCCTGCATCACCATGCACACCCAATTTTT 
I I I I lAAl till IGTAAAGACATGGTTTCCGTTATGTTGCCCGGGCTGGTCTCAAACTCC 
TAGGCTCAAGCAATCTCCCTGCCTCGGCCTCCCANAGAGTTGGGATCACAAACATGAG 
Sequence 3399 

CGAGGTACGCTAGGTAATCTTAGTTCCTTAGTAAGATTAACTCC7TGTTACCTCTCATGT 

CTGTTGAGCACCAAATTGTAAAGGCAGCTACAAATCCCAGACTTTCCTA 

Sequence 3400 

ATACGACTCACTATAGGGGCGAATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAG 

GTACGCGGGGAGTGAAGGTCTGCTGGAGCAGAGAAACTGACACTGACAAGAAGAACGAGA 

ATGAGAAACCCTGCGACGAGTCTGCTGACAGCTGATATAAGTCTGCAAAATCAGCTGGAC 

CACCAMCGGCAATTGAGAGCTGCACAACCTGCAATTACCTTTATTCAATTAATGCAAAA 

ACAAAAATGGGGAGATGTTACAGGCCGAAAGAATGAAGGTCGTGACCAACTCAGTATACC 

ACTGAAGGCTATATGAGCAAACAGAAAACTGTTCTCATGAAAGCAGGATGTTGGAAAACT 

AACAACTGTGTCTGCCGCCAGAAGGGTTGCTGAGGGCAGTCATGC 

Sequence 3401 

CGCCCGGGCAGGTACGCGGGCAGGCTCAAAATAAAGGAATGGAGAAAAATATTTCAAGCA 

AATGGAAAACAGAAAAAAGGTGTTGCACTCCCAGNTTCTGACAAAACANACTCTACCAAT 

AAAGATAAAAAAAGAGAAGGACATTACANAGGTGGTCCTGACCTTTGATAAATCTCATTA 

TTGCTTGATACCAACCTGGGCTATTTGTATTGCCCAAACGMTAGGATMTTTTGCTGAN 

GTTGTGGANCTTCTCCCTTCACAGAGNCCCTGATCTCCGA 

Sequence 3402 

CGAGGT ACATG ACAAAACAGGCCTTTTAATTTACATCCTCCTTTAATTCTCATTAAAATC 
GCAGGGTTTTTGTTTGAAAGACAGTCCTTTTTTTATTTATTTT 

GGGACCCCTTTATAACTCTCTTGGCTCAGACTCGAACCCCATGGTAAAGTCACCCTTTCC 

GCATCTATCTTCAGGAGTTGCTGGGACTTGTTACTGTGTAGCTGCGTGGGGATTCTGGTC 

TGCTCTTGGACCACTGGCTGGTATCCTTTGTGCGTTTCTTAAGCAGCTCAAAGATAGAAT 
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CGTGAATTCANGTATTTNATCATCTATCANCCTTTAAAATNTTTGNTTTGTTACTCTAAA 

AAAMGTTNTATTTTGGAGGAGAMGGTAAMTNTTTCCAGTTNGGTGTTNCACACATGG 

NTGGTTATACTAAGTAMGATCATCAATTCMTATTTGACATGTATATTANCCCTGTAAA 

TACCTCATGTCCCANATACTAAGNCAGACTTCCACCTAAGCCTACANGANGACGCAAATT 

CTCAGGATTTTCACACTAGATTATTTAGAAAACAAACAAAGATCTGAATTATTNTATAAT 

CTAGTGCTNAAGATTCTAAAAGCCGAAATAACCTCTGCACATGCAGAAAAAGCTGGCTTC 

ATCAANAGTCTGCCTGGCACATTAGGACNGACCCTGTGCCAATTGCTCAAGCGGGTNANA 

CCTGGCCATCCTCCTCACCAGCTTGGGNGAGCTGGTANGTTTCCTTACCTGAGCTTCCAG 

TN ACGCTGTGGG G NAATCTTN AG AANGGGTTCCC AACC ATTCTTAATATC CAAACCAATA 

GGCATNGGNTNTTTCCCTTNGNAAMGMTTAATTTCCATTGAGTCTAAGGGGGAAAA 
Sequence 3391 

AGCTCCACCGCGGTGGCGGCCGAGGTACTCMCATTGGACTTTTCTACTCCCAAAGCCAG 

ACCACACTCCCATAGCATGGTGCTCTGTAGAAGACAGGCAGTTTAAAAAAGACTTCAGAG 

GCCGGGCACAGTGGCTCACTCCTATAATCCCAGCACTTTGGGAGGTGCGGCCATGACAGG 

CTTTTGTCTGCCCTGTGCCTCAGCTCACTCCTCACTCTGTTACCCAGGCTGGAGTGCAGT 

GGCACCATCTCGGCTCACCGCAACCTCCGCTTCCCCGGTTCAAGCGATGCTCCTGCCTTA 

GTCTCCCMGCAGCTGGGACTACAGGTGCCCACCACCACGCCTGGCTMTTTTTGTTTTT 

TAGTAGACGGGGTTTCACCACGTTGGCCAGGCTGGCCTCGAACTCCTGAGCGACAGAGTG 

AGACTTTGTCCGAAAAAAAAAAAAAGTTTAAACAGGCAAAAAATAAACTATGGCGGNGGG 

GGTGCCGGGTGGTNAGAAAAAGTTAAAGGGGCTTG 

Sequence 3392 

CCGCGGTGGCGGCCGAGGTACTGGGAATGGGAAGTTTTCTGAATAAGGGTAACATGGGGC 

AGAATTTGTCTATTGAGGTGCAACATTATGTGCATTTGCTTAMGTTTTACTTAAACAAA 

CTGGTGCTCAGGTTAGTTCTCAAACATTAATTAAGATGCTGAAGAAGGTCACTATACATA 

ACCCGTGGTTTCCACAGACAGGCAGTCTTGATGTAGAAATTTGGGACAGAGTAGGACCAG 

GATTAAAACGGGCTCACCAAAMGGTCTTAMTTTGATCTTT^ 

AGTTTAGTCCGTGCTGTCCTCCTGCCATTATCTTCTTCTTATTCTGCTAGACAGCAGGAA 

TCATATTCCAAGTCTAAAAATCTGAAAAAATATTTTGTCCCACCCACAGTACCTGCCCG 
Sequence 3393 

TCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGTTMGCMGATTTT 

TGAAGCCATTGCACTGCTTCCCTGGCTTCTTCTGGTCCTAACTCCTGAGGCTCTCCTCTC 

TCTTCTGGTTAAAGACCCCTGGATGGCTTCAGAGCAACAGAAATCTCGGCTCCTGGTTGA 

AGAGGTGAAGAAAAGCCCCCGCGTACGAGMGAAATTAAATGTGACTTCGAATTTAAAGC 

AAAACACCGAATTGCTCATAAACCGCATTCCAAACCAAAAACTTCAGATATTTTTGAAGC 

AGATATTGCAAATGATGTGAAATCCAAGGATTTGCTAGCTGATAAAGAACTGTGGGCTCG 

ACTTGAAAGAACTAGAAAGACAGGGAAGAA 

Sequence 3394 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATCATTTTGAGGGGAAC 

ATATATCCCCCCGGGGAAGTTTCCCAGTGGGATGGAAATTCGCTGCCACCGGTATGGGTG 

GATGACTGAAGACTTGATGCAGGACTGGTTGGAAGTGGTGTGGAGACGGAGGACAGGAGC 

AGTGCCCAAGCAGCGAGGGATGCTGATCTTGAATGGCTTCCGGGGCCATGCCACAGATTC 

CGTGAAGAACTCCATGGAAAGCATGAACACTGACATGGTGATCATCCCAGGGGGTCTGAC 

CTCACAGCTTCAGGTGCTGGATGTCGTGGTCTACAAGCCACTGAATGACAGTGTGCGGCC 
CAGTACCTGCCCG 

Sequence 3395 

CCGCGGTGGCGGCCGAGGTACTTTGTTTCGTTT^ 
TTATAATTGATGCCTATTTTAATAGCATTTCTTTTTAGCTTTTGGT^ 
ACTGTTCGTATCTGTTACTTTCTATTAAAGCATTATCTGT7TACCACATGTACAATGACA 
GTAACAGCCGCGTGGTGCTGCCAGGACTGCCCTTGGGCATATCAGTGACAGCCCAAATGT 
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Sequence 3384 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTGATCAG 

AATACTAAAMGATTGCCACATTCTGTTTCTTAAGAACAAACTGTTGCTCTCTGTATGCA 

GATCTAGCCMGAGAAMCATATGTGACAAAMGACTGTTCTTATTAATTTCTAAAGAAC 

AGATCTTAAATTTACAAAAAAAAAAAAAAAAACAAGTACAGGTAAGCCCTGGCTGCCTCC 

ACCCACTCCNAGGGAGACCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGG 

GAAGGGGGGGCACGAAGGCTCATCATTCAAAATAAAACAAAATAAAAAAGTATTAAGGCG 

AAGA7TAAAAAAATTTTGCATNNGATAATTGACACAGAAAGCAATGCTANGCACCTCCCN 

TGTGTGGACTTGGGAGAGGACTGGGCCA7TCTCCTTAAAGAGAAGTGGGGTGGCTTNTAG 

GATGGCAAGGGACTTCCTGTAACAACGCATCTCATATTTGGAATCCCGCGTACCT 

Sequence 3385 

CCGCGGTGGCGGCCGGGCGCGGGGGTTAACGCCTGTAATCCCAGCACTTTGGGAGGCCAA 

GGTGGGAGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCG 

TCTCTATTAAAAATACAAAAAAAAAATTTGCCTGGCGTGGTGGTGGGCGCCTGTAGTCCC 

AGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGAGGCGGGGCTAGCAGTG 

AGCTGAGATTGCGCCACCGCACTCCAGTCTGGGGGACAGAGCGAGACTCCGTCTCAAAAA 

CAGACAAACAAATAAACAAACAAAAATTCCTAAAATATCCTATATTGCACAGGGCAGCCC 

CTCCGACCCC AAC AAATTATGTGCTCTAAAATGTCAACAAGTCTGAGGCTGAGAAAC CTT 

GCTCCAGGGGAACACGGGGGCATGGTAGAGACAAGAACAAGCTATTAGGAGAGAGAGCAT 

GCACTCACCATGACCAGTAGGCTGTCTCAGGTGGAAAGTAAGGTCTTAGAGAATGAAGAC 

AGTATGGGAGGAAGATGATGG 

Sequence 3386 

CGAGGTACACTTGGAGGAAGGCCAAGCAGGCGACTTGAAAGATAAGTGCCCCATTGACCT 

TTTACTTAGAGTTTTATATGTTGGCTTACTTCTGGGTTCCTACAACCCTTCTCTGATTCT 

TCCCTTGTGGTTGGCTGTCCATGTGTGTGCAGTGGCCTGCTAGTCCTTGGGAGGTGAGCA 

TGTGCAGTGTGTTTACTGGAGTTGTACCTGCCCG 

Sequence 3387 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAAGATAAAATTTGA 
AATCTGGTTAGGCTGGTGTTAGGGTTCTTTGTTTTTGGGGTTTGGCAGAGATGTGTTTAA 
GTGCTGTGGCCAGAAGCGGGGGGGGGGGTTTGGTGAA 
Sequence 3388 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGCCCATGGAGGCTGATGGGGCCCGG 

CGAGCAGATGAGACCGCTACTCACCCGGGGTCCTGATGAAGAAGCTGTTGTGGATCTTGG 

CAAAACTAGCTCAACTGTGAACACCAAGTTTGAAAAAGAAGAACTAGAAAGTCATAGAGC 

TGTATATATTGGTGTTCACGTCCCGTTTAGTAAAGAGAGTCGCCGGCGTCATAGGCATCG 

CGGACACAAACATCACCACCGAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCT 

Sequence 3389 

CCGCGGTGGCGGNCGAGGTACATATAAACACCCCTCACATGCTAGACTAACTGCTGAACT 

GCCCATGCACAGGGGAAGTGCCACAGATTCCAGCAGAGATTTCAGTAGCTGCCTGCTGTG 

GGAGAGAGGGAATTTGGAGGTGGAGTCTTGTCAAGTTAGAGGCGATTCGATAAACACCTT 

GGACTTTGCTTTGAAATCCCAGAAGGGCTACCCCTTAGGGGCAAATACTACTCCCCAGGG 

CTATGGCATTTTCCCTAGGACTAAGGGCAAAACAAAAATAAAGCATAAAATTGTGCCTAC 

ACCAGATCTACAGGTGATTTAACTGTCTACTAGAAAAAACTGAATTCTGCAGAAGAAAAC 

AGAATCCAGAGCCTCTACAAACTATCACCTTCAACATCCAGTATAAAATTAAAAAACTAC 

TAGATGTGAGAAGAAACAGGACCCTGTGACCCTTACTGAAATGAAAACTCAGTTAATAGA 

AACAAATTCACAGGTGAACAGTAACTTTMCTATGAACAAATATGTTAAAAGAATTTACA 

TG AAAAAAATG G GTG AA 

Sequence 3390 

CCGGGCAGGTACTGCTATTATMCMGTAATATTTTCCAGACTGGTNTGAGACAGTCACC 
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TGGACAACTAACGTCTACTTTTTCCCACAACT^ 

CCCA GCCTCACCAACC C^CAT M 

TTTTATTATCCCAATAAATTTTTTATTTTC 

TCTTATTACTGTGGAATAAACATTTTCTCTATCACAAAAAAAAAAAAAAAAAAAAAAAGG 
TNCCT 

Sequence 3376 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCGGGCAGGTACGCGGGAGGCTCT 

GCTTCTCCAAGGAAACCGCCTAGTTTACTGTTTTGAAATCAATGCAAGAGTGATTGCAGC 

TTTATGTTCATTTGTTTGTTTGTTTGTC 

AGAAGAGAAGCTGCTGACCAATTGTGCTGCCATTTGATTTTTCTAACCTTGAATGCTGCC 
AGTGTGGAGTGGGTAATCCAGGCACAGCTGAGTNATGATGTAATCTCTCTGCAGCTGCCG 
GNCCTGATTTGGTACCTNGGCCGCTCTANAACTAAGTGGATCCCCCGG 
Sequence 3379 

TCCNGCGAATTGGANTTTCACCNCGGTGGCNGCCCGAGGTACTGGCAGGGCTGTGNGATT 

TTTCTTCTCTACCAGTAAGTAGCAAATTNTNAAATTCTGCTGCTCAGACTGAACAGGGCA 

ACACTGAGACTCAGCCTCAGCCTGTCCTATGGCAGGGCTTTACTAGGGTGGTATGTTCAT 

GTAATTCCAGCGCCTTCACAATTTAACGAACCAAATTTACTATACTTCACTTCTAAAAAC 

CTAGATGAAACATGAAAA AGAAG NCATACAGTATAAATTGCAACTTCAGGAAAAGNTCCT 

GCTTTATTA1TCCAAATAA1 1 I I TNCCATGTAAAATAAATGTCCAATAGGTTCCTGGTAT 

GTGGGAAGATAATGTTTGTTAAGAGTCANAATGAAGCCTTATTGACCGAGGGCTTGGCTA 

TATAAACAGNNGCAAGTTGAGNAAAMGTTTAATCTCCAAACNTATTTNGACTTGGATGG 

AAAGTAAAGANGCAGTAACCGGNCACCTTGCGACATTNCAGGGANGTCTCA 
Sequence 3380 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGNTCCCCNCNTGGNGNNCGAGGCACA 

TAAACTAAAATCNANNTTNAGNCCANCCACNCCTTGACATNAGNGTGNCTCAGCCNGNAT 

TCATNTTGCNGAGANTCAAGTNTTGGTCCATAAAGGATCATTCTATNTTAATGGCTCATC 

mAAM GTCCTAAGAGAAATATGTGACAGGTAGTTACTGTCAGTAGGGATATTTTCTA^ 

CTTTTTTCCCTATNGTTGAAGTGTCGGCCACAACAGCTTCTGGGCATGTTCAGCCTCAAA 

ATCACCACCTACCAAAAAGGGCAAAACTAAAAATCCCTATAAAATAAAAAAGAAAGTTCC 

CCCAMTGTTTAGTGCATTTGACAAMTATTATGGGTATrTAGCAAATGAATAAGA^ 
Sequence 3381 

CCGCGGTGGCGGCCGCCCG GGCAGGTAC II ll 1 I I I I 11 I I I I I I II U I 1 GGGGATTTT 

m I M i u u I II I N M I I I I I CTNTGGGGANTAAATGTTATTTTATTTTAAGGNGGGA 

GAAATAATAGCATGGGCCAATGCTAAGACATATGAAAGCAATAGTCTGGTAGTGCCTANG 

ACACANTATAATAGTAAGNGTCTGACACATAGTAGCTATTCAACAAAAGTCATTTAAAAA 

TTTAACTTAAAAATTCAGTAATATTTTTTCC 

Sequence 3382 

ATAGGGCGAATNGGAGCTCCCCGCGGTGGCGGCCCGAGGTACTGCCTTCTACTCTGCCAG 

GCTCCCCGGTTACAGAAGTCTATGCTGTCGACAAAGACACAGGCATGAATGCTGTCATAG 

CTTACAGCATCATAGGGAGAAGAGGTCCTAGGCCTGAGTCCTTCAGGATTGACCCTAAAA 

CTGGCAACATTACTTTGGAAGAGGCATTGCTGCAGACAGA7TATGGGCTCCATCGCTTAC 

TGGTGAAAGTGAGTGATCATGGTTATCCCGAGCCTCTCCACTCCACAGTCATGGTGAACC 

TATTTGTCAATGACACTGTCAGTMTGAGAGmCATTGAGAGTCTTTTAAGAAAAGAAC 

CAGAGATTAATATAGAGGAGAAAGAACCACAAATCTCAATANAACCGACTCATAGGAAGG 

TAGAATCTGTGTCTTGTATGCCCACCTTAGTAGCTCTGTCTGTAATAAAGCTTGGGGTTC 

CATCACACTGGTCACAGGGATGGGCATATTCCATCTGGTTAAGGNAAG 

Sequence 3383 

ACTATAGGGCGAATNGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACTTGCNNTG 
GNANACTTGANAGGGCACGTNTCTNAGACTTCTGGANAGACCATTNNAGGCTTCTGGC 
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TATGCATCCCACGGGACTCTCACTCACTCACCATTTTTCTTGTAGGGGGATTCCCCTGGG 
TCTTGNGCCACTCCTGGGTGAATGGTTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGT 
CACACTATGTCACTGATGAATCCTTATGTNTCCACCTGGATGTTCCGGTT 
Sequence 3373 

AGGTACGCGGGTGGCTGGATATGGCCCCATTGAGCAGCTCCCAGACTACAACCGGATCCG 

TAGCGGCATGTTCTGGCTGCGCTTCTAGGCGGGAAGCCTATGTAAGCAAGAGGGCAGGGC 

CGGGGTTTGTGGTCCCCCCCCCACCACAAACACAGCACTTCGGCTCCTCTAACCTGTGCC 

ACAGGTGACCACCAATAAAATCCTCTGCTGAGAAAAAAAAAAAAAAAAAAAAAAAAAANN 

AAAAAANNAAANAAAAAANAAANANAAANAMNAAAAAANAAAAAA 

NANAAAAAGGNAAAAAAANAANAAAAAAAAAAAGGCCCNNCCCNGGGGGGCCCCCNGGGA 

NGGTCCCNGGGNNTTTNGGGGGNCCNNGGNAANNGNNNCCCCTTNCCCCCAANNTT7TNN 

ANCCCCCNGGGCCANANNNGGGAANCNTTTCNTTCNNAANANNNAAAAAATTTACCGGGG 

GGGGGGGGGGGCCCCTTTNANTCTTNCCCTTNGGGGGGTTTlsiTTTGGNGGATTCNCTTGA 

CCCCAAAMGNTTTAGGNTTTCGGAACCCTNNNTTGGCCCCNTTTTCCCCAACCNGGGGN 

NNAAAANAGGGAANCCCNTTTNAAAAAAAACAAAAAAAAGGGGGGGAAAAAGNAAAAAAA 

AAAAAAGGGAAGNAAGG 

Sequence 3374 

CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAGCTGTCCTTGA 

GGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCAGAGTACCTCGGCCGCCCGGG 

CAGGTACCTGATGTTCCAGGCCCCGATGCAGTTGTTCACCCAAACACAGTGATGGTCGAA 

ACGGTGCACACACCAGTTACACACACTGCAGTGCTTGGATCGAGCTGGTTTCCTTAAATC 

ACAAGTAGAGCACCTCACGTTCTTTGGAAACATCACTTCATCAAATTCATAAACATGAAG 

AAATAATAATTCATTTGCTTTTGTTATAATGCCAGGATTGGTTCCACAAGTCAGGGTGAA 

AAAAAACAGGTTTACACCTAGCAGCAGATAGGGCAGAAGAAGGTAATGCAAGGACAACTC 

CAGCTCCTGACAGTANCCAAATACTTCCAGGTGTACCT 

Sequence 3375 

CGAGGTACGCGGGGTTGAGTGAGCAAGTGAAGACCAATATTCAACAGGCAGTTGCAGCTG 

CTCCCTGGTGGTTACCTGTGAAAGGCGCTAACTGGAGACACCCAGAAGGGCCTGACTCTA 

CTATTCTGCACAGGCCGGATCATCCAGTTCTCCATGTGTCCTGGAATGATGCGGTTGCCT 

ACTGCACTTGGGCAGGGAAGCGGCTGCCCACGGAAGCTGAGTGGGAATACAGCTGTCGAG 

GAGGCCTGCATAATAGACTTTTCCCCTGGGGCAACAAACTGCAGCCCAAAGGCCAGCATT 

ATGCCMCATTTGGCAGGGCGAGTTTCCGGTGACCAACACTGGTGAGGATGGCTTCAAGG 

AACTGCGCCTGTTGATGCCTTCCCTCCCAATGGTTATGGCTTATACAACATAGTGGGGAA 

CGCATGGGAATGGACTTCANACTGGTGGACTGTTCATCATTCTGGTGAAGAAACGCTTAA 

CCCAAAANGTCCCCTTCTG 

Sequence 3376 

TCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCTCGCCCGGGCAGGTACCACATGC 

CCGTAATCCCAGCTACTTGGAAGCTGAGGCAGGAGAATCTCTTGAACTTGGAAGGCGGAG 

GTTGCAGTGAACCAAAATCACGCCACAGCACTCCAGCCTGGGAGACAGAGCAAGGCTTAG 

TTTTAAAAAAAAAATCAAATATTGTGTGATTCTGTTTATAGGAMTATTCAGA^ 

AGTCCATAAGGACAAAAACCAGATTGACAGGGGCTGAGATGAAAAAGAGAATGGGGTATG 

GGGAGTGACAGCTTGATAGGTATGGGTTTTGTTGGGGGGAGATAATGAAMCATTTGGAA 

CTAGGAGAATCACCTGACATCAGGAGTTCAAGACCACTGAACTCGAACCTGGGTGACAGA 

GTGAGACTCCGTCTCAGAAAAAAAGAAAATGTTTGGAACTAGATGGTGGTGGTTGTACCT 

Sequence 3377 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTAGTAAGAGACAGGATTTCGC 

CATGTTGGTCAGGCTGGTCTCGAACTCCTAACCTCGTGAGCCACCTGCCTCGGCCTCCCA 

AAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCAGAAACCAGATTTCTGAAGCC 
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CCGGGCAGGTAC 1 1 rTTTTTTTTTTTTTTTTTTTTTI 1 GGATTAATTATTTGCTGTTTAT 

TTTATATTTA7TTTANACTATGGAAATGATGTTAGACAAATAGCAAATTCCAGCGATTTT 

CTTATTCGGGGTCAAAATGGTTCATAAAGCAGCAGANACAACTCACAACACCAACAACGC 

AT7TGGCC TAGG AACTACTAACAAATACTACCAAAAACTCACCACAATACAGTGGGNGGT 

TCAAGAAGTTTTGCAAAGGNGACTTCAAAAATGAGGAACATCNTTTGGCCTGCCATCAGG 

AAGTTTGACAAAATTGACCCAATTGANGAGCAATCNTTGGAANGTNGATCGNCTTCAGNT 

AANNTGAGAAGCTGCCANAANAANCTCAAACATTGGACCATTNTACGGTTCGTTTGGCAT 

TTGAAGCAAATTGGNAAAGTTNGAAAAAGCTNANATAAAATGGGGTGCCNTNANGACCNT 

GAAGGAAAAAT I 1 1 [ I I 

Sequence 3368 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAACCTACAGAACCGTCAGCCAATTAAACCTCT 

TTTCTTTATAAATTACCCAGTTCCGGCTGGGCACTGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGGAGGCCGAGGTGGATGGATCACGAGGTCAGGAGTTCAAGATCAGCCTGGGCAAG 

ATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAAAAAAACTTANCCTGTTGTGGAG 

GTGGGCGCCTGAAATCCCAGCTACTTGGGAGGCTGAGGCAGAGAATTTGCTTAAACCTGG 

GANGCANNANGATGAAGTGAGCCGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAG 

CAAAACTCCATNTTCAAAAAAAAAAAAANNAGAANNGAAAANGGTTCCTTCGGCCGCTCT 

ANAACTAGTGGGATCCCCCCGGGCTGCAGGAAATTCCAATATCAAGCTTATTCGNATACC 

GTCCGACCCNCGANGGGGGG 

Sequence 3369 

CCCGCGGTGGCGGCCCGCCCGGGCAGGTACAAAAGTCGCGGAACAGCCACCCATCTTCGA 

GAACATGTCCAGCTACCAAGAAGTCTGACATCAAAGTGGTCCCTACCTCCTGCTGCTCAN 

GGAAACAGGAATAAGGAGTCTAGGACAAAAACAAAGAGCCTGGGGTTTTTGAGCCAAAAG 

CCCAAAACAAATCACTGGAAAGAAACGGGTGTTCACGGGCCAGAAGTCTCANAACCCAAC 

TTTCATGGGAAANTGCTGGCTTGGNAGAAGGGGGGGATGCCTGGACCANAACTTGNTTTA 

ACCAAGGGGAAANAAAGTTGGGTNGGGGGGCCCCANGATTTCCACCAGGTTTTGGNGGGG 

"'"^'^^^ES* "'^"'^ T^^Q CCTT-GCS AC N TnrC5C3C3AA<B CCTTT"G"TnTTC AAAGTfsl C C/VmnTG-CSG AG- MAT 

TCTTTTNCCAAATGGAAAAAATGGANAAAACCAANAAAAAANNAANAAGGNANNTAANAA 

AAANANCCTAAAAAAAACCAAACCCTTNGGGCTTNAAGAAGAAGAAAAAAAA 

Sequence 3370 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCCCTCTTTTCCTAGGGA 

TGTGGCTTCCTGAGAGCCAAGTTGTAGTGACTGTCATCTCTCTTGTGGATCTAGCCACCC 

AGCAGGTCTACCAGGCTCTGGGCTGGTGCTGGGGGTTGTCTACACTGGGTCCTGTGATGT 

GAACCATCTGCAGATTTCTCAGCTATGGGTACCT 

Sequence 3371 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCAGAGGAGGAGATGGATGATCAGAGCCCTGCA 

CCTGTTTCCTGCACCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAA 

GGAGTTTGAGGTGTATCATAAGCTGATGGAAAAATACCCATGTGCTGTTCCCTTGTGGGT 

TGGACCCTTTACGATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAA 

AAGACAAGATCCCAAAAGTGCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGG 

ACTTGTGACCCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTT 

CAACATCAGCATTCTGAAAATATTCATCACCCATGATGTCTTGAGAGTGTTCGGATGATG 

CTGAACAAATGGGGAGGGAACACATTGCCCAAAACTCACGTCTGGAGCTTCTTTCAACAT 

GTCTTCCTTGA 

Sequence 3372 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTGTGGCTTGGTTTCTCGGGAAACGTCAT 
CTTCTCGGGCGCAGCCATCTTGCCGGCACCCCCCGCGTACCCAGGGAACAAATGCTACTG 
GGACTCCACACCTACCTAAGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGG 
TCTGGAGACCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCAGAAA 
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Sequence 3362 

NCTAT AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC rTTTTTTTTTTTTTTl 
Mill GTATACTTTCTGAGCTTCCCTGAGAAACTCACTTAGGAGACAGTCTTCCCAATTG 
TCTGTCTTTTGTAACTTTTHTTGAAATGTC^ 

AACATTCCTTGCCCAAGGGGATCATCCAAATCGAGGCCTGCATATTACCTCATTTGCTCC 
CTCAGTCTGTCTAGGAATCTCATAGGCCCTTCATCCTTTTCCTGNTGGATATCAAATGCT 
TTAGAAAGATTTGGGGTTCAGGGTACCTGCCCG 
Sequence 3363 

CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I! II I 1 1 I I I 1 1 1 1 I I IGCTTA 
TCCATTCACCAGTTGACGGACATTTGAGGTGTTTCCAAATTTTGGCTGTAMCTGTTTAT 
ATTTTGAGCCCATTTCATTTTTTGCTC 

GTTTTTCCTGAAAAATCTGTGCTGGAGTCATACGGAGTGGTAGATTCAGACTCTTTTTCT 

TGGGACCTCATGAAATTGCTATCACGTTTACAGAACAAGCTGGAAAGCCACACCAATTGA 

AACAGACGTNTTCCANTCTCCMGTTTATATTGCCAACCACACAGCCTNTTGGAACCCAG 

GCCACCAAATAAATAGTAATTCAAGGCG C ATATTTNAACTGTCC ACCAC ATTAG NAG AGG 

ATTCTGATCTTTTAACAACACTGGCCACCTTANAAGTGTTGCAGAAGGGAATNAGTCGAA 

AAGGACTGCTCTGGTTTAAATATGAAAGNGGGGGGAAGAACATTCACATTGATGAAGGGG 

GGC 

Sequence 3364 

AGGTACAGTGTCTCCGTCCGCGGAAAAAGAAGCCTCTGAACCCGCGCCGGCCCGCAGCCC 

CCGTGCCTTCCGGCCGCCCGGGCAGGTACACAAGCTGACAATAATCCTTTTCTGTATGTG 

TGTGTTTGTCCGAAATGGATGGGAGGCCTCCAGCCAGTCCTTCCATTGCTCACTGAAGGG 

ACGTCCCTGAGCCGTGCGCTCTCCTTTTGCACTCATTCCTGGAGAACGGATTCCGCTAGA 

CACCCTNCANCATCGCTGACTTTATAMGCGGAAAAACGGGAAAACGTGACTTTGTAATA 

GACAAACATTG I MUM I AATGGGGTTCCATGGGGGGGGGCGTNCAGCCTTTTCTTGTT 

TGCTGTGTGCTGTCCAANATGCCCTCTTTGGGCGTNCCTGTTTGTTCCTCTTCCCNGTGG 

TTGGTACCTCGGGCCGGCTTCTTAGAAACTAAGTGGGATCCCCCCCGGGGCTTGCAGGGA 

AATTTCAAANAATCCAAAGCTTTAATCCGATACCCGGTCGGAACCTCGAAGGGGGGGGGG 

CCCCGGGTAACCCAAGC I Mil IGTTCC 

Sequence 3365 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTCACTGCGGACTTGACTTCTTGA 

GCAAGAAGGCTGGCACTGTTCATTAAGAGAATCACAGAGATGAATCTCACAATGCAGGAA 

AACTAGGTCATAATGTCCAGCAAACATGAACATCTGAACTGAGAACCGGCTTTCTGAGGA 

CTGCCCATTCTCCTCCACGTGGATGGTGGAATCACGTTGATTTGAGCAGCTGTTTCTGAT 

GATGAAATACTTCACAAGGTCAGCCTTGTCTTCAGTGGGGGTGGCATANCAGTTTNCTCA 

ACACCAGGGTTAAAACCGGGAGGTGGTCCCCTTGTTCCAAAGATGGCACCCACAATACAG 

CACCGGGACTCAACAGACAGGTTCAACTGCATCCCCTTTCGTAAGGGATNTCGTGTAGNT 

CTGGTCTTTGGAAGAGGGGCCATTCCCTGACCAATGAAACTCTTCCAATTCCCGTCCACG 

NCTGGACGTTTCAAGGGAAACTTGTNGAAAAAGGAA 

Sequence 3366 

CCGCGGTGGCGGCCGAGGTACTTTTTTTNTCTTTTN I I II i I I AAGTGTGTGGCTGCGGA 

CACCTTTCAACACTGCCTTCTTGGCCTTTAAAGCCTTCGCTTTGGCTTNNGCTTTAGGAT 

GAGCAGGANCTTCCTTCGCTTTTGGTGCCATCATNGGTGGTGGAGCCAATNATGGCCCAA 

TAGGAACAGTTCCGGTCTNCANNNTTCCANCGTGAGCGACGCAGAAGAACNGGGTGGANT 

TTCTGCNATTTTCCATTCTTTAGGGNTTTCATCTNATTTNGGGACNTGGGATTGGGGACA 

TGTNGGGGTNGCCNGNACCCANCTNGAANGGNATTNTAGCCTTGAAAAACCTNTAGGGGG 

GGNTGGTTNANCCCTCAACCCCTGGGGGAAAAGGCCNACAANANNTTGGGTTTNGGGGGG 

GGAA1 I M II CCCCTT 

Sequence 3367 
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GCCTGAAGGNTGTGTTGGAAGCTTGCAAGCGGGATTTCCCTCATGCAGCCGCNTGNTGNT 

ATTCGCATNCTGGCNCTGGGGGCAANGNTTTCACCCTTTTCTCCTTGGGGGATGGTNNCC 

CTGGGGACCAANGGAAGGACAAANGGGAGNANAGGGCCTTNTAAGGGANTCTTACCTTGG 

GGNGGGAAGGTCNCNNGTAAGGGAAGCCANGCTGCTNCCTTTCNTGGNCCCCCGGCTNNG 

NGNA ACCCCCAATGGGGTNCCCACCTTGNAAANGNTTTCCCCTTTAATNGGCNTAANCTT 

TTTTCACCTTGGAGNNCATTTCCCTTAATNGAAAAATNMCCAACTNAGGTTGGAAGCAA 

AAACTTTCCCCTTTGGAAAAA 

Sequence 3356 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGGCAAGCTG 

ACATTATTACAGTGGCCTTTCAATGTTAGCCAAAATTTTTAA 

TTTTTGTAATTAATATTTCCATTTATAATTATTTT^ 

TGGTATTGAAAAATAGACAGTGCTCATTGTATTAGTTATCCATTGCGGTATAACAAATTA 

TCCTAAAACACAGTGGCTTAAAACMGCATGTATTMCTCATAATTTCTGAGGCTCAGGA 

ATGCTATAGCATCTTAGTTGAGTATTTCTGGCCCAGGATCTTAAGAAGTTGAAATCAAGC 

TCTCAGCTGGGGTGGCATCATCTGAAGTCTTAACTGGGGCTGGAGGATCCATTTCCAAGG 

AAGTCTCACTCACATGGCTGTT 

Sequence 3357 

AGGTACCACTACACTCCAGCCTGGGTGACAGAGTGAGACCCCATCTCAAAAAAAAAAAAA 

ATGAATTATGTAAATGGGT7TACAAGGGTTATCTTTCCT7TGCAGACCCAGAAGTCCACA 

TTCCCCTCGAGAATCTACAGCAGTTTCCTGCCTTCAATTCTTATACCTGCTCCTCTGATT 

CTGCTTTGGGTCCCACCAGCACCGAGGGCCATGGGGCCCTCTCCATTTCTCCTCTCAGCA 

GAAGTCCAGGTTCCCATGCAGGTAAACAGGTGAAATTTAATGAATTCACCCATCAGTTAG 

ACCTTATGCAAAGCTTTGGTGTCTGAGTTTACAACCCCGGCCCACTCAGCATGGTGGTGG 

ACTTCAGGGGCATAACCTTACTTTGGTAGTCCTGGAGGTACCCTGCC 

Sequence 3358 

TCGCGGTGG CGGC CGAGGTAC I H I U M 1 I 11 HI I I I I 1 i 1 NTTTTN CC AAATAAAAT 

TTACTGCANCTTTTGTANAATTTTATTTGTGCTACAANACACGTTGCATAGGAANCTATT 

TAAA GCCC CTCGAGGAAAAAAATATCCATGGTTTAAGGGNGGCAACCTGGTTTTTGTTTC 

CTTCTTTTGGGNGAAAAAGGNTGANANGAATGGTNCTTNTNGGNGAANNAAANTTATTGG 

GCGGTTGC GANTT TGNANNAAAGCNCCANATTCNGAAAGGGTNTAATTAATTGGGTNTGN 

GGNATTGNATTTTGNGNCNNAAATTTNGNAGCNTGATCCCTTGGGGTCTCCTTTTGGCCA 
AGGCC 

Sequence 3359 

CCGCGGTGGCGGCCGAGGTACATTCATTTAAACTGCCCAATGACACACTGAGGTTGTATT 

ACAGTATCCCTGTTTGACAGACGAGGAAAATGAAGCTACAAATGATTAAATAAAATCTGC 

CAGGCTGGGCG GGGTGCGGTGGCTTACACCTGTAATCCAAGCACCTTGGG AGGCC GAGGC 

AGGCGGATCACAAGTCAGGAGATCAAGACCATCCCGGCCAACACAATGAAACCCCGTCTG 
TACCTGCCCG 

Sequence 3360 

ACTTAGGGCGAAT T GGAGCTC CCCGCGGTGGCGGCCGCCCGGGCAGGTAC I rTTTTTTT T 

TTTTTTTTTTm I ACTTTTTTTCTACAGATGGGGTCTCACTATATTGCCCAGGCTATTT 

TGGAACTCCTGGGCTCACATGATCGTCCTGCCTTGGCCTCCCAAAGNGCTGGACTTACAG 

GCAC GAGCTGACATGCCTGGCCTGATATGTCAGTTTTCAGTGGTTGTCAGNGTTTCTTTG 

TTTTCTCCTCTGTCCTAGGCACTTGTCACTAGGAAAGTGCCTAATGACTCCATCAGGNGT 

GGCATTTATTATTGNTGCAACAG 

Sequence 3361 

TGCCGCCTCCCCCTAACTCTGTGCTGCCTGAGCATGCAGAACCCTTGAGGGGAGAGATTC 
TGACACAAGTCAGTTAGAAAGGGCTACCAACCTTAGCCAGCCTGGCCCTGCAGGAGCCAC 
CCCTCACTAGGCCTGTGGCAGCTNTAGAACTAGNGGA 



Page 594 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



Sequence 3348 

AGGTACGATCTACTGGAATTCCTAATGGGCCAACAGCTGACTCATCACTGCCTACAAACT 

CAGTCTCTGGCCAGCAGCCACAGCTTGCTCTGACCAGAGTGCCTAGCGTCTCTCAGCCTG 

GAGTCCGCCTGCCTGCCCTGGGCAGCCT7TGGCCAATGGACCCT7TTCTGCAGGCCATGT 

TCCCTGTAGCACATCAAGAACGCTGGGAAGTACCTGCCCG 

Sequence 3349 

GCGAAGGCAGGTAAAAATCAAGGTGACCCCAAGAAAATGGCTCCTCTCCAAAGGAGGTAG 

AAGAAGATAGTGAAGATGAGGAAATGTCAGAAGATGAAGAAGATGATAGCAGTGGAGAAG 

AGGTCGTCATACCTCAGAAGAAAGGCAAGAAGGCTTGCTTGCAACCTCAGCAAAGAAGGT 

GGTCGTTTCCCAACAAAAAAGGTTGCAGTTGCCCACCACCAAGAAAGCAGCTGTCACTCC 

AGGCAAAAAGGCATCAGCAACACCTGCCAAGAAGACAGTTACACCAGCCAAAGCAGTTCC 

ACACCTGGCAAGAAGGGAGCCACACCANGCAAAGCATTGGTAGCAACTTCTGGTAAGAAA 

GGTGCTGCCATCCCANCCAANGGGGCAAAAAATGGCNCAATCCCACAANGAAGACAGTGA 

TTAAAAAGANGATTATTACNGTTAGGANGATTANGANGATTACCANGACCAAGATTATGA 

TNAANATGAAANTNNCCNCCCGCCGATTAAAACCACCACTTCTTGCCCTTGCCTCNNAGG 

ATTAAGACCATTAGGATTACCAAAATTTTTANGGTTACN^ 

^TTTTNTNNAAAAAACTTTTGNGACTTCCCCCCCCCCAAGGGAAAAAAMCTTCCAAANT 

TTTTCTTNTGNAAACCCAAAACCTGGCTTGGGGTTGAMNTTAAAAAAAGGTTTTT^ 
CCCCG 

Sequence 3350 

CCGCGGTGGCGGCCGCCCGGGCAGGCGAGGGAGAGACGTAGACGACATAGGGCTGTTTCT 

GAAGGGAGCAGAAAGTGGTTCCTGCATAAGAACACTTAGGAGGACAAGCAGCTGGAGACC 

GTGGGCCCCAAGGTAAAAGACATGTAGTCTCTGCCAACTTCACCCTCCATGAGGCTTACT 

GCCTGCGGTTCCTGGTCCTGTGTCCGGAGTGTGAGGAGCCTGTCCCCAAGGAAACCACGG 

AGGAGCACTGCAAGCTTGAGCACCAGCAGGTTGGGTGTACCT 

Sequence 3351 

CCGGGCAGGTACTGTGGCTGATTTGGCACTCAAACTACAATATAAAGTCATTCCTACTCT 

TCTCTCCCCTTTCTACAGGCAGAGAAGCCTCTCCCTGTATCCACCACCACCACTGATCCA 

TAGGGAGTTCTGCCAGGCCACCACTGATATTCCCCTAAAGCCCAAGTGCTCTTCAGCCAG 

CTTTTGGTAAACGTTGTCAGTCCGGGGACTCACCC7TCAGAACAGTGGGCTCCCCTTTGG 

TCCAAGGCAGGTTCATAAATGCTGTCCAAGAGCCTAAGCCTGGACTTGGGGACCCTAAAA 

GCCTGTTTGTTGCTCTACCCCACTCTGGACAAGCTGGTACCT 

Sequence 3352 

CGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCCAGGCGGAAGCCCGGCTCCGGGCCAG 
CATCCGAGAGCCCGGACTGGAGAGTCMCTTTTATAACACTGTTACTGGGAATACTTGAC 
TTACTAAGCTTTTACTGAACACTTAATTTTGGGAGTACCT 
Sequence 3353 

GGCTGAGCTCATCCCGGACGCTCCTGGCTGTGCTGGGTCCGCTACGGCAGCTCCATGGGG 

ACCACAACAACAGCCCCCGCGTACCT 

Sequence 3354 

AGGTACCTGGGCATGTCCTGTGATGGCCCCTTCAAACTGGATGACTACCACTACTGAGAA 

CCAGGCCTGCCCTTCACCTACCAGCTGCTGTCCTTGCCCTGGCCCTGCCTCCCCTAAGAG 

CAAATGACACCAACTTTGTGA7TGTTTTCAGTGTCCCCCATTGACTCCCTGGGGCTGGTC 

ACTTAGGTTTTGGCCTCTACTGCATCCCTCATACTGTTGCAAGTGTGGCAGGGGGAATTG 

AAAAGCCCCCCCCCCTCAAGCTCTGGNCATGATGAAGGTACCTGCCCGGACCTGCCCG 
Sequence 3355 

TCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGA 

GAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAG 

AGAATTCTACTGGTCACAGACAAGACTCTCTTGNATCTGCAAATACCGACCTTCATCAAT 
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GACCTCAGCAAGGGTGTGATTGAGGAGCCCAAGTAGCGCCTGCGCTTGCGTGGTGGATCC 

AACACCAGCCCTGCGTCGTGGGACTTGCCTCAGATCAGCCTGCGACTGCAAGATTCTTAC 

TGCAGTAGAGAACTCTTTTTCTCCCTTGTACGCGGGACCTGGACGAAGGCTTGTCCTACA 

CGANCATCTTCTATCCGGTTGAAGTTTTTGAGAGTTCGCTTTCANATCCTGGGCCCGGAA 

AGCAAGATGACAGCGGCCANGATGTCCCCCTGAGGGTCCCTGGAGTGGTTCCTGTTTTTG 

ATGCCCACAACCTTTCTGTTGGAAGCGACTATNATATCCAGTTAGAANAAAAAAGTGGTA 

GTAACTTGGAACTTGATTACCCACCAGCNCTGNTCNCANCCGACATGGATAATC 

Sequence 3342 

AGATTGGAGCTCCACCGCGGTGGGCGGCCCGAGGTACACGGCTCACTNNCTTGAACGACT 

GCTCACCCTGCCTTGCCCCAAANNAGGGGGCCCTANTANANCNAGCACTTNGCCTTANAC 

AANGACTGTNGNNCAANGTATTTNTATNANNCACATNANNCACATTNTNTCTCTCTN'lNT 

CTNAGANGCTNACCCACNNCTNANTAANATTGTCNCNCAACTGNGTGACTCNNTGNTNNG 

CACTNACCNGCCTACCCACNCCNCCNGTGCANNNANTGANTCNATANANAGNNNTANNGN 

CANNTNGNNGNCNTNNANAANTNANCAAGCNTANAGAANNATTNCNNNNNNCACCNGCCN 

CNTNGNTNGNNATATACNTAAAAANTCCCATTACNNNNGAGAGCTNCCATTGGTTCTCTG 

GANGGANAAAGGANNTCAAGGGNNCNNNANCTNNCAANCCTCNGCATANTNATCAAGNCC 

AAANTGNGCTCTGGNNCACCTCTNGNATTNTCTTGGACNAAAGACCCCAMTTCCCTTTT 

CTTCTATTGTGCTMTGCMTTACCTCATMCTTGNGAATTTCCAGGCATTTGTCTGGGG 

GTNTCCTCTCTAAATGATATGTTTGGAATGTGGATGTGGAANGAGAACACTGGCNAAATG 
CCAGGAACTGG 

Sequence 3343 

CGCGGTGGCGGCC GCCCGGG CAGGTACAATTTACGTCCTAAGGGGGGCTACTCTAATTAT 
CCCATTCAAATGGAATTTTTTTCAAAATTGGATANAAGGAATTGAAGANTTGTAANTNGT 
GATTAGNCTGCTAATCAGNTCTTCANATGANATATTGAATGGTAACACTCTGAGCTT 
Sequence 3344 

AATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACCAGCAGAAACCTGGCCT 
GGCGCCCAGGCTCCTCATCTATGATGCATCTAGCAGGGCCACTGGCATCCCAGAC 
Sequence 3345 

CGCCCGGGCAGGTACGCGGGGGTGTGTGTGCGTGCGTGTGTGTGTGTGTAGCTCTCGCTC 

TTTCCCTCAGTCTGTGCCTCTTGTGTGTGTGTGTGTGTGACAGAGAGAGAGCGAGAGAGA 

GAGCGCGAGAGGAGAGAGAGCGAGAAAGAGAGAGAGAGAGAGCNAGAGAGCGAGCTGNGA 

GCTGTGCTGCCCCCTCTGCCCTTTGATCCCCACATTAGTGTTAGGGGCTCNGACACACAG 

AGCGCGGNNATANACACCNCCGCACCGGCNCTCATTTATNTATACCTCCNATCACACACG 

CGAGCATAGGACACACACACACTCACACCTATTANATCCGTTTCCATTGAANAATATTAC 

NCTCGGNGACAAGCCNGGNGCCCNATCAAAANAAAAANNNNNAAAAAANNTCCCCCCCCC 

CCNTTNNAAAANANGNGGCCCCCCGNGGGGGGAAANNNNAAANAAANNTTTTTNNCCCCC 
CCCCCC 

Sequence 3346 

CTCTGACTTGGATATTGCTGCTGGTTATTCAAGGCCCAAGGGATCTTTAGTCAGCAGGTG 

ACGTATTCCGCAAGGACTGGGTCCTTTCCTTCATGGCANCANGTTCCCTTCTGGCCCAGG 

GTGTCTCTAAAAATGGTTTCTGGGAGCTAGGAATCCCCACTCATCAAAGAGGACTTCAAT 

GCAAGACAAAGTCCTCTTTACTCTTCTCCCTCCTCTCCCCAAGAGGAAGGAAGGGTCTCT 

TTTGGAATCAGGAGCTGCATTCCCTGGGGTTGGGGAAAGGGTAG 

Sequence 3347 

CGCCCGGGCAGGTACGCGGGGACCTCAGAGCTGAGCTGGGCATGAGTAGATGCTCAGTAA 

GTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTAACACCGCCCAACCCCCCTCCA 

TGTTCTCACAGCTCCACGCACTGAGCACGGGCATGAAGGCCATGATGTCAGAATTCTGCA 

CCCAGGGAGCTGAGATGTGCCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTG 

GCCTGCCATCACTGGTCACCAAATTGTCGGCCTCCTGTACCT 
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TGGTGGTGGTTGTACCTGCCCG 
Sequence 3335 

CCGCGGTGGCGGCCGAGGTACGCGGGTCTCCATATATCTTGAAG I I 111! IGACTTGATT 

CTGCACACTTAAAAGGTGTGTTCTTTATTCATACTGATGATTAAATGCAACCAAAATACA 

GGTAGTTTCTATGAATTAGGAGTTCATAGCATCTTCTAAAGCACAGAATTCTGAATAGAA 

CTCATCCAGGTGAGAAGCAGAACATTCTAAAGCAGCTTTCAGTTTCTTTAACTTGGAGTC 

TCCAACTCCAATTCAGAATTATTCTTCCTCATGCCAGTCTCCAGGAGCAGCCTGGCCCAG 

GCTTCAAGAGTAATACCTCAAGTCTACTTTCAAAAGATTCCCAAAGACTGTTTTTTCCC 

CACTTGTTTTGATTGGATCTCATTTCAMGAGGGCCT^ 

TTATGGTAATCTG 

Sequence 3336 

GGCGAATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACCTGATGGATGTTT 

GATAATGTCATTCCAGTAGGTTGCTTMGAGTGATTTAAAATTTATTTACTTGGGCCAGG 

CACGGTGGCTCATGCCTGTAATCCCGGCACTTTGGGAGGTGAAGGCAGGCAGATCACCTG 

AGGTCAGGAGTTTGAGACCAGCTTGGCCAACAGTGAGAAACCCAGTCTCTACTAAAAATA 

CAAAAATTAGCTGGGTGGTATGGCAGGCTCCCGTAGTCCCAGCTACTCAGGAGGCTGAGG 

CAGGAGAATCACTTGAACCCAGGAGGCAGAGGTTGCAGTGTGCTGAGACCATGCCATTGC 

ACTCCAGCCTGGGTAACAGAGCGAAACTCTGTCCCCTCCCAAAAGAANAAAGAAAAAAAA 

ANNNNGNCCCCCNNNCCCNTTAAAAMNNNNGNNCCCCCCNGNNNGGNNAANTTTTNNNN 

AANNTTTTNNAACCCCCCCCC 

Sequence 3337 

GCCGAGGTACCTANAAACAGAGGTCAGCGGGCCAGAGTTTAAGAGAAAAAGAGAGGGGAA 

AAAAGAGCAGGAAATCCTTGAAAGGAGCTATAATAAAGGACAGAGAATATAAAGGATAAA 

AATGGATTCCAAGGAGGAAAMGAATGGGAGGAATGTTTATTGACCATCTGCTGTTGCCA 

GGCACTAGCCTAGGGCTTTTCCATATGTTATCTAATCTTAGAACCCAGTTAGATGAACAA 

CCACTATCMTATTCCCATTTTACAGATGGGGAAACTGGGTTTCAGGGGGATAAAGTGAC 

TTCCCCAAGGTCACAGAAAGCAGCAGTTTGAGCTGAGGCCTGTGTGACCCCCAGCCAACA 

AGTCATCCATCGTCTTGAGGGCTAGTCCCTCATTC 

Sequence 3338 

CGAGGTACCCTCCAAGCCGAGTCCTTCTTCAACCCGCAACTGAAAGGGCTTCAGTGGGAT 

TTTCTATAACTCTGCTTTTCTGGCCTGAGAAGTCCATTGCTACCAGGGAATTCTCTGATA 

TACTTNTCTTAAGCAATCTAATCGCGGTCACCCAGCACGTCCTACTCTGCTCTTCTTCTG 

CACAGAGCATTTTCCCCCGCGTACCTGCCCG 

Sequence 3339 

CGCCCGGGCAGGTACANNTGAAGCTCTGACCTNACGAGCTCTTCTGTAGGTGAAGAATGG 
NNNAAACTATGGNTCCTGTNTGCCTGGGNCCCCCCACTCCTAGAACTCATNNANCCCCTA 
CCAAAACTTATAGTACCTCGA 
Sequence 3340 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACACACACGCACACACACAC 

ACACACACACAAACGTGTGTATGCACCTACCTTCATACTTGCCTAAACTNTGTGCAATAC 

AGTCTGGATTTTTCTATTATATTCTCTAGTTNTGTTNTGTTTTTAAGCTGGNTATM 

ACTAAAGTGATTCNNGACACACTAGTTGATTGTGACCTTCAGTTNGAAAAATTCTATTAC 

AGAATCAAGAGACCAGGGTGTGAATANATTTAACATCTTAGAATTCTGTTANATAAATNA 

GTGCANATGCAACATTATTTTAAAGATCTATGGNTGAN^ 

TCCATAANGATAGACCAACAAAATTCAATTTTTATAGACNGGCAAAATCTACTGGGCTTA 

GCCAAAGGTNNCAGTGNTATAGATACAGACCAACACAACAC 

Sequence 3341 

AGGTACGCGGGAGATTATGAAAATCGCGAGTCAACACCCAAACTGGCAAAATTACTGAAA 
CTACTACTTTGGGCTCAGAACGAGCTGGACCAGAAGAAAGTAAAATATCCCAAAATGACA 
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AACTTGGTGGATAAATTATTTGTATATMCATTAAAAGAAGTAGAAGATTTTCAGTTATA 
ATTACAATTAAAGTATACTTTTATCTTGAAAAAA 

TGATGTAATTAAACTCTCAAATAACTTTATGCTCTTTTTTCATTCCTGCTATATTCACAT 
GTGAAAGCATGTGAC CAATTG TTGCTGCACCAAAGATATGAGAGATTCTTTTATTAGGTG 
GGCATTATTTAAAACATT7TTTATGGAACAGTAAGGATATTAAAGTGTAAGATGCAGCCA 
GGCATGGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCTGAGGCCGGTGGATCACC 

TGAGGTCAGGAGTTTGAGACCAGCCTGACCAACATGGTGAAACCCTGTCTTTACTAAAAA 

TACAAAAATTTACC 

Sequence 3329 

NAATTGGAGCCTCCACACGCGGTGGCCGGCCGCCCGGGCAGGTACAAACTCCTCCATTTC 

CTTAGGTAGGGG7TTGACAGGTTTGCAGTGGGAATCCTCCAACAAAATCAACTNTTTGGT 

NAGGAATG GATGA NNGANAATTGAGAAACTCCATCGNAGTTTCTGAAATAAGTCCANTAT 

TGTCAAGCNTTTTCCCATTTGTTCTNAAAATTAACGGGTAAGTGCGGTTCTTTCCTAAAA 
A 

Sequence 3330 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCGGGCAGGTACCCAAACCGCAGGTGAACACCGC 

AGTCTGTTTCTGGTCTGATAGTCACAAATGTATTTGTAACTCTCCTCCCCAAGCTGGGCC 

AATTGCCCTTGGCTTTCAGCTCACCCAAACCTTTAGTCCTACAGGGCCTTGGTCTCCTCT 

CCAAATAAGAGGACGGAATTGTCCTTAACCTTCATGCTACACCTGGTAGGATATAAGGAG 

ACACACAGGAGCATCCTAGTTTCTATCCATTGCATGGTAACAGCCCCATTTACCCTTGGC 

AACCAGGACTAACTCCAGCCAACTCTGTGGCCCCCATCTGTTGCCTGTTAACCTAGTGGG 

ATGAGGAGCCAGCTATTATCAGGTGACACTCCTCACTTCCAATGGCCTTTCTGGAAGCAC 

TCCTTTCCCTTGGAGAAGGCAACAGAACACAATGGTTAAGAATCAGGCTTTGCAGTCGTA 
CCT 

Sequence 3331 

AATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACTACTCGATTGTCAACGT 
CAAGGAGTCGCAGGTCGCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGA 
TTAGTCCGCCGTAGTTGGTGTACCT 
Sequence 3332 

NAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCACATGCCTGTAATCCCAGCTACTTG 

GAAGCTGAGGCAGGAGAATCTCTTGAACTTGGAAGGCGGAGGTTGCAGTGAACCAAAATC 

ACGCCACAGCACTCCAGCCTGGGAGACAGAGCAAGGCTTAGTTTTAAAAAAAAAAATCAA 

ATATTGTGTGATTCTGTTTATAGGAAATATTCANAATTGGTAAGTCCATAAGGACAAAAA 

CCANATTGA CAGG GGCTGANATGAAAAANANAATTGGGGTATGGGGAGTGACAGCTTGAT 

AGGTATGGGTTTTGTTGGGGGGAGATAATGAAAACATTTGGAACTAGGAGAATCACCTGA 

CATCAGGAGTTCAAGACCACTGAACTCGAACCTGGGTGACAGAGTGAGACTCCGTCTCAN 

AAAAAAAGAAAATGTTTGGAACTAGATGGTGGTGGTTGTACCTGCCCG 

Sequence 3333 

CC GGGC AGGTACGCGGGGATACCGTTCTTCTGGTAGTGAACAAGTCTCACAAGAGCTGAT 
GGTTTTATGAAGGGTTTCTACATTTGCATCTTCCTNATTTTNTNTTGCCGNCGCCACATA 
AGAAGTGCCTTTCACCTNTCATCATGATTCTGTGGCCTCCCCAGCCA 
Sequence 3334 

CGAGGTACCACATGCCTGTAATCCCAGCTACTTGGAAGCTGAGGCAGGAGAATCTCTTGA 

ACTTGGAAGGCGGA GGTTG CAGTGAACCAAAATCACGCCACAGCACTCCAGCCTGGGAGA 

CAGAGCAAGGCTTAGTTTTAAAAAAAAAAATCAAATATTGTGTGATTCTGTTTATAGG^ 

ATATTCANAATTGGTAAGTCCATAAGGACAAAAACCANATTGACAGGGGCTGANATGAAA 

MNANAATTGGGGTATGGGGAGTGACAGCTTGATAGGTATGGGTTTTGTTGGGGGGAGAT 

AATGAAAACATTTGGAACTAGGAGAATCACCTGACATCAGGAGTTCAAGACCACTGAACT 

CGAACCTGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAAGAAAATGTTTGGAACTANA 
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AGATGAGAAGATTAGCMTGAAGTCTTAAAMGCTCACCATCATATGCAA>WWWW\A 
AAAAA 

Sequence 3322 

CGAGGTACTTTGAGTTCTCACGTGCGTCTTAAGGCATGAGTGTTCACTGAAGACTTCTCC 

ACATTGCTCACAGTCACAGAGTTCCCTTCCATTGTGTTTTCCTTCCAATTGTATCCCAAT 

GGATGTCGGACCCCTCAAAAAGTCCTGCTGAAGTATAGACCACTGGGTTTCAAGTCGCAT 

TTCCCATCCTTGGAGAACTCCTCCCTGAACTGTCCTTGACTCTTCTTGTTCCAACCAAGA 

GATTAGACTGGGTTTGATGATCTGACCTCCTACTGTGGCCAGGTTCTTGTAGTTCTCCAG 

CATCACGTCACTGTAGAGGCTTCTCTGAGTTGAGTCCAGTAAAGTCCACTCCTCCTGGGT 

GAAGTCCACAGCCACATCGTCAAAGGTCACTGAATCCATGGGACAAATCAGCAGCTGCCA 

TCCCGCGAGGTGAGAACGTGTCAGAACCCTCCTTTCATTGATGTCACCATCACTTCAGGA 

CACCTCATTAATCTAAATGGACAGTGGCMTCTCCATTCCTCTTTAAACANGGTTATTGG 

GATTCCGGAACACTCAGAAATCGCCAGGTCCCTGAACCGGGAAA 

Sequence 3323 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAACTTGTCATAAANGGNIMGNGTGGGAC 
ATTTACATTCTTTTGGNCTACAGNTCTGAGACTATC 

AGTAAACATTTATCCTCTGCTGCACGTCANGCACTNNCCAGACCCGATNGGAGANAACCC 

ANGGTG 

Sequence 3324 

GGCNAATTGGAGCTCCACCCGCGGTGGCGGCCGCACCTCTGGGGCCAGACCACTGGTCTC 

CAGAGAGGCGCGGGGACCTCCACCAGGGATCGGAGTGGTACCT 

Sequence 3325 

CGGNCGANGTACCAGGCTGTAGATTTGATAAGCTAGATCBCAGTAGACCGAAACCATCCAA 
AACCTGTTTAGCTTCTTCCTCCATTGGAGTTTATTGGGACAAACAGGAGAGCCAGCCATT 
GTCTCCAGTACGCGGGTTTCAATTTAAATGTTGCTAACCTTCCTTTCCCACTGGCTCTGT 
ATAAAAMCTTCTGGACCAAAAGCCATCATTGGAAGATTTAAAAGAACTCAGTCCTCGGT 
TGGGGAAGAGTTTGCAAGAAGTTCTAGATGATGCTGCTGATGACATTGGAGATGCGCTCT 
GC ATACGCTTTTCTATACACTG GGACCAAAATGATGTTGACTTAATTCC AAATG GG ATCT 
CCATACCTGTGGACCAAACCAACAAGAGAGACTATGTTTCTAAGTATATTGATTACAT 
Sequence 3326 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGCTTCCGGAAGCT 

CATCTCAAAATGCTGAACTGCTCTTTGGAAGTCGCCGGTGCTGTTGTAGTTGGAGTCTGT 

TCACGGGCCTGAGCTTCGAGGCCAGGCTCCTGGGTGTCGTTAATGTTCGGGGCCGCCGGG 

CGCCAACCGATCGGAGCTCCAGCAGCCAGGAACAGCTGGCATTTCAGTAGAACCATGGAG 

GAGCTGGTTCATGACCTTGTCTCAGCATTGGAAGAGAGCTCAGAGCAAGCTCGAGGTGGA 

TTTGCTGAAACAGGAGACCATTCTCGAAGTATATCTTGCCCTCTGAAACGCCAGGCAAGG 

AAAAGGAGAGGGAGAAAACGGAGGTCGTATAATGTGCATCACCCGTGGGAGACTGGTCAC 

TGCTTAAGTGAAGGCTCTGATTCTAGTT 

Sequence 3327 

CTAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGCATTACTGT 

ATTCCCCCATGTATGGCAGTTGCTCAGAAAATGCTTGAGGAAGGAAAGAAGAAAGAAAGG 

AAGGAAGAATAAAGGAAATAAGGTCTGCTGGTGTTTGCTGGACGTCCGCTCCAGACCCTG 

TTTGCCTGGGTATCAGCAGCAGAGGCTGCAGCACAGCAAAAATTGCTGCCTGTCCCTTCC 

TCTGGAAGCTTCATCCCAGAGGGGCACCCACCAGATGCCAGCCAAAGCTCTCCGGTATGA 

GGTGTCTGTCGACCCCTGCTGGGAGGTATCTCTCAGCCAGGAGGCACAGGGGTCAGGGAC 

CCACTTGAGGAGGCAGTCTGGCACTTAACAGAGCTCAGAGATCTGCTGCTCTCTTCGGAC 

AGAAACGTTTAAGTCAACTGAAGCTGCCCCACAGCCACTCCTTTCCCCANACAATG 

Sequence 3328 

AATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACAGAAAACAACACAAAATAA 



Page 589 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



Sequence 3314 

AGGTACTTCCCCTGCTTGGGGCCATCTGTGCTAGGACATGATGATTTTTCTATGAAAGCA 

GCTGTTCTCACCATCACAACCAGCCTTGAACTTGGTGGCACAACCTGGATCCTAAATAGT 

GGCTCTGGAGCAACTGGGAATAGGGCCCCGGGGACCACCCACCCAGGTGGCAGCGCTGGG 

CTGCACCAAGGGGGAGTCAGGCCAGAAAAAAAGCTTTGCCCTGCTCCCTGCTGCTTTTTG 

CCAGCCCAGCCAGAAGCCCTGCAGAAAACCTGTGCTGACCGGCCCGACATGTGGCAAGGT 
ACCTGCCCG 

Sequence 3315 

AGGGCGANTTGGAGCTCCCCGCGGTGGCGGCCCGACGTACCGTGAGGCACCATACTGCTG 

•ACAGTANTACACTGNNGNATNNTNANGCTCCANNCTGCTGATGGNGAGANTGAANTCTGT 

NCCATACCCACTGNCACTGAACCTGTCTGGGATGCCANTGGCCCTGCTAGATACATCATA 

AGATGAGGAGCCTGGGCGCCANGCCACGTTTGTGCTGGTACCTGCCCA 
Sequence 3316 

TGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCANGNNCACCACACGTTAAGCATCCCAAG 
CAGCTTATGAGTGGGTCTGCTGATANAGTCTGCAAAGTGGTTAGTAGGATACACAGCCCT 
TTCTTGAGTTTCAAGCCCTGACTGTGAGTCCCTeCCTGT 
Sequence 3317 

CCCGCGGTGGGCGGCCCGGCCCGGTGCCCCGGCTCCTTTTCCTCCTTTCGGCCTTCGCCG 

TCCACCAAGTCCCTCTCTTTTGTCC(iCGGCNCGCTCrAAGAACTA 

Sequence 3318 

NCGCCCGGGCAGGTACAGCCTGCAGAACTGGCCCTTGTCCTCTGTCGTCTACATCAGACC 

TGCCTCGTCCCATCCAAGCCGATCACCTTCTGAGAGGACCTGGCCCCCGAGCTCAGGAGC 

ACCCCAGCTCTCAGGACACAGCCCCTCGTGGTGGGACAGCGCCTGCACCTGCAGCCCTGT 

AGCCCCTGCACAAGGAATTTGTTGAGGGAATTTGTATTTTCTGCTGCTTTCTCCTTGAAC 

CTATTTGCATTTTAAATAATTAAAACATTAAAGCTGAAAAATTTNTTNNAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAA 

Sequence 3319 

GCNAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGCCAGGNCCTACCNATNNNNTATTN 

TTNNCANNNNTGGNCGACNACATGAANTGCTATCCAACTNANNCNTGNAAGACAANCTNC 

NTAGTGGCCATACACAAACTNGAATNNNNGGGTNNNNCNNNTCNCTNNNTTAATGCCCAT 

AACTCACCNNNAGNNACTTCTGCATNGANGNCNACTNTGAATNCCGCTCTATGAACTAGG 

AGCATCTCNCCGGNCTGTGGGNAATTNGAATATCAAGCTTATCTATACACGTCCAACCTC 

TAGGGGGGGACCGGTACCCAACNGGAGATCCCTNATTGAGGGTTAATAGNNCGCTNGNCG 

NANTCATGNTCATANCNGTNANCTTGNTGCATAAGGTAAGCCACAGTCACAAGTGACTGA 

GCGGCTAATGCCACCCGAGCAATGTACNCNGGTAACCTCCANCAGGCATTTCATTTAATA 

CTGANCTTANTTCCTGCTGGGTAAGGCATTCCGAGGTAACCAGGGCCCTCTTGGGCCCCC 

C1TAAAAACCAACTCTTTCAAGGGTGAGTACCTCGGNCCGCTCTTAA 
Sequence 3320 

ANCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTC7TCTAGCCATCTGAAATACGTTT 

TCTAGGGAAATGTTTCAACGTGCGCAAGCGTTGCGGCGGCGGGCAGAGGACTACTACAGA 

TGCAAAATCACCCCTTCTGCAAGAAAGCCTTTTGCAACCCGGTGCACTTACAATTTGGTA 
TTACCTGGGAGTGAAAAGA 

Sequence 3321 

CGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACATCTTTTACAAATAAACTTTACAG 

TAAATCCTATCACACCTATAGAATATATACCGTGGCAATGAAGTGATCAATTCAAGATAT 

CCTGAGAAAAACAGATTGTTTTCAAAAGTCACACATACATCGGGGAAACTATACTATGCC 

AACAAATTCACATATGTCCAACAATAGTCTGTTCCAATTGTTAGAGTCTGTGGGCTGACA 

GTGCTGTGTGGATCCTTCTCTTTTACAGTGGCACAAGATGTGGTCTGGACCCGCGTACAC 

CATAGTCCCTGCAGAGATTGAATCCCAGGTGGAAGAATGCAGAAAAGCTTTAGAAGACAT 
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CTAGNGTNGCACCNCTCTTTNTGCTATTTTTGTGAGAGTGGGCACACACTANCCTGCTTC 

TAGNCMCCAANTTNGGNCCNACCTTGACTTNCTTTTTCTTAAGTTANCAANGGACCAGA 

AANGGGNTGGNCCTTTACMGAAGCAGMTTCCCCNAAAATTGTNAGGAGTTTACTTGGA 

AAAGGGNGGGANGCTNNAACCNNGGAGAAGGANNTTATTGTNTNCAGCAATAAAAGAACA 

ACTTTGNACCCTNNGGNCCGTTCTAANAAACTAGTNGGNCCCCCCCGGCTTGGCACGGNA 

ATTCNAATTTNAATCTTATNGATANCCGGCCGACCCNNGANGGGGGGGGC 

Sequence 3310 

CGAGGTACAGTGGCCTCTACATGTGTGCACAGCAGCTCTGGTCTTAGTGTCTAGCTATTA 

CTATTTGGTAGATCCATAGATGGGGGGGAAATAAGGAGTCAGGCCAGCAGGTTCAACTTC 

TTATTTCTCAGTAGCTTCCTATAATGATTCCACCTCTAATGAGGTGAATTACTACTGCAT 

GAAAAAGGAGAAAAAAGGGTTTTGGCCATCTTAGCTAATAAATCACATNGACTGCCTGGC 

TGATCAGATCAATTGTGCATAMTCAGTGCTTTAMGAGTCTTAAAATAAGATTCTACCA 

AGACCAGTCGATCCACAGGCTTGTGTACCGGCAGGTCCTCTTGCCCATGGNAAACTGNCA 

GGAGTTCACAGTTTTTGAGACAGTTNCATGTGGCCCAAATGTTGAAMTGMTGTTTCAC 

A TCTCAGA GGCATGGCTCTGGTGTGGAAAAGTAAGTTAAGTTTGTGANTGNCAATGGGAA 

Gl I I I I 1 1 C ATNTCCTNCAGGTTCACACTTGGTACCTTAANGGN NGC AAGGAAAAATT 

Sequence 331 1 

CACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTCAGAGCCTCTAAAGTAGAA 

CCTTTCTTGCCTCTTCCCAGCTTCTGNGGGTGGCAGCAACCCTTGGTCTTCCTGGCTTGA 

AGCTATATCGCTCCAATCTCTGTTTCTGTCCTCACGTGATGTTCACCCTGTGNTTCTGTC 

TNCTGTNTNGTAAGTGCAATAGTCATATTGGACCCACCATCCTCCAGTATGACCTCATCT 

TAATTNAAGCTAATTNCCNCAGCAAAGNCCCTATTTCTGAATTACAGCAAANNATGAGAT 

ACTTGGAATTGGA 

Sequence 3312 

CGAGGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGCCCATGGGCCACCCC 

AGACAGCCTGCTTAGAATCTTCTAGAAGAGCTGCTTGATGTAAGACATTAAGACATTCTT 

AAACGAAGCCAGTCTTTAAGGNCTAGAATAMTCCTTAATTCTTTCAATACATAGACATT 

AACGTAAAAGCAACAAGAAACAAGGAAAGTCAAATAGACATAGCACTCCCCAAAGCATAT 

AATAATCTCTAAGGTGATCCAAAGATACCAAACTGGCTGACAAATAATTTCAAAATAGCT 

CATTAAAAAATGCTCACTTAACTTCCATAGGATACAGGGGAAACAATTCAATGGAATCAG 

GGAAACAATTMTTACCAAAAAGAGGATATTTTCCAAANTACCAAAATTACCAAATTACC 

AAMNTTACCAAMGGAGATATTTNACCAGACAGATTGGAAATTTTTAAACCAAACCAAC 

CACCNCCAACMCCAACCNNANATTCAACNGGAATTTTCTNGGGGCAGAAAAATTAGGAG 

NGG AACCG AAATAAAAAN CC NCCAGAGAAAATN NTCAGTTAACN GGAATGG ATCAAGTTG 

GAAAAAAGGA I I I I I ICNTTGAANTTGGMGACAAGGTTATTTGGAAATTTTCCCGGCCG 

GAAGGGGAAAAAAATTAAACCAANTAAAMGGGGNTAAGGAAATTTNTTT 

Sequence 3313 

CGACTACTATAGGGGCGAATTGNAGCTCCCCGCGGTGGGCGGCCCGCCCGGGCAGGTACC 

AGCACTGTGGAAAGGCTTAGGTGCAAGGAATTGTGGCCTCCCGCCAATGGCCAGTGAGGA 

ACTGAGATCTCCAGCCAATAGCCTTGTGACTAANCCATCTTACAGGAGAATCATTCAGGC 

CCATGCAACCTTTAGGTGACTGCAGCCCCACCCACTGTCCTAACTGCTACCTCATGAGAA 

ACCCTGAGCTAGAACCAGCCAACTAAATTAGAATTTCTAATTTGTAGGAATAATGAGAAA 

ATAAATGTTTGCTCTTTTTAAAGCCACTACA I I I I I I I I GATGTAGCAATACATAAGTAA 

TACAACCACCTCTCCCATTTTCATTTCAGCTCAATCCAATTAGATATTTTCAATTT^ 

GTCAATAAAATTATTATATATATAAATTACATATATTCATATATATNCACACACCAAACA 

CAAATNTNTATAAAATTGNTTAAATACCTGGTAAGCACATAGAACAGTATCTGGCCCTGA 

GANGNGCTTCGTTATTTAAAATTACTATTACTCTATTATTACAAGCAGCAGGANGGAATA 

TATGGAGCCACTGGAGGACTGGCCATCTTGGTAAAACCCANGAAGNTAAATGGCCGGTCC 

TGGNTTTCTTTACCTTTACAAGTACCTTGGGCGNTT 
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CAAATTCTGGTCACCACACTTTAGGAAAGGTACCTCG 
Sequence 3303 

CCGGGCAGGTACACCCTGTCCTCAAGATAAATCGGAAACAATCAACCCAAAAACATGTTC 

TCCCAAAGAATATTTGGAAACTTTCATCTTTCCTGTTCTGCTTCCCGGAATGGCTAGCCT 

GC TTCAC CAAGCGAAGAAAGAAAMTGTTTTGAGAGGAAAAGMCCAAATTCA 

TGAT TTTCT GACTGAGTGGTTATACAACCAAAATCCAAAGAGGGCAGGGGAGCCATTCAC 

AGAAi l J « I CTCCATTCCATTTGTGGAGGAGCGGCTAAAGCAACACCCA 

Sequence 3304 

CGAATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACACAAAGGGAAAAAAAA 

AAAAAAAGCAGAATCAGAGCTGAGTTCCCCTTTAAAAGCCAAACGCCTACATCTAGAAGG 

AGGCTCCCCTACCTGAGAGCCCTAGCCCTATTGGGGTTCCCACTGTGGAAACCCTCAGGT 

CTCAAGGTTAGTTACAGGGCAGCCAGGTAGGGTAAGGCTGGCTGTAGGTGACTGGAGGAT 

GGGCAACGTAGTAGTTGCTGAAGTTTGCCATCACTGACGTAAGGGGCCGGCTGGTANTAA 

CAGGTGACGTTGGTGGCACTGGGGGATGATGTTT 

Sequence 3305 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTAAAAAATACTTTT 

TTAAAGGACTGTTTAACTACTCACAAGGCTGCAAACTCTTTGGAAGTGTTTACACTACAA 

AAAA AGTGC TTGAGTTTGTTCCAGGTATTATTATAAACTTTCTTCAGCCCTATCAAAGGT 

AGGGTTTTTGCAGCTTTCACANGCAGATGTCCTCCAGGCTTACTGCCTTGTAGNTGTATC 

AAGAGAGGACCTTTCTGGCTGTCCTNCTNACTACTTGCTCTCCATAAAGCCAGACTTCAC 

TGTNCCTGTGGGGG CATTCA CTCTCTTACANCACTGCCTAGACAAGCTCANA7TCTTCAA 

GACAGAATCCCCCAGTTTTTGCTTCAGAAGATCAGATTAACTGGACATCTAAGGGCCC 
Sequence 3306 

CGCGGTGGCGGCCGCCCGGGCAGGTACTGCTGTTGTGTCTGTTAGGTCCAGCTGGTATGA 

TGCTGTTCAAGTTCTGTCTTGCGACTGATCTTCTGTCTGGTTGTCCTATCCGTTACTGAA 

AGTGGGCTACTGCAGTCTCCTACTCTTACTGTAGAACTATCCATTTCTTCCTTTGATTCT 

GTCAA TGTT TGTTT CATAT ATTTTGGGCTCTGATGTTTGGTGCATATATATTACATCT^ 

GTGAATTTTCAAACTTTTTAAATTTCAACATGAAGATGAAATTATAGGATGTCTGGGAT^ 

TCCTTTGAATCCGTGGGGCTGGGAGTAACTATAAATGAAACAAGATTGGCCCGGAATTTG 

AGGCTGCAAGGATAGGTACCT 

Sequence 3307 

ATAGGGCGAATTGGAGCTC CCCGC GGTGGCGGCCCGAGGTACTGTTTATTACTTTGCTAT 

GCAGGAGAAACAAAACAGCTTTTTATTTGTGTGTATACTCTGAAGTCAATGTGCATGGGT 

TAAATCCCACCTCTGCTTCATTTTATTTGTGTGGCTTTGGACAAGTTCCTAAGCCCTCTG 

TGTCAGGCCCCTCATTAACAAAATGGAGTTTATGATGGCATCTACCTCACATGGTTATTG 

TGTGGTTGAAATTAGTTAAAATCTGTAAAGTATGTTGATGAGTATCTGGTACAGCTATTG 

GAATCAGATGCAAAGATGGTGTTGTCTTTGGGGTAGAAAAATTAGTCCTTCTAAACTTTA 

TGAAAGAAGGGTCCAACAAAAAGACTTTTT 

Sequence 3308 

CGCGGTGGCGGCCCGCCCGGGCAGGGTACTTTAATNNNTTTNGNTTNNGTTNCNGGAATT 

CCTCACACAGTAACATCTAATGTGTTCTTTTATTTTTGAAACAGCAGGAAMGAGCCCTT 

TCCTTCANAGGAAAATAAAAACTTTATCTGTTGCTTAAGCCAAACTCCAGGGAGGAAGGT 

GTGGTCCTCTNGGGAAAGTA 

Sequence 3309 

GCTACTGGGACTCCACACCTACCTAAGAAGCAGCTCTACCCAGACTCCACATGGCTCTCT 

GTTTTGGTCTGGAGACCCCAGCTGGGGTATCTACTGAGCCCAGGGATTCAAAGGTTCGTG 

GCAGAAATATGCATCCCACGGGACTCTNCTCACTNACCATTTTCTTGTANGGGGATTCCN 

CTGGGTCTGTGCCACTCCTGGGNGAATGGCTGATCTGTCTCACTTTTCTCCGTGANCCGA 

NGGTCACACTATGNCACNGATGAANCCTTATGTGTCCACCTGNATGTTCCGGGTGAAGAG 
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CCGGGCAGGTAC I I I I I I II I I I II I I i 1 1 I 1 i | I 1 GGGATTTTTAGTAGAGATGGGGTT 

TCACCACGTTGGCCAAACTGGTCTCAAACTCCTGACCTCAGATGATCCTCCTGCCTTGGC 

CTCCTAMGTGCTGGGATTACAGGTGTGAGCCAGCATGCCCGGCTCTTTATCACTTTTTT 

AATATGAGTGGACACTGTCCACTGACATCAATTCCCATTCCTAGATCAGTGGCTCCATGG 

ACTCTCTGCTGAAGTATTCAGGGAAAAGCAGTGAGCCTCTGGCAGAGGGCTTCTAGTTTC 

TGCAGTCCTCGTGGACCTCACCTGTGTGACATTCATGAGGGGGTGGCTACAGTGGGGAGC 

CTTCTCGGAGAAGCTGCCCTGCTGTGTGTACCT 

Sequence 3299 

GGAGCTCCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTAAGCAACTAAACCAACT 
TTACAAATGTTAAATTCAATAAACTCMTATCTC 

TGGGCATCATTTGCTGATAGATAAAAACAGAGTAATAAATAAGTGGCTTCCTGAAGGCAG 

GTAAG GCM CCTCCATGCCAGACCAGTTCTCAATACAGTGACCAAAATTCCCCCCATTTT 

CTTGCTTTTACTCTCTATAACTGTTMTTATAATAMCCATATGGAAATGTTTTCCTTAA 

ATGGAAAAAAAAAAAAAAGTACCTCGGCCCGCTCTAGAACTAGTG 

Sequence 3300 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGTTAAACCGTAAACATTTCAGCATCCAGA 

GCTGGTCCAGCTCAGCAAGGTTCTTCCAATGCCAGCACACCTGTGCACAACGACAAAGGC 

TCCGAGGGTCCAGGAAAGAAAAGATGTATAAAGATAACACCCTTGGAAGCTTGGTTGTAA 

AGTCCAGGGCTTCTGCTGGMTTTTCTCTTGMGCTTTCGACAGCAGMCTTTTGCTGGG 

ACAGCGAGCAGCGCTCCAACAGGCCTGTGAGGATTCTTCTTCTTTGAGAGTCTGTCCATT 

TGTCAAACCATTTGCCAAGCAGGGCTCTTCTTTCTTCAAATACCCGGTCATTCAATAGCT 

GATGGTTTAGGGGTGTCCAGGTGCTCATCTTTGTCTGCATTTTGGGACCATCTGTGTTTT 

TT GGAG GTGCAAATGCCATCATGAAACAACTGGATATCCTTCCATAAGAAAAACAACACC 

TCTTTTAG CTTGTCT CCCTCTTCAAGCCTCAAGCGCTGACCGTTGCCACAAGTTTCATTA 

GGTCAAGCi I I I I iCTTCCCCCGCGTACCAAGGAGGCCTTGGATGTCATCAGAGGGGAAA 

ATTAGGGAGAGAAAGTTGACAAGTGAGATTCAAAGTCNGGGAAAATAAAATGCATGGGTN 

TATACCT TGNC CCGGGCNGGCCGCTCTTAGAACTAGGTGGATNCCCCGGGCTGGCAGGAA 

ATTCGAATTTTCAAAGCTTATCGATACCCGCCNANCTCGANGGGGGGGCCCGGGT 
Sequence 3301 

CGCGGTGGCGGCCCGAGGTACTGGGAAAAAACCCCTGTCAACTAGGAATATTATACTCAG 

CAAAGCTATCTCCTTCAGAAATAAAGGAGAAATAAAGTCCCAGACAAGCAAAACATAAGG 

GAATTCACTATCACTAACCTGATTTTATAAGAAATGCTCAAGGGAGCCTTGCATCTGAAA 

GTGAAAAGATAATAATGTGAACCCAAAATATCTGAGACAGGTCGCAGTCAATTTAGAAAG 

TiTATTTTGCCAAGGTTAAGGATGCACCCATGACACAGCCTCAGGTGGTCCTGAGGCTTG 

GACATGTGCCCAAGGTGGTTGGGGGAATAGCTTGCTTTTATGCATTTCAGGGAGACATGA 

GACACTTCA GGAC AACTTGAAGTGGGGGCTTTCAGGTCAGAAGTTGATNAGAGACAAAAG 

GGTGCATTCTTTTAAGTCCTCGATCAGCTTTTCACTTGAATACACMTTTANTCTGGCTT 

GGNN CATCTGCATTTGGTTCCNTNAAGGAA7TAGACCGANGGAAACCAATCNGATNTTCN 

TTTTGTCTTAAGGCNACCCTCAGAAGGGTGACTTTGAANTCTNGTCCTTTGGCCACAAAG 

GAATTTTCTTTGGACAAAGGAAATTTCC 

TTTTCAMTATNNTATNTGGACNCCCGNGGGMTTAACTTTGNCTTCATTTCCCAGANGG 
GACATTTTAAACTNTGCAATNCCTNNGGNGTTANAAAAAATCCTTTTNAATGGCCCATTG 
GGGGAAGGGATTAAATTTGGGAANGGGGAT 
Sequence 3302 

CGAATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACTGGTGACTCACCATTC 

TGCCAGCGGCCACTTTGCACTGGGCACCAGCACATACCAGCCCCCATCAGGAAATGTGCA 

CAGTCCATCTCATCTTGTTTCATCTTCATTTTATTAATGAGGAACTGAGAGTCCAAGAAG 

GTTCAATCATTTGCTCAAGGACAAAGAAGTGCATATCAACTCAAGATCTGAGCGACTCCA 

AAGCCCAAGCTCTGTGCCCCCGATAACACTAAAGGGCTCTGGAACCTTCCCTCACTGTGC 
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CCGGGCAGGTACAGGAATTACCAGATCGTCTTCATCGTCTTCGGCGTTCTCATGACCATG 

GCCTTGATCGTTGCCACTCAGTTCCGGTTCCGCTACAACCATTTCAAAAACGATGATTCT 

AAAGGGAAAGAGGTGGAGATCCCGCAGGTGGAAAGGAACAACTCTACAGAGTCCTCTGAG 

GAGACACCMCCACCACMGCCACTCGCAGGCCTTCAACTTTTGGGACTTAATCAAGCTG 

CTCTGCAGCGTGCAGTATGGCTCAGTGCTGTTTGTGGC7TGG7TCATGGGTTTTGGATAT 

GGCTTCGTGTTCACCTTTCTCTACTGGCATTTGGAAGACCTCA 

Sequence 3293 

CCGGGCAGGTACGCGGAGATTGAAGTGCTGCGCCAGCGGGTGCTGAGAATTGAAGGCAAA 
GACGAGGAAATTAAGAG AGCAGAGGATCTGTGTCG TC TGA FGAAGG AGAAACTTGAAG AG 
GAAGAAAACCTCACCCGGGAGCTGAAATCTGAGATTGAGCGGCTTCAGAAACGAATGGCT 
GAATTAGAGAAGCTAGAAGAGGCCTTCAGCAGGAGTAAGAATGACTGTACCT 
Sequence 3294 

CTACTATAGGG GCGAATT GGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACACCAC 

CCAACCTGGTTATTTTTTAAAATTTCTATACAGACTGGGTCTCAGTATGTTGCCCAGGCT 

GGTCTGGAACTCCTGGCTTCAAGTGATCCTCCCACCTCAGCCTCTCAAATGCTGGGATTA 

CAGGTGGGATCCACTGCACCTGTCCTCTGCTC7CTTCTTCTTTTTAACTCTTATGTATGG 

TTCTTTAGCAAATAGCCATAACTTTTCTTTGTAGCTTTGGTAGGGACMCGTTGTCTT^ 

AGAGGACGTTTGCATCTATGACTACTGAAGTCTTGTATCTGCAACCAGTGCTTCTAGGAA 

GCTGACGGTTATGCTGTAGCATTCTGGGCTACCCTGGAGAACAAGTTAGAAACAGTCATA 

AACAMCGTATCCATTTGCCCAGTGAACACAGTGAGGTTTCAATATGTGGAAAGCATTGT 

GCAGACACTGTTGCAAGAGAGAGTTGAATCAAGATAGTAATGTGTCTTCTTCCTACAAGT 

GTACCTCGGNCGCTCTAAGAACTAAGTGGATCCCCCNGGCTGNAAGGAATTCGATATCAA 

AGCTTATCGATTCCCGTCGACCTCGANGGGGGGGCCCGGT 

Sequence 3295 

GAGCTCCCCGCGGTGGCGGCCCGAGGTACCCAGGGAACAAATGCTACTGGGACTCCACAC 

CTACCTAAGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGGTCTGGAGACCC 

CAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCGGAAATATGCATCCCA 

CGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGGATTCCCCTGGGTCTGTGCCACTC 

CTGGGTGAATGGCTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCACACTATGTCAC 

TGATGAATCCTTATGTGTCCACCTGGATGTTCGGTTGAAGAGCTAGTGTCTCACCACTCT 

TTCTGCTATT TGTG AGAAGTGGCACACACTAGCTGCTTCTAGTCAACCATCTTGGCCCCA 

CCTCACTCACTTTTCTCAAGTAATCAAAGACCANAAAGGATGTCCTTTACAAGAGCAGAT 

CCCCCAAAAATGGAAGAG7TCACTGNAAAGGGTGGGAGCTCAAACCAAAGAGAGGACTTA 

TTTCGCAACATAAAGACCAACTTGTACCTTGCCGGGC 

Sequence 3296 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACCTCAGGACGTGACTGT 

ATTTGGAGACAGGGCCTTTAAAGAGATTAGGTTAAAATGAGTCCATTAGGGTGAGCCTTA 

TTGCTATCCAAGTTAGGTCCTTATTAGAAGAGAAAATTCGGACATACAAAGAGACATGAG 

GGATGCAAGGGCATCCTAGAAAGACCATGTGAGGACACAGAAGAAAGTAGCCATCTGTAA 

TACAGG G AG AG AG ACCTTAGGAGAAAC C AAACTTACTG ATACCTTG ATCTC AG AACTGTG 

AAAATAAA7TTCTGTTGTTTAAGCCACACAGGCTGTCCTATTTTGTTACGTTAGTCCTAG 

AAAATCCAATAGATCCAGGAGACTCAATATCCACATAATGGGCATTTTAAGAGAATTGTA 

ATAGAAAAAAAAA TGGM CAMGAAAATAGTMCAGAAATAATGCAAGTMCTTTTCTGG 

ACCTGAACATGTATTTTCCAGATGGAAATGACCCATTATGTCCTGAGAACCAATGGGCAA 

AAACAGGTACCTCN 

Sequence 3297 

NCGCCCGGGCAGGTACCAGTGTTTATTGCTTGGGACAGTTCAGCAATGACAGGGTTGCTA 
TTTCTGTGAGCTGGTTTAGGGGGAGGGATAGGGGGCTGCTTGGCAGGGACC 
Sequence 3298 
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Sequence 3285 

GANNAATGTANGAAGAATANAAAAAAATGAATAAANGAACANANNANAANGGANNCANCA 

NNNACAACAAAGCANAAAAAAACATGGAGGNGCACCAAGTANANAATGGNANGGANGAAA 

GGG 

Sequence 3286 

GGGCGAA7TGGAGCTCCCCGCGGTGGCGGCCGAGGTGGGCGGATCACAAGGTCAGGAGAT 

GGAGACCATCCTGGCTAACGTGGTGAAACCCCATCTCTACTAAATACAAAAAATTANCCG 

GGTGTGACAGCATGTGeCTGTANTCCCAGCTACTCAGGATGCTGAGGCAGGAGAATGGTG 

TGAACCCGGGAAGCAGAGCTTGCANTGAGCATAGATCGTGCCCCTGCACTCCAGCCTGGG 

CGAACAGAGCGAGACTATGCCTCAAMCAAMCAAAAACACTANAGGGCANTTTTGCATG 

CAAATTATGCTAAGGCATMTTTTTAGTATTATC7TAGTA1TTCTCAAAATGTAGTCATC 

TATGGATTTACTGAACAAATTTGCCATATCT 

Sequence 3287 

ANGTACTTGGTTTTAACATCATATTAAGGAAAGAGGCACTAAANAGGATAAGAAAGATAG 

TCTTGAATTGCCTACACCATCCTTCCCCTAATCCCTGGCACTGGCAGCATGGCGCAGGAG 

AGAGAATTTATGTGCTTGTGGAAGGG AG AAAAAAG AGTG ATTGTGGGAC NTAN CACTGGA 

ATTTANTGCTGCCCTGTCACAGCAGAAAGCAACACCAGGCAGAACTCAGCCAGCATCCAC 

AGAGGGAGCATTTAGACCAGCACTAGTCAGAAGGGAAGCCTCCATCCCAGCGGTCAGAAC 

CAGAGTTCTGGCAAGCCCCACCACCATGGGATAAGGTGCTCTGGGATCTGAAATAAACTG 

AAGGGCAAGTTTTGGGCCATAAGGGCTCTAATTCCTGGGCAAGCTTCTGTGCTGTGCTGG 

GCTTAAAGCCAGTGGACTTGGGGTGCACGTGACCTANTGAGACACCANCTAGGGCAGCCA 

CGGGAGTACCTGCCCGGGC 

Sequence 3288 

NCNNGNANNTGCGCANGGAGCTCTANTGACTACTAACATATCGCCCAAAAAGAAANNGGC 

CATACTNTGGAGGNCGGTGTGCTAGCGATTTTTCATNATACCTTGTAGCTNATGGAGCNC 

TCAGGACTTATGGGCTATCAAAGAATAACATGTTGATCNTCCAGGCCGAGTTCTATCTGA 

ATCCTGACCAATCAGGCGAGTTTATGTTTGACTTTGATGGTGATGAGATTTTCCATGTGG 

ATATGGCAMGAAGGAGACGGTCTGGCGGCTTGAAGAATTTGGACGATTTGCCAGCTTTG 

AGGCTCAAGGTGCATTGGCCAACATAGCTGTGGACAAAGCCAACCTGGAAATCATGACAA 

AGCGCTCCAACTATACTCCGATCACCAATGTACCT 

Sequence 3289 

CCGGGCAGGTACGCGGGGACTCACTTGTGCCCAGAGAGAGAATAAAGCCATGTCGAAACT 

ATCTACGATTCCTTGAGTGTTTTTCCAGCTACCTGCCACTTGCCCACCCACTCCCCTNAG 

ATCTCAGTTAGAACATGACAATTGGGCTCATGAACAGGATCCTGAGTGGTTGCAGGTGAA 

CAAGCAGTTGGCACAAGGGCAAAGTGATCACATCCTGATTGAGTGGCTATGGACAGCCAT 

ACAGACTGTGTGGAACAACGCTGGTGAAATACCCAAACCGTGAGTAAATACCAGTCTATG 

TGGTTTGGTGCAAGTCATTCGGGAGACGGGTATGCGGCAGGCTATGTTTGACCTGA 

Sequence 3290 

ANGTACANGCTGNTNACCAGCTTGCTCAGAATNACGCCATTCTTCAGCCAGACNTGGAAG 
CCCANGCGCCCACGGTCTGGGCGGTCNACATNANGGCCACACTGCACTATGATCCACTCC 
ACCGGCNTCTAGANCTAT 
Sequence 3291 

AGGTACCTTGAGGCGAACAAAAAAATTAAATTTTAACCATGAGGGAAATCGTGCACATCC 

AGGCTGGTCAGTGTGGCAACCAGATCGGTGCCAAGTTCTGGGAGGTGATCAGTTGATGAA 

CATGGCATCGACCCCACCGGCACCTACCACGGGGACAGCGACCTGCAGCTTGGACCGCAT 

CTCTTGTGTACCTGCCCGGGCCGGCCGCTTTTAGAAACTAGTGGATNCCCCCGGNGCTGG 

CAANGAATTCGATATCAAGCTTATCTGATACCGTTCANACCTTNNAGGGGGGGCCCCGGT 

NCCCANCI i I I I GTTC 

Sequence 3292 
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Sequence 3278 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTAATGATGCTATTTCTTTTTGTGGTGGTGAA 

ACAAAGCTCAGCCTGCACTACTGTCTCATGAGAAAT7TTTTATTATCTTTCATCAGATGA 

AAGAGTATTTGCCTACACATTGCCAATATTCATCCAGATATATTTTGGGAAAAAAAGCTC 

TTCAATTTCTCAAGCAC I MM ICATCTTTTGAACTGGAATCCAAGTCATGGAGGCCCAT 

CACCTTACAGC'lTCTTAAATGGCAAACATAATTATTC 

TGCATTCTTMGTMTTTMTTTTC^ 

Sequence 3279 

CTNCACCGCGGTGGCGGCCGGGCACTGCTACCCATTCTNCAGTGGCACAAGCACCCCAAT 

GATTACTTTAGTAAGGAGGCATCCAAATTGTACCTGCCCGGGCGGCCGAGGTACGCGGGT 

CCTATGAACAGATATACAGTNGTGTGTATAAATGTGTATGCCAGCAGCACTCNGAACAGA 

TGTATAGTGATCTGATTAAAAAGATAACTAATCACTTATAGAGAGTCTCAAAGGAGCTGC 

AGGCCANCCCTrJCAGATCTCTATATTGAMGATTTAATATAACTCTTGGACAATATATGG 

GAGCATTGCAGAGCATTGTGCCTCTTTTCATATNTATGAATNAGTTTTACATCNAAACCA 

AGCTTAACANAGACTTAANAGATGACCTTATAMGCTGTTTACGGAACATGTTGCAGAAA 

AGCACATTTACAGCCTAATGCCTTTA 

Sequence 3280 

CCQGGCAGGTACTCGGNGGCTCTCTTNCTGTNTTTGNGGCTNCGGAAAGGCGTNNGGGAT 

GCCAACNATCAGGCTGCTGNNATTTGTNGTGNTGGCTCTATTNNCTGNCANTCAAGCAAA 

GGAAGGAGNCANGCTTTNGGCTTCCAAATCACTNNTGAACACATACGCCGTGGAGGGACA 

TAGACCTGACCTTGCAGTACCTNGGCNNN 

Sequence 3281 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTGTTTTTGAAAGGGTCTGATAGGA 

ATTGCAATGGTNTAGGTTAAGTAAGATAAAGTCACATTTACTGANTGGGCTCTTTGGGGA 

CAGCATACATCANAGCATATAGTCTTCTTGGCTAACAAANAATAATGGTTATGAAAATTA 

ACCATTTAGGGCTAGAGAAGGTCTTGGAAATTGNATAGCCAAGCCTCTTCATTNTGTCAG 

TGAGGGGATTGATTC 

Sequence 3282 

NCCGNCCANGCACTGTCTTTTACTGTNNNNTNNTTNNTGAAGTACCTCNAGGCCTGGCTT 
GANATGAGGCTNTNATTGTNAAACCACTGANANNAATNCNCCTCANGNGANNANNNNNNN 
TAGACACTTTANAGTCACACTNACCTTCTCCAGCACCCTGNACCTGCCCGNTCGGCCGAT 
NTAN AACTAG N 
Sequence 3283 

AGGTACCTGGCTACGTCGGGGCAACCCCAGTATGTGCTCTGGGCATCCAACATCAGCTCC 

CCCGGCTGTGAGAAAGTGCCAATAAATACATCATGCAACCCCACGGCCCACCTTGTGAAC 

TCCTCGTGCCCAGGGCTGATGTGCGTCTTCCAGGGCTACTCATCCAAAGGCCTAATCCAA 

CGTTCTGTCTTCAATCTGCAAATCTATGGGGTCCTGGGGCTCTTCTGGACCCCTAACTGG 

GTACCTGCCCG 

Sequence 3284 

AGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTCTGTGCTGGCAGCGGTGGC 

TCACATGGCCTGTCTGCACTGTAACCACAGGCTGGGATGTAGCCAGGACTTGGTCTCCTT 

GGAAGACAGGTCTGATGTTTGGCCAATCCAGTCCTTCAGACCCTGTCTGAAACTTGTATC 

TTACGTGAACTTAAAGAATAAAATGCATTTCTACCCCGATCTCGCCCCCAGGACTGGCAC 

GACAGGCCCACGGCAGATTAGATCTTTTCCCAGTACCAGGCCTGTAACGATGAGGTTTCT 

TCACCCCTCCAGTAGAGGGCGCACTCTTGCGAGCGGCTTTTGTAGCCAGTTGCTTCCTGG 

GTGCTTTACCACCGGTCGATTTGCGGGCAGTCTGCTTTGTACCTGCCCGGGCGGCCGAGG 

TACCGCTTTGTAGGGGAAGGAGGAGTAAGGATGTTCNGANACCTGTGTCCANGTGCACCG 

ATGCCANACANACGCTCCCATGTGGCTGAATGGGGCCCACCCTGCCCTTGGGGATGGCAT 

NACCAACCACACTGNCTGTGCCCATTG 
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CGCCCGGGCAGGTACCAGCTGGGGTAGTAAGTAGTAGAGACTGAGCCAGAGCTCAAGCCA 

CAAGTGAGTGTGACTGTCCCTCCAGGGGACACTGAGAACGATGGCTCCTGGGTCACCACA 

GTCTGAGAATCCACTCCTGATCCATAAGCAAGGAGTCCGAGGAGAAGCATCATCCAGGCC 

ATGGTGGGGACACTCATGAAGGCTAAGTGTTCTCAGGCTTCCCAGCTGGGGTTTGTTTTC 

CTCAGGGCCTTTTCCCCCGCGTACCT 

Sequence 3273 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAACTGTCCTTCCCATCTCCATC 

TGCCAAACTCATTCTTACCCCTAGGACCTGCTGAGATGCTGCCTCTACCATGAAGCCATC 

CNTGANMCAGTAGCTTGTTATTTNTACTGCTGCTTCCAGCTTTGATTGGCTCTTCCCTA 

CTCATCCCCTCACCTGACATCCGGACAGTGTGTGCMCAACTTATTATGATTATTATTGG 

GATGGTCTNCTCCGGCACCCATAATCCTGTCCTGAGTGAGCACCCTGCACATGAGGTTGT 

TTGAGAACACTGGCTGAACCTGTCAACANTTGGTGGATTCTGATCCAGNANCNGATAGNG 

GGCAGGANAATNGGGGTGTGGCTTTCCAAGCTCTGAGGCCCCCACATTCTCAAAGGNAAC 

TGANATGATNCCAATANGTGCNGGTTCACGCCTAGTGGAAAAATCCAAAACATGTGCCTT 

TGGCTT 

Sequence 3274 : 

CGCCCGGCCNGGTACANATANCTTAGAGNATNTNCTNTNAN.TAGTCCTGANNATAAGGGG 

TAGGGAGGNAAANGGGTTTAANTCATAANNAAGGGCCTNGATCCCAATCCAACNCCATCN 

CTNGACACATNTCCNTATCTGAANTCTGNGCNNNCNTGTCCCACNNTNAAAGTNCANGNT 

TCTCATAGATTCAGGATTCCTNCCNNNNGCNNNTCATNGCCCCCAACCGGGAANNNGNTN 

NNGGTACGCCCCTTNNAAANACTATNCNGACNTNCAANCGGTCGCTTNGACNTTNCNTGA 

ACTTN ATN AC N TTNC NGGTACCT 

Sequence 3275 

TGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGATCAGCTCTGGACTGTCCTCT 

CAACCAATCCACAAATTAGTGAGAAAAGAAATAGCCAAGGCTAGGCATGGTGGCTCAAAC 

CTATAATCCCAGTGCTTTGGGACAATAAGGTGGGAGAATCACTTAAGGCCAGGAGTTCCG 

GACCAGTCTGAGCATCATGGCAAGACTGTGTCTCTACCAAAAAAAAAAAAAAAAAANCCC 

GGGGGNGNTTNNNTTNTNGGGGGNGNGCNCCCCCNTTTCCANTTTNNCNCNNAAAAAAAN 

NTTTTCNNTNGNNGGGGGGTANNNGGNCCAAAAANGNNTNNGGNNGNNCNTTTGNAAANC 

CCCNGNNNCTTTGGGNCCGGNTTNNNNTTGNCCAANNTNNTNTTTTCTTCCCCCCCATGT 

NTTAAAAANNGGGGC I MUM 1 GGGGCCTTNGNNGGGGCCMNTTAAATTTTTTTGGCC 

CCC AAAAAAACCCN NTN N N AAAAN AGGGGGGGTTCNNN AANTTNMGGCTTTN AAATTTA 

AAAAAATTGGGGCTAAAAAAGCGCTAACCCAAATGGGTTGGGGGNNAAAANCCCCNGNCN 

CTTTNAAAATTTGGGGTNNCCCCGGCCTNNGGGA I 1 I M I M I A 

Sequence 3276 

CGGGCAGGTACGCGGGGGCACATGCGCATTGCGCCCGCAGCCCTGGACCATTTGTCAGGA 

CTACTCGTGANACGGAGAAAAAAAAAAAGANAAAATTTGGGGANCCNTTAGNAAAANTNT 

TN AAAGNG NNC ANC ANTTG N NAAN ATCGCC AN AN AGTTNTGTNTTTN NTCNCCGCC AAAN 

GGTTAAAAAATAAATCATGACTGANTNTGCCTTTATCANAANTGGTAAAAANTTTGATGT 

TTTNAGNNTTNTGGACTGNAAAAATGGANTGGGCACTTNNCCAGGAAGTNACTTANAGTT 

TNGGGTAAATNATTTTGGACCCCTGGANCTrTTTNCTGAAAAAAAAAAAA 

Sequence 3277 

NATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATGGCAGTCATGCAAAGCA 

TGGGACAGAAGAAATACCACGGCAGTGAACTGTGAGGATAACTTCCATTTTTTCCCTCGG 

AGAGMCAGTTTACGGGGCAGAGGTGATATGTTCTGCTTTTGAAGATTACTGGCACACGT 

TCAGCTTTTTCACCTCTCTAATCGACTGGAAGCAGCCAGCCGATCACTAGTCCTCCATCC 

CCCTCGAGTCCTCCGATTGTCATGCCTAGGCCTTGCCACAAAGACAGCACCTTTATGTGA 

AAAAAAACTTAGAAAAAATGCAGGTTAAAGAAAGCMTAAACTTTCTTTAAAAAAGT^ 

ATGGAGATCTTCTGGGAAACCAGGCCATGAATGCGAGTTTGTACCT 
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TTT 

Sequence 3266 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTTTGGTTAAGAGTAGACAAGGCAG 

ACATCTG AGCC TGCATGACTCATCAAGTTTAGGGTGCAGGCACATAC TCCACTTGTTG TA 

TAACCTGTTTGTGTAAGCTGATACTTGCCTTGGAGCCACTATTGTCTGTAAAAGGTATAA 

CTGCCCTGCTGACACTGTGCATGGGGGACATGGCTTGGCTTGGCTCTTGGGCATGGCTTG 

ACATGGCTCTTGCGCTCATGCCCAGAGAGAGAAGGAGATAAACTGCTGACCCTGAAGGGA 

GAGCTGGCCACACAGCTGTGCGTGGGGGCAGCCGCAGCAAGCAGCCGAGACAGAACAGAC 

AGTGTAGAAGAGCTGCTGATGANCGAGCTGCTGAATAAAGCCATATTTCCCCTACTGACA 

GCCCCCCGAGTGTTGTTTCAGCTATCTGCCATTCATCCCCCACTTCCTTCAAACCTTAAC 

ATGGGCTGGAACTTGGACTTGAACCTGACNCANAANAANCCAGAAAATAGTTGTTTGGCT 

GGGTGCCGGTGCTCACACCTGTNATNCCAGCACTTTTANAAAACAAGGTGGGCAAATACT 

TTGAANCACANGAATTTA^ANAACAACCTGGGCGANACAAAAAAAACCGTCTTTACCAAA 

AAAA 

Sequence 3267 

GCGGCCGCCCGGGCAGGTACACATCNGCTCCTGGGCNNACCTTACAAGTATCTCAAACTC 

ATATNTNCATGANAGGTATATAANCTACGTAGACANGGGAAGCCAAGATAACAGGGAAGA 

CAGGAGACTATCTGCCTATCTAAAAACACTCAAATTCTTTTCTATAAGCACTGCTGATTT 

AATCCATTACACCACCAGCAGCTGCCAGTTTACAATCTCTGCTACACAAGCCCTCCATTG 

AGTTTAAAGACAACCGTNAAAATATCTNTCCAGTTTCTCCATTCACCTGACTGTTACCAT 

AGAGAATGCNGGTATTCCCACTCTGGCCTGCTGTGTGCAGGGTTTTCTCCTATCAGAATC 

CAAACCACCTACCAGTCCCCGTACCTT 

Sequence 3268 

AGGTA CTATGCCTTTTCCTCCACTCTGAGAGTTTGAACAAAAGAATTCAATGACCTGATC 
nm » AACAAAATTAAAAA7TTAAATGTCCTNATTTTTGAAAAACCTAAACTCAGTGCTC 
ATAGGTTATTTGGCATACAGCAAGAATTTGGTTAAAGAGGAATATGAAGTGGAACTTGGT 
TTNTAAGTCATACATAGCAGATGNNTANGTGTGTGTTTTCCACACT 
Sequence 3269 

AATTGGAGCTCCCCGCGGTGGCGGCGCGAGGTACTTGGAAACCCGTTTGGATTAATTAGA 

GGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCCAGGGTGCTGTTCAAGGC 

CCTGAAGMTTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAGTA 

NGTGGTGCANCAGGAGTTGTATCTCGAATCACCGGTTC 

Sequence 3270 

TTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACCGGGGCTGGCTGTGCTGCCTC 

CTCTGCTTTTAATCTTCTGNGGATATTTCTCCGATTTCCCCCAAAAGCCCACAGATCCTG 

GG GGAAG CCACCCCATTCGGCCACCGATCATGGAAGAAAGTATTACTTTTTATTTACCAA 

ACATTTTAAANATGTTGGAAGATCC 

Sequence 3271 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTAA l rTTTTTTTTTTTTTTTI IGGG 

GAAANANTANGNCCTCCCTNTTNCCCCCGNNTNGTTTTAAANCCNNGGGGNNANAANGNN 

CNCCNCNCAANTCCCTTTAANGGGNNNGGNTNANGAGNTTANANNNNNTNNCCCNGGNCN 

TTTTAAACCNNNGNGNCCCCCNNGGNTGGNANATTTNTNTNCAACCTTTTNTATACCNGT 

NACCNNGNGGGGGGNCCCCGNCCCCCGCNTTTTTCNCCTTNTANGGNGNGTAANTNGCCC 

CCNNGNCCNANAAAGNGCTNAGGGNGGGCCCNGAAAACNNNNNAAAGGATGACTTGGCGG 

GTAGGGGAGGAAAATACNACCGTCCCCCTCTAACANAATATAACCAACGTCCCCCTACCT 

GGGGATAGGCTGGTTAGAATTTGGTTTAAAGGCNACTGGGTGACAAGCAAGGAGGGAGGA 

TGCAAAAAAACTCTCTCTCACTTTCTNCTTTTTCCCCANANCTTAAAGCGACCCTATNCG 

CANGGAGCGGGGTANTT 

Sequence 3272 
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GAATATTAAAGGGCTTGGNGNGGGGGGGTTNNAAAAAAAAAAAANCCCCCCCCNNNGGGG 
GAAAAN I rTTTTTTTTTTn rNTTTTCCCCCCCNNGGGGGGGGGGGNCCCCCCCCCNTTT 
T 

Sequence 3260 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGCAGGCCACCAT 

AACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCAGTAGGGCTCCCCAGGTTGGC 

CTTGAGGGCCACAATAAAAAATCTGACTTAGCTATACTCCTTCCCTGTCCCCAACCACAG 

TTATTCTTGTGGATGAGGCAAATGGCAGCAGGACANCTGGAGTATACCATAGTTGACTCA 

TTTATTTTATGCATGCTTAGTGTGGCATNCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGGAGGAAGCANATGCCCCCCACTCACTGN 

ACCTGCCCG 

Sequence 3261 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTAGGAGGTGGCTGGAGACCCCTGTTGGGA 

GGTCTCACCCAGTCAGGAGGAATGAGATCAGGGGCCCACTTAAAGAAGTAGTCTGGCTGC 

TTTTTGGTANCACANCTATGCTGCATGGTGGAGGACCCTTCCTCATCCANTCTGGACTCT 

CACAAAGCANGCNGACTGGAATAGCTGAGTTGATCAAACTGCAAAGATAGTGGCCACCAC 

TCCATCTGGGAACTCAATCCATCTTAGGCAGACTTCAACCTGTCACCACTGGCTGGCTGG 

AATTCC 

Sequence 3262 

AGGTACAGGAGGGACTTTGTGGAGAATTCAGGGTGGCAGAATAAGCTCCTGAGAATTTAA 

CTTAATCTTA7TCTTCTNAMTTTAGCTTCANTGAAGAGAAATGAAANCTATTGTTTCTC 

ATTCTCACATCTCCCAGAAAGTAACATTGAAGGTAATCTCAGTGTCCTTGAAGTTAGCCT 

TTTTGAGTGGTTAAGTTGAAAANAAGTTCTATCTTGGTGGGCTCCCCCAGAGGCTAAATG 

GGCCTTTGCATTGGGAGGTCAAAGTCCGGGTTCATGCCATTCTCCCGCCTCAGCCTCCTG 

AGTAGCTGGGACTACAGCCCATGAGGCTACTGAGCTNCAGTTTTTGTTT 

Sequence 3263 

GCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTNN rTTTTTTTTTTTTl nNNTTTNA 
AATTNNTGNNTTCTNNTTGATTNAl mm I ATATNTNCCGAGGTC I I I I I I I I IANAA 
AANTTACAAAAAATGACTTTTAAAAATANAAATATN 

TTAAGCAACCAAGGAGTTAGAACTCAAATNGTTTTCTTCTTTGTAACAGCAACAATGACC 

ACGGCTCTGTGCCATGGCAATCACTGCTGAGTGTCTTCTCCTACAATTACACAGGCCCGA 

GCTGTGTCTGGTGGAAAGGTCTCCACTCAGGTCAGAGTCTGAAGGAGCAAGATCTTCTCA 

TTAATGCAGAACCTGTGCAGAACCACGATCAGATTCTCTCCACAGCGGGAGACCTGGCGC 

TCCATGGCCAGGCGAAAGTCCTCCTTNACGCCTTTGGTGATGCCTCGAGTTACAAGTGTG 

GTGCTTGATCAACATTCCTTTGATTGGGTAGTAATTTCCAGATGMTTTTTCCCACCTTC 

CTTGAGTTCTCAAAGTANGCAAAATTCCTTCAACCATATTAATATTTGTAACCGTACCTG 

CCCCGGGCGGGCCGAAGGACTTTTGGA I I I I I I I I I ! I AAAAAAAA 

Sequence 3264 

TGGAGCTCCCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCNTGNAAGACTTGAAAGGT 

NACGTAGCTGACACTTCTGGAGAGACCATTCAAGGNTTCTGGCTCTTGACAAAAACGGAT 

CCATTAANCCANCACCMGGAGAACATCTTGACACTTTATGGAATTTCAAAAAGTATGAT 

ATGATGGCAA 

Sequence 3265 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGTGCAGAGGACTGGAATGGATATAATGT 

CTGCAAAACAAAAACATGTCTAGTGAGCCATCTACTAATCTCAACCACTGGTCTAACTCA 

TGACAGTCTCAAAATGMTATTTAAGAAAAAAGTAGTGGCATCTAAAMTATAGACGTTT 

TGCAACTGACTCAGGGAGAGCTCTTTCTTCAACTACTGMTATACTGGTTTTAAATGATG 

GAGTGAGACAAAGAGGCTCTTGCTGACGTGCTCTACTTTGATTTCTATCCTAAAATCTAA 

CAGGTAATCAATGTGTTTGGCTACCTATAGGAGCATCCACCAACTGATATCATTTTTTTT 
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G NTAT TTATTT AAAN GTGN N NTTCAT7TCTAAAAATNC AN N NGGGCCCTTTTTAAAAATC 
TTC TCCTTTTTCATATAGCACT 
Sequence 3254 

GGNCTCNGNCACTCGAATAACCCGACATGGCGTCAATGGTTGCGGTTGGCAGGNGAACTG . 

AANTATATAANAAAAGCAGTGCTGACANGTCACATGGAAATGGNCTCGATGACNGNGAAT 

CCTTGCANGGGGCGGCAGCGNGANGAAGGACANCCGATNACACCAGCCGAAGCTGCACTA 

CTAGAGACCGGTANAAATGAATGAGGTNCCCGCGTACCTN 

Sequence 3255 

CCGGGCAGGTACCTCAGATTTCAAGCTTGTGACCCACTAGCTCAGCCTGGCCAGGTTAAA 

TTGGTGTCTTAGGTTCCCTGTAGAAAGGGTCTGTGATTGTCAACCTGGCTGCGTGGGAGT 

AAAGAAGGTGATGTCTGTGACAGGCCCAGCACTCAGGGACTGAGTCCTGCACTGATGCAG 
GAGCTGTG TACCT 

Sequence 3256 

CCGGGCAGGTACTAGGATTACAAGTGTGAAGCACTGCGCCCAGCCTCAGATGGCGAACCT 
TATTGTG AAC TGCACATGCCAGAGATCTAGGTTGTGTGCTCCTTATG AG AATCTAACG CC 
TGATGATCTGTCACTGTCTCCCATCACCCCCAGACTATCTGGGACTATCTAGTTGCAGGA 
AAACAAGCTTAGGACTCCACAGATTCTACATTATGATGAGTTATAGAATTAT7TCA7TAT 
ATATAACAATGTAATAATAGAAACAAAGTGCACAATAAATGTAATGCTCTTGAATCATCC 

CGAAACCATCCCCCACTAACCCTCAGGCTGTGGAAAAATTGTCTTCCACAAAA 
Sequence 3257 

TGGAGCTCCCCGCGGTGGCGGCCCGNCNNGCCNGGTNCTCCNTATNTATTNANGGTNTAC 

TGATGNNATGCTNAGNNGGGATNNACNNTNNNGAACANAGGAANCTGCANNCTNNACNTG 

ANTN AC ATGCTGAC NCTTGTNTC C NTAGCCNAN NCTNAC ATAACAGACNTCTN NTTG N C N 

GGTCCAGCTCATATNNATTAANGNATACACACACCTACTGGAGTANAATATCAAACTTAT 

NCTTACCTNGAACCNANAGGNGGGGCCCACTNCCTNTCTNNCNNTCTNTTTNTTNACTGG 

ATAAAGGCCNACTATAGGTAATCATGTTTCATAATTGGTNACTAATGATAAATGTTCANA 

TGCCATGGACTTTCANTATGGTTCACAAAGAGTGGAAACCACAAATGATAATCTGTGAAT 

TCCAAGCTACTGTATTATATGGATATATGAATATAGTTTATGAATATATNTTAAACAAAA 

ATAGGATCATACNATGATGATG CTTTACA ACTTGCTCTTTNTAATTAACANTATCTTTNC 

A TTTN AACNCATACAANCCTAACI HUM I AAGTNTTCATTATNTANATATACCACAAC 

CTTTTAMCTATNCANTTGACCTNTNAACAACCTGGATTTNAACTGNATGGGTNCCCTTN 

CCATGGATTTTTNAAAATAAATTTNTTGGA 

Sequence 3258 

GAGCTCCCC GCGGTG GCGGCCGCCCGGGCAGGTACTTTN I 1 M I 1 I I) H 11 1 I I GAAAN 

NNAAAAAAANi MM iGGNTTNTNCNGNGNNNAAACAAAANCCNNTTTNNCCCCANCCCT 

GAAAATTNNGNAAAAANNNTTGTTTTTTTNNNCCCCCCTTNNNNTTN 1 ITTTTTTTTTT N 

NTTTCCCmNTCNNTNCTGNNGGGGGGGNGGNCANAAGACTTCATTTNTCATCACAAAC 

ATGAGCNAAAAGCACATACCTACCCCATGCCTCACCCCNACACACNCACACANATGCACA 

NAANACATACACACACACGCACAGAGGTGAACAGAAACTGAAACATTTTGTNCACAACTT 

CNCGGNACGTNGNCAGACTNGGTTTGCGTNTCAACCTGCAAAACACAAATACATTTTTTA 

AAATCAANNAAAAAAAAATAAAANNNNNTCCCNCNNGGGGGGGCCC 

Sequence 3259 

GGA QCTCCCCGCGGTGGCGGCCGAG GTAC I I 1 I I I 11 1 1 I I Hi I M H M 1 AAANGATT 

M M M 1 1 MNi M 11 M I I I INI M ! M II I I J j I 1 j ! 1 | j | | ICCGNCCNCNCNCCCT 

NTAANTN ATAANTAN AACTN ACGGN N N AAAAAAAAAAAN NGTGTTNN NTTTATTAAAAAA 

AAAANANTTNGTNNTTNNTAAATGNNANNNNNCTTTTNCCCCTTGNTNAGTTNATAAAAN 

CATNCTANNACCTGCCATTCTGACTTTNTTAAANAAAAANNAANACCAGAGGGGGGNGGA 

GAT GTNANN AGNAAAACNAGATGGGGGAAAANANAAAAAAATTGCTTTATGNGGGNCCAA 

AATCTTTTTGTATNGTAAAAAATGCACNTTTATTATNGCTNGNGCCTCAACTGTTTAANT 
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Sequence 3246 

CCGGGCAGGTACCTGGTGCTGGGAAAGAGTTGACTAGGCCAGCATCCCTTTCCTCAAAGG 

GTGGGGCTCCTAGACTGGGGGGAGGGCTGGACATCTGAATACA 

Sequence 3247 

CCGGGCAGGTACCCTTGTGTGTGAGGTTCTAGTAATTGGGTTGTTTTCCCAACTTAGGAA 

TGATCCAGGCCCTGGGAGGCTTCTTTACTTACTTTGTGATTCTGGCTGAGAACGGCTTCC 

TCCCAATTCACCTGTTGGGCCTCCGAGTGGACTGGGATGACCGCTGGATCAACGATGTGG 

AAGACAGCTACGGGCAGCAGTGGGTGAGTGGGCACCTCTGACCTGACCAGTGTCAGAGCT 

CCTCAAGCCCCAGAAGACTGAGGCCACACTGCCACCAGCCATGCAGGTGAAGAGCCAGAG 

CTCATCTTCTGTCTTCTGCATTTCANACCTATGAGCAGAGGAAAATCGTGGAG 

Sequence 3248 

AGGTACAGATACAGTTTTTAMCCTAAAGTTACTGGTGAAACAAGCTTGCTATTACTGAG 

ATGTATAATGAATGTCTTAAAGCTATAMTCCACTCATCGTTGTGTTTAAGGAGGAACTG 

AAGCACAATTGTTAAGAACAAGTGAATTAGGTGAATATACATTTGACAAAAGGTTGATAA 

TAAAGTTGTCAGMTTTCAAAAATAATTTMGTGTGACTTTGGMTCTTAAAATCATGTT 

ATATTAAATTAANGTAACACTTTACTGATTTAATATTTGAGTCATTTCTTM 

CTGAAATATCAATTGCTTAACAGAAGTT 

Sequence 3249 

CCGGGCAGGTACGCGGGATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAAC 

TAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAMCCAAAAAAAAA 

AAAAAAAAAAAAAAGNTCCNTNGNCCGCCCGGNCNGGTNCNTTTNTNCANTGNAAAANTA 

GGNANNTGTAAAAANANTNNCAATGGTNTTTNTNAAAATNAAANTNCNTTNAANATNTNT 

TGTNAANNNANTAAAAMNGGGTNAAAANTAAMNTTTGTAAAATTAAAANTNTAAATNG 

NTAAAAAANTTNAAAAAATA 

Sequence 3250 

AGGTACAGGAGCTMTGATCACGACAAMTCTTTAGCTACCATTTGTAATACTTTCCTGT 

TGATGCTCTTGTAAGTTACCATAAACTTAGTGGCTTAAAACAACAGAMTTTCTTTTCTT 

ACTATTCCAGAATTCAGAAGTTTAAAATTGGTTTTACTAGGCCAAAATCAAGCTGTCAAC 

AGACATGCATTCCTTCTGGAGGTTCTAGGGGAAMTCCGTTTCCTTTCCATTTTTGCTTC 

TAGAAGCTGGTTGCATTCATTGGCTTATGACCCCCTTCCCCATCTTCAAAGCCAGCAGAA 

TAGCATTTTAAAATCTAAATCACATCCTCTGACTCCCTGCTTTCATCTT 

Sequence 3251 

AGGTACTCTAAGGTGATTACAGGAATATGGGGCAGGCCCCTTTCCATCTGGAAAGTTCAT 

GAGTTGAGTGGAGAGTCCTATAAACCCAGATGGAAACCAGAAACCAGATAAAAGGCTGAG 

AAATCAAGGGTTAAGGAGGAAGAGCTTACTTTGAGGAAGATCCCGCGTACTGCTACATGT 

AGTGAGATTATTTTTCAAGCTGAATTGAAACCACACATTATATAAAGTTTAGCAACAAAC 

AACCATGTAGACATGCTGCACCATCTATCAGTTAAAAAAAAAAAAATCAAAATAGGAAGC 

AGGCTCGGGCCACTCCTGTCACTGAGAGGCAATTTCATTTCCTATCCTAAA 

Sequence 3252 

CCGGGCAGGTACTACCTCTAGGAAGATGGTGGTGAGAGTGCACAGGGGTCAGGGTTGGGT 

GGTGAGAGGGTTTTCAGGAAGGTTCTTGTATTTGGCACAAAGGCACCCCCCGCCAGAGAG 

CAGTCAAGTCACTCCC7TGGAGTTGGAGGAAGCACTGGCCTGTGACTTTTGGGATTAGGA 

TGTGCCGAGTTGGGGTCTCCTCACCACTGCAGTAGAAAAGGGCTTTCCTCATTCTTATTA 

AGGTTACTGTCATCMGTGATTATAGAAGGCGTATAATTTTAMTGCTCCTTTAAAAAAA 

ATTGTTTC CTCTTCTC AC ATC ATT ACTTTGCTTTTTTG CTTTTTTTTTTTTC AG G AC 

Sequence 3253 

ACNGNCCAGGTAC I I I I I N I I I I i I I I I I I I I I I i CGGTGNATACAAGGGGCTCCTTCA 
TATATNCAATATTNNAATATNNCGGGCTGTNTTCTATCGCAATCTTCCTCANATCTAACT 
TNCAATCCACTGGATATTACCTTNTACCATATCTAACCTAATGTTTAATCCATCCATTAA 
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Sequence 3238 

CGCCCGGGCAGGTACCAACAGAATCCTGGCCAGGCTCCCAGGCTCCTCATCTATGATGCA 

TCCAACAGGGCC 

Sequence 3239 

CCGGGCAGGTACGCGGGCTTGCCTGCACTGGAAAACAGTAGATGCTCTTCAGGCTCTGTG 

CCCCCAACAGTTTCTGCGCATCCCTTCTCATCCAGCCTCTCACTGGGGGGCTGGCGTCAT 

TATTCCCATTTTGCAGCTCTGGAAATGGAGTCTGCACAAGTCCTCGCTGCCTTTTCCCTG 

CCTACAGTACCACTATGGTATCCTAACACGCCACCCACTCTAGTGTCCCTTTAGGCTATT 

TA7TTATTTATTTATTTATTTTGAGACTC 

AAAAGTACCT 

Sequence 3240 

CCGGGCAGGTACTCGCAAAATATGCTGGAACTTTTCAGGGATCACTAGAGACATGGCTGC 

AGCACAAGCGGCGGCGTGTAGGCCTCCTGTGGAAGAGCCCCGCGTACTATTAGGACTCCA 

ATTGTCAATACCAGTCCTCAGGACCTTTCCTAACTTTCTACCTAGCACCTCAATACTCTC 

TAGGAAACTGCATTCTGACAAAGGGT7TAGAACATGTATGCAATCCTCATCTTTTTTCCT 

CCTCTCTGTCTGTCATTCATTCGTTCATTAAAATTTAGTTGAGTCAAATACTTGCCCAGA 

CAGGCAAMGATATGTTAGGMCAAAGCTT7TCTATCTTATATTTCTTATCTTAATCTTC 

T 

Sequence 3241 

AGGTACACAAGGGTTGGCCTGAGTCCCTGTGTTGTGAAAGTTGGCCTACAAAATGAGTCC 

ACAGGGACTGTCATGGGTTTTGAGTTTATGGAGGTTTGTNCATTGCTGGAGTCTACTGGG 

ATGAGCCTTGGTCTGCTGAGCAGGTATGGAACCTGAGTCTGGGGAAGTGTGGGGCCATAN 

AGGTCAGACTGAAGGGTAGGGTTATGGGGACTAGCCTATTACCTGCCCG 

Sequence 3242 

CCGGGCAGGTACTAAAAAGTGTTCCTAACAGCACAGGTTGTAATACTCCTAAACTGGAAA 

GTAGCTAGATACTAAAAAATAGTAGAATGGACAAAGGTAGCAGAGCGCGGTGGCTCGTGC 

CTGCCTCGACCTCCCAAAGTGCTGGGATTACAGGTGTGAGTCACCGCAGCCAGCCAAGTC 

TAGATTTTTCCGATTCCCAGTTCTTAATTCTTTCCAGGAAACTAGACTGCGCCCGGCCAG 

CCCTGTTGTCTTTCAAAGAACCTCGGCCCCAGTGATGGCTGATCTCACTCCCACTGTCTC 

GTAGAATTACACTCCTTCCTGAGGATCCCTCTTCCTGCAGCCTTGTCCTTGGGGAGTAC 

Sequence 3243 

AGGTACGCGGGTGCTTACTTTGTATTTCTAATTTTAGGATTCACAATTTAGCTGGAGAA^ 

TATTTTTTMCCTGTTGCACCTAAACATGATTGAGCTAGAAGACAGTTTTACCATATGCA 

TGCATTTTCTCTGAGTTATATTTTAAAATCTATACATTTCTCCTAAATATGGAGGAAATC 

ACTGGCATCAAATGCCAGTCTCAGACGGAAGACCTAAAGCCCAITTCTGGCCTGGAGCTA 

CTTGGCTTTGTGACCTATGGTGAGGCATMGTGCTCTGAGTTTGTGTTGCCTCTTTTGTA 

AAATGAGGGTTTGACTTAATCAGTGATTTTCATAGCTTAAAATTTTTTT 

CTTTTTTTAAAAACAGTT 

Sequence 3244 

AGGTCATTGGTTTTTAGAAACGATGCTGAATACATAGGAGCAATCCCTGAGACCAGATAT 
TCACTTCAGCAGGGCTCTGTGTTCTCCTCTGGCTATGTGAGACGAGAACTCATACCCGAT 
CATGGCTTTCGATATCCACACATGTTACANTTCGAAAGGGGTCACGGAAGCCC 
Sequence 3245 

AGGTACCTTTCGGGCTCCTGACTCCTGCCGCTTCTCTTCCCCTTCCGTGGGTCAGGGCCG 

GTCCGGTCCGGAACCTGCAGCCCCTTTCCCAGTGTTCTAGTTCGCCCGTGACCCGGAATA 

ATGAGCAAGGAGGGTGTGGTGGGTTGAAAGCCATCCTACTTTACTCCCGAGTTAGAGCAT 

GGATTCAGTTTTAGTCTTAAGGGGGGAAGTGAGGTTGGAGAI mTATTTl I AATTTTGG 

GCAGAAGCAGGTTGACTCTAGGGATCTCCAGAGCGAGAGGATTTAACTTNATGTTGCTCC 

CGTGTTTGAAGGAAGACAATAAAANTCCCACCCGGGCAAAATTTTCNTA 
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TGTTGCTGCTGGAGCAAGTCNAAGACTGAAAGGGGGAACTCACTGCCACTTGCTTGCTGC 

CGGCTGCTGCAAGCTGCTAGAGGGTTTTGGTATGAATTCGTTGGAGCCAATGGCTTTGAA 

AGGTTCTTTTGAAAATACTMTTTTTACCCCCAGTGGGATGTGCCTGTCTTCTGTAAGTT 

TGTTGTAACGGACTGTATTTTAGGTTTCGGGG 

Sequence 3233 

CCGGGCAGGTAC I ITTTTTT7TTTTTTTTTTTTT1 I ACAAGAAAACCAAAAGAAGCCAAA 
AAGTGTCCAATTTCTTTATATACTCTAGG7T7TA I ! I 1 1 GG ATGAAG ATTATTTATTTAG 
CTCCCCACCCTTCACTCCCATTAAAAATTGCACCTCAGCTTCATGGACCTGAGATTTCAC 
TTGGTATACTGGAAAMCCTTTTTC^ 

CACAGGGGGTGGGCGGGMTGGTTTCGGGATAAAMCTGTTCCACCTGGGATTAGATTTT 
NTTAAGGAGCACCACCTAGATCCCTNCTTGCAAGCGCAATTCACAATANAGTTCACGTCC 
CCATGAGAATNNTANATGCCNCTTGCCAGGTGCTAATGCTTGG 
Sequence 3234 

CCGGGCAGGTAC I I i i 1 I I I I I I I II I I I I I I I'l I i I I AGGTTTACTTCTGCTTCATATT 
GCTATCTTCACTCTTATTTTAAMCAATTT^ 

AATAATTTANCTTCAGTTGTTCAGTCTGTGGCC I 1 I I I I AAATACTGTATTTACTTCTCC 

AGCATCTAGTTACTTTTGCTCTGAGTCCAAATTCTCCTGCAGGTGTCACCCCTCAGCANA 

GAATCTCAGGCACCCANAAGAACTACGGMCAGTTTGCTTTCCCTGTAATAAGCATTAGG 

TCAGAATTTCAACTTCAAATTGTAAGAAAGGAGTAGCATGGAAA 

Sequence 3235 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I ! I I I I I I i I I 1 1 1 1 I 1 1 NTTTTNNNTTTGG 

GACGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATAGCACGATCTCAGCTCACTGC 

AACCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGANATT 

ACAAGCATGTGCCACCAGGCCCGGCTAATTTTATACTTTTAGTAGAGATGGGGTTTCTCC 

ATGTTGGTCAGGCTGGTCTCGAACTCTTGACCTCAGGTGATCCACCCACTTTGGCCTCCC 

AAAGTGTTAGGATTACAGGCGTGAGCCACTGTGCTGGCTGGTTTTAI I I I IAATTGTTAA 

TAACCAACTATACAGTAAATGATTTATAAAATAAATACTGTTAATACTTGAGTTGAAAGA 

GAAAAAAATGTGTGTGTGTCTGAGTTTATGGGTGCCTTAATCTCACCATGTTAAAAAGTG 

ACCCGTTAATTTAATGATCCCTGATAACTAAATCATGTTAAC 

Sequence 3236 

ACTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGCCGNGCANGTACCACCATNGCT 

CGATGTATGTNCACAGTTCATACACAGGCACCATGAAGANTCCCACTNTACCACAACTTC 

TCCTGTGGGTGAAAAGGAAAGCAGGAGGACTTCAAAAGCTTTCATGACTGGGGACCCTGC 

AAGTCATTGCTGCCTTTGCANACACTNTCANCCTTGTCTACTAAAAACGCTGTANTCTTC 

ACCAGTGCTGACCTNAGCTGATGGAACTACCTGGAGTCTAACTGCTGCCCACTCCTGGAG 

CTGGAACAGCCACTGTGTCCTTCAGAGAAGAAGCTACCACACCCACCCAGTTGGTGGCTT 

CATACCTNNCCATANGTGAGGTCTTTNCTTACTGAAGCCAGTACCTTGGCCGCTCTAGAA 

CTAGTG 

Sequence 3237 

CCGCGGTGGCGGCCCGCCCGGGCAGGTAC I Mil I GTG ACTGAC I Mil I CATTTAGCCT 

AATGTCCTCMGGGTCATGCGTGTTGTATTCTATGTCACAGTTACCTACCCTTTTAAGGC 

TAAATAATATCACCGTGTGTGTGTGTGTGTATACATATATATACCCTGCAGTTTGAGAAT 

TGTGCATATACATACATATATATCACATTTTTAAATTCAI I I I I I AATCAATGGACAGAT 

GGGTTGCATCTACATTTTAGCTATTGTGAATATGGCTGCCATAAACATGGATATACAAAT 

ATCTCCTTCAGAGTGTTCTTTCAGTAATCCTGGGTATATACTCAGAAGTGAAATTGCTGA 

CTCATATGGTAATTCTATTTTATATTTTGTAAGAAATCACATATTGTTTT^ 

TATATCATTTTACATTCCAACAACACAAAAGTTCCAGTATCTCTACATCCCTGCCAATAC 

TTGTTATTTCCTGGCTTGGCATTGTTCAATAGTGGCCCC7TCTAGGCCCTAGGTCCTGGA 

TGATATTTCTAGGCACAACCTGTGCCAGAAGGGAATCTGCTGCCTTGAAGGG 
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CGGGCAGGTACCTG GAGGTCTGGACA GTTATACTGTAACCTCTTAAGTTTTAATGTGCTA 

AATATATCTTGTATGA I till I ATTTTTTAATAACATTGG AAATATATTC AAGAG ATTAT 

GATTCTGTAAAGCTGTGGAATGAAGCTGCAGATTTAGAGAACATTGGCTTCTGAAAAAAA 

AAGAGTGAAGATAGTACGCGGGGGACTCTCAGCAGCTCAACTGCCCAGCGTGACCAGTGG 

CCACCTCTGCAGTGTCTTCCACAACCTGGGATGAAATTGATTCTGCAGTAAAGATGTTGG 

TGTCATTAAAAATGAGCTACAAAGCTGCCGCGGG 

Sequence 4814 

CGGGCAGGTACGCGGGGGCAGAAGAGGAAGATTTCTGAAGAGTGCAGCTGCCTGAACCGA 

GCCCTGCCGAACAGCTGAGAATTGCACTGCAACCATGAGTGAGAACAATAAGAATTCCTT 

GGAGAGCAGCCTACGGCAACTAAAATGCCATTTCACCTGGAACTTTGATGGAGGGAGAAA 

ACTCCTTGGATGATTTTGMGACAAAGTATTTTACCGGACTGAGTTTCAGAATCGTGAAT 

TCAAAAGCCACAATGTGCAACCTACTGGCCTATCTAAAACACCTCAAANGGCAAAACGAG 

GCANCCCTGGGAATGCTTACGTAAAGCTGAAGATTTTTCACCNGAANCTTCTTAACCAGC 

CAA AATTA AAAATTCTGGTCACCTGGGGAAACTATGCCTGGGTCTACTATTACATGGGCC 

GACTTTTAMCTTTCAGMTTTTTGTAACMGGGNAACATGTCTGTGANAAGTTTNCAGT 

CCCTNTAAAATGAAAATCCAAACTTGATTGTGAAGAAGGGGGACCCGGTTAAGTGGGGAG 

GAACCCAAAANGAAAAACNAAGGGTCTTTGAAAAGCTCTGGAAAAAA 

Sequence 4815 

CGGGCAGGTACAGTATGGCTTAAAAGGCTCTGCCTTAGATTCTAGAATCCAGAACATTTT 

CTCCAAAGACAAT CAGG GTATGGGGGAGAAGTTAGTTCCAGAGAAGAGAGCGAGTCCAGG 

GTAGAAGGGATTCTTTTCTCCTGAGGGTCTATGGTCTCCCATTTTTTAAAGCAGCAGTGG 

TATC TATCCCACTCATGGCCTAGAGGTTGCACAGAGCTGTCTGGCACCCGCTTCTTTGGC 

TTTTCTCTCCTGAC ACCCAG CAATGCTTACTCAGAGCGTTGAAGGCGGCCAGCACCTCGA 

AAG AGATTCTC TG A I I I H TGTGAACACCTGGATGGTGAACCCATCAAGGGACTTCTGGA 

TCTCGAAATTGTTTTTCMCCACTTCGTGAACAGACAGAACTTCAGCTTATCCCCAGm 

TATCGANGATGTCACGTTGGCTTCTCTTCTGATCCTGGAATTGGTTTTAAGTCACTGAAA 
G AAGAGGACCAAGG GTNCCT 
Sequence 4816 
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GGAA 

Sequence 3226 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAATGTNAAGGCTGT 

AACAAGTTGTAGAGGCTTTTTCCAGACATTCCTATGCAATGTrCTCCACAGTAAATACCT 

GGGGGCAGCCAAGAGGGAAGATTTCAGATAAGTGCAAACAGTGATTGGATGTTATCTACC 

TACANTCCCTTT.^G ACATTTTTGAGAN AACTNTGTTTAMTGTTTGN N TAACTCTCCC A 

CCCCGACCAATGAATTCCTTACGGACCAGCAGTGCCCTGGGANACTGAGTNATGAAAACA 

TCCTGTNAAGCTTTCANGACCTTTGGGCAGATGGGACTCTGCATACCCGTGGGAGCACAA 

AGGACTAANAAAGCTGCCAGGTAACCGTTNTTTGGGTNAACCCCGAAGAACCAACAACCC 

TTGGGCCCACCAGGGATTAMCTTTGGCCAAAAATTTT 

Sequence 3227 

CCGCGGTGGCGGCCGAGGTACMGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTT 

TGAGCTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACA 

TCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACT 

AGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAAGACACTAGCT 

CTTCAACCGGAACATCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTC 

GGATCACGGAGAAGAGTGGGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGG 

GAATCCCCCTACAAGAAAATGGTGAGTGAGTGAAGAGTCCCGTGGGATG 

Sequence 3228 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAMTTTTATTAAA 

GGTCTTTAGAGAGCAACATCCAGACTCCAGAATACAGCTGCCAAGGAGACCCTGAAACCA 

MTAAAGCACAAAAGTMGAMCTTTACCAGAGTTATTMGTTCCTGATTTACCAAATGG 

ATACACACCCGCGTACCTGCCCG 

Sequence 3229 

AGGTAC I I 1 1 I I II n i I n II I I I II I I I I I I IC I I I I I 1 1 1 I M M I M I I M I I II I 

I I I M I I I II I 1 1 I 1 I I I I I 1 I II I I ! I I I I I! I ! I I I I M I I i I I I I i II I INCCCNAA 

NGGNAAAAAAAANCCC I I I I I I I I NNGGNAAANNAAAAAAAAANCCNNNNANNATTNGGA 

AAAAAAAAAAAAAAAATNNTNNNCCCCNANCCCCAAAAAAAANNNAANNAAAAAAAAATN 

GGNNNGGCCNNNNCCCCCAAAAAAAAAAAAAAAATTTTTTTNAAAAA 

Sequence 3230 

AGCTCCACCGCGGTGGCGGCCGAGGTACTA 1 1 ! I 1 ATTTTGCTATATTNGGGTTACTAAT 

ATTTTGCTTAAAA I I I I I CATCTAAGTTTGAGAAATTTGCCTGTAATTTCCCATTCTTGT 

AAAGCTCTTGTCAGGTTTTGGAMCATGTTTATGTTGACCTTATTAACTAGTTTGATGGC 

GTTTTCTTATGTTCCCMGATGATGTTGCAAAAGTTTTCTGTTATTTCTO 

GGTCCATTTTATMGTAAMCTTTGAGTTCATAGAGATTTGAAAAAAAATAGC 

GGCTGGGTGTGGAGGCTCATGCCTGTAAGCTCAGCACTTTGGGAGGCCGAGGCAGGTGGA 

TCACCTAAGGCCAGGAGTTCGAGACCAG 

Sequence 3231 

GGAGCTCCCCGCGGTGGCGGCCGAGGTAACAGGTATCCTTAATGACTATTCCTTTTCTTT 

TTTTGCAAATCTGCACTAGGTATAGATTTAGATCGGATCCATTTGAAATTATATJTTGAG 

GAGCACAGAGCAGAGATAGTGATCAACTNATTTAACCTTTTGAAATGATAGTGAGGTATT 

TTNATAGNGTTAGAAAAGGAAAATTTTTCTTMTATGAAAAATCATCrTAA 

CTCAAAGTTCAGCAAATTTATACATCANATGTATGAAAACATACTAGATTTCTTTTGCTG 

AAATAATCAGTGCAAGATGAAGAAAATGTGTCACTAGGAGGTGTTTTTTCCCCAAATAAT 

GTTGTGTGCCCTG I mm I ATTTTCCCTATTGGGCTTCATTTCANTCCTNGGCCTTGT 

ATTGTTATTTAAATTTTATTTCTAATTACCTGGGGGGGGA 

Sequence 3232 

GGTACAATTACTCCTATTTGGAATTTAGTAAGGAGCAAACAGCACAGGAGTGTGGGCGGT 
CCGAATGGGTCCGGGAGCTGGCCGCAGGAGTGCCGGAGGAAGCGCAGAAGTCTGGAACAG 
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GGAAACAAAGAAGCGGGTGGTTAAGGGCACGAACCGCACACTGCGGGACGCCGGCATCTT 

TG AATTC GCCCACTTCACTC CTACAGAG CCAAACTGCAAAAC AAC AG AATTAAAAAG TTA 

CTCTCCCCAATCAAAGACCTGGAGGAATAAATCGTGAGTGAAGACCTGTCGAAGCAAAGG 

TTGAGAGGTGATGGAGTGGTGATGGGAGTGGTAAACACAGTGTGAAAATCGTCAGCACCT 

TCCCACCCAGCCCACGTGGAGTTTCTCAAGGGCTGAGGGCGGGAGCCAGAAGTTGGGCAG 

GGAATCCCCGCGTACCTCGGC 

Sequence 3220 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTAAAAATAC 

AAAA7TTAGCTGAGTGTGGTGGCAGGCGCCTGTAATCCAGCTACTCGGGAGGCTGAGGCA 

GGAGAATCACTTGAACCCAGGAGGTGGAGGTTGTAGTGAGCCGAGATCACGTCACTGCAT 

TTCAGCCTGAGCGACAGAGTGAAACTGTCTCAAAAAAGAGAGACTTCCGGGACAGTCATT 

ATCAGATAGGCCCCAAGCCTGTGATTTTTCTTGGGCAAGATTGGTGTTTACTTAGGGGTG 

CTTTAA AAATA TATTTTTACAAG TATACTTGTAGGAAGTTGG I II I ) 1 A TTTTCTATTTT 

TGTTTG I I I I IGGGAGTTTGGTTTAAACGACTCTTTTATTTTTCTGGTTTTGCCCTTATC 

TTACTAAAAG 

Sequence 3221 

TAGGGCNTATTGGAGCTCCCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGA 

C7TGAAAGGTNACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGAC 

AAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCT 

CTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCT 

GAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAA 

GAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTC 

CCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAA 

ATACACCAGTGAGAAATTCCTTGAAATTTG 

Sequence 3222 

CCGGGCAGGTACAAAGAAGCAAAATATAGGAATATGAGTAGGTAAAGGGTGTTTGGGCAG 

TGTGTGGATGTCAGGGAGTAGACAATGTTTAAGTTACATAATCCCTGGATGTCATAGCTG 

CTTTAAAAATTTCCCCACAGAAGCATAATTTCTTTAGCAAATTAGAACTGAATT^ 

TTATAAAAGGTATGATAATCATGCTATAGAAATTTTGGAAMTAGAAAAAAAAATTACCT 

ATAATCTCGCCTTAACACAGCCACTGTTTCTTTTTGTGTATGTTTTG I I I I < ( GTTAGGT 

TGAATATG CACTA TTAACATTAGAATTCTAACAGAAGGATTTGTCAAATTACTGCATATT 

ATTTCCATCTTTTGTAAATGGGATTGCA^ 

Sequence 3223 

CCGCGGTGGCGGCCGCACCCGGCAACCGCTAGGGTGCATGGAGACACATTAGGTTACATA 
ACCCTTCACCGTGTTCGAAACCCTTTCTTGATCGTGTGGGTGGCTCTGAAAAGAGCCTTT 
GGGTTCAGGACGCCGAGGAACGCCTCACTTGGAGCTGGTGTACCT 
Sequence 3224 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCACAGGAAGCCGCCTAGTGCAGAGAGGTTGTG 
AAAACAGCAGCAATGCMTGTGGAAATTGTAGCGTTTCCTTTCTTCCCTCATGTTCTCAT 
GTTTGTGCATGTATATTACTGATTTACAAGACTAACCTTTGTTCCGTATATAAAGTTTAC 
CACCCGTTGTNTGTTTTACACCTTTTGGGGAAGCC^ 

TATCACCTTTTCCANATTCTCGGATTCTCAGACTCTTTGCAACAGCACTTTGCTTGCGGG 
NANTCTTNCTGGAATGCATTTNACTANANCATCCCCAACCCGTTGCAAANGTGTANACTT 
GNTGCTTTTGCAAAAGTAANTTTGATCTAGAMTTCCTNCTGTAAGAAATTTAAG 
Sequence 3225 

AGGTACGCGGNGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGG 
AGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGAAAGATAGAGATTAATACAACTA 
CTTAAAAMTATAGTCAMTAGGTTACTAAAGATATTTGCTTANCCGTTAAAGTrr^ 
AAACCGTAAATTNTTAAATAGGCTNTTAAGGANTTTTTTAANAGGAAGGAAAAAATTATT 
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C TGGCCTGGOTTC TGCTGATACCAG TGCAC ACTTTTACTTTC AATA7TGTC TCCCCCACA 

GGAAATCCTGGCCGTCTGTCCCGGGGCCACTGACACCGAGGGTGGCTGAGTCAGGACATA 

GGAGGTCACAGAGTCTGTGCAGTGAGGAGAGGAGGCCCGAGGGAGGAGAAACGGTCCAAG 

CCATGGCTGGAAGCACCACCAGTGGCTGCTTTTNTTAAGGCCC 

Sequence 3213 

ATACGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACT 

GATTTCACTCACCACTGTATCACATCTTAGCTTCTCTGCTAGTCTCTTGGCTTGAACTTG 

AATATCTGGTCTTG AATGGT CATTGTCTTTTTCCMTAMGAATCCACAGAAAGCTGAAA 

ATCAGCTACTTCTTCTTTTTGGGAAAATTGGGAACCTGCANATATTGATGTGATCAAGTT 

TTCTGGTGGAAGATTCAACACTCTGGAAAGCTGGCAAGCAATAGCGCGGCGAAAGCCGCN 

CGCCATGTCCACCTNTACGGAAGTGCGCCGCCCCCGCGTACCT 

Sequence 3214 

NCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCAGAAGTGTCC 

TGGAATGGGGCCCATGAGATGGTTGTCTGAGAGAGAGCTTCTTGTCCTGTCTTTTTCCTT 

CCAATCAGGGGCTCGCTCTTCTGATTATTCTTCAGGGCAATGACATAAATTGTATATTCG 

GTTCCCGGTTCCAGGCCCAGTAANTAGTAAGCCCTCTGTGACACCAGGGCGGGGCCGAGG 

GACCACTTCTCTGGGAGGAGACCCAGGCTTCTCATACTTGATGATGTAGCCGGTAATCCT 

GGCACGTGGCGGCTGCCATGATACCAGCAAGGAATTGGGTGTGGTGGCCAGGAAACGCCA 

GGTTGGATGGTGCATCAATGGGCAGTGGAAGGGCGTTCGATGACCCAACAGGGGGGAGCT 

CCCGAAGCATTGTCATTTCAA 

Sequence 3215 

GANCTCCACCGCGGTGGCGGCCGCCCGGNCAGGTACCTGGCTTTGCACTCCCCTTNTTGA 
GATGACTAAGGAAAATTATCTTCAGATCTGGTTTTGTGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTAATCCCTG N ATATNTATAGTTTACC AGTTAAATTTG ATTTN NAAA 
NNCAN TTT ATTAT N GGACATATTATAAN7TTTTC ANNAAAMTTTTAAN AAATTGGGATA 
TTTGGTGNTTTTAAAAAAAAAAATN NTNGNCAAANMTTAATTTTTNTGTAAAAAATAAA 
ATNTTAAAAAGG NGNTTTTNTTTTTATAACNTGN ATTATAAGGG GCN N AATAAAAAATTT 
TTNTNAAGTTAATAA 
Sequence 3216 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCCTCGGCCAATT 
CGCGGAAGAAGTGGCTCACGGCTTCCAGAGCCACATCATCGCGGTCGAAATAGAAGCCCA 
GAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCTCGGC 
Sequence 3217 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCCTCGACCTTTTTT 

CAGCTCATCCTGGAACATATACAGAGTTGAGAGTTTTAGACAATCTCTAGGTAGAGGAGA 

CAAGATGTAGACCCAGACAGAAGAAATCTGCTTCCCTACCATGGCTATTCCAGCACCCCA 

ACCTGTAATTTGCCAAGTCCTCTAAGGTACCTTGCCCGGGCGGC 

Sequence 3218 

TNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCAGTATT 
TC AAATC AG AAC AN AAG ATTGG AACTTTTG G AAAAATGG GTTC AAGCTTTC C T ATTAG CC 
ATGGAMTGCAMGTTTAGCAGAAGCAAGCAATTAGGCAGAGAACAAAAATGTTAAGCAT 
GGTGTTGTCTATCTTATTGMGTGGTTGGAAATGAMGCTTTTAATTTGATAGATTTATC 
AGTATAAAATTAGGGAAACCACGTGTGGGGAATGAATCAATTTAGAGCTTCGGGAATTGT . 
GAGGTGACTTTTGTAACTTTTGTTCTGTGTGTGACCTGTGAACCACTAGGGATGTGATCT 

GCCC1TGTGGGCAGGTCCCAGCCATAGTTAGGGAGTTMGGGCTTTAGCATTAAAATTTC 
TTAGCTGGTATCT 

Sequence 3219 

TCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCACCTCCAAGTGGAGTG 
AGCCACGCTACCACTAACACTGAACTCAAGCACAAGAGCTCCTGCGAAAGCAGAGGGGCG 



Page 572 of 869 



WO 01/51628 



PCT7US0 1/00798 



Table 2 

ACAAGGAGGTCTCANACCTCTTTTGTTCATTTGATTTGGTCACCCCAACCCACTGGCCAA 
CTTCCATTTGCAAG 

Sequence 3206 

CCGCGGTGGCGGCCGCCCGGGCAGGTACACATATGGTATAAACAACATAAAACTGACTTG 

GAAGCGATTCCTCAGCAGTGCCCCATTGATCTGCCCTGCCAAGTGACTGGCTGCCAGTGC 

AGGGCTTACCTTTATGTCCCCTTGAATGGTAGCCAGCCCATTTCNCTGCAANGTGCAAAC 

ACTTTGCTGATCANGCACAGTGCTGCGCCTGGCTTTACATGCAATACATGTTCCAAGTGT 

TCAGGATTCCATAGCTGCTTCACTTGTGCTTGTGGTCAGCCTGCATATGCCCATGACACA 

GTAGTGGAAACTAAGCAAGGAAAGA7TGGCTCAGGAAAAACCAGTGGGTACAGGNACATT 

CCTTATGCAGCCATGGGGAGGGATTAACTGGTTTTCAGCCTCGCTTGGGCCGNGAAGGCT 

Sequence 3207 

AGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGNGTGGCTCATGCCTTTCAAG 

ACACTGNTTCT TCTTNC CACTCCAGTTCTCGCCCACCCCCCTCCCCTNCAGGGCCCTGTA 

TGCCTGANGTGTTTTTGGAGGCAGCGGTNGCACTGATCCAGGCNGGCAGAGCCCAAGATG 

CCTTNACTCTATGTGAGGAGTTGCTCAGNCNCACATCATCTCTGCTACCCAAGATGTCCC 

GGCTGTGGGAAGATGCCANAAAAGGAACCAAGGAACTGCCATACTGCCACTCTGGGTCTN 

TGCCACCCACCTGCTTCAGGGCCAGGCCTGGGTTCAACTTGGGTGCCC 
Sequence 3208 

CGCCCGGGCAGGTACAAAGGTGCAATCTCGGCTCACCACAACCTCCGCCTCTTGGGTTCA 

AGCAATTCTCCTGCCTCAGCCTCCTGAGCAGCTGGGATTACAGGCATGTGCCACCACGCC 

TGGCTAAC7TTTCTGTATTTTCAGTAGAGACTGGGTTTCTCCATGTTGGTCAGGCTGGTC 

TCAAACTCCCGACCTCAGGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAG 

GCAGGAGCCACCACGCCCGGCCAGGAAGCCATTTTTCATGGGAGGGATATAGGGAGAGGA 

AGGCGATATTTACATCCCACTCTGCACAAACTCAAGTACCTCGGGCCGCTCTA 
Sequence 3209 

GCGAA TTGGT TTTCCANCTGTGNCGGCCGCCCGGGCAGGTACGCGNTTNAGCATATATTG 

GNGGATTTTTGTCCATATTTTATCTGCTTTAAGAATTAACGAAAGCAGNGTCANNACAGT 

AAGGATTC/WVCCATTTGCCAAAAATGAGTCTAAGTGCATTTACTCTCTTCCTGGCATTG 

ATTGGTGGTACCTCGGCCGAGGTACACAGGGAAAAACTCAGACACAGATTGACGAAAATG 

GGAAACAGAAATTCTAGGCCTAGGGGACAAAGGAAAGAGGGAGCCAAAGAGACTCCCTCT 

GACGTTCCCCCGGATAGTCCTTTAAGGAGAATGCTGCAGGTTTGGAGGGACAACCCTTGA 

ACCAGGGACAAGGAAAAGGAAAAGATGATAAAGTATTGCTGNTTTACCTGGCCCAAAGAC 

CCGATTCGCAAGCCTTCAAGTCTTTTGATTTAAGTTTGGCTCAGATGAAGAACTGGGGTG 

TGCCAAGCTTTAATTCTCTATGTNAATGATAAAACCCCATTCTAGGCCAGGGCGCGGNGG 

GCTTACGCCCGTGGTNCCANCACTTTGGGANGCCCAAGGTGGGTGGGATCACGAAGTCAG 

GGAGAACCGANAACATCCTGGCTAACACAATGAAAACCCCATCTTTTACTAAAAAATNCA 
AA 

Sequence 3210 

NCGGAGCTCCCCGNGGTGGCGGCCGANGTACTCACTGCTNGGCGATAGGTGATTGTCTCA 
CCGCTCAGCTATAGGCTANGGTNTCACCACTCGGTGATAGGCGATTGTCCCATCTANGTC 
GCCAAAATGTGTCTGGAATNGGTGGGTTCTTCGNTNACTGACTTCA 
Sequence 3211 

CCGGGCAGGTACCAGCAGAAACCAGGACAGCCTCCTAAGCTGCTCATTTACTGGGCATCT 

ACCCGGGAATCCGGGGTCCCTGACCGA 

Sequence 3212 

CCGCGGTGGCGGCCGCCCGGTCAGGTACTGTCCNTTACCTGACAGTAATNNTCGGCCTCA 
TCCTCGGCTTCGACCCTACTGATGGTNAGGGTGGCCGTGTTCCCAGAGTTGGAGCCAGAG 
ATTCGCTCAGGGATCCCTGAGGGCCGGTCGCTGTCATCAAAAGACGGCCAATGTAGGGAC 
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Sequence 3200 

CCGCGGT6GCGGCCGCCCGGGCAGGTACGAGAAGATCGCCTTCCAGTATGGAATAACCGA 

CCTGCGCGGCATGCTCAAGCGACTCAAGCGCATGCGCAGAGAGGAGAAGAAGAGCGCAGC 

TTTTGCAAAAATTCTTGATCCTGCATATCAGGTTGACAAAGGAGGCAGAGTGAGGTTTGT 

TGTGGAGCTGGCAGATCCAAAGTTGGAGGTGAAATGGTATAAAAATGGTCAAGAAATTCG 

ACCCAGTACCTCGGCCGCCCGGGCAGGTACCTGAGCTCCCAGTCTAGGGATTACCACAAG 

GAAGAGTGACGGATCATGAGTGGAAGGGAGATGAGTTAATACAAATGGAAAACAGGTTTC 

ATTGTAGGAAAAAGGAMGTGMTTAATGC7TTCGAMGAGACATTAAAGTAGATTTCTG 

GGCAATATGAAACT 

Sequence 3201 

CCGCGGTGGCGGCCGAGGTAC rTTTTTTTTTTTTTTTTTTTl ICC7TTCI rTTTTTTTn 

I I M M I I M I I I I I H I I I I M t I U I I I M I I IN M I I I I I U I I I I M H M I I M 

AAAAAAAN I nTTTTTTI I AAAANAAAAANGGNTTNNTTTTTNNAAAAAAAANNNGNCCN 

ANTNCNNAAAAAAANTNNNNGGNNNCCCCCCCCNTTNCCAAAGGGNNNANNNAAANNNNG 

GGNNNGNNGNNNGGNNTN I I I I I I I I NNANAAAAAAAATNGCNTCCCCCCANNNTTTTTT 

TTTTNAAMNCCCCNTTTNAAAAMNNAGGNNAMGMNCCNTTNTTTCCCCCCCANCANN 

ANTTAAANMTTTTTMCCCCNTTAAAAANNNNCCCTTTTTTANGGN 

MCATTTNTANACATGTNTTTTTTNNANGGGNGNGGGATTTTTNAAAM 

CCCCCNCNCCCNAAAANACAAANTGGGNCCCCCTTTTCNTGGGAAACCCCCNTTACANAT 

NAATAAAAANACAGCGCNCCNCNTTTAATATGTTTCTNCNNCCCCANAAATNTNTTTTTN 

GCTCTGAGANCANCMNAAAAANATTTTTGGGGGGGNNANATTANTAAAGGGGGGGCCCN 

AANAACAATGTTTTCCCCANAAAAAAAAAAAAA 

Sequence 3202 

AGAATNGGAGCTCCNCCGCGGNGGCGGCCGCCCGGGCANGTACI I ! I I I 1 1! M I II I I I 

rrm i nai m n n h 1 1 1 m 1 1 1 1 1 1 1 ) i n 1 1 1 1 1 1 1 1 1 1 1 i aaaantnatntttt 

TNAANTTTTANNNNAATTTTTAAAAAAAAAAACCANATNAAANANTNANGCNAATTTAGC 

CAAMGAAAAATTAAAAAAANAANTTTNANNTNGAANCCAAAANAAANATCNAAAANCTN 

NTANTAAAGACCCCGNGGNNNGNGGNACCCNACCNTGANAAAAAAAAAACCCCCGNNAAA 

NGGNCNAAATTAAAAATCCNCNNAAAANCNGANAAAAATGGTAAAAAAAAA 

Sequence 3203 

CCGGGCAGGTACGTTTGCTGGAAGGATGGCATGTCAGCATAAATGGCCAACCCCCAATGG 

AAATACACCGTNCCAGTTTTCAAGAATCAACACATATGACAAGGTAGCTTAGCTACACAC 

ATGANAAGCCTGAGAAAGTGGTTGTTTTGAACTAGGGTAGTCACCTGTACCTCGGNCGCT 

CTAGAACTAGTA 

Sequence 3204 

CCGGGCAGGTACTCACTTCAGCCTGGCAAAAGAGTAAGACCCTGTCTCAAAAAAAGAAAA 
AAAAATTGGTCATGTCTCAGACCAATTAAATCACAATGTTCAATGGTGGGATCTAGACAT 
CAGAGTC I MUM I AAGCTCCCCAGGTGATGCTGATGTTCAGCCCAGTTTGAGAAGCAC 
TGATCAGCACTTTC 
Sequence 3205 

CCGCGGTGGCGGCCCGAGGTACCCTCAGGCCTGGTGAGGAGGTCCTTGGGAAGAACCTAA 

TAAGCAAGGCCAAAGGCCATGGTGGCTGAGGAATGGCCTGCAGGGGGATGGGGAGTGGGC 

ACATGTGGCAAATGAGGTCTGGGTTAAGACCAGACTGGGMGGGATTTATTTGTCATACC 

ATGGAGTCAGACTTTATCTTAAAGGTAACAGGGTTTCTTAATCTTGGAATTTCAAATGAC 

CTGTGACTCCCCACATCTGCAAACTTCTCCCCACACACAAATGCAGATGGTTTCAGTATG 

TGTGCTTCTCTGGGAAGAAGGTCCACAGCTGTCACTGAGTCCTCAATTCTTAACCCAATA 

CCTGTCAAGAACCATTGCCACCGCAGGTTTCAAGAAGGATGAACTAATGCTCCGTGCACC 

TTGGCTCAGCAGCACTCACATCCCAGGACCAGGATCTGCACACCTGGCCCTTTATGGAGC 

AGTTCTACCTTAAAGAACAGGTGANGCCACATGCCCCCACGCACCCTTCAGACCCGACGG 
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CAACTTCTCCTAATGTTGCTATTTTGATCTTATTTnTAAATCATGAATGTTCTCAATGA 

CATCTAGAATGGTGAATCCTTTCCAGTAGGTTTTCAATTATTTTGCCCAGAfCCATCAAA 

GGAATCACTTTCTAGAGAAGTTATAGC7TTATGAAATATATTTTTAAGTGATAAGACTTG 

AAAGTTGCAATTATTCTTTGATCCAAGGGCACCAGAATGAATGTTGGGTTAGTAGGCATG 
AAAACAATATT 

Sequence 3194 

CCGGGCAGGTAC I I I I I I Mill ) I I II I I II I I I I C I I I I I I I I I H II I I I I | NTTNT 

TTHl 111 1 NTTATTATTTT T) 1 1 I I I I I I I 1 1 I I I A AANAAAAGGGCNNTTTATT 

.GGA AAAAGG GNAAAAAAAAAAAAAAATNAAAANANAANCCNNTAAATNTTAANAANNNNA 

AAANTTTTTNNAAAAGNAAANCCGNTTNATNAAAAANGNAANCCGNAAAAANTAAGNGGG 

NAAAGAAAAANGNNAAAAAANTTCTNCCGGGNNAAAAAAAAATNCTTNNCNNAANNANAA 
AAAAAAAAN 

Sequence 3195 

AGGTACTGCGAGGTCACCTTCATGGATTAGCATCCTGCTGTGAGCTGAAAGACTGAACAA 

GCAGAAGCATAAGCCAAACCCATCCCTCCACGCTCCCCACTGTGCAGATGGACTTACTGA 

GGCTCCAGCATACACTGCTTGCTCAGCACTTTATCTATTTCAGACCAAAGTGTCAGCAGA 

ACTGATACCCACGGGGCATCCAAGTCCACATCCAGACCCAGTTCCCTCTGCGGCCCTCTC 

TTAAACCGAGCCGCTGACTGCTGATGGTGAGTTCCCAATCATGGGCTGCACTGAGGGTGC 

CAGAGGCCTGGGTGGGCATGAAGCCTGGTGGGTATGGAGTGAANG 
Sequence 3196 

CCGGGCAGGTACATTGAAGCTCTGCCCCATGTGATATGTCTGGAGACAGGACCTTTGGGG 
GTGATTAGGATTTCAACGTAAGGATTTGGGGGGACGCAAACCTTCAGCCCACAGCAGTGC 
CCTTGGTCCTACCCCTTCCTCTCCTAGACTTCCTCCATAGGAGTTCGGCAGGCACTCCTG 
GTCTTCCTTTATCTTCTTGCAGAAAGATGGCCCGGCAGGTCCGTCCAAACACAAAGACTG 

GACGCAGAGACCCGGAGAACAGCAAAACGGAGATTTTCAATGACAGTCTTGCAAGACTGG 

GTGTCTGGCTGGCATGCAGCCACCCCC 

Sequence 3197 

CCGGGCAGGTACGGAGTGTTTTACCTTTTGACTTTTTTTTCATGACTACAAACTGTTGGA 
TATTGAAAACCTTGCATTTTACCTTTTGTGAATTGCCAGTCTGTGTTTTGCGTATGGAGG 
AAGGAACTGTGGAANGTGCATCAGTGGAAAANAAAAAATGG 
Sequence 3198 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCAGTTAGGATGCTTTGGCTGTAACAAAACCTA 

ACTAAGAGTAGCTTAAATTAAACCAAGGGTCAGCAAACTTTTGTAAAGGGCTAGATTAGG 

GGTATCCAATCTTCTGGCTTCCCTGGGCCACACTGGAAGAAGAAGAATTGTTTTGGGCCA 

GA Z^ G ^ TACTCTMCGATAGCTGATGAGCTAAA ^^ 

GTTrTAAGAMGTTTACGAATTTGTGTTGGGCCACATTCGAAGCTGTCCTGGGCTGCATG 

TGGCCCACGGGCTGCAAGTTGGAGAAGATTGGGCTAGATAGTAAATAATTTAGGCTTTCT 
G 

Sequence 3199 

CCGCGGTGGCGGCCGAGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTT 

TAAGCTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACA 

TCCTTTCTGGTCTTTGATTCTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTA 

GAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCT 

TCAACCGGAACATCCAAGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGG 

ATCACGGAGAAGAGTGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGA 

ATCCCCCTACAAGAAAATGGTGAGTGAGTGAGAGTCCCGTGGGATGCATATTTCTGCCAC 

GAACCTTTGAATCCCTGGGCTCAGGAGATACCCCAGCTGGGGTCTCCAGACCAAAACAGA 

GAGCCATGTGGGAAGTCTGGGTAGAGCTGCTTCTTANGTAGGTGTGGAGTCCCAGTACAT 

TTGTTCCCCTGGGTCCTGCCCCGGGCGGGCCGTCTAGAACTAGGTG 
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TCCTCAGGCATGCTGGGGCMCCGGACATTTTCTTTATTCCCAAAGGAGAAAAAGCAAGA 

ACGTGGTGGGGAATCACCTTCCCCAGGGCTGCTGGTGGTGTGGGGGAATCCTACCTTCTN 

CCCAACTCCATTACCTNATAGTANGCAAGGGTCCCTGCCTNCTTGGTGAACCGGCCTGGA 
ATTCCCGGTCCTGANA 

Sequence 3188 

CCGGGCAGGTAC l 1 1 ' 1 1 1 1 U ' 1 1 1 1 1 1 < TT1TrTT CC I rTTTTTTTTTTTTTTTTTTI 

1 n n 1 111111 ' ^ n m n n n i m ii 1 1 1 1 m u 1 1 1 n 1 1 1 1 i naaaggnaaaa 

AANNNl MM IAAAAAAAMNCCCNAAAANTTTTNCNTNNCCCTNAAANCCAAGNNNGGT 

TGGGGCNACNNNAAACGNNGGNAATTGGGAAANGGGAACCCCNNCCACNTNCNANGGAAA 

NGGNNAAAAAAAAAGNCCCTTTNAAAAGGGNTTTGGAAACCNGGGNANCCNAANCNGGNA 

AANNNAAANNCCNTNNGGGNNGNNGNCCCNNCCCAAANGNANNGNCCCCNTNNAANNNTT 

ANGNCNACCNCCCCANGGGNNNTCCCNACCNAAAATAAAGGGNAAAATNTTTAAGGNAAA 

AATCNNCNGGGGCCCCACCTTTTNAANNATTTTANAAACCCCCNTTTANNCAAAGGGGAA 

AAAAAAAAACCCNCCNTTNCAATTTTN^ 

CCCTTNTGGGGGGGAAAAAAAAAAAAATTANCNNNCCNTNNCCCCCCGGGNANNNCCCGG 
GGGG 

Sequence 3189 

AGGTACAAAAATAGCTCAAACATCAGGTGCCAGCAGTtCAGGGGAGGGATCTGAAAAGGC 

AGCMGGCACTAAATCAGCACCCCAACCTGGTTTTGTGTTTGTTTTCTTAAACCTGCCAG 

CACCAACTCTTCATCACCTTGTCAAATTCAAGACCATCTTGGAGAGACAGTTAGGACTGA 

CTTGCAATGTCTTTGTCATTCTTACCCACCCACATGGCTGTTTTTCTAGGCCTCGGGCCG 

GTGCTCCTTTAAAAAGTGATGCAAGCCCTATAAGTGACCANTGAGAGAAGGGACTCCTGG 

GTGGCTTCATCCACACACCGNTTCCAACAGGGCCCC 

Sequence 3190 

AGGTACMGACATTTTGCATGGTATTGTGGATGTTAAMTTAAGTTTAGCCTAAAGCTAC 

CTTCTTATAAATTCTGCCTAAAGATTTCCCTGTTCATAGTGAACTGGATGTGTAAACAGA 

CTGGAAACTACTCCTCTACCAATCGCTGAGTTTTGGCCAATCACAGGAGGCCAACTCTTC 

AAATAGAGGAAAAG CCAGCT GTAACCAATCCAGCTGTTTCTGTATGTCACTTCCATTTTC 

TGCAGGTCACTTTCCTTTTTCTGTTTCCTTTTTCTGACCACACGCCAGCACCAGAGTCTC 

TCTCAACCCATTATGGTTTGGGGGGCTGCCTGATTCGTAAATTGTTCTTTGCTCGAT 
Sequence 3191 

CCGGGCAGGTACCCTTCCGCTCCCTGAGCCCAAAGAGGAGAACCCAGCCCTCTGCGTAGG 

AAGMCACATTTCAAGGCATTTACTGACAAGTAGGTATAGTTACTGCATACACATGTGGA 

GGCTGCATTATATCAAAACCGTAAATAAACATAGACTCTGCACACTCCTTCAGGCCCCAC 

CATGTATTTATGAATGGGATTGCTTCATCATTTTCTTTTAATGTCAGTAGCAGGGAAGTC 

AGAAAGCATTACCTCTAAAACGGGGACAGAACATTGCAAATACATACATTTCCAACCAGC 

TGTGGCAATAACCAGCAAACAAAATTACTTCACCCCGTTGTTATGGGCCCCATGCCTATG 

GGATTTTTCCTGAGTTT 

Sequence 3192 

AGGTACI I I I ! I I I I M I I I I I I I GAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTG 
CAGTGGTGCAATCGCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACAGCCATTCTCCTG 
CCTCAGC CTCCCGAGTAGGGGGGACTACAGGCGCCCGCCGCCACGCCTGGCTAATTTTTC 
M M M I JGTATTCTTAGTAGAGACGGGGTTTCACCGCCCTGCTGCCTTTTAAAGCAATT 
TAATACAT GAGTT AAATATCATATTTTAAAAATAGATTTTATTTTT^ 

TGAATGCATTTTTGTCAAAGTTGTCAAAGTCMGMGTCATTATTGAGACCCTGAGGGTA 
AG 

Sequence 3193 

AGGTACAGACGGGATTTCACTATGTTGGCCAGGCTGGTCTCAAATTCCTGACCTCGTGAC 
CCACGTGCCTTGGCCTGCCAACATGCTGGGATTGCAGGTGTGAGCCACCGCGCCCGGCCC 
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TCGATATCAAGCCTTATTGATACCGTCNACCCTCGAGGGGGGGGCCCNGTACCCAACTTT 
TTGT 

Sequence 3182 

GCGAATNGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTTTT GAG 

ACAGGGTCTCACTTTATCACCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAGC 

TTCGACTTCCTGAGCTCAAGTGATGCTCCCACCTCAGCCTCCCGAGTAGCTGGGACTGCA 

GGTGCCCGCCACCACGCCTGGCTMTTTTTTGTATTTTTAGTAGAGACGGGATTTCACCA 

TGTTGTCCAGCTTGTCTTTAACTCCTGACCTCATGATCCGCCCGCCTCGGCCTCCCAAAG 

TGCTAGGATTACAGGTGTGAGCCACCGCGCCCAGCTGAGAGCTTTTTATTAGCGATTGGT 

GTGAAGGATCAAAGCCCTCTCATGAGTATTGCAACATGAAGATGTTACTGAAATGAACGT 

CCTAGGGGCTGCATTTAGGTACCTGCCCGGGCGGC 

Sequence 3183 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTACCTTTTA I I I 1 I I I I I I I I I I | I I AGTAGA 
GATAGGGTTTCACCATGTTGGCCAGGCTACTCTCAAACTCCTGACCTCAGGCGATCCGCC 
CACCTCAGCTTCCCAAAGTGATTACAGTCGTGAGCCACCACGCCTGGCTGATGTGTCAAG 
TTTTAAATAAG TTC TTAATATAC AAAG AATTG AAATAC CAATATC TAC AC TTAAAG C C AC 

AAAAAGTCCCATAAACGAGATGTGTTTAATCGAGTCCCCATTAAATCAGCTTTTGTCCTC 
CTACTAGCTATACCCTTCACTCCCCGCCTCACACTATACAAATACAGACGACAGCAATAC 
TGCTAGACAATGGGGCTCCAACCAGAGTTTGTAGGAGAGTGACAAATATGACTGCCTCCA 
TCAATTGAAATTACAGTTTACAAAATTAGGGACACAGGGCCCTCATGCCTGTAATTGTTT 

ACAATCCAAATAGCCAGATGAATCTTTGTATTATAAAAAAATCAAAAAGTAAGGTAAATC 

AAACACCAGACATTNTTCAAAA 

Sequence 3184 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAACTGCATGCCATTATGGGATGTGAAAAA 

CTTGTCACTAGGATCATCGCCAAAATCAAAGCCATCAAAGGCATCTCCAGCATCCCCACC 

AGCGAAGTAGGCATATGTTAGGCGGTACGAGAGGTCAACGTATCCAAAACGTGAATGTCA 

AATCAGCACAACAGGAAGCATCAGCAGATGTTGCTACTCCTAAGATGCCAGGGCAGTCAG 

TCAGGMGAAAACTAGGAAGGCAAMGAAATTTCTGAAGCTTCTGAAAACATCTATTCTG 

ATGTCAGAGGACTATCTCAGAACCAGCAAATACCTCAAAATTCTGTTACGCCTAGGAGAG 

GAAGGAGAAAGAAAGAAGTTAATCANGACATACTAGAAAACACCAGTTCTGTGGAACAAG 

AATTACAGATCACTACAGGTAGGGAATCAAA 

Sequence 3185 

CCGGGCAGGTACNCGGGGCGTTTGGACCTGTCTGTGCGTTCTCCTGCGTGGCAGTCCTGA 
TTTCCAT^TTCTGGAG^TCCATTTCGTTAACACTGAAAGCCAGTTCTCTTTTCCTGGC 
AG u I I I I iCATTTTATTTTTGGCATTTTTTTACAAGATACCGTTCGGGAAAGGCTTTTG 
AAAGGACGGAAGCCGTATTCACTTGTGCGCCAGTACCT 
Sequence 3186 

CCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I TTTTTTCC I I I I I I I I I HI I I I I I || | 

11111 I ) I I I 1 I I I H | | || | | H | h | | | | | | | | | | | | NAAAAAAANAACC 

NTTTNAAATTTTAANNCNAATTTTNAANANNAAAANCNAAANNANCNAATTTNNNTTGNA 

ACCCNAGGNNNANNTNAAAAANCGTTTTNAAGGGGCCCGGGGNANGGGGAACCCNACCNT 

NGNAAAAAAAAACCGGGNNGGGNANGGNNCCCNNNAAAAAANNANNAAAACCCCNNNAAA 

ANNGNNAAAAAANNANNCNCCNTTTTNGNANNNACCCCNANGGTTTTAAAAAA 
Sequence 3187 

AGGTACCAACAGCACAGAGGCAGAAAACGGCAACGGCAGCAGCGGAGGAGACAATGGAGA 

AGAAGGGGAAGAAGAAAGTGTCACTGGAGCCAATGCAAAAGGCACCACAGAGACCGGAAG 

GCAGGGCAAGGGCACCTCGAAGACAACAACCTCTCCAAATGGTGGGTTTGAACCTACAAC 

CCCACCACAAGTCTATAGAACCACTTCCCCACCTTTTGGGAAAACCACCACCGTTGAATA 

CGAGGGGGAGTACCTGCTGGAGATTTTCAGCAACAAATGTCCTAACCTCTCCCTTCCACT 
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GCAACCGACTTGGTGGGNCCNGGGNCCCCNGCNTCTANAACTAGTGGATCCCCCCGGGCT 
TGAAGGAATTTCNATNTTAAAGCTTTNTTNGANAACCCGNNNAAACCTNNNNAAAGGGGG 
GGGGGGGGNCC 
Sequence 3176 

CTCCCCGCGGTGGCGGCCGAGGTACCACTGCGCGTAGCCACTATAGCCTTTC 
Sequence 3177 

CGCCCGGGCAGGTAC I I I I I II I I I I I I I I i I I II I I I I GGCTGGTTTTAAGTTTATTTT 
GAIGGAACTTTTGATAAGAAATCTCAGATTAGACTTTTAAM 

GTCAAAGGAGGGCGAACATCAGACTTTGGCTGCAGTATCTAAAAATCTGCATGAATTTCT 
CTCTTCTTGAGGTCTCCAATATATCTGGAGGTTCCTGGCCATTTTCTTGTAGGGGGATTC 
CCCTGGGTCTGTGCCACTCCTGGGTGAATGGCTGATCTGTCTCACTCTTCTCCGTGATCC 
GAAGGTCACACTATGTCACTGATGAATCCTTATGTGTCCACCTGGATGTTCCGGT 
Sequence 3178 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACAATCGTGTGGGAGAGCCAAGACCTCCACGGC 

CTTGTGTCAAGAAATCTCCACAAAGTGACAGTGAATGATGGAGGGGGAGTTCTCAGAGTC 

ATTACAGCTGGGGAGGGTGCATTGCCTCATGAATTCTTGGAAGGTGTGGAAGGAGTTGCA 

GGTGGTTTTATATATACTATTCAGGAAGGTGATGCTCTCTTACACAACCTTCATTCTCGC 

CCTCAAAGACTTATTGATCATATAAGGAATCTCCATGAGGAAGATGCCTTACTGAAGGAG 

GAAAGCAGCATCTATGATGATATTGTTTTTGTGGATGTTGTCGACACTTATCGTAATGTT 

CCTGCAAAATTATTGAACTTCTATAGATGGACTGTGGAAACAACGAGCTTCAATTTGTTG 

CTGAAGACAGATGATGACTGTTACATANACCTCGAAAGCTGTATTTAATAGGATTGTCCC 

AAAAGAATCTGGATGGGCCCTAATTTTTTGGTGGGGGAAATTTCAGACTGAATTGGGCAA 

NTTGACCGAACCCGGAAAGTNGCCAGGAGTTGGAGTCCTCNGCCCG 

Sequence 3179 

CGAGGTAC I I I I I I I I I I I I I I I I I I 1 1 I I INGCI 1 1 I I I I I I I I I I I I I I I I I I I I I II 

I M I M I I I I I I I I I I I I I I I I i I M I I II I II 1 I I I II I I I (IN I I I I I NNTTTATTTT 

TAANTNN I I 1 I I I 1 1 I I I NTTTTTANAAAAAAAAANGGGGNCCNTTTNNANAAAAANGGA 

AAAAAAAAAGNANAAAAAAANCCCNTTTTTNNNCCCCNCCNCCCNNNNGNAANCCCCNNT 

TCCCNNCCNGGGGGANNGTAAAAAAAAAAANGGANCCCCCNNNCNGAANNNAATTTNTTN 

TACNATTTATTTAAGCCCCCNCNCCCNNGGGGGGGGCCCCCNCNNNACAATTTTTNCCNT 

TTGGGNGGGGAAMNANCNCCCCACATNNAAAAAAAAAAAAAAAAAACTGNTTNNCNTNA 

NAAAAAAANTATNATTCTNACNAAAAATTTCAAAAAAAAAAAATANACCCCNGGNGAANA 

AAAANAGGAAAAANGCGGNGGGGGGNCCCNAANATNNGGAACANNNNCACCNNAATNNTN 

TTTTTTATNGAANNCCCNCNACCCNATNTNTCAAGAAGNAAAAAATATGGGTTNCANCCC 

ATTAATAAANAAAANAAAACACCNCCNCCNNNNNATAANGGGANGNNTTTNTATNTNTTT 

GGCNACNTTANTA I rTTTTTl I ATAAAAAAAAAAAA 

Sequence 3180 

CCGCGGTGGCGGCCGAGGTACCTGGGATTCAGAGTGACTTGCCTAAGATTACACAGCTAG 
TTTATGGAAAGAACTGTTACTAAAAGCTTTGTCTTTTGATTTCCACCTAATGGGGAG 
AAAAATAATGTCCTACCAGGTATGGTAGCTCATGTGGGAGGCTGAGGCAGGAGTATTGTG 
AGGCCAGGAGTTCCAGATCAGCCTGAGCAGCATAGCAAGATGCTGTCTGTACCTGCCCG 
Sequence 3181 

CGCCCGGGCAGGTACCTMCTGGMTGAGGTTACTTTTTATGGCTTATCAAATGCTTGTC 

CTGGCCCGATGCGGTGGCTCATGCCTGTGATCCCAGCACTTTGAGAGGCTGAGGCAGGGC 

AGATTGCATGAGCCCAGGAGTTCGGGACCAGCTTGGGCAACATGGTGAAACACTGTCTCT 

GCATAAGATACGGAGATTAGCTGGGCGTGGTGGCACGTTCCTGCGGTCCCAGCTACTCAT 

AAGGCTGAGGTGGGAGGATCTATTGAGCCCTGGAATTCGAGGATGCAGTTAATTGTGGTT 

GTGTCACAGTTCACTGCAGCCTGGGTGACACTCCAGCCTGGGTGACAGAGGAGACCCCGT 

CAAAAGAAAAAGTACCTCGGCCGCTCTANAACTAATTGGATCCCCCGGGCTGCAGGAAAT 
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CGGGGACACATTAACGCACACATCAGTTCCAGGCCCCATTCCATTCTCTGAACATCTTCT 

GACACACTGACAGTGCTGAGCAGAGCAAGGTTGGGTTCGCTCCTCTGGCAGAACCTCGGC 

TCTCAGGAGGTCCTTGTTCCAGGGAACAGCTGCTTCTCTGGGGCTGGGCTCTACTCCCTG 

CAGCCCCTCGCACTACCCAGCTGGAACCAGGGACAACGCCTGAGTCCAACCCTCGTGTCT 

ATTTTCCAGAAAACGGGCAATGCTGTGAGAGCCATTGGAAGACTGTCCTCTATGGCAATG 

ATCTCAGGGCTCAATGGCAGGAAATCCTTCAACAGGGTCACCAACCAGCCCGCTCAATGC 

AGAAAAACTAGAATCTGAAGAAAGATGTGTCCCAAGCTT 

Sequence 3169 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACCAACAGCTAGCGGTAGCCCTGGACTCCAGCT 

ATGTAACAAACAAACAACTCAATATCACGATAGAGAAATTGAAACAACAGAACCAAGAAA 

TTACGGATCAGTTGGAAGAAGAAAAGAAAGAATGCCACCAAAAGCAGGGAGCCCTAAGGG 

AGCAGTTACAGGTCCACATTCAGACCATAGGGATCCTCGTATCAGAGAAAGCTGAGTTAC 

AGACAGCCCTGGCTCACACTCAGCATGCTGCCAGGCAGAAAGAAGGAGAGTCTTGAAGAT 

CTGGCCAGCCGCCTGCAGTATTCCCGGNGGCGTGTGGGAGAGTTGGAGCGGGCTCTCTCT 

GCTGGTCTTCCACGCANCANAAAGAAGGGCAGACAAGGGTTGACGGAGCCTGGACTTCCA 

TTTTCANAACCAAACMNCCANTCAACCGTAAAAAAAAAAAAAAAAA 
Sequence 3170 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTGGATCCAAAGCTTTGTTGAAAATGCTGTTTG 

ATGMTTCACTGAAGMTATAGAAAGGTGGTCAGGTAAAGTCTACTTTTATTTTGTCAAG 

CTTAATAATTTGTGTCATACTTTACCCCAGTATATATAGGCAAACCAAAACCTTATCAAA 

TATTAAATTAGTTGTTTAAACTTTGCTTATAAAGTATTGGCCATGTGGTGGCTCATGCCG 

CTAATCCCAGCACTTTGGGAGGCTGAGACGGGCAGATCACTTGAGGTCANGAGCTTGAGA 

CCAGCCTGGCCAACATGATGAAACCCTGTCTCTACTAAAAATACCAAAAATTAGCCAGGT 

GTGGTGGTGGGTACCTCGGCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAN 
Sequence 3171 

CGCCCGGGCAGGTACTGAAATCAGGTCATCCCGTGGCAACACTGTGGAACCTGGAGGACA 

TTATGGTAAATGAAACACACTAGGCAGGGAAAGACAAACCTCGCATCACCTCACTCATGA 

GGAATCTAGGAAACTTTATCTCACACAGACCTACAAAGCACCATTGTGCTTGCCAGGGTT 

GAAACAGANNGCTGGGCATGGGTGGGCATAGGAAACAGGTACCT 
Sequence 3172 

AGGTACAAGCAGTAATTGATTCACTGGCCTTGGACTACTTTTGGCAGGTCAGCTTGTCTC 

ACATAACAGGTTGGTATATTGTATAACTATCACCATTAAATTTT 

Sequence 3173 

AGGTACAGATACAGTTTTTAAACCTAAAGTTACTGGTGAAACAAGCTTGCTATTACTGAG 

ATGTATAATGAATGTCTTAAAGCTATAAATCCACTCATCGTTGTGTTTAAGGAGGAACTG 

AAGCACAATTGTTAAGAACAAGTGAATTAGGTGAATATACATTGACAAAAGGTTGATAAT 

AAAGTTGTCAGAATTTCAAAAATAATTTAGTGTGACTTGAAATCTTAAAATCATGTTATA 

TTAAATTMGTAACACTTTACTGATTTAATATTTGAGTCATTTCTAAGGAAAATACTGAA 

ATATCAATTGCTTAACAGAAGTTTAAAATATACGTAATTTGGCATC 
Sequence 3174 

CGGCCGAGGTACATTTTCCCCTGTATAATTGATACCTCTTCTGTAGGATTATATTTAAAT 

CCTTGTAGAAGATCCTATTCCACAATAGCTTTTCATCCAATAGTTTTAGCATCTATTGAT 

GAACGTTACCGTGAAAAATCTATGAACTGCTCTTTATGAACACTTTTTAAAGCCTTTATA 

AAACTATTTTCTC7TACTGTATTTTCACTTTTTGC7TAACCTAAATTTGGCCCTTTTTAA 

AAATCCTAAAATCATATGACAGTTTTAGAATGGTAGCTGGTTGCTGCTAGTTTTGCATGT 

TTGTCCCCCAAAATCTCATGTTGAAATTTGATCCCAGTGTTGGAGGGTGGGGCCTG 
Sequence 3175 

NANGCTCCACCGCGGTGGCGGCCGAGGTACCTTGATCTCCTGCGTGGCCTCGTCCCCCTT 
GGGTTCTTAGTTCCACCGGGCAGCGGGAGTCAGGACCGCCTGTCCTCAGACCCCCTTNCC 
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TAATCTAGCCCCACCAGGCATGTAAGGCCATGGAAATTCAACAGTAGAGCCCCAGATTTA 

TTTCAGAACAGATCCAGCATGGGGGCCTTTGGAAGGGCAGCCAGCTCCTTAAGGGCCTTC 

A7TCAGGTTGTCCAGGCTCAGGTCCAGTTCATTGTCTCCTGCCTGTCAGAGGCTCCCGCC 

C7TGCTAACAGCCTTTGGTCATGATGACAGGGGGCTGAGAGGGC7TGGGCTCCAAGGTTC 

CCAAGGCATTGAGGGGAGAGGAGCTGGAAATGCCCTTGTCAGTTCTGTGGATCCCCA 
Sequence 3163 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATCCAGAAGCCGAGTGAGCTGGAAGGACCCCA 

GTGGGGATGGGCTATGGTTGGAGACCCTGGTATGAACCCCAGTTTAGCTTGACATAGACA 

CAGATGGTTCCATGCAGAATATTTATAGACATGTATGTGCATGGATTAGCATTCACACAC 

ATTCCCTTGCTCTGTCAGCTGAGAATAAAAATGAGGATCATTATTACTATTACATTCTCA 

TCTAGGCCTTTAAATAGCAGCTCCAGTTGTAAACCTCTCTAAGGGGCTCTGGATTAACTG 

CGTGAGAGTGATGAGGGGAAAAGGTCTTTCTCATCTCCATCTGACCTACCCATCTACCAA 

CCAAGCTGGACACTGACTGTCCTTCCGTCCTCTCCCCAGATGAGTCATTGCAAACAGAAG 

CCCCAGAAAGACTCCATGAAGAATGGTAGTGAGTTTGGTGTAAAGGAAAGATTTAGTGAA 

AATGACACTTAGTTCATTAACTATTCACGGTGGAGCAACCCATGTGCAGAAAACAAGCCT 

CAGCCCCAGCTGGGGCTCTCCCTGGGGNCTACNTCTTCCACTTGAACCTNCNCGCGTACC 

TTCGGCCCGCTNTAANAANTAAGTGGGANTCNCCCGGGGCTGGCANGGAAATTCMTTTA 

AAGCTTATTNGNAACCCGNCGACCTCGANGGGG 

Sequence 3164 

ATACGACTACTATAGGGCGAATTGGAGCTCACCGCGGTGGCGGCCGGGCCCGTGGAGGCC 

TAGGCTGGCCCTAGGACCTTCTTGGTTTGCTCCTTGGATTCCCCTTCCCACTCCAGCACC 
CCAGCCAGCCTGGTACCT 

Sequence 3165 

CCGCGGTGGCGGCCCGAGGTACCCTGAGCATCAGCAGAGATGCTGAGATGAAATCAGGGA 

ACTCCTAGGGGATGGGTCTTCTATTACCTGGGAACACCTGAGCCAGATGCCTTACGCCAC 

AATGTGCATCAAGGAATGCCTCCGCCTCTACGCACCGGTAGTAAACATATCCCGGTTACT 

CGACAAA CCCATTACCTTTCCAGATGGACGCTCCTTACCTGCAGGTCTTAAAACAACTTT 

TTTTTTTMCAATGCAGCTATGTTTGGATTGAAATGTCTTAACACACTCATGTCTTTAAC 

AGTTATTTATCCTTAGACTCTGTGGAACCTAGGGCCATTCTTATTTCCCAGAGAGGGAGA 

AAGAGGAGAGAGCTCTCANGACTATCTAAACAGGCACAGGATTATGCAGGTGCAAAGGTA 
CCTGCCCG 

Sequence 3166 

CGAGGTACCACAAGCTGTGTGTCTTTAAGCAACAGAAATTTCTTCCCTCACAGTTGCGGA 
GGTCAGAGGTCAGAAAACAAGGTGTCTGCAGGACCAACCTCTCCCCTGGATGCTCTAGGT 
GAGAATCTTTTCCATGCCTTTCTCTTAGCTTCTGATGTTGCCGTCAGAACTTCAGATGGT 
GTTCCTTGGCTTCATTTTCTTGTAGGGGGATTCCCCTGGGTCTGTGCCACTCCTGGGTGA 

ATGGTTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCACACTATGTCACTGATGAAT 

CCTTATGTGTCCACCTGGA 

Sequence 3167 

CGCCCGGGCAGGTACAGCTGTTGTCCATGTGTAGAGCTTTTAATAACCAGCGCAGCAGGC 

CCCT7GACCTGCTTTTATGCCTGGACCAGATGACTGMTGTAGAACTTTAGGCACTTTTT 

M I M u iGAGACGGAGTCTCGGTTTGTTGCCCAGGCTGGAGTGCAGTGGCGCAATCTCG 

GCTCACTGCAAGCTCTGCCCCCCGGGTTCACGCCATTCTCTTGCCTCAGCCTCCCAAGTA 

GCTGGGACTACAGACTCCCACCACCATGCCCGGCTAATTTTTATATTTTTTAGTAGAGAC 

AGGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTGGTGATCCACCTGCCT 

TGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCAGATCGGCCCTTTAGGCAC7T 

TCTACTTCTCAAGGTCAAGAAACATCC 

Sequence 3168 

ACTACTATAGGGGCGAATTGGGAGCTCCCCGCGGGTGGGCGGCCCGCCCGGGCAGGTACG 
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SISS ^ CTGAATACATTCTGGGGGT GAGTGTTTCACAAGGTTrGGCAGCTGTCTCATCTAT 

GGCTAATGCATTCTTTTCCAGAGAGCCAGGAATACTTTACCTrTATGGGAC 
Sequence 3157 

Z^I3 AG ^ GCGAA ^ GGAGCTCCCCGCGGTGGCGGCCGC CCGGGCAGGTACACATATGGC 
^ GG A G o TAC ^ CAATCTATCCTGCTGCTGGGGGC ^^ 

agctacgtcctggmcacctgtacmgactcatmgtcaaagagccaaactctaacSap 

Sequence 3158 

tgctggtgttcmttgtcagacttttccctcattatcattgatgmtgtcatcacaccm 

^^ G f. AGTGTATAATAACATCATGAGGCA ™^ 

!I G iS G I GGTG ^ GGAGGGG ^ 

atgtgccaatcttgatgcatttactattaaaactgttaaa i>wvact 

Sequence 3159 
Sequence 3160 

£ G ~JS™™ GGGCG ^^ 

caaccagactggttttcactgtgcaactttcctcaggtaataatacccattccagamga 
mggaatatgcatccmgcctttgttcataaagaaaatgcccttcaaacaagttcatcat 

taaatataatgtgtatacatacttatagatatgttgccatttaaaccatggatatagaca 
t^gacaattaaatgaattggctcagtaaaagtgaaaaagtgttttctatamtI^gtag 

TTATTGCTGATATGCTACACATTATGCTTTGACATGGAGATTGTAGTAACT^GA^rnvx 

MGCTGCCATATTGCCAGTGTTAGCCCTGCAGTANGCCNTCCTGTGGACAACATGCCATC 
gMJNCTGAAN AAAAAGCNAAACC CC^^ 

TTACATTTTTGG I I I I I I 1 1) II I TAAAA 

Sequence 3161 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGACTAAAGCACAGCTGAACCCTCA 
AGCAGGAACTGAGAGCAAATTGTATTGAAACTGCTTCAGCTGTCGGAG^ 

G r A Z?I*^J^ GG ^ 
Sequence 3162 

^^^iSSII^ 7 ' " " ' ' ' " " ' ' I GG TAGAGACAGGGTCTCACTGTT 
GCCCAGGCTGTCTCCAACTCCTGGCCTCAAGCGATCCTCCCACCTCCTGCAGCTCATTCT 
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TGCCACTGCGGGATGGCGGTGCAGGCCACCAGACCCACCCAGCCCAGCAGGGCCATGGAG 

AAGCCCAGCAACTGCAGGCCCGAATTGGCCATTTCCGCCCTCAGAAAACACTGGGGGCGC 

CGGGCGGGGAGA CCCT ACAGTAAAACAAACGACACTTGGGGGGCAGCCCCACAAAAGAAA 

ACTTGAGGTGGAGTTTTCCGGTCACCCAAAGAGACAAAAAGGGTTTGGGCCAGGTGAATG 

CAAATCTTGTCACCAAACTACACACAAATCGACCCCCCCAGTGAAGCGATGGCCTCGCGG 

CACAGGGAGTAGGATACGCCGGGAGGGTGGTTCCAGACAAAATTGGTGGTCCCCGAAGGC 

CAGGCGGTTCCCTCCGGGCGCTCTCGGCGACCCACTGTCCCCTCCGGCATCAAGGCTCCT 

AACTGGAGGAAGAAACCACTGGGACCTTCCCGCGTACCTCGGCCCGCCGGGCAGGTACTA 

CCACAATTAGAGGAGGCCGTGACAACTGACAAGANAACACTGATGACAAGCTTCAGGCAT 

TGTAGTGCTTAATACGTGCCCAG TG GTTCTAAACCAAATAGAAC TTGGGCTTCC AAC.TTC 

TTGTCCTTTTCCCAAGAAAAGCATTTTGGCTTGCCCCCTANGGANGGAAGAATACACAGG 

AATTGGGA7TTAAAATTGCTTCCATTTTGGANCTTTGCACT7TCTGGCTTGGGTGACCTA 
AAACCAAGTGAATTACC I I I i I I I I 
Sequence 3152 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGTTTCCTAAATCTGAAGTTCCTGCTAG 

TTTACCACCTTCAAGATCTTCTTGMCTGGTAACTGATTAGGTTGAACTTATGGAAGATT 

TGTGGACTTAACTCAAAAGTAACCTTCAGTGTTCTATAGAACATGTATTTGTGTAACTGA 

ACCTACCAGGAGAAATGTTTGGAATTCTATATGTGCAATTTTTCAACAAATGCAAAAAA^ 

ATACAGCACATGTATTGACAAGCTTCTGTCMGCAGCTTGAGTTGAAATTTGATTTAAGA 

AA ATAA ATCATGATTGTTCAAAGCTGCTGGGACGTTAGAATTAGGCCATGATACTGGTCT 

CATTTTAACTACAGTGGGTATTTGGCACTAGTGTAAACTTCCATATAMTCACTCTTTTG 

GAACAACCAAAGGGGGAGGGAGAAAAATCACGGCCTGTTAAATGAGTACCT 

Sequence 3153 

CCGCGGTGGCGGCCCGAGGTACAGTATAAAACTTCACAGTGCCAATACCATGAAGAGGAG 

CTCAGACAGTTCTTACCACATGATACAAGAGCCGGCTGGTGGAAGAGTGGGGACCAGAAA 

GAGMTTTGCTGAAGAGGAGAAGGAAAAAAAAAACACCAAAAAAAAAAAATAAAAAAATC 

CACACACACAA AAAAA CCTGCGCGTGAGGGGGGAGGAAAAGCAGGGCCTTTTAAAAAGGC 

AATCACAACAACTTTTGCTGCCAGGATGCCCTTGCTTTGGCTGAGAGGATTTCTGTTGGC 

AAGTTGCTGGATTATAGTGAGGAGTTCCCCCACCCCAGGATCCGAGGGGCACAGCGCGGC 

CCCCGACTGTCCGTCCTGTGCGCTGGCCGCCCTCCCAAAGGATGTACCTGCCCG 

Sequence 3154 

CCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCT 

GAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAAC 

AATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGAC 

TTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATC 

TGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAACAGTCTCTTCTGTCCCGCTGGAACCCATGGTCC 

ACTGAAGTTCCTTATGCTACATTCACTGAGCATCCTATGAAATACACCAGTGAGNAAA 

Sequence 3155 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGGGTGGATCGCTTGA 

GCCCAGGAATTCGAGACCAACCTGGGCAACATAGTGAAACCCCGTCTCTAAAAAAAAAAA 

AAGAAAGAAAGGAGACTTTATMCAATTAAAAAAAATTCCCCCCAAAATCATCTGTTCAT 

CAGTGAGGATCTGCAGATGTCTCTGCTTTGTCCCATGCATATTTGTCATTTTTCTAAAAG 

GTTGATTTTGCCCGGGCACGGTGGCTTATGCCTGTAATCCCAGCACTTTGGGAGGCCCGA 

GGTGGGCGGATCATGAGGTCAAGAGATTGAAACCATCCTGNACAACATGGGTGAAACCCC 

GTCTCCACTAAAAATACCAAAAAATCAGCTTGGGCGTTGGCNGGCGCATGCCTGCCAGTT 

CCCCAGGCCCACTTCNGGNAAGGCTTG 

Sequence 3156 

AGGTACAGCGGGTGCTGGTGGATACTGGCACAGATTGCAGCCTTGTTTATGGGAACCCGG 
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AGACAGGGACCGAGAGCGCGACCGGGACAAAGGGAAGGACAGGGAGGGTTTTAGCTGGAG 

AGAAGGGAGAAGTGAAAGGCCGGGCC 

Sequence 3146 

GGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAATGTCTTGGGGGGAGGGAG 

CCAGCTGATTGTGAGATGTAAGT7TGTGATTCTGAGATAGCAGCTTTGCAAAAAACTGCA 

ATTTGTCMTTCACCAATATTGATAATGTGCAAGCTTGGTGAGCTGAGAATATTCCTGAA 

AACCTTTGTTCCCACTGCGAATTCCTGGGGACAGTTATGAGTTCCTAATGACGTCACCAC 

AAAGACATT7TGGAGTGTTTGGTAAAGGCTGTTTCTTTTCAGTGATTGCTGGAAGCAGAT 

GGGATCAAATAAAAATAGAACATTGTGGGCTCCCAAGGCTGAGGTGGAGCTGGAGGATGC 

CGGCCAGACTGCGGAGCAGCAGTCTTCCTTGTGCACATGCCTGAAGTCCGCGTGGGTGTT 

TGAGGAAGTGGGG ATACA GCATTTMTGAAAAATTTATG CTTAAGAAGTAGAAAATGGCA 

AGTCTTCCTAGATAATTTTCAATGGCCAGAATGTG 

Sequence 3147 

NCGGGTNGGCACCTGCCACCACGCCCGGCTGATT^ 

AGTAGAGACTAGGTTTCACCATGTTGGCCAGGCTGATCTTGAACTCCTGACATAAGGTGA 

TCCGCCCACCTCCCAAAGTGCTANGATTACAGGCGCGCCCAGCCCTGTTGTATTANTTTT 

CTATTGCTTCCATGACAACAMTCACCACAGGCTTGGCAGTTTAAATACCACTGATTATC 

TCACAATTCTCTAAGTCAGATGCCTGANTTCAGCCAGGCCCAGCTGGGTCCTCTGCTCAG 

TCTCATGGGGCCAGTGTCTGAGGTGCTGGGTTCACCCTGGAGGCCTTCAAGCTTATGCAC 

AGTTGGCTCAATTATTCCTTGCAGCTGTANGACTGGGTCCCCNTTCCTTNTCATGCTNTC 

CAAGTGGCCCNCTCCAGCAATGGNGGNTTGGGCAATNTNAGCCTCTAGTCNTCTGCCATG 
TCTNTTCTGCCTC 

Sequence 3148 

CCGGNCAGGTAC I i HI I I M I I !M i I I I I I i NGCAGAGAGACAGAGNCTCGCTCAGTG 

ACCCAGACTGGAGTACTGGAGTGTGGTGGCACNGATCTCAGCTCACTGCAACCTCCGCCT 

CCCAAGTTCAAGCAATTTTACTGCCTCAAGCCTCCCGAGTAGCTGGGACTACAGGTGCAC 

GCCACCACGCCCGGCTAATTTCTTTTGTATTTTACTAGAGATGGGGTTTCACCATGTTGC 

CCAGCTGGTCTCGAACTCCTGAGCTCAGGTAATCAGCCAGCCTCAGCCCCTCAAAGTGCT 

AGGATTACAGACGTGAGCCA CTGCG CCTGACCAGGGACTGAATTTATGGAGCAGAATATC 

AGATAAATATGAGMCTGCACTTTTTATmGAATTTATTTGCAAGATMC 

AGGC AAAAAC AACACTAG AGCTATAATTTGTATATTGCTG N TTATTAC ATAGAAGTAAAA 

GGTATAATAATAACAACAACNAAAAAAAAGATGA 

Sequence 3149 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTTTGAAACATTCCTGGCAGGCAATGTGTCCAA 

GAGGGAGAATCTGAGACCCACTTTCCTGAGGTCATCCAATCCCCTCCCATCTTATCAGGG 

GTATGGTATGGCAGCTGTGGCAGAGGGATGGAGGAGAGGAGACACCAGAGGGAAAAAAAA 

AACGCAAATCCTGTTCACCCAGNAGGTCAACAATGGAAGGAATACANAGGAGAAAGCACC 

AGGAGGGTGTANCAGGCATACCCCGAGATGAAGAGGGGTTTGGGCGAAGTTGGATGTGCA 

AACAACTCAACCCCACCATGACATGAAGGAGGCCACCGTGTGAGCACAGGGCCTGGAACA 

ATGGGTGTAATGAGTTACTGCCACGTCAGAGAAATTGGTTGCTCCTGTTGATATGGTTTG 

ACTGTGTCCCCACCCAAATCTCATCTTGAATTGTACCTCGGCCCGCTCTAGAACTAGTG 
Sequence 3150 

GCGGCCGAGGTACCGGTTGGGAAGGCACTTCCCTGGTGTAATCTGAGAATACTGCACAGA 

NCCCTTCCACTTGTGGGAGGGACAAGTGGTGAAGAAAGGCCTGCCCCCCCCGAAGGAGGG 

AGTGCCTTGCCCTCAACAGCACCTGGGGCTGTTCTTGCAAGACAGGGACCCTCAATAAGT 

TCTGAATGTCCACAAGTTTGCAACCCTCAGCTAGACTGGTGGGCCCAAGGGGAGAATCAA 

AGGTGAAAGGTGGACAAATGTTTGCTGGGAAGCCTGGGTTTGGG 

Sequence 3151 

CGCCCGGGCAGGTACATGGCCTGGGCCGTGATGATGTTGTCACCCGCATAGGAGCTCATC 
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^ T ^^ZII T ^ T( ^ T ^ A( ^ ^GTTTTTG AAAAC AGMTATTTTCT ATTG AATATC TTC TTT 
TTCTTTTT1 l AAATCCATGGGTCTGGTTTTAACTGCAAACAGGACCCTTG 
Sequence 31 39 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAAGGGCATGACAGGCTGGGAGGTGGCTGGTGA 

TCACATTTACACAGCTGCTGGAGCCTCAGACAATGACTTCATGATTCTCACTCTGGTTGT 

GCCAGGATTTAGACCTCCGCAGTCGGTGATGGCAGACACAGAGAATAAAGAGGTGGCCAG 

AATCACATTTGTCTTTGAGACCCTCTGTTCTGTGAACTGTGAGCTCTACTTCATGGTGGG 

TGTGAATTCTAGGACCAACACTCCTGTGGAGACGTGGAAAGGTTCCAAAGGCAAACAGTC 

CTATACCTACATCATTGAGGAGAACACTACCACGAGCTTCACCTGGGCCTTCCAGAGGAC 

CACTTTTCATTAGGCAAGCAGGAAGTACCT 

Sequence 3140 

CCGGGCAGGTACGCGGGTCATGGGAAGTGGCGGCCACTGCCACATCTGCTATGAGGUTCT 
TCGCCATCGTTGGCTGCTGGAAATTTGGATACAGGTAAATGGTATATMGGCTTCTTTTT 
GCTTGTGCACCAGAAGTCTTTGTCCCAGCCTCCAGATCAGCAGTCAGTACCT 
Sequence 3141 

CTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTATTTATTTCTTGT 

TGAATGC TGTG TGAAGTTTGTGGAGTGTTTG AATTCTGTCTCTATCATTTACTAATAG AA 

TATATTTCATCAAGTGTCTTAMTATTATTAGCATATTTCTGCATAATGTATAAAATGGG 

AAAGTAATTGTCTCTATTTCAAAATTATTGGAAGGATTAGATCTAATGTGCTTATATCAT 

CTATTTAATAAAAATACATGTTCCCTTTATTTTTTCAGMGAATGCCCTAGCTT^ 

ACAT CAACAGTAGTTCAGTTTCCGAGTGAGACAAAGCAATTACTGGAAGAAGTAAAGAAA 

TTTTATTACCGTCATAMCCATTGAAMCACATCTAGTMGAAAATGAAAACCTGAATAA 

GATAGGACAATAGTTGAAGNAAAGAAAAGTCTCTGGTACGCGGGGAGGTCACTTAAAG 

Sequence 3142 

GCGTAATACGACTACTATAGGGGCGAATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGG 

GCAGGTACAAAGCAGACTGCCCGCAAATCGACCGGTGGTAAAGCACCCAGGAAGCAACTG 

GCTACAAAAGCCGCTCGCAAGAGTGCGCCCTCTACTGGAGGGGTGAAGAAACCTCATCGT 

TACAGGCCTGGTACTGGGAAAAGATCTAATCTGCCGTGGGCCTGTCGTGCCAGTCCTGGG 

GGCGAGATCGGGGTAGAMTGCATTTTATTCTTTAAGTTCACGTAAGATACAAGTTTCAG 

ACAGGGTCTGAAGGACTGGA 

Sequence 3143 

CGGCCGAGGTACATACGAGGTTTCATTATGTTGTCCTGGCTGGTTTTGAGCTCCTGGCCT 

TAAGCTATTTGCTTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGTGCCATTGAN 

CCTGGCCMTAATTATTCCTNAAAGATGAAAATNATAGGTATTTNTAAAATNATTTTCAG 

TGGTTCCTTAAGAGGGGTGAATCACTCTCCTCCCCTGATAACATTTGGTANTGTCTGTTG 

ACAATGCNGNGTTGGGGTGCTGTGGTGCTGTC 

Sequence 3144 

GGCGGCCGAGGTACCAAGGAGAAGACGGAACCAAAAACAAACTCTCCAAGTATATTCACA . 
CATTCAACAAAAT7TTTGCATGCCTTCW 

GGACATGGCTAAGTCAGAGAAGGCCATTGCTCACCATGAACACTGTATACCAGAAGGAGA 
GTGGGGAGGAGACAAAAAACAAATAAGACCACTTCAGACAATCAAAGTATCAGTTAAGAG 
AATGAAAACAGGCCTGACTCAGTGGCTCACGCCTGTAATCCCAGTACCTGCCCG 
Sequence 3145 

CCGCGGTGGCGGCCCGAGGTACTTTN rTTTTTTT TTTTTTTTTl 1 GTTCTTCAACTTCTC 

CTTGGTTTTCA1TTCCATTCTGGGCTAATTGTCTATTAAGTCTCTTMTCTCTTCTTGTA 

GCTGTTCCTGGTCTTCTCGCTGTCTCTCCATTTGCCGCATATGTGCTTGCCTTAACAATT 

CCGTTGCCTGTTGATGTTCTTGGtATTGTCGTACGGGGAGAGAGAGAGAGCCAAAGCCCG 

GGCCAGGCCAGACAACGAGCGACAGAAAGACAGAGGCAACAGGGAGCGGGACAGAGACTC 

CGAACGCAAGAAGGAGACAGAGAGAAAGAGTGAGGGGGGGAAAGAGAAGGAGAGACTGAG 
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Sequence 3133 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGGTGGGGCACCCAGGTAGTAATATGCAG 

GAAGTAGAATTGGCAACAAAGGACACAGAATGAAATGGTGAGATGGCTAGCGGAAACATA 

GGGAGMTGGCATCACAMGGCAAAGGGGGGAAAGAATTTCAGTTTAGTGGATAGTCAAC 

CMGGCATTTCACTTAGCAGTCAGGAATGAAAAAACGATACTGAATTTGAACATTAGGAA 

AGCTTGGTAAATTTCMGAGTATAATTTCTGCAMGTTGGAACACAGTGAATAAAAAAGT 

GCTAAGAMTTGAGGACAATTGAAAAGTTTAGCAAATGATAAGACAAAGCAGAAGAAGAT 

AGTAGATAGTGAGGACAGCANMTCAATAGGAGGGTTTCTTGGGAAGGCCATCTTTGTTT 

TAAAG7TTATGGGGAGAGAACCAGTGTGCGAATGGAAGTAGCTAGGGGGAGAAACTGAAA 

ATGCTAGGAAGACTGGGTGTGGTGGCTCATGCTTGTAAGTCTCAGCTGCTCAGAAGCCTG 

ACGTANGAGAATTGCTTGACCCCANTAGTTTCGTGACCAGCCTGGAATATANCCAGACCC 

TGTTTCCATAAAAAAAAAAAGCTAGGAAGGTAA 

Sequence 3134 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCGTACANATACAGTTNTTAAACCTAAAG 

TNACTGGTGAAACAAGCTNCGCTATTACTGANATGTATAATGAATGNCTNAANGCTNTAN 

ATNCACTCATCGNTGTGTTTMGGAGGAACTGAAGCACANTTGTTAAGAACAAAGTGAAT 

TANGTGMTNTACATTGACAAMGGTTGATAATAAAGTTGTCAGAATNNCAAAAATAATT 

TAGTGTGACTTGAANCTTAAAATCATGTTATATTAMTTANAGTAACACTTTACTGAm 

AATATTTGAGTCATTTCTAAGGAAANTACTGANATATCANTTGCTTAACAGAAGTTTAAA 

NTATAC NGTAATTTGGCATCTTGGNTTC AC ATGTN NTGG AAAAGCTAAAC ATATTTGGGC 

CTGTTAATNAAAGGCATAAAAA 

Sequence 3135 

CTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTATGCTTATTACTA 

TACTGTCCAGTGGCCAGGGCAATAAGTCGTTTGATTATATGATCAGAAAATCTTGGGGAA 

CTAAAGGTTCTCTAGAGATMTCTGGTCTMCCCCATTTTACAAACAGAATCTGAGACCG 

AGAGATGGCAAGTGACTAGTCCAGGGTCTCCCCGCTGCTTTTGAGTCCAAACTAGGACCT 

GTAGGGCMTGTTCTTTTTGCTATACACTGTGCCTCCAGTGCTTGTATTAAACAGATTTT 

TCTTGTATTTAATTACCTTGTCCCAAATCACATAAATAAATTATCAGGATTTCTGAAACA 

GCTTGCCTTCCTAGTGAAAAGTTAGGCGCAGCTCTTAGCTTTAAAAGGGAGGTACTTTTT 

I I I I I I I I I I I M I I I I AAAAAGTCATGGAGGCCATGGGGTTGGCTTTGAAACCAGCTTT 

GGGGGGTTCGATTCCTTCC 

Sequence 3136 

CGAGGTACACTCTTCCTTAAGTCCAGTGGTGCAGGAAAGCTTCAGTTTGTCAATATCACG 
CAAGACAGGGACACCAAACACTACCCCTGCCCAAAGGAGTCCCTCACGGACGCCGCATGT 
TGTTACCGGACCCCCCCGCGTACCTGCCCG 
Sequence 3137 

CCGGGCAGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGGGCACTTGGAGGTCTCTTCT 

CGGCAAAGTGAAAGAAGCGGTGAAGGTGGCCATTGATGCAGAATATCGCCACATTGACTG 

TGCCTATTTCTATGAGAATCAACATGAGGTGGGAGAAGCCATCCAAGAGAAGATCCAAGA 

GAAGGCTGTGATGCGGGAGGACCTGTTCATCGTCAGCAAGGTGCACATGGCGCATTTGGT 

GGGAGGCCTTCACTTCAAGGCAGGCAGAAGTATCTGGATCGGGTGGGCAGCAAGAACTCT 

GTCGGCCTTTTCTACGTGTACCT 

Sequence 3138 

GCCGTATACGACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAG 

GTAC II I I I I J I □ ! I ! M I I II I I I GCCACTGGAAAAAGAAAGGGAAGAAGGAGAAGGA 

GAATMGAACCAGAGAATTCTCCTACCCTTGAAAATTTAGCAAGGGCAGATTATAACAGC 

CAAAACTGACCTGTGGACCCAAGAACTGGACTGCATGTAATAAGAAACATTCTGAAAATT 

TAACMGTGGAAAAATAACCTGCTGGGCCTCTTTGTGAACAAGCTGCTCAATGTCAACAA 

GCCCMGGCACCACTAAATATCACMGGTCMTTNCACTGAMTAGGGTTTTTATATATT 
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GTTCAGAAGTGACGAGACTGTATGGATCGGTTTGTGATTTAAGGACGAACAMCTTCCCG 
GNTCCCCTGGGCTAAGCAAATCTATGTTTGATCTTACAAACTCATCTCAGCGATTCATCC 
AGAGACATGATTCATTGTCCAGTGTACCT 
Sequence 3128 

CCGGGCAGGTACTAGGATTACAGGCGTGAAGCAGCATGCCACGCCTATAGTGATATCTTT 
AAGTAAGCCTCTCCTATCTTTTTTT^^ 

TTAGAAAGTTGATGTGCTTCCCTAATGCCTACTAATGAGGTAAAGAACTAAAGAACCTCT 
GTGATTTCAATGAAGTCCCTTCAGATGTTATGGGCTACTTGTTACCCCGCGTACCTCGGC 
CGAGGTACTGTTTGGTGTGTGTTTGTTTCTTCCCCAGCAATGCCTACTGCAGCTACTTAG 
TAACAACTAGAGGTGGAGGGTGTCCGGGGAAGCAGTTAGATGAGTTAAGTGT 
Sequence 3129 

AGGTACTGTGACAGCCCAATGCATTCACCTTGCCCGCTGCCTAGACAGAACCGATTTATC 

AAGACAGAGGAACTGCAGTGGAGAAGGAGTAACTCACGCAGAGCCGGCTGTGTGGCAGAC 

CCAAGTTTATTACTCAAATCGGTCTCCCCGAGCATTCGGGGATCAGAGTTTTTAAAGATA 

TTTGGTGGGTAGGGGCTTGGGAATTGGGGATTAGTCAGGTTGGAGATGGAATCATAGGGG 

GTTGAAGTTAGCTTTTCTTGCTGTCTTCTATTCATGGGTATGATGGCACAACTGGTTGGG 

CCAGATTACCGGCCTGGGCAGGGTCTGCAACACATAAGAAGCCCTGATCTTAGGTT 

Sequence 3130 

AGGTAC7TGAGCCTAGGCAACAGAGCCAGACTCAGTCCTTTAAAGAAAAAAAAAAATTCT 

CCCAACTTCATAAGTAMCTGCCTAAACAAATCAGGATTCATTTTACCATTCATTTAGCA 

GAAGAGGMGGTAACAGMGTTCATATATTTCGCCAGATAACTTTATCACCCTCCAACCC 

AGACTAGAGGTTTTGATTTAATTATCTCAMTGMCTTTAATTATTTTGMCTTA 

ACCATAATACCTCTTGTTAGAAAAGTGAGATTTCTAAAACCTAGTAAGTAATCGTAAAGG 

TATMTTTTACCACCAGTAATGCAAGTTCTTAACAGCTGTCTTGGCCTCAGGGGTCATAA 

ACTAATGGCCTCAGTAATAAAATATTTAATAGAAATTAATGAGATAGGCCCAATGATGTG 

GGCCAAGTAAAGAGAGGAGAAATAAGAATTGGTGGGAACTGTGGCAAATCGGAGAGAGTA 

TGCACATCTAAAGGGACTCAGAGCAGGTTAATTCCAGCCCCTGTATACCCCGCGTACCTG 

CCCG 

Sequence 3131 

AGGTACTTGAGCCTAGGCAACAGAGCCAGACTCAGTCCTTTAMGAAAAAAAAAMTTCT 

CCCAACTTCATAAGTAAACTGCCTAMCAAATCAGGATTCATTTTACCATTCATTTAGCA 

GAAGAGGMGGTAACAGAAGTTCATATATTTCGCCAGATAACTTTATCACCCTCCAACCC 

AGACTAGAGGTTTTGATTTAATTATCTCAAATGAACTTTMTTATTTTGMCTT 

ACCATAATACCTCTTGTTAGAAAAGTGAGATTTCTAAAACCTAGTAAGTAATCGTAAAGG 

TATAATTTTACCACCAGTAATGCAAGTTCTTAACAGCTGTCTTGGCCTCAGGGGTCATAA 

ACTAATGGCCTCAGTAATAAAATATTTAATAGAAATTAATGAGATAGGCCCAATGATGTG 

GGCCAAGTAAAGAGAGGAGAAATAAGAATTGGTGGGAACTGTGGCAAATCGGAGAGAGTA 

TGCACATCTAAAGGGACTCAGAGCAGGTTAATTCCAGCCCCTGTATACCCCGCGTACCTG 

CCCN 

Sequence 3132 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 7 It 1 1 I I I I M I Hi Mi f I IT I GGGGGGC 

AAAGCCTTGCTTTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGCAACC 

TCCGCCTCTCGGGTTCAAGCAATTCTCCTGCCTCATCCTCCTGAGTAGCTGGGATTACAG 

GCGCCCACCACCACACCCGGCTAATTTTTGTATTTTTAGTAAAGATGGGGTTTCACCATG 

TTGGCCAGGCTGGTCTTGAACTCCTGACTTATGGTCCACCCGCCTTGGCCTACCAAAGTG 

CTAGGATTACAGGTGTGAGCCACCGCTCCTGGCCTGGCTTC r I ] I I I AAATCATGATTAT 

TTAGACAGAAGAACTACTGATGTGTTTGGAAATATTTGTAGTTGGAATAAGAATCAGAAG 

ATGGTTTGTTGCTTGTTTACATTGTTATTGAGATTCAGCTAGTAAACATACTTGCAACAA 

ATGGAGAAAACTTGCCAAGTTCTTGA! DM IGTTCT 
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AGTTCTGTGAAAATCTGTTCATTCCAAATCTGTTAAGCATTTCCAAACATCCAGAGAATG 

GTTTCACTGTTGAGGGTGCATGTGGCAGAATCTGTCTCTCTCTGCACCTGTCrrCTGTTA 

CCATCCCTGGACAGTGACAGATTTTAAGCCAGCCACCAGMTTCTTTTCGAGTTAACCAT 

TTCTTAGTTTCTGTAAATTCGTGACTTGTCTTACTGMCTACAGCCTGG7TTGTAGACTT 

CCAACATCTACACTGCTGCTCTTCACCATTGGAATTCACTGTGGTATTTATAGTATTGGC 

TTCAGTCCGAGCCACAG G CAATAAAAGGATATCAGCTGTAGTTCTC AGCTACATCATGGT 

GTATAGATGCTGTTATTCAGGCGAACTTGCTCATGGGTGGACTAACACCTGGTTTGGTAC 
CT 

Sequence 3122 

AGCTCCCCGCGGTGGCGGCCCGAGGTACTATGNGTGGTTCACCCACTGTCTTACTCTCTA 
GGAACACTGAAGTGATTNGTTTGCGNGCNCTGCANNACAGCNCTTGGTCCCCTCTAAACA 
TGCCACCCCACACGTNTTTGTNACCTGAAAATTCTATNNGTATCACTTTCTNCAAAATGG 
CTAGG N GCMGN CTACGTCAGMTTAATCGCTCCCTTTCCCCAGTTTCC ACATNTTATTN 
TTTGACTTATCCAAATTTCTACCACTTTTGTTATTGCTCCTGCTTACATTCTGCCCATAT 
TGAACATGTGGGTATATGCCAGGCTCTATGCTTTCTCTTTATTATTNTATTGCCTTCTTA 
TGTAACCCTACAAAAATG I HUM 
Sequence 3123 

AGGTACAGCCTAGAAGAAAACAGAGAGATGAGCAGCTTCTGACAAATGTCCTGGAAACAC 

TTCGAGGTGATGGAAATGTGTTAATAGCAGTGGACACAGCAGGCAGAGTTTTGGAACTTG 

CTCAACTTCTTGATCAGATTTGGAGGACTAAAGATGCAGGATTGGGTGTTTACTCATTGG 

CACTCCTAMTAATGTCAGTTACAATGTGGTGGAGTTTTCTAAGTCCCAGGTAGAATGGA 

TGAGTGATAAATTGATGAGATGTTTTGAAGACAAAAGAAATMTCCGTTTCAGTTTCGCC 

ATCTCTCTTTATGTCATGGTCTTTCTGACTTGGCCCGTGTACCTCGG 

Sequence 3124 

AGGTACAGATGATGGAGAGTTTGGCCTCAAGTTTTTATAAACTGAGCGAGACTAGTGTTC 

AGGATCTCCTCCCTTGTTTAAATGTCAATAAATGCCCCAACTGCTTATTAATTGACTGTG 

CCTTGGGAAACAGTGGGAAGTAACTTGGTGCAGCACTGGGGTATTGTTGGCTTCTTGTQT 

TGGAAACTTTGTAATGTAAMGGAAAAACTGGAAATCCCCACGCCCTGTTTCCCTTTATC 

GTCTTGTGGTTGGACTGGTTCAATTCGTTTAACTCGAATTCTTGCTCCTGGCCGTGGTTA 

AGCTGTGTACTCCTCAGCAGAGCTGGAGGACAGCAAGGCCAGGACCAGCCCC 

Sequence 3125 

CCGCGGTGGCGGCCGAGGTACCAAAGATTTAATTAAAAGTAAGTGGGGATCGAAGCCTAG 

TAACTCCAAATCCGAAACTACATTAGAAAAATTAAAGGGAGAAATTGCACACTTAAAGAC 

ATCAGTGGATGAAATCACAAGTGGGAAAGGAAAGCTGACTGATAAAGAGAGACACAGACT 

TTTGGAGAAAATTCGAGTCCTTGAGGCTGAGAAGGAGAAGAATGCTTATCAACTCACAGA 

GAAGGACAAAGAAATACAGCGACTGAGAGACCAACTGAAGGCCAGATATAGTACCTGCCC 
G 

Sequence 3126 

AGGTACATCCTTAGTGGAGAGGGTGCTGGGACTATATTTATCATTGACGATACCACGGGT 

GATATCCACTCAACAAAAAGCCTAGACAGAGAGCAGAAGACCCACTATGTGCTTCATGCT 

CAAGCTATTGATAGACGTACAAAAGAAGCAGCTCAGGAGGCTGTTAAACTGTATAATAAT 

CATGAAATTCGTTCTGGAAAACATATTGGTGTCTGCATCTCAGTTGCCAACAATAGGCTT 

TTTGTGGGCTCTATTCCTAAGAGTAAAACCAAGGAACAGATTCTTGAAGAATTTAGCAAA 

GTAACAGAGGGTCTTACAGACGTCATTTTATACCACCAACCGGATGACAAG 

Sequence 3127 

CCGCGGTGGCGGCCGAGGTACCATTTGTGGTGCCCMGTTTAAGTTATCTTACATTCAAC 
CCAGGACACAAGAAACTCCTTCACATCTGGAAGAACTTGAAGGATCTGCCAGAGCATCTT 
TTGGAGATCGAAAGGTAGAACTTTCCAGTTCATCCCAGCACGGACCTAGCTATGATGTGT 
ATAACCCATTCTATATGTATCAGCACATTTCACCTGATTTGAGTCGACGCTTTCCTCCCC 
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AAGAAGAAGGACAAAGACAAAAAAACAGACTCGGAAGAGCAAGACAAGAGCAGGGATGAG 
GACAATGATGAAGACGAAGAAAGGCTGGAAGAAGAAGAACAGAATGAAGAGGAAGAAGTA 
GACAACTGAAAAGGGCGGGAGACTGTGGCACCTTGGAAGGTACCTGCCCG 
Sequence 3116 

CCGCGGTGGCGGCCGCCGGGCAGGTACCTAACAAACCCACAGGTCCTAAACTACCAAACC 

TGCATTAAAAATTTCGGTTGGGGCGACCTCGGAGCAGAACCCAACCTCnNAGCAGTACCT 

CNGNCGCTCTANAACTATNGGATCCNNCGGGCTGCNTGAATTCNATATNAAANC7TATCN 

ATACCGNCGACCTCTANGGGGGGCCNNTNCCCNGCTNTTGNNCCCTCTNTTGAGGGGTAA 

TTGNACGCTTGNCGCNTTCATAGANATAGNTGTATGNTGNGTACNNCTAAAGGGCATCCA 

NGACCTNTANNATNATNCMCNATTTTGCATGCCAGNNAAANCATTTGTACTGNCCAAGA 

AAAACATCTNATTCCTTTTGTCTTGAATATCCCTGCTNACGCNCTTTATNMTTATATTC 

TGCCACAGATGANTCCCTNCATNMCTAAGAAAAGCCNGTTTTCTTTATTTNAAACTTGG 

TGGCGAATGTGTTGCCGGGTCCTGTAGGGCTGCTTTCTGGATTGTCTCCTAACCCTCTAG 

TTTTAATTGGA 

Sequence 3117 

CANTTGCCCCTGGTAACGGGGGAGGCAGCAGGAGGAGGAGGAGGAGGAGGGACTCGGCGG 

GAGGATGGGCTTGCTCTCAATTTTGCGCAAGTTGAAAAGTGCACCANACCAGGAGGTGAG 

AATACTTCTCCTGGGCTTGGATAATGCTGGCAAGACCACTCTTCTGAAGCAGCTTGCATC 

TGAAGACATCAGCCACATCACACCTACACAGGGTTTCAACATCAAAAGTGTACCTCGGCC 

GAGGTACAC7TGAAACCAAATTTCTAAAACTTG 

ATTAMCCATAACCTAATCAGTGTGTTCACTATGCTTCCACACTAGCCAGTCTTNTCACA 

CTTNTTCTGGTTT 

Sequence 31 18 

CGAGGTACAAAGGTTCCAAGGGACAGGACCAAGAACGAGGGGCTGAGACATTTACAACAG 

CAGGCAT7TTCTCTTTNCTCTTCTTCACGGGGAGGCGGGCAGAGGACTGCTCGGATCGCT 

TCGTCAAACACTGCTTGAGGCCCTCGCTTGTGTGAGCGCCGAGCACCTCCAAGGTATTTT 

ACAGCACCCAATCTTCCTTTANCCCATGGCTAGACCCTTGCNGATAGGTGATGGGGAAGT 

CAACTTCTTCTTCTTTCAAGTTTCTCGATCGTGGTCTTTATCATTCCCTAAAGATCAAAG 

TTTAATTTCCCACTTAGGATGATGGGGAGTGTTGGGGACAAGTGGGTGCCCGCACCCTNA 

AGGATACCACTTTTGCACCGGACATTTTTCAAAATGATGGCAGGGACTCACAANGGGAAA 

AAGCCAMTTAAAGAACACCATTNGGCAATCNGGCTTTGTCTTTGCCCCGGGGAGGGTTA 

TTATTCCTTACCGGTACCTTCGGGCCGCTTCTAAGAAACTAGTGGGATNCCCCCCGGGCC 

TGCAAGGAAATTCCNATATCAAAGCCTTAATCGATACCCGCGACCCTCCAAGGGGGGGCC 

CCG 

Sequence 3119 

CGCGGTGGCGGCCCGAGGTACAAACTCGCATTCATGGCTTGGTTTCCCAGAAGATCTCCA 

TTT AAC TTTTTTAAAG AAAGTTTATTG CTTTC TTT AAC CTG C ATTTTTTCTMGTTTTTT 

TTCACATAAAGGTGCTGTCTTTGTGGCAAGGCCTAGGCATGACAATCGGAGGACTCGAGG 

GGGATGGAGGACTAGTGATCGGCTGGCTGCTTCCAGTCGATTAGAGAGGTGAAAAAGCTG 

AACGTGTGCCAGTAATCTTCAAAAGGCAGAACATATCACCTCTGCCCCGTAAACTGTTCT 

CTCCGAGGGAAAAMTGGMGTTATCCTCACAGTTCACTGCCGTGGTATTTCTTCTGTCC 

CATGCTTTGCATGACTGCCATGGTACCTCGGC 

Sequence 3120 

CTCCACCGCGGTGGCGGCCGAGGTACTGGAAGACAGTGGTTCTGATGGGTTCAGCCCTNT 

ANGAACTGACCCCANTGAAATAGCGGGGTTGCAGGCANACATTGANCTGCNANACAATGG 

GAATAACCTTNGTGTCCACCTGTGGGGGACTGATTCAATACATATGCACGTCCACANCAG 

AGAATGCCATGCTGGCCTGCTACTTGGGGC 

Sequence 3121 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCGGGCAGGTACCAGGAATCCTG 
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TGCTTTACACTTTTAA 
Sequence 3108 

ANCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGG 

GGACCCGGCTGCGGTGGCTGCGGGACTGACGAGTGAGTCTCGGGCTGGGGCGGAAACGGA 

GCTCCGGGAAACTACTAAAGTTCCTGGGGAAGCAAAGTANAATTTCATAAGAACAAAATG 

GGATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCCATGTATGTCAAATT 

GATATCATCTGATGGCCATGAATTTATTGTAAAAAGAGAACATGCATTAACATCAGGCAC 

GATA A AAGCCATGTTGAGTGGCCCAGGTCAGmGCTGAGMCGAAACCMTC 

ATTTTAGNAGAGATACCTTCACATGTGCCTATCGCAAAGTATGGCATGGTATTTTT 
Sequence 3109 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGCTGGTNGGACCTATT 

CATGCATCTTCACCAGCAGCTGGTTGGACCTATTCATGCATNTTCACCANCAGCTGGAGC 

ATNTCCACCCTTGGTATTNCTGGNGTAAATTACTTGAGCTCTGTGCTTNGAAACCAGTTN 

NGATAAGTCCTTTACTAACGAGCTNCTNAAGGGCTNCCCTGGCCAGGGAGCCTCGAATC 
Sequence 3110 

TCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCTGAACAGTGG 
CCCAAANGCCACTGATCAAAAATAAAATAGTGGCTGTATATCAATGAAATGAANTCCAAG 
MGCTTTAACCCTTTGGCATCAGAAATCCAGATTTTTCCAATTATGT 
Sequence 3111 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTATTGGCACAAATTCGG 

GCAGCCTCCAGGGCTAGGTAGGGAGAAGAAAAGCANCAAAGTGAGAGAAGATAATAGAGA 

AACATTCACCACGACTATCTCCAGCTCAGGGGAACTGTGTTGGCTGAGTTTTGTAAGGCT 

CATGTTTCATCAACTCCCAATTCCAGTGCAGTGTATGTGGGTGGGGTTGAGGGAGCACGG 

AGGAAGGACTGGGGGGTGACNAACAAAGAATCCTGCCTTACCTTCAGAGGACAGCTGCTC 

ATATTCATCTGACACCATGTGGCCACAMGCGGAAACTCATCCACTTTTTGCCTTTTTCC 

GCCCCAGGTCAAAAATGCGAATCTTGGCATCTTAAAAGGATTGGGTAAA 

Sequence 3112 

CTATCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTGTTT 

GTmCTGAMGCTTTGTGGmCGGTGAGCTCTCAGAGCCGATTTCTAGCGTCCGTGCC 

GGGGACAGGTGTCCAGAGGTCGGCTGCTGCAGACATGGCGGCCTCCACCGCGGCCGGGAA 

GCAGCGGATTCCCAAAGTGGCCAAGGTGAAAAACAAAGCCCCGGCTGAGGTACCT 
Sequence 3113 

CCTATCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTTGC 

GGGACGTGGACGGAAGAAAAAAGAGAGTGAGCGAGCGCCGGAATCAGCCCGGCGTGGAGT 

GCGGACCCGCGGTAGTGCCAGGGGGCGAAGGCGGCGGTGGTGAGGAAGATACTTTGGTTA 

GTGACCACATCGCAGCATGTTGAGTCAAGTTTACCGCTGTGGGTTCCAGCCCTTCAACCA 

ACATCTTCTGCCCTGGGTCAAGTGTACTTCTCAGCTTCCTGGACCATACGTTCAATGTCT 

TCCTTGCTCAAACGGCCCTTGTCATTAGTGATAGTAATCTTGTTCTCTTTTCCCGTACCT 
Sequence 31 14 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCACGGATAAACAAAG 

TTTTCCMCACTAATTCAAGM CCTC TGAGAGAGATGCATCAACCTTGGMGAMTTTTC 

AGGTCTAGCCATGGCTGGTAGTTTTCAAGTAGCAMGMGGCCTATGTCGTTTACATTTC 

ACTTTACCACAAACAGCACAGCTATGACCTTGAGGAAATAATTCCTGAAGTCCTAACTGC 

TTGGGTTTGTATTTTATTGTGAAGAATATATTTGGTAAGAGAGAATCAGGTCCTAGTGAG 

CAGTAGAATGTGACAACTCCAGCAACACCT 

Sequence 31 15 

AGGTACGCCACATCCTGTGCTAACMCTTTGCAATGAAAGGAAAGCGGAAGACGCTGAAT 
GCCAGTGATGTGCTCTCAGCCATGGAAGAGATGGAGTTCCAGCGGTTCGTTACCCCATTG 
AAAGAAGCTCTGGAAGCATATAGGCGGGAGCAGAAAGGCAAGAAGGAGGCCTCAGAGCAA 
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TAGCTGCTACGAATGCCTCCTGAACTCATTGGAGTTCACCAAAGCAAACTTTGATAAAGA 
AGTCTGAAAGGCACTTTATTATGGAGGTGGTCTGTGAAGCCACACAGTGTCCAGATACGA 
AGGGTACCTCGGC 
Sequence 3102 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGAGGACCATCCTACCA 
GTGGG GCCA CGTCTCMCGGTTTATCCTTCACCCATTTTTCTGCACGTCATCCTGAGGTA 
AACCAATTTTAAATGTGTTTGTTTTCAGTAAACCAG 
TTGMCTAGAACCCATTTGMTAGGTTTTC^ 

CAAAGGCCTGACTGTGCTCAATCGTCAAGCTGCATGCATGAAAAACTGGCCAGCCCAAAC 

AGTGTATTAATCATTAGCAMTGGAACTTTAAGGAGTCCTTATCATTAAGGTAGTACCTG 

CCCGGGCGGCCGAGGTACATGAAACTCCAGCAGATTTAATATTGGCATCCATCATCTAGT 

CAAACCTCTCACATGTTCTTCAMTCMTCAMTTTGGGATTCTCAACATTTTCTGTGTC 

AATAAAAGGTGTGGMTTAGTAGATTCGATGAAGACCTGTTT7TCCTTGCCACATTGGAC 

TTNCAGACGCCATTTGGATTGGGTTTAGMGATGGGGAAATTTAAAAGA 

Sequence 3103 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGTTCCTGTAGGGTAGTCTTAAGTCCTAAG 

AGGCACCAAGCGGTTACAAAGGCTAGGTGACAATCCAAATCACAAGGTCCGACGATATAA 

TAMTCCCGTGTTGCCTTATCAACTTmGCTGGTAGTCCTCCAATTTGTCMGTATm 

CTGGGACAGTGCGATGTTGTGACTGTTGGCACTGTTCTCTCCCAGAGCTTGGAGAAGCTG 

ATCAATAGAGGAGTATGGAAGCCACACCATTGGGGCTGTTGCGGACAGTGGAAACTCAAT 

TCCNAAGTATTGATGTCCTTTTCCCAATACAGCATCCACATATTCTGACACCAAATCCAC 

AGCTTCTTCTAAAAGGTCATAGTTTAAGTATAAACGAAGCAATTCAGCAGCATCAACCTT 

CTTGTAACTGTTTATAAGCCAATTAGGCAGAGGCGCTCCATGAGACAAGAGCTTGTTGAT 

TACACAGTGGTGATACAAGTTATTCTGGACTTTGTACCTCGGCCGCTCTAGAACTA 

Sequence 3104 

CGAGGTACCTCCTCAAGGTTCTCCAACTATGGGCAGTTCAGTAATGGGGACACAGATGAA 

CGTGATAGGACAATCTGCTTTTGGTATGCAGGGTAATCCTTTCTTTAACCCACAGAACTT 

TGCA CAGCCACCAACTACTATGACCAATAGCAGTTCAGCTAGCAATGATTTAAAAGATCT 

TTTTGGGTGAGGTGTCTTACTTCTATTTTGAAGG 

GCTGATTTACATCTTTATATAGTTGGCTTGGAGGAAGCACCT 

Sequence 3105 

GACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTCAGAAAGTAAGGT 
GTTCTACTTTCTGGTTGTGTAGCATTGGGMTAAGATATTTGTCCAACAGCTCCAGAACA 
TCATTGCAGATGTCCTGCAGTTCTGCCTCTATCTTCTCACGGTACCT 
Sequence 3106 

AGGTCNCANCANNTGGGGAGGAGCCAAAGCCTNGGCGCTCACCTAAGCCGCAGGGAGATA 

CACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGANAACTAACCCACACAGGATC 

ATTTCGTGAAGGAGCMGGCTGAAGMCCAAGACCTGGACTTTCTTANGACAAACTTACT 

GCANCTTGAAGGANCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCT 

ACTATCMTACCAAATCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGT 

NTAACACCATCTTACTMCCA7TATTGCTATGGTGGTATACACTGNCTATGTCTTTATTC 

CAATNCACATTCNCCTGGCTTGTGAATNTTTCTCAAAAA 

Sequence 3107 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAATAGCTCATCTA 

GGCTACCACAGTTAAGTCTGAAGCAGGGCTGTGGCGTGGGTGAACTACAGTATTTGACAT 

CTTTATACGGATTAAGGAGTTGGGTCAGGAAACCTGATGACCCAGGAGAGMTGAAAAAA 

TTAAGTCACCAATTATTCATTATAATAGTCACCAGATCATTTGACACATTAAATTTCAGT 

CTTG G CTTC AACTTAAG AATATAG AGTTTTAGG AAAATGTTTTC CATATGC ATAAAAAAC 

AAGAATGGAGGGATGCAGACCAGCAGCTATTTTCTGAGAACAAAACATCAGCCCATGTGT 
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CATTATCACCATCCAGGCCAAAGTGGCTGACNCCGGCATCTTTCANGCTCCTCCCCTATA 

GTAGCCGCTGGCTGTGACTGTGAGGATGGTGGTTTTGGTGGTTGGTG 

Sequence 3095 

CCGCGGTGGCGGCCGAGGTACATACCTCTCTAGTATGTTCTGTGACTCTGCTCATTACAA 
TCCT GTGCTCTACATTGATCCTTGTAGM^ 

TTTTATGTAGTTAMTGCTTCCTAGAMCCTAAATAAGATCTATTAATTTCTGACGAGAG 
GTGTTCTTCTAGMTTAATTACTTTTATC 

TACTAGAGGAAATTTGGGATCATTCTCAGCTAATTCCAAAATGTAGTGCTCTATTGCATG 
GATCCT TGGTA ATCCTCAAGCATCAGATGCCATAAGGGGAAACTTAATTCTGCTAAATTA 
ATGTTTATTTTGTGAGAAGTGACTTTATCTTCATTTGGGGTAGAAAMTTATT 
Sequence 3096 

ATACT TAGGGCGAAT TGGa GCTCCCCGCGGTGGCGGCCGAGGTACTCACATCACAATGTC 

ATTTTGATAGGAGCGTTTTGTTATT7TTACAAGGCAGAATGGGGTGTAACA 

AACTTAGCMTCACGTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

ANGCTTGTACCTN 

Sequence 3097 

GGCG AATTGG AGCTCCCCGCGGTGGCGGCCGAGGTACCATTGTTGATTGATAAGTATGAG 
ATACA i rm IATGA TGTTCA TCACAGTGTGGTAAGGTTGCAAATTCAAAACATGTCACC 
CMGCTCTGTTCATGTTTTTGTGAATTCTAGGCTGGTGCTGCACTGAAATAGAGCAGTAA 
GCTTGTGATAAAGGCCAATTCCAGGTAGCTCTTGAAGGTGATGGCCA 
Sequence 3098 

ACTGAGATATCCACATATTTTTGAGAAAMTTCCCAAGCCAGGCGAATGTGGATTGGAAT 
AAAGACATAGGCNGTGTATACCACCATAGCAATAANGGTTAGTAAGATGGTGTTAAACAT 
ATNATCGCTCCCAGGGCTCTAAAA 
Sequence 3099 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCTATAGCTAANTCAA 

CTAAAAATCAGTTATGTAGTGTNGCTCAACAGATGTACTGTGCCCTGACCTCAGCAATGA 

TGCTGTCCATGTCCAGGGAGCGGCTGTTGTCCATGGACAGCACCACAGGTGTGTCCCGAG 

ATCTGGGACTGCAGCTCCCGGATCTCCTCTTCATATAGCTGCCTGAGGAAGTTGATCTCG 

TCGGTCAGCCCTTCCAGGCGAGACTCCAGCTCTACCTTGTTCATGTAAGCTNCATCCACA 

TCCTTCTTGATGAGGACAAATTGCGTTCTCCATCTCTGTACCTNN 

Sequence 3100 

AATTGGAGCTCCCCGCGGTGGCGGGCGAGGTACTGAGCAGGATTACCATGGCAACAACAC 

ATCATCAGTAGGGTAAAACTAACCTGTCTCACGACGGTCTAAACCCAGCTCACGTTCCCT 

ATTAGTGGGTGAACAATCCAACGCTTGGTGAATTCTGTTCACAATGATAGGAAGAGCCGA 

CATCGAAGGATCAAAAAGCGACGTCGCTATGAACGCTTGGCCGCCACAAGCCAGTTATCC 

CTGTGGTMCTTTTCTGACACCTCCTGCTTAAAACCCAAAGGTCAGAAGGATCGTGAGGC 

CCCGCTTTCACGGTCTGTATTCGTACCTGCCCGGGCGGNCGNCCGGGCAGGTACAGGGAG 

GAATTTGAAGTAGATAGAAACCGACCTGGATTACTCCGGTCTGAACTCAGATCACGTAGG 

ACTTTAATCGTTGAACAAACGAACCTTTAATAGCGGCTGCACCATCGGGATGTTCTGATC 

CAACATCGAGGTCGTAAACCCTATTGGTTGATATGGACTCTAGAATAGGGATTGCGCTGT 

TATNCCTANGGGAAACTTGTTCCCGTTGGTCAAGTTATTGGGATCAATTGAGTATAGTTG 

TTCGCTTTGACTGGTGAAGTCTTANCATGTACCTT 

Sequence 3101 

CCGCGGTGGCGGCCGAGGTACAGAAACTTACCGGCCTAGTTCTGCCTCACAGTGTGTGGG 

CTGGTATTTGCTTTGTGCAGAGATCCCAGTTAAACCAAGTGGGCCAGAACTCATTCCTCA 

GCTGGTGGCCAATGTCACAAACCCCACAGCACANGAGCACATGAAGGAGTCGACATTGGA 

AGCCATCGGTTATATTTGCCAAGATATAGACCCAGAGCAGCTACAAAGATAAATCCAATG 

AGATTCTGACTGCCATAATCCAGGGGATGAGGAAAGAAGAACCTANTAATAATGTGAAGC 
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ACCTTNGGCTTATTAGGATTAGCCTTTGNATTGTTCCCNAMmNTmCTAAAACCAT 
ATTNNATGGCNCCAANCTTCTTCTC 

NTTTNTCAATTTCCCANCTNNGNAAGTAAAAAACNAANCAACNAAA I 1 111 1 H I CCTTA 

AGACCNCCTTNCAAAANGAANACCAMNCCCMGGCNTTTTGNTNTMCCATTTTTTTTC 
C 

Sequence 3088 

AGGTACACACCGCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGCCCTCGGATCGGC 
CCCGCCGGGGTCGGCCCACGGCCCTGGCGGAGCGCTGAGAAGACGGTCGAACTTGACTAT 
CTAGAGGAAGTAAAAAGACCTGCCCG 
Sequence 3089 

AGGTACCTTTTAATTGCATGGGTAGTTTTAMTAMTGGAGAAAGCACCTTTCAGMGCT 
ACACTAGCAGGAAAAAATTCCATCAAGCATTTACATAGTAAATTTCTATAATTTCACAM 
AG ATTCTTGATCTTANCTTGAAAGTNTTACCTTGANGGGGAAAAAGAGC NCCCTCTCAG N 
CTAGGTTGTTCCNNGTTTGCTTTACAGGAAAGTCANNACTAAAAGNGACCTAAAAACTGG 
GAGGGCAAAAGCCCAAGGGATGGCCCAAAAAAAAGTGGNGGGAAAGAAGGAAAAATTGAA 
TNAAAN G AAAC CC CANTTTCCMTAAAAATTTNCCCANTGTTCCTTACCTTTTACAAATG 
NNAACAAI (ill IGGTCCTTAAATTGGACCCCCTTTNTACNNTTAAAATTANAAGNTTAA 
TTATTTNTAAGGGGN 
Sequence 3090 

CCGCGGTGGCGGCCGAGGTACTTTGCCTACGGCAGCAACCTGCTGACAGAGAGGATCCAC 

CTCCGAMCCCCTCGGCGGCGTTCTTCTGTGTGGCCCGCCTGCAGGATTTTAAGCTTGAC 

TTTGGCAATTCCCAAGGCAAAACMGTCAAACTTGGCATGGAGGGATAGCCACCATTTTT 

CAGAGTCCTGGCGATGAAGTGTGGGGAGTAGTATGGAAAATGAACAAAAGCAATTTAAAT 

TCTCTGGATGAGCAAGMGGGGTTAAAAGTGGAATGTATGTTGTAATAGAAGTTAAAGTT 

GCAACTCMGAAGGAAAAGAAATAACCTGTCGAAGTTATCTGATGACAAATTACGAAAGT 

GCTCCCCCATCCCCACAGTATAAAAAGATTATTTGCATGGGTGCAAAAG 

Sequence 3091 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACAGCCTGAGTAACCAAAGATAA 
CACTAATATAATGTATGGGAAGGCGTAATATAAAAGGCCTCCACCAACTGCCTGMGCAC 
GGTTAAAATTGGGAAGMGTAMGTGCAGCATAMTACTTTTAAATCGATCAGATTTCCC 
TAACCCACATGCAATCTTCTTCACCAGAAGAGGTCGGAGCAGCATCATTAATACCAAGCA 

GAATGCGTAATAGATAAATACAATGGTATATAGTGGGTAGACGGCTTCATGAGTACCT 
Sequence 3092 

AGGTACAGAGGCCCCAGTTACTACTGGTGTAAATTTTGTAGTTTCAGCTGTGAGTCATCT 
AGCTCACTTAAACTGCTANAACATTATGGCAAGCAGCACGGANCAGNGCAGTCAGGCGGN 
CTTAATCC AGAG NTAAATG ATN AGCTTNCCAN GGGCTCTGTC ATTAATC AAG AATG ATCT 

ANCCNAAAGTTCAGAAGGAGAGACAATGACCAAGACAGACAAGANCTCNAGTGGGGCTAA 
A 

Sequence 3093 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGTGTGGCTTGGTC 

ACTTCGTGGCTAAGGTAAGAACGTGCTTGTGGAAGACAAGTCTGTGGCTTGGTGAGTCTG 

TGTGGCCAGCAGCCTCTGATCTGTGCAGGGTATTAAACAAATACCAAGGGGAACAGTTAA 

CTTCAATACAAGGTCAAAATCAGCAACAAGTTCTACAATCCAGTGCTGATATCAGATACA 

AGCTTCAAGGACAATTTCTTTTCGAAGGCTTATTCCAGTTTCGTGAGGCTAGCATGAGGT 

GTGTGCATTTGCCAGGGGCAAATTTCTATTCTCAATTAACCCATGCAGCAAATGCTACGC 

ATCTGCTGAGTCCGTTTAGAAGCATTTGCGGTGGACGATGGAGGGGCCCGACTCGTCG 

Sequence 3094 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGACTTAAACCACTTGATAAC 
GCCTTCAGTAAAAGCAGCACCAATTGCTAGGCCATCGCTGAAATTGTGCAGGCCATCACC 
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GGTTATTTCANGGMTCAGTCACACATGGTGTGGTGTGCTGGNAAATAGTNTAAATTAAN 

CAAAGGCCCCNTAGTTTTAACTACTTTGGGGGGGGTGG 

Sequence 3081 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCGCCCACGCCCAGCCCTGTGCTGGCCA 

CGGTTCGAGCGGCCGCCCGGGCAGGTACAGTCTGCTGAACCTTGGGCATCCTAGTCATGC 

CACCCACAAGAATCACTTCTCCTATGTCACTCTTGCTGACTTCTGCATCTTGCATAGCTT 

TTTGGCATGGAGCGATAGTNCCTTCTTGATTAGGATCAGNGGACAANTNCCTTCAAATTN 

GAGCACGGGGTCAAACTTTCATATTCAAATGCTTGGGTCCAGAAGAATCCATTGTAAGAT 

AGGGCAAATTGATGTCAGTNTGCACAGATGAGGAGAGTTCACATTTAGCCTTTTCAGCAG 
CTTCCCGTACCT 

Sequence 3082 

AGGTACTGAAAATNAACATCAAGCNAGNTTNTGCCCTTNTGCTCNACGGGAGGTTTCTGT 

NNTNNCTGANCTCNNCTTATGACACCTNCNTTACNNTNTGACAGGTGTACCTCN 
Sequence 3083 

AGGTACAGTAGC C TGAACAATTTTCAGGGGGGCAGGTGCTCATCGTATACC ATTCC ATAC 

ACTGGCCAAAAGGGAAGGAGGCCACATAGGCATTGGAGTCCACACACTGCTTCATGTTGC 

TGCACCACATACACTCAGAGCTGCCGCTGGTGCAATCTCCACATGCTGTCCTCAAGGCAC 

ATGGTGTCCGGCACTGCTTAGCACTGTGGTTTGCAGGCCTTTCACAGACACTACCATTGA 

GTGGGTTGATGCAGGTTGCAGCCTTCAGTCCCCGAGTACCCTTGAAGACAAAGTTATAAT 

CTTCCTCAGTTCCATTCCCCATCTTGGCTCCGCATGGAGGGTGCAGGTGTCTTCGGGGAC 

AGAGGCGACAAATCTGTGTGTTGGCTCAATGCCCTCAACCCTCAGCTCTCAAAAGATCTG 

GTCCTGCCCCTCCTCTCATTGGGGGTAAGGGGACTTCTGCAGCCAGAGGGATTGGGGACC 

Sequence 3084 

CCGGGCAGGTACTTCCCAGGAACTGGGGACCTACGGGATATCGGGGCTGGCAAAGGCAAG 
CTGGACGTCCAGTTCTCAGGACTCACCAAGGGGGATGCAGTGCGAGATGTGGACATCATC 
GACCACCATGACAACACCTACACAGTCAAGTACCTT 
Sequence 3085 

ATNCTGANCCACCTTTGGAAGAGCTGGGCTACCACATNTACTCCANCGACCCACCTTTNG 
AAGTTC NTGGTGCCAATCAGTGGATCAANTTTAAGTCAN NCNNTTNANGGGAGGAGAANG 
ATAGGTTATANCTTCAGGGGGCTACCANACAGTGTTCTCAACTTGGTTAANGAGGAAGAA 
AACCCAGTCAATGAAATTCMTGAAATTCTTGNAAACTTCCATTAANTGTGTNNATNGAN 

CANGTNATANTTGCNTGCAANTTGTACCTCGGNCGNTCTAAAAACTAGATGGATCCCCCG 
GACTGCATGGA 

Sequence 3086 

AGGTACAGTCCAGTCCTTGGGAGATCGACCTGGGACTCCATTGAGAAATTCTTGAAAGNG 

CCAGCTTTGGGAAGAAACAGCCTTGAGGGGAAGGGTGGGAGGGCCCCGGCTTACGCCCCT 

TAACAAGAATGGGAAGCCAAGCTTCAANCGGGGGANTCCCCTGGCTTGGCAACCCTTTGG 

AGGTCNAGAAGCTTGGGCANCAAGAACCCCGGGGCCAAGGAAGGGGGAACAAGGCCGGCC 

CAGGCCCCAGGAAGNTANTGGAGGGCCCCCTGGCTTGGAAACAATCCAAAGGGTCAAGCT 

TGGGAAGGCTTGGAGAATCGGCCACCCTAACCGGCCGCCTGCTTGGGAAAGAATGGGCNA 

GGGACTTTTAAATCTTTGGGTGGATGCCCTTTGGGACAGCAGCAAACTNCCATTGCCAAA 

CCCATNCCAAAAAGAACCACCCACCCCGCCCGGATAG 

Sequence 3087 

AGGTACAAAGTGTATGCACAACGGTGGCATTCTACCAGCCACACAAAGCATGCTCAAACA 

GATGTCACCAGTTCAGTCACTCCATTGGCATGGCAACAGGCAGGTTTACGGGATGTTTCC 

CAAATAGTGGTTNTTANC AGNT CCAGCACCCACTTGTGGAATTTTGTGMTTTTTGAA^ 

AAAAAAANAMGNTGTAATTTTATNGGAATNCAGGGGATTTCAAAAMGT 

TGTATCGCAATTTTACCCCCANCACAAGAGGGGNAAAAACNTGGTATGCCGACTTGNAAA 
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TCCAACCCCGGTAAGGACAC 
Sequence 3075 

ACGNGGTGGCGGCCGCCCGGNCAGGTACATCTAAAGGCATGAAGCACTCAATTGGGCAAT 

TAACATTAGTGNTTGTTCTCTGATGGTATNTCTGAGAATACTGGTTGTAGGACTGGCCAN 

TAGTGCCTTCGGGACTGGGNTCACCCCCAGGTCTGCGGCAGTTGTCACAGCGGCCAGCCC 

CNCTGGCCTCCAAAGCAT 

Sequence 3076 

TTCmAMCTACTGAACTGTTACCTANGTTMCAACCCTGTTGAGTAmGCTGTTTGT 
CCAGTTCAGGAATTTTTGTTTTGGTTTGT^ 

TCANTGTGACAGAAAAAAAAATGTTTTGTGGTMCTTTTACTTTTTAT 
Sequence 3077 

AGGTACCGCAAGGCCCGGGAGGAGGCGCAGCGCTCAGCCCAGGAGAGGAAGGAGCGGCTG 

CGGCGCGCGCTGGAAGAAAACCGCCTGATTCCCACTGAGTTACGCCGAGAGGCTCTGGCC 

TTACAGGGGTCCCTGGAGTTTGATGATGCTGGAGGTGAAGGTGTGGCCAGCCACGTGGAT 

GATGAATACCGATGGGCGAGTTCGAGGGGGAGGCTGAGGAGGAGGTGGCCTANAGCCTTC 

AGTCACTGGGGAAAGCAGGGAAGCAGTGTGAACTCTTTATTCACTCCCAGCCTGTCCTGT 

GGCCTGTCCCACTGTGTGCACTTGCTGTTTTCCCTGTCCACATCCATGCCCGTACCTNCC 

CGGGCGGC 

Sequence 3078 

AGGTACTGAGGAATGAATAGGAAGGCTTCCAGATGTCTAANNGGATGNNNNNNAANCTAC 

TGMNNAGAAACCTATGTTAACAACCCTGGCGGAGTATTTGCTGTTTGTNCAGTTCAGGA 

ATTTTTGTTTTTGTTTTGTCTTATATGTGCGGGATTTTMAGAA 

GACAAGAAAAAAAATGCTTTATGGTAGCTTTTACTTCTTTATGAAAAAAAAAATTAT^ 

GCCCTTT 

Sequence 3079 

AGGTACTGTGGGTCGAAGTAATGGATACGGACGTAACCATCTTCGCCGCCGCTGCTGTAG 

CTCTTGCCATCAGGATGGAAGGCAACACTGTTGATAGGTCCAAAGTGACCCTTGACTCTT 

CCAAACTCTTCTTCAAAGGCCAAATGGAAGAACCTGGCCTCAAACTTGCCAATCCTGGTG 

GAGGNTGNGGTTACATNCATGGCTTCCTGACCACCGCCCANGACCACATGGTCATAGTTG 

GGGGAGAGGGCAGCTGAGTTGACAGGACGTTCTGTCCGGAAAGTCTTCTGATGTTCAAAG 

AGTTGTGGAGTCAAAAAGCTTGGCTGTGTTGTCCTTGGACGCGGTCACAAACATGGTCAT 

GTCCCTGNATAACTGGATGTCGTTGATCTGCCGGGAGTGCTANTTAACATTNACCAACAC 

CTATCCAGACTTGGCACTATACTGGTTGAAGCTTCTCCACTCTTATGGCCANCTAATGAT 

GCACTCCCCCNGGGGTTCCCAAMCAGAAACTGGTGATTTTAGAAGCCATTTGCAAGGGN 

ANNTTTTCTNTAAGGGATTNANTGTGGGNCAANTTTGGNNTCGGGATCCCCCNCANNNTT 

AAAAAAMNANNTTNGAAAAAGNNCTTGGGNAACNNNATTTCTTNTTATTTTNNGGNGGG 

GAAAAACNTNGATNTTTNTTCNCCNCNAAGTNNGAAAACAACNNGNNNTTNNGCGNNNAC 

NTTANTTGNTTNTATGGAANANGNNGCNACNCN I I 1 1 I I I I I I I I I ! I NTATTGNTANNC 

AGCNAAANAANATG I I Mill INANTNTNTNTNNCCCCCCCCCCCCCCCCCCCCCCCC 

Sequence 3080 

AGGTACTCAGATAGTTACATCCCTATATAAAMGTATGTTTACATTTAAAAAATTAGTAG 
ATMCTTCCTTTCTTTCMGTGCACMTTTCAT^ 

AACAAATTAAGTAAGGGAGCTGCCCAATCCTGTCTGATATTTCTTGAGGCTGCCCTCTAT 

CATTn*ATCTTTCCCATGGGCAGAGATGTTGTAAGTGGGATTCTTAATATCACCATTCTT 

GGGACTGGTATACATAAGGCAGCCGTGAAACTGGAAAGTCATTTTGATGACTGATGTGAT 

ACATCCAGAGGTAAMTGCATTTAAACATATTAAAGTATTTGCCAMGATACAATTTTCT 

TGCTGACATAAAAATCACACAAACAAGTCCCCCCCAAACCACAACTGTCTCTCAAATAGC 

TTAAAAAAATTGAAAAACATTTTAGGA I I i I I C AAGTTTTCTAGATTTTAAAAAG ATGTT 

CAGCTATTAGAGGMTGTTAAAAATTTTATATTATCTAGAACACAGGAACATCATCCTGG 
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AMCCGCCGCCGGGGGGAGGAGGGCGGGTTTTTGCGTAATTGGGGGCCGCCTCTTTCCCG 

CTTTCCCTCCGCTTCACTTGAACTTCCGCTTGCCGCCTCNGNGGTCGTTTCGGGCTTGCN 

GGCNGNAGCCGGGGTAATCAAGCTTCNACTTCAAAAGGCCNGTGAANTACCGGGNNTATT 

CCCACCAGGAATTCAAGGGGGAATAACCCGCCAANGAAAAAGAAA^CAATTGTTGNAGNC 

CNAAAAGGGCCCAGGCCNAAAANGGCCCANGGNAACCCGTAAAAAAAGGGCCCGCGTTNG 

GCTTGGGCCi mi / NCCATTAAGGGCTTCCCGCCCCCCCCTTGNAACGAAGGCATTCAA 

CAAAAAAATTCNGTACCGCTCCAAGTTNANGAAGGTTGGCCGAAAACCCGACCAGGGGNC 

TTTTAAANGNATNCCCAGGGCCGTTTTNCCCCCTGG 

Sequence 3069 

GGAGCTCCCCGCGGTGGCGGCCGAGGTCAGCACTGGCCCATTCTGCAGATGGGGACATCG 

AGTCACGGGCTGGCTACGAACTCCTCGGGGGCGAAGGTGGCGGAGAGGGATGGGTTCCAG 

GACGTCCTGGCGCCCGGGGAAGGCTCGGCGGACGGATTTGCGGTGCGCAGCCAGTGCCGT 

TCGTCCCTCAGGTGCTTGGCGTGATGATCGGGGCCGGAGTGGCGGTGGTGGTCA 
Sequence 3070 

CCGGGCAGGTACTCTCTTTTATGGAAACGATCTGTGGCTGTTTAGAGGCAGCTGGATCCT 

CTTT CAGGC GGGAATGGGA GGGCGG GCACAGGGAGGAGGAGAGGAAGAGAAAAGGAAGAA 
TTCATTTTTAATTTAGGTTTCTTTTmCTTCm 

GTTGTGACCCCATGTGTGGGGAAGTGTAGCAAGGACGGCTGGTGGAGGGGGAAGGAGGGT 

GCGAGGTGTCTGTCTGATGCTTTAGGAAATGTCTACTGAGGACCCTGGGACTTAAGAAGA 

AGGGCGGGGAGAGTGCCATTGCCTGTTTGGGAGACAAAAATGAACGAAAACAGGTGACTT 
TGGAAAGCAA 

Sequence 3071 

CTTCCTCCCAGGCTCTGCTGGGGCTMGTCTGCCTTCTAGAMGGCTTTTATAAATTGTT 

TAAGCCAAACATTTAACAACATACAAGAGACCTTACAAAAAGAAGGAGGTAAGTCCTAAT 

GCTGGAGAATTGGTTAATCAGGTGATATTGTAAAATTCTGCTTCCTCCAACACTCCTTCC 

TCCGCGAGGTCTTTGTTAATCACCAGCTTGCCGTGTCTCAGGTAGTTCAGCACAGGCCCA 

AAGTAGGTGGGGTCTCTGTCGATTAAATAGGCGCCTGTTTCATCCTTGTCTGAGTCCAGG 

TCGGGATCGGCCTGGCATAAGCGGTACCT 

Sequence 3072 

CTGAGCGATACTAAAATGTCTGATGATGCTGGTGACACCTTAGCCACTGGAGACAAAGCA 

GAAGTACTGAGATGCCTAATAGTGATTCTTTACCTGAGGATGCAGAAGTGCATTGTGATT 

CAGCTGCAGTTTCACATGAGCCAACACCAGCTGACCCCAGAGGGGAGGGGCATGAAAATG 

CAGCTGTGCAGGGTGCAGGGGCTGCCGCCATTGGGCCCCCTGTGCAGCCTCAGGATGCCA 

ACGCCCTGGAGCCCCCTCTCAATGGAGACGTGACTGAGGATACACTTGCTGAATGTATTG 

ATTCCGTCAGCCTTGAGGCAGAACCCAGATCCGAAATACCCCTGCAAGAACAGAATTATC 

TGGCTGTGGATTCCCCTCCAAGTGGAGGAGGATGGGCAGGCTGGGGATCCTGGGGCAAAT 

NTCTGCTGTCGTCAGCATCTGCCACAGTAGGTCATGGATTGACGGCAGTCAAGGAAAAAG 

CAGGAGCCACTCTACGGGATTCATGGTGTNAAATTCTGGATCTTCTGGAAGGAGCCCAAC 

CAAATACCTGAAAACGGAG 

Sequence 3073 

AGGTACAACTTCATTGAACTGCCCTACCACGGNGAAAGCATTAACATGCTNATTGCNCTG 

CCNACTGANAGCTCCACTCCGCTGNCTGCCATCATCCCACACATCAGCACCAAGACCATA 

CGACAGCTGGATGAGCATCATGGTGCCCAAGANGGTGCANGNGATCCTGCCCAAGNTCAC 

AGCTGNNNCACAAACAG ATTTG AANGANCCGCTGAAAGTTCTTGGCATTACTGACATGTT 

TGATTCATCAAAGGCAAATTTTGCAAAAATAACMGGTCAGAAAACCTCCATGTTTCTCA 

TATCTTGCAAAAAGCAAAAATTGAAGTCAGNGAAGATGGAACCAAAAGCTTCAGTGAGCA 
ACAACTGCAATTC 

Sequence 3074 

CGAACCCCCCGTTCAAGCCCNGACCGCNTGCGCCTTATCCNGGTAACTATCGTCTTGGAG 
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AGGTGCGAGGAGGTGAGGCTGGAGCGCGGCCCCCTCGCCTTCCCTGTTCCCAGCTTAGTG 

TGTGCCTTGCCTAGTTTCACTTGATACTCTTCAGGAATTATGTAGAAAAGAAAAGCTCAC 

ATGTAAATCGATTGGAATCACCAAAAGGAATCTAAACAATTATGAGGTGGAATACTTGTG 

TGACTACAAGGTAGTAAAGGATATGGAATATTATCTTGTAAAATGGAAAGGATGGCCAGA 

TTC TACAAATAC7TGGG AACCTTTG CAAAATC TGAAGTGCCTGTTACTGCTTC AGCAATT 

CTCTAATGACAAGCATAATTATTTATCTCAGGTAAAGAAAGGCAAAGCAATAACTCCAAA 

AGACAATAACAAAACTTTGAAACCTGCCATTGCTGAGTACCTGCCCG 

Sequence 3063 

AGGTACTCCMGACAGCCATCCATTTGTAGCTATTCTCGAGCCTGTTTGAGGATTAGAAA 

GA GGAT CTTTMTAATCCTGMCATTCCTTGATGGGCCTAGMCAGTTTTCTCATGTTTG 

GATTTTGTTTG I i I I ICACAAAAATGGTCATTTGAGCTGTAAGGCAAAAGTGCAGCCTCC 

TAGGCTGMTGGTGCAMGACTGGAGTTTTTTCCACAAGGAGCCCTCATCGTCCCAATGC 

AATAGGACTGACCCTGGCCAAGCTGGAAAAGGTAGAAGCCTTGGGGAAATGGACAGATAT 

CATGGCTGCAGTGCTGATGTCAACTGTGCTGTGTGGCAGGAGTCTGGGATGAATCACACT 

ACAAGGACAAACA 

Sequence 3064 

AATACGACTACTATAGGGGCGAATTGGAGCTCACCGCGGTGGCGGCCCGAGGTACAAGTC 

CTGGGCACCTCCTCTTTGCCTCCCTCCTGCCCCTTTCCTGCTGGTGGGGGCAGATCCTGC 

ACACACAGACACAGCGTCTGCCCCCGAGCCATTCCCTGGAGACCCTGGGTCTACCCAAGT 

GGTCGTCATCTGGGCCATTTTGCCTTACTTCTCTGGAACATACCCACCCTNAATTACGTG 

CCAAACCCGGACCGCATTCTCTGCCCTGTCCTGGAACTGGCCCCTGGCTGCCTGGAAGAC 

CCTGGGTAGGTCCTGAGGGTGGGATGGAAAAGAAGGCACTGCTGTGGTGTGGGAGCAGTC 

CTGGGGCTTTCTGGTGGCTGTGACCAGTTGAGGGGCTGTCCTGGGTGGGGT 

Sequence 3065 

CCGCGGTGGCGGCCGAGGTACTTACTGCCTCTTMCCAGTTTTTCAGGATGCCACATTCT 

AAAACMCTCTTCGAAAATATTGCTCTGTATACGAAGCTTGGACTCCTTCAGAACTACTT 

TTGTTGAGCTGTTGGACAAATATCTTATTCCCAATGCTACACAACCAGAAAGTAAGGNGT 

TCTACTTTGAAAATGAMGGAGATTATTTTAGGTATCTTTCTGAAGTGGCATCTGGAGAC 

AACAAACAAACCACTGTGTCGAACTCCCAGCAGGCTTACCAGGAAGCATTTGAAATTAGT 

AAGA MGAMTGCAGCCTACACACCCMTTCGTCTTGGTCTGGCACTAAATTTCTCAGTC 

TTTTACTATGAGATTCTAAACTCTCCTGAAAAGGCCTGTAGCCTGGCAAAAACGGCATTT 

G 

Sequence 3066 

AGGTACTCAAAATTCTCCTNAAATAGCACCNATANGATCNNAGATTGAGATAANNCTACA 

AGNNCTACATNCGACAGATNTCNTNTTAGNCTATGCCTTATGNAAACTTGCCTNCAAAAA 

NTCTGAAAGGAGTTACTATGCTAATGCGCTGGGCATGAATCCAATTCAAAACCAATCTGG 

TGGGCCCCTCATGGCTCANAAATACTCTGNGTAGGGCTGGCTGTTACTGCANTCACGGAC 

NCTG 

Sequence 3067 

TACTATAGGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACCGGTCA 

CTTACGCGTCAGAGCAGTGACTTTGATACGCAGTCAGGTTTTTCCATTAATAGTCAGGTC 

TTTGCTGCAGATGGTGCCTCCACTGAGACTTCCGCATCTGGGACCTCCCAAGGAGAGGCT 

TCAACTCCAGAGGAGTCTCGAGATGGGAAGAAAGATAAAGAAGGGGACCGGGCCTCTGAG 

GAAGGCAAACAGAAAGGCAAGGGCAGCAAACCTTTAATGCCTACCTCCACTATCCTTCGT 

CTTCTGGCAGAGTTGGTGAGGTCCTATGTTGGTATTGCTACCCTGAT 

Sequence 3068 

CGCTCACAATTCCACACAAACATACGAGCCGGGAAGCATAAAAGTGTAAAAGCCTGGGGG 

TGCCTAATGGAGTGAGCCTAACTCACCATTANATTGCCGTTGCCGCTCACTTGCCCGCTT 

TCCAGTNCGGGGGAAAAACCTGTCCGTGGCCAAGCTTGCNATTTAAATGGAAATCGGGCC 
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GCATCTAAAAAAGGGTCATTCAATGGGAATCTTGATGGGCCAAAAGTTCATCAACAGTAA 

AGAATCCTTTATCTTTCMCATTCMGGAAAATGGTTGGTGTTAATCACCAAGGTGGTTG 

GTAANGGAAAAATGGAGACGCCTGTCCAAATTTGAAATAAAGTAAGAATGCTTGCCTTTG 

GGTAAAAMTTCCGCAAATCCCAGGGAAAAAAGCCCAGGTCCGAACTGCACTGCTATTTT 

TGGGACCATTCTGATCAATCCCCACCAAATGCTTCCATTATATGTCACAAGTGCCCATGG 

TCTGAAAATGGGTACAGGTTTTATAAGTTTTA 

Sequence 3057 

GCGCGrATACGACTCACTATAGGGGCGAATTGGGAGCCTCCACCGCGGGTGGGCGGCCCG 
AGGTACTTGTTACCAGTAAAAAGAGGTATAAAAGTCCCTGTTNCCCMGTCCAAACCA 
TT7TTAA C CTTAAAATC TTTG AG TTTTTC TG AATTACTC AAATTTG AAAG TAATTCTCTT 

TATATCTGAAAAATGGTTTTATTGMCCGTTTGAAGATTAAAAAATATGCANTTGCAAAG 

AAAGCATATGACAAACATTCTGAGAGTCCTCGGCCCGCTCTAGAACTA 
Sequence 3058 

CGAGGTACTGAGGAATGAATAGAMGGCTTCCAGATGTCTAAAAGATTCTTTAAACTACT 
GMCTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGTTTGTCCAGTTCAGGMTT 
TTTGTTTTG TTTTG TCTATAT GTGCG GCTTT^ 

AAAAAMTGTTTTATGGTAGCTTTTACTTTTTATGAAAAAAAAAAAT^ 

AATTCTTTTCCCCCATCCCCCTCCAMGTCTTGATAGCAMGCGTTATTTTGGGGGTAGA 

AACGGTGAMTCTCTAGCCTCTTTGTGTTTTTGTTGTTGCTGNTGTGCAAGTGTGCCTGT 

CACTACTGGTCTGTACCT 

Sequence 3059 

ANGGCGMTNGGAGCTCCCCGCGGTGGCGGCCGAGGTAAGACATTGAAAGGTTTTAGTTT 

CTTCCCTATCTGCATGTCCTCTCATATAGAAAGCCCAGAATTAGGGGCTAGAACTCCAGG 

AGAGGGTCTCCCCGACTCATCTCTTGCTGACGGTCACCAGGATGCAGAAATAGGGAGATG 

GTTAGTGGGGGCCAAAGATGCCCCCTCCCAGGCCTTCGTGGTTCCCTCCTCCGCCCCCTG 

CAATCTTTGGAGGAGTCAGTGCCTCACTCCAGCAGTGAGTGCCTACTGTATGCAGGTAAG 

TCAGCCAGGCAAAGAGAGACTAACGGTCTCATGGGGGAACCCTCTTGCGGGAGGCCAGGT 

AGCTGGAGCGAAGCGTTCCGGCCCGCCTTGCTGCTGGGTGGAGTGGAGAGGGAGACTTCT 
TTTTGTTGGTTTTAATTTAAAAACA^ 

TTAATTTTTGAGACGTTCATTTAATGMTTGTGCACGAATGAATTTCTATATATATAAM 

TATACATATATAGCTCTATATTTGGGGAGGGGCACTGGCTCTTTTTTCTCTCATTTTT 
Sequence 3060 

CCGCGGTGGCGGCCGAGGTGCCATTGAAGGGGAAGGAACTGCGGGTGTGTGTGTGTATGT 

GTGTGTGTATGTGTGTGCGCGCGTGCGTGCGCGTGTGTGCGCGCGCTAGTGTGTGGACAA 

GGAGGTGGGGGCAGCTGAGTTAGAGTCCCAACTCTTGGACTCCATTTGCTATTCTCTTCT 

TTTCTNCCCCCACACCTATNTNGTTGGTGGTAGTGGGCCGTTTATATTTGCGTTCCTTTT 

CATTCATTTCTAAATCTCTTAAAAATTTTGGGTTGGGGGTATTGGGNGAAGGCAGGAAAG 

GGAAAAGGANAGTATTAGCTGAAGAGCAANAGGANGACATGGAGATGAAGA 

Sequence 3061 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATGATGCCAACCGAGGGGGAT 

GATTCGTCTAAAAGCGTCCCTTTAGCATTACAAAGAGTGTTCTATGAATTACAGCATAGT 

GATAAACCTGTAGGAACAAAAAAGTTAACAAAGTCATTTGGGTGGGAMCTTTAGATAGC 

TTCATGCAACATGATGTTCAGGAGCTTTGTCGAGTGTTGCTCGATAATGTGGAAAATAAG 

ATGAAAGGCACCTGTGTAGAGGGCACCATACCCAAATTATTCCGCGGCAAAATGGTGTCC 

TATATCCAGTGTAAAGAAGTAGACTATCGGTCTGATAGAAGAGAAGATTATTATGATATA 

GGACACCATACCCAAATTATTCCGCGGCAAAATGGGTGTCCTATATCCAGTGTAAAGAAG 

TAGACTATCGGTCTGATAGAAGAGAAGATTATTATGATATCCAGCTAAGTATCAAAGGAA 
AGAAAAATATATTTGA 

Sequence 3062 
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Sequence 3050 

TACGACTCACTATAGGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGACGA 
TCTGAGGMTAATGMTTTGAAGACATTAACATTTCTCTGCACCAGATTGAGCCGACTCT 
CCCCTTCTTGCTGACGGACTCCTGCAG 
Sequence 3051 

TTGGAGCTCCCCGCGGTGGCGGCCGNTGTACANCTACTGGATCNCCGANNCTNNNGNAAN 

CCAANNTCNNGCTTATNGANTNCCNCTGACCNCANN 

Sequence 3052 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCCTGCCTT 

TAAACAGMTACTTTTTTC I I II I I I I GGCCTTTCTCAGATTAGTCAAAAATTCTATAGA 

ATGACTCACTTCGMTACTAAGACACAGGAGGTrTAGCCTGCTTTCTTACCAAATTCATG 

TTACCCAGACTTGTGTTCTCTTGCGTCCCTTGGACTGCCTGTTGATTGATGGAAAGTGTC 

TGCACTGACACTTTTC GTC NGNAGTCTGTAGTTTCGTGGCCTCTTTTGATTATAACTGGG 

GTCACCMGAAGGTTTACTTMTTAAATACCGCATTTCTAAGAGAAGATCTTTGTGTAAG 

AAAAGATGCCACATTTAGTGGTTTMCTTTTGTMCTTCACTTGATAGI 1 1 I IAAGCAAT 

TAGAATGGGAGTTAGGGAAAGAACATATCATACTGAACAAATGTCATTCTAGTTTAGATA 

GCATTTCTMGATMCTGATACTMTACTTC 

CTGGTAAAGTCATGTCCCTTGGA 

Sequence 3053 

GTATACGACTACTATAGGGCGAATNGGNGCTANACNGCGAANGGGNNCTNCGCCGNGGTG 

GCGGCCGAGGTACAAGATTCAGATCCTAAACTCAAATTCCTCTCCCACAATAAACCCTGC 

CAGCAAACGCACTCCAGCACTGCCTGGCCCTCTCTGCTGTCTGTGCTTGCTTTGTGCCAA 

GTGCCCTCAGCTGCAAAAGAGATGGCAGGAGAGGCTCGCAGACAACAGACACTGGCCTCC 

CCCTCGCCCCATCTCTAAGCGTCCCCTCCAGCCGGCCTCAGCAGACAAGTCACCACCATC 

AGGTGGGTGATCCCAGMGCAGCTACAGGTTTCTACATTTCCAGACATATCCACGGCCCT 

GCCTTTCTACAAGAAATTGGAGGMTTTTAAATAAAGTTTTGTT 

TTAAATATACCACTTTCTTCATMCATACAGCTGAMCCTTTGCCCTTCTTTG7TGGGGA 
AAAACAGCAATGCCTACCTGTTTTCAAGCTGATTCAAACATTTCTCCAGGAAAAAAAAAA 
AAA 

Sequence 3054 

AGGTACCATATTTCTCCAGCTGGCTTGTAAGCTATGTGAGGCAGAGAACGATCTTACATT 

TTTTTTGGCCTAAAAGCGGTAGAAATTTMTAAATAGATATGAATTGATTGAT^ 

TAGTATAAAAAGAAAATTTGGGGGTGGTTTTTCCATCTTTAGAACAAAGAGATGAGGCTG 

GGCGCGGTGGCTCATCCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATTACT 

TGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAA 

TACCT 

Sequence 3055 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATCATTTCATGTCATCC 

TGTTNGGCCTGATGAAAGAACCCTTACAGTTCAGGGTTCCTGGGACTTTCTACCAGTGCC 

CCTTCTTGANCAGGCCCTACCANAGGGTGCCACCTACAACATCATAGTGGAGGCCTGAAA 

GACCCACAGAAGGCATTAAGGGTCGGGAAAGAGGGTGTTACCGTGGGCAACTCTGTCAAC 

CGAAAGGCTTTGAACCMCCTACGGATGACTTCGTGCTTTTGACCCCTACACAAGTTTCC 

CATTATGCCGTTGGAGATGAAGTGGGAACGAATGTCTGAATCAGGCTTTAAACTGTTGTG 

CCAGTGCTTAAGCTTTGGAAAGTGGTCATTTCAAGATGTGATTCATCTAAAATNGGTGCC 

ATGACAATGGTGTGAACTACCAAGATTGGAAGAAGAAAGTGGGACCGTCAGGGAAGAAAA 

ATGGGCCAGATGATGAACTTGCACATGTCTTTGGGGAACCGGA 

Sequence 3056 

CGACTCACTATAGGGGCGAATTGGAGCTCCCCGCGGTGGGCGGCCGCCCGGGCAGGGTAC 
AAGAACATCCCCANTNGTGGTGGGCCAACATCATTCTTTTCCAAAGTGGATAAACTATTG 
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CTCGATATCCAATGAGCTTNACATTGGGTGGTGGTCCACTGGGCCCCTCMGCTTGGGGG 

TGTGACCCTGAAGTGAACTTCAAGGTCAANTTGGTGCAAGAAATAGCTTGTGGACTGGGG 

TTNCNAATCAAGGGCTGCTCTTCATATCATCGTGCCAAGGCAACCACACTTGACTGTNTA 

CCCTNGGCCCGNTCTAAAACTAAGTGGATCCCCCGG 

Sequence 3045 

GACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACCAATTTGGATG 

AATTCTTGATAGATTTAAATAGTGTATGTAATTTTGTAATGCTTAGACTCTTGAAGAGCT 

ACTTTCTGTmAATGTTMGATTCTTGTGTCTTAGTTTTTTTTAACATGGATGAATTCC 

ATGTAAACAGGTATGGAAGTAGGAAATGTTTAGGCTGGACTTGGTGGATTATTAATTGAC 

TTTCTTGGGTTCTTGGGAGTCAACATTACTAAAGCAGTGTGAATCCCTGTTTGCTTCAGG 

GCGAGATGTGTGACAGAGGTGGCATCAAGCTCTTACAGTCCCAACCCTCCAACGGAAATG 

GGCGAAGATCTCAGGAATGGCATCGGTCACAGGAAATCGATAGTGGCTGGCTGCTAGCAT 

GGCCACTTGGGGCTTAGGCAGAAATAGAGCCATGGTACCTGCCCG 

Sequence 3046 

CCGCGGTGGCGGCCCGAGGTACT7TAGGCCGAAGCTGTTCTTCATGGAAGACTCAGCATA 

GCGGAAGTAGGAGGAACCTGGAGGTCTGTCCAGGTTGTCGATGAAGTCACGCACGTNTTC 

CGGCAGGATGACTCGGTGCTCGCCCATGTCCCGGTAG7TCCCCAGCACGCACACTGGCAC 

GTGGGTGGGCACTTTTGGAAGCTCCCGGAGAATGTAATTGAAGGTCCACTGCTTGGTAAT 

GTCGAACATCATGACCACCCCGTTGCAGTTCTTGTACCTGCCCG 

Sequence 3047 

CCGCGGTGGCGGCCGCCCGGGCAGGGTACAAAAAATATTTAACAGAACTATGAAAAGATG 

CAGGGMNGGAGTCTTTTCTTCGTAACCAAAGTAAGTCCGTGGTTTGNATGGGTTCTTTT 

GGATCCTCTTCAAGGGTTTGTTTATCTGCCCATGAATAACCCCACACCTGGAAGAATATG 

GCCGGGATGAAAAACCAAAAAAGGCTGGCTACTATAACCAAGGAGGCGAATGAATCTTGC 

CATG GAGAAA TGCAAGTGGTGCTGCTGAAACTTTGGTTCCATTCTTCACTGACTTCAATT 

TTTGCTTTTTGCAAGAATATGAAGAAACATGGAGGGTTTCTGCCTTGGTATTTTTGCAAA 

ATTTGCCTTTGATGAATCAAACATGTCAAGTAATGCCCAAGAACTTTCAACGGCTNCTTC 

AAAATCTGGTTGGTGCTCAACTGNGAACTTTGGGCAAGGATCACCTGCACCCTTTTTGGG 

CACCATGATGCTCATCCAGCTGNCTATGGTCTTGGGTGCTGATGTGGTGGGGATGATGGC 

AAACAGCCGGAATGGAACTCTCANTCGGCAGTGCAATCAACATGCCTGATGCCTTTNCCC 

CGGGGTAAGGGCAAGTTCAATGAAANTGNACCCTCNGGNCCGCTCTTANAACTAANNGGG 

ATCCCCCNGGCTGNAGGGAATTCNATATCAAAGCTTATCGATACCCGTCGACCCTCANGG 
GG 

Sequence 3048 

GTGGCNGCCCGAGGTACAGTCCTGATTGCATCATAATTGGTGGGTTTCCAACCCAGTGGG 

ACATTCTTACCGTATGTTACCTGGAAACTAAGTGGGATTACCCCAACCCCCGCGTGGATT 

GGAAAGTGGATGTAATCTGGATTCTGCTAGATTCCCTCCCTAATGCTGAAAAACCTGGCC 

TTCATTCCMCCAGCTGNCNTTGGGATGATTTTGGGGGAACATGCCGACTCAAAGTGTGG 

CTTGTGTTGANTGGTGTGAATTGTGGCAAGGTGGTTCTCTCCAGGAATrTGAATCCCAGA 

ATGGGAACCGGCCATGATAGTGAAAANTGGAAAGGAAGGCCTTAAGAATGGGTGGGTTGN 

AAAGTGCCTATGAAAGTCATCAAAGCCTAAAAGGGATATACCCACCTGGGGCTATTTGGG 

ATTAAAGTGTGGCTTGATCCTTATTGGAATNCCATGTTTGAAAAAATCTATTCCAGGATT 

CATTCCCGTGTCAACCAATGGGTAA 

Sequence 3049 

TAGCCTATCGACTACTTAG GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGC 

i ■ i 1 1 u 1 1 1 1 I I I H n || |C I 1 1 1 1 1 1 1 1| 1 1 II I 1 1 1 H 1 1 1 1 1 1 1 1| 1 1 1 1 1 1 1 1 1 

' 1 """" i I I 1 1 I I I | | | 1 1 | | I CNAAANANCNNCCTTTNNTTNNAANGNNANCCAT 

GGCCCTNAAAGCTNNTAANAANNTTGGNTNANCAAAGGNAACTAGGGGTCGGNAAAAAGG 

NTTTTGGGNGNAAAANNTTGNNTTTTCNTTGGGGNGNGNTCCTGGGAAAA 
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Sequence 3040 

GCGGCCGCCCGGGCAGGTACACCTTGTTACCAAATAGGTTGTTCTCTTCCCCACCCACCT 
TTNAGCTTTTGCTCTAAMTACATTCAGGTTCCAGGCCTGACCATCCTTGTTTAATCTAT 
CATACTCTTCCAGGI I 111 M I f I GGTCTAAGGCTGGAACTTTTTTC I HUM fCAGCT 
GMGTCTTATGA CTTTTCAT GAGTCAAAATTGTTTGGATTTCANCAAGNCAMTCTTGCA 
AAGGCCTGCATA I HUM IAAGA7TATATGAAGTCTGTGCAAAAGCTTTAAAAAAATGC 
CTCTGCCTTGCCTGCAATACATGCAATGTATGTTAACTTAGTCTCTCTTCTCAGACACTG 
TTGGNAGNTATTTCTGGGT7TTCC I Mill IA AAAA 
Sequence 3041 

AGGTACGCTCTCCCCTTATTCCAGCAGGGCTACTTTCCTCTTCACTCTGATGAGGGGAGC 

TTTATCTGCTTTCAAAATGGAGCACGTCGCACTGGAGTTTCGTGCCCTCTCGTTAACCTC 

TCAGGAGCCACAGGGCTCCATAAAACGGAATCAGTGTCTCAATATACATGACCTATGTTC 

ATAGCAATGTTCAGCCATTTGGGTTTGAAGAAMCCACATTAMGCCAAGACCCGTTTGG 

AGCGAACTGCCTTGTTCTTTGCTGTGTGGAAGGTTCTGTCCCTACTGCTGAACTCCAGTT 

CCTCCCAAGCACCCTGGCCTCANAAATCCTGGCTTCCCCAAGTTAGGTGCTGTCTGACCT 

GAGCCAGGCCACTGCTTGGTGCCTCTACAGGCCACTGTGCATGTTGAGAATTGCCCAAAA 

GGATTAGTGAAGCTCCTGACCCTGGCGAGGCCATAATGAACACTGAAGTGCACAGGCCAA 

GGGATGTMTTGAMGGCATTTATTTTTGTGAAGATGCTATAAAATTAGCATTTAAATAT 

CCCATTCCCTTCTCTTGGCCTCCTCCTATCCCCCTATGGTATTTCTNCT 

Sequence 3042 

TCGACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACCACATCTTA 

AATACTCTCCAGTGTTCTGAGTCTATTATGGGGAGGAGCAGTCT7TTGAGACGCTGGAAG 

GGAAAATACAATTGAGATAGGGATGTGACGGTGACAGTATAACAGTAAATGGAATCAAAA 

TGGTGAACAAAAAGGATA7TTGGTGACAMTMTGGGTGTGGATCCATTTGATTGGATCA 

GGGTCCTAATTCCTGATTCTGCCCAACAAGTTAATTGGAGCTGGCTGGAAAACAGCAAAA 

CCACCTTCACGGATCTTGGTGGCCCAATTAGGCTTGGCATCTGCTCTGAGGCCAGATGGA 

GMTACACTTTGCTGGCACCTGTGAATAATGCATTTTCTGATGATACTCTCAGCATGGAT 

CAGCGCCTTCTTAMTTMTTCTGCAGMTCACATATTGAAAGGTAMGTTGGCCTTAAT 

GAGCTTTACAACNGGCAAATACTGGAAACCATCGGAGGCAAACAGCTCAAAGTCTTCGTA 

TATCGTACCTCGGC 

Sequence 3043 

CCGCGGTGGCGGCCGAGGTACCACATCTTAAATACTCTCCAGTGTTCTGAGTCTATTATG 

GGGAGGGAGCCAGTCTTTTGAGACCTGGAAGGGAAATCAAATTGGAGAATAGGGATGTGA 

CCGGGTGACAGTATAACAGTAMTGGAATCAAAATGGTGAACCAAAAGGGATTTTGGTGA 

CCAAATAATGGGTGGTGATCCATTTGATTGGATCAAGGGCCTAATTCCTGGATCTGNCCA 

ACCAAGGTATTTGGACCTGCTTGAAAACCACCAACCACCTTTACCGGGATCTTGGTGGCC 

CAATTAAGGCTTGGCATNTGCTCTGAGGCCNAAATGGGAGAAATCCCT7TGCTGGCCCCT 

GGTGAATAATGCCATTTCTGATGATCCTCTTAACATGGGATCAACGCCCTCNTAAANTAA 

ATTCTTGCAGAAATCCATATTTGGAAAGGTNAAAAGTTGGGCCNTAAATGAGCCTTACCA 

ACNGGCAAAATACTGGGNAAACCCATCGGAGGCAAACAGCTCAAAAGTCTTCGTATATCG 

TACCCTTCGGCCGCTCTTAGAACTAAGTGGGATCCCCCCCGGGCTTGCANGGA 

Sequence 3044 

CCGCGGTGGCGGCCGAGGTACAGGTAGATCTTGTAGTCAAGTGCCTGGTTGTAAAACCTG 

TGATGGGTGTAACTTCTGACATCTGGCTTTGATGGGTCTTCTGGAATTGGAATCTGGCCA 

ATTGGCTGGAACGGCATCAACTTGGMCCAGTGATCGTCTTAATCTTNGTTCTTCAACTA 

ATGGTGAATGGGTGGNCTNAAGAACATCTGGCANAACGAACCCTTCTTNGTGGGCTGACA 

TTCTTCAMNGTGGTGACAACTTCCTGAGCTTGTCTGCTTGTCAAAAGTGGCCTTAAAAA 

CATAACACTCACTTTATATTTGGTGGCCACCATAAGTCCTGATCCACCACGGATGANCTG 

CANGAACCAAGGTTGATTTCTTTTATTTGGTCCCGTCTTNTTCTTGGGGGTCACCCGCAC 
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TTTTGACCTNNCAGCCCTGTTCCCCATTNTNCTNCCAAAAANCCNNGAGGGTNGGGANAC 
AAG TTTG NAAG C C AAACC AAAGCC AATTTN TTGG NAAAAAAATTTAC CC TTAG N AAAACC 
CCCTTAC CAAAAATTTTTGGAATTTAAAAAATTCTTAAAAACCCTTTCNTAATAAAANTT 
TTTTTGGCC I MUN I 
Sequence 3034 

ANAGAAAAGGATGAAGTCAAGGGCCTGGTANAGGCACCACTAAGAAAGGCATNTGAAAGG 

ACCAMGAGAGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGA 

AAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCATAAAAC 

ACACCACANACTTGGTGACTTAAACCACAGATATTTATCTTCTCACAATCCTGGAGGCTG 

GAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTTCTGGTGAGGGCCTC TTTCCTTC TCA 

CTGTGNGCTCNTTCTTGTGCATGGAGAGAGA 

Sequence 3035 

TGAAATTGCMCCCTCAAGATTAMGATTTAATAGAGGMTCA 

TATACTACMCAGCTATGCATTTTTGCTTAACCATACCATATAACCCAACTGTAACATAT 

GAAAATTGCATAGGAAAAAMTGTGGTCACCAGGCMGATTTATCTTTAAAAAAAAAAAA 

AAAAAAAGCTTGGGTCTAAGGGGTAATGTCCATGCAAATATTCCATGCCAAATAAGATAT 

ATACAAGACATGCTGATTTCCTGCCTTCCGCCATCCAACCGGGAACCACCACTGTCCTGT 

TAATCAAGCCAGTAGGGTGGGAAAAATACCACTGNTTTA 

Sequence 3036 

TATGTGCAGAATTC NCCCTTAGCGTGGTCGCGGCCGAGGTACATCTACAGAG TGGTGGG A 

CTGGGCCAGGCCTTGAACCCAGTGGTCTGATTCAGAGCCCATGCTCTTATTANTGTTTCC 

CCAAATGGGTAGTGMGTAMTTTCTGATAAAATGAAAAGTTCTCTTTGTATACTGATAT 

CCATT ACAAAA CCTGCAGGACTACAGCACTTCACAAAATGCATCATTTCCACAAACAGTG 

ATGTTCTTTTTCANGGTAAACTATATTGCAATAACAGCAAATATGAAAAGATACTAATAT 

AGTATCTCACATGCCCTCCTTTGTATATTGAAATCNATGAAACTCCACCATCATCAGGAG 

GACCTAAAACATGANTTGTTTTTCCAGGGCTAGGAATAAATG 

Sequence 3037 

ACCAAGCACTTTACAAAMGAATCCCCATATATTTGTTTTTGGAGGCCACAAGAAATGGG 

AAGGGCTAATGAGAGACTGCAGTTAATTCTGCAGCTAGTCTTAGGGAAAACAGAACTCCA 

AAAAAATAGAANAGCTGAAAGGAGAAGAAAGCANACTGAATTTTTGTGCTTATCANAGGA 

AGAACNAAAGAATATGGAGTTGTCCTGGATCCTGAGACCATTAGTGG 

Sequence 3038 

CCCANCTTTTGTTCCTTTAAGTGAAGGGTTAATTGCGCGCTTGCGTAATNATGGTCATAG 

CTTGTTTCC 

Sequence 3039 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACAA GC 1 11 i ' l 1 1 1 1 I 1 U I H 11 1 I 1 1 1 I H A 
1 1 1 I I I M I I I i I I I I i I I I 1 I I M 1 M ] | | | | | | | | | | l | | | | | i | | | [ | | | | | | | | [ | 

<mnnHIIHHIIIHHI f'NNNNNAAAAAAAAAAAAAAAAN rTTTTTTTTTTT N 

AAANNCNTTTAAAAAAAANNCNTTTTTNAAAAMNNNNNNNCCNTTTTA 

CCNAAAAAN NNNNNGNGGGGNTNANNCCNNTTTTTTNAAANGNTTANGGNTAAAAANGGT 

MINIMI I GANGNNCCAAAAAAANNNTCCNAAAATNAAAAANNNAGGNAAAAGGGTNN 

NTCNCCNAAANNNGGGGGGGGGGNNTTTTTAAAAAANGGGGGGGGGGGGGNAAAAAANCC 

CCNNCNCNTTAAAAAMNANGGGCCCCCCCCGGGGGGGGNNAAATTTATAATAMNTTTT 

TNAANCCCCCCNCCCCNGGGGGGGNCCCCNCCCCNCCNATTTTTTTNCCTTTTAAAAGGG 

GAAAAAAACCCCCCCTCGGGAAAAAAAANNAAAAAANATTTTTCNTGGNGAAAAAAANTT 

TNCCCCCCNAAAAAANNCCAAAAAAAAAANAANNNGNGNAAAAAAAAANANAAAANCCCN 

GGGGGGCCCAAAGGGGGNCCNNCCNCCAANAAATTNGGGNGGACNNNNCCCCCCNNTTTT 

ANAAAANAAAAAAACTTTTNNCCCCTTTTTNTTTAAANANAAACCCCCCC 

AGANGN I I I 1. 1 I I M f 
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Sequence 3029 

AGGTACCATCTAGGTCAGTTTAAGAAGAGTCAGCTCAGAGAAAGCAAGCATAAGGGAAAA 
TGTCACGTAAACTAGATCAGGGAACAAAATCCTCTCCTTGTGGAAATATCCCATGCAGTT 
TGTTGATACAACTTAGTATCTTATTGCCTAAAAAAAAATTTCTTATCATTGTTTCAAAAA 
AACAAAATCATGGAAAATTTTTGTTGTCCAGGCAAATAAM 

CAATTTCAGTGTTCCTCACTAGGTGGCATTTAAATGTCGCCTGATGTCATTAAGCACCAT 
CCAAAAAGTCTGCTTCATMTCTATTTTCAAG 

TGTGACTTTGTTTCTCAGGAAAAAAMTATTCCTACTTAAATTTTAAGTCTATAAT^ 

TTTAAATATGTGTGTGTCTCATCCAGGATAGGGATANGTTGTCTTCTATTTTCCATTTTA 

CCTATTTTACTTTTTTTGTTAGGAAMGAGA 

CATGGGGTTTTTGGATTGNGGTCTMNCCTTTGGATTGACCCTTCNTTTTMTCNNGCCT 

TTAAACCCTTAAAAACAAAATTT 

Sequence 3030 

CCCTTAGCGTGGNCGCGGCCGAGGTACCCTNAACATCTNTGCTGCTCCCACTGGAGAGTG 

AGTCTGGAGTCCCTGGCACTGGGGCTTTGGTGAGGGCTCCATATACACCCATGGCCTGAG 

CCACCATGCTGGTGACATCGCCAGGGTTGGAGGGCAGTAGGGATAAGTGTTGGAGTCCTT 

GGCCAGNTTTNGGTAGAACAGCGCTGACATACTNCTCGGCCACAGTCAAGTGAAGCTGCT 

TGCCATCTCCCATTATGGTTGTGTCAGGANGCTGCAAGCCAGGGATTCNNAATAAGCCTT 

TCAAGCTTTTTAGGCCCTTTNGCCCTTTCNGCCCAGAAACTTGCACCTGGNCCCTCTCCC 

TGCNTGCCCTGGATTTATCTTGNTTCMGCCCTTTTTCTGCTTTCCGGGAGGGCCAAGGN 

ATCCTGGGGGCCCTGN 1 1 1 1 1 CTTTTCCCCNTTCTGNCCCACAATTTNGATGGGGGCCCG 

GAACTTNTTNANGGGGTTNCCCCCTTCAAGAACCTTCTTAANAAAACCTGGTTGGGCCCC 

CCGTTTTCCCCGGCCNTTACCCTTGTCCCCCCGGGGCCCGGGCCCGNCTTCNNTAAAAGG 

GGGCCGN 

Sequence 3031 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACTTNN I I I I II I II M I III 1 1 I I II I I I I I I 

TTTGAATnTAATGACNCTMTAGCTTTATTTAACAAACNCTGAGTGACTACTATNTGCA 

AAGCNCTATNCTAGGNGCCTGAAAGATNCNAAGATGAAAAAAGACNCANTCCNTGCCCAN 

AAGGGAGCGTATAATCTAGTGNGGGGAGACAAAATNCCCAATATTTACTNGTAATTACAA 

GGNANNTNANCAANAAGTGGGGCAANGTGCCTGANTTGTGGCCCTGAGTTGTTGNATACT 

AACCTANCCCTNAAAGGGTTCNCAMTTTTGAAAAACACCGATTGGAAAAATACGTTGGT 

GGGTCCTTGGCTTTTCGAAMNAAATCCCCCANTNCCNCAAAGGTTTTGGGNCNATANAT 

TGGGGAAAANGTTTAAAAATTGG 

Sequence 3032 

ACACNNNGAGGCNTTGANGCAGCCAGCGCNGGGGCTTCTGCTGAGGGGGCAGGCGGAGCT 

TGAGGAAACCGCAGATMGTTTTTTTCTCTTTGAANGATAGAGATTAATACAACTACTTA 

AAAAATATAGTCAATAGGTTACTAAGCATATTGCTTANCGTTAAGTTTTTAACGTANATT 

TTMTANCTTAAGATTTTAAGNAGGAAAATTATGGNAGACTTANCAAGAGTAGCTATCGA 

GGNMGGGAAAMGCATNANMNGGTTTTTCTAAMCATTGTANCGGAANGTTGAGAATG 

AANCTTTCTTCATGGGAGGGTAAAAMTGTTATTTTAANAAGGAAAAATTGCAGNAGTAA 

AAAGNGACCTANCAGGAGCCCCCCNGANATTTTAANTACCCNTATTANGGAAAGGGGGCC 

AAAATNGNCTTTTTTAGNMTTTAAAAAAAATGGAMGGGGTTGGAA^ 

ANGGCCTTTTAAAAANGGTTTTTAGATTTTTANAAMNNTTT 

AAAAAATAA 

Sequence 3033 

TTNTGTCNNCTTAATCCTTCCNNTGNGNGGGGGCGGCNTACNTGNNAGTTNCCANNTTTG 
CNCNGACTAAAAGATAACCACCCCTNTCTCTGGCACTNATCAACACAAGAACCANTAAAA 
TGGTAGATGAAATGAAGGAATAAANGCNNGGGGTTATTNCCTATTNTAAAANAAAAAAAA 
ATNATTTCTTCNGCAGNTNTTNNCCACANACATTTNNTNATACAAGAATTACCNAGTGTN 
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TTACCATGCTGTAAGTGGAAACATCrCCCCTCATCCCACCACTGCGGGGCAAGCCTTTAG 

GAACATTCACAGGACTTTCAGGAGATMTGTTTTTTCAATAAATAAAGAAATGGGTCTGG 

ACAAGmCAACNmATTTGCTTTCGTGCTGGGGGGAMTAANTTTGGMGGGGTT^ 

TTGACCCAAG AAGT TTTGGGGGAAAGTGGACCATTATAAGTTTGGACCGTTATTTACAAA 

AAGAC AAGAC TTTTA N GN CAAGCCAANTATGGAAAGAAGGGGTGGG AATTNGTN AAAGTT 

TTnTA^ 

GTTTTm iGACCl MM I NGANGGNTCCTTTGGCCCAAAANNTCTTTCATTGGTTTTCC 
AATGGGAAGGTTTNGGACCNATTACCrTGGAANNAMGACCCCAAAAAATTTT 
Sequence 3025 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTGGTTAGGTTAGGACTTGCCCTCGTGGTGGA 
AACTTTTCTTAAAAAGTTATAACCAACTTTTCTATTAAAAGTO 

TAGGGGTTGGGMTCAGAGAGAATGGCTTTGGTCTCTTGCTTGTGGGACTAGCCTGGCTT 
GGGACTAAATGCCCTGCTC TGAACACGGAAGCTTAGTATAAACTGATGGATATCCCTAC C 
TTTGGAMGAAGAAAAGGTTTCTTACTC 
AGGCAGGAATANGTATTTTTTTAATATTTTTAA^ 
TAmTTGGTAATTGGGGTTTTTTTGGTTGGGATTTATTGGTGG 

AAAAAGGGAAAAAAAAAACCCCATTCCCAAGGGTTCCACCGGGGGGCCANCCCAAAAATT 
TTT GGAAGAAA CCAAAAATTANGTTCCNGGNATTTATGNAAAAATAAAAAGGCCATTCTT 

cca i nrm iggaggttaggaangmgncanangggggaaaaggtngggttttctttta 

AAMT TGGGGTGGAAATCCTTGGGGGNATTTTAAGGGCCCCCCTTCAAAANAAACCCCTT 

TTTTTGGGGGGTTTT 

Sequence 3026 

CCCTTAGCGTGGTCGNGGCCGAGGTACAGCGGGGACATCTCACTCATCCTTCTACTCGTG 

ACGCTTCCCAGCTCTGGCTTTTTGAAAGCAAAGATGAGCAACACTCAAGCTGAGAGGTCC 

ATAATAGGCATGATCGACATGTTTCACAAATACACCAGACGTGNATGACAAGATTGACAA 

GCCAAGCCTGCTGACGATGNATNGAAGGAGAACTTCCCCAACTTCCTTAGTGCCTGTGAC 

AAAMGGGGCACAMNATTTACCCTTCGGCCCGATTGNTCTTTTGGANGAAAAAAAGGGA 

CAAAGGAATTGGAGGGGATTNAAGGAAAGGAATTTGG A I Mill 1 1 CCTGG AAGTTTTTT 

CTTGGTCCCTTTGGCCTTGGGGGAGGAACCNTTAAGNCNCACCNNGGACCTTAACCCACC 

TAAGNNCAAGTAAGCCCCCATTGGGAAGGCAAGGCCGGGCCCCCTTGGTTTCCCCGGGGG 

GGGGCCAAGCCCCAAGNTGGGAACNCCCAAGCCCCCCCCACCCCAAATTGG 

Sequence 3027 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGG 

GCAAGGGAATAGCCAAGTTTGTTGCCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGT 

CTCMTCAAAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTTCCAAGATCCAGGT 

TTGAAATTCTTGNTGGGCATTCTGGGATAGCNTGGAACAAGGCTTTAGGACATGAACCCA 

GACAAANCTTGCAAAATmCMGGGMTTTTCCTTAACTTGGNTGGTATm 

GGMTGGCTTCAAGTTGAAAAAGTTAGGNCMTTAMGGGGAAACCTTTTCAAGTTGGGA 

ACCCAATNGGGGGTTTNCCCANGNCCGGGGGNAACCANGTAAAAGNAAGGAACCTGGGCT 

TTCCCTTTCCCGGGGAACCTTCNCCCTTTCMGATTAGGNANTCCCTTTAAAGGGGNCCC 
CTTT 

Sequence 3028 

AGGTACCAAATGAAGTGTGAAGACAAGGCCATCCACCACTTTATAGAGGGTGTAAAAATA 

AACCAGAAATCAAGGGAGAAAGAAAAGATGAAAGACAAACTGCAAAAAATTGCCAAAATG 

CGACTTTCTAAAAATGGAGCAGATTCTGAGGCTTTGCATGTCTTGGCATTCCTTCAGGAG 

CTGAATGAAAAAATGCAACAAGCAGATGAAGACTCTGAGAGGGGTTTGGAGTCTGGAAGC 

CTCATCCCTTCAGCATCAAGCTGGAATGGGGAATGAAGAATAGAGATGTGGTGCCCACTA 

GGCTACTGCTGAAAGGGAGCTGAAATTCCTCCACCAAGTTGGTATTCAAAATATGTAATG 
ACTGGTATGGCA 
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Sequence 3020 

TTATGATGCTTTACTAACTTCATANNTTAGATNTAAANATTAGTACATCCTAGAGioAGCC 

AGGTTCANAAAATAAAGATTCTAGTTCAGCACCACCCGTAGTTGNGCATTGAAATAATTA 

TCATTATGATTATGTATCAGMGCTNCTGGTTTTCTCATTCTTTATTCATTTATTCAACA 

ACCACCGTGACCAAACACTGGAATTA 

Sequence 3021 

ACGCGGGTATGTATTTGTTCACTTACCC I Mil I ACTTTTAATCAATGTCAGATACCAAG 

AGTTGTGTTAAGCTGAGTGTAGTGTGTAACTAACTACACTTGGATCTTACTGATCCAGAA 

ATAGTCCCCATAGTTAGGAGTAGTTACTTATGMGTGGTTATTAAAAGTGAACCACAGCC 

ACATATACATTATCNTATTACTGCTTTTTGTTTATGATTAAATACTGGGTATGTTCTTG 

GTAAATCCCATCCTTTATTGTATTAGGAAAAAAAAAATTTAC I fTTTn IACCAGNGTTT 

TTTTCCCAAAAAGACCAGGAAATTANGMTWCACCAAAAGNCTTTCAAAGGGGAMTT^ 

AAATTATTTTCCTTTGGTAAAATGGGGACCTTMGAATNAAAATTTCC^ 

TTTNAGGCNCCCAATTTNCCCMGGAMGNAAAAAAAAACCMGGCTTGGGGGNAAATTT 

AAAAGGTTTAAAATCCCCAACCTTTNGGAAAMTTTGGTTTm 

CAGGAAAACCATTTCCCAAAAACCCNTTNAAAGGGGCTTCCAAGGGAATCCCCCCAATTA 
AGTACCCAAGGAAGCCCCCCANCCCN I Mini I GGAATTAAAACCTTTTAANTAAAAAA 
GGTCTTTTNGGGGAGGACCTTANGGAMGNCCMNGGAATTANGTTTT1TGGTNGGAACN 
AACAATTAAGGCCTTTCTCCCCCAAAA 
Sequence 3022 

CCCTTTCGAGCGGGCGCCCGGGCAGGTACCAGCTACTGCAAAAACATGCCAAATTGTAAA 

GACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGCTAACATCA 

TAATAACAGGATCAAATTCACACATAACAATATTAACCTTAAATGTAAATGGGCTAAATG 

CTCCAATTAAAAGACACCAGACTGGCAAATTTGGATAAAGAGTCAAGGACCCATCAGTGT 

GCTGTATTCACAAGGACTTCATCTTCMCATTGCAGGAGGACCACGCATTAGGGCTCAAA 

AAATTAAAGGGGGATGGGAGGGAAAGACCTACCAAGCAAAATGGGAAAGCAAAAAAAAAG 

CAGGGGGGTTACAAATTCCTAGGTNCGCCTGGATAAAAAACCAGGACTTTTTAAAACCCC 

AACAAAMTATTTNAAAAAGGAGGACCAAAMGGAAAGGGGCCCCATTTACCATTAAATN 

GGGTAAAMGGGGGATTCCAAAATTTCCAAACCCAAAGGGAAAGGAAGGCCTTAAACCTT 

AATTCCCTTAAAAAATAATTMTTATTGGCCACCCCCCAAATTTACCAAGGGGGGGCCAC 

CCCCGGGGAATTTCCATTAAAAAGGCAAANGNTCCCTTTAAGGAGGACCCCTTACCAAAA 

GGGAGGNACCTTTAAGAACCTTC 

Sequence 3023 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGAGAGGCATTGAGGCAGCCAGCGCAGGGG 

CTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAGATAAGTTTTTTTCTCTTTGA 

AAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGCT 

TAGCGTTAAG I I I I I AACCGTAATTTTAATTAGCCTTTAAGA I ! I I I AAGNAGAAAAATA 

TGMGACTTAGAAAGNAGTAGCCGTGAGNGAAAGGGAAAAGATAAAAAGGTTTCCTAAAA 

ACCATGACCGGAAGGTTTGAGGATGAAAAGCTTCTTCATGGGGAGTAAAAAAAATGGTAT 

TTTTAAAMGGAAAAATTGGAGNAGGAAAGGGACCTNCCAGGGGCCCCCGGAATTTAATT 

ACCCAATTANGAAGGGGCCAAATGGCTTTTTAGGATTAAAAMTGGMGGGTGACTTTAA 

AAACAGCCTTTAAAAGGTTTAAGTTTTTAAAAAGGTTTTGGTTA 

ATTAAATTTTGGAAGGGCCGGATCCNTTTTTTAAAAAAMGGGAGGMT^ 

GGAAAGGGTNGMTTTTAAAAAAGGMCCCTTTrGGANAAATTCCCCATTGGACCGNCCA 

ANGGGGGAGGNAAATTTNGCNGNTCCATTTTTNAAAAGGCCCTTAGNTTTAAACCGCCAN 

TTTTTCCTTAAAACCGCCNNGACCNAAAAAAATG 

Sequence 3024 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCGGTCCCTTGACCATTACACCCACGGTGG 
CCCTAATTGGCCTCTCTGGTTTCCAGGCAGCGGGGGAGAGAGCCGGGAAGCACTGGGGCA 
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GACTTTTTTTGCNACCMGGGAMCCCANTTTNGTTGTTTAAAAAAAAN 
Sequence 3014 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCTACCAAGCTGTTCTCAGTGACAGCTGG 

AACCTCAGAGCATCTAGTTTGGAAGAGGTTAAGCTTTACATCTTCAGCCCACTTAAGGGG 

TAAAACAAATCAAGCCCCACACTCATGGGAAGGGGAGAGGATGGAAAGGAGGGGCAGGGA 

TGACGGCA CCAAG GGGAAGTGTCCAGAACACCATCTCTCTCACCCCCAAACCAGCCGGTT 

TCCCATCTGTTTTTACCTTMTGGCTTTTGCGGTCTCCAGTGACTGCTCAGGAGGGATTC 

CCACCTCCCTCTCCCTTAGCAGCTGTTGAATGAAATACGTAATATCTCTACCTGCAATC 
.Sequence 3015 

CCCTTNNCNGCGGCCNCCCCGACGGGCNCCANATTTNTTGCCTGNCNNGATTGNMrrCA 

TGCANNGAGGAAGGATTCATGAAAAAAATMTCAMGTCAGGAAAGTNTTTTTCTGTAAT 

CTTGTCTCATACAGTGAGmTTTTTGTCTGGATAGTTTACGGGGATGTAACTCCTTCAG 

TCATCTAACCGTGATGTAGTAAMGTCATTTGCAGGAMTGAAACTCCACTTTGTTACTT 

TTTTCACTTAAAGGCTAATCTGATTAGCTT^ 

AmGTATGATGCCTATGGAAGACATATGGATTTAAATAGAACTTGGCTTACCATCTGCC 
A 

Sequence 3016 

TCCCGGGCCCTCTAGATGTTTGCTCGAGCGGTTTGCCAGTGTTTTNGATATCTGCAGAAT 

TCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAACATCAATAAGTCGAGAAAATTATATTA 

ACTGAAAGAAMCAAAATMTAGAGMTTTTATTAAACGTATTNCTAATGTTTCTCTTCA 

TGmGGAGAAAAGCTGCCACATMTTAAAACMTTCTTACCCTGTAAAACTGATTGTCT 

TCCAATCTCAGGAGGTTTACATTAACAGGAATATATGAATAAGAAACAGGCCTATGGCCG 

GGCTCCGTGGCTCACGCCTGTAATCCCAACACTTTGGGATGCCGAGGCGGACGGATCACG 

AGGTCAGGAAATCCAGACCATCCTGGCTAACACGGTAAAACCTAGTCTCTACTAAAAATA 

CAAAAAAAAAAAAGAAAGAAAGAAAGAAAAAAAAGTACC 

Sequence 3017 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCACACACACACAGGCACACACAGGCACACGCA 

G GC ACAC ACGCAGAC NC AC AC AC ACATAAAC ACACAG AGTTCACTAGTCCG AGTTACTGA 

TTTTCTTAGGATTCTCAAAGTGACAACACCGGAMCMGGTMTTCATGTTAAAACACAA 

GGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCGTGGAATTTGAATCAAGCTTC 

GMGAGCTAAAAAAAGAAATTGGAGTTTCMCATTCACCTTCTTGAATCCTTAAGAAATA 

CAGANGTTCA AAATAG AAAACATTACAGGTTTCAGGATACAAAAGTAGAAACATCTGAGA 

TTAAGCCTACATTTTTAAAAAAAGATATTGAAAATT 

Sequence 3018 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTGCAGTGAGCTCAAGTGTTGGGTGTATCGG 

CTCAAAACACCATGTGATGCCAATCATCTCCACAGGAGCAATTTGTTTACCTTTTTTTTC 

TGATGCTTTACTAACTTCATCTTTTAGATTTAAATCATTAGTAGATCCTAGAGGAGCCAG 

TTTCAGAAMTATAGATTCTAGTTCAGCACCACCCGTAGTTGTGCATTGAAATAATTATC 

ATTATGAmTGTATCAGAGCTTCTGGTTTTCTCATTCmATTCATTTATTCAACAACC 

ACGTGACAAACACTGGAATTACAGGATGAAGATGAGATAATCCGCTCCTTGGCAGTGTTA 

TACTATTATATAACCTGAAAAAACAAACAGGT 

Sequence 3019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGGCTTTTCACGGATTGCATACTCAGGA 

CAATTTTCAGGAAATTAATTTCCAGATCCTCTATATACACTATACTCTTTCCTTAAATTG 

ATCTGCTGAGAATGAGTCTTTGTTCATACTGTTTCTTTTCCCACAGAAAAAAGATATAGG 

CTACCCATCCCAAATCTTAATACATTGCTCTTAATGTGACACCAAAAACCTCANATGTAG 

CAAACAGAGGAAAGGTTTGATGATTAATCATAAMCCATAGAGCCTTGGGCTTTTGCCTC 

TTATACACATGTTAAAGCTGATTATGATGTTAGATAACATAGAAATTGGGTGTTTGGACT 

CACAAATAGATTTTCAGAATTCA 
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AGCATTAGAGGGATATAGAMGAAATTTGGGCTTATGGCCANATTAATAACTTGTTCAAN 

AAATNITTTACTGANATAGTGCCAGAGGATGCTGANAAGCAGGGTGAATAAGTAACCAAAA 

AGGCAGGGTTTNTTCCTTTTTGAAGCTTCCGGTCTATTCAGGAATGCANACAAGTCAGCA 

GGTAATCACGGTGTGCACAGGTGANATGGACTGTGATAAGGGAAGTTCGGGCGCCTCCTG 

CAGTGGGTGCTCCAGCATCCCAGGGGGCTTAGATGAAGCAAAAATGGGGG 

Sequence 3008 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGCGACAGAGCGAGACTGTGTC 

AAAACAACACCACAAGCTAGCTGAGTAGGGATTCTTGGGCGAAGTGGAAGACATTATAAG 

C AAATAGGG TAGTATGGG CATGGAMCGMCTACATGATTAAAGATTAGTATTATCTGGC 

GAGGGAGGAAAAGTGCCAGAGCAAGTGCCGAAACTGGAAGGTTACATTTAGTTCAGGATA 

TGAAGATCATATAGGGCCTGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAAGC 

CAAGGTGGGGGAGGAT 

Sequence 3009 

CCCTTTCGAGCGGCCGCCCiGGGCAGGTACCAGATTTATTGCCTGCCAGGATTGGAATTCA 

TGCAGAGAGGMGGATTGATGAAAAAMTMTCAMGTCAGGAMGTCTTTTTCTGTAAT 

CTTGTCTCATACAGTGAGTTATTTTTGTCTGGGTAGTTTACGGGGATGTAACTCCTTCAG 

TCAT CTAACCGTGATGTAGTAAMGTCATTTGCAGGAAATGAAACTCCACTTTGTTACTT 

TTTTCACTTAAAGGCTAATCTGATTAGCTTTAAAACATTTGTTCATCTTTTM 

TTTGTATGATGCCTATGGAAGACATA 

Sequence 3010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCAGGGGAAGTACTTCI Nil I ATACTATGT 

GCTATATMCCAAATAATMTTGATATTACMGTTTCAGTTTCACCATTTACCAACTGTC 

AATTTCTTTGAGCATTAAGTCTCCTCACCTGTGAATTAGGATAATGGTACTCACCCTGAA 

GAATAGTGGAAAAGTGGTAACAATGTATACAAACAACCTAAAATGTTATCTGAAGAGTAT 

CAAGCATTATATAGTTCGCTTAATTCACCTCTCTTTTGTGTTCAGTACATTTCTCTCTAT 

ACCTCTTAT 

Sequence 3011 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTAGGCCAACTGGCCTGTTCCATCACA 

CCCCACCACATTCTACCTTCTGGGGCGTGCTCCTACCACACCTGCTAGAGTGCCTTTTCT 

ACCTAACTGCCAGACTTGCACCAAGTTAGGACTCAAATATGGCAGGTCCTACAAATACTC 

CAGAGAACCCTGATTTACATACCTACCTGTGAACTGAGAAACCTTGAACTCAGGCTTTAG 

TGTGTGMTTATCCCAAGCTGCTCATCCCAGTTTTGGATAATCCCAAACTGTCCTATGTG 

GATAACTACCTGGACAAAGGATTCCTGTG 

Sequence 3012 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 I 1 1 Hi I I l l M I I I I HI 1 1 ) CGAATA 

AGCTTACmAATAGATCCAGGGGACTGTTTMTGCACTGAANMTTATTTTTCAGGCAT 

TCTGTGATGTCCAAATTAGGTTAATATACCTCTGAGAAGTGAATCAGTTACTCCTCGTTG 

GATAGTAAGGTCAGAACAACTGTTCCTGAAACCTTAGTACACACTAGCTGATAAGACACT 

GTTGCCCATAATGTCTATTTATTGGATCAGCAATTTATAAGTCCCGC 

Sequence 3013 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGGGAGCTCCATTTGTGCTCTTGGAGGGAGA 

AGTGGCTGCTCCAGGTGGCAGGGGTGTTGTGCCANATTTGAGGAGAAATGAGCCACTTTC 

AGAGCTTGATGGCTGACTGGAACTGCTGGCTTTTMCTTCCCTTTATCTTNTTGATTTGT 

CANAGTTGT7TGCCTGTGATTGGAGTGATNGAGCAACATGGGATTAACCTNTTGGCGCTG 

TCC TTGGN AAGGGAACCCATTnTTTNGGGTTTAA I I I 1 I I NCGTGTGGCGGTNTTAGNT 

GGCTTTTTNGAACCCCTTTCTTTTTGGCCATTGGTTTTAACNTT^ 

TTGGGNGGCCCNTTCGGGCCCNTTGGGCCTATTCTTGNAAGTTTAAAAAGNCGGAAAGNC 
TTNNCCAANNACNATTTACCAAAGGAAAAAATAACCNN^ 

GGGGGAAAAATGGGGAANTACCTNCNCNAAAAATGTTANTGGGGNGTAAAAANAAAACCN 
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TTTCATTTGGAAAGTCTGGAGATTGGTGCCTTTTAAGAAGGGACAAAACTAAGGGTAAGT 

GAACTTTGGTTCTAGGAATGGCAAGATCAGCAAGAAGATCACCATTGCCAACTGTAGCCT 

TTACACAATGTCATAGCAGCCCAAATTCAGTCAGCTATTGAATTAAGTTTATTGTCTACT 

TGCCAAGCTAAAGAATGTATGAATGCTGTCTTTAGAAGATAACATCATATGGAGGGTCTA 

CMCTTCTTAGACACAATGTCAAGCTTTTTAGTAAAATTATACTAGACATTCAAGAGATG 

GGATTGAAAACCAAGAGAAAGGGCNGACCAATAAGAAATATACTCACAGATGATTCAGGC 

NGTGGAGTTAAGACCNAGGACTTGGAATAACAATGATAATTGTTCAAGAAAATTNAAGAC 

NGGGGGAAAATAATTAAANGGGAATTT 

Sequence 3004 

CCCTTAGCGTGGTCGCGGCCGAGGTACNGATATATAACAATGAGGTGCTCCATCAACCGC 

TTTCTGAAGCTCAAAGGAAATCCAAAAGCCTAAAAATTAATCTCAATCATGCAGGAGATG 

CTCTAAGAGAAAATACATTGGTTTCAGAACATGCACAAAGAGACCAACGTGAAACACAGT 

GTCAAATGAAGGAAGCTGAACACATGTATCAAAACGAACAAGATAATTGTTGAACAAACA 

CACTGGAACAGCAN GGAG GTCTCTTAGATCAAGAAAAATTATTTCAACCTTACAAAAGCA 

AAAMTTATGTTGGCT7TTCANACCAGNCAANTTAAGTNTCATGCCACATAAGGAAAGGN 

TTGGACCMCANAAAGCAAAGGATAACCANATTGGATATTTCCATTTTTTTCTTTGM 

AGGGAAAAAA ATGGC CMCCATTCNTTCCTCNCTTAAAAAAGGAAGAAAAAAAATTGGAG 

GGGAGGAATA I I I I I AAAATTTAC N AAATTAMC CC CATTTTTAAAAAAAAA 

Sequence 3005 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTCTTCACCCCCATGATCAGTTTAAAGA 
AMTGTGTAGGTCAATATACAAAGGAATACATTATACTTAM 

TTAAAMGTATGTGTTATAMGAAAATATATTACTTATATTGTTTCCTAATATTATAAAG 

TAGAG AMC AACAAT CTGATMTGATTGTGAATCACCAGGATTTTTCACTATTTAATTTA 

TTTTTATCTCTTTTTTAGGGCCCTCCTGGTATTCCTGAGAGAAATGGTGACCCTGGTATT 

CCAGGACAACCAGGGTCCCCTGGTTCTCCTGGCCCCCCTGGAATCTGTGAATCATGCCCT 

ACTGGTCCTCAGAACTATTCTCCCCAGTATGATTCATATGATGTCAAGTCTGGAGTAGCA 

GTAGGAGGACTCGCANGCTATCCTGGACCAGCTGTCACCAAGCACCTATTTTTATAACTT 

MCTTNCCAT GGAGA GAATMTGGCTTGCGTGCATTTTATGTATCCATAACATACATACA 

AGGCTCGGTCTTmCAATGGGGATAACAAGTTTCACMCTCTTTNGATTTGAMTTGN^ 

MTGG AATCT TGGGTNGACCMNGGATTTTTCTTTTMTNGGATTCCAAAAGTTAGGCCN 

AGAACi I I I l AATGTCAAGATGAAAAAAGGGTGTAAAGGGGACCCTGCCCGGGCC 

Sequence 3006 

CCCTTTCGCGCGGCCGCCCGGGCAGGTACCAGCTGCTCTACGTGGCGGTTCCCANTGGCC 

CTCCCTCAACAACCATCTTGGCTTC7TCAAACAAAGTGAAAAGTGGGGACGACATCAGTG 

TGCTCTACACTGTCCTGGGGGAGCCCGATGTGGAGGTGGAGTTCACCTGGATCTTCCCAG 

GGCAGAAGGATGAAAGGCCTGTGACGATCCAAGACACTTGGAGGTTGATCCACAGAGGAC 

TGGGACACACCACGAGAATCTNCCAGAGTGTCATTACAGTTGGAAGACTTCGAGACGATT 

GATGCANGA TATTACA TTTGCACTGTTNANAATCTTNAAGGACAGACCACATGTNGNTAC 

CACTGTTGANl l I I I ICCTGACTTGGAAAAGGAAAATGTAATTGAACTTATNGAAAGCCC 

CATTTGATGNACCTTCNNNCCTGTGACCACNCTAAGGTNNAATTTCCANCCACNACTGGG 

CGNTCGGTTTACTTMGNTGGATTCCCGNAGCTTNCGNTTACCCAAAGCTTGTTCNTTAA 

ATTN AATGTTTATTTAGC 111111 I I NTGTANTTAAAMTTTTTATTTTCANTTTNNNCT 

TTTTATNACTNCNANTATTANNMTACTGTNNANANANTAAAAATTN7TTNNTNTTNTAN 

NANTGCTTAAATANANNTNNNNTANAANTTCAACN 

TTNTANCCTNTTTATCTAATTTNNGTNAAANTTTATNNTATTNCNAATTATANATNTAAT 

ATATAANNTCNANATTTNTNTCANNNNNTTTCCCNAGGGGGNGGAANANCCCCCCCCCCC 
CCCCCCC 

Sequence 3007 

GGTACI I I I M I I I I I I I I I I I I M I I i i I I I rCCATTCTCACACTCAAACTTTAATTTG 
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ATTATAAAMGGGAMCTTNTTTGGNAAAAGGCCTTCAAATTAGGTTNA 
Sequence 2998 

ACTCMGCTTTGGCTTTTCTGAACTTTCCTTATTTTCAAAMTGTCCCCCAGCCCCACT^ 
CCACCTGAGACATTCACACACCCCATTTCCTCTTCCAGGAAGGCTCTTATGTCGCCTGGG 
TAAACTTAC TCTTCAAG TCTAGTGACTTTTTTCCAGMGCTTTCCTGATATCTTTCC ATT 
TCACCCCACTGCTGACTTATTAAMTTTCTAGMTTTTATACTTTTACACTACATTCTCT 
GTGTTGTATTCTCTTATTCAGGGTCTGCTATTTAATTTT^ 

CAATTTCATTGTTTTCATCAGTTTGGTCCAAGTATATATAACATAGATGAAAAATAGATA 
TTTTGTATTATATATATTATATAMTMTTGTTGAATGAGATGAATAAACTATAGTGAGA 
AGATGCTAGGCTTTGTTAACCATTTCAAAAC 
Sequence 2999 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTGCATTTTCAMTGACTTTGACTATTGCC 

AGAGTCATTATAGACCTGCCTATGATGTAGGAGTTTATTGTATCTAGTGGAAAACATACC 

TGTTTGTGGGGCAGAAGCTTCTGTTCCATTCATCCTGATTTTAGACACAGCATTTAACTT 

TTCAGGTTCAGTTCCATATGTATAAAGTAGGGATAATAGTGACATCCTAGTGTATTAAGA 

ATTAAGGTGTTATTATTTCTGTCACTGTTACTTNACCCTMTTTTGTTTTCCACACTCAT 

CTCTGAGCTTTT 

Sequence 3000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCATTTGGGCGGTCAACGCGGGTGGA 

GAGGCGCATGTGGACGTGCACGGGATCCACTTCCGCAAGGACCCTTTGGAAGGCCGGGTG 

GGCCGAGCCTCAGACTATGGCATGAAACTGCCAATCCTGCGTTCCAACCCTGAGGACCAG 

ATCCTGTATCAAACTGAGCGGTACGCGGGGGGTTCCGGGCGTTACCATCGTCCGTGCGCA 

CCGCCCGGCGTCCAGATTrGGCAATTCTTCGCTGAAGTCATCATGAGCTTTTTCCAACTC 

CTGATGAAAAGGAGGGAACTCATTCCCTTGGTGGTGTTCATGACTGTGGCGGCGGGTGGA 

GCCTCATCTTTCGCTGTGTATTCTCTTTGGAAAACCGATGTGATCCTTGATCGAAAAAAA 

AAATCCAGAACCTTGGGAAACTG 

Sequence 3001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGTCATATTGGATTAGGGCTCATAATGTCATT 

TTA ACTTA ATTGTCTGTCAAAAAATTCTGTCTTCAAATACAGTCACATTTCTAGGGTTTA 

GGATTTTAACATATGAATGCAGGGGGACAATTCAGTCCATMTACTGTGGTTATCACTTT 

TTGGTCTTAAGATGATTGCTACAGCTCTACAACCCACATCTATTATAAAAACAAAAAGAA 

GAGAGAAATAAATTGAGAGAGGAGAGTTCCTTGATCACTTTGCAGGACGTGCGACAGGGG 

TGTTGCTCATCTGTTTGGCCACCACACATTCTCAGGCCCTTTGCAGGACAGGGAGCATGC 

TGACAGGCAGGTGCAGCAACCCAGGCGAGTGCCTTGGGGCTCCAGCCCCAAGGTAGGATC 

TAAGGGT 

Sequence 3002 

ACTTTGCTACACGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAG 

CTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGA 

ACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACG 

ACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCA 

TCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCC 

TTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGT 

CCACTGAAGTTCCTTATGCCACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAAT 

TCCTTGAAATTTGCAAGTTGGTCTGGGTTCATGTCTAAAGCTTGTTCCAGCTATCCAGAA 

TGCCCACAAGAATTCAAC 

Sequence 3003 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTTCACAATACATTGGCAAATTCTGAAGCT 

ACAMGCACAAGAGACCAGAAAGCCMGTAGAAAGCTATGAAAAACCATTTTTAGGAAGC 

TAGTATTAGAGTTCAAGACCCAGCAGTGAGGACAAGAGGCTTTTGGTGACTGTCTGGGGA 
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ACAGCCTTTTAGATAGGGGCAGGAGAAATAAAGGGCAAC 
Sequence 2992 

GCCGCCCGGGCAGGTACCTAAGGCTTTTCACGGATTGCATACTCAGGACAATTTTCAGGA 
AATTAATTTCCAGATCCTCCATATACACTATACTCTTTCCTTAAATTGATCTGCTGAGAA 
TGAGTCTTTGTTCATACTGmCTTTTCCCACAGAAAAAAGATATAGGCTACCCATCCCA 
AATCTTAATACA7TGCTCTTAATGTGACACCAAAAACCTCAGATGTAGCAAACAGAGGAA 
AGGTTTGATGATTAATCATAAAACCATAGAGCCTTGGGCTTTTGCCTCTTATACACATGT 
TAAAGCTGATTATGATGTTAGATAACATAGAAATTGGGTGNTTGGGACTCACAAATAGAT 
TTTCAGAATTCAGATGTATGATAAAGTGGAAGTGATGGTAACAA i rTTTTTTTTTTAA 
Sequence 2993 

GGTACAGTTTCTGAGTATGGGAACTTCCCTCCCCAAGTGGTGGGAAGTTACAGTT^ACTA 
CAGCTTACTCAACTATCACTTCCAGAGGTTTAGTGTTTTTAATATGGGAAAGAGGAGAAA 
T CTCAG GTCTAATCAG GGTTC TGCCCATCAGCTTTTCACTGAAACTTTCAACTGTGTT7T 
G i I M m G 1 I 1 I I M 1 ( CCATCTTTCAGTTTCTAGCTGTGTTTGCCTTCTCCCTCCGCGT 
tccctcctci rrm IGCTTTTGGTCTCCITTCCAGCTTCATGTCTCCATGAGTTCAAGC 
TGTACCCTGCATTTGGGAACAGAGAGAAAAACAAAGMTrTGCTTGAAAAAAAATAGGCC 
AGGTGCGGGTGGCTCCACCTGTAATTCCAGCATTTT 
Sequence 2994 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTCTTCACCCCCATGATCAGTTTAAAGA 

AAATGTGTAGGTCAATATACAAAGGAATACATTATACTTAAATTATTCACMGATTTTGA 

TTAAAMGTATGGTGTTATAAAGGAAMTATAmCTTATATTGNTTCCTAATATTATAA 

AGTACGANGAAACMCAATCTGATAATGATTGTGAAATCACCANGGATTTTNTCACTTAT 

TTAATTTATTNTTTATCTCTTTTTTTAAGGGCCCCTCCTGG 

Sequence 2995 

ACGCGGGATGAACAAGCTCAGGAAAMTCTMGMGGCCTTAATTTCTCACCTCTAGCTG 
ACTTTCAGGCTACATAAACAGGAATTGAATGATAAGGTAGAAATGTGAACTCCCTGACTG 
AGTGTTGAAGGTATGCCCTACACATCCACAAAACCCTTGAGCAAAGACTAAACTAAATAA 
GCAGAGACTTAAGTGGCCACACATAAAAAAGAATACAGACTGCAGAATGTGTTCCCCCAA 
AAAAT CACTA AG CAAAG AGCAGGAGTAACAATAAACAGCANCAATAAATNCTGCANAAAA 
GGAGATTTTGG NTTTTT ANGAGNTGCCCCTTN 1 I I 1 i I I I ! I 1 NAANCNNC 1 11 I I I I M 
TCAACAAAAAAA l I l l I NGGGGGNCTTGCCAAAAAAAAAAAAAAAAAAAA 
Sequence 2996 

ACCATGGTGCTGNACAGACCATCAGGAAGAACTGAAAAGTTCAGGCAACTTGAGAAAATA 

AAGTCACCACCAGCAAGAAGCTGTNTAAAATAACCGGAAGATTATAACCCAAGCACGTGG 

AGGAGTGTGCTAGTGAGTAGAATTGTTATGAAAGCTATTAGAGGTCCTCCATAGATGCAT 

GTGCTTAGTCCTAANGNAGAAGGAA 

Sequence 2997 

NAG GT ACCTGTAAAACTCTTATCTAAATTAAGCTATN AANTTTATTAAN G G GTGG N ANTN 

GGGCCAMNNNNCCCATAAAAGmNCTTTTTTNTNTAAAAAAAGGAGANTNACNCTT^ 

TNATTTA NTGGTTG NTTACNCTCNTANAANNAAANATNNGTNCNCNANCAAACGNGTTTA 

CNTTGTNTTTTTTTATGCGGAACNACNNTGGAAGNCTACCNCNNNNATTGGGAAATGNAG 

AAAAAAGGTANANAAAAATTTTANAAMCCCCT^ 

AATA AACCAACCTAACCAAGAAAAAAAAI I 1 1 1 I i I I GNTNGAACCCCTGGGGGGGGGTT 

i I I I GGGGCCANAAAAGGAA 1 I I I I 1 CTTTTAAAAAATTAATTGGAACCAACCCCAAGGA 

AAAGNCCACCCAAGGTCCTTATTAAMTO 

ATTTTGGGGGGTTTTAAAATTCCAAAAAAAAATNGGTAAAAAAM 

TTCTTTTCCAAAAAAAAAGGAACCMGGTTTATTTTTANAA 

AAAGGNAAGGAAAAAACCCCCACCCMGGMTTTTGGGMTTAAATTCTTTTT^ 

AAGGCCCCATTGGTTATTCCTNGGATNCAAAAGGGGGACCGGTTGGTTAAGNAAAAATTA 
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TGTGGACTGTCCTCCCGAGTGTCCCACTGGATGTTCAGAGAATTTATGTGAAGGTCACGT 

CATTTAGCATTGAGATGCTGTGGTTACCTTCTTCCATTTCTTCCATAATATGGCAGCCAC 

ATCTATGTGTGAAGAAATGTAATAAGATAAAATTTCTCTGGACGCATAATAATGTGAGAA 

AGATTGTCACATGTCCCAGCAMTTGTTATTAATATAMTTTGGTTACTTGGCAAGCTGA 

GAATTTTGCCAGATGTTACTCAAAMTTTCACAATGAAAGGAAACAGGGAGTCATCTTAT 

CCCTGGG 

Sequence 2986 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGACACATTCAGAGGTGAGCCCAGAG 
CGGGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 
CCTGTATGGTCGGTGTCTAGAGCCTCACAAGCAACTAAGACCAACCCAGCTCTCAGAAGA 
AGGAATGTCAAAATGTCATGTTCAATTTTACATTCA 

ATTGAAATGAMTGTGCTTGAAGGAGGTGAATCCATTGCATTAATCTTCAGCTCACAAAG 
GAMTCTACATAAGGAAGCAAGACCACAGACTCAMGACGGGACATMTTTTGGATTTTT 
TTTGCCATGGCCCTGGAAA 
Sequence 2987 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 11 11 1 1 I f 1 1 1 I U I 1 I 1 1 CCTTTAG 

TTGATTATATTATTGCATTAACANAACAATGCCTGCTACATAATAGGAATTCTACATCTG 

TTTAGTGGATCGGNGAATMTANAATGTGATTGATTTTGAMGACATAMTGAAAAAAAT 

AGGNGGATCTTGCCTACATCTTACTAMTCTGATMTTANATTTTTGGTTCTMTTCTTT 

CTTCTTATGANAAGATTAGACAGAATTNTTCATAAAAGCACAATAACAAATAATGTTCAT 

ATCAGGTT 

Sequence 2988 

ACTTTAAGAMTTATAGCAGTTCTTCCCACCAAAGGGAAGGGCAGGTAAGACCCTGGTTA 

ACTGATTAGTGAAAAGGTTACGCTGCCTACACTTGAAGTTTTGAGTTCGTGCCTGAGACC 

CTGAGGCCTGCAGCATTGCAGCCATAGGGCAGGATTTCTCAGCCTCATCACTGCTGACGT 

TCTGGGCTGMTGAGTTTTTGTCTTGGGGCTGTGCTGTGCATAGCAGGGTGTTGAGCAGC 

ATCACTGGCCTCTACCTACTACTTGTCAGTAGCAAACCCCC 

Sequence 2989 

GGTATTCCATTCTCCAGCATTTTCTACATCTGGCAAGCTCGAAAGTGAAACCCTAGNGGG 

CCATCATGCAGGTTTTGAGTTATNTACTGTTACAGATGAGGAAACTGCGAAGCTACATGG 

NCACAGTCAACAACGACAACAGAAGGCAACATANTATGGNGGTATAANAGCACCGACTNT 

TGAAAGCCAGCCTGAATCCTAGAGCCAGAGCTGTNCAACAGCAGGNAAAANTGACTTTAT 

CCTGTGCAAGTTTCCTCCTTAATGGAA 

Sequence 2990 

AC I I 111 II I i N i M I I ( { I M TCI I I I I i I [ M I I I I I IN I J I I I ! 1 1 I j 1 I I I M I 
I I H I I I I I U I I I I I I I I I I I I I I I I II I I I NGGAANCTTTTNNNANCTTTAATGGANN 
NAATNNNAATNGGGTNNCAAANTNTNTNANANNAAAGGGGGNTCCCAATGCCCTCAAATT 
TNAAAAANTTTTCCCCCNTTTCCNTTTTTAM 

AAAANCNGGGCATTTGANNTNTTGGTTNNCCTTTTTNCCCCAMTTTNCACCCCTCCCCC 

NTTTAAAAAAANNAAAANNTNGAAAANGGGCCCCNTTT^ 

AAAAAAAA 

Sequence 2991 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAGAATTCCTGCCTCAGCAGGTTCTGAGA 

GAAAGTAAAGGGCCAGTCTCTTCCAAAATGAAACAAGATACAGCAAAGGGAATATACTTA 

ATTCAGAAAAGCAGCTTGGCAAGACTGAAAGGAGCCTGAAGTCAAAACTCAGAGACTCCC 

AGGTCTGATTTATCCTTCTCTCCATTGGCTACATGTTCATAAGCTGAATGTTCCAGTCAT 

G G G AAATGG ACGTG AGTTC AAAAATGTG CTAGTGTG ACTGT AAAATGCTTTG N C CTC ATC 

TTTCTGATTCCAGAGACTAAATACTTATATGGAAATCAGCCTATTAATAACATCTTATCG 

TAAGGGATAAATTACAGTGCCATCCATGAAGCAAAGGGACTGGCAAATTATCTAGTGACT 
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AACI llllll! 
Sequence 2980 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACACATTCA 

GAGGTGAGCCCAGAGCGGGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCA 

GGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACC 

C AGCTC TCAGMGMGGAATGTCAAMTGTCATGTTCAATTTTACATTCAGTGCCTGGAA 

TCTTTTCTTCACMTTGAAATGAMTGTGCTGAAGGAGGTGMTCCATGCATTAATCTTC 

AGCTCACAAAGGGAAATACCTACATTAAGAAGCCAAGACCACAGACTCAAAGACGGACAT 

AATTGGATTTTT 

Sequence 2981 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACGCCAACATGGCGGCGCCCAGTGGC 

GTCCACCTGCTCGTCCGCANAGGTTCTCATAGMTTTTCTCTTCACCACTCAATCATATC 

TACTTACACAAGTAGTCA AGCAG TCAACAAAGMGAAATTTCTTTTTTCGGAGACAAAGA 

GATATTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTTCCTAAG 

CACATAAAAGAAG 

Sequence 2982 

CCCTTTCGAGCGGCCGCCTGGGCAGGTACCCTTCACAATACATTGGCAAATTCTGAAGCT 

ACAAAGCACAAGAGACCAGAAAGCCAAGTAGAMGCTATGAAAMCCATTTTTAGGAAGC 

TAGTATTAGAGTTCAAGACCCAGCAGTGAGGACAAGAGGCTTTTGGTGACTGTCTGGGGA 

TTTCATTTGGAAAGTCTGGAGATTGGTGCCTTTTAAGAAGGGACAAAACTAAGGGTAAGT 

GAACTTTGGTTCTAGGAATGGCAAGATCAGCAAGAAGATCACCATTGCCAACTGTAGCCT 

TTACACMTGTCATAGCAGCCCAAATTTCAGTCANGCNTATTTGMTTMGTTTATTGTC 

TACTTTGCCCAGCTTAAGGAATGTATTGAATGCTGGTCCTTTCGNANNATTACCATTCAA 

TATTGGGAGGGTTCTAACAACTTTCTTTMGGGCACCAATGGTCAAAGCNTTTTTAAGGT 

AAAAATTTATTACTTANGACAATTTNAMGAANMTNGGGMTTTGGAAAAAACCCAAAG 

AAGAAAAGGGGGCCAGAACCMTTATGAAAATTATTACTTCCNNANAATGAATTCAAGGG 

CCCGGGGGGGNGTTTAAANACCNAGGGACTTTGGAAAAAACNCATTGGAATNANTTGGGT 

TCAAANGAAAAATTNNAATGACCCGGGGGGGGANAANNNAAANNTAAAAGGGGGAAA 

Sequence 2983 

CCCTTTCGAGCGGCCG CCCGGG CAGGTACTTCTTATTATCCTTTTAATATACATGATATA 
GAAAG TMTGACTACTCTTTTTTTC 

ATTTTGTTTGTGGC TGGA CTGGCTTGGATTGAGGAmGAMTTTCCAGATCTmCA^ 

GMTACAATGTTAGTTTTGTTGATTTTTAAATTGTTTTCCAATTT^ 

TTCTCCCCTTTTATTATTTAT TTTAT TCTC CTTGTTTTATGTTTMCTTGGN NTTTTTTC 

TCTAGTTGCTGAACACTNGATTTTACCGTCTTTMTATTTTCCGMTATATGCACTTAAA 

TGG CTATA CATTTTCTCACTAAATCATTACTTTTACTATTATTCTACAA 

TMGTTTTGTTTTAACCANATTTNGTTTTAAGTGGGTTACCCTATT^ 

Sequence 2984 

CCCTTGAGCGGCCGCCCGGGCAGGTACTTTGGCCACCGTCCCCGGAAATAACCGCGCCTG 

CCTCTCAAGATACCCCATCCTCTCCACGCCGCTGCCGCTGCCGCCATGCAAGGGGAGGAC 

GCCAGATACCTCAAAAGGTGACGACTCCCCAAGGCTCTGTCCTACCCTCCTTGCCAGGGC 

CCTGAAGATGTTCTTGGGTTGGCTGTGAGATGTCACTGGGCAACGCTAGTTTAGCAGACG 

GGATGGGAAGCAGGGAGAGAAGTCACCGAAAGGAGAGGGAAAAGGTGAAGTGGAGAAAAA 

AGGAGAGCTCTGGGGGGGTTTCAAAGTCCTTTGACCTGACTCGGCGGAGCCCTTGACAGC 

ATTTGAAAGATGGTTTTCTTCGNTACANCACCTTATTCCAAG 

Sequence 2985 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGCTGGTTGTTTTTACCTATACAAA 

TCAAMGGCTATT TTGA TTGTCTTCATTTTCCCCTTATAAATTAGGTTGGTGTCTTTAGT 

CATTTAGGCTAAGTTTTACTATCTGATTCTTMCTTTTCTATTGTAGAATGGTGCTGTCA 
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TTAAATGTATAC ATAAACC TTCCAAA7TAA 
Sequence 2975 

CCCTTTNGAGCGGNCGCCCGGGCANGTACCTGAGCCCAGTTCTCCCACCTGGCATGGCTC 

TACAACCATGAAACCCTGATGCCCTCACATGCNTAANAAGCCCTGACAAAGTGGATGTGG 

ATATNTNTNTCACTCTGCAAAATGAGACTNACGATGACCTGCAATGTGATGCTTCTTTGG 

GCCTTGAAAAAAAAAAAAAAAAAAAAACCACNNAAMCCACCCAATTGCTTTAAGGTTGC 

CTGANTCANAGGGCACCTTGATGCTNTGGCCAGGGACACTGAAGACTGAATCACCTANCT 

TGCCTTTGCATAAACTATTTACTAATATGTGNTTTCATTTCTGN 1 1 I 1 1 ICCAACCT 

Sequence 2976 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATCTAGCTGAGMCAMGMTTTATATTCCA 

MCAGGATAAAAGTATGAAAAATGTCTTTATTACCTACCTAGTATTTTCCTTCCTCCGTT 

TATGACTTCTTTTACATACACGTTm 

TCCTAACTCTGTGTGCAGCATGGTTGAAGAATGGGATATTCCTGTTACAGATACATCAGG 

CACATCACCAACTCCCAACGMTCAMTCCMTTGMTGCTTTrAACCCTAAAATmCA 

GGAAACAAATTTATCATCTTTGCTAAATTAGAAGACACAATGGGAGCCATATGGTAATGG 

TGACCATATTTCCCAAATTATAMTTTATGGCATAGAACCTGAGGAATGCTCATCATGGA 

AACAACAGGAGTGAAAATTTAAATGCAAGCAGTGTGGGCCCCATATTGCTCTATGGCTAC 

CATGGCTGCCTGTCCCATTC 

Sequence 2977 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACATCTGCTGTTTCAATAGGCTGCATCCAT 

TAGAGCTGCTGTTTCACTGTGTGTTTGTGCCTGAGTTGGAGGTGGAGGGGCAAAGACAGC 

GTGGGCCGTGATGGCCACACACAGGGCATGCGTGTCATGGGGACTCAGACCCTGGTGGAG 

ATAGTATGGTGCAAAGCATGGCCTCCGCACTAACCCTGGGTCCTCACCTGGTGCAAGGTG 

GGAAGCTTTCCTGGCTCGCANAAGATCACTAATGTGTCCCTGTGTAGGCTCCTCCTAGGT 

TGAATCAGCTGAGGCAGCACCTGATGAAGAAACTCAGGAAGACAGCCCCACATCTCTAAG 

GAGAAATGAAGAAAAGCAAATCCTGCTCTCTCTACTTTTNACCTNCTGCTNCCCATGTTC 

CCTGCCTGGTTTGCTGTTGATCTGTTGATT 

Sequence 2978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCTTGGTCTCCCCTCCCTGGAAACGTTCT 

CAMTTGGTAAGAAAGGCAATTACAGGGCTCAGCTCGTTTGTTTCCCACCTGTCAAAGCA 

CTGTCCTTCATTGTCTGATGTCCAGTGTCTCAATACCATTGTCTTCTTATTTATCTGGAT 

TCTGGGGTTGTTTCAGGTGGGAGGGTAAATTNAGTCCCTGTTACTCCATCTTGACTGAAA 

G C AAAAGTCC AGTTTCTTTAGTTTG NTC NCCCCTTATG NACAAG AACTNAATCCCTNCNA 

MTGAATGGGTTANNATGANTTTCCCTATTAGGGTTTTTANCTNATTTGGGCCAAGGATG 

NGTGNAACCCAATTGGGTTCACCCTTTNCNTTCATGNACACCCTGGACTTGANGTTNACC 

CTCTNAATATTNATGGCAGNAATTCCTGCNTGANATTGTTAGAAAAA 

Sequence 2979 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGCATTGAATACTGCTGACTGGCTTTGGAGAA 

TGATTAAACAAGAAATATGTTATAAGATAAAATGGTAGAAACAACTATAGTTTGAGTATG 

TTCCCCAAGTTTCATATGTTGAAAAATTMTCCTCAAATTCATATGTTGATGGAGTAGAC 

CCCATGATGGGACCCAAGGCTTTATMGMGAGGAGGGACCTGAGTTGAAATGCACTTTT 

TGCCCTTCCACCCTTCTATCACAATTTGAGGCAGCAAGAAGGCCCTCACCAGATGTTGAG 

CAAATTCCAATGTCANGCTCTTGGACTTCCCAATCTTCCAGAACCATGAGCCCGAATGTT 

TCTTTTTTNAAATNAAATTATNCA^ 

TMGACCMGAATTGGMTAAMTTGGMTAMTGTTTCATGTTATGGGTTTGGATACCA 
ATGGGGGTCTGACCAACNTTTATTTAATGAATGCCCCATCAAAATNTTGAAAAGAACCCA 
TTNTNGAA AAGG I MM 1 ATTCCTTNGGGGTTTCTATTCTTGNCTTACCNGCNTTCTTNA 
TAAAAAAMTTTTGGGCANTTCCCCAAAAANCCCATT^^ 

TAAATTCAGGCCTTGGGCAAAAATNTTTTNCCTNGNTTTTAAGCCT II I I TCCAAAGGTT 
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1 1 1 1 INCAGAGCATATGGTATCTTTTTGCAACTGAAACCNATNGTGAAATATCCCCCACA 

CAGATTTTGCCANATGTTTCTGAGTTCAAGCCCCATATTTCTGNAATTCATGGGNTTCTT 

TACCATGCCAAAAAGAACCNTGGNAAAGAAAGTNTTGGGAAAAAAAT 
Sequence 2969 

TCTGCAGAATTCGCCCTTTCGAGCGGCCGTCCGGGCAGGTACAAAGTTGCCAAAGGCCTG 

CATCCATACCATCAGATATTATGCATCTTGCTTTTCCACGATCAAATTCTGGGTCATGAA 

CCAGATCTTCCATGTCTTCCCAGAGTTTACGCTGATATTGAGTCATATAGGCCATGTAGC 

TAGCAGCTCGGGCTGCAATGGAGGCAGCGTGGTAAAACCTACAACCCATGACCTCCATTT 

CTTTTGAGGTAGAATCTAGAGGGGATGTTGTGTTTCCTCTTTTGCTGTGGTCTAATGCTT 

CTACAATGGGGCCTTCAGCTGGTGGGT 

Sequence 2970 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTANTCTCAACTGGTGGTGTTAATATTGCT 

ATTNGNAAACCTGTAATGTGATNGAACTGTGGTCATGGCATTGTGTTTTTGGAAAAAATA 

TGAMCMCCATTGATGCTTATCATTTGGATAGATGTTTGNTTTATTTGCATGCTTTAAG 

AAACTACAGCTATATTGGAGCTTACAAGTTTGGAGCTGGCAMGAGCATGCAAAAGAGGG 

GATGCTATTCATTATGTCTTGTTTATTTCCAAATTTGTCCCCATTTTGCATTTTTTTCCC 

TAAATTFGAAAAMTCATATCCCTTTTTCATGGCAAAAGACTGATAATCACATCTAAAGT 

TTAGGGGGAAAGATCTGTATTAGTAATTGTATTCACTANAAGGGCTTCCAACTGCCTGCT 

ACTM GTCATA TMCATATTTATAMGGAAATATGAAAATGGCTTAAACATGGCTTAACA 

TATTTCTTTTTGGTAAAAATATATTTTTTAAATCAN 

Sequence 2971 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCCAGGCGCTGATCAGCGGTATTG 

AAGCCCAGCTGGGCGATGTGCGAGCTGATAGTGAGCGGCAGAATCAGGAGTACTTGTTGT 

TGCTTTGTTTGGAGGGTGTGGTGGTCTCCACTCCCGCCTTGACGGGGCTGCTATCTGCCT 

TNCAGGCCACTGTCACGGCTCCCGGGTANGAAGTCACTTATGAGACACACCANTGTGGCC 
TTGTTTGGCTTGA 

Sequence 2972 

TCTAGATGCATGCTNGAGCGGCCCGCNAGTGTGATNTTTATCTGCAGAATTCGCCCTTAG 

CGTGGTCGCGGCCCGAGGTACTCCNACTTTTNNTTTTTTTTNTTTTNGGTCTCAAAGACA 

TTTATGAGTGAAAGAANCCCGTATCGAAAGCTTACATGCTATATGATTCCATCTGTGTGA 

CATTTTCAAAAAGACAAAAGTGTAGTCATGGAGAANAGTGGTTGCCAAATGTTATATGGG 

GGAAGGGGGTTACTNCAAAGGGATAACANAA7TTTTTAGGGTGATGTTNCTGCTGGAATC 

CTAATTGNGGAGATGGTTACAGGACTCTACAAATATGTTAAAATTCACAGAACTGTNCNC 

CAAAATTMNAAGTCAAATTTTCTGTATGNTAATTTAAAAMTAAAAGAAATTTTAAAAA 

GGCMTTTTGCCATTTAAAATTTATAGTTAACACATTTAGAGAGGCTATTTA 
Sequence 2973 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGATTTATTGCCTGCCAGGATTGGAATTCA 

TGCAGAGAGGAAGGATTCATGAAAAAAATAATCAAAGTCAGGAAAGTCTTTTTCTGTAAT 

CTTGTCTCATACAGTGAGTTATTTTTGTCTGGGTAGTTTACGGGGATGTAACTCCTTCAG 

TCATCTAACCGTGATGTAGTAAAAGTCATTTGCAGGAAATGAAACTCCACTTTGTTACTT 

TTTTCACTTAAAGGCTMTCTGATTAGCTTTAAAACATTTGTTCATCTTTTAATTCAGTA 

TTTGTATGATGCCTATGGAAGACATATGGATTTAAATAGAACTTGGCTAACCATCTACCA 

ATAAGAGAAAGTGAGATGCTAAATCAGAGAGGCAGGAAAGTCTATTTCAGTAAAAGCTAT 

TTTGACCTGAAATACTGTAGGCAGTCTTACAGAGTATTTTAAT 

Sequence 2974 

CCCTTAGCGTGGTCGCGGCCGNGGTACTCCAGCCTGGCTGACAGAACAAGACCCTGTCTC 
AAAAACAAAAACAAAACAMGTTTCTTGTTTGTTAATCATCAGCTTGTTGATAGAAAACT 
CACAGAATTGGAGAA ATATTTAC TATTCCTTTCTTTCTGCTAATACCACTAATCATTTTC 
TATGAAAGACCTGTTCTTTTTTTGAACTTATGAATAATGTTAGAAATGGAACATGATGTT 
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GTTTCAGAATTAAGTTGGAAAAAGAATCAAATAAAACATAAACCACCTGGCACCCAGTAG 

ATGCTATGACAGTTCACATTATGGCTCCAGTGAACAAAAGGTCTACAGAAAACTCTTCCC 

CCGTGCCTGAAAATAACATGAACCATATGAAAGTAAATGCCACCAGACGGTCCTGGCTTC 

ATGAAGCTTATATTTTCAATCAGAAGGCAAGGCAAGAACAGGAAGCAGCTACAGAAACAG 

TATAGTTTTGGTTTCANAAAGCCTACCTAGG 

Sequence 2963 

TGCAGM7TCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGACTTCTGTGTGCTTTCC 

TGTGTCAAACTGATCAGAGGATCAGTGTGTGGAAAGTCCCAAGGTTTGGGCTGGGTGGGA 

AGTAGGAAAGCCTCATAAACACTCAAAGCTGTGAATGGAAATTCACATAGTATTCTGTGA 

TCAGTAGGTAAATAGTAACACCCAGGCCAGGAACGTGAAGGTGAAGTGAGGTGAGGGAAA 

GGAGACAGAATACCAAGAGAAGCAAAACACTTTAACTAAAGGGAAGCGACAGACCTCCTC 

CCTCCAGGAGAGGGCCAGCTTGAG 

Sequence 2964 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGTCACACAGGAAAGAAGCAGACC 

ACGAMTGAACTTCGGCTGTCACCTGCGGTGGGCGCACTAGAGGTCTTTTGAACTCCTTC 

GGCTACCGTCGCCGCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGCGCGCGGCTACAGC 

ACGGTTCG I 1 I I ICCTTTAGTCAGGAAGGACGTTGGTGTTGAGGTTAGCATACGTATCAA 

GGACAGTAACTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTGG 

CCA 

Sequence 2965 

NATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGGACTGGGGA 

GAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAG 

AGCCTCACAGCAACTAAGACCAACCCATCTCTTAGAAGAAGGAATGTCAAAATGTCATGT 

TCMTTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAG 

GAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAATAAGCAAGAC 

CACANACTNAAGAACGGACATTAATTGGA i I I I I I I I 1 I GCCCTGGCCTGGAAAAGAAAA 

NGTACCCT 

Sequence 2966 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTTATTCACC 

TCANATGGGTCATGTGCCGACATCATAAGGGGATTTGAGGGAGGCATATCAAACATGTGA 

ACATAAAMCCCMTCATTATGCTTATCTATTACAAMGGATCMGTTTAGGCTCTTAAA 

AGCTCCCAAATCMCTTGATCAAAMCAATAAAAGATTACTGTTTAGTTTTTCAAATATC 

TGAGCTACTAAGAAACATATTTTGGCACTACATGAGTTATTCTATACTAATTATTGTGAG 

CCTATAMGCTCATTAAAAATTTTTMTTTTCTTGCAGACCTGCAAMTTTG 

Sequence 2967 

TTTCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGTCCCACCCCCTGCTG 

GGTCAGTAGCTTCTGGGCCAGTGGTTGGGGGCAGAAAGAAGGTCAGAGGCCCTGAACAGA 

TAAAGCAGGAGGTAGAGAGTGAGGAGGAAAAACCCGACAGGATGGATATTGACAGTGAAG 

ACACAGATTCAAACACATCTTTGCAAACAAGGGCTAGAGAAAAGAGGAAGCCTCAGCTGG 

AGAAGGACACAAAGCCGAAAGAGCCCAGGTATACTCCCGTGAGCATCTACCAGGAAAAGC 

TGCTGCTCAAGAGGCTGGAAGCTTGTCCCGGTGCTTGTACCATGACTTCCGGAAGCTCCG 

GAGACTTGAAACGCAAACTGATTGTCAGACAAAGCCAAAANGGGATAGGGGGATTACCAC 

TTTTT 

Sequence 2968 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTCTAAATTGAAATGGTGACAGTG 

GGACCTGGTGTGGGGGTTGTTTGTTGTGTAAGAGACACTCAGAGAAAGAATCCCTGCTAT 

CTGAGAATTTCAGGAGTACAANATNTTGGANCAGACGTAAAGAAAGTTGCAAAGAAAGAA 

CAATAGAAGACCACGAACTGGTGATTGAANTGCTATCCAACTGGGGGATAGAAGAAGAAA 

ACAAACTATNCTTTAGAAAAAATTATGCCAAATATGAGTTCTTTNAAAACCCAATGTATT 
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Sequence 2956 

CC CTTAGC GTGGTCGCGGCCGAGGTAC I M H I i I I M H M I M ( T A AAGTTCAGTTTT 

AG J l l il l l ACCACTTGATGGCAGTGATGGAGCTAGAGCTCTACCCTGAGAAGGTTAGGGC 

AAGAACTCATTATGMTAACAAAAGCGTAGGTACAAAGGAMTCCCTGACATTTTAATAT 

TATTCACATTTCTAGGTGATATTACTTATATTGCAAGTGACAGTAATAGGGGGAAAAGCC 

TCTAGATGGAGCTTCAGTACTTTCTAAGGGAAAACATTTCCTGTATCTTTCCAAATGCAT 

ATTTTATATTATTTTACATAATATATTAMTCCAGMTGGATTT^ 

MGGGTGAATTTATTTCANATGTAATTATGGGAMTTM7TCACCAAATTTCCTAAATM 

TTTGGAAAAAAATGGCTNTTTAAAGTATCTTACATTTTTAAAATCATTTANTA 

GGTGGAAAAAGTATTGTTTAAAACCTTTTGAGGTCAAAACCANTTTCTATCTAGTANTAA 

AAGAATTTNCCATATCTAACCAAAGGTTTGGTNAAAAAGAANNTTTTTAATTAAGAM 

NCAG GGTGCTTTAAAAATCAMTANTTGGCCCTTTNMTTTAAATTCTGGNCCATCTTNT 

T7TTNTTATGGCCTAGGTATCAATTTCAAAM 

ACCTNTTTACTTCCACCTCAATTGGCCCCAACTTTAAAAAAAA 

Sequence 2957 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATCCTGAGCTATCCACAGTCCCCGAACTC 

TGCAACATTGCTTTCAGGTGATAGAGACAAGATGGTCCATGCAAATGAGCTGACACAAGT 

CATGTCGTGTGCAATCAAGATAGGATCCCAGACATCTTCAGAATGGTTTACAGTCACAAG 

AAATAAAGTTCCAATGAAGTGGTTGGCATTTGGMGCACACTGTTTTAAATATATCTCCC 

TGMGGTATGTTTATATATTAGTGCACTGGTCAATATCTGACACTATCTGTCATTTTATT 

GCAAAAGGATATCAGGGCAATTAATAGGAGGGATCTTAGCACTACTTTAGACCAATCTTT 
AAAAGCCT 

Sequence 2958 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTCTCCAGCATTTTCTACATCTGGCAAGC 

TCGAAAGTGAAACCCTAGTGGGCCATCATGCAGGTTTTGAGTTATTTACTGTTACAGATG 

AGGAAACTGCGAAGCTACATGGCCACAGTCAACAACGACAACAGAAGGCAACATAGTATG 

GCGGTTAAGAGCACCGACTCTGAAGCCAGCCTGAATCCTAAGAGCCAGAGCTGTGCAACA 

GCAGGTAAATGACTTATCCTGTGCAAGNTTCCTCCTTAATGGAAATAGTGCCCAAGGCCA 

CAATATCGCGAGATTTACACCGTAAAGCTGGAAAC 

Sequence 2959 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGAAACCACAGGTTGCCCTTTCCACAGCTGG 

ATAGACTTATCCAAAACGGCAGGATGATTCTGTATTAATCTTTTTGGAAAGCATGTCTGT 

ATTAAGATTGCAAAACATACAGATAGCTACCACAAATTAGGTCAAATGACTGATCAAGTN 

GTAACATCTGTGAGGTCAAATTCCAGTTATAATAAAGTGCCTAGATACACATTTATACAA 

CAGACCATAAGAGCTGAATTCTTTACAAATATCTTTATGGGCATGTAAAATTGACT 

Sequence 2960 

CCCTTAGCGTGGTCGCGGCCGAGGTACANAGAAACCACAGGTTGCCCTTTCCACAGCTGG 
ATAGACTTATCCAAAACGGCAGGATGATTCTGTATTAATCTTTTTGGAAAGCATGTCTGT 
ATTAAG ATTG CAAAAC ATAC AGATAG CTACC AC AAATTAGGTC AAATGACTG ATC AAGTT 
GTAACATCTGTGAGGTCAAATTCCAGTTATAATAAAGTGCCTAGATACACATTTATACAA 

CAGACCATAAGAGCTGAATTCTTTACAAATATCTTTATGGGCATGTAAAAATTGAC 
Sequence 2961 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGCTGGTTGTTTTTACCTATACAAA 
TCAAAAGGCTATJ TTGA 7TGTCTTCATTTTC 

^ A ^^ A GGCTAAGTTTTACTATCTGATTCTTAACTTTTCTATTGTAGAATGGTGCTGTCA 

TGTGGACTGTCCTCCCGAGTGTCCCACTGGATGTTCAGAGAATTTATGTGAAGGTCACGT 

CATTTAGCATTGAGATGCTGTGGTTACCTTCTTCCATTTCTTCCATAATATGCA 
Sequence 2962 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTTTTGCAATTGCTCTAAAGGTTTGAAAG 
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AAGMTTCCCCTNGGGGNTrCTTTCCCTTCCTTTGGGCNTTT 
Sequence 2951 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATCCTGAGCTATCCACAGTCCCCGAACTC 

TGCAACATTGCTTTCAGGTGATAGAGACAAGATGGTCCATGCAAATGAGCTGACACAAGT 

CATGTCGTGTGCAATCAAGATAGGATCCCAGACATCTTCAGAATGGTTTACAGTCACAAG 

AAATAMGTTCCAATGMGTGGTTGGCATTTGGAAGCACACTGTTTTAAATATATCTCCC 

TGMGGTATGTTTATATATTAGTGCACTGGTCAATATCTGACACTATCTGTCATTTTATT 

GCAAAAGGATATCAGGGCAATTMTAGGAGGGATCTTAGCACTACTTTAGACAATCTTTA 

AAGCCTGGGTAAGATTCATTAGCTACCCAAGTGGCATTTCTGACTTCAAATTGTAGTATC 

ATGCMGATTTATACTGGATTMTGGAGCCTGGAGTAACTCTACATTTMTTATTTCCAT 

TATGGGGTAAACAGCACTTGAATTAATA 

Sequence 2952 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNN I U I I I I I 1 1 I 1 1 I 1 1 I I I I CTGGATTTT 

TAGNANAGACGGGGTTTCGCCGTTTTAGCCGGGATGGTCTCGATCTCCTGACCTCGCGAT 

CCGCCCGCCTNGGCCTCCCAAAGTGCTGGGACTACAGGCGTGAGCCACCGCGCCCGGCCT 

ANAAGAGTTCCTAATACAAAGTAAGCATTCAATAAATATNTGTTGAATGAACAAATGAAT 

GAATGMCTTTCTAGGNGTAMGGGCTGNTTATAACMTCAAMTGTTTTCCTTACCTAA 

AAAGCGTGATTATAMTCAGCTTMTAGTTAGAAGACMGTTTGMTTAAAMGGTTTAT 

GAMGGAMGTNTGCAMTGCTNATTTTTA^ 

GTAGAGAAATGTTAATTTATGG 

Sequence 2953 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTTACATTCTGTGGTTTTAAAATCI 111(1 
AATGGGCTTGGTATTTCTTGCCG I I I I I I'CCTTCAATTATTTTTCTTATTATTTGATTTT 
ATGACCATTTTAAAGCTACCTTTATTTAGCTTTCTGATTACAATAATGAAATGACCAGTG 
TTCTCI I 1 1 I I I AATGTATAGTAAGCAAGAAGAGTGCACCACAACATCAACAGCCCCAGT 
CCCTACAACAGAAATTCCGACCACAATGAGCACCATGGCTGCTGCCGAAGCAGCAGCTGC 
TGTTGTTGCAGCAGCAGCAGCGGCAGCAGCAGTAGCAGCTGCAGCCAATGCTAATGCTTC 
CACTTCTGCTTCTAATACTGTCAGTGGAACT 
Sequence 2954 

MTTCGCCCTTTCNAGCGGCCGNCCGGGCNGGNACAGTTACATTCTGTGGTTTTAAAATC 

! 1 ! M j AATGGGCTTGGTATTTCTTGCCGN T'l I f 1 CCTTCAATTAT I \ \ ICTTATTATNT 

GATTTTATGACCATTNTAMGCTACCTTTATTTAGCTTTCTGATTACAATAATGAAATGA 

CCAGNGTTCTCTTTTTTTAATGTATAGTAAGCAAGAAGAGTGCACCACAACATCAACAGC 

CCCAGTCCCTACAACANAAATTCCCGACCACAATGAGCACCATGGCTGCTGCCGAAACAG 

CAGCTGCTGT 

Sequence 2955 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAAACACTTATTTCTACATAAATACCATGAT 

TACACTGCAAGATTCTTTGACCAMTAMGAMGTAGAACTTTGTTC 

TAGACAGACTATGAATTCTCACCTGTAAGACATGTTATTATTGCTGTTGACATCATTTAC 

AGTTTTTCCTGGTGATACTGGTGGGTTGGGTGGATGCTGGGGGAGAAAAAAAAATNAAGG 

TAAAAATNAAACTCAACACACAGGGMTCTTTAAAAAAAAAATTAGACCTGTAGATGCCT 

GTCAATATATTATCTGTCACTGNTCTAATATAATGGGAAAACATTTNCCAGCTGAGACAA . 

TAAT7TGAATCTTGG G C ATTATC ACTTGGTC ATTTG G NTCTTAAGC AAAN NC ATTTTACT 

TTTGCTGAAAGACAACCTGCTTATTNATTTTGGGAGATT^ 

TTTTTTAANNGTTCTTTTTGMGGAAATNAAAANTTTNAAAMCNCCC 

CAACAATGNCTTNTNAAGAAATTTTAAAAAAAAC^ 

GAATTAACCCAGACTNCCCTCNTTTTAACCAAAAAAGCCTNGNNGAAATGCCTNCTATTG 
TANCAGGCNNTNTTNTTTTTTCANCCCCCCATTTTCNAAAAANTAAGGNGNTNTTCCANT 
GGTNCCCAAANTAAAAAAATTANI I I J I AAAATTNG I I M I I AA 
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TAGGTTCATGCTGCATCTCTGATCTCTACAGGTAGGGAGAAGGTCTTTTCTGCTCCC 
Sequence 2946 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 I 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 | I CAAAACTAGT 

GACTCCTGTCACTCTNTTCCACTCTAAAAGGGCAGGATGCAATGGCAAAAGGGCACATAA 

TTCTGTTTCCTTGAGTGTCTCTTAGTATTAAAGTAGGCTCAGTTTNTAAATATTAAAATG 

ACCCACAATAAGAGCTGCAATGATTAAGTTTGTGACTTGTTATACCAATCAATGTNTGAC 

AMCTTANAAAAACTGTTTNTAATTTACAATGACAAGAGAGGAAAGAGGAGCNCAGGAAA 

CANAAACTCCAAGAATAATTAANAAGACATTGCAAGTTTCCANAAAGGAAAGCCACAANA 

AATTTTACNCNCTGGCCTAGGAATTTAATAGAGACAGAGTANGTCTCTCCTTANCAGTAG 

AMTTATAACTTAAAACTAAAAATGGAACTTATTACCAAATTTTAATGTTTCAAATAAGA 
AGAATNGAGATANTTTTTT 

Sequence 2947 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTGTCCAGGGAGCTCTGAAAAGCATCCTATG 

TCGCACCCCGGGAGAGTTTTACCACAACACTCTGAGCTTCCTCAAGGTAAGGGCAGCTCC 

TGCCCTCCACTTTGGGAGTTTGGGAGTCAGAGAATGCCGCCCGTGGAATTAGGAATAATT 

GGTTCTCCTTTCTGGAGTCATGTTCCAATATTAGGAGACGGCATCGGTGTAAGCATCCAC 

^ A ^£^J^JpJ[£ACTTCCGGCCATTCTCTCTGCCCCTGGTGAAMGCTTCMGTAATAG 

AGCTTTTTCTT TTTCA CTCCTTATGCCAAGAACATCACACCTACGTTCCCACTCTTCAAT 

GAGGGGGCTATTTTTAATGACTTGGCTTTTCTTTTACTTAAATTTTGATCCTTGATTTCT 

CCTTGCCTCTTCTTGTAGTCCAATGCTGATCTCTG7TATGGGGCG 
Sequence 2948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAAATCTCATGTCCTGGGAAACCCCTCA 

GTCCTGGGCAAACTGAGACCGGTGGTTATCATACAAAGAGAAAACCAAATAAGACTAAAA 

TTATGTCCAAACACTTTCATTGTGGCTAGGAACACAAGTTGAACACCCTAATAAGGAACA 

CGAATAATAAAAGCTTGCATTATTGAGTGCTTATATGAGGTAAGTATTATACTATTATCT 

CCATTTTAAAGATAAGCAAACTGAGACATAGTAAGGGTAAATAAGTTAGTTAGTGAAGGC 

ACCAGAATTTAAACCCAGAAAGTTTGGTTTTAGAGCATACACTACAATCAGCACTGTATG 

GAAAGATATCTAAGAGCAGAGACAGGCAGAGATGGGAGCACTGGGGAAGACATCATGGAG 
GGGCTAGATGGCTACATCTT 

Sequence 2949 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA ) I I 1 1 I I I II I I I I I 1 1 | | I I I 1 1 ICCAA 

ANCAGGAATGATCTGAGTATTTGCCAGCACCCAAATAATCCCAACANACTACAATTTTTT 

TGAGTAACTGATACTATNTTTAAAANAAATTATGGCCTATTTTATTGTCATNAMCTTTT 

GAACAAACCTNTTAATAATTACTAAATGTCCTACAAAAATTATGTTGTNTACATGGGAGT 

CAAATGGATGACATGGATGCGGAAAGCANAAANANACTGGAAATNAACATTTTANTTCAN 

CCTTCCAAAAAGTAAAACCCACCACTTNTTTCCCCTTNATCATnTNAAAAGCCCNTNGC 

MTNAACCCCAAACTTGAGGCCTGAGGGGCGGATGCNCCAANACTTTNTTTCCAGGCTNT 

CATGGGATTTATCTNTTTTNGGGAAAAATGGTAMGTTCTTGNGGGAAAAAGGCTAAAAA 

Sequence 2950 

CCCTTTCGAGCGGCCGNCCGGCTCAGGTACCATGGTGCTGCACAGACCATCAGGAAGAAC 

TGAAAAGTTCAGGCAACTTGAGAAAATAAAGTCACCACCAGCAAGAAGCTGTCTAAAATA 

ACCGGAAGATTATAACCCANGCACGTGGAGGAGTGTGCTAGTGAGTANAATGTTATGAAA 

GCTACTATAGGTCCTCCATTAGCATGCATGTGCTAGGTCCTAANGCATTAAGGGAAAGAG 

G TAGAAG GATTTTGCCACNGTAGGNAACACCrrGMGmCANGTTTTGAAGCCACCTTT 

TNTTTTTGGGAAAGGTTGNCNCAAANGGCTTGGTAAANTTTG7TGGANGAAAGCCTGGGG 

GGAAAAAGGACCCTTCMCAAAAGCCTTTTCTTCNTAAATTTTCAAAGGTTCCCTTTGGT 

mCCACCMTTNTTGGMGGAMTTTGCANTTMNGNCCCCCTTNTATGGAAAGGTTTT 

GGATTTTCCCCCCANGGGGCNCCTTGGCCATTGGNCTTTGGGCCTCNTGTGGNAAANCAA 
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TGAAGAAGCGAGGCTTAGGGGGAACTGTGTCATGCCCCAGGGCCACATGGCCGGGTAAGG 

GGTCCAGCAGCTTTAAGCCAGGGAGGTGGGCCCAACGTCCATACCCTCAGCCATCTTCAT 

CCTACTTCGTCACAGGGTCGGGGAAGATACAAGTGATGAAGGCATTGTGGTCAGACTCTT 

GTGATTGGCCCAAGGATGAGTGAGGCCTTGAAGGTGCCTTCATTAACTGTGGAGTACATG 

CCAAATGCTCTAANGAGACATACACCCTTAACCCACTCGATTTAACAAAAAGGAGGNCTT 

TTTTNGTGGGAAGCCAGGCNCCCACAATTGCCAGCAAGATTAAGGGAGTCCAGANGAATN 

CCCCCAAAGTTNGCTTTCTTAANTTNTTCCCCANCNCCTTAAAGGGGGAAAAAAGAAAAA 

GGGNGAAGCCNCCCNNCTTTAAAGGGAAAAAATNGAAANCCTTGAAAGGGAGNANGNATT 

TTTT 

Sequence 2941 

NCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTA 

CCACACACACACAGGCACACGCAGGCACACGCAGGCACACACGCAGACACACACACACAT 

AMCACACAGAGTTCACTAGTCCGAGTTACTGATTTrCTTAGGATTCTCAAAGTGACAAC 

ACCGGAAACAAGGTAATTCATGTTAAAACACMGGGTTATATCAGTAAGAGATGGGATCC 

CCGAAGTAAACCGTGGAATTTGAATCAAGCTTCSAAGAGCTAAAAAAAGAAATTGGAGTT 

TCMCATTCACCTTCTTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAACATTACA 

GTTTCAGGATACAAAAGTAGAAACATCTGAGATTMGCCTACATTTTTAAAAAAAGATAT 

TGAAAAATTACTGNGCTTGTMTACCAGCTTTTCAMCATCAATACCAGTTATTGGCATT 

ACCTAGATCAMTCTTTTTCATTCAAGGTTGAAAAAAA 

Sequence 2942 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 
TTTAMCCTCAATGCCACACTCATMTGAATAACCAGNCTACTATCTCTTATGAATTCCT 
GATAATTTTCTCTCATTTTTACTCAAAAACTGCCAAATGAATNCAGGACCGTCTNTNCAA 
GACTTAMCTNTATTTTATTTTGAATACTATGAGCTCTAAAATATCTAGATTTTG 
Sequence 2943 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACTTTACCTTGATTTGGAAGATCATGG 

MTATCTATTTGAATCCTGGATGTATTTTTCTCACAGTCTCCTTGCTTCCTGAAATTTCC 

TCTG GTAAG TTATTCTC 1TTATCTGTTACTMG AAACTTMCTATTGCTATTTTTAATAA 

GCTCTGTTITGTTGAAGTATTTCATTTTTCACATTTTTGTTACT^ 

CCATATGGCCATATTTATTAATTAGTATGGTAGGTGGNAACTGCACTGCTAAANCATAAC 

CATNGT MTGTATTACCCCNATANTCCCATGTATTACCCCMTATCTTTTACCTTCCTTT 

ATTTTTAAMTATTTGTCCTCATTTATATTTATGGGGTTACAACGGACATTMTT 

CCCACCCCCATTA 

Sequence 2944 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGGAAGANAATGGGCCATAAAAATAATACT 

CCCATTTATATMTGCTACACAGTTTACAAAGTGCTTCCCTACACACTCTGTGTTCCAAG 

GCTTGCAGTGACCCAGTAAGGTTGGAAGGTCGAACCCCATCTGGAGGACTAGGAAACTGA 

AGCTCANAAGAGGGAAATGCCCTTCCCANAGTCTAAATCAAGCAACAAGGGCAGGATGTG 

GACCCCmCCTTCCTCTCTGTTCAGCACTCTGGTCACAGCTGCCTGAACCGGGAGCTTT 

GGGTTGGATGGGTGATGAAAGAAGAGAGAACTTGTCAAGACCCATCACTGCATCCAGGTG 

GGGTTT 

Sequence 2945 

CCCTTTGAGCGGCCGNCCGGGCAGGTACTTGATTGTTCTGAAATTCCTTATGCATGATTA 

GAGAMGAGTAMTGACGTATTTTAGGATTGTGTTTAACAAMGTGAGATGCTAATTCTT 

GAAAATTAGGCCTCTCTATGGGGACTGCACGTAATCACATTACCCTAGATCTTGAGTTAG 

CCGAGAGAATATTCACTGTCAGGTGATTCACTGACCTTGCCTATAACTTGAAACCAATAA 

GCAAATCCAGATGTAGTTTCACTGGCCTTTGAAGTCCAGGGCAAAAAGACAAAGCGTGAC 

TCCCTGTCTCCCCATTGCATCCTGATTGTCTCCCTGTCCAGGGACAGAATAAATATCCTC 

AAGACATTGACTCTTTTCACAGTGAAGAAGCTGAGGTTGGAGCTTTGGCCTCATCTCCTA 
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GCGCCAGGCACTGGGCTMGGGCTCCTTGTGAATTTTTCACTTGATCCTCACCACAGCCC 

TCGTCACCTCCATTTGACAGATGAGAAAACTGAGACTCACTAAGGCAGAGCTCACACAGC 

TAGTGACAGGCAAAGCCAGACTTGGGACCTGGCTCCAGTCTGCTGAGCAGTCTGCCTCAG 

AAC CTATA CTCTTAAATCCCGAAAACAGAGCTATAGATGCTTTTTCCTGCCTCCTTAACT 

TTCCTTTTCCTTANA 

Sequence 2936 

ACGCCGGGGTCATAATAGMTTCTCATGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTC 

CACCTTCTCTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGC7TACTT 

CCCCTTCACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTATAGTTATA 

CCATCCACTCTGAAATCAATGNGMTTTAACTTCAGTTCCATACAGAMCTTCTTTTCCA 

CAGATGGAGTTTAAGCCCAAGCTGGAGTGCGATGGTGCAATCCCAACTCACTGCAACCTC 

TGCCTCCCAGGTTTCMGCTATTTTCCTGGCTTANCCTCCGGAGTAGGCTGGAATTACAG 

ATACTCAGGMTTTCAAGTGTGCTATCCCTATGTGTATTGATTATATCTTCATCCTGCTC 

AAATTTGCTATTGA 

Sequence 2937 

AGGTACAGATCCACAGCCTGTCAGTTGCACCCTCCCTGACACCACCACCGGGACCTGCAC 
AGACTGGGAGTTCATTTCCTTGCTCACTGGGGCCTGCCTTCCCCAGGCTGGTGTCTTCTG 
ATAGCCAAACTGAGGGGTGGGAGGTATTTTGAAATGCAGATTTAATTATTCATGTGTGGT 
GAGGCCAACAGATCAGGAGATAACTGCCACTGAAATGATAGTTTGTTACACACAGTTCCC 
e AATGGGAGGGGACATGCCACACACGGNGGGGGTCACACAGGGAAGCACCAAGGTCAGCTG 
GGAGGTAGAGGGAGCCAGGGAGAAAAGTGGGCAAGAGCCTTTATTGTTTTCCATGGGAGG 
GAACGGACAAGGATTTGAGTAAGTAGGTTTAGGATTGGCTATTTGGAATAACTTCAGCGA 
GATCTGGAGCACAGAGGCTGTCCTGAGTTATCTGGTATGTGTCCTGGATTGATTAGGGCA 
GGANACAGGGGCCCAGAGTGTGAGAGCCCANAAAAGGAAGTGGGGGTATGGGCCTTTGGA 
GC AN NTTTTTTGTGGGGTG A 
Sequence 2938 

A GGCTA ATTG GACTCC ACCGCGGTGGCGGCCGAGGTACTTTATN I I M I I I I NTTTNTTG 
CI I I I iGCCAGl I 1 1 I AAGTTTTTTMTTGGATTACCAGCTTTAGGGTGGAGCCGCTTGG 
MGAACAGGGCCAGCAAAGGGTTCTCTGGNGCCTCCTGTTTTTCCCAGGGAGTCCAGGCT 
GTTANAGCTTGAATATCCCACTTTTAATTGAACTGATTTTAACCATMGCACTCTTTAAT 
ATTAAAGTCCTTCCGTGTCCGGAATTGGTGGGTTCTTGGGTCCTGACTTCAAA 
Sequence 2939 

CCGGGCAGGTACGCCGGGGGAGTCAAGACCCTGTCAGGACACAGCATGGACATGAGGGTC 

CCCGCTCAAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAAGGTTCCAGATGCCGACATC 

CAGATGACCGCAGTCTCCATCTTTCCGTGTTCTGCATCTGTAGGGAGACAAGCCGTCACC 

ATCACTTTGTCGGGCGAAGTCGGGGGTTCTTTAAGTACCCTTCGGCCCGNTCNTAANAAA 

CTTAGGTGGGATTNCCCCCGGGGGCCTGGCAANGGAAATTTCCGAATTATTCAAAGCCCT 

TAATTCGGANNACCCCGGTCGGAACCCTTNNNAAAGGGGGGGGGGGGGCCCCCGGGTTAN 

CCCCCAAAACCTTTTTTTGGNTTC 

GGCNNCCNCCTTTNGGGNCGGTTNMTTNCAATTGNGGGGCCNAATTAAGGCNTTGGGTT 
TTTCCCTTGGGGGTGGGAAAAAANNTTNGTTTATTTC^ 

CCCNCCACCAAACCCAATTNACCCAAANCCCGGGGGGANGCCNNTTAAAAANNTNGNTTA 

AAAAAGGCCCTGGGGGGGGGNGGNCNTAAATGGGNNGTGGGNAGCCCTTNAACCTTNCAA 

CMTTTTTNMTTTGGNNGGGTTTNGCGGGCNTTC 

CAAGTTTCGGGGGGAAAAAACCCTTNNTCNNTNGGCCCCCNCNTTGGCCATTTTAAANTG 

NAAATTTGGGNCCCCNAACCCCCCCCCGGG 

Sequence 2940 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGGCTATGTGCTAAGTATGTTA 
TTCCACTTAACCAGCCCTCAGTCTAACAGAGCAGATGCTATTATTATCCCCTTTAAACAG 
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AAACAAGATAAGCGCT7TAGCACCTTCCTCAGCCTACTTGAAGCTGCAGACTTGAAAGAG 

CTCCTGACACAACCTGGAGACTGGACATTATTTGTGCCAACCAATGATGCTTTTAAGGGA 

ATGACTAGTGGAAGAAAAAGAAATTCTGATACCGGGACAAAAATGCTCTTCAAAACATCA 

TTCTTTATCACCTGACACCCAGGAGTTTTTATTTGGGAAAAANGGATTTGAACCCTGGNG 

GTTACTAACATTTTTAAAAGGACCCCCNCAAGGGGMGCCAAMTTCTTTTCTTGAAMG 

AMGTTAAATTGATTNCCCCTTTCTNGGGNGAAATNGGAATTTGGAAATCAAAAAGNAAT 

TTTGACCTTNATTGGACAANCCAAATGGGGGGNAAATTTCNATGGTTGNAAGAATAAAAA 

CTTCCTNTTNTTCCAGGCANAACACCANCCTTTTTGGGAAAATGAATCCAACCTGGCTNG 

GAAMTNNCCTTTAATAAMTTTAATCAAAANTCCCTTCCCAANTTNMGTTTTGGTTCG 

GGGGNTAGCCNCCCTTTTAAMNAAAMTCCCCCGGGGACTTGGGTTTTTAGGACCCCCC 

CCTT NACCNAAAANGTNCNAAMTTTGGAAGGGGGGGAACCNCTGANTTTNCCAACNTGG 

TTTTAAAGAAAGGGGGGNAAAACAANNAACCNGGANGNGGNTNCCCGNGGGGNGGCCCCT 

TTTTTTAAAA 

Sequence 2932 

TAATACGACTCACTATAGGGGCGAAATTGGGAGCTCCACCGCGGGTGGGCGGGCCCGCCC 

GGGCANGGTACAGGTGGGCACGAATCTTTGGCTTCACTTGGNAACCTNCGCCTTNCCGGG 

GTTCAAMGCCGMTrCTTNCTGGCCNTCMGCCTNCTTGCANTMGCTTGGNAACTACA 

AGGCCACGTTGCCACCCACMCCCAAGTTAAMTTrTTTGTATTTm 

CCGGGGGTTTTCACCATTGTTTGGGCCMGGATGGGTCCTTTGGATCCTCTTTGGACCCT 

CGTGGAATCTTGCCCACTTTTGGCCCTNCCCGAAAGTGGCCTGGGGAATTTACCAAGGCA 

TTGMGCCACCCGGTGCCTTGGCTTGMGAAAAAACCGGM 

AAAATGGAAAAAAGGCTTCTTTCTTTTTNCTTTNAAAAAMGTCMCMNGGTTGGG 

CCCTTTGGGGCCCGCTTTNTTMGAAACTTAAGTNGGGATTNCCCCCCCGGGGCTTGGCA 

AGGG NAMTTTTCNNAATANTTTNAMGCCTTTAATTCGGAATAACCCGNNNCGAAANCC 

TTTTNAAAGGGGGGGGGGGGCCC 

Sequence 2933 

AGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTCTCTCTCTCTCTCCCCCTCCCTCT 

CCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCATGATGTTACCAT 

TGGAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAATGTGAATTTAA 

CTTCAGTTCCATACAGAAACTTCTTTTCCACAGATGGAGTTTAAGCCCAAGCTGGAGTGC 

GATGGTGCAATCCCMCTCACTGCMCCTCTGCCTCCCAGGTTCAAGCTATTTTCCTGGC 

TTAGCCTCCGGAGTAGCTGGAATTACAGATGTGCGCCCCCATGACCAGTAAGAAACGGTT 

GAACTGGATGCMTTTTTATCACAGCTTGTGTAAGACTGCCTCTGTCCCTCCTCTCACAT 

GCCATTGGTTAACCAGCAGACAGTGTGCTCAGGGGCGTT 

Sequence 2934 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTCAGAACCCACAAGTACCT 

Sequence 2935 

CCGGGCAGGTACGCGGGAAATGGAGAAGGCTTCCATTTACTTCAGAAAGCTACACTGACT 

CTACTAAMGGCCCCTTTCCTGCTGGCTTTTAGGAAAAGAGAGAATTCCCTCATCAGTCT 

CAAAATCACAAGCAACAGAMTGGGAMTCGTTTTACTAAGAATGAAATGTGTCGATTCA 

GTAATACTCTTCATCTTCCCCTTAGCCAAGAACCCACTAGCTCTCAGAATATTCTGAGTA 

GCTGTAGAGGTGTCCTTACAGACAGCAAATTGCTMTAACATTTGTTGAATATTTACTAA 
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GTNTTTCCCGTTCCNAANTTCCCCCNACAAACAATATAGNANGCCCGGGGGGNCNTANAA 

AANNGNGTAAANGNCCCTNGGGGNGGCCCNAATGGNGGGNANCCCAACCNCNCNTTTTAN 

TTNGN GGGTNG GGCTTCNCTNGGCCCCGGTTTTCCNGTGGNGGGAAAAACCNTGNTGGGG 

CCNNGTTTTnTAAATNTAATTNTGGCCCCCCCCCCCCCCCCCC 

Sequence 2927 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGGGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CMGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTTCAGAACCCACAGTACCT 

Sequence 2928 

aggtaci i ] i n n n n n i n n 1 1 1 1 n i iccxttattctcagcaaacagcaattcc 

ACTGCCAGAGAGGTAGTTTCCTNTTTTNTGCACCATGCAGCTCCCTGTCAACAGCTTATA 

TACAGCGGTTTCCACTTGNGTCTCCTGTGTTAAGCTCTAAGCAACTTGAGGACGGGGCTC 

ACACTNTAGTC AGTGCT GTCTGAAAGCAGCATAATATGAGTCACCAGTGTAACACAGCCA 

CATAATTAAAGATTTTTTAACANCCACATTNTAAATGTAAAGAAAAAAGT 

Sequence 2929 

AGGTA CTTAT GAAGCCCATCTAAGTAAGATCATTTCTTCTMTTCAATTTTCTAAAATCA 

TTTGTGT TTTAG AAATCTCATGATTCCCAGGAAAAAMTTTTAAATTGTGATACAGGT^ 

GACAGCCTTTTAGTCAAATAAGTTAAAACACACACGCAMCTCATTTACTCACTTTGCCA 

TTATAATTCAATCACAAAGAAATTTTGGCCAGGCGTGGTGGCTTACGCCTGTAATCCCAG 

CACTTTGGGAGGCCGAGGCAGGTGGATCACGAGGTCAGGGGATCAAAGATCATTCTGGCT 

AACATGTGAAACCCCGTCTCTATTAAAAATAAAAAAATTAACCTGGTGTGGTGGCNGGTG 

CCTTGTAGTCCCAGCTACTTCGGGGAGGCTTGAGGCACCAAAATGGCGTGAACTCAAGGA 

NGGCGGANCTTTGGCNTTGAGCCCGAGATCGCGCCCACTTGNACCTTCAANCCTTGGNTT 

GACCNAAGCGANGACCTCCCGTTTNTAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTTG 

GCCCNGGGCGGGGCCCGTTTTTTANAACTAAGNGGGGNTCCCCCCCGGGGCCTGGNAGGG 

GAMTTTCGANTTTTNAAAGCTTTATTTGAATCCCCNNCNAACCTCTNANGGGGGGGG 
Sequence 2930 

AGGTACGCGGGTAGAGATGGAAAATATCAGACCAATTGGAMTTTTCCTTTGACTCTCAC 

CTGGTCTGAGCATCTTCTGTCTTTTTGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGG 

GCACTTGGAGGTCTCTTCTCGGCAAAGTGAAAGAAGCGGTGAAGGTGGCCATTGATGCAG 

AATATCGCCACATTGACTGNGCCTATTTCTATGANAATCAACATTGANGTGGGAGAAGCC 

CTTCCAAGANAAGATNCNAAGAAGAAGGCTGGTGATGCCGGGAGGGACCCTGGTTCATTC 

GGTNA GCAA AGGTGTNGGGCCCCACTTTTNTTTTGGNNAGMCCCCCTTTNTGAAAGAAA 

AGGCCTTTTGMGAAAAAACCCCTCAANGGNNCCCTGAAAANCTGGGAC7TTTTTTNGGN 

NCCG TNTTA TCNTTTATTTCCCCTGGGCCCCNNGGGGGAATTCAAANAACNGGGNGGNNA 

N AAANTTTTNTTCCCCC AAAAAAANGG AN N AAAAG NGG N GN NTTTTG NTTTN CGGG N GGG 

NAANACGGGGGAGNC I MINI I GGGANTGGNCTTGGN NG AGGGCCNTTTTNGANGGAAC 

CTTNGGNGGGACCCAAAAGGGGNCNTGGNNGAAAAAACCCCCTGGGGGGGGCNNAAAAAN 

TTTTAAANCCCCTTTNCGNNMCGGGGANGGNNTTTTTGAMCNCCCCTTTTT 

ANTTNAAAACCCNCNTGGCNNNAACNCNACNGGNNNGGGGGNCCCCCCCTTCCCNNNCCC 

CGNGNNAAAAANTTTN NTTTN NTNTCNTNTCCCGGGGGGG 

Sequence 2931 

ACAGCTGTCTGCATTGAAAATTCATGCATGGAGAAAGGGAGTAAGCAAGGGAGAAACGGT 
GCGATTCACATATTCCGCGAGATCATCAAGCCAGCAGAGAAATCCCTCCATGAAAAGTTA 
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CCTAGGCAGGTGTGTCTNATGGANGAGGGGAGACNGGCAGGTTCCACAGGCTCTTAAGTT 

AANAAAGTGGTGGAGGANACTGGCCANAGGANGANAGCATGGCCC 

Sequence 2922 

AGGTACCTGACTTTGGGTMGTTNCCAGAATAAGATCATCAGGCTTGGCTTGGAAATTAC 
ATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGGGACTCCATCTACTTCCATGA 
TGTTAAACAGTTCTGGC I If I 1 I CCATCGTGGGAGCGTTTTTCTCAATCTTCGCCATTGG 
GAATCAGTTGGGCTTTTGGCTTCTCTCTCCCTGTGTGAGCCAGTAAAGGGGATAATAAGG 
ATC ATTGTTTATATTCTCTGTG AATTTATAATTAATG AAAAAG G A i I I 1 1 GTTGATCTTA 
AGCTGTAGACAATTTGGTGTGCTTTGCATGTCT7TCTGTATGGTTCTGGTATCTCAGGCA 
GCAGAGGAAGCAGCTTGCTGCCTTTAGTCAAACTGCTTCCTGGAAACCCAGAGCCAGGTC 
CAGCTCCAGGACACTGTGCAAGCAAGAGCACAGCAGGTCCCCGCGTACCTGCCCG 
Sequence 2923 

TCACTATAGGGCTTATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACGCGGGGACCTGC 

TGTGCTCTTGCTTGCACAGTGTCCTGGAGCTGGACCTGGTTCTGGGTTTCCAGGAAGCAG 

TTTGACTAAAGGCAGCAAGCTGCTTCCTCTGCTGTCTGAGATACCAGAACCATACAGAAA 

GACATGCAAAGCACACCAM7TGTCTACAGCTTMGATCMCAAAAATCCTTTTTCA7TA 

ATTATAAATTCACAGAGMTATAMCAATGATCCTTATTATCCCCTTTACTGGCTCACAC 

AGGGAGAGAGAAGCCAAAAGCCCAACTGATTCCCAATGGCGAAGATTGAGAAAAACGCTC 

CCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGT 

TGATATTATCAAAAGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATC 

TTATTCTGGCAACTTACCCAAAGTCAGGTACCTTGCCCG 

Sequence 2924 

GCTCCCCGCGGTGGCGGCCNTGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATCATC 

AGGCTTGGCTTGGAMTTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGG 

GACTCCATCTACTTCCATGATGTTAMCAGTTCTGGCTTTTTTTCCATCGTGGGAGCGTT 

TTTCTCMTCTTCGCCATTGGGMTCAGTTGGGCTTTTGGCTTCTCTCTCCCTGNGTGAG 

CCAGTAAAGGGGATMTAAGGATCATTGNTTATMTCTCTGNGAATTNATAATTAAT 

Sequence 2925 

GGCGGCCGANGTACCTGACTTTGGGTAAGTTTNCAGAATAAGATCATCAGGCTTGGCTTG 

GAMTTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGGGACTCCATCTAC 

TTCCATGATGTTAAACAGTTCTGGC I 111! I CCATCGTGGGAGCGTTTTTCTCAATCTTC 

GCCATTGGGAATCAGTTGGGCTTTTGGCTTCTCTCTCCCTGTGTGAGCCAGTAAAGGGGA 

TMTMGGATCATTGTTTATATTCTCTGTGAATTTATAATTAATGAAAAAGGA! I U IGT 

TGATCTTAAGCTGTANACMTTTGGTGTGCTTTGCATGTCTTTCTGTATGGTTCTGGTAT 

CTCAGGCAGCAGAGGAAGCAGCTTGCTGCCTTTAGTCAAACTGCTTCCTGGAAACCCAGA 

GCCAGGTCCAGCTCCAGGACACTGTGCAAGCAAAGAGCACAGCAGGTCCCCGCGTACCTG 

CCCGGNCGGCCGCTTCTAGAACTAGTGGATCCCCCCGGGCTGCAAGGAATTCCATATTAA 

NGCTTTATTCGATACCCNNCGNACCCCTCGANGGGGGGGGCC 

Sequence 2926 

I I I I I I I I II I II I II 1 1 I I I I I n I I I I I I CCAAAGAATNGNAAAATTTATTGTATAAG 

TNTTGCAGCTTTTCANAATGTCATCATTGCCACTAATGATTACTGATNCNCAACANGCAG 

TTTNTTCAGGCCTGTGGATTGGCATCCAAATACAGAGTNTTACNCAGCGGGGACGTGGGT 

GCCCCCCCCGCATGCCACGGAMGCTTACATAAGTTTAACTTGAACANAGCTTTGGGAAA 

TGGGGCTTGCAAAGGAGAAGCAGTTCCCACNCCAGGANCCAACGTGAAAAGCNTTTGGAA 

TCAGCACAACAGCCNTGGAATCAGGCAGGCAGGGGAGGACGGGCTGTGTCCTTCTGGAGC 

TNTTATTAGTACCTGCCCCGGGCGGCCGTTTTTAAAAACTAGGGGGATCCCCCGGGGCTG 

NGNNGGAATTTCNATTNTCAAAANCTTATTNGATACCGGCNANCCNTCANAGGGGGGGGG 

CCCCGGGCNCCCCANCCTTTTTTGNGCCCCCTTTNGGNGGNGGGNTNTAAATTGGGCNCC 

CCTTTGGGNGGTAAANACNATGGGCCAATAGCCTGGTTNTCCCTNGGGGGGNAAAAATTG 
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TTCTTAGAAAACCTAAGTTGGGATCCCCCCCGGGGCTTGGTAANTGAAAATTTTCCGAAT 

NTTCAAAGGCC7TTAATTTGAATAACCCGN7TCNNAACCTTNNGATNGGGGGGGGGGG 
Sequence 2916 

ACACCGC7TGTTAATGGCMCCATTTCAAAAGATAAAGAAAATGGAAATTAAGGGAAATC 

TGTTCAGCAACAAAGATCTTGAGGAATTATGCAGACATATCAACAACAGAAACCAAGCAG 

CACAGCATTCTCAGAAGCAGTCTACTGAGCTCTTCCAGTGCATGTACGCGGGGACCACTT 

CTCTGGGACACATTGCCTTCTGTTTTCTNCAGCATGCGCTTGCTCCAGCTNCTGTTCAGG 

GCCAGCCCTGCCACCCTGCTCCTGGTTCTTTGCCTGCCAGTTGGGGGCCAACAAAGCTCA 

.GCGACAACACTNGGNAGATCATANNNNAGAANNGNTGACATTCCCAAGTNAGGCANCTTG 

CCNCGNTGCGGCCGTTTCTAGAACTAGTTGGATCCCCCCGGGCCTGCAGGGAAATTTCGA 

TTATNAAAGCTTTATCGGNTACCCGGCCGAACCTNNANGGGGGGG 
Sequence 2917 

CCTTTGNTTTNGGCNAATTGCAGCTCCACCGTTNGTGGCCGAGCGNNCGCCCGGNTTGGT 

TCTCCAGCCTGGGCGACAGAGCGAGACTGTGT^4AAAACAACACCACAAGCTAGCTGAGTA 

GGGATTCTTGGGCCGAAGTGGAGGACATTATAAGCAAATAGGGTAGTATGGGCATGGAAA 

CGAACTACATGATTAAAGATTAGTATTATCTGGCGAGGGAGGAAAAGTGCCANAGCAAGN 

GCCGAAACTGGAAGGTTACATTTAGTTCAGGATATGAAGATCATAT 

Sequence 2918 

CCGCGGTGGCGGCCGAGGTACTCTCCCAGTGACATGCTTCTTGACCACAATGGATGAACT 

GTGCCCAGCATGCCCACTTTCCAATGCTCCACTGATCCCCATGTTTTGTTTCTGAAGGAC 

AACCAGCCTTGGAATAATGGCAAATACCTTCTTAAGTTCCTACAAAGTATGGTCCCTGGG 

MGmATGTCTGTMGTCAMCCTTGGGMGTAACTGAGTTTTGATGCCTTTTCCAGCA 

TCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGTTTCTCACAGCTTTACACCAA 

AGGGCATCACTATCCCTCAAAGAGAGAAACCTGGACACATGTTCCCAAA 
Sequence 2919 

GGNTTATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGTGGGTTCTGAGTCATNGATCC 

CAGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTAT 

ATCATCCAGGAT GAAGT GAGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCAC 

ATTGGAGAGGCGTTTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAA 

TGTCTCATCCTTAAACGTCCGGCCCATGCTCAGGCAGTGATCCCGCAAGGTGGTAAAGTC 

CTGNTTCTTTGAACTTGATGATGGAGGTCTCCACTGAAGGCTCCTG 
Sequence 2920 

AC 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 CTTNGGGTTTCTTTAATAATGCCTNTCCAACAC 

AGCCAGTGAGAAATTCCGTGCAGAGCCAATTATCCAGCTAATTGANAACAAGGATACTCT 

AATACTCTTCACCTGCTCCGAANAGGGTATCATCAGATGCCTNTTGAGAAGGGATTTGTC 

CATCAAGGATCCAGGCAGAGGGGAGTGTCAGCCACTACCCGGGAGGTGGACCAGGTGGCA 

GGAACAAAATGGAACCAGTNTGATGGTAACCANACTGCAGGGACCTGCACCCAAACCACA 

GGCAGTCTCCATNAGTCAGCCCAGAGAGCAAGACCCAGTTATNTGGCTAANAAAGGAAAA 

AATTAGTAAAAATGGATCTAATGAAACTTCACAGGGTGGGTGTCAGGATTTATCAAATTA 

ATGCATGGGTTCTCAACCTTGGCAATNCCGNGTACCTTTGGCCGNTTTAGAACTAGTGGA 

TCCCCCCGGGCTTGCAGGAATTTCNATATTCAAGCTTATCGATACCCGTCGACCCTCGAA 
GGGGGGGGGG 

Sequence 2921 

ACTGTGGGTTCTGNNTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTC 

CTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCTGGTA 

GATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTCTGGC 

CTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTCAGGC 

AGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCCACTG 

AAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCTGTTT 
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AGGAAAGGCCCAATTGGANGAAGGAAGGAGGGCCCCAANCCAANTGGCCNGGCNCCCAAG 

AGGGGGAAAACGGGANCCTTGNTAACGGGGCCCCAACNTTTGGGGAANCACCCNANCCNA 

GGTGGGCGGCCCTCNNTTTTTTTAAANACCAAANNANNNGGGGNAAAAN I I I I I I I I I I I 

GGNGGGGNGANAAAAAANN I I I I I III I NTTTTNANANNNANNATNNGNCATANTTGGGG 

GNNNNCCCCNCCAAAAAAAAAAAAACNNCCCCNTTTTTTATNAAAAANNCCCCCTTT^ 

I II I I I U I I AAAAAAAAAAAAAAAAAAANNNACCCCCTNGGNGGGGG 

Sequence 2911 

CCCCGTNGTGGCGGCCGNTNATGCTCTTTTCCTCTGCCAGTCTCCTCCACCACTCTTTAA 

CNTGAGAGCCTGTGGAACCTGCCCGTCACCCCTCCTCCATCAGACACACCTGCCTAGGAA 

ACAGGAAAGGACCTCGGAAGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCA 

GTGGAGACCTCCATCATCAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGC 

CTGAGCATGGGCCGGACGTTTAAGGATGAGACATTCCCTGCAGCAGACTC7TCCATAGGC 

CAGAAGCTGCTCCAGGAAAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTA 

CCAGGGGGTCCTCCTCACTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGA 

GGCGCAGCTGACTGCTGGTTCCTGGC r 

Sequence 2912 

GCAAGGCCATCGACCTGACCGTGGGCCCATCGGCCGACGGCAAGGGCGCGCGCACGATCA 

CCGTGGTGCCCGTGCCGACCGAGGATGCCCTGCGCAACCGCGACTGGATCGAGGGCAATA 

TGCGCAAGGTCAATGCGGCCACCAATGGCAAGGTGGCGTACGTGTACGTGCCCAATACGG 

CGGGCCTGGGTCACACTTACTTCAAGCGCTATTTCTTCCCGCAGGCGGACAAGCAGGCCA 

TCATCGTCGACGAGCGTTTCAATGGCGGCGGCAGCGTGGCCGATTACTACATCGAGATCC 

TGCANAANAAGGAAATCNCCTGGNGGACCTTGCCTTTTGGCCCCCAANISIAAAAAACCCCN 

CCCCTTTTAAAAANGGGGGCCCCCCCC I ! I I I I I I I AAAAAAAAAAAAANCCNNTTTTGG 

GGNNAAAANTmNGGGGNGGGGNTTTTTTAAAAAAAAAAAAAANA 

NAAAAAAAAAAAAAAAANNGGGGGGGGGNNNNNNGGGGGNNN I rTTTTTTTTTTI INNGG 

GGGGGGGGGGGGGGNNGGGGGNCCNCNCNCCNCNN I I I I I I II I 1 1 

Sequence 2913 

CCGGGCAGGTACGCGNTNGCAGGAGTCAGTCCCAACCAGGACACAGCATGG 
Sequence 2914 

TCCCCGTTGTGGCGGCCGNTNTNCTGTGNTTTCNGANTCAAGGATCCCAGTGCTGCCNNG 

ANCCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATG 

AAGTGAGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGT 

TTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTA 

AACGTCCGGCCCATGCTCAGGCAGTGATCCCGCAAGGNGGTAAAGTCCTGGTCTTTGAAC 

TTGATGATGGAGGTCTCCACTGAAGGCTCCCTGGTAATACNCCATGACTTTTCCTTANAA 

AATTNCCGGGGNCTTTCCTTTTTCCTTANNNAANGGTGTTTTTNNGGGNGNGGGGGGGAA 

ACNCNGCCNGNNTCCCNNAGGGNCCCNNNNGNTTNAAAAANNGGNGGGGGGGGGANNAAN 

NCCCCCCNAAAAANAAAANAAAAAMNNTGCCCCCCCCCCCTTTTAAAAAAAAAAGGGGG 

GNGCCCCCCCNCNNGGGGNGGGGGGANNANATTNNNNNAAMNCCNTTTTTTNTNCCCCC 

CCCCCCCCCCCCCCGGGGGGGGGGGNGNCCCCCCCCCCCCCCCCCTTTTTTNTTNNTTTT 

TTNNGGGGGGGGNAANAANCCCCCCCCCCCCNAAAAAAAAAA 

Sequence 2915 

AGGTGAGAGGATTTCTTGAGGCGAANAG7TTGAGACTAGCCTGGGTTAGTATAACAAGAC 

CCCATATCTAGTAAAAATAAAAATAAMTTACAGGCTTTTTAAAMGTTACGAT^ 

AACCTCTCTGGCAGACCCAMTTAAATATTCTAGGACAGGAGTGTCCAGTCTTTTGGCTT 

CCCTGGGCCACATTGGAAAGAGGAATTGTNTTGGGCCCACACATGAAATACACTAACCAA 

ATAGCTGGATTGAACTAAMNAAATCACCCAAAAAAATTTTCATNAAATGGTTTTT 

GAMGTTTGTGGNAATTTTGTTGTTGGGGCCCTNATTGCCANCCCCGTNGGGCNCATGNG 

GTrTTGGTACCAAAATTTTGCCCTNNGAAAACAMGTTTTGNTTACCCTTNTGGCGCCGN 
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AGCCCCANGAGCTGAGCGGGGACCCTCATGTCCATGTTTGTGTCCTGACTGGGTCTGACT 

CCCCGCGTACCTNCCNGGGCGGCCCGCTCTTAGAACTAGTGGAATCCCCCGGGCCTGCAG 
Sequence 2905 

AGGTACGCGGGAATCTCAGTCATGTMGAAATGTCACATTTTATTTAATTCAAATCCTAC 

TCTGGACCCTATTCTTGCTTTGGTGGGAAATGTGGCCTAAGTAATTATTGGAGGACCCTC 

TGCTTCTTTGGAATCTCTGAAGTATTAGGAGGCCAATCTGGTATGGGGAAAATGAAGGAG 

GCCCTCTCTCCTTCAGTTCATCACGGCTGCTGCTAACCCATTCCTGTCCCAGCTGATAGG 

GTATCTGAGAAGATGGGTGATTCTTCTCCCTCCAAGCCAAGCTTGACAAGACTANGAAGC 

TGTGAGGTATCTGATCTGGCCTCTGTAGATGMCMTTGAGCCACACCCTGAAGTTTTCT 

CACCTCCCCAATGTATTGCCATGAGGATAAGGACAGGTCCCTATTGGTCATGACATCCCT 

TGCTGCCTCACCCCTGAACAGAGAGAGCCTAAAGTCCTAGCTACTTTCTTGAAAAAAAAA 

MGGGTNGAAAAATNCACAGAGAGCAAACAMCACAMTTAATAACTGMTAAAGAGGTT 

GAACTAGCCTGGGCAAACGTMTTTTGANAACCCCTGTNTACCAAACCAACAACCACCAA 

CAACCACCAAANAAAAA 

Sequence 2906 

AGGTACGCGGGGCCCCTTTTCCAAGCGGCTGCCGAAGATGGCGGAGGTGCAGGTCCTGGT 

GCTTGATGGTCGAGGCCATCTCCTGGGCCGCCTGGCGGCCATCGTGGCTAAACAGGTACT 

GCAGCTGATGAATTGGCMTTTGAAGAACAAATGTAAAAAATAATAATAATAAATAAATA 

GAAACAAAAATATAGAAATGCAACTGACGGCAAGATGAAGCAACAGATATATAAAAACAA 

AAGACAACATAACAATGGGTGTCAAAACGATCACATGTTTTTAAACTATTTTCTATACCT 

GACACTCACTCATTCTTCTAAGTCAATGAACTCATCACTGGGGGAGGCACAGAAACAAAT 

ATGGTACCTGCCCG 

Sequence 2907 

GCCCGGGCAG GTACCT GACTTTGGGTAAGTGGCCAGAATAAGATCATCAGGCTTGGCTTG 

GAAATTACAGACi J I I I CCCAC CATTCTTTTGATAATATCAACGTAGGGACTCCATCTAC 

TTCCATGATGTTAMCAGTTCTGGCTTTTTTTCCATCGTGGGAGCGTTTTTCTCM 

NGCCATTGGGAATCTGGTATTTCAGGCANCACAGGAAGCAGCTTGCTGCCTTTAGTCAAA 

CTGCTTCCTGGAAACCCAGAGCCAGGTCCAGCTCCAGGACACTGTGCAAGCAAGAGCACA 

GCAGGTGAGGTCCCCGCGTNCCTCGGC 

Sequence 2908 

AGGTACCGACCTCTCTTTGTAAATGAAAATTACTCTGATTATTAAGATGTTTAAGTATAT 

CCAACCGTCCCAGACCACATTGGCCTATTTCCTCCTCTTGGCAACACTGCTCGGGTTTTC 

CCCTCGCATCATCCTTATGCTATGACACTGGACTAMTTGTAATAATACATTTTCTTGTT 

AATCTCCTCATTATACTATGAGCTCCTTGAGGACAGGTACGCGGGGGGCGGCCATGGCGG 

GACAGGAGGATCCGGTGCAGCGGGAGATTCACCAGGACTGGGCTAACCGGGAGTACCTGC 
CCG 

Sequence 2909 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCT 

GTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGA 

Sequence 2910 

CCGGGCAGGTACGCGGGGCGCATNATCTGTCTTGCTGGAAGCTTTTTCCTAGAGGTTGAG 
CGGTTTGNACANTGTCNGAAATGGCTGAGTTGTCCGAGCTGTATGAAGAGAGCANTGACC 
TGCAGATGGATGTGATGCCTGGCGAGGGTGACCTTCCCCANATGGAGGTAGGCAAGCGGG 
AAGCCCGGAGCTATCCCNTGCGTTCCTTCCCGAAGNGGGGCCCCAACAAGTTTCGNAGGA 
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TTTG AAATAATACTCTTAG GGAATGTTACC TTTTTAAAAGATATTCTTTAAATTTATATT 

TGCTATTATGTTGCCTTACCAATATTCACATGTMCATTGCACATTTCACTAAGGGATTT 

TTTATATTAGCATTTTAGTCAGCACATTTGTTGTCTGTTTACCCTGTGTTATGAGTTAGG 

TAAAAAGAGATCTTGTTCCTGCTTTAAAGAGATCTCAGTTTAGTGACAGATAAGTAAACC 

AACCAAAGAGGGTGCATTGAACCCCGGTAGCCTGGGTAGGAAGAAGCTTTCACTCTCAGT 

AGTTAAGGTGATGATGGGATGGAGGGACTGTTCAAGGAAAGACTGGGTCAGAAAAAGCTC 

ANACTTGGTCTAAATNTGGGAAAGGGGTGGGAGGAATGAAGTTTAGGGNNGGGGAAAAGG 

Sequence 2900 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTCAGAACCCACAGTACCT 

Sequence 2901 

AGGTACAAGGAGGAGGAAAAACACAGGATTCCATACCAATCTCCTTAGCCATGGCTAGAC 

CCTGCGGATAGGTGATGGGAGTCAGCTTCTTCTCCTTCAGTTTCTCGATCGTGTCTTTAT 

CATCCCTAAGATCAAGTTTAGTTCCCACTAGGATGATGGGAGTGTTGGGACAGTGGTGCC 

GCACCTCAGGATACCACTAGATGTGAAGAAGGAACAGAGGTTGTGACACGCTCCTTTACA 

GATGTCCTTCACCTAAATCACACCCAGCCGGCGGCACTCATGCCAGACACCTAACCTCAG 

GCAAGGCCTCCCCACGGAGGCTTCAGGTGGTTCCCACCTTCAATTCAAGCCTTGAGCCAT 

AAGGAACATCTCAGGTGTTCCATTAGCAAGCTAGGACTCCCGGATCATGGCTGGACAGAA 

CCACGACCGGACAGAACGGGCTCTACAACCGCAGGGGAAGGGGGGAAGGGAAGAGAAACA 

AAAGGAAGGGAGTTCCTTCCAAAGCAAATAGATCACTTTTG I \ II I I GGTNAAACAATTT 

CTTTAAGGGTCATCTTGAGAAAA 

Sequence 2902 

GTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGC 

TGCTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAA 

TTGTCTACAGCTTAAGATCMCAAAMTCCTTTTTCATTAATTATAAATTCACAGAGAAT 

ATAAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAG 

CCCAACTGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAGCCA 

GAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGG 

TNGGAAAMGTATGTMTTTCCAAGCCAAGCCTGATGATCTTATTCTGGCAACTTTACCC 

AAAGTCAGGTACCT 

Sequence 2903 

AGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGGAAATGATTCTGAGTGAGCAGG 

TAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGTGGTCTCG 

CTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTGTGTTACAGCTGTTAAAGATGTT 

GTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTTCTCCCTTCTGGTGGGTTTGTGG 

TGTCGCTGACTTCAAGAATGAAGCCGCANACTGTCGTGGGTGATCCGTTGTAGCTCTTAA 

AGGTGGTGTGNGACCCAMGAGTTGAGCAGCMCCMGATTTTTCNTCAAGAAGGGTAAG 

AACAAAAGTTTCCACGGTTG7TGGAAAGGGTATTCTTGAGCCGGTTNCCCTCCCCGCGTA 

CCTTGCCCNGGGCGGCCCGNTTCTAAAAACTAGTGGGATTCCCCCCCGGGCTGCANGAAA 

TTTCCATTATNAAAGCTTTAATCGAATAACCCGTTGAACCCTTCCGAAGGGGGGGGGCCC 

Sequence 2904 
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TCATACTTATTCTGTAGAGATTACTAGCTCCATTAAAGTTAATGGGAGAAAGAACAGACG 

TCAAGAGTTGAATACATCTGTGTGCTTAATTCCTAGTTGAGGATCTGCCTTTACAAAAAC 

CACTGAATAGTCTTTTATCACTAAAGCAMTGMTTCATCTTTTCTTTTAGATAGAATGA 

TAAACACTTTTAAGAAATCACCATTAGATCAAACACCCATAGCTTCCTTCTAAAAGCTTA 

ATCCTACATTGGGTAACGCATGGNTTTTGTCTTTGATTGATTTCATCAAAA 
Sequence 2895 

GCTGCGGCGAGCGGTATCAAGCTCACTCAAAGGGCGGTAATTACGGGTTATCCACAGGAA 
TCAAGGGGGATTAAACGGCAAGGGAAAGAAACATGTNGAGCAAAAGGCCCAAGCAAAAAG 
GCCMGGGAACCCGTNAAAAAAGGCCGCCGTTTGCCTGGCCGTTnTCCCATAGGGCTCC 
CGCCCCCCTGACGAGCCATNACAAAAAAATCCGACGCTCAAAGTTCAAGAGGGTGGCGAA 
AACCCCGACAGGAACTATTAAAAGAATACCCAGGCCGTTTTTCCCCCCTGGGAAAGCTTC 

CCTTCGTNGCCGCCTTTTCCTTGGTTTCCCGACCCCCTTGCCCGGCTTTAACCCGGGGAT 

AACCCTNGTTCCCGCCCTTTTTCTT 

Sequence 2896 

CCGGGCAGGTACTGTTGCTTTCAGCCAGCAGAATCCAGGAGCTCACTGGGGACCCATCCC 
AATTCTTAAAGCATGGGTAATTCAGCCAGGCCTCAGCCTCTTGTGCCAGCTGCCTCCAAC 

CCTTTGGGTCTCCACCACCCAAGTTTCCTGTAGGGTCCGCCGGGTCCAGGATCACAGGCC 

TGGGTTTCGTGAGCTGCCTTCTCAGGTACCT 

Sequence 2897 

GCCGACG TACCT GACTTTGNNTNAGTTGCCAGAATANGATCNTCAGGCTTGGCTTGGAAA 

TTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGGGACTCCATCTACTTCC 

ATGATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGCGTTTTTCTCAATCTTCGCC 

ATTGGGAATCAGTTGGGCTTTATGGCTTCTCTCTCCCTGTGTGAGCCAGTAMGGGGANA 

ATAANGATCATTGTTTATATTCCTCTGTGAATTTATAATTTAATGNAAAAAAGGGATTTT 

TGTTGGATCTTTAAGGCTGTNATNACMTTTTGGGTTGTGCTATGCAATGTCTTTCTGCT 

ATGGGTTCTGGTATCTCAAGGCCAGCAGAAGGGAAGCCAGCCTTGCTTGCCTTTAAGTTC 

AAAACTGGCTTTTCCCTGGGAAAACCCCCANNAGCCCAGGGTTCCCCAGGCTTCCCANGG 

AACACCTGGTNGCCAAGGCCAAAGAAGCCACCAAGCCAAGGGTTCCCCCGCCCGTANCCC 

TGGCCCCCGGGGCCNGGGNCCGNNTTCCTTAGGAAACCTAAGTTGGGAATCCCCCCCCGG 

GGCNTTGCCAAGGGGAMTTTCCTAATTATTCAAAANGCCTTTAATTCCGAATACCCCGG 

TCCGAACCCTTCGAAGGGGGGGGGGGCCCCCCGGGTTANCCCCAAGCCTTTTTTGNT 
Sequence 2898 

AGGTACCATGGTGCTGCACAGACCATCAGGAAGAACTGAAAAGTTCAGGCAACTTGAGAA 

AATAAAGTCACCACCAGCAAGAAGCTGTCTAAAATAACCGGAAGATTATAACCCAAGCAC 

GTGGAGGAGTGTGCTAGTGAGTAGAATGTTATGAAAGCTACTAGAGGTCCTCCATAGATG 

CATGTGCTAGTCCTAAGGAGAAGGAAGAGGAGAAGGATTGCCACGGAGGAACACCTGAAG 

TTTCAGTTGAGCACTTTGTTTGGAAAGTTGTCCAAGGCTGGAGTTGTGAGAGCTGGGAAA 

GACCTCACAAGCTTCTCTAATTCAAGTCCTTGTTTCACATATGAGAATGCAGAGGCCCTG 

AGAAGTTGATTCCCAGGCCTGCATGCTGGCCTGGAACTAGAGCCTGGGTCTCCTCTTGCT 

TTTTCCAGCTGTCTGCCCAGGTAGCTCCCCAAGGCAGGCATGGAGGCAGAGCTGCTTTGG 

GTTCCAGGTAAGGAGAGATGTGTCCAGGTGGCCTTTGTTGTATTGTGGGGCACAGACACT 

GAGGGAGACAGGGAAAGGGTCTGGGAGACCAAGATGGTACCTACCCCGGGCCGGCCGTTT 

TAGAACTAGTGGGATCCCCCNGGCTGCAAGGAATTTCGATATCAAGCTTTATCGATTCCG 
TNCGACCTTCGAGGGGGGG 

Sequence 2899 

AGGTACAGGTTTGTAGCCAAAAAGCAATAGGCTATACCATAATAGTGCAGGTGCGTAGAA 
GGCTTTTACATAAAGGTTTTATGACCTGTATGATGTTCACACAACAACAAAATTGCCTAG 
TGGTGCATTTACTATAACATATCCCATCCTTAAGGGACACGTGAATGTATATACACACAC 
ACACATATACACATATTACCAAATGGATACATACGTGGTTACCTACAGAAAAATTTAAAC 
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Sequence 2890 

GAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTAC I 11 rTTTTTTTTTTTTTTTTTTTG 

GACTTGATTCAAMTTTATTTATAAAGGACCATTTCGGGCGAACTTCCCGGAACAMGAG 

GGACTGATCCAAGGTGACCCCGTGTTCCCACCTNTTANAACANACCCTGTTGCCCATGTC 

AGGAGAGGTGAGAAAGGTAGTACATTAGTGCCCCAGCACCTTTTGGATTCCTGANAAAAT 

GGACATTrGTGTCGTGGAGTCTGTGATTTTCCATCTGGCTTTGACTTGCTTCTGCTGACT 

TCTTTGGCTCCACCCTTGACTGGAAGGATGGCCTNGTGGGACACACAGATCAGAGTTATG 

CTAACGAGGCTGCCGAGTGCCAGTTTGCCTGCTGGGGACACCACACTCTAAAAATCCTGC 

CGGGCAAATTGTCAAAATCCGGTTCCCATCCAGTCCCTTGAGAGTTTCCCTGTAAGGNGG 

TTCAGCTTTTTTTGAACTCCMGGACMTGCCATTCAAGAGCTTGACAAAGCAGTGGGCA 

MCTCCTTGTGCACTTTTNCCGTGACTCTNTTmCCTTCCCTGGGATAANGCATGGT^ 

ATCTGGCTGCTTGGGA 

Sequence 2891 

CCGGGCAGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTCTCTCTCTCTCTCCCTCT 
CCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCATGATGT 
TACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAATGTGA 
ATTTAACTTCAGTTCCATACAGAMCTTTTTTTCCACAGGAGTT^ 

TGCGATGGTGCAATCCCMCTCACTGCAACCTCTGCCTCCCAGGTTCMGCTATTTTCCT 

GGCTTAGCCTCCGGAGTAGCTGGAATTACAGATGTGCGCCCCCATGACCAGTAAGAAACG 

GTTGAACTGGATGCAATTTTTATCACAAGCTTGTGTAAGACTGCCTCTGTCCCTCCTCTC 

ACATGCCATTGGTTAACCAGCAGACAGTGTGCTCAGGGGCGTTGCCAGCTCATTGCTCTT 

ATAGCCTGTGAGGGAGGAAGAAACATTTGCTAACCAGGCCAGTGACAGAAATGGATTCGA 

MTACCAGTGTGTGAAGCTGAATGGATGGTCACTTTCATGCCTGTCCTGGGGATTTGGGC 

ACCCTATGCGCCCTGCAGAGGNTTCCTAAA 

Sequence 2892 

TCCCCGCGGTGGCGGCCGAGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGG 

AACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATG 

AAGTGAGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGT 

TTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTA 

AACGTCCGGCCCATGCTCAGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAAC 

TTGATGATGGAGGTCTCCACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGA 

CTTCCGAGGTCCTTTCCTGTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGC 

AGGTTCCACAGGCTCTCAGGTTAGAGAGTGGTGGAGGAGACTGGCAGAGGAGGAGAGCAT 

TGGCCGGCCGCTTCTANAACTAGTTGGATCCCCCGGGCTGCAGGGAATTCGATATCAAAC 

CTTATCGATCCGTCGACCTTGAANGGGGGGCCCGGTTCCCAGC l 1 1 I I I GTT 

Sequence 2893 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGGGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTCAGAACCCACAGTACCT 

Sequence 2894 

CCGGGCAGGTACAGGACACAATCCCTGCTTCATTCTTGGCTGACACAGTATACCACCCAG 
CATCTTCTTTTGTGGCTCCCTGAATGAGCAGGCAGATGTAGCCGTGGTTGTCCTGGTGCA 
TGCTGGAGAAAAGGATAAAGTCATTAGGGTTCTAAATTTTTTAAAAGTGGCTTTGG 
GAAGCATCA Mill AATTAGATCATTAGAAACAGAATTGTGCAAGTAGCTGATAATAGGG 
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CATGAAATCTTCACAATTTATGTTCTTCTGCCATGGCTTCAGCCAGTCTCTCTGTTGGGG 

GTCCCTGAATTCCTGCAACAGCTCAGAAACTAGAGGCTGAGAAAGAGAGTCACTCAAACC 

TTGAATCCCTGTGGCCAGTGAATAAGATAGACGTCCAGATAGCTCAGCTTCAGGTCCTTG 

AGGGTCTTCTCAAAGGCTTTCCTCACAAGGGGTCCCTCAAAGAAAGTGGGCCACACCTTG 

CTGACGATGAACAGGTCCTCCCGCATCACAGCCTTCTCTTGGATCTTCTCTTGGATGGCT 

TCTCCCACCTCATGTTGATTCTCATAGAAATAGGCACAGTCAATGTGGCCGATATTCTGC 

ATCAATGGCCACCTTCACCGCTTCTTTTACTTTGCCGAAGAANGAGACCTTNCAAGTGCC 

CAGGCCCACAATGGGCATCTTGGCTTTTGTCCTGCCCGGGCGGGCCG 

Sequence 2687 

GCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACGCGGGGGAGCAGGGAACCGCTCAG 

ATACCCTTCCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTG 

CTCACTCTTTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGG 

CTTCATTCTTGAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACAT 

CTGAAGGAACAAACTCCAGACACAACATCTTTAACAGCTGTAACACACACTGTGAAGGTC 

CACGGCTTCATTCTTGAAGCCAGCGAGACCAACGAAACCCTCTGGGAAGGGAACCAACTC 

TGGGACACAGCAGGACGTGNAGACTTCTACCCGCTCACTTCAGAGTTCATTTTCCGCACC 

AACCATGGCCCACGTTTGTTGGGAGCTCANTACAAAAGCCCAAGATGCCCATTGGTGGGG 

CCCTGGGCACTTGGGAGGTCTCTTCTCGGGCCAAAAGTGGAAAGAAAGCCGGTGAAAGGT 

GGCCATTTGATTGCAGAAATATCGGCCACCATTGACTGGTGCCTATTTTTCTATGGAGAA 

ATNAACAGCTTCTTAGAAACTAAGTGGGGATCCCCCCCGGGGCCTGNCANGGAAATTTCC 

CMTTATTCAAAGCCTTTATTCGAANTACCCGGTCCGNACNCNTTCNAAGGGGGGGGGGG 

Sequence 2888 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCCGCAAGGTGGTAAAGTCCTGGTCTTTTGAACTTGATGATGGAGGGTC 

TCCACCTGGAAGGCTCCTGGTAATACCGCCCATGACTCTCCTTTAGAAGACTTCCGAGGT 

CCTTTTCCTGTTTCCTAGGCAGGTGTTGTCCTGATGGGAGGGAAGGGGGAAGACNGGCCA 

GGTTTCCACNAGGCTCTCAAGGTTTAAAANAAGTGGTGGGANGGAGAACTGGGCAAGAAG 

GAAGGGAGAAGCCATGGNCCCGGCCCGGANTCTMGAAACCTAAGTTGGGANCCCCCCNC 

GGGGC7TGGCAAAGGAAATTNCGGATAA7TCAAAGCCTTTATTCGNATTACCCCGNCCNN 

ACCCTTCAAAGGGGGGNGG 

Sequence 2889 

CCGGGCAGGTACTGTTGATTACCTGCTACATCCTTCAAAATCATCTCCTTTTGCTTCTTG 

ACATG ACCACTCTCCTACATCTGTCATCTGATAGTGTCTTTGCTGTAGCACCCCTGCTTT 

TTTTTCTTCCCCCATGCCACTTTAAGATTATATTCTAAATGCCCTCTAGAGGATCAGAAT 

CTCTGGGCCTAATCTCTCTCTCTAGGCTCTGTATCTAAATGCCTGTGATATTCCCAATTC 

AGTGTGTCG GGACATCT6GGAC TTCACAAACTCATCCMTTTCCCCGAGAGTCTTTTTCT 

CTCTTAAATGI 1 1 1 1 1 1 I 1 1 1 1 I IGAGACAGAGTCTCACTCTGTTTCCCAGGCTGGAGTG 

CAGTGACATGATCTCGGCTTACTGCAACCTCCGCCTACTGGGTTCAAGCAATTCTCTGCC 

TCAAGTG GTCCC ANGTAAGCTGGGAATTACAGGCACCCGGCCACCANACCTGGGCTAATT 

TTTGGGATTTTTAAAGAAAAAMCAGGGTTTTMCCCGGGTTANCCCAGGAAAGGNTTTT 

AAACCTCNTGANCCTTGGGGNAATGNCCCCCCCCTNGGGGTCCCCCAAAAANGGGGNGGG 

GANTAACCNGGGGGGGGNGCCCCCNANTGCCCGGGCCCAAAAA I I I I I I I I I NTTTCCNG 

GGGNGGGGTTTA ACCCNAA ACCTGGANTAAAAAGGGGNAAANAAAGGGNTAAAAATTTTT 

I I 1 I ATTN NACGG I I I I I I I ATTTTANAAAATTTTCNNNANCCCCNGGGTGGGNNNTTTC 

CCTTTTTGNAAGGGGAAAAAAAAGGCCAANTTGGTTTAATTGGCCCCAAAAAAAAAAAA 
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Sequence 2882 

TCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAGGGCTGCATAGCACAGTTTAGAAA 

TTAG G CTTTGGTGCC AG ACACTGCAGGTTCAAATCTCAGCACATCCATTAAACTAGCTAC 

ATGACTTATTTCTGTGCTGTTTCCTCATCTGTAAAATGAGAAAAACTGCTACTTCATGGG 

CTTACTGTGAAGGGTAAATGAGTAAAAACACAAACAACATACTGAACATTGATGGATCTA 

TC CTG GTMTAAAAAC AAATGC TAATC ATTATTATTATMTTGTTAATAGTG ATATTATT 

TTAGGCTTTGTATAAATTTCTGAGGATATAAAGTCCAACAGGCCGGGCATGGTGGCTCTC 

TTTTAACTTGAGGGTCGCTTTTAACTACTAGAGCTCCATTTCTCCTCTTAAATGAGAMG 

GATTTCATTTCTTTTCTTTTAAATCTCCTATTTCTTCACACAGTTCM 

TAAATGTT7TAATGCCTMCCTGGAGGGAGGCCGTGGTTTCTGTTMTCATACTTTCCTT 

GTTCCTTTTCATTTCCCAGGTATCACCCATC 

Sequence 2883 

AGGTACTGA7TGGGGAAGTGATAAATGTTCATGAAATCTTCACAATTTATGTTCAGAGAT 

TGCAGTAAAGACAGGCGTAAGAAATTATAAAMTATTAATGTGGGGAATTAAGAAATGTC 

CATGAAATCTTCACAATTTATGTTCTTCTGCCATQGCTTCAGCCAGTCTCTCTGTTGGGG 

GTCCCTGAATTCCTGCAACAGCTCAGAAACTAGAGGCTGAGAAAGGGAGTCACTCAAACC 

TTGAATCCCTGTGGCCAGTGAATAAGATAGACGTCCAGATAGCTCAGCCTCAGGTCCTTG 

AGGGTCTTCTCAAAGGCTTTCCTCACAAGGGGTCTCTCAAAGAAAGTGGGCCACACCTTG 

CTGACGATGAACAGGTCCTCCCGCATCACAGCCTTCTCTTGGATCTTCTCTTGGATGGCT 

TCTCCCACCTCATGTTGATTCTCATAGAAATAGGCACAGTCAATGTGGCGATATTCTGCA 

TCAATGGCCACCTTCACCGCTTCTTCCACTTTGCCGAGAAAGAGACCTTCAAGTGCCCAG 

GCCCACAATGGGCATCTTGGCTTTTGTCCTTGCCCGGGCGGCCCGCTCT 

Sequence 2884 

nagctccaccgcggtggcggccgnangnactgagctccacaaacgtggccatggttggtg 

cggaaatgattttgagtgagcaggtagaagtctcacgtcctgctgtgtccagagttggtt 

ccttccagagggttcgtggtctcgctggcttcaagaatgmgccgtggaccttcacagtg 

tgtgttacanctgttaaagatgttgtgtctggagttTgttccttcanatgtgtctggagt 

ttctcccttctggtgggttgtgtggtgtccgctgacttcaagtaatgaancccccagact 

gtccgtggttgatccgttngtatgcctcttaaaggtgggtgtgggaccccaacaggagtt 

gagccmgccggcaaagmttttttccgttcmggaggggtaaagmccaaaagtttcca 

ncgggttgtggnaaggggtattttgagccggttccccttgcttccccgcgtacccttgcc 

ccggggccggcccgcttcttagaaacctanttgggatcccccccgggncttgcaagggaa 

antnccgaatattcaaaagccttaatttcggaanncccngnacnaaccctcccagggggg 

gggggccccnngttacccccaaacctttttt 

Sequence 2885 

CCGGGCAGGTACTAGCACTTGTGACCAACAGCTAGTCTTGCTTTCAACAGCTAGTCTTGC 

TTTCCCTGATCGTAGATCCCTACTAAAAGCTCTTGAAAGTGTGCATATGCAGGCTACCTA 

ATGATTTAACGGAGGATCAAGATGGTTACACTGCAGAGAAACAGGAGGGATAGGGCATAT 

GCCCTTTGTCCAGCAAGACAGACAAAAACTAGGAACTTGAATTCTCTTCTCTGGATTCCT 

GTATCTGGAGCCAAGGCCAAGGATCAGTTCTTCTAGAAAGTTCCCTCCTGTGTGTGTGTG 

TGTAAATGTGTGTGMTGCAGTCATMCTTCCCTGCCAAMTTCATTGCCAAAMTTTTG 

TGATTTGMGCAGGCCTTACCTGTTMTGCAMTTTGATTCTCAMTCCTMGAGTTTCC 

AAAGGTTGAGTGAAGTGAGATGAGACTCTTAGTTGAAGATCCAGATGCTTCCTGTTGCTA 

TCTAGATGCTACCAAAACTCCCAGCACAACAAAAGTATATGAAAGAGAGGCTCTAGGTTC 

ATGAAATGTTAGAGTTGGAAAAAATGGGCCCTTTGGGGGTCTTCTTATTCTACCTCCTCA 
TT 

Sequence 2886 

AG GTACTG ATTGGGG AAGTG ATAAATGTTC ATG AAATCTTC AC AATTTATGTTC AG AG AT 
TGCAGTAAAGACAGGCGTMGAAATTATAAAAATATTAATGTGGGGAATTAAGAAATGTC 
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AGGTACCCTTTCTGCAGAAAGTATAAAMTGGCCTTGCTAAGGAATTTAMTTTACATTC 

AAGTGCTATTTCTTTACAGCACCGGAAAACAAGCATTTCAAACAAGACCTACTATACAAT 

GACAGTAATTAAGATAATGTGATACTGGTGGAGGAATAAGCACGTAGACAAATCGAACAT 

AATAGAGMCCCAGAAATAAACCCCTACAAATATATACGCAACTATTTTTTAACAAAGAT 

TCAAAAGCAATTCAGTGGAGAAAAAATGACCTTTTCAACAAATAATGGTGGAGCAGTTGA 

ACATCTACAGCAAAAACAAAGCTCAACTTCAACCTCACACCTGATATAAAACATGAATAA 

AAM CTATG AAACTTTTAGAAAAATAMTAMTAMCCmGGGATCTAGGGCCAGGCAA 

CATGTTTTTATACTTCACATCAAGATCCATAAAATAAAAATTAATACATTGGACAATAAA 

TTAAAMCCTTTGCACTGCAAMGACTGTTAAMTCATTCAAAGTTATAGAGCGAGCGGG 

AGAAAATCCACCACGTACCTGCCCGGGCG 

Sequence 2878 

ACCGNGGTGGCGGCCGACNGGNCANGTTTCTTATNCCCNTCNTAAGNANNNNNGCNGNCN 

TTGTGNTCA ACNG NGGCNCCNAAGNGACNANNAANNGNNNCANNCCCTANCANNCTNNNA 

GCNNTNNANTTTTGAAACANCAANGGCTTNTACCANCCCCTTANACCACCNNNTGCCTGC 

ATGACCTCCCAGGCNTTACAAANAACGCTNCTTTTTCACNGATCATATNACCTTTATCAT 

CTTTGGGGAAAAAGTCATCCCCAGTCTTGAATCCCTGTGGCCAGTGAATAAGATAGACGT 

CCAGATAGCTCAGCTTCAGGTCCTTGAGGGTCTTCTCAAAGGCTTTCCTCACAAGGGGTC 

TNTCAAAGAAAGTGGGCCACACCTTGCTGACGATGAACAGGTCCTCCCGCATCACAGCCT 

TCTCTTGGATCTTCTCTTGGATG 

Sequence 2879 

AGGTACCCAAGCATCATGTGAACACTGTGCAAATGCTATACAGAGAGTCACGGCAGCTTA 

ACCAGATGGAGAACAAAAACACAGCAGCGCACAACGAATGAGTAAGTAAAATCCCTATGA 

ATCAATTCACTCAGGCATAATACTCTAAATCCTTAAAAAGGGGGGAAAAAAAGAATGTAA 

CAGAAATCTATTTCCACAATACACCCAAGGGTAACTAATGTAACTAACTGGCTAATGACA 

ATACAAGATTAAAATAAACACCAAAACCCACTATACCTGGATTCATATTACTTAGTCGAG 

CGGCCGCCCGGGCAGGTACAACGACCCAACCCAAGAATCTATCATTTTGAAGCCAAAGAT 

GGCCTTAGAGGTGGGTGACTACAAAATCAATCTCAAGCTCATGGATAACCAGAATAAAGA 
CCAAGTGACCA 

Sequence 2880 

TCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAATAAAGGTGTCTCCATAAACCATGACCT 

ACAGATTTGACCCACAATGACCAGCATGTCCCTTATGGACATTTTCTAGGTCCAGTGGCA 

CTGCAGGTCCCGGATGATTGCGGGTGCCAATTTCTACATTGTGGGGAGGGACCCTGCAGG 

AATGCCCCATCCTGAAACCAAGAAGGATCTGTATGAACCCACTCATGGGGGCAAGGTCTT 

GAGCATGGCCCCTGGCCTCACCTCTGTGGAAATCATTCCATTCCGAGTGGCTGCCTACAA 

CAAAGCCAAAAAAGCCATGGACTTCTATGATCCAGCAAGGTAGGTT7TCAGAGGAAAATT 

CTTTTATCAACATCTGTATAAMGAAATGATGAGGCAGAATTTGGGCCCTTTGAAAAACT 

CTCCAGTGCATTGCCACATGCTCCCAAGTGGACTGAGTCCCTTGAGAGTCAAGACGTGGT 

CTTATAAATTTTATGTCCCCTAAAATTGTACCTGCCCCG 

Sequence 2881 

TCCACCGCGGTGGCGGCCGGCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCT 

AACCTGAGAGCCTGTGGAACCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGG 

AAACAGGAAAGGACCTCGGAAGTCTTCTAAGGAGGGTCATGGCGTATTACCAGGAGCCTT 

CAGTGGAGACCTCCATCATCAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACT 

GCCTGAGCATGGGCCGGACGTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAG 

GCCAGAAGCTGCTCCAGGAAAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATC 

TACCAGGGGGTCCTCCTCACTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAG 

GAGGCGCAGCTGACTGCTGGTTCCTGGCANCACTGGGGATCCTTGACTCAGAACCCACAG 

TACCTCGGCCCGCTCTAAGAACTAGTGGATCCCCCCGGGCTGGCAGGAATTCGATATCAA 

AGCTTTATCGATACCGNTCGACCCTCGGAGGGG 
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NCNGGGAGCAGGGAACCGNTCAGATACCCTTCCACACCGTGGAAACTTTGTTCTTACCCT 

CTTGACGAAAAATCTTGCTGCTGCCCACTCTTTGGGTCCACACCACCTTTAAGAGCTACA 

ACGATCACCACGACAGTCTGCGGNTTCATTCTTGAAGTNAAGCGACACCACAAACCCACC 

AGANAGGGAGGAACTCCAGACACATTTTGAAGGAACAAATTCCAGACACAACATNTTTAA 

CAGCTTGTAACACACAC7TGTGNAAGGTCCACCGGCTTTATTCTTGAAGCCAGGCGGAGA 

CCACGGMCCCTTTGGMNGGGAAACCMCTTTTGGANACAAGCANGGACGTNGAAGAAC 

TTTCTTACCTTGCTCMCTTNMNAAATTMTTTTTCCGCCACCNAAACCCAATTGGGCC 

CACCGI I 1 1 INGGGGGNNGCCTTAANNMCCTTTGGGGGCNCGGGTTNTTAAAAAACTTA 

AGGTGGGNATTCCCCCCCCGGGGCTTGGNAANGGAMTTTTCCNATTTTTTNAMGNTTT 

TNTTCNAATNNCCCCGTCCGAAACCTTTGGANGGGGGGGGG 

Sequence 2874 

GAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACGCGGGGTCCACAGCGGCTTCCTTG 

ATCCTTGCCACCCGCGACTGAACACCGACAGCAGCAGCCTCACCATGAAGTTGCTGATGG 

TCCTCATGCTGGCGGCCCTCTCCCAGCACTGCTACGCAGGCTCTGGCTGCCCCTTATTGG 

AGAATGTGATTTCCAAGACAATCAATCTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCA 

CAAACGTGGCCATGGTTGGTGCGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTC 

CTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGCTCGTGGTCTCGCTGGCTTCAAGAATG 

MGTCGTGGACCTTCACAGTGTGTGTTACAGCTGTTAMGATGTTGTGTCTGGAGTTTTG 

TTCCTTCAGATGTGTCTGGAGTTTCTCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCA 

AGAATGAAGCCGCAGACTGTCGTGGTGATCGTTGTAGCTCTTAAAGGTGGTGTGGACCCA 

AAAGAGTGAGCAGCAGCAAGATTTTTNGTCAAAGAGGGTNAGMCAAAAGTTTTCCACGG 

GTGTGGAAAGGGTATCTTGAGCCGGTTTCCCTTGCTTCCCCNGCGTTACCTTGGNCCGGT 

TCTAGAACTAAGTGGATCCCCCCCGGGCTTGCAGGGAATTTCNAATATCAAAGCTTTATN 

GANTACCCGTCNACCTTCNAGGGGGGGGG 

Sequence 2875 

ACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTC 

CTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCTGGTA 

GATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGI I I 1 I CCTGGAGCAGCTTTTGGC 

CTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTTNCGGCCCATGCTCANG 

CAGGTGATCCCGCAAGGTGGNAAAGTCCTGGGTCTTTGAAACTTGGATGATGGAGGTCTC 

CCACTGCAAGGCTCCTGGTTAATACGCCATGACTCTCCTTANAAGACTTCCCCCAGGGTC 

CCTTCTTCCTGNTATCCTAAGGGCCAGGGTTGTTGTTCATGAATGNGAANGAAGGGGGAA 

GACCGGNNCAAGGTNTCCCAACNNAGGGCTTCTTTCAANGGTTTANTAANCAANTTNGTG 

GGGAGGGAANAACTTTGGNCCNGTAAGNGNATGGGANNAANCCAATGGGGGCCCGGGNCN 

CCGCCTTNTTAANAAAAACNTTAGTTGGGGANTNCCCNCCCNGGGGNCTTGNAAAGGGAA 

AATTTCCGAAATATNTAAANNCCCTTTTATTNGGATTACCCCGGGCCGTAACCTTTCGNA 

ANGGGGGGGGGGCCCC 

Sequence 2876 

TACCGGGCGAATTGGAGCTCNCCGCGGTGGCNTNCGAGGTACTCNGGGACCTGCTGTGCT 

CTTGCTTGCACAGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGAC 

TAAAGGCAGCAAGCTGCTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATG 

CAAAGCACACCAAATTGTCTACAGCTTAAGATCMCAAAAATCCTTTTTCATTMTTATA 

AATTCACAGAGAATATAAACMTGATCCTTATTATCCCCTTTACTGGCTCACACAGGGGG 

AGAGAAGCCAAAAGCCCAACTGATTCCCAATGGCGAANATTGAGAAAAACGCCCCCACGA 

TGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATAT 

TATCAAAAGAATGGTGGGAAAAAGTATGTMTTTCCAAGCCAAGCCTGATGATCTTATTC 

TGGCAACTTACCCCAAAGTCAGGTACCTGCCCG 

Sequence 2877 
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AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTNCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGNCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 
ACTGAA 

Sequence 2869 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGG ATG TC AAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCT 

GTTTCCTAGGCAGGTGTGTCTTGATGGAAGGAGGGGAGACGGGCAGGTTCCACAGGCTCT 

TCAGGTTAAAANAGTGGTGGGAGGAGNACTGG.CCAGAAGGAGGAAAAGCATGGCCCGGCC 

C GCTCTAGAACTAAGTGGATCC CCCCGGGCTGCAAG AAATTCGATATCAAGNCTTATCGA 

TACCCGTCCGACCTCGAAGGGGGG 

Sequence 2870 

ACGCGGGATTGTGACCCCGTTGCATGAAGTCAGGTGTGGAGTTTTCCACTTGTGGTATCA 
TGTTGCTGCTGCTCAAGAAGTTTCTGATTTTGGAACATTT^ 

TAGGGATACCTAATGTGAGAGAGACTAGGCCGCACAGCTCCCTGCACTGCTGCCTGGTGG 

TCTGAACTGGGGCTCTGATTGTTTTCTGAGGGGCCTTTTGTGTGCCTTCTGTGAAGGGGC 

CTGCATTGAGTGAGTCTACACTGTTGGGCTCAGTGTGGAGCATACCTGGTTGAGCCACCA 

GAGTTTGACAGCTTAAGGGCAGCCTGTCATTTTATCTACAGAGTATATTAATGATAAAGA 

TCTTTGGAMCTTACTTAAAAACAAMTGAAACAmCATGATGGAGGATTTCAAACAGA 

AAMTAGMTAATTT AGTGM CTCCCATCACTTTAGCTTTACAGTTAATTCTAGGCTCCC 

CCTACCTCAGATGAATTTTAAAAGCCAAAATCCCMTT^ 

GCCTTTCMTACATMTCTCTTAACMGMTAATTGGACCTCTTTTATTAAACCTTATTT 
TTTAAAGTTGAAAGACTTGACCCACCCAGCCTTTCCTAA^ 
TCTN GGGG NTN G AAAGCCTG ANTTTTTTTAA 
Sequence 2871 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC . 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCT 

GTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTTCCACAGGCTCTCA 

GGTTAGAGAGTGGTGGAGGAGACTGGCAGAGGAGGAGAGCATGGC 

Sequence 2872 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCT 

GTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTTCCACAGGCTCTCA 

GGTTAGAGAGTGGTGGAGGAGACTGGCAGAGGAGGAGAGCATGGCCGGCCGTCTTGGAGA 

AAGAGCAGTGCTGGTGTCTGCTCTCCCCGCGTACCTGCCCG 
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TCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGA 

TGTC AAATCTGCTTATATC ATCC AGGATGAAGTGAG GAGGACCCC CTGGTAGATCCTGTG 

GCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTCTGGCCTATGGAAG 

AATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTCAGGCAGTGATCCC 

GCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCCACTGAAGGCTCCT 

GGTMTACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCTGTTTCCTAGGCAG 

GTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTTCCACAGGCTCTCAGGTTANAGAGTGG 

TGGAGGAGACTGGCAGAGGAGGAGAGCATGGC 

Sequence 2864 

MTTTTAAGTAAATCTGCTTTATTCTGATGGNGCCTTCTGTTCANAGGCTCCAGCANACT 

TACCTGAGTCCTAACACTATCACTGTGATGGGGGNGGTAGAGAGACAGGACCAGCANAAC 

AGACTGGGGCTGCTCGTCTTTTTCCAGCTGGNGMGTTTTTATAGGGATAAAGCCTCCCA 

NAATANAATGGCCCATTGMCAGCAAACACAAAATACTGGTTTTAGGANAACATTGTCAG 

CTGTTGCTTTGGCTTTTTAMTTCTTCATTTTANAAAGAACTCGCA^ 

GTTTCTGACTTAATATTTTCCCATTTGAACTTTCACTGGA I 11111 I CTTCTTGAGCAAG 

CAMTTCAGGAAAACTCCMTATTTGGCTGTCTTCTTTCCCAGTCCTTNTAAACTCCCCC 

CANACCCGCGTACCTGCCCGGGCGG 

Sequence 2865 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCACCGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCC 

TGTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTTCCACAGGCTCTC 

AGGTTAGAGAGTGGTGGAGGAGACTGGCAGAGGAAGGAAAGCATGGCCCGGCCGTCTTGG 

AAGAAAGAGCAGTGCTGGTGTCTCCCGCGTACCTGCCCCGGGCCGGNCGGTTCTANAAAC 

TAGTGGGATCCCCCCGGGCCTTGGCAGGGAATTCNNTTATCAANCCTTATCGGATACCCG 

TCCGACCCTCNAGGGGGGGGGGCC 

Sequence 2866 

GAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTGTGGGTTCTGAGTCAAGGATCCC 

AGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTATA 

TCATCCAGGATGAAGTGAGGAGGAGCCCCTGGTAGATCCTGTGGCCGCTTCCATATCACA 

TTGGAGAGGCGTTTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAAT 

GTCTCATCCTTAAACGTCCGGCCCATGCTCAGGCAGTGATCCCGCAAGGTGGTAAAGTCC 

TGGTCTTTGAACTTGATGATGGAGGTCTCCACTGAAGACTCCTGGTAATACCGCCATGAC 

CCTCCTTAGAAGACTTCCGAGGTCCTTTCCTGTTTCCTAGGCAGGTGTGTCTGATGGAGG 

AGGGGAGACGGGCAGGTTCCACAGGCTCTCAGGTTANAGAGTGGTGGGAGGAGACTGGCA 

GAGGGAGGAGAGCATGGC 

Sequence 2867 

AGGTAC I I I I I I I GTTC rTTTTTTTTTTTTTTn GCTGACCTGTAGTTTGATTTCCAGTG 

TCTAGACTTAACAGTCTGAATTTAAACACGAGGCATATACACAAAATCATCTGGAACTGA 

TTTTTTTCACACTAAACACTTCTTTCTGATCCTACTTTCCAGGAGGCTCCTTCCTCCA^ 

CATACCTCCAGATGAAAATCACTTAATTAACCAAGAAAGACTCAACCGCCCTTAACTGCT 

TTTCTAAACAGTCACACATACTGGATTTACTTATTTTGAGACATGACAAACCAGTTGCAA 

ACCACAAATTCATTCTCATGGGCCCTCCACACGGTCTCTTGTTCCTTCTGAAGAGGGTCT 

TGCTGAGGACCATTTGTCCCCCTTCCTGCAGCAGCTACTCAGTCGGTGCTGGANAGTGTG 

GCCTTTCGA 

Sequence 2868 
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TTTAAGGATGAGACATTCCCTGCNNCANANTCTTCCATAGGCCANAAGCTGCTCCAGGAA 

AAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGNCCTCCTCAC 

TTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTGG 

7TCCTGGCAGCACTGGGATCCTTGACTCAGGACCCACAGTACCT 

Sequence 2859 

AGGTACGCGGGAGAATAAAGGtGTCTCCATAAACCATGACCTGCAGATTTGACCCACAAT 

GACCAGCATGTCCCTTATGGACATTTTCTAGGTCCAGTGGCACTGCAGGTCCCGGATGAT 

TGCGGGTGCCAATTTCTACATTGTGGGGAGGGACCCTGCAGGAATGCCCCATCCTGAAAC 

CAAGAAGGATCTGTATGAACCCACTCATGGGGGCAAGGTCTTGAGCATGGCCCCTGGCCT 

CACCTCTGTGGAAATCATTCCATTCCGAGTGGCTGCCTACAACAAAGCCAAAAAAGCCAT 

GGACTTCTATGATCCAGCAAGGTAGGTTTTCAGAGGAAAATTCTTTTATCAACATCTGTA 

TAAAAGAMTGATGAGGCAGMTTTGGGCCCTTTGAAAAACTCTCCAGTGCATTGCCACA 

TGCTCCCAAGTGGACTGAGTCCCTTGAGAGTCAAGACGTGGTCTTATAAATTTTATGTCC 

CCTAAAATTGTACCTGCCCGGGCGGCCGCTCG 

Sequence 2860 

CGCGGTGGCGGCCGCCCGGGCAGGTACCTGACTGTGGCTCAGATCTGCGTGGCAGCAGCG 

AGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTACAA 

TTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAACTTTATATACTGAGTAACATTTG 

MGGTTGTCTTTTMTGGTGGGGGGTGTTTTTTCCTTTTTAAACTACAGTGCTTGCACAA 

GAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGGGGGAGACAGTAGATGGCCTGGGAT 

GACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCAAATTC 

CATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTCAGT 

CTGCACAGGGCTCCCCGTTCAGGCTGCCTTTGGTGGGTGTGCTTTTTGTAAAGTTTTCTT 

TCTCTGCCTTCGACNTACCTCTGAATCANAAAAGCAAGCCCCCACANGGTGGAATTGANG 

GGATGNCTGCTTTGGCAATTGCCCCAAATCTTAACCANGGGGNGGGCTGGGCTTGGGCCN 

CCCCCCTTGTCCCGCTTTNMGGGGGGAAMNCCTTACCMGGTTGTTTGGTTTTTGNAA 

CCTCAGGGAAATTNAAAAANNCCNNANGGCCCTTTTTT 

Sequence 2861 

TNGAANCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGCNACGACCCAT 

TCNAACGTCTGCCCTATCAACTTTCAATGGTANTCTCCGTGCCTACCATGGTGACCACGG 

GTGACGGGGAATCGGGGTTCGATTCCGGANAGGGAGCCTGATTAAACGGCTACCACATCC 

AAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCTACCCGGNGGAGGTAGTGACANAAA 

AAAACAANAAAAAAAAAAAAAGTACCTCGGCCGNTCTAGAACTAGTGGGATCCCCCGGGC 

TTGCAAGGGAATTCC GATATC AAGCTTATTCGATTACCCGTCNACCTTCNAAGGGGGGGG 

GCCCGGTTACCCAGCTTTTTTGTTTCCCTTTTAGTTGAGGGGTTAAATTTGGCGCGCCTT 

GGCCGTTAATCATGGGTCAATAGCCTGTTTCCCTGGTTGGTGAAAATTGTTAATCCCGCT 

TCACAMTTTCCACCACCAANCATTACCGAAGCCCGGGGGAGCCATTAAAAGTTGTTAAA 

ANGCCCTGGGGGGNGCCCTAAAATGGAAGTTGNAGCCTAAACCTCAACATTTAATTTGGC 

GTmGCGCCTTCMCTTGCCCCCGNCTTTTTTCCAAGTTCCGGGG 

Sequence 2862 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTCAGAACCCACAGTACCT 

Sequence 2863 
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TTTCATMGAAAATNCTTTCC^ 

CCTGGTNAAAAAAGGAACANNCNCATTGGCCAAAAAGNTNGGGGAANNATNCCCNGCTNA 

ANGGCTTTCCCAGMTTCGGAAGTTNCCATTCCGGGGCCTTCCCTTCAATNTNGTGACCC 

CTTGGCCCCCCGGGGGCCGGGGCGCCGGCTTCTTTANGAAAACCTTAANNTGGGGAATCC 

CCCCCCCGGGGGCNTTGGCCAANGGAAAATTTTCCGAATANTCCAAANGCCTTTTATNCN 

GNAATNACCCNGGNGCCAANCCCTTCCGNAANGGGGGGGGGGGG 

Sequence 2855 

GGGGAGCTCCACCGCGGTGGGGCCGGCCCGAGGTACTGTGGGTTCTGAGTCAAGGATCCC 

AGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTATA 

TCATCCAGGGATGAAGTGAGGAGGACCCCCTGGTAGNATCCTGTGGCCCGCTTCCATATC 

ACATTGGGGAGNAGGCCGTTTTTCCTTGGGNMGCMGCTTCTGGGCCTTATTGGGAAAG 

GAAATCTTGCTGCCAAGGGGGGAAATTGTCTCATCC1TTAAAACCGTCCCGGGCCCATGC 

TCMGGGCAAGGTGGATCCCCGCAMGGGGTGGGGTTAAAAAAGGTCCTTGGGTCTTTTG 

GMCTTTGGATTGGAATGGGGAAGGGGTCTTCNCACTTGGAAAAGGGGCTCCCTTGGGTT 

A MTT MCCGCCCMTGGACCCCTTCCTTTTMGGAAAAGAACTTTCCCGGAAGGGGNCC 

CTT7TCCCTTGG7TTTCCTTAAGGGCCAAGGGTGG 

GGGGGGGGGGNACCGGGGGCCAAGGGGTTTCCCAACAAGGGGCNTCTTCAAGGTTTANGA 

AGAAAGTTGGGTGGGGGGGGGNAAGAACCTGGGCCAANAAGGGAAGGGAAGAAGCCANTG 

GGCCCCGGGCCCGGCTCTTAAGAAAACTTAAGTGGGGAATCCCCCCCCGGGGGCTTGCCA 

AGGGAMTTTCCGGAATATTCAAAAGCCTTTMTTCGGATTACGCCNGTNCGAACCCTTC 

NAAGGGGGGGGGGGGC 

Sequence 2856 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGGGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

CGTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGG 

AAAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTC 

ACTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCT 

GGTTCCTGGC 

Sequence 2857 

AGGTACmGTTTTCATCTTTCAGGTTATAAAACTTTTCAGTTTCTAG 

AATAGTAAATGAATATTTGTTGCA I I I I I I I I CTATTTTAACTGCATTTGCTCATTGTAA 

TT GCTAM TAGTAAAATTTATCCCCACTTTCTTTAGGCTTCAACTTTTGTTTATATM 

AG I i I I iCTTTTATACTGTTACAAAATGCCTTTCMGCTTCTCTTATATTTTCAAAAGCT 

ATGAMCCCATCAAAAATTATMGGACTTAAAATTTATGTMTTTTTTTATT^ 

TACTTAMTATTCTATTAATTTGCTATMGTNCATTGGAMTGTTAATAAMTAAATTTG 

TCTCATMTCTACTCTTTGTTCATTTTATTTTCAAGCCCTTTAGAAAATAAGGAGGGGCC 

ATTATGGACCGTGGCANATCTAGGGGCTTGCTGTTTNGGGCTCTTCTGNAAAGTGGACGC 

CCAAGGGCTTGCGGGGGTCCACCCAACTGCCCGAGCCAGCGCCTTCTCCCATGGGAGAAA 

ACTAAGAAAAAACCTGCTTTTTGGGMTTTATTCTCTTACCAGGGGAANAAAACCCCTTG 

GGCCCATTCAGAAAGGGGGGAAGGAAGNATTTGNTCTTTTCAANCTTTNCCAAAGGAAAA 

NCCCAAGTNGTGGAGGGGGCTGGAAAAANAAAATGGCCCCCCCAGGTCTCNTGGTCAAGC 

CACTTCCCNTTCTTTNCCCTTTTTATAAGGTTCATTCAGCCCCCCCAACCAAAA 

Sequence 2858 

CCATGCTCTCCTCCTCTGCCAGNCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAAC 
CTGCCCGNCTNCCNTNCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGGA 
AGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCATC 
AAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGACG 
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AGGTAC m i n i i i i I I I I I ) | ) | | | ) | n 1 1 ) i CCNGGGCCTCANACTACTGTTTCTA 

TAATGGGATNTTTTNTTACATGAGGTCTCTGAGGGCATAGTTATTTCATTAANAAACNCN 

CTTCATAAMTTGCATCCATGTTTGGNMTCTAAAAAANCCAATNTAGATGACAGAAGCT 

TCTGACTATAAATTATAAGTAATC7TATCCATACNTNCNCAGAAGCTAGNGATTTATTAA 

GTNCTNTACTGNACTTCCAAACACATNTAAGTTTTCCAAAAAGATTTCAAAAAANCAATT 

CACTGGCAGCAAGCCAGAAAAAGTTCAGGGGATAAACTGCTGAAANACAGGTGGTGNCTG 

GTAAGGGGCTCCTGGGTAGGGACTTTTTTGCNTGGAAGCAGCTGCCATGGTTATACCCTG 

GGGCCCAGCCAATTTTAAACTT 

Sequence 2851 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTGT 

CCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCTG 

CTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAATT 

GTCTACAGCTTAAGATCAACAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATAT 

AAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGCC 

CAACTGATTCCCAATGGCGAAGATTGAGAAAAAeGCTCCCACGATGGAAAAAAAGCCAGA 

ACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGGTG 

GGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTTATTCTGGCAACTTACCCAAA 

GTCAGGTACCTCGGCCCGCTCTAGAACTAGNGGAT 

Sequence 2852 

AGGTACAGATCCACAGCCTGTCAGTTGCACCCTCCCTGACACCACCACCGGGACCTGCAC 

AGACTGGGAGTTCATTTCCTTGCTCACTGGGGCCTGCCTTCCCCAGGCTGGTGTCTTCTG 

ATAGCCAAACTGAGGGGTGGGAGGTATTTTGAAATGCAGATTTAATTATTCATGTGTGGT 

GAGGCCAACAGATCAGGAGATAACTGCCACTGAAATGATAGTTTGTTACACACAGTTCCC 

AATGGGAGGGGACATGCCACACACGGTGGGGGTCACACAGGGAAGCACCAAGGTCAGCTG 

GGAGGTAGAGGGAGCCAGGGAGAAAAGTGGGCAAGAGCCTTTATTGTTTTCCATGGGAGG 

GAACGGACAAGGATTTGAGTAAGTAGGT7TAGGATTGGCTATTTGGAATAACTTCAGCGA 

GATCTGGAGCACAGAGGCTGTCCTGAGTTATCTGGTATTGTGTCCTGGATTGATTAGGGC 

ANGAACAGGGGCCCAGAGTGTGAGAACCCANAAAAGGAGGTGGGGTATGGGCTTTTGGAA 

CMTTGTTTTGTGGGTGAAANGCGTGNTCCCANCCAGCAAGCCCAGGCTTTTTGCTTGTC 
TCCCGGGAATTAAC 

Sequence 2853 

GCTCGGANCACCCTTGCCCGGCTGNGATTGCTGCCAGGCACTGTTCATCTCAGCTTTTCT 

GTCCCTTTGCTCCCGGCAAGCGCTTCTGCTGAAAGTTCATATCTGGAGCCTGATGTCTTA 

ACGAATAAAGGTCCCAtGCTCCACCCGCAAAAAAAAAAAAAAAAAAAGTACCTCGGCCGC 

TCTANAAACTAGNGGGATCCCCCGGGCTGCAGGGAATTCGATNATCAAGGCTTTATCGAT 

ACCGGTCGACCTCGAAGGGGGGGGCCCCCGGTGACCCMGCTTTTTGTTCCCCTTTTAGN 

TGMGGGGTTTAAATTGCCGCCNCCTTGGGCGNTAATTCATTGGGTCCATAAGCTTGTTT 

CCCTGNGNTGAAAATTGTTTNATCCCGCTCACCAAATTCCACACCAACCATTACCGAAGC 

CCCGGGGGAAGCCATTAAAAGGTGGTAAAAAGCCCTGGGGGGTGCCCTTAAATGAAGGNG 

GAGCCTAMCTTCACAATTAAATTGGCNGTTTGCCGCCTCAACTGGCCCCGCTTTTCCAA 

GTCCGGGGAAAACCCTTGTCCGTNGCCAGGCTTGCCATTAAATGGAAATCCGGCCAAACC 
GCCNCCGGGGGAAGAAGGCCG 

Sequence 2854 

NCACGATCAAGAATTCNAGTTAAACAGAATTGAACCACTCCAACCACAANCACTATGACA 

NGGAAACAGGATCGNGGAGGATTTCCACANGNGAACCTTTTACATTACAAAGTTTCCAAC 

ACAAGAAGCCAACAATACCCCAGTGCTNCACCAAGTTACTTTCCCACTGTTTCCCAAGGT 

ACAACTCAATTNNTAATCAAGTAGNTCCAAGTNCTAAGAACATTTCCTGGTAAAACAAGG 

GACCNCACCTCCCGTGGCTCTTATGCATNGGCCTGCCACTGNATGGAATCAAANTTTCTT 

TAANNAAACCTTACCGACCGGNTCTAGATTACCCCCTTTTGGAGGGAAGAANCCACCCCC 
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GCTGTTAAAGATGTTGTGTCTGGAGTTTGNTCCTTCAGATGTGTCTGGAGTTTCTCCCTT 

CTGGTGGGTTTGTGGNGTCNCTGACTTCAANAATGAANCCGCAGACTGTCGCGGTGATCG 

TTGNANCTCTTAAAGGTGGTGTGGACCCAMGAGTGAGCAGCAGCAAGA7TTTTCGTCAA 

GAGGGTAAGAACAAANTTTCCACGGCGTGGAAGGGTATCTGAGCGGNTCCCTGCTNCCCG 

CGTACCTTGNCCGCTCTAGAACTAAGTGGATCCCNCGGGCTGCA 

Sequence 2845 

TCCCCGCGGTGGCGGCCGAGGTACACGCTGGTAGCAAAGCTGCTCATTGTGGGTGACGGC 

TCGAGTGATCACAAGCACTTCTTGGAAGAGGAAAACATGCAGTTTCTAGAAGAAAAAAAT 

CCACAAGCTTTCATTAAGCAATAATGTAATGAGTGGTTGATATGTGGACCTCTGTGGATA 

AAGAGGTCCCCAG 

Sequence 2846 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGA 

TCATCAGGCTTGGCTTGGAAATTACATAC I 1 1 I I CCCACCATTCTTTTGATAATATCAAC 

GTAGGGACTCCATCTACTTCCATGATGTTAMCAGTTCTGGCCTTTTTTCCATCGTGGGA 

GCGTTTTTCTCAATCTTCGCCATTGGGMTCAGTTGGGCTTTTGGCTTCTCTCTCCCTGT 

GTGAGCCAGTAMGGGGATAATMGGATCATTGTTTATATTCTCTGTGMTTTATAATTA 

ATGAAAAAGGATTTTTGTTGATCTTAAGCTGTAGACAATTTGGTGTGCTTTGCATGTCTT 

TCTGTATGGTTCTGGTATCTCAGGCAGCANAAGGAAG 

Sequence 2847 

CTCCCCGCGGTGGCGGCCGAGGTACTCTCCCAGTGACATGCTTCTTGACCACAATGGATG 

AACTGTGCCCAGCATGCCCACTTTCCMTGCTCCACTGATCCCCATGTTTTGTTTCTGAA 

GGACAACCAGCCTTGGAATAATGGCAAATACCTTCTTAAGTTCCTACAAAGTATGGTCCC 

TGGGAAGTTTATGTCTGTAAGTCAMCCTTGGGAAGTMCTGAGTTTTGATGCCTCTTCC 

AGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGTTTCTCACAGCTTTACA 

CCAAAGGGCATCACTATCCCTCAAAGAGAGAAACCTGGACACATGTACCAAAACGAAGAT 

TACCTGCAGAACGGGCTGCCAACAGAAACCACCGTTCTTGG 

Sequence 2848 

GCGGTGGCGGCCGAGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCA 

GCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTG 

AGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTC 

CTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGT 

CCGGCCCATGCTCAGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGAT 

GATGGAGGTCTCCACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCC 

GAGGTCCCTTCCTGTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTT 

NCACAGGCTCTCAAGTTANANAGTGGTGGAGGANACTGGGCANAGGAGGAGAACCTTGGC 

CCGCCCGCTCTAAAACTAGTGGATCCCCCCGGGCTTGCNGGAATTTNCAATATCAAANCT 

TTTTCGAATTCCCCGGCGACCCTCGANGGGGGGGGCCCC 

Sequence 2849 

CCGGGCAGGTACTCATTGAACTTGAGCTCCGAGTCCTGATTCACATCCAAGCTCTTCATC 

TTCTCATCAAGAGAGCCCACATCCTGAGGAGACACCAAAGGGAAGGGTAGAGTTAGAAAC 

TGGGGTTCTTGAGAAAGTAGGGAGGGAAGAACTGTCAGCTGCTATTCTCTCAAGGCCCTT 

CCCTCAGAGAGCANTGGCACCTGCCCCTTCTCTAAAGAAGAAGGCTGCAGCCCCAAAACT 

GCACCGCCACGGGGTGCCTCTCCAAGGAGCACCAAGCAGGAGAAAGGTGGGGGGGGCCTG 

AAGTCCTAAGTGCTTGCCCGNTGTGTAAAATACTTCCACGATGACCCGCTTACAAACCAC 

CAAAACAGGTTTGTCCGCTTGAATACANAAAGCCTGGNAAAAGAAATCCACACAATCTTT 

TNTTTTCACCCAGCACACCCACTTGCCAGCTTGCCTGGTGGGAATCGGGCCCCAAAGGGA 

ATTGCCCAGGCAATTCTTCAAGGGAAGGATGNCTTGCCAAGGGGTTTGGGAACCCCCAGT 

TCAAGAAGCCCCTTTTCTTGGGGGGGCC 

Sequence 2850 
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CMTCTTCGCCATTGGGAATCAGTTGGGCTTTTGGCTTCTCTCTCCCTGTGTGAGCCAGT 
AAAGGGGATMTAAGGATCATTGTTTATATTCTCTGTGAATTTATAATTAATGAAAAAGG 
ATTTTTG TTGATCTTAAGCTGTAG ACAATTTGG TGTGCTTTACATGTCTTTCTGTATGGT 
TCTGGTATCTCAGGCAGCAGAGGAAGCAGCTTGCTGCCTTTAGTCAAACTGCTTCCTGGA 
AACCCAGAGCCAGGTCCAGCTNCAGGACACTGTGCAAGCAAGAGCACAGCAGGTCCCCG 
Sequence 2839 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCCTCGGCCAGTT 
CGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGTCGAAATAGAAGCCCA 
GAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCT 
Sequence 2840 

CCGCGGTGGCGCGGCCGCCCGGGCAGGTACCTGAAAAACAGCTGGTAGGATGGAGGAACT 

GAGCTTTTAAATAGGCAAATGTGGCTAGGAGCTACCATACTGGACAGCACAGTGTATTAG 

TTTGGTGCAAAAGTAATTGTGGTTTTGGCCATTTTTMGTGGATTGGTMGCCTGGCTAT 

TTAAAGTGTGGTCCACAGAGCAGGAGAATCACTACACCTGAGAGCTGGTGGAAATGTAGA 

TCTCTGACGTTAGCATAGGCTTCCTAAATCAGAAACTGCATTCTAACAAGATCTCCTGGT 

GCTTCTCATGCACAGTAMGTTTAGAAAGTTAGGAGATGCATACAAGTGGTTCTCATCCT 

GACAGCACTTCAGACACAACTGAGAAACATTAAAAGAAGCTGAGCCTAGGTCACACCCTT 

CCACCCAGAGATTC7TMGTTAATGGGTTAMNGCTTGGCCTGAACATGAAMGTTTTM 

AAGCACTCTTGGGGGATTCTAATAAAAATTCGAGACCATNCCAGCATAAGCCAGTNCTNG 

GGNCGTCTAGACTAGTGGATCCCCCGG 

Sequence 2841 

CCGGGCAGGTACCAGGGGTTAGAACTTCAGTGGATCAGCTCTGGGGGACACAGTTCACCT 

CATGGCACTAACTGTTCCCTGGGCCTCTGGCTGATGCACAGAAGAAGGAATATGCCCTTG 

CAAAGAGTTTCCTTTGGTGTTTCCATGAAAAACTTGGCAGCTTCATAGATGGAGTGGGTT 

GATGGCCCTTGAGGTCTTCAGGCACTGACAGGAGGATACAAAATCAGTGTTTTGTGACAA 

AATCTAAACCAAGGTCACTACAGGCAACCGGGAAATTTGTCTCTGATGGTGAAGCAAAAC 

AACTAGTACCT 

Sequence 2842 

CGCCCGGGCAGGTACAGAATTTTGGGAGAGGCCATTTGGCAAGCCATTGGTCTGAATAAT 

TTGGAGGGGGAAATCCTAAGGTGGTGGAGTTGCTGCGTGGACACGGCTATAGGTTGGTGT 

GACATGATTTCGCATTAATTGTTTGTCAGCTGTCAGTAGGCTGACCTAACGTTCTAGCAT 

GCCTCTTGAGGGCCTTTCCAACTGAGCTCTCTGGAGGAGGGTAGGAAAGTCAGGGAAATC 

ATGCAATCCCATCTGGGGAAGGGAAAGCATCTCAAGATTTGNGAGGTTCCCTGGGAAAGG 

TGTTTACC ACAAATGTC AC ATC AATTAAAGGAAAGTCTGC N N ANAG AG AGAG AAAGCC AA 

GATCAGGGGTAAAAGAGAAAGGCAAGGTAGCACCGGGGAGCTTGGGCATGACACAGAAAC 

ATCTCTGCTTTTACCAG 

Sequence 2843 

CGAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATCATCAGGCTNGGCTTGGAAATT 

ACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGGGACTCCATCTACTTCCAT 

GATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGCG I I I I I CTCAATCTTCGCCAT 

TGGGAATCTGGTATCTCAGGCAGCAGAGGMGCAGCTTGCTGCCTTTAGTCAAACTGCTT 

CCTGGAAACCCAGAGCCAGGTCCAGCTCCAGGACACTGTTGCAAGCCAAAGAGCACAAGC 

AGGTGGACCCCCGCCGTACCTGCCCGGGGCCGGCCGCTCTAGAAACTAGTGGGATCCCCC 

GGGCTGCAGGGAAATTCCGATATCAAAGCTTATCGGATACCGTNCGACCTCGGAGGGGGG 

GGGCCCGGGTACCCAGCTTTTTTGTTTCCCTTTTAGTGG 

Sequence 2844 

ANCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGGAAATGA 

TTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGA 

GGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGCGGACCTTCACGGTGTGTGTTACA 
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GGGGC 
Sequence 2834 

CCGGGCAGGTACGCGGGGCTCTTCCGCTTCTGTGGTCTGATCTTCCTGCGGCTGAACCGC 

CCGGCTGAGCCGACATTGCCGGCGTCTTGGCGATTCGGCCCGACGAGCTCCGCTTTCGCT 

ACAGCATGGTGGCCTACTGGAGACAGGCTGGACTCAGCTACATCCGATACTCCCAGATCT 

GTGCAAAAGCAGTGAGAGATGCACTGAAGACAGGAATTCAAAGCAAATGCTNGAGAAGAC 

TTCTGGCAGCAACGTAAAAATTTGTGGAAAGTANAAGAAGGGAATAATCTACCCCTGGAC 

TAAMGCTTGGAAMTGCTTACCATTTTCCMGGTGGANAGATTGTTGTTGGGGCCACAA 

TGTTTATGG GCCANGATTGANAAAGGGGATCTCATTTC CATTGGAGGAAAAGAAAANTAT 

AATTANNTTNNTMGNAANGGGTTACCCTTCGGCCCGCTTTTTAAGAAACTTAAGGNGGG 

GATTCCCCCCGGGGCC1TGCAGGGAMTTTCGGATTATTCAAAGCCTTATCGGANTACCC 

CGTTCTGACCCTTCGAAGGGGGGGGGGGCCCCCGGGGTACCCCCA 

Sequence 2835 

GCCCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTATCCTTNCAGCCTCAAATTCCCGG 

CCAANCTTGTTTCATTTATAGTTACTCCCAGCCCCACGGATTCAAAGGAAATCCCAGACA 

TCCTATAATTTCATCTTCATGTTGAMTTTAAAAAGTTTGAAAATTCACCAAGATGTAAT 

ATATATGCACCAAACATCAGAGCCCAAAATATATGAAACAAACATTGACAGAATCAAAGG 

AAGAAATGGATAGTTCTACAGTMGAGTAGGAGACTGCAGTAGCCCACTTTTCAGTAACC 

GGATAGGGACAACCCAGGACAGGAAGATCAGTCGCAAAGGACCAGGAACCTTGGAACAGC 

CATCATACCAGNCTGGACCTTAACAGNACACCAACAAGCAGTACCTCGGGCCGCTCTAGG 

AACTAGGTGGGATCCCCCGGGGCCTGCAGGGAATTCCGATATCAAGGCTTTATCGGATAC 

CCGGGCGGACCGTTCGAGGGGGGGGGCCCGGGTACCCCAGNCTTTTTGGTTTCCCNTTAA 

GTGGAGGGGNTAAATTGGCGCCGCTTGGGGCGTAAATTCATGGTCANAAGCCTGGTTTCC 

TGN NG NGG AAATTN GTTATTCCGGCTC AAC AAATTTCCC NN CACCAAN C ATTANCGAAGC 

CCGGGGGAGCCANNAAAAAGNTGNTAAAAGGCC 

Sequence 2836 

AGGTACCCCGGCCTGGGCGATMGACCAAGACTCCGTTTCAAAAAAAAAAAAAAAACTAA 

TACAAAACAAGAGTTTGACATTTCACCCAAGATTTTGCAGCATCTGCTCTCTATGTATTT 

GTCTCANATTTTTGACAGTCGCTTCGTGATTTTGACATTTCACCCAGGATATTGCAACAT 

CTGCTCTCTTTCTATGTATTTGTCTCGGATTTTTGACAATCACTTCGTGATTTTGAACAT 

GACGTTCCACGCAGTTTGGCTCATTCTCTACTGCCACTGTTTCAGCAGCTTGCGTTTAGA 

AGTGCATCCAAATACTCTCTGGGTGNGGGTGATCTCAGGGCCAGTCACCTGGNGTCATCT 

TAAGTGGATGGAGACACTACTCCAGGAGTCCTGTNGCACCNGATAAATAGTTGACAAATA 

TTTGACACTGAACATGCTCTGGGCCACCCAGTGAATCCCCATGGCCATGTAAACCTGAAG 

CAGAAAGAGCTTTTCTTCCTGNGTTCCTCTCCGGGGCAMCCCTTTCATTTCAATGGGAG 

Sequence 2837 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGTGGTAAAGTCCTGGTCTTTGAACTTGATGATGGAGGTCTCC 

ACTGAAGGCTCCTGGTAATACGCCATGACTCTCCTTAGAAGACTTCCGAGGTCCTTTCCT 

GTTTCCTAGGCAGGTGTGTCTGATGGAGGAGGGGAGACGGGCAGGTTCCACAGGCTCTCA 

GGTTAGAGAGTGGTGGAGGAGACTGGCAGAGGAGGAGAGCATGGCCGGC 

Sequence 2838 

CCGCGGTGGCGGCCGAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATCATCAGGCT 

TGGCTTGGAAATTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAGGGACTC 

CATCTACTTCCATGATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGCGTTTTTCT 
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AAACCCAAGGGAAAAGGGGGGANTAAAAATAAGCCTTAAAGGGGAAANTGGGGGGTCNTT 
GGGGAATTCAAGGGAAT 

Sequence 2830 

CACCGCGGTGGCGGCCGANGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGGAAAT 
GATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGNTCCTTCCA 
GAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTGTGTTA 
CAGCTGTTAAANATGTTGTGTCTGGAGTTTGTTCCTTCANATGNTGTCTGGAGNATCTCC 
CTTCTGGTGGGTTTGTGGTGTCGCTGANATTCANNAATGAAGGCCGCNNTACTGTCGTGG 
GTNATCNGTNGGNACCTTNNNTNNNNGAGNGGGNTGGACCCCANAAGAGTTGGAGCCANN 
TAGCCAAAGAAi mill iCGTCCCACNCAGGGNTGGANCANNCAAAGAGTNTTTCCCNC 
CGANTGGTGNGTAAAAGGGTATTCNTANAAAGCCGGNTTNNCCTTGCTTNTCCCCCCGGN 
'AACCCTTGCCCCCNGGGCIMCGTCNCCGGCGTNCTTAAGAAACChfTAANTTGGGAAANGNC 
CGGNCTNGGGCCTTGCCATTGGNAAATTTCNGTANTANTCCAAAAGNCNTTTATTCCGNN 
TTANNCCNTTNCGAACCCNTTCCCMNGGGGG 
Sequence 2831 

AGGTACCAGCTACTGCCTTGTGTGTCTTCGATGCACATGATGGGGAAGTCAACGCTGTGC 

AGTTCAGTCCAGGTTCCCGGTTACTGGCCACTGGAGGCATGGACCGCAGGGTTAAGCTTT 

GGGMGTATTTGGAGAAAAATGTGAGTTCAAGGGTTCCCTATCTGGCAGTAATGCAGGAA 

TTACMGCATTGAATTTGATAGTGTTGGATCTTACCTCTTAGCAGCTTCAAATGATTTTG 

CAAGCCGAATCTGGACTGTGGATGATTATCGATTACGGCACACACTCACGGGACACAGTG 

GGAAAGTGCTGTCTGCTAAGTTCCTGCTGGACAATGCGCGGATTGTCTCAGGAAGTCACG 

ACCGGACTCTCAAACTCTGGGATCTACGCAGCAAAGTCTGCATAAAGACAGTGTTTGCAG 

GATCCAGTTGCAATGATATTGTCTGCACAGAGCAATGTGTAATGAGTGGACATTTTGACA 

AGAAAATTCGTTTCTGGGACATTCGATCAGAGAGCATAGTTCGAGAGATGGAGCTGTTGG 

GAAAGATTACTGCCCTGGACTTAAACCCAGAAAGGACTGAGCTCCTGAGCTGCTCCCGTG 
ATGACTTG " 

Sequence 2832 

AGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

AGGCAGTGATCCCGCAAGGGGGTAAANTCCTGGTCTTTNGAACTTTGATNGATGGGAGGT 

CTCCACTGAAANGCTCCTGGGNTAATAACGCCCATGACTCTCCTTTAGGAAGAACTTTCC 

GAGGGNCCTTTTCCTTGTTTCCTTAGGTCNGGTGGTGTCNTTGATNGGAANGGANGGGGG 

AANAACNGGGGNCANGANTTCCCACCAGGGCCTTCTTCNAAGGTTTANTANAAAGTTGGG 

TTGGGAAGGGAAGAACTTGGGNCACCAAGGNAGNGAAGNANCCTATTGGGCCCCCGGTCN 

CGCTTTNTTTAGNAAACCTANGGGGGGGAATTCCC 

Sequence 2833 

CCGGGCAGGTACGCGGGGGCTCAGTTAGGACCCAGAGGGAACCATGGAAACCCCAGCGCA 

GCTNATCTTNCTCCTGCTACTCTGGCTCCCAGATACCACCGGAGACATTGTGTTGACGCA 

GTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCCAG 

TCAGAGTGTTAGTAGCANCTCTTTGGCCTGGTACCTCGGCCGCTCTAGAACTAAGTGGGA 

TCCCCCGGGGCTGCAGGGAATTCCGATATCAAGCTTATTCGATACCGGTCGGACCTTCGA 

GGGGGGGGGGCCCCGGTACCCAGCTTTTTGTTCCCTTTAGTGGAGGGGGTTAATTGCCGC 

CGCCTTGGCCNTAATTCATGGGTCAATAGCTGGTTTCCTGGNTGTGAAATTGNTTAATCC 

GCTTCACCAATTTCCCACACCAACArTACCGAAGCCCGGGGGAAGNCATTAAAAGGTGGT 

AAAAGCCCNTGG GGGG GTTGCCCCTAAATNGAAGNTGGAAGGCCTAAACCTTCACCAATT 

TAMNTTTGNCNGTTTTGGCCGGCTTCNACTTGGCCCCCGGCCTTTTTTCCAAGTTCCGG 

GGGGAAAMCCCCTTGTTCCGNTGGCCCNAANCCTTGGCCAATTTTAAAATGGAAAATTC 
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TCCCCGCGGTGGCGGCCGAGGTACCTGGCATAAAATAAGTTACTGTGGTGGCCAAAGTAA 

TAACCCCCACCGCCACCAATTGCTCATGTCCTATGTTACACAGCACAATTACATAGGAAG 

GGGGAATTAATAGTGCAGATAAAATTAATGTTGCTCATCAGCTGACCTTAAAACAAGATT 

ATCCTGGAGTATCTAGGAGAGCCCATGTAATTACMGCATTCTTTATAACTGGAAGAGGG 

AGGCAGAAGGTTAAGAACCAGAGACGGTGGGCACAATGGCTCATGCCTGTAATACCAATA 

CTTTGGGAGGCCAGGGTAGGAAAATCCCTTGAGTGCAGGAGTTCAAGGCCAGCCGTGGCA 

ACATACTGAGGTCCCATCTCTGAATAACATGTTGCCCAGTCAGTTTCTCTTCCTGGATTC 

AAGAAGTCTTTCATGGTAGGTCCAGAATGAAAGGTGATGTCTGGTGCTCAGGTGTGTTGA 

GGGCCCCATGCCTGGACTATTGGGTGCTGAGTGGGATTTACTTTGTCCATCCATTTTTAT 

ATTCCCACACTGGGGAAAACTTA 

Sequence 2826 

ATTGGACTCCACCGCNGTGGCGGNCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCA 

TGGTTGGTGCGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCA 

GAGTTGGTTCCTTCCAGAGGGTTCGTGGTCTCGCTGGCrrCAAGAATGAAGCCGTGGACC 

7TCACAGCGTGTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATG 

TGTCTGGAGTTTCTCCCTTCTGGTGGGTTTTGTGGTGTCNGCTTGACTTCAAGAAATGAA 

AGCCCGCAAGACCTGTCCGTGGGTGAATCCGTTGNTAGGCTCTTTAAAGGTGGGTTGTGG 

GACCCCCAAAAGGAAGTNGAGCCAGCCAGCCMGGATTTTTTCGTTCAAAGGAAGGGGTA 

MGAAACCAAAAGGTTTTTCCACCGGGTGGTNGGAAAGGGGTTATCNTTGGAGGCCGGGT 

TTCCCCCTTGCTTCCCCCCCGCGGTACCCCTCGGGGCCCGGCTTCCTTAAGAAAACCTAA 

GT TNGG GAATCCCCCCCCCGGGGGCCTTGCCANNGGAMTTTTCNTGAATTATTCCAAAG 

CCTTTTATTTCCGGATTTACCCCGNTNCCGNAACCCTTTCGGAAGGGGGGGGGGGGCCCC 

CCGGGGTTACCCCCAAGCCI 1 1 I I IGGT 

Sequence 2827 

CCGGGCAGGTACCACACCTTCCGGCCAGCTGTCCTCCTGCTGATGTTCCTCAGTGTCTAC 

AAGGCCTTTGTTATGGAGACCTTCGTCCACCTCTGCTCGCTGGGCAGTTGGGCAGCTCTA 

CTGGCCCGAGCAGTGGTAACGAGGCTGCTGGCCCTCAGCACTTTGGCCCTGTATGTCGCC 

GTTGTCAATGTGCACTCCTAGGCTTGGTGTCTCAGACATTTGATTGTACCT 

Sequence 2828 

AGGTGGCCATTGATGCANAATATCGCCACATTGACTGTGCCTATTTCTATGAGAATCAAC 

ATGAGGTGGGANAAGCCATCCAAGAGAAGATCCAAGAGAAGGCTGTGATGCGGGAGGACC 

TGTTCATCGNCAGCAAGGTGTGGGCCCACTTTCTTTGAAGNAGACCCCTTTGTNGAGGGA 

AAGCCTTNTGANAAAGACCCTCAAGGGACCTGAAGCTGAAGCTTATCATGGACCGTTCTT 

ATCTTTATTTCACCTTGGGCCCACAAGNGGGATTTTCAAAGAACTNGGGGGGAATGAACT 

TTTTTTTCCCCCCAAAAAGGATNGGATTAAAAAGGGGTAAAATTAATGGAATNCAAGCT 

GGGAAAAAMGGGGAAAACCGTTTCCTNTGGGGATTGGCCCTTGGGGGAAGGGCCCCATT 

GGGNAAGGGAAAGNCTTGNGGTTGGNAACCNNAANGGGGGGCCTTGGGTTGGAAAAANGC 

CCCCTTTTGGGGG 

Sequence 2829 

AGGTACAGCATGGGGTATTGGGGGTCGGGGATTCATTGAATTGTGGTTGGCAGGAGCAAG 

CCCTGCTCACACTCTCACACTCGCACCCAGAATTGTCAAAGATACAGATNGTAAAAATCT 

ACGATCCCTCAGTCTCACTCACAAAAAATAAAATCTCATGTCCCCAACNGAACCCAGAGT 

CAGACGACAGCTGGAGCATTGGCAGGGACAGTCAGAAAGGAGACAAGTGAAAACGGTCAG 

ATGGACACAGGCNGGAGGAGAAAAGACAGAGGGAGAAGAGGACCATCGGGGAACCAATCA 

AGAGGGGCCGAGACCGATCCAGGAAAAAGGGTCAAGCCCCGGAGTACCAGGCCTGGAGCC 

ANGAGTTTTCTTAGNAAGCCAGNTrrTCCCAATTTCAAACCGGGCTTCCGCCTTT^ 

GGGGCCCAACCGTTGAACCCTTAAGGCCCCGAAGGGCCTTGGCAAGAAAANCCGCCTTNA 

ACAACCA CCTTC AACGGCCGGCCACGGNCACCACCAACAACACCAATCCCANTATTAATA 

AATAAGTATTTTACCTTATTACCATTAATTAAGGA1TATAAATNTGGCCCTTTCCGGGAA 
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CCCCCCATTANGCNTTNCC CTTTTCT TAAAAMGGCCTTTAMTTCCCTTACCAATTTGG 
GGGTrAMCCGCCATGGGNrTTmNGGTCCTmGGAATTGGMTATTCCATTCCAAAA 
AAANTCAAAAAACCAATCCTTAATGGTGGGGCCT 
Sequence 2821 

AGGTACTGTGGGTTCTNAGTCAAGGATCCCAGTGCTGCCAGGAACCAGCAGTCAGCTGCG 

CCTCCTTGTTGGATGTCAAATCTGCTTATATCATCCAGGATGAAGTGAGGAGGACCCCCT 

GGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGAGGCGTTTTTCCTGGAGCAGCTTC 

TGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCATCCTTAAACGTCCGGCCCATGCTC 

ANGCAAGTGATCCCCGCAAGGTGGGTAAAGGTCCTGGTCTTTGAACCTTGNATGAATGGA 

GGTCTCCA CTGA AGGGCTCCTGGGTAATACCGCCATGGACTCTTCCTTAGAAGACTTCCC 

GAGGGTCCTTTTCCTGGTNTTCCCTAGGCCAGGTGGTGTCTTGATGGGGAGGAAGGGGGA 

GMCCGGNNCAAGGGGTTTCCCACAAGGGCCTTCTTCAAGGGTTTAAAAAGAAGTTGGNT 

GGGGANGGGAAGAACTNGGGCCCCTAAGGGGAGGGGAAGNAACCNATNGGCCCCGGGCCC 

CGCNTCNTAAGAAAACCTAAAGTGGGGGATCCCCCCCCGGGGGCCTGGCNAGNGGAAATT 

TTCCCMTTANTCAAAGGCCTTTTATTTNNGGATAACCCNGGNCCGGAACCCTCCAGAGG 

GGGGGGGGGGCCCCC 

Sequence 2822 

ATCTGGACTGNNCTCAGGCAAAGCCGGGGAGTAACTNTTAGTTTTGCTCCTGCGATTATT 

CAACTGACGGGCTTTCATTTCCATTTCACACACCCTAGCAACACTTATACCTTGCGGAAT 

TGTATTGGTAGCGTGAAAAAAAGCACACTGAGAGGTNAAAAAAAAAAANAAAAAAAAAAA 

AAAAAAAGTNCCTNGGCCGCTCTANAACTAAGTGGATCCCCCGGGCTGCAAGGGAATTCN 

ATNT TCAAGCT TTATCNGAATACCGGTCCGACCTTCGAGGGGGGGGGCCCCGGGNACCCC 

aagcj rrm igtttcccttttaagnggaggggtttamtttgcnncgccttgggcggna 

AAATCAANTGGGTNAATAAGCCTGGTTTTNCCCTTGTNGGNGGAAAAATTGGGTNTATTN 
CCCNNTTTCAACCAAAATTTNCCAACAACCAAAACCAATTAACNGGAAGCCCCGGGGGGA 
AGCCAATTAAAAAAGGTGGTTAAAAAAAGCCCCTTGGGGGG 
Sequence 2823 

GACCGGTACTCACCCGGGGTCCTGATGAAGAAGCTGNTGTGGATCTTGGCAAAACTAGCT 

CATCTGNGAACACCAAGTTTGAAAAAGAAGAACTAGAAAGTCATAGAGCTGTATATATTG 

GGTGTTCACGTCCCGTTTAGTAAAGAGAGTTCCGTCGGCGTCATAAGGCCATCNGCGGTA 

CCACAAAACATCACCCACCCATAANANAAGNANr4ANTATGAAANAAAAAAAGANGTTCCC 

TTCGGCCCGCTCTTAGAAACCTAAGTGGGAATCCCCCCGGGGCCTGCCAGGGGAANTTTC 

GATANCCAAAGCCTT TATCCG GAATACCCCNTTNGAACCTCNGAAGGGGGGGGGGCCCCC 

GGGNAACCCCCAACCTTTTTGTTTCCCCTTTTTAGTTGGNGGGGN^ 

GCCTTGGGGCCGGTAAAATCCATTNGGGTCCAATAAGCNTGGTTTNTCCCTTGNTGGTGG 

AAAAAATTTGGNTTAATTTCCCGNNTTCACCAAATTTTTCCCNCCMCCAAA^ 

CCCTAAGNCCCCGGGGGAAGCCCANTTAAAAAGGGTGGNTNAAAAGGCCCNTGG 
Sequence 2824 

TGCTGGTGGTGGTGGTGGTCTACATTCACTGNGGAAACCCAGCCAGCCCCTAGGGGGTGC 

TAACTCTGATGGCATCCTAMTTTTAGCTGGTGATTTCTTTCCAACGACTGGGCCTTCCA 

GACCACAGACCACATCAAAGCTTAGAGAAGCTTATCTGGAAGATATGAAATCACAGGTAG 

AAAAAAGCAAAGCATGGACAGTGATCTTTATATGCATCCCTACACACACACATATACATA 

TGTATACACATGTATAAATACACATATACATATGCACATATGTATATGTGTGTNCGCGGG 

GAAGTCACCACCGTGGCCTGCGACGAMTGGCGAAAAGTCTTTTGAAGACAGCCTCTCTG 

TCTGGAAGGACAAAATTGCTACATCAAACAGGATTGTCACTTTATAGTACATCCCATGGA 

TTTTATGAGGAAGAAGTGAAAAAACACTTCAGCAGTTTCCTGGNGGATCCATTGACCTTC 

AGAAGGMGACAATGGCATTGGCATTCTTACTCTGAACAATCCAAGTAGAATGAATGCCT 

TTTTCAGGGGTTATGATGCTACAACTTNTGGGAAAAA 

Sequence 2825 
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GCCGAGGTACTTGAGCTCCACAAACGTGGCCATGGTTGGTGCGGAANTGATTCTGAGTGA 

GCAGGTANAAAGTCTCACGTCCTGCTGNGTCCAGAGTTGGTTCCTTCCAAGAGGNGTTCT 

GTGGTCTCGCTTGGCTTCAAAGNAATGGAAGCCCGACGGCACCTTCACAGTNGTGGTAGT 

TACCACGCCTGTTANAAAGGATNGTTNGNGGTCCTAGGGAAGTCTTGTTCCCTTCANTAT 

GGMGNTATGGGGGMGATTCCCTCCCTTTCTTGGGTGGGNGTTTTTGTNGGGTTGGTCC 

GCCTGNACNTTCAAAACAAATTGAAAACCCCCGCCAAGACNTTANTNCGCCGGGGTGGAA 

TACGGTATGGTAAGCNTCTTTTAAAAAAGGGGTGGGGTTGGTNGGGACCCCCAAAAAGGA 

AGTNNANGCCAAGCCAANACCAAANGAA I Ml HI I CGGTCCAAAGGTAAGGGGNTTAAA 

GGAAACCAAAAAGTTTTTCCCACCGGGTTGGTTGGGAAMGGGGGTTATTCCTTGGAAGC 

CGGGGTTTCCCCTTGCTTCCCCCCGGCCGNTTACCCTTGCC 

Sequence 2817 

TCAAAGGGGGTTTCCGGNATCTNCCCNCGTAAGGAAGTGTGCAAGCCCTTGGAANAAAAA 

CCGGGCTTACCCCACTNTTCCCAAAAGGGTAAAAGGGTCNAANCCAAGCGTCCGGCCGAC 

CAAANAATTNACNCNCCACNTTCCCGGNACTCCNGGGGGTGCAAGTGGTNAAGGTAGTAC 

CGGATACATANAGAAAGATATATACATTTACNCATTTTATANAGAGNGGTGACCCCTTTN 

GGGGGCGCCGGNTTTNCTTAANGAAAACCTTNAGNGTGGGGGNATTCCNCNCCCCCCGGG 

GGGNCCNTTGGNAAAGNGGGAAAANTT1TCCGGGM7TMNTTCCAAMGNCCNTTTNAA 

TTTCTGGAANTTAACCCCCGGGNTCCCGGNAACCNCTTTNNGGAAAGNGGGGGGGGGGGG 

GGGCCNCCCCTNGGGNTTANCCNCCCCCAAGGNCl 1 1 f J 1 1 1 1 1 GGG TTTTTCCCCCTCT 

TTTTTTTAAAMTTGGGMGGGGGGGGTTTTTA 

Sequence 2818 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGTGGGTTCTGAGTCAAGGATC 

CCAGTGCTGCCAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTGCTTA 

TATCATCCAGGATGAAGTGAGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCA 

CATTGGAGAGGCGTTTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGA 

ATGTCTCATCCTTAAACGTCCGGCCCATGCTCAGGCAGTGATCCCGCAAGGTGGTAAAGT 

CCTGGTCTTTGAACTTGATGATGGAGGTCTCCACTGAAGGCTCCTGGTAATACGCCATGA 

CTCTCCTTAGAAGACTTCCGAGGTCCTTTCCTGTTTCCTAGGCAGGTGTGTCTGATGGAG 

GAGGGGAGACGGGCAGGTTCCACAGGCTCTCAGGTTAGAGAGTGGTGGAGGAGACTGGCA 

GAGGAGGAGAGCATGGC 

Sequence 2819 

GCCATGCTCTCCTCCTCTGCCAGTCTCCTCCACCACTCTCTAACCTGAGAGCCTGTGGAA 

CCTGCCCGTCTCCCCTCCTCCATCAGACACACCTGCCTAGGAAACAGGAAAGGACCTCGG 

AAGTCTTCTAAGGAGAGTCATGGCGTATTACCAGGAGCCTTCAGTGGAGACCTCCATCAT 

CAAGTTCAAAGACCAGGACTTTACCACCTTGCGGGATCACTGCCTGAGCATGGGCCGGAC 

GTTTAAGGATGAGACATTCCCTGCAGCAGATTCTTCCATAGGCCAGAAGCTGCTCCAGGA 

AAAACGCCTCTCCAATGTGATATGGAAGCGGCCACAGGATCTACCAGGGGGTCCTCCTCA 

CTTCATCCTGGATGATATAAGCAGATTTGACATCCAACAAGGAGGCGCAGCTGACTGCTG 

GTTCCTGGCAGCACTGGGATCCTTGACTCAGAACCCACAGTACCT 

Sequence 2820 

CACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGACNTNATCCCTGCTTCATTCTTGGCTG 

ACACAGTATACCACCCAGCATCTTCTTTTGTGGCTCCCTGAATGAGCAGGCAGATGTAGC 

CGTGGTTGTCCTGGTGCATGCTGGAGAAAAGGATAMGTCATTAGGGTTCTAAATTTTTT 

AAAAGTGGCTTTGGACATGMGCATCATTTTTAATTAGATCATTAGAMCAGAATTGTGC 

MGTAGCTGATMTAGGGTCATACTTATTCTGTANGAGGATTACTTAG.CTCCATTTAAAG 

TTAATGGGGAGAAAAGAACAGGACGTCAAGGAAGTTTGAATACCATCTGTGTTGCCTTAA 

TTCCTAGTTTGAGGGAATCTTGCCCTTTTAC^ 

TTATCACTTAAAAGGCAAAAATGGAATTTCCATCCTTNTTCC I Mil l AGGATTAGG AAN 
TGGATAAAACCACCTTTTTTTAAAGGAAAMTCCCACCCATTTANGGATTCCAAAMCC^ 
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TCTCTGGATTTCTTGATCCTTGATTTGTGGTTTTCATGTTGTCTGTGAGCTCCAGCAGGG 

CCTCATCAGCCCTGTCCGTGGTGCTGCTCCAGCTCTGTGCTCCCCGATAGGTGGCCCTGC 

GCTCTATGCACATCCTTCTTAACATAGGAAAGATGTATGCCTTTCAAAGAAAGGCATTCA 

AGACAGATCAGCACCAAGTGGAGGCTCTACCCACAGATGTTAATGTGCATTAAGAAACAG 

CGTTACTGAG AMTCTG AGCCATCATTCCAGAGTCTCTCTCCTGGGGAGAAG7TTGTTTT 

TACTGCTGGG I IN! I TGTTTGGTTTTMTTCAGAATTTGGMCTAGMTTATTTGTAAT 

AAACCTATCAAAGCCTANCCTAAGGGCTGNCATCTCTGTCTAAATTCTAGTTGGTTATAC 

AGTATAAAAAAGACATTTNTAAAGCTCTCAAAGCCTGATCCTCCCTCAAATAGTAAAGGG 

ACTGNNGTGAAAGGTTTGTTTAAGCNTGGCTTAAACAACCC f I /Mill IN CCCCCCAGC 

CTCCNGGGGGAAAAMGCNAAACTTTTTTGGCCNAGANCTTTTTAAMCTATTAAAATAG 

NAGTTATTNAATNTNTTTAANCCAAATGAAGGGGGTAAAAAAGTTNNTTTTT^ 

AG 

Sequence 2812 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGT 

GACACTCAACCTGCAACAGCAAACAATCCTCATCACGGGGAAAGCCGGCTCTGTTTTGCA 

TTGTTCCTAGGGAGTTCTACACACAAAAAGAGTCGACCAAGCAAAGGCCAAACAAGTGCG 

CACTGAGATTCTTGCTAAATCACCCATGAGATCAGCCTCACACCTCCCCAAAGTGTCCTG 

ATCACTGACCCCTGAGATAAGACTCAGGGCATAGCATTGAACATTCCCCCCGCAATGTTT 

AAGAAGTAATAGGGCAGGAC 

Sequence 2813 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACTCTGCCTTTTCAACATGGATGGC 

TCCTCCCGCTGCCGCTGCCGCCCCAGGAGACAGCATTACAGAGCATCAGTTAGGTGCAGA 

GACTGGGCAGTGCGCCCGTGTGCAAAGACAGGAGACACGAATCTTCCCTGAAGGAGTGAC 

AGTCTAGGGAGGAAGGCAGACTGCAGGGGACCTACTTCTCTCGGGAATCTCAATACTTGG 

MCMGAACCTCCTAGACGGACCCTTTGGCATAATGAATTGGACCAACTGTAGGTTCCAG 
GACTAGAGAGCCAG 

Sequence 2814 

CTTTGAAAACACCAAGGCACTCCAGGGGTATCCTGGAAGTCAAAGCAGCAGCCCCGGTTG 

TTTGCACTCCTTGGGGGTGACATGGGGGNAGCCGCAGTCCACCCTGTCCTTGGCTGGCAC 

GGCACACTTGGTTTGCAGACAGGCCCACGTNACCTTCGGCCCGCTCTAGGAACCTAGTGG 

ATCCCCCGGGCTGCNAGGGAATTTCGATATCAAGCTTATTCGAATACCGGTCGACCTTCG 

AGGGGGGGGCCCCCGGGTAACCCANCTTTTTGTTTCCCTTTTNAGTGNAGGGTTTAAATT 

GCCNCGGCTTGGCCGTAATTCAATTGGGTCATTAGCCTGGTTTTCCCTTGTGGTGAAAAA 

TTGTTTATTCCGCTTCMCMTTTCCACCACCAACATTACCGAAGCCCGGGGNAGCCATA 

AAAAGTTGTTAAAAGCCCCTGGGGGGTGGCCNTAAATGNAGNTGAAGCCTAAACCTCACA 

ATTAAATTTGGCCGTTTGGCGCCTCACTTGGCCCCGCTTmCCMGTNCGGGGAAAAAC 

CNTGTTCGGTGGCCCAAGCCTTGCCATTTA 

Sequence 2815 

GAMCAAANAAAANNACCCTCTTGACANAAAAGGCCTTGCTGCTGCTCACTCTTTGGGNT 

CCANACGCANCCTATANTNAGCTNCAACTGATCACCACGGACNGTNTNGCCGGCTTTCAT 

TCTTGAAGTTCAGCGACACCACAAACCCACCANAAGGGAGGAAACTCCAGGCACATCTGA 

AGGAACAAACTCCANACACCMNCATCTTTTAACAGGCCTGTTAACCACCACCACCTGTG 

NAAGGTCCACNGGGCTTCANTTTCTTTGMGCCAGCCGAGNACNCACCGNAACCCCTTTT 

GGAAAGGGAAACCCAACTTCTTGGGACCACAAGCCMGGGACCGTTGMGACCTTTTCTT 

ACC CTTGCT TCACTTCMGAAATTCAT7TTTCCCGCCCACCCCMNCCCATTGGGGC 

CC G i i i i i l GGTNGGGAAGNCCTTCAANTTTACCAAAAAAAAGCCCCAAANGAATGGCCC 

CCATTTTGGTNGGGGGCCCCTTGGGGGCCAACCTTTTGGGGAAGGGTTCCTTCTTTTCTT 

CCGGGGCAAAAAGTTGGAAAAA 

Sequence 2816 



Page 499 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



GACATGACAAACCAGTTGCAAACCACAAATTCATTCTCATGGGCCCTCCACACGGTCTCT 

TGTTCCTTCTGAAGAGGGTCTTGCTGAGGACCATTTTGTCC 

Sequence 2805 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACTGGTGTGGAAAATAGCCTGCAGGTAGGAC 

CATTGCAGTGATGGGCAGATGCGTCTTTCACACGGAATCAGGCACAGTGGCCTTCTGTGA 

CATGTGTTTATAAAAAATGGTTMGTATATAATAMTTGAACATCTTTGAGATTGGGAAG 

MTTATGT NGAGA TTTTCCACCATmTGTmACTGGGATTTCAMTACCTGGTCCCTN 

TGCNTTTGTTTTTAATTGCCAGGGCAAAAGCNAAAGGGCNAAAATGNGCCCTAAAAAATG 

CCTGNTGGGCTTrAATTAATTTTNTGGMTTAAAGGAAAAATCCANANAAAAAACCCC 

Sequence 2806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATC 

ATCAGGCTTGGCTTGGAMTTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGT 

A GGGAC TCCATCTACTTCCATGATGTTAMCAGTTCTGGCTTTTTTTCCATCGTGGGAGC 

GTTTTTCTCMTCTTCACCATTGGGMTCAGTTGGGCTTTTGGCTTCTCTCTCCCTGTGT 

GAGCCAGTAAAGGGGATMTAAGGATCATTGTTTATATTCTCTGTGMTTTATAATTAAT 

GAAAAAGGA1 I I I I 

Sequence 2807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACCTGCTGTGCTCTTGCTTGCACAGT 

GTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAMGGCAGCAAGC 

TGCTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAA 

TTGTCTACAGCTTAAGATCMCAAAAATCCTTTTTCATTAATTATAMTTCACAGAGAAT 

ATAAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAG 

CCCAACTGATTCCCAATGGCGAAGA7TGAGAAAAACGCTCCCACGATGGAAAAAAAGCCA 

GAACTGTTTMCATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGG 

TGGGAAAAAGTATGTAATTTCCAA 

Sequence 2808 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 

AAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTTACAGTGTGT 

GTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTTC 

TCCCTTCTGGTGGGTTTG 

Sequence 2809 

CCCT TTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 1 1 11 I I 1 I I 1 M 1 1 I 1 I 1 1 1 I i 1 1 AT 

TTTTCTCTTTCACTTACCATCATCTGACATACTACGCACTTGTTTAATGTTCGTCTATCC 

CTAGCTCCATGAGGAAAGANATTTGTTTGTTGNGGTACTGNATCCTCAGCACCTANAANA 

GGATTTGGCGAATATTAAACNCTCGATAAATATTTGATGACTGAATGAGTGAATGCATGA 

ATGAACAAAGTCATAAAACTGGGCTTCAAAAGCTCATNTTGTCTAGCATCATAACTAGAA 

AGTCATAAAAAAAAAAAAGTTTTTTCC 

Sequence 2810 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 111 I I 1 1 I M I I I I I I I II I I I 1 1 NGAGATTG 

TTCTACTAGGAATTTATTAATCAGAAMGCCMTGMGCCATATATATTTTGTTAATATA 

AAACTCATM TTTM TTTTCTTTTTATTATTTGATTMTATAAAAAG 

ATTTATAAATATTTTAATTAACAGAATTATATCCCATACAATATAAAATCTAACATAGAA 

TTATGGCTATAACTATGGATTATACTATMTACMGATTMTTTTTMTTTAm 

AG AG ATG AATCTTACAG N G ATGTGTCCTTCTATTG ACCC ACTAC ATT ACCAC C ATTTAAC 

ATACATTCGTGTGGACCAAAATAAACTAAAAGAACCAATAAGCTCATACATCTTCTTCTG • 
C 

Sequence 2811 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I nTTTTTTTTTTTl I AAACCATTTCAAGAGAG 
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TTCTCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCAAGAATGAAAGCCGCAGACTGTC 

GTGGTGATCGTTGTAGCTCTTAAAGGTGGTGTGGACCCAAAAAAGTGAGCAGCAGCAAGA 
TTTT 

Sequence 2800 

CCCTTTC GAGCG GCCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTn I GCTGTTGTTTTCT 

TCTCTGTCTTTTTAACTTTGCAGAAAGCCCTTCCAGTTATCACTCAGACCCTGTTCAGGA 

CGTTGGTGGCCAAACAGTCCCCTTTTGTTAAGCGAGCGTCCCATTTTTGTTTCTCTTGAA 

AGGTGCCCTCCGGGACAGCAGAGCCTTTCTTTGGGCTGTTTATAATTGAGCCCTGAAGAA 

AAACAGAAATCATTCTAAACCCAGGCCAAGTGCCTCCTTGGCCTAGCTAGGCAAAGCTAA 

ACTCACACAAGATGAAATCTAACCAGCTGGTTACCTGAGAACCACCTTCGGGAGTTCTCC 

GGCTTGACTGCTTTCGCCTTGGCCACCATCTCNAGCTCCAGCGACAGCTGAGGGTCAGGG 

CCTCTCTGTGCANAAGAGTAGGAAGAGAATCATAGCTGTTGGTGAAAGGTANGTTGCATT 

GNTTGAAAAGGTCCTATGTCAGCTTGCAAAATGCTATGGATCTGTAAANAATCCTGAAAA 

AAATGGGTTG GANAAAAAATT TATGACCGGAAGTNTAAGTTGGCTTTGAGGGGGCAATTT 

AACCNGGAAAI I I I ICI I I I I GGGGGTNAAGGTTTNAAAAAGTNCCTTTTAA 

Sequence 2801 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 I I I I I C I 1 1 II I 1 1 1 1 1 1 1 NCCTGCTGA 

GTTGTATAGTAGAAMTTCACATTCCANTmGGAGTTTAGCTCATAATTGCTGCCATTT 

TTAMCGTCAAAATATTTTATTTAGCTMCTATAGTTGTTTATGAAATAGGATCCATTTT 

TTAAATGCAAAGAAACTCAGNTCATTAACCACTAAAAAGCGAGTCCAAGGGAAAGGGGCT 

GACACATGAATTAGCAAATCACAATGTAGTAAAACAGAAAAAGCTGTCTGTTCAAAGGTG 

AAAATCAGMTCATGTAAATGGCTATCTGTTGCTTTTATTTTTTCAGTTGGTTNCCAAAA 

CAGAMTAmACTAATATAAATTTTATmATTTTrrrGAGATAGGGGTCTTGCTNTGT 

CACCCAGGCTGGACTGCAGTGGTGTGATCATAGCTCACTGCAGCCTCGAACTCCTGGGCT 

CAAACAATCTTCCC GCCTT A CCTNCCAA GTAGCTAGGACCCATGGTCACATTCCACCAAG 

CCNGGCTMTTTMTTTTTAATTTTTTTTNGACCAGACAGGGGNCTTTATCATTTTTGCC 

CAAGGCTGGTCTTCGAACTTCTGGGGGTCAAGCAATTCCTCCCACCTTAANCTTCTAAAG 

GTNTTAGG GANTACCC GGGCNTGAACCNNCCATGCCAAGCCAATTTTTACTTAAAATAAA 
GGGCCANG 1 1 I I 1 1 I I AAA 

Sequence 2802 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACTTTTAGGTGCTGGGTTCAAATTCTGTCTGCT 

GTGGTCATTAACGGGAAGAGGTGGCCAGTTGTGTGGGCCTGCCTGAGGCACCACTGGCCC 

CAGCTGACCTTTCCAATCAAAGGAATGGCTGACCAAACCAGGATGGTATTAAGAAATTCT 

ATAAAACATTCAGAAATAACCTATTCTAGAATGATCTGGGCAGTGTGGGATGCAGTTAGG 

ACCAGACCAGCCTTCTTCTGAGCAAATGGCAGTGGTGCCCATCTCCACTAAGCCTCAACG 
TGCGAGAAAAAAC 

Sequence 2803 

CCCTTAGCGTGGTCGCGNTCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 

AAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTGC 

GTTACAGCTGTTAAAGATGTTGTGTCTGGAATTTGTTCCTTCAGATGTGTCTGGAGTTTC 

TCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCAAGAATGAAGCCGCAAACTGTCGNGG 
TGATC NTTGTAGC 

Sequence 2804 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTTGTTC I II II 1 1 I 1 1 1 1 1 1 I I I GCTGA 

CCTGTAGTTTGATTTCCAGTGTCTAGACTTAACAGTCTGAATTTAAACACGAGGCATATA 

CACAAAATCATCTGGAACTGATTTTTTTCACACTAAACACTTCTTTCTGATCCTACTTTC 

CAGGAGGCTCCTTCCTCCAAACATATCTCCAGATGAAAATCACTTAATTAACCAAGAAAG 

ACTCAACCGCCCTTAACTGCTTTTCTAAACAGTCACACATACTGGATTTACTTATTTTGA 
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AG^ACCTAATCATTTTTAGAGAAAACAGTAGCTTTAATGAAAAAGTGGAAAACTATAGC 
TTTTCCACCAAATATCACAAATATTTATTTTA 

CTATTGGTCTGCTAGAGCTACCATACAAAATTACCACAGACTGGGTGGTTTAAACAACAT 
AAACATATTTTCTCACAGNTCTNGAAGCTAGAGGTCANAMTCAATGTTTCATCAGGTTT 
GATTTCTTACAACACCTTCCTCCCTAGCTTGNAGGTTGCCATCTTCTNTGTCCTCATGTG 
GCC 

Sequence 2795 

CCCTTAG CGTG GTCGCGGCCGAGGTACTTATGAAGCCCATCTAAGTAAGATCATTTCTTC 

TAATTCAATTTTC TAAAATC ATTTGTG TTTTAG AAATC TC ATG ATTC C AG G AAAAAAATT 

TTAAATTGTGATACAGGTTTGACAGCCTTTTAGTCAAATAAGTTAAAACACACACGCAAA 

CTCAmACTCACmGCCATTATMTTCMTCACAMGAAATTTTGGCCAGGCGTGGTO 

GCTTACGCCTGTAAtCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACGAGGTCAGGG 

GATCAAGATCATCCTGGCTAACATGTGAAACCCCGTCTCTATTAAAAATAAAAAATTAGC 

CTGGTGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGCAGAATGG 

CGTGAACTCAGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTG 

GATGACAGAGCCGAGACTTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAG 

Sequence 2796 

GTACNCGGGGACC TGCT GTGCTCTTGCTTGCACAGTGTCCTGGAGCTGGACCTGGCNNTG 

GGNNGCAGNAACATTTTGACTAAAGGCAGCAAGCTGCTTCCTCTGCTGCCTGAGATACCA 

GAAC CATAC AGAAAGACATGCAAAGCACACCAAATTGTCTACAGCTTAAGATCAACAAAA 

ATCCTTTTTCATTAATTATAAATTCACAGAGAATATAAACAATGATCCTTATTATCCCCT 

TTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGCCCAACTGATTCCCMTGGCGAAGAT 

TGAGAAAAACGCTCCCACGATGGAAAAAAAAAGCCCAGAACTGTTTAACAATCATGGAAG 

TAGATGGGAGTCCCTACCTTGGATTTTATCAAAAGAATGGGG 

Sequence 2797 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGGCCGCCCGGGCAGGTA 

CAGGACACMTCCCTGCTTCATTCTTGGCTGACACAGTATACCACCCAGCATCTTCTTTT 

GTGGCTCCCTGAATGAGCAGGCAGATGTAGCCGTGGTTGTCCTGGTGCATGCTGGAGAAA 

AGGATAMGTCATTAGGGTTCTAMTTTTrTAAAAGTGGCTTTGGACATGAAGCATCATT 

TTTAATTAGATCATTAGAAACAGAATTGTGCAAGTAGCTGATAATAGGGTCATACTTATT 

CTGTAGAGATTACTAAGCTCCATTAAAGTTAATGGGAGAAAGAACAGACCGTCAAGAGTT 

GAA TACA TCTGTGTGCTTMTTCCTAGTTGAGGATCTGCCTTTACAAAAACCACTGAATA 

GTCTTTTATCACTAAAGCAAATGAATTCATCTTTTCTTTTAAMTAGMTGA 

TTTAAAA 

Sequence 2798 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCGGCCACTGTT 

CTCTGACCTACTGCCAGCCCTAGTGCTGCCTGCACCCCAGGAGCTAGCTGTAAGACCTGG 

GGCAGGTATGCAGCCCGCTGCAAGCCTTGGTTCCACACCACGCCTGTGAAAGGAAGGAAG 

GATACAAGGCAATGAGCCACACAGCTCCTTCCAGCGCCAACAGCCACTGCGAAATTAGGC 

TCTTTTGCTTTGGCCATACTTGTATACCGGCATTCGGGCTCAGCTGGGCACTGGAAAGCA 

GCTGTTCCGTGCTTGTTAAGGTAATTAAGCAACGGTGGCCCTCGACTAAATCTATCTAAC 

CACCAACAGATGGGCATTTCAACTGTTCTAGGCATTTAATTCTTTCCCTTAGAGGACAGT 

AAATCACMGGAAACTATGGAAATAAACNGGTAGCCTACCCAACCTGGGGCTGCATTTGT 

TGCTATTTCTACCCATCGAA 

Sequence 2799 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 
CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTT 
CCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTG 
TGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 
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TGTGTTACAAGCTGN TAAAGATGTTGTGTCTGGAGTTTGTTC CTTCAGATGTGTCTNGAG 
TTTCTCCCTTCT 

Sequence 2789 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTTCTGCAGAAAGTATAAAAATGGCCTTGCT 

AAGGAATTTAMTTTACATTCAAGTGCTATTTCTTTACAGCACCGGAMCMGCATTTCA 

AACAAGACCTAC TATACAATGACAG TAATTAAGATAATG TGATACTGGTGGAGG AATAAG 

CACG TAGACA AATCGAACATAATAGAGAACCCAGAAATAAACCCCTACAAATATATACGC 

AACTAi rm iAACAAAGATTCAAAAGCAATTCAGTGGAGAAAAAATGACCTTTTCAACA 

AATAATGGTGGAGCAGTTGAACATCTACAGCAAAAACAAAGCTNAACTTCAACCTCACAC 

CTGATATAAAACATGAATAAAAMCTATGAM^ 

AGGGATCTANGGCCAGGCAACATGTTTTTATACTTCACATCAGATCCATAAAATAAAATT 
A 

Sequence 2790 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTNTTTTTTNTTTTTAA^ 

ATCTCTGCCGNCAGGAANTNTTGTTTTAATGTCAAAAACATCTATTCTAATATAATGGTG 

MmATAMTTTCTCCTTGTAGTTGTTATGTAGGTTTATGTATGTTGMCCTGTATTAT 

CTGGTATAAGTAACAGAATTCTAGTATCTTCCTGGTAAACTAMCCTTTTATTGTTATAT 

GATGTGGTANAGACTGCAGGTGGCTTTCCCAGAATCACCACTCCCTCAGTAAAGTCCAGT 

TTTATTCTGGGCAGCCTAATTACCTTGCAGCAAAGGGCTAATGAAGTTACTAGGTAGAAC 

TTCTTGTGAAACCACTTTAAGGTCATGTATGTTGGCTCATGCCtGTAATCCCAACACTTT 

GGGGGGCCCGAGGCCCAGANGATCACTTGAGCCCAGGAGCTCAAGACCCAGACTGGGCAA 

TACC NG N AAAAATCCCG NCTNTAC AAN ATAGTTTTTTAA 

Sequence 2791 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGGTGCTGGGCTCAAATTCTGTCTGCT 

GTGGTCATTAACGGGAAGAGGTGGCCAGTTGTGTGGGCCTGCCTGAGGCACCACTGGCCC 

CAGCTGACCTTTCCAATCAAAGGAATGGCTGACCAAACCAGGATGGTATTAAGAAATTCT 

ATAAAACATTCAGAAATAACCTATTCTAGAATGATCTGGGCAGTGTGGGATGCAGTTAGG 

ACCAGACCAGCCTTCTTCTGAGCAAATGGCAAGTGGTGCCCATCTTCACTA 
Sequence 2792 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGG TTTTGT CACTGGTCCAACATACCTGGTGAAGGAATAAATCCATTAGGTAGGAN 

TAGTTGGGTTTTTNGGNNGNGTNN l I I I I I I I I AATAGAAAGCTTTGGTTAAAAAAAAAA 

AAAAAGAACAGGGTATTTTAAAATTTTGTGTTTGAAATTAAATAACAGT^ 

A y G ^^TTA CTGA GATGAGTACTT7TGAGGAGACTACTATCTTMCTGAAAATT^ 

ATTTTAATGTGATTTTGGGTTGCCGCCTTAAAATCTGCATGTTTTCAMTTTGA 

ACCAACTGNAGTGAGAGGTCTTGACTAATTGTGATTTAAACTTTGCMGTAGTTTGCCAA 

ATTTC AAATCCTAAN GG AAATATTTGTAAAATAAAMTATATCTTTTTTTAAA^ 

Sequence 2793 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGGGC 

ACTTGGAGGTCTCTTCTCGGCAAAGATGAAAAGAAGTCGGTGAAAGGTGGCCANNTGATG 

GCAGAATATTCGCCACATTTNACTGTTGCCCTATTTCTATTGAGNAATCAACATTNATGG 

TTGGGGAGGAATTCCATCTCATAGTAGTAAGTATTCCATAGTAGTAAGTGCTTGTTGTAT 

TGTCGGGGNAGGGACTCTTGTTTCATTCNGTTCAAGNCAAAGTGGTGGTTGGCCCCAACT 

TTTCNTTNTGGAAGTAGNACTCCNCTTTGTNNAGGGNAAAAMGNCCCTTTTTGTANAAA 

GTACCCCTTTCANAGTGNACCCTTGTAAAGNCNTGGANNCCTTANTCNTGGGGNAACCGT 

TTCTTAATTCTTTTAANTTTTCAAACTTGGGNCNCCACNAAGGGGGGT 

Sequence 2794 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTGCTGCTCNTCTGCNAGANGGACCTCCTTA 
CACACTAAGCCNAANACTGNTTNNCTTGATAGCTTTAGGACTGAACTATGGGGGAGGGGG 
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TAGAAGNCCATTCCATAGTAGNAATGTATCTCAAGTAGAAAGGCCTGGTGTATTGCNGGT 

GNAGNGACNCTGGTTTCACCCCGTTCAGCTAAAGGGTGTrGTTCCACACTTTTTCCTTTT 

TGNANGAGAACCNCCTTTGNTTGAAGGGAAAMGGCCCTTTTTGAANNAAAGNACNCCCT 

TCMTGGGMCCCCTNNAAANGCNTTGAAGNCCTMTTCTTGGGGAACCGNTTCTAATTC 

NTTTAATTTCCAACNTTGGGGCCCCACCAAGNGGGNA 

Sequence 2783 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTI { AAGAAAAAAAGAATT 
ATmATAMCCTGMGTTGGAAAAATTTTTANAATATTm 

TGGCCCCCCATTNACCTTAGTATACAGNAATTTACC f I Mill f GGTGGACGTTTTTGCC 

CTTTAAG GTTC AATTC N C ATTTAAAATATAAAN TGG ATTTATAAAATTATTG C C C CTTAA 

MTTN MCC TTTCTTGGTTGNTTGTANAAAANTTAGGNCCCNCAAGNGGGGGTAMNAAT 

TTGAATTTTAAAAAATTTCTTANCCACNGGGAAAAACCTTNTCTTGGNCATNCNAATT^ 

GGGGGTTMTTAATTTTANAAAANNNAAAAAATTGGAAAATTAACCACCCAANACCTTAA 

7TNTTTTTCCTTTTAACCTTAAAAGGA 

Sequence 2784 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGT 

GACACTCMCCTGGTTAGTCACTGGTTTATATTTTCAGTCCAGGTTTTGTTCAANTAGCN 

CTNTCGTATCTGGTAAGTGGTTTGAMTTTGTAGACNCCCAAGGGTCTTTTTACTCANTC 

NCCTCTCGTTCCACNCAMCTTACTCTCATTGGTCNCTTCACCAAGGGCCATTNTCNAAA 

GTAAACGNTTTTCC I MINI I CCACCTTGNATTCCAATAATATANCNC F 1 I I I I ATTCA 

ANTTCTT7TTGGGGGGGAAAAAAAMGGGTTCANTTCGCCNCCAGNTTCNTTTTGGAAAA 

ATTCCNCTTTGNNTGGGNCCCCATGTTTGTANAATTMTGTTAATTAGGTAACCGTTCNC 

CAATTATTMNGGCCTTCNAAGTCCCTTTNNAAANGGTTACCCCTNTTGTAANGGGGGGT 

TTCTTTTTCNTTCAAAAAAGGG 

Sequence 2785 

CCCTTAGCGGCCGCCCGGGCAGGTACTTTC I I 1 1 I CTTCCCTCTTTCTTCTTCTCTAGCC 

CCCTCCCCATCACCTACTCCATCTGCTCCCCAGCTTCCTCTTTAATATTGGATAACTAAG 

TAGAGAAGGAGGCCAGGAGAATGTGGAAATGTGAAACTTCCCTAAGCCTCCACCTTATTC 

GCTTTCCACCAGTCTTTMCTTTACCCMTGGACTCTCTGACCTCAGGGAACTTTTGTAG 

GCTTTTGAGTGATTTTAACTTTTCCCTGTTTTACTGTGGMTGCTCTATCCTG 

TCGG N ATTATTTC CC ATGTTATTGG ATATTATGCTATTTAAGTAG AAACTTC ATAGAATG 

CACCTTAATmATCArTGCmGNACATTTAGTATTCCATTACCAAAGTGATAATAATG 

GAATGAGTTAAATAATTGTCTGAATGCAGGCCATTTCCCAGMTATTGGGCTCTTTTGAG 

MCGAAAMNATTTAAATTTGGCTGNGCCTCNAAAGGTT^ 

ANA! I I I 1 INCNCCTTTT 

Sequence 2786 

CCCTn*CGAGCGGCCGCCCGGGCAGGTACTTTTAGGTGCTGGGTTCAAATTCTGTCTGCT 
GTGGTCATTAACGGGAAGAGGTGGCCAGTTGTGTGGGCCTGCCTGAGGCACCACTGGCCC 
CAGCTGACCTTTCCAATCAAAGGAATGGCTGACCAAACCAGGATGGTATTAAGAAATTCT 
ATAAAAC ATTC AG AAATAACCTATTCTAGAATG ATCTGG GC AGTGTG GG 
Sequence 2787 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTGAAAAACAGCTGGTAGGATGGAGGAACTGA 
GCTTTTAAATAGGCAAATGTGGCTAGGAGCTACCATACTGGACAGCACAGTGTATTANTT 
TGGTGCAAMGTAATTGTGGTTTTGGCCATTTTTMGTGGATTGGTMGCCTGGCTATTT 
AAAGT 

Sequence 2788 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCATAAACGTGGCCATGGTTGGTGC 

GGAAATGATNNTGAGTGNTCATGTANAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTC 

CTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAAGTG 
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TNCCTTC 
Sequence 2777 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTGGAGGATCAGCTCACCTGCTTTGCTCTC 

GATGTAGCCTAGCTGGGTTTAGAGCCTTCCCTTGAATGAAGAACCCTCCCCAGCTGGAAG 

GGGATGCTCTTGAAAGCTCAGCTGACAACACACATGGGCATCAAGTCATTGGCCACATTC 

ATGCCTCAAGTGTCCTAAAACCGAATATGATCAAAAGAAAACTGCTGTTCAGCAAGTGGA 

GACTGGCATGCAGATTCCCTGGCCTGCAAGCCTAGTGTAAAAAGATACCAAATACTGCTG 

GAAGAATGAAAAGGGATGAAAGGGATGTCATCAAAGTAAGTTTT7TCACTTGATGGAAAA 

GACTAAAACAGCAAAGCAAGTTCAAGATCAAACACAACACCACAGGGATCCTTTGATGAG 

AAGTGAACTTAAGACCATGAAMTGCTGTTGATGATTTTAACCCACCAGCCTTCTTTGAT 

TTGAGAAGCCACAAGCCCTTN 

Sequence 2778 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTTl f A AAGGGCAGCAA 

AATCTTC1TGAGAAATTACATTTTATMGAAACCCAAATAAACTCGGATAAMTAGATAA 

CATTATTAG TAAG CCTCAATTTGAAAATTCCAM7TCACAACATTTGCTTATTATAGAGT 

ATCAATCTATmATAAAGGCMTTTGAGCAAACAAAAAATACATAAMTCGCTTGTTAC 

ATTTCCTTCATTTCCGGGTTTCATTTAGTTGTACACGATCAATAAAAGTCTGACTCATAG 

AGACGTATAGTTGCAAATGGTAAAAGTTTAACMTTCATCTCCATTAAATAGACAGCAGA 

GGTTTTCTTCCTGAAGATGTCATAAAAACAAGTTAAGCTGGCAATAAAAGCAGCACATGG 

ATGGTCACCAATGCTAAAAGTTTTAAATAATAAAAAGAAATGCTTTAAAAAATTG 

Sequence 2779 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACTCTCCCAGTGACATGCTTCTTGACCACAATG 

GATGAACTGTGCCCAGCATGCCCACTTTCCAATGCTCCACTGATCCCATGTTTTGTTTCT 

GAAGGACAACCAGCCTTGGAATAATGGCAAATACCTTCTTAAGTTCCTACAAAGTATGGT 

CCCTGGGAAGTTTATGTCTGTAAGTCAAACCTTGGGAAGTAACTGAGTTTTGATGCCTCT 

TCCAGCATCATCAAGCATCATGCTATTACAATCCCAAACCATGGGGGTTTCTCACAAGCT 

TTACACCAAAAGGGGCATCACTATCCCTCAAAGAGAAGAAACCTGG 

Sequence 2780 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCC 

TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTT 

CTCCCTTCTGGTGGG7TTGTGGTGTCGCTGACTTCAAGAATGAACCCCAAACTGTCGTGG 

TGATCGTTGTAGCTCTTAAAGGTGGTGTGGACCCAAAGAGTGAAGCAGCAACAAAGAATT 

TTTNNGTCAAAMGGGTAAAGAACAAMTTTTCACGGTGTTGGAAGGGGTATCTGAACCG 

GNTTCCCTTGCTCCCCCGCGTAC 

Sequence 2781 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATGCGGGTCTGGGGGGAGTTTAGAAGGACTGGG 

AAAGAAGACAGACAAATATTGGAGTTTTCCTGMTTTGTTGCTCAAGAAGAAAAAAATAC 

AGTGAMGTTCAAATGGGAAMTATTAAGTCAGAAACAAATTAAATTCATATGCGAGTTC 

TTT CTAAA ATGAAGAATTTAAAAAGCCAAAGCMCAGCTGACAATGTTCTCCTAAAACCA 

GTATTTTGTGTTTGCTGTTCAATGGGCCATTCTATTC 

ACTTCACCAGCTGGAAAAAGACGAGCAGCCCCAGTCTGTTCTGCTGGTCCTGTCTCTCTA 
CCACCCCCATCACAAGTGATAGTGTTAGGACTCAGGTAAGTCTGCTGGAGCCTCTGAACA 
GAAGGCACCATCAGAATAAAGCAGATCTACTTAAA 
Sequence 2782 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGGGC 

ACTTGGAGGTCTCTTCTCGGCAAAGTGAAANAAGCGGTCNAAGGTTGGCCATTGATTGCA 

TNAATATCTGCCACATTGACTGTNGCCTATTTCTATTGAGAATCAACATGTAGGGTNGGG 
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ATTTCAMTACTTTTAAACCGTCTTCTCCTGGTAAAAAGCCTGGTGGAATGAAGGCAGGA 
ACCATTTGATCCTTACCCATCACATTNTGCTGACCCTTATTGGGCTAAATTGGCAAATAT 
TTTCTGGCAAAGATGATAAGATTTTCCACCC 
Sequence 2772 

TCGCCCACGCGTCCCGCAAGATTCAGAGGGCTCAACGAGCTGTCAAGACAAGATTGAGGC 

TTCACCGTCTCCTCCAAGGGTTCCAGAGTGAGGTGGGAGGCTGGTATCTGGACCAGACTG 

GCTCTGGAGAGTAGGCGGCATTGAGAGAAGGTGGTACACCAGAGTCTAGACTCCCATGTG 

AACACAAGGATGCTATCTGCCCCACCTGTCTCCTCTTCCAGCCTCACTTTCACCTGCCCT 

AGCACCCCATGCTCTGGCCCTCCCCAGCCTGGAGCTACAAAGCCATCANGACTGGACATG 

AGGTANAGGCTGGGCAATTGGCCACTGCTCTTGAGACAGAACTACCCCCTCCTTAGTGTN 

CAAGGAGGCCTGCGGATGGAGAGGAAGGCTCTATGAGTCTACCTACCTGCTCATGCCCAC 

CTTCCACAGGCTGCCCATACACCCAGGGAGCCCCCAGACCATGGGGGACTCGCAGCTGTA 

CANGGCTTATGTAGAGTGGMTCTCTTGGATGCAGCTTCAGAAATMGTTTTCCCCCTTT 

TAMCMTTTATAAAAAATCACACATGGCATTTAAAGGAATTTlT^ 

TATNCCN N GGNTAAN NGNANGGGGCGGN CCCTAGACTAATCTAAN AAAAAAAACCTTCCA 
CACCTTCCCCTTGAACTTGGAACATAAAATGAATGCCAATGGTrGTTGGTAACTTGGTTA 
TTGCACTTATATGGGTACCAATAAACAATGCATC 
Sequence 2773 

CTAT AGGGAGTCGACCCACGCGTCCGGTTAATATGAAI 1111 I AATGCTTAAGATTTGAT 
TTTTACTTTTCAAAGCAACATTTTGTTGAATTTTTT^ 

AGCAGAAGTATAAAAACCCAAACAAGTCCACCACTCCCAGTATTCTCTCCTTCTGCCAAA 

CCAGAGCTATGCAGATGCAGGTCACTCTTCTTCTCCATAGCCTGCTTCCTCTGAAGCTCT 

GAGCCTGTGGGGCCAGAGGAGTCATCCAGAAGCCATCGGCCAGGAACGTGTGAGCCCAAC 

ATGCTTCCACCCTCAGGGTTCCTGGAATGCTAACAGGAGTGACAAACCAAACTGCCAGCC 

AGGCCGGAGAAAAGATGGAGATACATGTATATATATATATATTTATATATTTTTCTTTTT 

TCCTTTTTGAATTTCAACCCAAAAACATATTCCAGGAAAAGATGTAGAGGCTGGGCTGGG 

TCTCCTTCAAAGGACATTCGATATCAAGGACAGTGGGCTGGCCTACAGCCAGGCTACC 

Sequence 2774 

CGACCNACGCGTCCGACAGATGAGCCCCTGATGGGAGTNCACCCTCAGCAGGCACAGACA 

CGCAGGATGGGGTATGCGGATGGACAGACGCCAAGCAGGCCTCACAGCCGAGTGCTGGCC 

CCAGCAGCTGCCACTTACTTTGAGCTTCATCCTCTTCTTGTCGGGATCGTGCACGACACT 

GTGCCTCATGAGACTCTGCTGCAGTGCAAGGGAAAGAAGGACGCTTGACCTGGCCTGCAG 

ACGTGGCTCAGTGCTTACAGCATTCGCTGCTCGAGGAGGACACGGGTTTGGTTCCCAGCA 

CCCGTACTCCAGTTCCAGTAAAAACTCTTGGTGTCTGCTAACCTTAAGATGCAGTGGTCC 

AGTGTGCAATAATAAA 

Sequence 2775 

CCCTTTCG AGCGGCCGCCCGGGC AGGTAC I" I II I I I I I II I M I 1 1 I I I I I I I I I AATTT 

NAAGGATGCCATTTAGCAMTATGTTTCCAACAGATACCAATTCATGAACAGTGGAACAG 

GGCAGGGCTTCTGGAAATAGTATTCTATAAATTGTGCTTCAACTTGCMGTATTACATTT 

GAMTAAGCAGTTACCAATAAAGAAATGTGCCTTGAAGTAGGTACAGTTTATTTTATATT 

TATATAMCTACCCAGCTAMTACTAMTATAAAMTCMTGGGTATATCATTTACTTTC 

ACATAGATTCTTTTTACNTTGTTGCTATTTTTTTCTGTMTAAAAATT^ 

TMTGGAGGGTTGGAAGAAMCAAAACTGAGMGAAAAAAAATGAATTNCAATGGCATTT 

AGNAAAGGAT 

Sequence 2776 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 
AAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCT 
TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTNACAGTGTGT 
GTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCACATGTGTCTGGAGTTTC 
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GGTGTGGGACAGGGCTGGTTTCTTCTGGGGCTCTGATGGTAAAATTTGCTTCCTTGCCTT 

TNCTCCTTCTAGGGAGCCTGCATTCCCTGCCTCCTAGTGGCTTCCTCCCATCACTCGAAC 

CTCTGTTTCCAGCCTCAGGATTCCTAATGTGACTCTGACCGTTTCATCTCCCGTTATGAG 

GACCCTCTTGAATTGGTAAGAATCATACGGNGACACTATGGAAGTTAACTTGAAGAATAA 

AACCCTGGAAAATAGAAAGMTCTTCTATGGGTTTATCACAGAAGATTACNAAGGGCCTG 

AATTANNAGTGGGGACAATTTCATCCCCTGGAAAATGGGATAAAAACAAiTGAAATGAAN 

CTTTGGGGGGAACTTAACAGGACTTTATGGCAAACTTCATATGGGAGACTTACNTGAAGG 
GAGGAAAAAATCCT 

Sequence 2767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTMTTATGTTTGGTTGCATGGCTGTCT 

TATTTCCCmGATAGATTTAGAGACCTCCCAMGATTTCTTGATTAGTGATAAACTTAG 

TTATCCACTAATGGAAAGGAACAGTGATGCATGTAGATTATAGAAAATCAAACACTGAAT 

ATTCTGATTCTCAATTAATGTTATTTTCAAATGATTTTGATTATATTAGTATTM 

ATTATTCAA i I M I I iCCCCAGTATGAGAATAATGTTATCACTATTGATCTGGTTCAAAA 

TTCTTCTCAAAAAACTCAAAMTGGATGTGGACATAGCTGATGTGGCTTATTATTTTGAA 

AAAGATGTGAGTATCATCTTCTTTATTCCTGGGTCAGGAATGTAAGTCTATCATGCCTCA 

ATGMTTAMTA TATTT CATCACCTTTTTATCCACTTACAGATCAACCAAATGGTTCCCT 

TGCTGCCGGTAATTTTGGCCCCCCTGCACTCACATGCATCTTGCTTGGTTGGATATTTAA 

GCCNCTTATCAATTGGTCTGNCCAAAATATCTCCCCTCTTCTTAAAAATC 

Sequence 2768 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGAATGCAAAGATTCTGAAACTAAATAAAAA 

GAAAGATAGTAAAAGACTAATGTGCTATAAAGGCTAAGGGAAAATAAAAACCCATATATT 

AATmCCCGGCCATCTTMTmCAGACCCTTCCAAGTMGTCCAACGAMGCCATGAC 

CACATGGATGATATGGATGATGAAGATGATGATGACCATGTGGACAGCCAGGACTCCATT 

GACTCGAACGACTCTGATGATGTAGATGACACTGATGATTCTNACCAAGTCTGATGAGTC 

TCACCATTCTGATGAATCTGATGAACTGGTCACTGATTTTCCACGGCCTGCC 
Sequence 2769 

CCCTTAGCGTGGTCGCGGCCGAGGTAC rTTTTTTTTTTTTTTTTTTI I AACCTTC ATTAA 

CCTCCAGGCTTCTAAATCCCATGCTGCATTGCTGTTTTGGATGATAAGCATGCGACATGA 

CCAAGCCTAGCTGCTACATCAGTTCCCCTCTAAAGCCACTCAACATTACTATCAACATAA 

AMCAGTGCATTTGCTATGCATTTGCAGTTTTGTCACTATCCCAGCCAGACTGCTACCTA 

AAACCTTTCCTGTAAAGAAATCTC 

Sequence 2770 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCAGTGATCACACTGTTATTTCCCAAACGACC 
CTTCAGCTGGATACGACATTTCCTGATTGCAGCTGTGCTTATTGCACTTAATAATGTTCT 
GGTCATC CTTGTG CCAACTATAAAATACATCTTCGGATTCATAGGGGCTTCTTCTGCCAC 
TATGCTGATTTTTATTCTTCCAGCAGTTTTT^ 

TAGGTCACCCCAAAAGGTCGGGGCTTTAATTTTCCTTGTGG7TGGAATATTCTTCATGAT 

TGGMGCATGGCACTCATTATAATTGACTGGATTTATGATCCTCCAAATTCCAAGCATCA 

CTMCACAAGGAAAMTACmCTTmCTATTGGAMTGGTTACAAGTTATACTCC^ 

AGATATTTGAATTATCTTGATTGGMTGTTATTCATAGGAAATAACAGGAAGATTCCAAA 

GACGTTTACCCAGTMTATCACCAGGCACCTGCAGAAGAAGGAAAAATCCTGTTTTTGTC 

AAAGGATGGGTTGGGGANTGTGTTTAAAAATAAAAANCTNGNGNGCNCAAAAAAAAAAAA 
AAAAAA 

Sequence 2771 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATTACCATAGGTAAACAGTTTTCACAC 
TCTGCCGGCTTCTATGATGCAGCAAAACTAAAGTATAAGAAAGCGAATGAAGAGCACCAT 
CGTTTAC TTAAAG GAGCACCATTTAAGTTAAATCTTCACCCAAGGGACTATTTTGACGCT 
AATCCTTATTTTTCTGAGGMTCTTTACCACCAATTAAAAAAGAAGAGAAGAAGAAAACA 
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TAAACAMTTTCCTTCTTGAGmMGGATAAAATGGGGATGGGTTN^GCCTGGGNCCT 
GGNCCCTCATNGGGACCATCAAAAGGGCAATGGTTGCAAAAAAAAAAAAAAAAAAATTNN 
ACCCTTCAAATTGCATTGGGGGGAAC 
Sequence 2762 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTAAAACATACAAACA 

AAATTTAAAAATTAAGAGTTATTGMCCTAAAGATAAGAAAAAAGGTTAACCTGAATTAT 

TTGAATAGCCAAGACAACAAAACCTGMGGATGCTTAAAGCTTTCTTAGGAAAGCTACTT 

TCTMTAGGAAAAAGGCGTATCCMCTAGAMCTCTTMTAGTTTCAGCCCTTTTAGAAG 

CTGTCCCATCATTTCAAMTTTCGMGGCAAGTCTTGGCAAATTGCTAGCTAGTGTGGGT 

ACTGTGATTTAMTTCAGGTAGTTTAGATCAGAGTTGCCATTTTTAAGCATTAGTCTATA 

ATGACCTAAACCTCAATTTAATTCTTCTTATTAAAAAC 1 1 I N I I I AAAATAGG AAATTA 

ATAAAGAAGGCAAAAACAACAGTGTCTGCTAGGAATTACTAAAACTCAGTATATTGCATT 

TGGCAMGTAAAAGCTTAAATTAAGAAAATCATCATATCATTTCMTTTAGAAAGTGAGT 

CTTAC7TGGTTTCCCT 

Sequence 2763 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTTAGCAAGAGGATMCTTTTTTTATTAT 

CTCTGTCCTTCTCCCTCAGGAAGCAGAGAATTATCAGATTGGTGAGAGAAAGGAAATAAA 

GGTCTGMCATGTGTCTCAAGTCACCTCTTTTGGGAGCACTCTGTTCTCAGTTTATTTTA 

ATTCTGTTTCTCAATTTAATGAGTTTACTAGAGCAGGGTCCACTATTACCqTGTGGAGAT 

CCTTAATGATACATGGATATGTTTAATTCTGGGAATAAAGTAGTTAAACTGGCTAGTGAT 

TATGCCACATTGTTAGAGTCATCTTTGTCMTAAGAAMGTTGTTCATATTTATGACATC 

TGTATCCATTTCTTCAGAAGTGTGACTATTATTCATATATCCCCAATACACACAAAATAT 

ATAGTTTTAACTAAATTTTTAATCTGTTACATATTTTTCTGGGTTACT^ 

CCTGGTTGTTTCCAATTTGTTGTAMCTGGAMTTTGATGCTAAACAAGTAGTGTTATGA 

CAAGCCTTCTTATTC 

Sequence 2764 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGTTAAGCTCCATTTACCACTCACTTGA 

CAGCGTCCTTTAAATCTGAACTTGCTCTTGCTCATGCGGAGCTTGGCTAAGAGAAACCAG 

ATCAGAATGCAAGCTGTAGGTGGGTGGGTGAGTGTGTCCCCTCCCACACTGCTCTCTGGT 

GGGTTTGGGCAGTCCCTGGCTCTAGTCTCTGCTGCAGATTCTCAGGACCAAAATGTGGGT 

GATTTGTCTGGGTCCAGGCAGGAMCAGAAATCACACAAGCTCTTTTTATTAGAGATAAT 

ATAAAGAATGATTAACCAGGTGACAGTAAAAGGGCANGGAAGGGAATACAAANGTATNCA 

TGGAGGTAGCACCACANGGAAGCAGGCATTCACACTTTGAGGCTTGGGA 

Sequence 2765 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTCATTGTAGTT 

CCTAGGTTAGGGTCAAGGTCATGAGGTGGACCAAGCANCTAGCTCCAAACTGCCCTCCCT 

GTTGCGTGGTTCCAATCCCTGCTCACCTTGCACAGGTTGCAGGGTTCCCATGACACCCTC 

TGCCTTCTCTAGACACACCTGCATCCTACCCACTCAGGCAAAGAAAGTCCTCTGCTCCAA 

ATTCATGATACGGGAGGCAGCATGGTGGATAGAAAATGCATGGGCTTTGGGTTCAGACAG 

AmGGCTTCCAAATTCTGGTTCTAGCTTTTC 

TGAGCCTCAGTTATCTGCAAAATTGGGATMTAACACTGACGACTTTTTAAAAGTAATAA 
ATGAGAGGATTACTTTACATCCATTGAACTGGCAAAAATCAGAAAGAAACA 
Sequence 2766 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCTAAGCTTCTTTCCACATGGAGTATAAT 

ATGCTACTTCTCCTTGAAGGCGCCCTCCAAAGTTTCTTATTCTTGTCTCTCTCTGCCAGC 

CATATTCCAATGGAATACGCAGTTCGCGTTCATCTGTTACTCTTCTTCTTTTGGAAGTGC 

CAGAGTGTGGGCTTGAAGTAAGTGTGGMGMGATGTACCGTATTACTTTTCTATTGCTT 

CTTTACCAAATAAATACAAGCTTTGCAGTTTAAAAC 

TCTGAGGGTCAGTAACCTAAAMCTGATCTTATGAAATAAAGTTAAATCTTGGGGATATG 
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ACCTTTCTAGGTTTTGAGACTCAAAATTAATAATACATGAATTTTTTGTGATAAAGCC^ 
AAATAAATATAAGGCATTGATATGAATCACTCCATGTATTCCCACCCTGGACCTTGGCTT 
CAACCTGATATTATGCAATAGAATAAGTATNAGGATAGCTCMCTTGGATATGCTTAAAT 
CTAGCATG TTCAAAAATATC CC CTGCCCATTCTCGATCCTTTATTTCTCAGCTTC 
Sequence 2758 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCAGCCTGTCTTAGCCTGAGCTGCTTTGAAGA 

CCATGGGGTCTTGTGTTTCCAACTTCGAAGTGCTGATGTGGACAGTTTGCCAATGTTCTC 

TTCTATTGCAAGTTCAGCCAGACTCCATGACTCATCTGATCCCTTTTATGGCCAAATCAT 

CCTTCAGAGTAGGGAACACTCAGACATTCTGTGCATGTTGTTCCCCCAAAGCATGGTCAT 

CACAAAAGTCCTGAGTTCTGGTGTGTGCTCCCGCCTCCTGGGTATACAAGAGAGAAGGCA 

GGAATCAGGAGTTCCAGAAGCATATACATGTGGCTACCCCAGCAACAAGCGCATCCTGTG 

CTCAGATMGCTGCATGGTTGGGAGTGTTTTTTCTCGCACGTTGAGGCTTAGNGGAGATG 

GGCACCACTGCCATTTGCTTCAGAAGAAGGGCTGGTCTGGTCCTTAACTGGCATCCCCNA 

CTGCCNAGATCATTCTAGGAATAGGTTATTTCTGAAATGTTTTATTAGAATTTCTTAATA 

CCATCCTGGTTTGGGTCANGCCAATTNCTTTNGATTGGGAAAGGGTCAAC 
Sequence 2759 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTTGAGCTGAGCAATGGACGTGGACAAG 

AACTCCACTTCCTGGTCCAGCTGGTTCTTGAGCATTTCTAGCTGCGGAGATTCAGCTCCG 

TGATGTTAATAGACTGCGCCATGTTGGGAAGGCCGACTTAACGAAGAGCCCCGCGTACGC 

GGGGACAACAAAGAGCTGGCAGCTCCTGAAGGAAAAGGGCTTGTGCCGCTGCCGTTCAAA 

CTTGTCAGTCAACTCATGCCAGCAGCCTCAGCGTCTGCCTCCCCAGCACACCCTCATTAC 

ATGTGTCTGTCTGGCCTGATCAAGTGCATCTGCTCGGAGACGCTCCTGACAAGTCGGGAA 

TTTCTCTATTTCTCCACTGGTGCAAAGAGCGGATTTCTCCCTGCTTCTCTTCTGTCACCC 

CCGCTCCTNTCCCCCAGGAGGCTCCTTGATTTATGGNAGCTTTGGACTTGCTTCCCCGTC 

TGACTGTCCTTGACTTCTAAAATGGMGAAGCTTAACTGGTGAAAGGGAAAGACTTNAGG 

CCATCACAAGATAAAAAGAAAAATNCNG 

Sequence 2760 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTGTGGAAAAATTGTCTTCCATGAA 

ACTGGTCCCTGATGCCACAAAGGTTGGAGACCGCTGCTTTAGATGGTGAATTAATTGTAA 

GAAGGATAAAATATGTGTCCACTACTTACATACTATAATTTTATCTATCTTCAGTTGGAA 

CTGAAAAAAAAATCAAGTTAAATGGTTGCAGAAATAATTCAACGTAAAAAAAGTG 

AGAAAAAAGTAACTTAATAATGACTAAMTAAGGCAGATGAGTTTGAGATGGGGCTGTTA 

TCCTTTATTCCTGTAAAGGTCTAATGATACAGAGTTAGGAAATACCGAAGTGCCATTTGC 

AAACACTCCTGAAATCTMTGACCGTGGTAGATGATACAAATCAACCACAGTTCTTTTAT 

CTACTGCATTTAGACATAGCTTCAAAATACTTTGTMTCMGCTGTTGGTCTTTTTAAAT 

GAAAACCTATTTAGTGTCCTAGATGCAATCTAATAAGGGAGGGAAAGTAGGTAATGGAAA 

AGTCAGAMCAATCTTTAGATCACTTATTCAGATCCAGTTAGCCCTCCAAAGCGTANACC 

TTCTGTTACATTGAATT 

Sequence 2761 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGAGGCTTTTGACTTCTGGTTTTAGAC 
TTTCTTTAGCTTCTGTTGTTAGACMCATO 

GATTAAACTGAACTTAATGAMTTGTCCCTCCCCCCAAATTCTCAGCACMTTTTTAGGC 
CCACAAGGAGTCAAGCACCTCAAGGAGATCTTCAGTTTGAACTTGGtGTAGACACAGGGA 
TACTGATGAATCAATATTCAAATTAG CTGTTACCTAC TTAAG AAAG AGAGG AGAC CTTG G 
GGATTTCGAGGAAGGGTTCGTAAGGGAGATTTTAGCTGANAAATACCATTTGCACAGTCA 
ATCACTTCTGACCAAGTTATCAGAAAAAGGAGAAAAGAATGTCTCCCCACTAAATGTTCT 
AGGGTGGGTGAGAAATCTAGGTTGGTTATCTAAATCAACAATATTTAGATATTCCAATAT 
CTAAATATTGGTGGAAATCTCTCCTGAAGTGTTCATTGAACTCTAAAAGAGACAGCTTGT 
GTATC AAGTGGC AN GG GTTTAANGGTCAATTTTTTA^ 
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TTACTTC CCC7TCACCTTCCTTCATGATGTTACCATTGGAATG ACATACTGCATCCTATA 

GmTACCATCCACTCTGAMTCMTGTGACmAACTTCAGTTCCATACAGAAACTTCT 

TTTCCACAGGTAAGAMCGGTTGAACTGGATGCMTTTTTATCACAGCTTGTGTAAGACT 

GCCTCTGTCCCTCCTCTCACATGCCATTGGTTAACCAGCAGACAGTGTGCTCAGGGGCGT 

TGCCAGCTCATTGCTCTTATAGCCTGTGAGGGAGGAAGAAACATTTGCTAACCAGGCCAG 

TGACAGAAATGGATTCGAAATACCAGTGTGTGAAGCTGAATGATGGTCACTTCATGCCTG 

TCCTGGGATTTGGCACCTATGCGCCTGCAGAGGTTCCTA 

Sequence 2753 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGATGAGATCTGGTTGT7TGAAAGTGTGTA 

GCACCTCCACCTTCTCTCTCTCCCTCCCTCTCCCTCTCCTGCAGCCAAGTGAAGACATGC 

TTACTTCCCCTTCACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTATA 

GTTATACCATCCACTCTGAAATCAATGTGACTTTAACTTCAGTTCCATACAGAAACTTCT 

TTTCCACAGGTAAGAMCGGTTGAACTGGATGCAATTTTTATCACAGCTTGTGTAAGACT 

GCCTCTGTCCCTCCTCTCACATGCCATTGGTTAACCAGCAGACAGTGTGCTCAGGGGCGT 

TGCCAGCTCATTGCTCTTATAGCCTGTGAGGGAGGAAGAAACATTTGCTAACCAGGCCAG 

TGACAGAAATGGATTCGAAATACCAGTGTGTGAAGCTGAATGATGGTCACTTCATGCCTG 
TCTG 

Sequence 2754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC rTTTTTTTTTTTGTTTTTTTTI f AATTTTGAAC 

AACTGAAGAATACTAAATCAGAGAGTAGCTGAAGCCTCTGCCCCGGTGACCATTGTCAGC 

CAGGGACAGGCCTTGAACAACTCTTTTCCCTGTTAGATGTAAAGTTAGACTAGTGCTTAG 

TAGCTCTGAATAA ATAC TTTTCTCTGTCAGTAAAGTGTCTGCATTAATAATAAATATTAA 

TTATATGGGACAGTTTTGACAGTTGGAACTGCCTGTCTTCATGGAAAAATTCAGAAATTG 

TTTAMTTGGGAACATTTTTGCCTTC^ 

TTATTGTTGTAGTTGACCTCACTTTAATTAGAACTGTGGTCAGTATGGAAAGGATACTCA 
TCATACTTGAGCCGAAATGAGATTATTTATTTATAAGCATTGAATGTGGGCCAAGCTGGC 
AGGAACATTAGAGTAAATAAAGCCTTGGCTGCTAAACTTTGAAAATAAACTAT 
Sequence 2755 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACG 

CGGGGGCGGACGGGCAGCACTCTTTCTGCAGAAGGTAAAAATCACCTTGCTGAGGAAGCT 

TTTCGTCTGCTGATTCTTCTTTGTGACATCGGGGMTAAGGATTTATTTCTAACAGTCTT 

GGGGGCTCGTCTGGGATCACCCAGTCTCCTTCGGGTCGGGGCCTCTGATTCCCGCCCCCC 

CACCAAGGGGAGGCGCCCCACTGCCTTACTGCGGTGGCCTCAGGGACTGGGAATCCGGAC 

TTACCCGTTGTGATGAATAAACCCGGACCCTCAGCAACGTGGAAAACGGCGAATAGGCTT 

GCATTGCACTGCCTCGGGGACCAGATAAACTCTGTTCACAGAGCAAAGTAAAGAAACGT 

Sequence 2756 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTAGGCAGCTCACAGAGCTGATCTCAAC 

TTTGAGCACCATGGGAGGTAAAGACCTCAGGGCAGTTGGCCTCTTGTGCAGCTAAAGTGT 

TTAGAAAGCCAGAACGAAGTGAAAGGAAGACCCTAGAGTGGGTCAGCTTTCTGCCAAAGA 

TAGAGAATATAGCTATAGAATGCTCCCAGCCTACAGTATAGAGCTGTTGTTGGGAAGTGG 

CTGCTCAGCCAGTGCCTGTATGCCCTAGCCTCTCACACAGTTGGACTACATGACTAGTTC 

TTGCCAATGGAGTGTGAGTAGAAATGACGTCAGCCACTTCTAGAACTGTCCCATAAAAAC 

C TCCTA CTATCCCCCTGCCTGCCAGCTGGATGTCAATACTCAAAGGCATATTAAAGCCAT 

GTTTTTAAAGGGTATGTCAGCTTGGATCACTGAATACCTGTATAAAGCAGAACCCTACTG 

TAGATTGGATGTTAAGTGAGCMGGMTATATTTCTGGGTTATGTTAGGTCATTGAAATT 
TGAC 

Sequence 2757 

TGCTCGAGCGGCCGCCCGGGCAGGTACTGGGATTACAAAGCATAGGCCACCGGGCATGGC 
CCCAATTCTGAGCATTAATTTATTTATTGGTGAGATGAAAGTGGTAATTTCTGTTCTTCT 
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ATATTATCAAAAGAATGGTGGGGAAAA 
Sequence 2747 

AGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTT 
GGTGCGGAAATGATTCTGAGTGAGCAGGTNGAAGTCTCACGTCCTGCTGTGTCCAGAGTT 
GGTTCCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCAC 
AAGTGTGTGTTACAAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTC 

TGGAGTrTCTCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCAAGAATGAACCCGCAAA 

CTGTCCGTGGTGATCGTTGTAACTCTTAAAGG 

Sequence 2748 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTGGGTTCTGAGTCAAGGATCCCAGTGCTGC 

CAGGAACCAGCAGTCAGCTGCGCCTCCTTGTTGGATGTCAAATCTTGCTTATATCATCCA 

GGATGAAGTGAGGAGGACCCCCTGGTAGATCCTGTGGCCGCTTCCATATCACATTGGAGA 

GGCGTTTTTCCTGGAGCAGCTTCTGGCCTATGGAAGAATCTGCTGCAGGGAATGTCTCAT 

CCTTAAACGTCCCGGCCCATGTTCAGGTAGTGATCCCGCAAGGTGGGTAAAGTCCTGGTC 

TTTGAACTTGATGATGGAGGTC7WCACTGAAGGCTCCTGGTAATACGCCATGACTCTCCT 

TAAAAGACTTCCGAGTCCTTTTCCTGTTTCCTAGGCAGGTGTGTTCTGATGGAG 
Sequence 2749 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

ACACTATGATTGCACAACAACGCATTCACCTATTGACGCATTTCTCAGAACACAGCCTCA 

7TGTTAAGTGACACACGACTGTATTTTAGTTGGCCGTGAGTTTTGCTGAGAGCTAAACAG 

CTTCCATTGAGGGTTCTGCCATCTACCTAGGGGCAGTTGAACTAGGAAGTCCCCAAGATC 

TCTTCTGTAAACCTTCTATGACGTTTTCTGTCTTGGGCAGACAAGCTGGATGGAGCCTAN 

GGGAGGCTGCTTGGCGACGCTTCTCCCAACTGCCGGAGCGCCTGTAACCTGGTCCCATGG 

ATGTCTCCATTCTAGTGACCCTGCTGTGAGTGCCACATCTCAAAACCTGCAGACGCAGGG 

CTCCCATTGACTTCCAATGCTGAAAATGCCCAGTGTGGAAAAAAAGACTAACTGTCCTCA 

GTGCGGTTCTTCGATCAGAAACTCCtTGTTGGGTTCCCAGAAAGCCTGGTTTCGAAGACT 
CTGACCCTGG 

Sequence 27S0 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTACTGTGTGTTGACTCTTGTAAATCCTCCCAG 

TGAAGAGTCATCAAACCTGGGAGTGGTCTTGGGGCCCTGACATACCACTTCATGGAGCTG 

GTGATGG AAATTT GCTGATGTTGTTGGCCACCCGAATGAGCATGCGAGCCCCTTTCATGT 

GATCTCCATTTTTAACATGAATCTTTACTAGTATATAGCTGTGCAGAATCATGAGGTTGG 

TGGCCATCTCGGAGGGAATTTTGATCTTCTNGGATTTCAAGTTCTTGCATACATACTGAA 

GAGAACATCGTGTGCATTCCCGGTAGTTGCCTGCAAACTGCTCTTTTNTGGCAATGATGA 

TGGGCAGTCTGGGGCAGCTTCTTCGGGTATTGCTTCANAACCCATGTACCTTGCCCGGGG 
CGGGCCGCTCGAAANGGG 

Sequence 2751 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGCCGGATGGATCCGTCGGCGCCACAGC 

CCCGCGCGGAAACCTCAGGCAAAGACATATGGCATCCAGGAGAAAGATGTCTTGCCCCTT 

CTCCAGATAATGGAAAACTTTGTGAAGCAAGCATAAAATCTATCACAGTGGATGAAAATG 

GCMGTCATTTGCAGTCGTCTTATATGCAGATTTTCAAGAAAGGAAAATACCTCTTAAAC 

AGCTTCMGMGTGAMmGTTAAAGATTGCCCTAGGAATCTTATATTTGATGATGAAG 

AmAGAAAMCCTTATTTCCCAMCCGAAAAmCCATCATCTTCTGTTGCTTTTAAAT 

TATCTGACAATGGAGACTCTATTCCTTATACCATCAATAGGTATTTGAGAGACTACCAAA 

GAGAAGGAACCCGGTTTCTTTATGGACACTACATCCATGGAGGAGGGTGCATTCTGGGTG 

ATGACATGGGACTTGGAAAAACAGTACCTGCCCGGGCGGCC 

Sequence 2752 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGATGAGATCTGGTTGTTTGAAAGTGTGTA 
GCACCTCCACCTTCTCTCTCTCCCTCCCTCTCCCTCTCCTGCAGCCAAGTGAAGACATGC 
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GCAGATTTGAAACAGTGGTTTCTGGCCTGCTGCTGCAGCAMTTCCCTATGTTTATTTAA 

GMGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAATTTACTTGCAATGAACACAG 

GTAGCCTGCTGCTGTTTATAACCTGTTGAGGATATTTATAGCAGGCAGGAGGCAGGCCTA 

GTGTGTTATTGACAGGTGACTTTAGAGAATGTCATTGGCCNGGTGCGGTGGCTCACGCCT 

GTNATCCCAAGCACTTTGGGAAGCCGAGCGGCCGGATCATGAAGTCAAGAGAATGAGACC 

ATCTNCTGGCTAACAC N GTGAMCCCCGTCTTTTACTTAAAAATCC AAAAAAAAAAAAA 

Sequence 2742 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAAT 

TGTCTACAGCTTAAGATCMCAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATA 

TAAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGC 

CCAACTGATTCCCAATGGTGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAGCCAG 

AACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGGT 

GGGAAAAAGTATGTMTTTCCAAGCCAAGCCTGATGATCTTATTCTGGCAACTT 

Sequence 2743 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 

AAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTCCT 

TCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTGT 

GTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTTC 

TCCCTTCTGGTGGGTTTGTGGTGTCNCTGACTTCAAGAATGAAGCCGCAGACAGTCGTGG 

TGATCGTTGTAGCTCTTAAAGGTGGTGTGGACCCAAAGAGTGAGCAGCMCAAGATTTTT 

CGTCAAGAGGGTAAANAACA 

Sequence 2744 

CCCTTGAGCGGCCCGCCCGGGCAGGTACAGTTTTGACAGMGGCACACATTTTATTTCTA 

MTTTCTGTTAAAACAGGATCCTCCAGTTTGAGTCCGTTACTTTTTGCAAATGGTGGAGT 

TGGAGACAGTAGAGAMGTTTTGCAGCGTTAAGTATGATGTCACAATTAAAGGTTATAAA 

MGCAAATGTGAAGGTCCTTTGTAAMGAAGTGGTTCACTGGGCGTGAGTTGAATTTACA 

AATTMGCTTTTGAAATTAATGCTAAATATCAACiTATAAAACATTTTTCCCTGGAM 

AAAAAAMGTATATCTTACTTCTGCANCATATTTCTTTTTATCCACAGGTATGCTCTTGA 

ACCTTGTCCATCAAGTGAACCCCAGTGAAAGTGAAACTGAATCAATCTTGTAAGTGCCAT 

CCAGGGGTCC 

Sequence 2745 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTTTAGGGGACATAAAATTTATAAGACCA 

CGTCTTGACTCTCAAGGGACTCAGTCCACTTGGGAGCATGTGGCAATGCACTGGAGAGTT 

TTTCAMGGGCCCAMTTCTGCCTCATCATTTCTTTTATACAGATGTTGATAAAAGMTT 

TTCCTCTGAAAACCTACCTTGCTGGATCATAGAAGTCCATGGCI i 1 1 1 1 GGCTTTGTTGT 

AGGCAGCCACTCGGAATGGAATGATTTCCACAGAGGTGAGGCCAGGGGCCATGCTCAAGA 

CCTTGCCCCCATGAGTGGGTTCATACAGATCCTTCTTGGTTTCAGGATGGGGCATTCCTG 

CAGGGTCCCTCCCCACAATGTAGAAATTGGCACCCGCAATCATCCGGGACCTGCAGTGCC 

ACTGGACCTAGAAAATGTCATAAGGGACA 

Sequence 2746 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGACCTGCTGT 

GCTCTTGCTTGCACAGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTT 

GACTAAAGGCAAGCAAGCTGCTTCCTCTGCTGCCTGAGATACCAGAACCATACAGAAAGA 

CATGCAAAGCACACCAMTTGTCTACAGCTTMGATCAACAAAMTCCTTTTTCATTAAT 

TATAAATTCACAGAGAATATAMCAATGATCCTTATTATCCCCTTTACTGGCTCACACAG 

GGAGAGAGAAGCCAGAAGCCCAACTGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCC 

CGATGGAAAAAAGGCCAGAACTGTTTAACATCATGGAAAGTAGATGGAGTCCCTACGTTG 
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CTTGGGGTGTTCTCCCAAGATGCTGGGCCTCTGGGAAGCATCTTCTTAAGGTGAACAGCC 

CCAANATGCCTCTTCTTAAGTTGGGCTAAGTTACTCCATGCTGACTATCAACCCCCAAGT .* 

GTGAAAAAACACGTTTATTNCTGANGGGAAACACCGGAGTTGTNCCTAACTCTACCTTTG 

CTTCTTAANAACACCTTTGCT7TTGGTTGGAAATGNAAAATTTCAAGTAAAGGGGTTNGG 

GTTTTTTTTCCG 

Sequence 2737 

CCCTTAGCGTGGTCGCGGCCGAGGTACCMCATGCTTTACCATGCTGCAAAATTTAGGAT 

CCTGTGGCTGAAATATTTTGTAAGAMTGATGCATCCTGAATTTATCATTGAATTTCAAG 

T CTTGA AATAAGTAAATTCACATTTCCTTGTTTTGGCATAGAAGTGTTTAGCTGATTA^ 

GlMM GGCACTTGTTTTGCATTTCCTCTGAGAGGGCACTAATGTATGAGAGAAGGTAAA 

CCGAACCTTCTAAGGGAMGGAAAGTTAAGGAGGCAGGAAAAGCATCTATAGCTCTGTTT 

TCGGGATTTAAGAGTATAGGTTCTGGAGGCAGACTGCTCAGCAGACTGGAGCCAGGTCCC 

AAGTCTGGCTTTGCCTGTCACTAGCTGTGTGAGCTCTGCCTTAGTGAGTCTCAGTTTTCT 

CATCTGTCAAATGGAGGTGACGAGGGCTGTGGTGAGGATCAAGTGAAAAATTCACAAGGA 

GCCCTTAGCCCAGTGCCTGGCGCTTAGTAMTATTCMCAAATGTTATTAGCAATTTGCT 

GTCTGTAAGGACACCTNTACAGCTACTCANNAATATTCTGAGAGCTAGTGGGTTCTTTGG 

CTAAGG 

Sequence 2738 

CCCTTTCNAGCGGCCGCCCGGGCNGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGC 

NGAAATGATTCTGAGTGAGCANGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTTC 

CTTCCANAGGGTTNGTGGTCTCNCTNGCTTCAANAATGAAGCCGTGGACCTTCACANTGT 

GTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGNTCCTTCANATGTGTCTGGAGTT 

TC 

Sequence 2739 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I 1 1 1 1 1 1 1 I I I I I I I M i I I I I GTCATAAGAT 

AATGCAGAACAGAGAGATGGCTACAGCCATGCAGATGAGAAGAAGAAAAGAAATTTCAAA 

TCTTGGATGTTTCTTTTGCCCCTAAGGCTTGAGGACAGGGAACAAAAAATGAGAAACACT 

TACCCTATATAAAGCACCCAGTTCAGCAGGCCTGTGCGGAACAGAAATGACTCCTGAGGA 

AAGGTGGGGGCCGGTCCTGAATAGTTGATTTCTCTCTTTAATGAAAAAGAACATGAGGCC 

GGATGCGGTGGCTCACGCCTGTGATCCCAACACTTTGGGAGGCCGAGCAGGTGGATTTGC 

TTAAGCTCAAGGAGTTCAAGGACCAGTCTGGGCAACTTGGGTGAAAACCCCCGCCTNTAC 

AAAAAAATACAAAAAAA 

Sequence 2740 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCTGCGTTGTTACCA 

CTGCTTCCCGCGTACACATTACTTACACAAACTGTTTTTGATTTGTCCCTTACTGAAACT 

GTCCTTATGCTTAATCATTTTTGTCTTTCTTTCATATCTATTAGTTTCTCTC^ 

TTGATCTGTATTTTTAGCTACATTCACTGTTATTTTCCTAAGCCTTTCTTGT^ 

GTGTCCATTTTGTTTCCAACTCTCTCTCGTTTTTGTATATTATTTTTATC 

ATATATTAAGTTTTATCTTTAAGTTTTTAAGTTTTCTAAT^ 

TGTGGGTATATAATTTTAATTTTTAMCTTATGCCCCCCAATGGATTACTTAAAT^ 
TTTTC TG AG AATTT AC AAG AATTTT AATTAT AATC TC TATTTTG G TATTAAT AAG ATTG G 
ATGGGCATAAATTAAAAGGTGTTATTTTTTCATGAAAAAAGTTAGAAAA 
CTTTG G CTTAT ACTAATTC AAATTTTTGG GTTCTTTT 
Sequence 2741 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATAC 
TG T C ATT G TATG AC TGCTG ATGCTCGTTTATG TTGTTCTTTGG AAG CTATAGTGAGCCTG 
ATGTTTTCACATTTTAAAAAAATGCTTCCTGAGACTTCTTTAAGCTCCTCTAAC 
AGT GCATT TGGGATCAAACTTAGCTCTTAGATCAGCAAACCTGACTTGCTTCTACTTTTG 
CAATTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTT 
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TCCCTMTTCGGCMGTrCCCCCCCGGCGGTACCCTTTGGGGCCCGGTTNTTATAAAACT 

TNAGGTGGGGATTCCCCCCCGGGGGCCTTGCAAGGGAAAATTCCGATTNTTCAAAAGCCT 

TTATTTCNGAATNACCCCGTNCGGAACCCTTTNGNAAGGGGGGGGGGGGGCCCCCGGGNT 

NCCCCCCAAGCCTTTTTTTG 

Sequence 2722 

GTANCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTNCGCGGGGGCTGAATAAAGCCGTGT 

CTCATCTACCTGCTGTCTCCCAAGTGTTCTTCCAGCTCCCTGCCCCTCATCAACCCACTC 

TCCTCAGACCTCAGCTGGGGCTTGAACCTGATAATTGGTGTANTCACCAGGATGAGATTT 

AGAAGTGGTGGTGCCCCTCTTGTGACAGCATTTGGCAGTGTGCAATTGGGCCATCAATAA 

ATCCMGGTCCMGGGCCGGMNTGTCTGCCAMTTCTTGGGAGTTATTTTGCTTCAAGC 

CCACAGGTTGGGCATGCTCCAACAACATTGGTGGGACCTGGGCCTCACACCCTATTGCCT 

TGAGNGTGGGCCAAATGTTCTTCCCAACTGTTNGNAATCTNGCCACCAACCCCTTTCCAA 

GCCANCAAACTTGTGGGAATGGGGCCTTT 

Sequence 2733 

CCAAAGCTACGCCGACCAATCCAAGTAGCGAAAGTCGCTTTGGCCCTGGCCCGTTACCTC 

CGCGTCCTGGGAAGTATCAGCCTTTACCAGCTACCGGAAGTAACTGCGCACGAAATCTCC 

CGCGGGAGCTAAGCCTCTTCGACAAGAATTCTATAGCGCGAGCAAATCAGCATCTCGCCC 

CCGCGTACCT 

Sequence 2734 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACCTCACAAATGATAGTGGCTGAGA 

GCCAAATGATGAGCTTCTCTGTGTTATGTCTACCTAGCTGTGATTATATCAGGCACAGGA 

TTGCGCGCGTGTGCTCTMTCCCACTGTGTCATGCAGGATTTTTACCTCGGCCTATGCCT 

GCCTGGCAGCAACACAGCCATGTTCCTTACACTCCGCCCCCTAGGCCAAGGGGGTCCTCT 

TAATGGGAACTCGTGCACATAGGGGAGCACCCTGGACCCATAGGCCACAGCAACAATAAA 

GAGAGCAACAACCTACTACTAATATTCCTGCTATGCTACCTATGATTATAAGAGCCCAGT 

GTAGGCCAGAGCCCAGAGACACCCACCATCTCTGCAGGCGGTCATCAGTAAGGTATTCAA 

TTGCCTTAATCTCCCATGACATGACACCCCCTGCAA 

Sequence 2735 

TTCACACCTGCTTNTCCTCGGTNCACTTTTGGCTCTGCAACCANTTTAATATNTAAAACC 

TGGCCAGCAATCATTCTGCCATCCTCTCCTGCTACAGCAGCCCGGGCATTTCTCTCATTA 

ACATACTGAACGAAGGCAMNCCCTTATGAACAGAGCAGCCCACMTTTTGCCATACTTC 

GAAAAGATTGCCTCCACATCAGATTTCTTGGACCACCAAGAGTGTTGNAGGATTTCCCAA 

TGGAAATACACGGGGGANTTCAATGGGANNCGGAGGGATCTGTCTTNGTTTGGTAACCGT 

TTGCTTGGCCCATCNGGTGTTTTNGATNGGTTAANNGTTTTCTCACAAAAAGGCCGNAAA 

AAMCTTNTTTACCCAATTCAACCCCAAGGGAAAGGGGTTGTTGGCCAATNCNTGGTTNC 

CCCGAAAANGGCCCCCCCCCCTTGGGGCTTCCCAAGGGNTCCAATTNCCCTGGGGCCTTN 

GCNTTGGGCCTGGCTTCCCCAANGGCCTTGGGGGGCCMTTCCCCATTGGTTTTGGNCTT 

GGCNAACNCCTTTTGGTAGGGTTTTNTGGTNGAAAGGGGGGGTNAANNTTGGTAACCCNT 

TGCCCCCNGGGGGCCGGGGNCCCGGCTTCNTNATGAAACTTAAGNTGGGGGATTCCCCCC 

CCGGGGGCCTTGGGCCANGGGAAATTTTCCNAATTATNCANAAGCCTTTTATTCNGAATT 

ACCCCGNNCCGGACNCCTCTGAAGGGGGGGGGGGGCCCCCGGGT 

Sequence 2736 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I ITTTTTTTTTTTT1 I TTGCTGCACAGC7TTAA 
AAAGTTGMGTCTATTGGAMCCTTCTTATAAGAAACCTTCCTAGTCAGAGAATTCAATT 
TTCT TCTT TTCTTCATTCATGAAAATGCAGATCCACTGAGAAAGGGAATAAGGTAAAAGT 
ATCATTTTCCTTTGGGMTCAGGTTTTTCTGTCAGAGG 

TCMTTCCTGTTGTGCTGAAGGCTGGGAATCATCACGCCCTTTTGGTGTGGGCCCCAGCT 
TTGAGCCTCTGTGATGATGGTAGAATCTGGAAGTCAGAAGCCCATATCCTAGATCAGCTG 
CCTTGCTGGGCTGACCTTCAGTGTGATCCTGCATCCCAAACTCCTGACCTCTCCAGAGAA 
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NGGNC CCGNT TC7TAANGAAACCTAAGTTGGGGNATCCCCNCCCCGNGGGCCTTGNCCAG 
GGGAAATTTTCGGATTATTTCAAAAGCCTTTNATTNTGANT7TNCCCCGTTCCNTANCCC 
NTCAAAANGGGGGGGGGGGCCCCCGGGGTACCCCCAA 
Sequence 2726 

ACCGGGACATCCGGCTGATGGTCATGGANATCCGCAATGCTTATGCTGTGTTATATGACA 

TCATC CTGAAG AACTTCGAG AAGCTCAAGAAGCCCAGGGG AGAAACAAAGG GAATGATCT 

ATTGAGAGCCCTCTCTCCCATTCTGTGATGAAGTACGCGGGGMTCMNMTTTTGGCCG 

TGCAACCTGGGGANNAGCTTAGGCCTAAAGTTTGGTCATTGATGCCAGAAAGCTACTTCA 

ANATNGCANTTNCGGCTTTGGTCCTGGCTCTTGGCCCCTNATCCCTTGGTTTTCTGGGAA 

ANTCCCTCCAGTTCAAAGGGTTATCCCTACCGNCGGGNATGAAGCNCAGNGGTTACCCCT 

CNGGGCCCGNNTTCTTANAACCTTAGGTTGGGATCCCCCCCGGGGGCTTGCCANGGAAAT 

TTCNGATTATTCAAAGGCCTTTATTCNGAATANCCCGTTCCGACCCCTNCGTTAGGGGGG 
GGGGGC 

Sequence 2727 

AGGGCGAATTGGACTCCACCGCGGTGGCGGCCGGGCAACCGAGGCTGCAATAGCTCCAGA 

ACTGGCCTCCACAGTGTCTTCCTCTACGGGAGTCAGCTGGTTGTGTCACTTGACCCCTCT 

TGTTGCTMGAGGCAGCAGGGACACCCATTTTCACTTCCGCTTCCGGTTGTCCCCCGCGT 
Sequence 2728 

GGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACAGGTGTAGAAGACAGTTTGCCCT 

TCATCGGCTGAACGCATCTGTCTGGTGTGGTATGCCATTCCTTCATGACCACATCGAGGG 

CAGCGCCTGTCAACCACAGGTCCCTGGCACTCAGGCCCTTCCTCCACCGACATAGGCATG 

GCTGTCCCCAGTTGGTGGAACACAACCGAAGTCTTCACAACCTTCCCCTCAAAGTCCCGA 

ACGTTTGATGTTGAAGCCACAGCGAATACAGGTGACCCGTATCCTTGAGCCCCGGGCAAG 

AGGCAGGACCCGAGCCCGCAATCTTGAAACAAGAAATCCCAGGTCCCGACTTGAAAAGCT 

GGGAAGCMGTTATTGGCGMGGGTCCCATGNACAAGACATGCGGGTCGGGGTCTTTTTG 

CGACCAAAGGAAGCCGGAAAACGCCCCGGNAATTTCCCAAGACAGCGTTCGGGGTTACCN 

TGGCCCCGGGGCCGGGCCGCTTCTAAGAAACTTAAGTNGGGATCCCCCCGGGGCCTTGCA 

GGGAMTTTCCGATTNTTCAAAGCCTTTATTCGGATTACCCCGTTCGAACCCTNCNAANG 

GGGGGGGGGGCCCCCCGGGGTTACCCCCANGCCTTTTTTNNT 

Sequence 2729 

AGGTACI I I I 1 1 I I { n I I I I n I I I I I I I I I I 1 1 IAGAATGATTGAAACATTTTATTAA 

TTCTAATATTTCTGAGAACCCACTGTGTTCTAGGAACACATAGTTACACAGATGATGTAA 

TGMTGAGACAAAATCTGTATCTTNTAGTTGCGCCAAAAGCAGTAATTTCTAAGGTATGT 

GTGGTGGGGAAAGGGTGCTCTGAGGAGAGGGAGATGGGGAACANAATCACTTGAGAGTGA 

GGATTTGTTTCCAATTAATTAACATGCCCACAAGAATNTGCCATNTCCCACATCAAGAAT 

CATTGCTTTAATATAGATTGATGAATTGATGACGTTAATGAGTTGATGACTGTCTCCCAG 

GTACCTGCCCG 

Sequence 2730. 

GGGACCGNGCGGNAGCGCAAGCCATCTTCACAAGAGTCTCAACAACCCAGGAGCCGCAGG 
GAGAAACCCGGCAGAAACCCGGGAGGAACCCGGCTCTGAGTTTCCGAGACAGCCCGCTTT 
TCCCCCCGCGTACCT 
Sequence 2731 

CCGGGCAGGTAC I I I I I I I I I ! I I I I I I I I I I I I I I [ I GTTTTTTGAAGTTCTCAGGANA 

CCGCGTATTCTTAGATTCAGCCGCCGAAGCCATACAGAGTGCGCCCCTGACGTTTTAGGG 

CATATACTACATCCATGGCTGTGACAGTTTTGCGCTTGGCGTGCTCCGTATAGGTGACGG 

CGTCTCGAATAACGTTCTNTAAGAAAACCTTAAGCNCACCTCGAGTCTCCTCATAGATAA 

GACCGGAMTGCCGCTTGACGCCACCCGCGCCGAGCCAAACGGNGAAATAGCCGGTTTTG 

TAATGCCCTGGATGTTATCCCGGGAGCCACCCTTTACGATGGCGCTTTAAACACCCAACC 

^^TTCCCCCAAANCNCTTTTTTCCCGCCTTTTTGCNCGCGGACCCAGGACCATTGAATT 
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CAGGCCTAMGAACMNAAGGMCCTTCAAGTGGGGTTTTCAANNNTCCCAGTTTTGTAA 
TGGGCTATTGCACTTTCTTGGGGGAAMGGGTGGGAGTTTGCAAGCCAAAGGGGNCTACC 
GGGGGCCTGNGGTTACCCTTGCCCCCGGGGCCGGGCCCGGNNTCCTTAAGAAAACTTAAG 
GTGGGAATCCCCCCCCGGGGGCCTTGNCAANGGNAAATTTCCCGATNATTCCAAANGNCT 

T7TATTCCGGANTAACCCCGTGNCNGACCCTTTCGNAAGGGGGGGGGGGGCCCCCCG 
Sequence 2721 

ATGCCTTTCTTGGACATCCAGAAAAGGTTCGGCCTTAACATATATCGATGGTTGACAATC 
CAGANTGGTGAACAGCCCTACAAGATGGCTGGTCGATGCCATGCTTTTGAAAAAGAATGG 
ATAGAATGTGCACATGGAATCGGTTNTACTCNGGCAGAAGAAAGGAGTGCCAAGATAAGA 
ATATGGANGATTTCGTTANNMGTGTT7TTGCTTTCGGCNGGAAAAACCGATTGTAGGAC 

TGTGGCAAGGNTAACCCTTCGGGCCCGGCTTTCNTAGGANNCTTAAGTGGGGATTCCCCC 

CCGGGGGCCTGG 

Sequence 2722 

CACTTAGTACTCATTTTTCGGC 

NTAATTCTTAAAGCAGATGCACTATGGACANGAATCCACCAATATTATGCTGTGAACCTC 

TGTCAGGACCGGAACTGGCTGCCAGATTCTTGAGGTiGGATTACAANGGAGCTTGAAAGCC 

CCCGGCNTACCTTCGGCCGCNTCCTAGTAACTANGTTGGATCCCCCCGGGGCTTGCAGGN 

MTTTCGMTATTCAAAGNGTTATTCGNATTACCCGTTCGGACCNTTCGGAGGGGGGGGG 
GG 

Sequence 2723 

CGGACCACTCAGAGTATTGGTATCTTGTTGGCCTGGTATCAGCANAAACCAGGGAAAGCC 
CCTAAGTTCCTGATCCAGAGGGGCCTCTAAGTTTAGAAAGTTGGAGTNCCATCAAAGATT 
CAGCCGGCA GTGGG ATCCGGGGACAAGAAATTCAACTCTTACCATCACCCAACCTGGCAA 
GCCTGATGGATTTTTGCAAACTTTATTTACTTGG^^ 

TTCCACTCACCTTTCGGCCAMGGGGACCACCGACTNGGMGAATTTAAAACCGAAACTT 

GTG GCTT GGCACCATTCTGGTTCTTNCATTNCTTTTCCCCCGCCCATTTT^ 

CAGTTTTGAAAAATCTTNGGGAAACCTGGCCCTTCTTGTTTGNTGGTGCCCCTGGCCTGG 

AMNTAAACCTTTCTTATTCCCCAAGNAGGAGGGGGCCAAAAAGTTAACCCTGGCCCCCG 

GGGCCCGGGGNCGGNTTCTTAAAAAACCTNNNNTGGGGATTTCCCCCCCCNGGGNCTTGG 

CNNGGGGAAAATTTCCGAATTNTTTCTNAAGCCTTTANTTCNGAATNACCCCGTCCGACC 

CTTTCTAANGGGGGGGGG 

Sequence 2724 

AGGTACCAATACAAATAGGTCTTTCCATCACTATGCAGGAGGCTCTGACTAGACTTGCAG 

GAGATGGAGGCCGGCTGTCCAGGGGTGACGGACAGAGAGAGTGGAGTCTGGGTCATCACA 

ATATCTGCACTGGATCCAGGTATCCAGAGCATTAGCAGCACCCTGACGCTGAGCAAAGCA 

GACTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCC 

GTCACAAAGAGCTTCAACAGGGGAGAGTTGTTAGAGGGGAGAAAGTGCCCCCCCCCGCGG 

TACCTTGCCCGGGGCCGGCCGCTCTTAGAACTAGTGGGATCCCCCGGGCTGCAAGGAAAT 

TCCGATAT CAAAGC TTATCCGATTACCCGTNCGACCCTTCGAGGGGGGGGGCCCCGGTAC 

CCCAAGCCi Mil ! GGT1TCCCTTTTMGTTGGAGGGGTTTAAATTTGCGCCGCCTTTTG 

GGCCGTTAAATTCCATTGGGGTCCATTAAGCCTGGNATTTTCCCTTGTGGTTGNAAAAAT 

TTGGTTTMTTNCCCGCNTTCAACAAAATTTCCCANCAACAAAACCATTANCNANGCCCG 

GGGGAAGCCATTAAAAAGNTGGTTAAAAAGGCCCTGGGGGGGG 

Sequence 2725 

AGGGCGATGAGGACTATTGATGATGGCGGNCAGGATAGTTCAGACGGTTTCTATNTTCCT 
GAGCCGTCTGATATGTTAGTATTAGTTAGTCCTTGTTNGNGANANGTTAGGAAAAGGGGC 
NTTACAANGACNTAGGGAAGCAGATAAGGNAAAATGATTATNGAGTGGCCNNTGATCANT 
GAMGGGNGGATAANGCTCTTCTATTGATTAGGNGGAAGGTAGCNGTNTTTGTTAATACC 
CNTACTTTGCCCGCCTGCCATTGGTNCNCATTNCCCGCGGTTACCCTGGCCCCNGGGGNC 
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TCCATGCTTATTCCTAGCATGTCAG7TACAATGGAAACAAGCATGATTATGAGCAACATC 

CAGCGAATCATTCAGGAAAATGAAAGATTGAAGCAAGAGATCCTTGAAAAGGAGCAATTC 

GGATAGAAGGAACANNAATGGACCAAGGATTAGTGGAACTAATTGAACCGAAAATCAAGA 

GGTATTGTTTGAAGCAGAGTAACCCTGATGATGGGAGGAAGAGGAACCAACTCACTTCAG 

TACCAGCCCACAGGAAAACCACCACAGGGCAAGAAGTAATTGGCATGCTGGAACAAGAAG 

AAAGGCCCAAGGGTTGACAGGANGAGTTAAGCAGCGGCCCACTGCACAGGGTCTCTCATC 

TTGCAGCTGAAAATGGACTGGCTCACCCAAAAAAAAG 

Sequence 2715 

TACCTCCACCGCGGTGGCGGCCCGCCCGGGCAGGTACCTCTGTGGAAATCCCTTCCTTCC 
AGAAGCCTCCACTCACTTCTGATGCCAAGGAGCTTCTGCGGCGCCCTGCACGCACCTTTA 
CAGATGCAGGTGGCTGTTTCCTGTGTCCCCCGCGT 
Sequence 2716 

GAAAATCCACAAGCACAGAATANAGGAGATCTCANAGGAGCCTGACTATTTNTNAACCCT 

GCAGAACGGCTGCCTAATTTACAGCAACCATGAGGCCACTTAAGGATGCAGCAAGAAGGA 

GCCATCTGCAANTCCAGGAAGAAATTCCTTGCCAGGAACCAAATTGGNTTGTCACCTTCA 

TCTTANGACTTTNTAGCCTCGAANAACTTACCAAATGGGTGATTGATCATTCANGTCAAG 

GG ANTAGGTCCTTGGCAG N CAATTTGGAGCATTG NTCAACT7TTACCATTGGGGGAG NTT 

ATCCCATTTTGMTTGACCGAATTGAAAMTGCCCTTGATmANGGAAAAMCCAGGAA 

GNTCTTGGGAATCANGATTTGGAAATTTCCCTTAGGACAACCCAAATANCCANTTGNTGG 

GGGMTTACCACCAAACCCTTACCrTMGCCCTTATGGTTGGGAAACAACCNTTNGAAAA 

AGGGCCCAGTAAATGGAGGGAA 

Sequence 2717 

TCGTGGTGGCGGCCCGCCCGGGCAGAGTACCATGTGAAAGAAGTTTTTCTATCATGGANG 
G NNAGGTTCATTATA C AC A N N GTANTNNATTAGCANTCCTTCCAAAGAAATCCGTAATAT 

TTGGATTGGCCGCCATTTTGCAGCANGAAGAGTTGCACAAGCCTCCTGCCTCAGTTGTAC 
CTN 

Sequence 2718 

fiifillllllllllllllllllll I AAGGGGCTTTAGTCAGGGCCTTTTGTTTTACAAG 

GAAATG GCAA TTACNACTGGTTrTGATAAGGATGCTCTGACANAATCTTTTTNTTCATGG 

GACTGCTTTTCATGATGCANCACCTTGCAGTATTTCTCTTTCTTTGAAATCACTGGTATT 

GCCC7TTATTAAAANCCACTTGCCTTATTNTTATTTAGGAATTACTATGTTACCAAAGTT 

TCANAATNTTNCANACTGAAAGAGCCNTGAAT 

Sequence 2719 

ACCGNGGTGGCGGCCGAGGTACGCGGGGATGTGAATCACTTTACCATNACTGGCATGTTA 

ATAAN GGAGGTGGTCTTACAAANAATGNTTN GGTTTAGTTCCTACTATAAGGATCC ATG T 

TTT CTGA GGTCTGMGTTTTTACATATGGGTAGGCTTTCTATAAGTGGGTATGAAAGGAA 

ATATTTTGCTAGACGAGGTGGCCCATGCCTGTAATCCCAGTACCTGCCCGGGCGGCCCGC 

TCTTAGAAACTAGTGGGATCCCCCGGGCCTGCAGGNAATTTCCGATATCAAGCTTATCGA 

TACCCGTCGGACCTCNAAGGGGGGGGCCCCGGGTTACCCAAGCTTTTTTGTTTCCCTTTA 

NTNGAGGGGTTTAATTTGCCGCGCTTGGGCCGTAATTCATGGTCATAGCTGTTTCCCTGT 

GGTGAMTTGTTATCCCGCTTCACAMTTTTCACAACAACANTANCGGAGCCGGGGAGCC 

ATTAAAAGTGTAAAANCCTGG 

Sequence 2720 

CCACCGCGGTGGCGGCCGAGGTACCTGANAAACTGGACTATCCACACCTGGATTAGGCAG 

NGTC TAAAA TATG ATG CAC AAGAC AAAGCCCTATATAC CCTTGTAAATAAGGTTCAATAT 

GGAATTmCCAGATAACTTTACATTCMmACTGATGGATTCTTTCATAAAGAM 

AATTACAAAGATGCTTTATCTGTGGTTTTTGAGGTCATGATGCMGAAGCCTTTGAAGTG 

CCTTCCACCCAACTTCTCTCCCTCTATGGTTTTATTTCATTTGCCTGGCAAAGGAAGACA 

GGACTrCAGTTNGGGGAAAGGAGGAGGAGGNMCTTTGGGTGCCATCCCTTTTGGCTTGC 
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hum ICTTTACAATTCAGTCTTCANGCMCTTGGAGAGCTTTCTTCATGTTGTCAAGC 

AAACAGAGCCCGTATCTGCATGGTTCCGTTAAGCCATAGGAGACCGGGTNTTTGAATATC 

TTTCCCAAGTNGATAANTCCGGCTTCTAACCTGTCAGAAAGAATTGGGGNTCAAACAAAA 

ACANTAMTCCTTGGGGGGACATACTTGGGCNCMTCAAGGGAAGAAAMGGGTGGTTTT 

GGTCNAGTTTGGTTTTCATTAAACCCAGNATTTGGAGGGAAGGGGACAAAACTTGGCTCT 

TGCCCMNTTTCTTGGGATTTTCCTTTTATT^ 

AAAAGCCTTGGGACCTGGTGGTTGGGGNCACTTNAATTCCCAAGGTGGAATGGAAAATAA 

ATCCATTCAAANGGGGNTT 

Sequence 2709 . 

AGGTACCTGAGAGATGTGTCTGAGGTGGACACCAGAACCACAATCCAAGGGGAGGAGATC 

AGTGCCCCTATTTGTATCGCACCCACAGGGTTCCACTGCCTTGTCTGGCCTGATGGGGAA 

ATGAGCACAGCAAGAGCTGCCCAAGCGGCTGGTATCTGCTACATCACCAGCACATTTGCC 

AGCTGTAGCCTTGAAGACATTGTCATTGCAGCTCCCGAAGGCCTCCGATGGTTCCAACTC 

TATTGTGCATC C AGACCTGCAGCTGAACAAAC AAGTTG NATCC AGAGGGGTAAGAATCCC 

TAGGTTTCAAAAGACTTTGGGTMTAAACCTTTTGGATACCACCCTGTTATGGTGGGCAA 

CCAGGNCGACCATTGMCATTTCCGAAMCCMGTTGAAGGGAGGGAMCCTTTAACCAC 

CTTAACCAAGAATCTTTNAAATCANCCCTAAAAAAAAGGGGGAAAAAATGCCAAATACCC 

TTTAATTTTCCCAGGMTGAACmCCTTATTCAAGCCANCTTTTCTTCT^ 

GAAMTGNMNCCTTCTTCCCTNGGGTTTTNAAANCCTTGCNCCCGGGGCCGGNCCCGCC 

TTCmANMAACCTAGGGTGGGATTCCCCCCCGGGGGCTTTGNCNANGGGAATTTTCNA 

ATANTTCAAAGGCTTTAATTCGGANTTACCCGGTCGGACCCNTNTGNAGGGGGGGGGGGC 

Sequence 2710 

CCGGGCAGGTACAACACTCTGTCCCTACAAGGGCACAGGTGCCACCTTGAGCAGCTGTGA 

CTATGTCTMGGCCATCCGGTTTTGCATCACCACCTTCCTGATCTGATCAATCTCATCAA 

TTAACAAAAGGAGGGCAGCTCAGGTGTAATTCATGGGCCCAATCTCTGTGTTCTGCAAGG 

GCTGTAACCTGCATTTCTACAGTGATGACACCTGTTCCAGGGACAGTTATTGCTAAGGGG 

TAGAAACCACTAGGGGGCTCAATGCACTCACCAAAAACTGGGGAACACAGCCACCTTCCC 

AAGTTATGTGTGTGACTAAAGCAATGTGGGGAAGCACAGTTGGCAGGCCACAAGAAGGCC 

CANTTCCCAGGGTACCCTCGGCCGCTCTTAGAACTAAGTGGGATCCCCCGGGGCTTGCAG 

GGAATTCGAATATCAAAGCTTTATNCGATACCCGTCGACCCTTCGGAGGGGGGGGGGCCC 

GGGTTACCCAANC I I I I I I GTTCCCTT 

Sequence 2711 

TCCAACCACCACCTGAGGCTCTCCGGGCACGAAGGAAAGGCACATCTGGCAGCCCTCGCT 

AATCTCTTTGGGGACCAGAGGGCGACAACGCAGCGCCACTCTTACAGGMTTCCCTTCAC 

CTCTTCCTTCATGATCCTATCTCAGCACCGTCTTTGGGAGATTCACGCTCCATGACTTGG 

CCAGGGCTGGACCGCCCGTCAGCCCTGCACTCTAAAGAGAGTGCACGGGCTTCTGAAAGG 

CAAAGAAAAAACTCCAACGGGGACGGCGACAAAGAACCAAAGCCCTAGGG 

Sequence 2712 

CCTNAGGAGAAATAGAACAGCGCAGGCAAAAGAAGAAAGGCGCGGGCTGGNGNGGAAGAG 
G ATTC N N AC N AAATTN NN NTG N ATTAGCAGCAGAGCGAGAAAG G ATGATAAG AGGC AG AN 
AAGGCGACGGCANAANAAAAAAGGAAAAAC 
Sequence 2713 

GCGAATTGGAGCTCCACCCGNGGTGGCGGCCGGGGGTAGGATGGGAAGCCGTGGGGCAAG 

GGAGGTTGCAGGAAGCCCATCCTTCCCCTCCTGCGGCAGGTACCT 

Sequence 2714 

ACCCAGCACCGCTCTCTCAGCCTCCCCATTTCCAAGGATCAGGGGNGGATGGCTTCATTT 

CTNATGACTNTNTCCCGGCANCATAACACTGAAATTCGAATGGCAGTCANCAAAGTGGCT 

GATAAAATGGATCATCTCATGACTAAGGTTGAAGAGTTACAGAAACATAGTGCTGGCAAT 
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TGGTGAGGAAACAGATATATAGAGAGAACTTGTGACATCTACAGAGGCTGTCTCTCAAGT 

TTTCAGCAGAATACTGACAATCACATTCATGTGAGGAATCTTTCTGAGACTGGAGAAGGA 

ACTGCTTGAAAGGAGTGAAAGGAACAATACTCAGAGTGCACATAAGCCTGGAAATACTGC 

CTTNCTCTCTACCAGATTAGAGGGTCACATAATTGGTG 

Sequence 2703 

CNGCCGAGGTACGCGGGAGAGACAAAAACAGAAGAGGGGAAACATGTTTCCTACTGACGA 

CAGGTGATTACACGTGTGCTTCTGATGGAGGGATCAGGAAAGATAACTGCAAAGAGGTTG 

TCATTACTGGTTACACGCMGCCGAGGCCAGATCTCTTACTTAATGACTTGGGGAAGGCA 

CAAAACATGAGAGAAAGTGTTGTACCTGCCCG 

Sequence 2704 

GAGCTCCACCGCGGNTGGCGGCCCGCCAGAAANGTTTGCTGAGGGCAATCACTCCCT^GT 

GCCGGGCTANNGGGAGGTTATGTACCTGCCCGGTCTTTCN 

Sequence 2705 

CCGAGGTNCACAGCACTCAGTCAAGGATTATCCTTTGAATTAATGNCATNCAGNGNNCCT 

GACCTTTCTTCACATTACATNNTGTTCTCCTGGGCAGCGTTGNGATCTTTGCCACCTTCG 

TGACTTTATGCAATGCATGATGCTATTTTCATACCTAATGAGNGGAGTTCCAGGNAGTAT 

TCAACNCAGGGAAATGCATTGGATNCTCAACNGGGAANACAAACATCCCCAGATTANAAC 

TTCGGGAGNTGGCCAGGCCTTGACNAMCTTGTTGAAGCACAATGGCACTTTTGCCTTAC 

CNAAAACCAGGAAAATTNTrrCMTGGmGGCACCCCrTNGmATCTTACCACCCTTG 

GTTGGGG TTTN ATTGGAAC CAAATAAG AACC AAAC C TTGCCC C AAAAAG G AAATTC N TTT 

CCANAGNAAAGGGGGAGNGANCTTGGCCAANGTTAATTAATCNGTNGGGTTGGGGANNAA 

AGTAMNNGGAACCCCCCNANAAAAAAAGAACCCCTTGTTTTTCNTGGTTCCAGNTTGGA 

AATTGNGGATTAAAATTCCTTAATTGGTGGCCTTTTCTTAAGNTTAANGGGCCACCCANG 

GGGGNTTCCCCCMGGGGCCCANGGGCCCCTTCMT7TCNTTCCCTTTCTGGGCCCCTTT 

TTAMTANGNTTCCAAATGGATTTCGGTGGGTAANGCCCCATTGGCCCCTTAATNAAGGT 
ANAAAAAAA 

Sequence 2706 

GGANCTCCACCGCGGTGGCCGGCCGAGGCACCAGGCTAAGTAGGTGGTAACACTCTGACT 

GGCCCTGCAGGAGNGGGTGGCTCTTTCCCCTGAAGACNNAGACAGGGTGGCTGGAGACTG 

TGTCAACACAATTTCTCCGGTGGTATCTGGGAGCCAGAGTAGCAGGAGGAAGAGAAGCTG 

AGCTGGGGCTTCCATGGTTCCCTCTGGGTCCTAACTGAGCAGTTCCTNCCCGCGTACCTG 

CCCGGGCGGCCGCTCTAGAACTANGTGGATCCCCCGGGCTGGCAAGGAATTCAGATATCA 

AAGCNTTATCGATACCCGTCCGACCTCGAAGGGGGGGGCCCCGGTACCCAG 
Sequence 2707 

TTGTTAATTCCATMTCGCATTTACMTATCATTACTGNTGTTCTTCANGGCTCGGACTG 

CCTTTGCTCTCGACACATTTGCTTGTGACATGACCAATTCTATGTCCTTAACTTCTACAC 

CTGTTTCATCGACCTCTTCCTCTTCACTCTCCTCTTGTACCTGCCCGGGCGGCCGCATCT 

ANAACTAGTGGGATCCCCCGGGCTTGCANGAATTCTGATATTCAAANGCTTATCGATAAC 

CCGTCGGACCTCNNAGGGGGGGGGGCCCCGGGTACCCCANCTTTTTGTTTCCCTTTTTAN 

GTTG AGGG GrmAAATTTGCCNCCGCCTTTGGGCGATTAATTCAATTGGGTNCATTAGGC 

CTGNTmCCCTTGGTGGTTGGAAAAATTNGGTTMTTCCCGGCTTCCACCAAATTTCCC 

NCCAACAAACCAATTACCGAAAGCCCCGGGGGGAGGCCAATTAAAAAAGTTGGTAAAAAA 

GCCCCTGGGGGGGTGCCCCTAMTGGAAGNTTGGAGGCCTAAACCCCCACCMTTTTAAA 

TTTTGGNCGTTTGGNNGGCCTCCACNTGGCCCCCGCCTTTTTNCCAAATTCGGGGGGAAA 

MCCCTGNTNCGNNGGCCCAAGCCTTGCMTTTAAATTGAAAATTCGGGCCCCAACCC 
Sequence 2708 

GCCCGGGCAGGTACACTTGAMCCAMTTTCTAAMCTTGTTmCTTAAAAA^ 

TTGTAACATTAAACCATAACCTAATCAGTGTGTTCACTATGCTTCCACACTAGCCAGTCT 

TCTCACACTTCTTCTGGTTTCAAGTCTCAAGGCCTGACAGACAGTAAGGGCTTGGAAGAT 
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ACCCANCCi l l l IGTGTCCCTTTAGTTGGAGNGGTTTAAAATTGCCGCCGCTTGGGCCGN 

TAANTCA TTGGG TCATMNCNTGTNTTNCCCTGTTGTTGAAAMTATGTTTAATCCCGCT 

TCAACAATTTTTCCACAACAAACCAATACNGAANTCCCGGGGGNAAGCTATTAANATGTN 

NTTAAAAGGCCCTTGGNGNGTTGGCCCTTNAANTTGNAGGTGGAAGCCTTANAACCTTTC 

N AC C AATTTAAAATTTT 

Sequence 2698 

AGGTACTTATTGGCACAAATTCGGGCAGCCTCCAGGGCTTCAGAGGACAGCTGCTCATAT 

TCATCTGACACCATGTGGCCACAMGCGGAAACTCATCCACTTTTGCCTTTTTCCGCCCC 

AGGTCAAAAATGCGAATCTTGGCATCAGGGACACCTCGGCAGAAGCGAGACTTTGGGTAC 

CTGCCCG 

Sequence 2699 

CTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCTGAGGTTGCAT 

CATAMTACAAAGGACTGAAGTTATAAAAGAGAAAAGAGAAGTTTGCTGCTAAAATGAAT 

CTGAGCAATATGGAATATTTTGTGCCACACACAAAMGCATCTGGCACMTGTTTTTGTT 

TGGTTTGGTTtGGTGTTGTAMGAGAGAGGATCTTGCTATGTTTGCCAGACTGGTCTCAA 

ACTCCTGGTCTCAAGTCATCCTCTCACCTTGGCCTCCCAAAGCATTAGGATTACAGGACA 

TTGAGNACATCACACCCAGCNCCCAGCACAAATGTTGGAATGTTACCTCCGGCCGCTCTA 

AGAMCTTAGTGGGATCCCCCGGGCTTGCAGGGAATTCCGAATATNAAAGCTTATCGGAT 

ACCGTCGGACCCTCGGAGGGGGGGGCCCCGGTACCCAGCCTTTTGTTCCCTTTTAGTNGA 

GGGGTTAMTTGCCGCCGCTTGGGCGTAATCATGGGTCATTAGGCTGGTTTTCCTGTTGG 

TGAAAAATTGGTTATCCCGCTT 

Sequence 2700 

CCGGGCAGGTACCTTTGTGTCTAGTTTTAACCTTTTGATCCCAGGTCCTGCCATGACCTT 

CAACATGGGGGCCAGGTCTTCAGCATAGCGGCACATAGGACCAGTGCACAGAAACAACTC 

CTGGGCTCCCACAGCCMGGGAMCTGACCTTTGTTGGGAACCACACCTGGAGAAGGCTT 

GTGTCCAAATATACCATTGAAGAAAGCAGGCATTCGAATGCTACCACCAATATCAGAGCC 

CACACCAATAACTGAGCAGGCAGCTGCCAGTGTGCAGCCCTCACCACCAGAACTTCCACC 

TACMTATGCTGTAAATCATATGGGTTGTTTGATCGGCCATAGATCTTGTTACTGGATTC 

ATACCACATACACAACTCACTACAGTTGGTTATGCCAAGAGGAATGGCACCAGCTCCCTT 

CAGTAATGCCACCACAGTGGGCATCTGTTT 

Sequence 2701 

AATTGGAAGCTCCACCGCGGTGGCGGCCGANGTACTTGTTGTTGCTTTGTTTGGGGGGTG 

TGGTGGTCTCCACTCCCGCCTTGACGGGGCTGCTATCTGCCTTCCAGGCCACTTGTCACG 

GCTTCCGGGTAGAANTCACTTATGANACACACCAGTGTGGCCTTGTTGGCTTGAAACTCC 

TCAAAAGAAGGCCGGGAACANAANTGAACCCAAGGGGGCAACCCTTGGGGCTTGACCTAA 

GGMCGGTCANCTTTGGTCCCTTCCCCCCGAAAAACCCACMTGAATTTGTTTGTCAAAN 

CCCGCAAAANTTTACCMGTTAATTAGTTNAAGNCCTTTAATTCCTTTAAACC 

GNCCCCCACTTGAATTGGGTCCCAAAGGGGGGAAACTGGGGGGGNCCCCTTGGAACCTTG 

GGANNCCCCGGNAAAAAAAA I I I II I I I I AAAGGGGATTTNCCCTTGAANGGGGNCCACC 

TTCMCCTTGGGNTTTTTTNTTAAAAATCAACCCCCCCCCNCCAAAGGGGGGCCCTTGGG 

NCCCTNGGGC I I H II I I GGNTTGGGNAAACCNCCCCCAAAAAANTT I rTTTTTTTTTTI 

GCCCAAAAAANCCTTTNCCCCCNGGGGCNGGGCCCCNTTTTTTTAAAAANATAANTGGGG 

ATTTCCCCCCCCGGGGCNTTrTANAGGNAMTTTCNANTATTTTAAAGNCNTTNTTTN 

TAAACCCCGTNN G AAAACCCTTTAAAANGGGGGGG 

Sequence 2702 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTCI rtTTTTTTCTTTTTTCTTTTTl 1GGT 
CATCAGCTATCGTCAGTGTATTTTATGTGTGGCCCAAGACAATTCTTCTTCCAGTGTGGC 
CCAGGGAAATCAAAAGATTGAACACTCCTGTGCTACGGGGTGAGAAAATCCAGGCACGAC 
CTAGCAGACTCCCTAAGTTCTGGGGAGATCAAGATGGCTAGAGTTCTCAGGGCAGAATCC 
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TTTACCAGTTGTTATCTGGAGCAGGAAGAACACCNTAAAGTCTGGATTTGCTTCCTCCGG 

AMGGATTTAAATAACTACCAGGGTTTTCTCTCCAATGGCCTATAT7TCCNTATTCCCGG 

GGACCAGCCAAGGACAAAAGAATAAATTTTCNCAGGGAAGACCCATGGGAAAAGCCAAAT 

GGCCACCATAAATGGGGGCTTNCTCCCCCATTGNAAAGAAGAATTTCTNGTTCAAATGGC 

CTTT AAAA AGTAAGGTMTCCmCAAGGTGGCCTTACCAGGTTTTGGGGAAAATTAT^ 

TTCNTTTTNCAAAAAAAAGGGGMGMGAAAMTTACCTNGGATCCAMGGCCTTNCCCA 

ATGGCCCMGNAAAAAAATTACCAAGTNNGGCCGCCAAGNAAANCCTTCTTGGTCATTNC 

TTTCTNTNGGGGGA7TGGAAAATGGTGGANTGGGGMGGTTTTTACCTTCCGGGGGCCCA 

ATGNCCTGGACCTCCCCCCCGGGGATTCCAAANGGGTCCGGGGCCCCGCTTCTTAANAAA 

ACTTMGGNGGGGATTCCCCCCCCGGGGNCTTGNCAANGGNAAATTTCCCAATNATTTNA 

AAGNCTTNNTNCGAATNANCCCCGGTNCCGGAACCCTCCGNANGGGGGGG 
Sequence 2693 

GAATTGNACTCCACCGCGGTGGCGGCCGAGGTACGCGGGTGAATAAAAAGACATACTTCT 

CAGCTGCAAATATTATGGAGAATTGGGGCACCCACAGGAATGAAGAGAGAAAGCAGCTCC 

CTMCTTCAAAACCATTTTGGTACCACTCTTTGGATGTGATAGCATTCCTGCTGGCCTGC 

GTGGCAACTATGATATTTATGATCACAAMTGTTGCCTGTTTTGTTNCCGAAAGCTTGCC 

AAAACAGGAAAGAAGAAGAAAAGGGGATTAGTTATATCAAAAGCCTGAAGTGGGAATGGA 

CCAAAAAGATGGGGACTCCTCCTTTATTCCCAGCATGGAGGGTTTTAAAATGGGAGGGAT 

TTCCi M I I i CCTGC CGACCAANAACGTCTTTTTCACAAACCTTACCCCTGTTTAAAGTC 

AAAAAATTTAi I I l iNCCAAGGGAAATTTTAAATAATGGTTACCCTGGCCCCGGGGCCCG 

GCCCGCTTCTTAAGNAACCTAAGTGGGGAATCCCCCCCCGGGGCTTGGCANGGAAAATTT 

CCGGATATTCCAAAGCCTTATTCCGATTACCCGGNCCGGACCTTCNGANGGGGGGGG 
Sequence 2694 

CATATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACGCGGNGACTNACANNN 

GACGOTGGTNTNNGNGCACGNTTGTNATNAGATCNTGANTGTTNGTCCNAATGCCACACG 

ACACATCAGGGTCCTGAGNCAGNTCAGAANAAACCACAGAACCTATGCAANGAGTGAAGA 

GAGTGAGCCAGAGAGGGGTCCAGGCCATGGTGGGGACACCCCANAACTCTGCTTCTGAGC 

CCACAGCTCCCCGCGTACCTGCCCGGGCCGGCCGCTCTAGN 

Sequence 2695 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGCAGAGAGCCAGGA 

GGTCCMCTGCCGTAGACAGGMGGAATTAAMTTGTCCTGGAAGACATCTTTACTTTAT 

GGAGGCAGGTGGAAACCAAAGTTCGAGCTAAAATCCGTAAGATGAAGGTGACAACAAAAG 

TCAACCGTCATGACAAAATCAATGGAAAGAGGAAGACCGCCAAAGAACATCTGAGGAAAC 

TAAGCATGAAAGAACGTGAGCACGGAGAAAAGGAGAGGCAGGTGTCAGAGGCAGAGGAAA 

AAAAAAAAAATAAAAAAAAAAAAAAGGTCCCTCGGCCGCCCGGGCAGGTACATGGCAATT 

AGAAGTTGTCATGGCAAAAGAAAACCACAGCTGGCCTGCCACAGCCAACACAAGAACCAG 

AAMTGGTAGATGAAATGAAGGAATAMGGNGGGGTTTATTCCTTATTATAAAAGAAAAA 

AAATATTTCTTCAGCAGTCTTAACAMGACATCNAGATCAAAATTTCCAGTGTTTTGACT 

.CCAGCC CTTTCC CCATNTTCCTCAAANAGCAGAGGTAGGGAGACAGTTTGAAAGCAANCC 

AAGCCAN Mill NTTAAAAATTTCCCTTAGAAMCCCCTCCAAATTTTGATTTAAAANTN 

TAAAANCTTCTTTTAATTTTNGC I I I I I I 1 A AA 

Sequence 2696 

AATTGGTAGCTCCACCGCGGTGGCGGCCGTTAAACATGTGTCACTGGGCAGGCGGTGCCT 
CTAAT ACTG G TGATGCT AGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAGATTTGCCGA 
GTTCCTTTTACTTTTTTTAACCTTTCCTTATCCCGCGTACCT 
Sequence 2697 

TCCGTGATGCATTGAGGCTCTGCACAACCACTACNCGCAGAAGAGCCTCTCCCTGTCCCC 

GGGTAAATGAGTGCNACGGCCGCTCTAAAACTAGTTGGATCCCCCCGGGCNTGCAAGGGA 

ATTTCGATATCANAGCTTTATCGATACCGTCTGACCTCCGTAGAGGGGGGGGCCCCGGTT 
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G 

Sequence 2688 

NGGANCTCCACCGCGGTGGCCGGGCCCGCCCCGGGGCAGGTTCNCGGGCTCATGAGGAGA 

GGGAACATGCTGAGAAACTGATGAAGCTGCANAACCAACCGAGGTGGCCCGAATCTTCCT 

TCAGGGATATC AAGAAACC AGGACTGTGATGACTGGGAGAAGCCGG NGCTG NAATGCAAT 

GGGNAGTGGTGCCATTACATTTGGGNANAAAAAAAATGTGGGAAATCANGTCACTTACCT 

GGGNAAACTfGCCACCAAANACTTGGGCCACCTGGACCAAAGAAAATTGGACTCCCCATT 

TTTGNGGTTGGACCTTCATTTGGAAGGACACCATTTTACCCTTGNAMTTGGAAGCCAAG 

GGTTGGAAAAAGCCCATTCCANAAAAGNAATTTGGGGGGGTTGGACCCCACTGTGGACCC 

MCCTTTGGCCGCCAAMGNATGGGGGGGAAGCCGCCCCGGAAAATCCTTGGGCCTTTNG 

GGCCGGGGAATTMTCCTTCTTTTTGGACCAMGCCACCACCCCTTGGGGGAAGGACCAA 

GGTNGGAATTAAATNGAAAAAAGCTTAMGGCCCTCCGGGGGCCTTMTTTTTCCCCCAA 

TAAGCCCCGTGGGGGGGGGTTGGACTTTCCCCTTGGGTCANCCCAAAGGGGCAAGGTGCC 

AATTGCCATTGGTTTGGGGGGGTTTTCCCTTTT^ 

TACCCTTCCGGGGCCCCGCTTCTTAAGAAACTTAAGTGGGGATCCCCCCCCGG 
Sequence 2689 

AGGTACGC GGGG ACCTCATTCATTTCTACCCGGTCTCTAGTAG NGCAGCTTCGGCTGG NG 

TCATCGGTGTCCTTCCTCCGCTGCCGCCCCCGCAAGGCTTCGCCGTCATCGAGGCCATTT 

CCAGCGACTTGTCGCACGCTTTTCTATATACTTNGTNCCCCGCCAACCGCAACCATTGAC 

GCCATGTCGGGTTATTCGAGTGACCGAGACCGCGGCNCGCTCTAGAACTAAGTGGATCCC 

CCGGGCTGCAGGGAATTCGATNATCAAGCTTATCGATACCCGTCGACCCTCGAGGGGGGG 

GGCCCCGGTGCCCAGCTTTTGGTTCCCTTTAGTGGAGGGGTNTAATTGCCGCCGCTTGGC 

GTNAAATCATGGTCCATAAGCTTGTNTCCTGTGGTGAAATTGTGTATCCGGCTCACCAAT 

TCCCACAACAAACCATTACCGAAGCCCGGGGAGCCATAAAAGTGTAAAAGCCCTGGGGGG 

TGCCC TAAAT GGAGTNGAAGCTAAACTNCACCATTMTTTGCCGTTGCCGCTCACTTGGC 

CCCGCH I I INCMGTTCGGGGGAAMCCCTTGTGCGTGGCCCCAGCCTTGGCATTTTAA 

ATGGAAATTCGGGCCCCMCCGCCGCCCGGGGGMGAMGGCCCGGNTTTTGGCCGTTAN 

TTGGGGGCCGCTTCTTTCCCGCTTTTCCTTCGGNTTCMCTTGGACTTCCGCTTGCGCCT 

TCNGGTTCGTTTTCGGGCTT 

Sequence 2690 

GGGATTTCCNCTGAGTGACCCTNACAAGTCCTTCTTGATCCTGGACTGGGTTAGGTGCCG 

CTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCCAGACATGGGACTGGAGGACGAGCAA 

AAGATGCTTACCGAATCCGGAGATCCTGAGGAGGAGGAAGAGGAAGTAGGAGGAATTAGT 

GGGATCCCCTAACAACCAGNTGAAGMGAGTTAATTGCCGAGCCAGTTTGNGAGAAAATT 

GTGTANAAGGCCCGGGGAGCCGGCTTAGGAGCCTCTTGTNGAATTGAGCCGTTGTATTGC 

TTCTCGAATCCACCATACAGGAAAGNAGGGATTTGCNACCCGGGAGGGAGCTTCTTTTTG 

ACC TTTC TTTGCCATTGCCGMGGGGMCCCATTTGGCGGTNGGGCCCCCACCAAAACCT 

TCCTTTTAAACCAAACTTTGGAAAAAMTAAAAATGGT^ 

CMCCCCCCCMGTTNCTTTTCAATTCMTTCTTGGGGGGCCATTCNMGAAMTMTT^ 
TCCCCTTTAATGGGTTTTTTTGGGGMTTGGTNACCCTTCNNGGGCCCCGGCNTCCTTAA 
GAAACCTTAAGTGGGGNATTCCC 
Sequence 2691 

GCGAATATGNACTCCACCGCGGTGGCAGGCCATAGGTACGTGGGGCTTCCGGTGGCGGAG 

CGGCGGATTAGCCTTCGCGGGGCAAAATGGAGCTCGAGGCCATGAGCAGATATACCAGCC 

CAGTGMCCCAGCTGTCTTCCCCCATCTGACCGTGGTGCTTTTGGCCATTGGCATGTTCT 

TCACCGCCTGGTTCTTCGTTTACGAGGTCACCTCTACCAAGTACCTGCCCG 

Sequence 2692 

GAAAGCTTATGGCCCTAAAGTCGACATATGGNCTCTGGGGATCATGGCTATTGAGATGGT 
AGAAGGAGAGCCTCCATACCTCAATGAAAATCCCTTGAGGGCCTTGTACTTTTCATATCT 
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ATCAAAGCCTTATCGGATACCCGTCGACCTCGGAGGGGGGGGCCCCGGGNNCCCAAGCCT 

TTTGTTCCC7TTAGTTGAGGGGTTTAAATTGGCGCCGCCTTGGCCGTAATCATGGTCAAT 

AGCTGGGNNNNCTGTGGTGAAAATTGGTGTATCCCGCTCACCAATNTNCCACACANCCAT 

GACCGANGCCCGGGGANGCCAATAAAAGNGGNAAAAGCCTGGGGGTGCCCTAAATGGAAG 

GGGAAGCCTTAACTTCACCATTTNAAATTGGCGGTNTGGCCGCCTCACCTGGCCCCGCTT 

TTNCCCAAGGNCCGGGGGAAAAACCCTGGGTCCGGTGGCCCCAAGCCNTGGCAATTTAAA 

ATNGAAAATCGGGGNCCAACCCCCCTCCGGGGGGAAG 

Sequence 2683 

ATANGGCGAATTGGAAGCTCCACCGCGGTGGCGGCCCGAGGTACAAATGCAGTCAGCTTT 

GGAATACGTTTGGGGTAGAAGACAAAAATGGAAACTCATGGGATTCCAATAGCCGAGCCC 

TTCCCATGTTCCTGGGACATATCCAATTCTAGCACATCCACCA7TTTTAAATAAACTTAA 

GTGGATTTTCAAGGGTCCCCTGGTCCACCATTAAAAAAAAAMTAAAGTTACATTAAATT 

ATTTCAAAMCTGGGGCTTTTTTTGGCTATTTCTTTTGGGGGGGACCACCCAAGGGG 

TGTGCAAGGAAAAGGACCATTGGGGAAGCTTATTGGCCCCTCAAGGACCAAAAGGTGGCC 

ATGGGGCCATCCAAGCCTTGCCCTTCTTTCAATTTTACCAAAAGGGGTACCCTTGCCCCC 

GGGGGCCGGGCCCGCTTCTTAAGGAAACCTAAGTGGGGAATCCCCCCCGGGGGCCTTGCC 

AAGGGAAMTTNCCGAATATTCCAAAAGCCTTTATNCGGAATNACCCCGTGCGGACCCTT 

CCGGAANGGGGGGGGGGGCCCCCCGGGGTACCCCCAAGCTTNTNTGGTTNCCCCTTTTAA 

GTNGGAANGGGGTTTAAATTTGGCCGCCGCCTTTGGGGGCCGTAAAATCCAATGGGGNTC 

NATTAGGCTTGNTTTCCCCTGGTGGTGGAAAAAATTGGGTNAATCCCCGCTTCACCAAAT 

TTGCCCACCCACAAACCAATTACCCGAAGCCCCGGG 

Sequence 2684 

GGCAGGTACAGGCCTCCAAGCCCGGTCTTGTTTTGGCGCGCNACAAAAAACTTCCGANAA 

NA ANANNTNCNCCT TCTTGGCTANAAAAACGTTCCGCAAGCAATGCAGCTGAAACTTTCG 

GGTTTTCI I I I I I I I GTCCCTCTCTCCTTTTTTTTMTATTTTTGTTTTTGCCGCCT^ 

CGCTCCGAGGCCCATCCTGCCGGAGNACCTCGGCNCGCTCTAAGAACTAAGTGGATCCCC 

CGGGCTGCAGGGAAATTCCGATATCAAAGCTTATCGATACCCGTNGACCCTCGAANGGGG 

GGGGCCCCGGTNACCCMGCCTTTTTTGTTCCCTTTTAATNGAGGGGTTAAATTTGGCGC 

CGCCTTTGGGCCGTAAATTCAATGGGTCCATAAGCCTTGGTTTTTCCCCTTGGTGGTGGA 

AAAATTTGGTTTMTTCCCCGCNTTCMCCAAAATTTNCCCACCACCAAMCCAATTAAC 

CGNAANGCCCCCGGGGGAAGGCCATTAAAAAAGNTNGGTNAAAAAAGCCCCTGGGGGGGT 

GGCC CCTAAMTTGGMGTTGGAMGCCTTAAACCTTCMCCMTTTNAAATTTNGGCCG 

TTTTGCCGGCCTTCAACTTGGCCCCCGCTTTTTCCCAANTCCNGGNNAAAAACCCTNGTC 

GGTGGCCCCAANCTTGGCAATTTAAAATGGAAAATCCGGGCCCCAAACANCCGCCGGGGG 

GAAGAAAGGCCCGGTTTTGGCCGTTATT 

Sequence 2685 

ATTGGACTCCACCGNGGTGGCGGCCGTGCGAGCCCTCTGCCAGATCATTGATAGCACCAT 

GCTGCAGGCTATTGAGCGCTACATGAAACAAGCCATTGTGGACAAGGNGCCCAGTGTCTC 

CAGCTCTGCCCTCGTGTCTTCCTTGCACCTGCTGAAGTACAGCTTTGACGTGGTCAAGCG 

CTGGGTGAATGAGGCTCAGGAGGCAGCATCCAGTGATAACATCATGGNCCAGTACCT 
Sequence 2686 

CCGGGCAGGTACGCGGGAGGACTCCTCAGTTCACCTTCTCACAATGAGGCTCCCTGCTCA 

GCTCCTGGGGCTGCTAATGCTCTGGGTCTCTGGATCCAGTGGGGATATTGNGATGACTCA 

GTCTCCACTCTCCCTGTCCGACACCCCTGGAGAGCCGGCCTCCATCTCCTGCAGGTCTAG 

TCAGAGCCTCCTCCATAGTAATGGGAACAACTATTTGGTTTGGTACCTCGGCCCGCTCTA 

GAACTAAGNGGATCCCCCGGGCTGCAG 

Sequence 2687 

AGGTACTTANAGACACATNGGTCCAGGCACACAGACTCGCCCTTGGAGAGCTCTGCTTCC 
TTGTAGTGAGGAGGCACACACTTCCGGTGGCAGGCACTGGTCATTCTGTTGTACCTGCCC 
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GGGCAANNAACCCCACCGGCCCAGGGTAANAAGGAGCTGGCCGGAGCAACAGGGGAACCA 

GCTTGGAGATTTTTTCCGTGCCCAAATGCCCAAAGAAACTNAAAACAACACTTCGGGATG 

GGCAAAATCCGCAGTTGGGAAGGTTCATAAAATCAATTGGTGAATGNAATTNTTCCNAAN 

NTTNTTNNTNNCCNTTTNNCAAATGGTTTCCTTGCCCCGGGCCGGGCCGCTNNTAAAAAC 

TMGTGGGGATCCCCCCCGGGCTTGNNANNGAAATTTCNTATTTTNAAAGCCTTTATTNT 

GGATTNCCCGNNNNACCCTNTGGAAGGGGGGGG 

Sequence 2678 

GGTGGCGGCCGCCCGGGCAGGTACTTN 1 rTTTTTTTTTTTTTTTTTTI I CCA I II 1 11 II 

TTTCCGGCCCTTGGACCTTGGNTTTATTGATGGCCCAACTGCACACTGCCAAATGCTGTC 

ACAAGAGGGGCNCCACCACTTNTAAATCTGNGAGAGGATCAGAGGTTAACATATCATCAA 

TGTAATGAMCAGGCAGACCCCTTTTGGGCATTTCCAGGCAGCTAAATCCATGGCAACAA 

GACCAGGACAAATGGNGGGGCTNTGCACACAGCCCTGTGGCAGCATGGNGAAAGTCCATT 

GTCATCCTTCCCACGTNAAGACAAACTTCTCCTGGCTCTNTGGAGCAATGTCAATGGANA 

ANACTGCATTAGCTAAGTCCACCACAAAGNGGTNCCT 

Sequence 2679 

ACATGANCAGGCTCAGCCTNNGGGAATAATTGCCNACAMNCACNGNGGGGAAGCCTGGGA 

CCATGGNTNTGCCAGGAATCTGTGACATCTCCAGGGCATCATTTGAGTCCTGCCTTCTCA 

AAGT 

Sequence 2680 - • 

AGCTCCACCGCGGNGGCGGCCGAGGTACTCGGNGGTTACTTCCTGGGAGACTTCAGGTGT 

GGGTAGCNCGGCGCCGCGCCCATAGCCGGACGGGGATCTGAGCTGGCAGGATGAATGTGG 

GGGTTGGCACACAGCGAAGTAAACCCCAACACCCGAGTGATGAATAGCNCGAGGCATCTG 

GCTGGCCTACATCATCTTGGTTAGGATTGCTGCATATGGTTTCTACTCAAGCATCCCCTT 

CTTCAGCATTCCTGTTGGTCTGGACCCTTGACCAACCGTCATCCCATAAACCTGGGCTTA 

CGTATGTCTTCCTTCATMCCGGNGGAAMGGGGACCACCCTTTTGAGAACTCCCTGACC 

AAAGGGAAAAGGCTTCGGGCNTACTTGANCANCACCTTGGGGAAGGCAAATGGGNACTAT 

TGGGGCTCCCAAGTTTTACCTCTTTCCCGNCAANGTTCCCTCAAGCAATCTNTCCTTATT 

GGGGGCCTCCTATTNTTNCCTNGGGCCCMNGCTTTCTTATTACCCAAAGGTATTGNATT 

GCCTTNCCNCCACCTTTTCCCTTCAATGGAAAAACMCAAAGCCCTTTNAATTNGGCTTA 

AAAGNTGGTTACCCTTGGCCCCCGGGGGGCGGGGGCCGGCNTTCTTNNGAAAACCTTANG 

GNG GGGAT TCCCCCCCCCGGGGGCCTGNGCNAAGGGGAMTTTTCNNAATNAATTCNAAA 

GGNCTTTTNATTCCGGATTTACCCCCTTCNNNAANCCTTCGGAAGGGGGGGGG 

Sequence 2681 

GAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACNCGGGGACTTCCACTCGTG 

CGTGAGGCTGAGAGGAGCCGGANACGAGACCAGAGGCCGAACTCGGGTTCTGACAAGATG 

GCCGGGCTGCCCCGCAGGATCATCAAGGAAACCCAGCGTTTGCTGGCAGAACCAGTTCCT 

GGCATCAAAGCCGMCCAGATGAGAGCMCGCCCGTTATTTTCATGTGGTCATTGCTGGC 

CCTCAGGGATTCCCCCTTTGAGGGGAGGGACTTTTAAACTTTGAACTATTTCCTTTNC^ 

AAAGNAATACCCCAGATGGGGCANGCCCCNTAAAGTACCCTTGGGCCCGGCTCTTAGAAA 

CTAGTGGGAATCCCCCCGGGGCTGCAGGGAAATTCGATATTCAAGGCCTTTAATCCGAAT 

TACCGTCCGAACCCTTTGAAGGGGGGGGGGCCCCGGGGTACCCCANCCI till INGTTTC 

CCTTTTA 

Sequence 2682 

AGCTCCACNCGCGGTGGCGGCCGCCCGGGCAGGTACGGCTTCGGAGGCTAGGCCGCCGCT 

CCAGCTTTGCACGTTTCGATCCCAAAGGCCCTTTTTAGGGCCGACCACTTGCTCATCTGA 

GGAGTTGGACACTTGACTGCGTAMGTGCMCAGTMCGATGTTGGMGGTTTATGATTT 

TACTGNGTATGTATTTGGGAGAAGAAATTCTGTCAGCTCCCAAAGGATAAACCAGCAGTT 

GCTTTATTGGTCTTCAGATGNGGCTGCAMCACTTTGAGGACTGAACTAAGCTTAAAACA 

CGGNNCCTCGGCCCGCTCTAGAACTAGNGGGATCCCCCGGGGCCTGCAGGGAATTCCGAT 
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TCTCTTCCAAGCACTCCACTTATGTACCT 
Sequence 2671 

GGCAACCGAGGCTGCAATAGCTCCAGAACTGGCCTCCACAGTGNNTTCCTCTACGGGAGN 

CAANTGGTTGTGTCACTTGACCCCTCTTGTTGCTAAGAGGCAGCAGGGACCCCCATTTTC 

ACTTCCGCTTCCGGTTGTCCCCCGCGTACCTGCCCGGGCGGCCGCTCTAGAACTAGT 
Sequence 2672 

TCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGAGCGGAAATGTCAAACGTGGAGGTGA 

GCAGTCTGTGGGCGGTGGGGCTTCAGGGAMGCTTGGGCCGGACCCTTTGGGTTTAGGGC 

TTTGCTGGGCGGGCCTAGTCTCCGCTGCGAGTAGGCCCAGCGCCGTCGGTTCAAGAGGTA 

GGACCACAGGCC AGGM TACTCCTTTACTGTTAAAAMGCCAGGGAAAGAAAGGATTTCC 

TCAATAGATATTTATTTTACACCTGTCTTATACCAGGCATGCACGGGAAAAGGTATTATC 

CAAAACAATTCCGTGAGGCAAATAGTGGTAGTTCCATTTTGTAGATGTAAAAACGGAGGA 

AGTTAAATGATGGGT 

Sequence 2673 

GCGGTGGCGGGCCGCCCGGGCAGGTACTCCGTAACTCACGTAAAACGCTACACGCATGGT 

AATATCGTAGCTGGTCTGGCACCAGGAATGATGACCTCTATTGGAGACTGTGACAAAAGC 

AAACCCCAACGGGAAAGAGATGTCACTGGGGATCTGCCCTGTCTTCTGAGTGTCCCCTCA 

GGGTGGAAATGCTGGGTCACATGGTAGCTCTACGTCCCACTTTCAGGAACTGCCTTCCCA 

TTTCCGCACANCAGCTGCACTGTTTTTGTTCCCCTGGCGATGTGTACCT 

Sequence 2674 

GGATGGGAAGCCGTGGGGCAAGGGAGGTTGCAGGAAGCCCATCCTTCCCCTCCTGCGGCN 

NGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACGCGGGGAGAGGAATTCAGAGTTNAACC 

TTGAGTGCCTGCGTCCGTGAGAATTCAGCATGGAATGTCTCTACTATTTCCTGGGATTNN 

TGCTCCTGGCTGCAAGATTGCCACTTGATGCCGCCAAACGATTTCATGATGTGCTGGGCA 

ATGAAAGACCCTCTGCTTACATGAGGGANCACAATCAATTAAATGGCTGGTCTTCTGATG 

AAAATGACTGGAATGAAAAACTCTACCCANGTGTGGAAGCGG 

Sequence 2675 

AGGTACACCTCACAAATGATAGTGGCTGAGAGCCAAATGATGAGCTTCTCTGTGTTATGT 

CTACCTAGCT GTGAT TATATCAGGCACAGGATTGCGCGCGTGTGCTCTAATCCCACTGTG 

TCATGCAGGATTTTTACCTCGGCCTATGCCTGCCTGGCAGCAACACAGCCATGTTCCTTA 

CACTCCGCCCCCTAGGCCAAGGGGGTCCTCTTAATGGGAACTCGTGCACATAGGGGAGCA 

CCCTGGACCCATAGGCCACAGCAACAATAAAGAGAGCAACAACCTACTACTAATATTCCT 

GCTATGCTACCTATGATTATAAGAGCCCAGTGTAGGCCANAGCCCANAGACACCCACCAT 

CTCTGCAGGCGGTCATCAGTAANGTATTCAATTGCCTTAATCTCCCATGACATGACACCC 

CCTGCAAAGCTGCCACTATGTTCTGGTGGTTGTCAGGGATGAATGTNCCTGCCCNGGCGG 
CCGCTCT 

Sequence 2676 

AGGTACCGTGTTTTAAGCTTAGTTCAGTCTCMGTGTTTGCAGCCACATCTGAAGACCAA 

TAMGCAACTGCTGGTTTATCCTTTGGGAGCTGACAGAATTTCTTCTCCCAAATACATAC 

ACAGTAAAATCATAAGCCTTCCAACATCGTTACTGTTGCACTTTACGCAGTCAAGTGTCC 

AACTCCTCAGATGAGCAAGTGGTCGGCCCTAAAAAGGGCCTTTGGGATCGAAACGCGCAA 

AGCTGGGGCGGCGGCCTAGCCTCCGAAGCCGTACCTGCCCG 

Sequence 2677 

CCGCGGTGGCGGCCGAGGTACCTGTNTCCATTGTTGCTGGCTTATGAAGATATGATGAAA 

GAGAAGGACGAGCTCNATGCCTCCCTCAAGGAGGAAATGAGAATGTTTAGGATGCGAGCC 

CAAGAAGTGGTGAAAGAAAATGAAGAATTGCACCAAGAGTTAAATAAGAGTNGTGCTGTT 

ACCAGTGAGGAATGGCGTCAGCTTNAGACTCNAGCAAMCTGGTTTTANTAGGAAAACAA 

GTTGTTTGCTGGANCAGTTG GAGG ATTCANCAAAAGGGAAAAGCCAAGGACAGCCACCAG 

GGAGCCGCCTCCAAGGAAAGTTTTCTAAGCTGGACNTAAACAACTTAATGCTCCCTGGGA 
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GCTCTACCMGTCCTGGAGATGMGGGAATTCACTCTGTTTTGCAGAAAAGATTCTGTGG 

GATTAATACAGAAGCCACCAGCAACACCAGAGGGGTGGGAGACTCCTTTC 
Sequence 2664 

ATANGTCGAATTGNACTCCACCGCGGTGGCGGCCGAGGTACGCGGGGCAGACACTGACCT 

TCAGCGCCTNGGNTCCNGCGCCATGGCNCCNTANAAAAAGTTCTTCGTTGGGGGAAACTG 

GAAGATGAACGGGCGGAAGCAGAGTCTGGGGGAGCTCATCGGCACTCTGAACGCGGCCAA 
Sequence 2665 

NATAATTATTTTACATATTATCTTCTAGTCTGTTTTATAATATTTATTT^ 

CATAAAACT1 mil iGCTCTTAGCCAAAGAATGTCGGCAAACTCTAATGGTCCTCATTC 

CCACTGCACAGCATTTCAGTTTGACTTTACATACTCAGGGGAAMGMGGCAGCTTGGTT 
GAGAAACTGCMGA^^ 

I 1 1 I I G ii i i i i IGAGGAACTAATGMTAAAGCACACAAAATCTCCGAGCAGTAGCTGGC 

CTTTCAGGGGCACGCTGCACAGTAGTTCTGGAGAGGACAGTATCTCCAAGGGTGGATGAG 

TTCCCCATTGCTCAGAGGAATCAGCCAAGGGGCCTGCAGCGGAAGCTCCCAGGCTGAGCT 

GGAACTTGAAACCAGGTCTGTCTGCCTCTGCCCTTCAAGCCAACAAGGGCATAANGCAAT 

TTGCCTCTATAMTGTAGCATCCAACTTATTTCACATTCTGTGCTCAGTNANAACAGTGA 

CCCATGCTCTANMCTNAGTGGATCCCCCNGGCTGCANGGMTTTCGANTTTCAAGCCTT 

NTTCGATACCGTCGACCTTCGAAGGGGGGGGCCCCGGTACCCCMCTTTTT 

Sequence 2666 

TCCACCGCGGTGGCGGCCGAGGTACAGTTCACAATAGGGTTTGTGCTCCAATGCTAATCT 

AATGCCATCGTTGATCTGACAGGAGGCTGAGCTCAGGCGGTAATGCT7TCTCGCTGGCTG 

CTCACCTCCTGCTGTGCGGTCCCATTCCTAACAGGCCATGGACCAGTGCTGGGGGTTTGG 

GACTCCTGTTCTAACCAATGCTCCCTCTATTAAAAGGGATTTTCACACTAGCTGATGGAA 

ACACCMGTGTTGCAAGCTCTGTGTGAGCTACAGAGATTATTCCTTTTGGGAAGTTCTTT 

TGCCCTGCTTTGCATAATTTCCTCAAATACATGTACCTGCCCG 

Sequence 2667 

TTACCCACTGAGGAAATTAAGAAGGAGCCAGAGAAACCGATCGACCGNGAGAAGACATGC 
CCACTGTNTGCTACGGGTCTTCACCACCAATAACGGCCGCTCTAGAACTAGT 
Sequence 2668 

GCAGCTCCACCGCNGTGGCGGCCGCCCGGGCAGGTACACMTNGTAGTTCTTTCTGGCCA 

GGCATGGNCCTAAACTTTAATAAGTCAGAGACAAGCATAGGCTCAAAACTACAAAGGTTA 

TCCTCATCCTCCCCCAAACATGTTCACAGCAAGAAAGCCTGGAGAACTCTTCACCTGCTC 

AGAAAGCTTCTTCACTTCCTCTAGAATGGAGGCAATAGGCNCGACTCCTCTCCCTTGCCC 

CGGGTGAAAGGAACAATGCAGTAAGCTACACATGTCCCGCGTACCTGGGCCGCNCTAAGA 

ACTAGNTGGGATCCCCCGGGCCTGGCAAGGAATTCGATTATTCAAAGCCTTATCCGAATA 

ACC CGTC NGMCCTNNGAGGGGGGGGGGGCCCCGGGNNACCCCAANCCTNTTTTGGNNGC 

CCCTTTTAAAATTGGAAGGGGTTTAAAATTTGCCCNCCGCCTTTTGGGCCGGTAAAATCA 

ATTGGGGTNCMTAMGCCTTGGTGTNTCCCTGGTGGTGGAAAAAATTTGTATTATTCCC 

CGCTTTCACCAAAATTTCCCACCAACNAACCAATTACCGANAGCCCCCGGGGAAGGCAAN 

TAAAAAGNTGGTAAAAAGGCCCTGGGGGGG 

Sequence 2669 

ACCGCNGNGGCGGCCGAGATACCTCACAGAAGCTCTTCAGTCTATCAGTGAATTAAGAGC 

TTGNAGATAAAGTGGAAAAGATAATTAATGCAGTTGAGAAGCAACCCTTGTCATCAAACA 

TGATTGAACGATC TGTG GTGGAAGCAGCAGTCCAGGAATGTAGTCAGTCTGTTGATGAAA 

CTATAGAGCACCGTTTTCAATATCATAGGGAGCATTTNGATATTCCACGCTTTGTGTCCT 

GCCCGGGGCGGC 

Sequence 2670 

CCGGGCAGGTACTATACACCAATTCTCAAAGTTTGATCAGTGGGACTGAGTCACAGCTGC 
CCACAGTTGTAAGCAGATCAAAAATGCACCTCAAATAGGCTTTCACTCTTCTCCTCTTTC 
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Sequence 2659 

ACATTCCAAACACTT7TTCATAGAATGGTTGTAAACATGCTCCCTATTTCTGCTTGACAT 
GTTACATCACAGTGCTCTAAAAGCTCTGTCATGCGTATTATACTCTCAGCATCCTGGATA 
ATAGAGTTCATCTCCAGTTCAAATTCTCCACCAACCAGCTTTATCTTGTTTCCTGCAAAA 
TCAT GGAGGTTTGGGAAGTTCCTTTAGACCCATTC^ 

T7TTCTTTCCGCGGAAACCTGCCTCCTACTCCACCATCACATGGAACCCACCACTGCTTC 

TCCGAAGCTCGCTCTGACCACGCCGCTGCTGCTGCTGCAGGGGCCTCGCAGGAAGTGCCC 
CCGCGT 

Sequence 2660 

CCGGGCAGGTACACGACAATTTTTGCTCCACCAAACACTTCAGATATGGAAGCTGTGGTA 
AGTATAGAAGAAGAATTTGTTTTGGGAAGTGGAGTTTAAACTGTGGGTGTTGTTT^ 
TCAGTAGAAAAACTTMTTTCTAAAAACTAAAAGTTAAATTTAGGTTT^ 
CAATTTCTTCAmTAM 

TTTTTAAGAAACAATTTAGAAATGCTGCTACTGGCCTGGTGCAGTGGCTCACACCTGTAA 

TCCCAGCCCTTTGGGAGGCCAAGATGGGAGTATCTCAAGCCCAGGAGTTCGAGACCAGCT 

CAGGCGACATGACAAGACCCTGTCTCTACAAAAACAAACAAACAAACAAACAAAAAACAA 

AAAAAACCACCACAACAAAAATGAGCTGGGTATAGTGTTGGACGCCTGTAGTCCCAGCTA 

CCCAGGAGGCATGGGAGGATTGATTGCTTGAGCCCAGGANGGGCGACTGCCTCCAGCCTG 

GGAAACAGAATGAGACCAACTGGGNAAANAANNNNANTNANNNNNNNAAGTCCCTCGGCC 

CGCTCTTAGAACTAGTGGGTTCCCCCCGGGCTGNANGGGATTTCGA7TTTCAAGCTTTTT 

CGATACCCGGNCGACCCTTNGAGGGGGGGGGCC 

Sequence 2661 

AGGTACGCGGGATCTCCCCAATGCCCACCTGGAGTCCTCCCCTCAATTGTCTCATTCACC 

AACTGTCTTCTTCTCTCGACTAGGTATGGTTCCGACCGGCGTTTAGCCGAGCTCTCTGAT 

TACCGCCGTTTATCAGAGTCGCAGCTTTCGTTCCGCCGCTCGCCGACAAAGTCCTCGCTG 

GATTACCGTCGCCTGCCCGATGCCCATTCCGATTACGCACGCTATTCGGGCTCCTATAAT 

GATTACCTGCGGGCGGCTCAGATGCACTNTGGCTACCAGGCGCCGCATGTAGGGGCCATC 

CTTGGGAATGNGGGCACCACAAGGGNAGGGGAGGGGAAGAAAAAAGAGGGTTGGGTAAGG 

GGTTACAGGATCCAGGTTTATAAACTACTNTTGGGCCCATACCTTTCCTGGGTTGGTGGT 

TTTNTCATGCCCTCNTACCATGTGGGGGCCTTTCCCCCAGGAAGATGGATCCCTGTTTAA 

GTTGTTCGGCMGTTMCCCTMNTTTGGTTCCmCCGCCTCAGCCAGGCCAAAMTTC 

TTGGCTTAACTNGGGCTTCTTAGGAATCCTGGCGGGGTTTTNCCCCCTTCTTACCCCCTT 

GGCCTTCCCC GGTCTT NCCCCAANAAAATGGGGGGAAATTTTNCCTTNTTTAATGGTANT 

TTTTA ATTTA TATTTTTNCCCTGGGCCTTC 

MTANTTTTTAAAGGGTNCNTNNTNGGGANTGGGGGGGAAANCCAAACCCNTGNCAAANT 
TGGAGGGTTCGGCCCGGGCCNCC ITTTTTTTTTTTTTTA A 
Sequence 2662 

rrnrm nrrTTTTTTTTTTi i aggggngagtgatagcitaattaaagattaca 

ATCTATCTTCTTCANMGGCTANAGMTGGACTGGCAATCACTAAATTTTNTTTCAGGTA 

ACTGCCAAACTTAAATTTGTTCTTCCAAATAAAATAATTACCCCCTTCTGTGCCGCTCAA 

AATAC CATG CTGGAAAAAAGACAGNGTTCATGATTTGCCCTATAATTCAACCCTCATNTT 

TTCCGTTTTCAANAATCGGGGAAAGGGGAATTTCATT 

Sequence 2663 

CGAGGCTAACAAGGAAAGCCCCTGGAGCTCCTGTAATANGAATGTGGTTGGAAGATGCAA 

ACTGTGGATGATCATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTT 

ATGTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATC 

AMCAAAACATTCTTCGTCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGAAGAGGAATT 

GCCTCACCTGCTCACCGAAAGGAATGAAGTGATGGAGGCTGGTCTCTGTCTGAAAGCAGT 
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AAGTTGGAAGGGCCAATAAAGAAGAGTTTGGAGCCTTCANGACCCTTGCCCTGGGANAAG 
MGCCGTGTTTCTTTTCTTMWAAGTCCTGAAGGAAAATTGGTTTGGGGGGGCCACAAAA 
ATTTCTTCTTC AAATTC I I I I I I I I CNTTTTTCC 
Sequence 2655 

GGGCCAGGTTTCCAGGTGAACAAAAAGTTTTACCNGGAANAGCNGGGGGGAGGACCCAAG 

GAANAAATAAAGNAGCCTTNAGGGAATGNAGGGGGATANAAGGAAAAAAAGGATTTGGAG 

GAGGAAATTTTGGTGGCCCCCCCCANACCCCATTTTCCCTCAAGGACCTCTAAAGGAAAA 

AGGAACCACCGCCTCTTCTCCCMGGGCMGGGTCTTGAMGGCTCAAACTCTTCTTATT 

GCCTTCACCTTCAGGGTATTACCTTCACTTTTACCACAATTAGGAAATTTATAAACCTGG 

G GAAAAG GAAGGTTGGGGGGACANCAATGGTAATTTTGGGG NGGMTTTACCATTTTTTA 

AAACCACCATTTMGGGAAAAAAGGTTTGGCTTATTTTTGGAAACC I I 1 1 1 1 J I IAATTT 

TGGATNTTTTTNTGGGGGGGGGGGNAGGTTAAAAMGGNAAATT^ 

GGAATGGGCCAAAAAATTNAAAAATTAATTCCCCTTTTTTAAA 

ACCTTTTGGCCCCAAAAAATTTTTTMGGAAATTTTC 

GGCCTTTTTTCC I mTTTNTTTl INTNCCI I I I I I I I 1 1 I I I AAAGGAAGGAAAAGGTT 
TTCC AAAATTAATTAAAAGGGCC T 1 I 'f I 1 1 FCCN JINN I CC 1 ! ! 1 I NGGGGTTTTCCN 
TTTTTCC (!(!(( CCTTTNTAAATT 
Sequence 2656 

GGCGGCCGAGGTACAGCCTGCAACTGTGGCGCAGGCGCAGAACAGGATTGAATTTCGCTA 

AAAAGACAAAGGAAGAAAAAGTACGGTCTCTGTCCTCAGGGCATTGCAACCCATTAGGCT 

GAATCACATGAACTGCAGATTATGCAGGTAAAATATGGCCACATATCCACACCTTCACAG 

GGCTCTGCCTGACACACGGAGGACACAATCACAAGAGCCAAAGCAGGGAGGGGGCAGGGA 

AAAAGTGGACACAACCCCACCCAGTCCAGTGGTGCGGATCAATAAATCGAGACTTACGGC 

CAATCTGAAATAGATTCTATTCATGAAAGTCCTTCCAGAAACAACATTCAGGATGACGGC 

ATCAGTGTTAGCCAAGTCCCGCGTACCTGCCCG 

Sequence 2657 

AGGTACATTTTATCAAGTTACCTATGMCCGATGTATTTCGTTCACTTAATACCATTCAC 

TAAATTCAGTTATTGACCTAGTCMTAACTGCCCAACrrCACATTTCACATACAGTGAAG 

AAACTCTTGTTTCAGCATTC I 1 11! I GGGTTGGTTGGTTTGTTTGTTTTGTTTC 1 1 1 1 1 1 

ACACMGGCMTCCAAACTGCCCAATCTACTCCATCCGAGCCTGTGTGCAAACCCCTTTT 

CCCACACCCTGMTTTCCTTTCTTCCTTMCGTCCACCAMTATGAGTCAAAGGATCTTT 

TTACAMGCTATGGTTCACAGCAGAGCCACATTCCTCCAGAACTCGTGTAGAGTTGCTTG 

TCTCCAAAGCCCCACCTGGGTTTCCACCATATGCTTTCGGTCAACGACACTCACCACAGC 

ATCCTCTCTGGCGGTTGTGATCTCCCGCCCTGGTCATGACACTAGGCGACCCCGCTGGCT 

CTTCTGCGGCTGCTATCGCTGCTGCTGCTCTCGCTGAGGTGCTTGNTTACAGGGAGTGCA 

AGGAACTGGAGATAGCACCTCTAAAAACACAACAGNCTTGGGCAAAAAAGACTACAACGA 

CGACTTTTGGCAAAGAAACAAAAAGAAAANGGGGCCCCAGGGGATTTTC 1 1 1 1 I I CC 

Sequence 2658 

CCGGGCAGGTACAGATGGAGGGGCTGGCCCATGCAGGGCCTCGGGGTGAGGTTCACTAGG 

ACTAGCTGCAGGGGGACCTGGCTACACTCTGTGGCACAACAGGGCTTCACAAAATGGACA 

CTACACCGTGACGTGGGCTGAAAGGTGGAGCAGAGACTGGGTGGGAGTGTCAGTTGCACG 

TTGTGGGGTAAGGGGGAGAGGGAGCAGGACAAGTGTATTATGTACCTCGGCCGCTCTAGA 

ACTAGTGGGATCCCCCGGGCTGCAAGGGAATTCCGATATCAAGCTTATCGATACCCGGTC 

CGACCTCGAGGGGGGGGGGCCCGGTTACCCAGCNTTTTGTTCCCCTTTAAGTGGAGGGGT 

TTAATTTGGCNGCCGCCTTGGCCGTAANTCATTGGGTCMTAAGCCTGGTTTTCCTGTGT 

GNAAATTGTTTATCCCGCTCAACCAATTCCACCACAAACAATACGAGCCCGGGGGAAGCC 

ATTAAAAGTTGGTAAAAAGCCCTGGGGGGTGCCCTTAAATGGAAGTNGAAGCCTAACCTT 

CAACAATTTAAATTTTGCGTTTGCCGCCTTCAACTTGNCCCCGC I I I I 1 CCAAGTTCGGG 

GNAAAAACCCTTNTTCCGGTGGCCCAAACCTTGCCAATTTTAAATTGAAATTCGGGCCCC 
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GGCCGGGGI I I I I 
Sequence 2651 

GGCGGCCGCCCGGGCAGGTACGCGGGAGCCTAGCACCGAGCGAGGCCCGCGGCTGGGAAG 

GGAAGGAGGCGGGTGGATCACGAGGTCAAGAGATCGAGACCATCCTGGCCAACATGGTGA 

AACCCTGTCTCTACTAAAAATGCAAAAATTAGCTGGGGGTGGTGGCGCGCGCCTGTAGTC 

CCAGCTACTCGGGAAGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGTAGGTTGCA 

GTGAGCCCGAGATCGCACCACTTGCACTTCAAGCCTGGCCGACAGGAGCGAGACTCCATC 

TCAACAGGANTAANAAATAAANGGAAAATAAAAAGTACCTTNGGCCGCTCTTAGGAACCT 

AGTTGGGATCCCCCCGGGCTGCAAGGGAATTCGGATNATCAAAGCTTTATTCGNATACCC 

GTCCNAACCTCNAAGGGGGGGGGGCCCCCGNGTACCCCAGCCTTTTTTGTT 

Sequence 2652 

GCGG TGGCGGCCGCCCGGGCAGGTACTTA I ITTTTTTTTTTTTn i NTTGGGNCNNACGA 

AATTATTTATTGCTGTCAGGAGGCCCAGGACCCTCCANACTGAANAGTCCATGGGCCCCT 

GTGCATGTGANAGCTACACAGGGAATCGCTGTCACCTTCCAAGGATAAGCANACAGGGCC 

ACACATGCCATGGCCACTCGGTGCACAGGGACCAGGCTGTGCCCANAGACCCAGGCATCC 

AGCTTGCATTCCAAGTTCCTTACTGGAGAGCCCCACCTGCTTGGATGGCAANCNCrAGGC 

TTGCTTGGGGATTNGGNGMCTTTGCNTCATGAAANAANAATGTTCCTGGGNTGTCTTGT 

AGGGGGACAATTGATTCATCAGGGAAGGGGCCCTGTTTGNAAACCGCCACAAAATGGGTT 

CCmGTTCTCCCAACTAATTGCCAGAAAMGGGAGGGGTGGANTmGGACTTGCTTGN 

TGGGCAGACMGAATGCCTTTCTTGTGGCCCCTCCCTTTNAAAATAACCCCCGNGGTTAC 

CCTTNGGNCCGCTTCTTTANAAAACTTAGNGGGGANTTCCCCCCCGGGGGCCTGGCAANG 

GAAAATTTCCGAATNNTTCAMGNCTTTATTCGAANAACCCCGNTCCGGAACCCTTCTGA 

ANGGGGGGGGGGCC 

Sequence 2653 

ACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCT 

AACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCTCAC 

GCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTG 

GAGGTTGCAGATGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCCGACAGTAGCAAG 

GACTCCATCTCAAAATAAAGAAAGNAAAGNAAACATAAGGAAAAGGAAAAGCTTTATNTT 

GGAACCTTCTCTTAAAAAAAGGAAAAAAAAAGGAAAGCCTGATGCACACAAAATCTAAAA 

TTT GGCAAG GTCCGAATCAATTTAAAAGGGATATTTT^ 

TTTCTrrTTACTTCCCCCCCAAAAAATCAAATAAAAAAGTTTC 

TTCCCTAAATGGTGTTTTAAAAA^ 

CCCCAAACTTTTC I I I M CCCAGTTTAATTAAATTTCTTAATTGGGGGGTAAAAAGGTGG 

GAGGGTTTTACCCCTGGAAAGGTTGGAGGGGCMNTTAAMGAANGAAGTTTNGGAGNCT 

TTTCAANNAACCCTTGCCCTTGGGANAANGAGCCGTGGTTTCCTTTTCTTTAAGAAGTCC 

TTGAANGGAAAATNGGTTTGGGGGGGGCACCAAAAATTTCCTC 

TT 

Sequence 2654 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCT 

GAGGTCAGGAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAAT 

ACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAG 

GCAAGAGAATCCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACT 

GCACTCCAGCATGGGCGACAGAGCAGGACTCCATCTCAAAATAAAGGAAAGGAAAGGAAA 

CAAAGAAMGAAAAGCTTATATTGAACTTCTNTAAAAAAAGGAAAAAAAAGGAAAGCCTG 

ATTGCACACCAAATCTTAAATTTGGCMGGTCGATCMTTTAAAAGGGATATTTATTTGC 

AT CACCA AAAAATAATTCTTTACTTCCCCCCCAAAAATCMTAAAMGTTCAAA 

CCTTTTTCCTAATGGTGTTTTAAAMTGGTAATCACCCAAAATTACCATGTGGTCCCCAA 

CTTTCTTTCCAGGTTTATAATTTCTTATTTGGNGGTTAAAAGTGGAGGGTATACCCCTGG 
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GGGACNANMTNCCCGGGTNNNAAAGNAAANTNTTTTNNNCNCCTGCTGCCTTCCTTGGA 

TGTGGTAGCCGTTTCTNAGGCTCCCTCTCCGGAATTCGAACCCTGATTCCCCNTCACCCG 

TGGTCACCATGGTAGGCACGGCGACTACCATCGCCCGCNTACCTGCCCGGNGCGGCCGCT 

CTTAAAACTAGTGGAATCCCCCGGTGCTGCAGGNAATTCTTATNTCAAAGCTTATTCGNT 

ACCGTNCNANCTTCAAGAGGANGGGGCCCCGGTNCCCCAAGC J 1NM GT 

Sequence 2647 

GCAGCTCCACCGCGGTGGCGGCCGAGGTACCACCAGCGAGGTCTGGGCCAC7TTAAGNNN 

AGCANNNNTGTCCACCCAAANACCGATGATGGCTCCCAGGACCAGAACAGACCCTGCCAC 

CACCAGCCCGTAGACTGCTGTCAAAAGGAGGCTGTTTCCATAGAGCTCTACCAGAAACAC 

ANGACACCCGCAAAGTGCCACATCCGATCTCCCCAAGTAGAGAGAGAATGACCAAGGTAA 

GAGMGGAATTTTTGCAGMGGTCAGGTAGTCGGCCCMGGATCCACAAGCATTCCTCTT 

CTGGCGGTTGTGATCTCGCGCCCCTGGGTCCATTGACACTTAGGGCCGACCCCCGCTTGG 

CTCTTTCTNGCGGCTTGCTTATCCGCNTGCTTGCTTGCTCTCGCTTGAAGGTGCTTGGTT 

AAACCAAGGGAGTTGCCAAGGGGAACTTGGGAGAATAGCCACCTCTTAAAAAACCACCAA 

CAAGCCCTTTGGGGCCAAAAAAMGACTTTCAAACCGACCGACTTTnTGGGCCCAAGAG 

NA AACAA AAAAGGNAAAAAGGGGGGCCCCAAGGGGGGAN I rTTTTCTTTTTTTI INCCTT 

CCTTTTTCCAAAMCCCTTANNCTTNMCAACCTTGTTMGCCTTGGAAMGTTTNGGGA 

AMGGGGCAAAAAAGCCCTTTNTTNGGAMGNCCGGNTTTTTGGGGGAAGGGCNTTCAAA 

CCAANG GTTCCGNTCCCGAAAACCCTTANCCNGGGAACCGCCCCCCTTGAAACCCAAAGC 

I I I I I I 1 I I I ICCGGCCC 

Sequence 2648 

AGGTACTATCCTAGACAGCTCTGGGAGTGTTACATAACGTATGGTAAGTGTGCTACATGG 

CCTTTCTGAAGCCCAAACCATTTTGCATTATGAAAATACCTGGCCCCAGGAATTTCAGAT 

AAGGGATTGTGGACTTATATTTTAAATCTGTAACTCCTATAGACAGTAATTTCATAGAGC 

CAGCTTCATGGAGTTGTAAATATTACTGGGCTAGGGTCAGTTTCCTCATTrTAGGCTTCC 

TTTAATCCAGTCCAGACACCAAATTAAATGTCTTTGTGTAGTCCCCTTCAAAGCCTCTTG 

CAATCCCAGTCATGCTTCAGGGTAGGGATGATCCCATTAATCCAAGGACCTGTCCCTAGT 

GATAGAAGGAAATGGGTGGGAGCCACGGGATCTGGGATTGCAGTGAGAAGTAGACAAGAA 

MCAACCATMCAAGTGCCTCTTCTCAGGTGTTTTCGGATTGCAAATANGAACCACTGGC 

CACCCTCAGCACCCGATGTCCCCATCCTGTCCTGTGGAGGGCTGGCCAAACGCTGGCTGG 

TTCCTGGCTGGGAGGGTTGGGCTGGATCCTCATTCATGACCGGAANNAGACATTTTTGG 

Sequence 2649 

CGAATTGGACTCCACCGCGGTGGCGGCCGCTGACACGGCTTCCTGGGCGGTCCCCTCCAC 
CTGTTGCTTCAGGTCCTGCGAGCCCTTGTTTGCCATGGCTTCGGGGTATCTGTGGAGTCG 
TCAAGAGCAGCTGGAGCGACGTTGGATCCTGCCCAGAGTCCCCGCGTACCT 
Sequence 2650 

CCGAANTGNGCTGGCCTCATTTAAAGMTGAGGCTTTCTGCTGCTTCTTCNTAGTGGGCA 

GGCCGTNATGCNATGGTCCCGGAGCCGAGGCCTTCGGCCAATCTTGGGGCGGCGGTGCCC 

ANNCAAGGAGATTAAAGGATGCCAGTTACCCTNGGGCCCGCTTCTTAGAACCTAGTGGGA 

TCCCCCCCGGGGCTTGCMGGGMTTTTCGNATNTCAAMGCCTTTTATTCGGATTACCC 

CGTTCGGACCCTCCGTAGGGGGGGGGGGCCCCCCGGGTTAACCCCCAAGCC 1 1 1 1 1 1 GGT 

TTCCCCNTTTTTANGTTGGMGGGGGTTTTAMTTTTGCCGGCCGCCTT^ 

TAAAATTCCAATTGGGGTTCCAATTAAGCCTTG I I i I 1 I CCCTTGGTTGTNGGAAAAAAT 

mGGTNTTMTTCCCCGGCCTTCCAACCAAMTmCCCCAACCMCCAAAACCMTTA 

ACCCNNAAGNCCCCGGGGGGAAGGNCCATTTAAAAAAGGGTGGTTAAAAAAAGGCCCCTT 

GGG GGGGG NTNGGCCCCCTTAAAAATTGGMGGNTNGGAAGGCCTTTAAAACCCTTCCAA 

CCAA l I I l I AAAATTTTGGCCGGTTTTGGCCGGCCCTTCCMCCTTGGCCCCCGGCNTTT 

TT CCCA AAGTTTCCGGGGGGAAAAAACCCTTGNTTCCGATTGGCCCCAAAGCCCTTGGCC 

AATTTTNAAATGGGAAAATTCCGGGGCCCAAAACCGGNCCNCCCGGGGGGGNAAGNAAGG 
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CNAGGCTCTGANNGTCAGTGTCTGCCCCGCGTACCTCN 
Sequence 2642 

ACCGCGGTGGCGGCCGGCGGGAGGCTGACNAGAGCCGGNAGGCGTTAGCGAAGGAAGAGA 
AAANCCGAAGACGAAGCCACTACAGCGTCGCAGCGCGGCGCGGCGTCTGCTTTATAGGAG 
AGGGCGCAGGCCCCCGCGTACCT 
Sequence 2643 

CTCCACCGTCGGTGGGCCNGCCCGCACCGGGCCAGGTTACATATCCCMGTTTTGGGTTT 

TCNAAAAAAATCCACCAGGGGGGCCNAATNGCAACCTCAATCNACTTCTTAGAAAAAAGG 

NCANGGCTTTNAGGCCTACCCCTGGNAMNGATrTTTTCCCTTTTGGAMGNTTTTAAA 

CGNNTATTGGNTTTTNGAACNTAAACCAAANGAAATTTTNCCCTTACCANTNNAANGAAN 

AACCTTCT TMGG GGGTGGCCTTATTAATTATATTCCCAAAAAAAMCCTTTTmCAN 

NCCCTTGGTTTTGGCNTNCAATTTTCCTGGNNNCCCCAATTGCCTTGGGGCNNAAATTAN 

MTTAAC ACCTTTGGTGCCAANCN CCCCATTTTAAC C CCCCTTTTAATNTTTTTGGANAA 

NAfGGCCTTCCCMTNCCTTCTCCTTGGGNTGGGGGGGMCCTTTTGGTGMTTACNTTT 

GGGGGCCTTGGGCCCAATTTANTTNCAAGGAAAACCAANCCANAAAACCCCNCCCTTTGG 

AAAANGGMGGGGGGTTTCCNTGGAAATTTTTGGGAAAANNNCCATMNN 

TTNNT TTTCCAANTGGGCNCCCTAACCCCCC I I I I I I I I I I 1 1 I 1 1 GGGGGAAAAGGGGT 

TTTTTCTCCCANGGCCCCCGCCCAAMNTTTTTGGGNAAAAAATGGN 

Sequence 2644 

CCGGGCAGGTACGTGTAAAACTAAMTGTCTTrTGTAAATCACTGAGTCTTCCTGTTTAT 

TTCTGGTTAGAGATCTTTGGGGGCTTGGATGGAGGAACAGGAAAAGAGGAGCCAGGCTTT 

TTTGGAAAATTGGCGGCAGCGGTGGCATACGGGAAACTGAMTCTTTATCTAATCTCATC 

CTTTGTATATTCGTCTTGGATTTGCTGAAGAAAATTAAMGGTAAATTTTGCTGTGAGCT 

CACTGAACTCAMTTGAAAGGGAACATATGCTGTTTATTTTTGTGAAGGACATTAATTGG 

GTGTGACTGGCAGGGTTGAGACCTGAAGTTCCTCTTTTAGATAAGGAAMTTTCCCTTGG 

TGAGAAATCTCTAGACTAGTTATGATAGATTCCTAACCCCCAACCTTGAAAGGTAACTTA 

AGGCTCCCTNCTCTAAGGGAAGGGCTGAAGAAAAAATTAAACAGGCACTGTGCCTATGAA 

GATTTGCGAAAAAAAAAAAAACAAGAACATCTAGGANACTTCTCATTCACTGGGTCAAGC 

CAGAGCCATCAACTTTGTGACCTANTGAGTGGTTAGTGGATATAGGCAAAGGGTAGTAAC 

TTGGGACCCAGANGTTAGGGGATNCCGAAAAGTTTGAAAATGTAAAGACCAAANGCCAGA 

GGGTTATAACCTT ACNGG CTCTTGGGGAAAGTANGGAAAGCCCCAAAANTTGGGGCTCCC 

CAAAAATAAAAATN I' 1 1 I I AGGAACCTGNGGGTTNTTAAANNNACCTTCCCAAAAGTNAA 

GTANCTTTTTTTTTTTTT 

Sequence 2645 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGTGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAMTTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGC7TGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGMGAGGAAAGAMCTGATGGTGTTTMCTGMCCCCATTTTGATTGANACCT 

ACACAGGGCTTGATGTCATTTCATTGGAAACCCGCAACAAMCTTGGGCTTATTCCCTTT 

GCCCCGTGGGGANGTATTTGGTTTTTTTGANAAGTCTTTTTTGGGTNCCCTNCGGCCC^ 

TNTTAGAAACTAANTTGGGATCCCCCCGGGCTTGCAAGGAAATTTTTAATATTAAANCTT 

ATTNGANACCCGTNGAANCTNCNAGGGGGGGG 

Sequence 2646 

ATTGGACTCCACCGCGGTGGCGGCCGAGGTACTNA I rTTTTTTTTTTTTTTTTTTI I GNG 
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Sequence 2637 

CGAGGTACGCGGGGGCCGACGGACTGTGTCCGGCGATGGGCACGGGCATNTNTTCGTTNA 

TAGNTNANTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTG 

GTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAA 

TACCAGCGTAAGCACCTAGCAGCCCATGGTTTAACGATGCTGTTTGAGCACATGGCCACA 

AATTACAAGCTTGAATTTACAAGCACTTGTGG I I I f I I CATCACTTTGGGGGAGTTTGAT 

GNGTCCCCNTTCACGGAGAGATTATAATTACCCCTACAGGGAAGGCACTTAAGTAAATAT 

GGGGATGAATTANTGACCAAAAACCCTGCTTGGGAGGTCCTGCAATTAGTTTGGTGTTTG 

CAAATATTCGGTTTCAAGCMGGMTGGGGGNGGGTGCCAAATTCCCTTGCCCAAGGTTG 

TCCCTGGTTGACAGACGGCTGTCCTTGGCATTTGGGTAGGAGGGGGTCACNTGCCGACCA 

TTTCCCCTAGCCCACTCAAAAAATCAAACGNAAAGTGGAGGANGCAACAGGGNTTCCACT 

TACCCTTTTTCCTTTTCCCCATCTTAANGTTATTATMTCCATTGGTGNCATNGGCCGAA 

ATTT 

Sequence 2638 

CCGGGCAGGTACGATGTTTAGCAGTATCCTCCCTTCTCCAATNGTGACAATCAAAAATGA 

CTCTAAACATTACCATTATTACCTAATTGAGAAATGCTGCTGTAAGCAAAGCTGCCCTTT 

GCCCTGGAGGGAGGCAGTATCTTTCTGTTAAGAATATTCACGATACAAACATTCTTGGAT 

AGTCAAMCAAAAGGCAGTCAGTGTTTTTGCACAAAAGATGTGCAGAAGTGTGTTACCCA 

TGGAGMTTGTCACCGAAGAGAATCCTGACACCCATTAGTCTCTTTGGATAAAAGTTACC 

TATCACCCAGGCAATGTTATTATATTGACATTATGCCCTCCTGTAGGGTACCCTCGGCCC 

CGCTTCTTAGGAACTTAGTGGGGATCCCCCCGGGGCTTGCAGGGAATTTCCGATATCAAG 

CCTTATTCGAATACCCGGTCGACCTCGNAGGGGGGGGGCCCCGGGTACCCCAAGCTTTTT 

GGTTCCCTTTAAGTGGAGGGGTTAAATTGGCGCCGCCTTGGGCCGTTAATCAATGGGTCC 

ATAGCTGGNTTCCTGTGTGAAAATTTGGTTAATCCCGCTCACAATTTNCACACAACATTA 

CCNAGCCCGGGAGCCATTAAAAGTTGGTAAAAGCCCTGGGGGGTGCCCTTAATGGAGGTG 

ANGCTAACTTCACATTAAATTGCGTTTTGGCGCTTNACTGCCCCCGCTmCCMGTTCN 

GGGAAAACCTGGTCGTTGCCCANGCCTGGCMTTTTAATGGNAATTCCGGGCCCAACNCC 

CC 

Sequence 2639 

GCTTTTCTGCTATCCTCCATGCAGTGTNATAGNCANGGAAAAGGGCAACAGNATTGGATC 

ATTCCTTAGACACTAATCAGCTGGGGAAAGAGTTCATTGGCAAAAGTGTCCTNCCAAGAA 

TGGTTTACACCAAGCAGAGAGGACATGTCACTGAATGGGGAAAGGGAACCCCCGTATCCA 

CAGTCACTGTMGCATCCAGTTAGGCAGGGAANGATGGCTTTTGGGGCANTGGCNTGGAT 

GTAAAAGCCAGATTTGGAGGATACCCAGCTCCGGGAMCGAGGCCCATCTTTTCTACCAA 

GGGTTTCTTTCCCTTTCACTTGAGGACCAAATGGAMTTTCCAGGGGTGGATTCATTTCT 

TNTTGNAGGGGGGCCTTGANAAAGGTTGCCTTTCCCTTCGGAI I 1 1 I CAACCTTACCCAA 

C AATTT AG NCTTTGGGCCTTCCTCTTGGTTCTTTCAN N AAG G GG GTATTCCTTCTTTAAA 

NAAACCTTAAGGGGGGGCCTTTTGGGGTMTTATTAATTGGTTGGGGTNCAAAAAAACCC 

GAAMTTTAANNNTTTCCMTTTNAAATNGGGGC^ 

ANTGGAMCCGTTTCCCCCACTTTGAACCANGAANAAAAANGGGGGAGGGCCNTNGGTTA 
AANGGAMCCTGGGGGTTCCCTTTCCTNGGGGTTAGAAACNCTTTCTTNGGGNAAGCTTC 
CCTTCCNAGNGCCTTTGGACANNGGCTCNTTGGGGGNAAAAGGGNC 
Sequence 2640 

GGAGCTCCACCGCGGTGGCNGCCGCCCGGGCAGGTACGCTGGGCTCCTACTTGGATAACT 
GTGGTGNANNNTAGAGCTAATACATGCCGACGGGCGCTGACCCCCTTCGCGGGGGGGATG 
CGTGCATTTATCAAGATCAAAACCAACCCGGTCAGCCCCTCTCCGGCCC 
Sequence 2641 

CNGCCGGCACCTTGGCCGCNTTCAGAGTGCCNATGAGCTCCCCCAGACTCTGCTTCCGCC 
CGTTCATCTTCCANTTTCCCCCAACNAANAACTTCCTGGAGGGCGCCATGGCGCTNGAGC 
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NACCAAAATTAMTTTTCAAGGATTNCA 

ATTATAAAAA I l l I iGGAAATTTNAAATTCCAMGGCCAAATTTTGGANTTCCCCCATTT 

CCTTTCAATTTTCCCCCTTGGCANAAATTACCACCNTCTTGGTNAAGCCACCATTATTAC 

CACCGGJAACCCTTGCCCCCCGGGGGCCGGGGCCCGCTTCNTTAGGAAACCTTAGGTUGG 

GAATCCCC 

Sequence 2631 

AGGTACATGAGCAGGCTCAGCCTAGGGGAATAATTGCCGNNGGGANACTNNGGGGAAGCC 
NNNANACCATNNNTNTNCCAGGAATCTGCGACATCTCCAGGGCATCATTTGAGTCCTGCC 
TTCTCAAAGTACCTGCCCG 
Sequence 2632 

TCCACCGCGGTGGCGGCCGTCCGGGCAGGTACGCGGGGAAGACGACGTACCAGCCANGNG 
GGG NGGGGGCTTTGG ANAAAAAAAMNTNTTTTTTNTTT^ 

TGAAGCTGGATTGTCCCTNGACCTCTTTTGAGGAAGGAGAGGGTTGCTTCTAACTGGTCC 
TGGGAGATNCCACTGTGATGTATCCCGGGATGAAGACACAATCCTGGTTACTTTCATAGC 
CCCGTTTTTCTTNCCCAGCCCTTGACTTNTCAAAAAGCCACTGCCACAGAGGAGGAGGCC 
AGCAANAACCCCACTTTCAGGCTTCTTTAGGGACTCTGCACCTTTNCCCCAGGAAGGGAA 
MGANATTTAAAAAAANTTGAMTTTTGTTTC^ 

CAMGGGGACNGTTGGGGCCTNGTTGGGCCCTTTTCCACCGGGGAANGGNAATGGAAAAT 

TTTGGGGGCNTNGCCTTGGGGCCCCCCTTGCCCCCCAGGAAGGGAAAAGCCTTGGNTNCC 

CCTNTGGGNCCCGGCCTNCTTAAGGAAACCTTANGNGTGGGGATTCCCCCCCCGGGGGGC 

CTTCCAAGGGAAATTTCCGTAATNATTCAAAAGGCCTTTATTCCGGATTACCCCGNTNCN 

TAACCCNTCTNGAANGGGGGGGGGGGCCCCCCGGTTNCCCCCAACCCTTT 

Sequence 2633 

CCGGGCAGGTACGCAGGGGGCCTCTGTAAGGCACATGGNGGNGAGGGGGTTTCTTAAANA 

GAANATCACTNNNGAAACTTCTGCTTTAATGACTTTACAAAGCTGGCAATATTACAATCC 

TTGACCTCAGTGAMGCAGTCATCTTCAGCGTTTTCCAGCCCTATAGCCACCCCAAGTGT 

GGTTATGCCTCCTCGATTGCTCCGTACCT 

Sequence 2634 

ACCGCGGTGGCGGCCCGAGGTACCAGGCTAAGTTGCTGCTAACACTCTGACTGGCCCTGC 

AGGAGAGGGTGGCTCTTTCCCCTGNANACNCAGACAGGGTGGCTGGAGACTGCGTCATCA 

CTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGAAGAGAAGCTGCGCTGGGG 

CTTCCATGGTTCCGTCTGGGNCCTAACTGAGCAGTTCCCCCCNGCCGT 

Sequence 2635 

TTGGACTCCACCGCGGTGGCGGCCGAGGTACTGTGCGCTGGAACCTCCTTGGGCTCAGCT 
GCTNGCNGGGAGGNGAATNCTAAATATAAACTATGCCCTATGCTTGCCTCTAACTCTTGG 
GGGACCTCTACCATACATCTGTCATCATGATAAACTGTGTCATCACTCCCGCGTACCTGC 
CCG 

Sequence 2636 

ANCTCCACCGCGGTGGCGGCCGACGTACCCGGNANGGCTCATGCNGCGCAAGTAGGTNNG" 

GNGGGGNNGNANANTCCCCNMCAAAAAAATMNTTTTTNTCCTTTCATGATCACCGCCC 

TCATMTCATTTTCCTTATCANGCTTCCTAGTTCCTGAATGCCCTTTTCCTAACNCTCNC 

AACAAAACTAACTAATNCTAACATACTCAANACGCTCAGGNAAATNNNNAACCCGTCTTN 

MCTATGCTNGGCCGGGCAATTCATCNCTTAGTCCTTTANTTGGGCCCCTCCCNATTCCC 

CTTNNCGCATTNCTTTTACCANTAACCAGGACGANNGGTCCANACCGATTNCCCCTTCCC 

CCTTTANCCCATTCCAAAAATTCCANATTTTGNGCCCCACCCCAAATTGGGTTATCCCCT 

TGGCCCCCCGGGGGCCNGGGCACGGCCTTCCTTTAGGNAAACCTTAAGGTGGGGANTCCC 

CCCCCCGNGGGGCNTGGNANNCGNNAAATTNNCGAANNTATTTCNNANNACCCTTTTTNC 

CGNTTAACCCCGGTCCNGGACCCCCTNCCCATGGGGGGGGGGGGCCCCCCCGNGTTTACC 
CCCCAA 
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CAAGAATTAGGCAAACCCCCCCGTTCANAGGGGCCGGGGGAAGGTTGGGANGGAACCCAN 

CCCMCCACCCCCTTTTNCAAAAACCAAMGGNCAMCCMNCAAMGGTTACCCTTTCG 

GGCNCGGCNTCTTAAGAAAACCTTAAGTTGGGGAATTCCCCCCCCGGGGNCCTGGCCAAG 

GGAAATTTTCCGAATTATTCAAAAGGCCTTTTAATTCCGGATTANCCCCGGTCTTNAACC 

CCTTCTNGAAGGGGGGGGGGG 

Sequence 2626 

ACGTTCTGTTCCTTGAACAGCATTCTCCTCTAGGAGTGTCTGTGATTCCACAAGCAACCC 

ANACATCAGCACATACTGAGGAAAGATCTTGCCTCCAGATTGTAGTAAACACCTGGATAT 

TGCAGCTTTTTCCATTATTTCCTGCTGAATGAGCCCAGATGGCTCAATGACATCCAATAT 

AA7TATGCTCCATMCTTGTCTGAT7TTGGCCTTTGTAACATAGCAGATTCATCCTCCAC 

ATGTCTCAGCCAAAACTCAAGTGTTTCTTTAGGAAAGTGATTGGCTTCAGATATGAGGTC 

CAGAGCAATACGATGCTGGTCTTTCTCCACAGAACTGTATGGTTTAACCTGCCCAAGTGT 

GCCAGCAATAACAGGCAGAACAGAGAAGCCTTCGGACACATCTAACACGTAGAAAGGTTC 

AAGGATGTTCTGT 

Sequence 2627 

CGCGGTGGCGGCCGAGGTACNTTCATNCNTNNCAACCACCATAACATATTGGNGGNNGTG 

CAGGGGGGGTNAANAAANAAAAATANTNNANNNATGGNGTACCTTACTGATGACCGCCTG 

C ACAGATGGTGGGTACTATTGGGCTCTGTCCTACANTGTGCTNTTATAN NN ATANGN AN N 

ATANCAGGAATNTNAN N NGNAGGNCGATGCTC NNTTTATTGNTGCTGTGGCCTAN NGATC 

CAGNGNGCTCCCCTATGTGCACGAGTTCCCATTAAGAGGACCCCCTTGGCCTANGGGGCG 

GAGTGTAAGGAACATGGCTGTGTTGCTGCCAGGCAGGCATAGGCCGAGGTAAAAATCCTG 

CATGACACAAGTGGGATTAAGAGCACACGCGCACAATCCTGTGCCTGATATAATCACAGC 

TAGGTAGACATAACACAAGAGAAGCTCATCATTTGGCTCTCAGCCACTATCATTTGTGAG 

GTGTACCTGCCCG 

Sequence 2628 

CCGGGCAGGTACTGGTCGGATAAGAAGTTCAACAAGGCTCTGCCGTCCACATTCTGGTTT 
TGCTTGGTTTATCTTGAGAAMGCATGAAATCTTC^ 

TGTTTCCTTGCTCATTTCAAAGMGTrrACAAAGGGAGGGTAGGTTTTTACCAAATC 
TGMTATTTCAGAAAAATGTCACCAATGCTTTTGCTCTCATCCCAATTAACTATAAGGTC 
TTCAAGATCATCCTTTATCTTAGTGTGTACCT 
Sequence 2629 

CCGGGCAGGTACCCGCGTGGCTAGGGGAGCCCTAGGAAGCGAGTATAGCTCTCGTGGCCN 

AATGGAATGAAGCGAAGCCTTCATGTCAGCATTGGGCTTGCAGGTGCTGAGCCCCCGATG 

GTGGCCCCTCTTCCCGGCTTTCTCTCAGGGGCATGGGTGGGGTGGAGATATTCAACTACT 

TCCAACGGAAACCAACACTTGAAAGGTTATGAAGGCCCCTAAACCTCCTGCTCTTCCATG 

GNGATGGCTGACAGCTAAAGCCACACTGCCACTACCCTAAGCCCAAGCTTGATCACCTGG 

AAATGGGGACTGAGAGAGGACGAGAACAGCACAAGCCTTTGAGCTCTCATGGGGTGGCGT 

AMTTTATGGTCAATATGCCTCCAGATCAGAGGTCCTGCTGTTAGAGAGTTTTCTTTTTT 

TGCTTTAGTGGTACCTCGGCCGCTCTAGAACTAAGTG 

Sequence 2630 

TGGAGCTCCACCCGCGGTGGCGGCNCGANGTACAGGCTGGGCCAAATGTCAGAATCAAGG 

CANCNGNGNGGGGANAGGCAGGGCTGNAANAGCNNTNTCATTTGCNCCANTTTCCTCAAG 

AGGCAAATCTTCTAAAAAATCATCTTGCAGCCCNGCAGCCATCTAGCCTCAGTNGCATGA 

GNAGNGGATCGGATGNANATATCCTTCATGGNGNGNGTCCAAGTTCCCAAATCTGGNAAA 

GCCATTMTTTCCAACCANTCCAAAAAMTTATTTGGGCAAAAATAAGGGGANAATGGCC 

CTAGCCATTTTTTATNGGGGACCATTTCMTTGNACCCTCGGTGGGGAAAAAGNTMTTA 

Am i 1 AAAAAAAAAAGTTGGTAAAGGTTCCCTNGNAATNTTAAMTAATTTTNGANAAA 

TTTTNGGACCCAAA I I I 1 I NAAAA7TACCAAATTTTAAAAGGAAAAAGNAAAACCCCANA 

NANAAAMGNCAAATTGGGCCTTTAAAATAAAAGGTTTAATCCmCCGGGGAMCCATT 
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GAGAGACTGGGCAGTTTGACCCTTAAGCCTGAAGATTCAACTGNCCTGCTCTTTGAAGCT 

GACACAATNNACTCTGCGCCAGACCATCACCACATTTGGGTCTCTCAAAACCATTCAAAT 

TCCTAGAGCACTTGATGGGCTCATGCTAGNTCAGCAAAATATTGGGCCCTTCCTGGAGAA 

GAGAGGCTGTATCTCCATGCCAGAGCAGTAAGTCAGCATTCCGGNATTGTAGCTGGTCCC 

TTTCAAGCGAAATGGCTCCTTTGGAAAGCAAAACCCTGGCCCAGTGGGTTTATCAAAGCC 

TCCCTTTACATACCCCAAGGCAACCCGACCCCCCAAGGNACCTGGGCTTTACCCCCAAAA 

AGGCAAGACCTTGGGAAGGMCCAGGNCAGGACCTTTTCTTTCCCAGGAGGCCCTGCCAA 

TTTTCCTTCAMTAAANTGGTG.CGGGGGGGGAAMCCCTAAAAAGGGGGCCTTTNAAGAA 

ANAAACTGGGCTTCCCTCCAAGGMGTGGAAAAAAAMNCCMGGTTTATTCAAAAAAAG 

GTGGTGANCCAGGCCCCANTTTCCCACCTMCCTAAGGTGTNCTTTTTCCTNCCANTTGG 
AAAANTGGGNAA 

Sequence 2621 

AGGTACCTAGTTCTTAGGAAGGGGGAGGGCGATGGTGGTGGTGAGTGTAAAATGCGATTG 
AGTTCCTTCGATGGCTGACCCTTTGGTTGTGGMGATGTCAGGGCTTCTCTTTGCACATG 
TCCTCAGAGGCGTCGGGAGAAGGCTGGAAGGGGCAGGATCCTTTC 
Sequence 2622 

AGGTACGCGGGGGCTGAATAAAGCCGTGTCTCATCTACCTGCTGTCTCCCAAGTGTTCTT 

CCAGCTCCCTGCCCCTCATCAACCCACTCTCCTCAGACCTCAGCTGGGGCTTGAACCTGA 

TAATTGGTGTAGTCATCAGGATGAGATTTAGAAGTGGTGGTGCCCCTCTTGTGACAGCAT 

TTGGCAGTGTGCAGTTGGGCCATCAATAAATCCAAGGTCCAAGGGCCGGAATTGTCTGCC 

AMTTCTTGGGAGTTATTTGCTCAGCCACAGGTTGGCATGCTCCAACAACATTGTGGACT 

GGGCTCACACCTATGCTGAGGTGGCCAATGTCTCCAACTGTTAAGATCTGCACCACCCTT 

CCCAGCAGCAAGCTGTGGATGGCTTGCCNTGGCATNTGCATCCAGGCT7TTGTGAANAAC 

TGG ACAT GGCTAGAAACTTGGGGGTCCCCACNGACAATGGGGCGGGATGCAACATGGTTG 

AGCTTTTNGATGGGGGGTGTCACAAAAACCCAATGGCAAGCCTGCCCCCCCTGGCCTGGA 

CTTCAATAAGCATCCCATGAATGAAATGGGGGGCTTGGCTTAAATGGGGGAGGAAAAAAC 

AATGGGNNGGNCCCCCATTGGCAAAGTTACCCTTGCCCCGGGGCGGGNCCGGNTTTTAGA 

AACTTANGTGGNATTCCCCCCCGGGCNTGCCANGAAATTCCNANTTTTCAAAGNCTTTAN 

TTNGNTNCCCCGTNNGCCCTCNGNGGGGGGGGGCC 

Sequence 2623 

CCGGGCAGGTACGCGGGGTTGTGGTGGTTTTCTTTTGGCACATTTGTTAAGTTTT^ 

GGGCCTAACTCTGCCACATATATAATATCGGAGATGGCAAAGGCTTGTGACGGAGATATC 

TCTCTTAAGCCTTTCCTGCATCAGAGAATGGCCCCCACTGCTTCACACAAGAACCACCTC 

TGCCGCAGTTCCCAAGGACTTGTCAmCATGTTCTTATTTTAGACCfGTmGTAM 

AAGCTGTTTCCCAAGGAAAGAGATCAAAAAAAAAAAAAAAAAAAAAAAMGGTCCCT 

Sequence 2624 

AGGTACCCAGCTACTCTATAAATTTGAGAGACCACAGTATGCTGAAATTCTTGCAGATCA 

TCCCGATGCACCCATGTCCCAGGTGTATGGAGCGCCACATCTCCTGAGATTATTTGTACG 

CGGGGGGGCATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTTA 

GCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCTATCCAGCGTACCTGCCCGGGC 
GGN 

Sequence 2625 

AATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGTTTCCCCCACCACTGTGATCTATG 

AGGATAACCAGAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCTTCGACATCTCCT 

TCAACTCTGCCTCCCTCACCATNTCTGGACTGAAGACTGAGGACGAGGCTGACTACTACT 

GTCAGTCTTATGATAGCAAGCCGATGTGGTGTTCGGCGGAGGGACCAAGCTGGACCGTCC 

TAGGGTCAAGCCCCAAGGCTTGCCCCCTCCGGTCACTCTTGTTCCCGCCCTTNCCTTCTT 

GAGGGAGCCTTNAAAAGCCAAACAAAGGCCACGCCTGGGTGGTGTCCTTCAATTAAAGGT 

GACCTTTNNTNACCCCCGGGGNAGGCNCGGTNGACCAAGNTNGGNCCCTTGGGAAAGNGG 
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GCTTGCAGGGAATTCNGATATCAAGGCTTATCGATACCCGTCGGACCTTCGAGGGGGGGG 

GGCCCCGGTMCCCCAGCTTTTGTTTCCCCTTTAGTGAGGGGTTAAATrTGGCCGCCGCT 

TTGGCCGTAATTCATGGGGTCATNAGGCTGGTTTCCCTGTGGTGAAAATTTGTTATTCCC 

GCTCACAAATTTCCACAACCAACCATACCGAAGCCGGGNAGNCATAAAAAGTGTAAAAGG 

CCCTGGGGGGTGGCCCTTAMTNGMGTGGAGCCTAACCTCCAACATTTAAATTTGGCCG 

GTTGGCGGCTNCAACTTGGCCCC 

Sequence 2614 

CCGGGCAGGTACGCGGGGGGCCGGGCCGAGAGGTGGTTACA7TCGTTGAAGGACACCAGC 

TGCGGMTTTGCGGCTTTGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCAAT 

ACCAGTTCACTGGTATTAAAAAATATTTCAACTCTTATACTCTCACAGGTAGAATGAACT 

GTGTACCT 

Sequence 2615 

CGCNGTGGCCGGCACGANGTACCGCTGGGGGTGGTGTCTTTGCTAGATGGTCACATTGAG 

CTGNATGGNTGAATCCAGGGGTGCCTTNAGGATTNAGCNCCATGGCGGAAGACATGGTAG 

ACCAAAATCMNAACTACMTGACCGCCCCTTTTGACAGCCGCTTTCCCCAACCAGGAAC 

CNCGACTTNGAMCTGCGGGCATMCTACCNTGGACTTTTCACNCGCTGTCAGTMGGGC 

AATGGACNCGCTTAAAGGGAGGGNGAATTATCNTCTGNNGTGCCGNAATGGGTNCCCTTG 

CCCCCGGGGGCCGNGNACGCATNTAANTAACCTAGTNGNGATTCCCCCCNGGGGCCTTGC 

GAAGGGAAAATTTCTGATTTATTCCAAAGACTTTTATTTCGGATAACCCCGTNCNNGA^ 

CCCTTCCNAAGNGGGGGGGGNGGCCCCCGNGGTTTACCCCCCAAGGTCNTTTTTTGGGNT 

TTCCCCCTTT 

Sequence 2616 

ACGCGGGAGTGGGAGCGCGGGGACTGGCTGGGAAGCGGTCGGTCGAGTGTGGCCTGTGTG 

GACTCGCATCTTGCCCGAAGCTGGGCGGAGGAGAGCTCAAGCTAAGGGTGATCAGCCCAT 

GACCTAAACCTCCAGACAAAATAAAACAGGGAAAATTTGCTAGAATCAAGAATGATGGAT 

CCATGTTCAGTTGGAGTCCAGCTTCGT 

Sequence 2617 

ACGCGGGGGGCCTCTGTAAGGCACATGGAGGTGATGATGTTTCTTAGAGAGAAGATCACT 

GMGAAACTTCTGCTTTMTGACTTTACAAAGCTGGCAATATTACAATCCTTGACCTCAG 

TGAMGCAGTCATCTTCAGCGTTTTCCAGCCCTATAGCCACCCCAAGTGTGGTTATGCCT 

CCTCGATTGCTCCGT 

Sequence 2618 

CCGGGCAGGTACAAAGTCAGAACTGCCTGGATGGCTACATATACACCGGAAAACTGGTAA 
GTTTCAMCATTNCCTCTACAATCTTCTCTCTG 

GTGAGTAAGATTTTACMTTTCTGGTATCTATATTAAGTTTCTCTGGTCCAAATGTGTAG 
TCCCACAGGTGTTTCATGTCATCCCAATTTCGTACCTCGGCCCGCTCTAGAACTAAGTGG 
ATCCCCCGGGCTGCAG 
Sequence 2619 

AATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACCGCCTGGTCCCCGCGTGG 

AGTCTTTACTCAAAACAGCTCCCGCCTCANGCCGAGATGAGGAGCCCTTCAGAATAGCTG 

CTGTCTCTGGGAGGACCCGGGCGTCCTTGGCAGCCCAGCTGTGACACTGTGGCACCCAGC 

TCGACGTTCTTGCAAGGTCTACACACTGACCCCCTTCCTAGCCAATAACCCGAGAGAAGC 

GGGGCCTCGCCTTGGACGGGAAGCTCAAGCACGAAGNACACCGANACTTGGCCTCTAGCC 

ACCCTGTTTGAGGGGAAGGGGCCAMCCCGTGGAGGATCCTGGGGGATCATTTGTTTTCC 

CTACAAAAGTTGAAAAGTTGAAAGCTTGGGTGGGTGGTCTCGGGGGCCGGCCCTTCCATA 

ACTTTTCTGGTTTGAGAAAMTCGGCNCTTTAM 

TTTTC 

Sequence 2620 

GCGGCCGCCCGGGCNGGTACCCAAAACANAGATCTAGCCANTCAAGTCTCTGTGNGCCTG 
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GGTTGCATTCTCATTCCTTTCAGCCTTCTCTCCTNTNTCCCCAACCTGCACAGTTCTCCC 
CGCGT 

Sequence 2609 

CCGGGCAGGTNCCATTGGTGGCCAATTGATTTGATGGTAAGGGAGGGATCGTTGACCTCG 

TCTGTTATGTAAAGGATGCGTANGGATGGGAGGGCGATGAGGACTAGGATGATGGCCGGG 

CAGGATAGTTCAGACGGTTTCTATTTCCTGAGCGTCTGANATGTTAGTATTAGTTAGTTC 

TGTTGTGAGTGTTTAGGAAAAGGGCATACANGACTAGGAAGCANATAAGGAAAATGATTC 

ATGAAGGGCGTGATCATGAAAGGTGGATAAAGCTCTTTCTATGANTAGGGGGGAAAGTAA 

GCCGTTCTTTGTNAAACCCCTACCTTGGCNGC7TGCNATTGTGCCANTCCNCCGCCGCTA 

CCCCTTGGGCNCGCTTCCTAGNAAACCTAAAATGGGGATTCCCCCCCCGGGGCCTGGCCA 

GGGANATTTCCGAATNTTCCAAAGGCCTTTAATTCCGNANTACCCCGGTNGCGGAACCCT 

TCNAAANGGGGGGGGGGCCCCCCGGGGTAACCCCCCAAACCTTTTTTTGGTTTCCCC 
Sequence 2610 

TTGCTGGTCTCAAATTTCCACACGGAGATATCAATGGTGATACCNCGTTCACCGCTCAGC 

TTTCAGTTT ATCCA AGACCCAGGCATACTTGAAGGAGCCCTTTCCCATCTNAGCAGCCTC 

^^^TC^^^~nTTCAATGGTTCTTTNTGTCGATGCCACCCGCATTNATAGGATCACNAT 

TGGCCCAGTAGTTGGTGGACATTGCCCCG AATCCTACGCTGTCTCAATGAC N NACAAATG 

T TTGA TAATGNAGCACTTTNTCNCTNTTCCCATATTTTGGGCTTTTATAAGGGGGTT^ 

ATTTTCCACCGACCACCCCTNGTNGGTTCNTGGGCGGCCAAMCCCCCGTTTTGGCGGAA 

AAAAACNCCCCGCCGTTACCCTTGCCCCNGGGGGCCGGGCCCGTCTTCCTTAAGTAAACC 

TTAAGTTGGGGAATTCCCCCCCGGGGGNCCTGGCNAGGGGAAAATTTCNNTATTATTTCA 

AMGCCTTTATTCCGGAATTA CCCCG NTCCGAACCCTTCCNTAGAGGGGGGGGGGGCCCC 

CNGGGTMCCCCCCAAACCCTTTmGGTNTTNCCCCrTTTMGGTGGAAGGGGGTm 

AMTmGGCCNNCCGCCNTTNGGNCGGTTAAAATTCATTGGGGNCCCATNANGGCTTGN 

TTTTCCCTTGGGGNTTslGGAAAAANTTTTGGTTTAMTTCNCCNCCTTCTAC 

CCCCA 

Sequence 261 1 

AGGTACGCGGGGTGGATGAAATGACGCTGGAGCTCCACAGGCAGGGTCCCTNCATAGCTG 

TGGAAAGTGAAGAAGGCATTGAAGATGACTATTTTTTGGAGAGGCCTGATGCCCGAATTT 

CAGTTTGGCACTTACAGCGAATCTGAGAGGAAAACCGAGGAGTACCTGCCCG 
Sequence 2612 

AGGGCGAATTGGAGCTCCACACGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGGTGCA 

GGCTCCTGCAGATGCTCCAGAATGAAAGCCTTCTCAGACCTGCGCACTCCATCTCCCTCC 

CTTTTCTTCTCTCTGTGGTGGAGAACCACAGCTGCAGAGTAGGCAGCTGCCTCCAGGATG 

AGTTACTTGAAATTTGCCTTGAGTGTGTTACCTCCTTTCCAAGCTCCTCGTGATAATGCA 

GACTTCCTGGAGTACCTCGGCNCGCTCTAGAACTAAGTGGGATCCCCCGGGCCTGCAGGG 

AATTCG ATAATC AAGCTTATCCGATACCCGTCGACCTCCGAGGGGGGGGGCCCCGGTTAC 

CCCAGCTTTTTGGTTCCCTTTAAGTNGMGGGGTTNAATTGCGCCGCTTGGCGTAAATCA 

ATGQTCATTAGGCNTGTTTCCTGTGTGGAAATTGGTTTATTCNCGGCTTCACAAATTTCN 

CACAACAACCANTACCGAAGCCCGGGGGAGGCAATAAAAAGGTGGTAAAAAAGGCCCCTG 

GGGGGGTGGCCCCTAAATTGGAGGTTGGAGGCCTTANANCTTCCAACAATTTAAAATTTT 

NGCCGGGTTTNGCGGCCTTCAACTTGGGGCCCCGNCTTTTTTCCCAAGATNCCGGGGAAA 

AAACCCCTNGTCCGGTGGCCCCAAGCCTTNGGCATTTAAANTTGAAAATTCGGGCCCAAA 

CNNCCGCCCGGGGGGAANGAAGGGCCGGGT 

Sequence 2613 

GGTCTCGGTCACTCGAATAACCCGACATGGCGTCAATGGTTGCGGTTGGCGGGGAACGAA 
GTATATAGAAAAGCGTGCGACAAGTCGCTGGAAATGGCCTCGATGA'CGGCGAAGCCTTGC 
GGGGGCGGCAGCGGAGGAAGGACACCGATGACACCAGCCGAAGCTGCACTACTAGAGACC 
GGTAGAAATGAATGAGGTCCCGCGTACCTCGGCCGCTCTAGAACTAAGTGGATCCCCCGG 
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TGAACAGATTGACCAAGTCTTT 
Sequence 2603 

CGCCCGGGCAGGTACACTTTGGCATCAGATACTGGCTGCCCTTTCATAAAATGTTTGCCT 

GATTCATAGATGTCCACTTCAACCATCTTCCCCATGAACGCAGGGTTCTTTGGCACTAAA 

ACCTGCTCATAGMTTGATTGTGTGCMCATAAMCTTGGAATCAAMGATTCTTCTGTT 

ACTAACACTTGTTGTCTTTCACCAATCTTGTGATCATATGGACTGTAAGAATGAAACACC 

CGAGAMGATCTTTTGTCCTTTGCTTTTTCACTTGTGCCGGMCTT^ 

GCAGGAGTTCCTGGTCTTGGGTAAMTTGGTTMTAMCAGGCTTGGGAATTTGTACCT 

Sequence 2604 

TGATACGCGGGTCACCACAAAAGTCTGCAGCTTCAGTCCTGAAGCCAGCGAGACCACGAG 

CCACCAGGAAGAACAAACAAACTCCAGACACGCCACCTTAAGAGCTGTGACACTCACCAC 

GAGGGTCCGCGGCTTCATTCTTGAAGTCAGTGAGACCGAGAACCCACCAATTCCGGACAC 

ACTGGGATTACAGGTGTGAGCCACTGCGCCCAGCCAAGCATGCCATTCTTTAGAAGATGT 

TCTCTCCTGGCACATCTCAGTTTCTACAAAGGCCCCCAGCCCTTCCTGGAGACCCCTGGG 

GCGAAGTTCTCTCACCCTTCTTCACATGCCCATAACAACTCACCTNCCTCTCTCTTAGAG 

CCCCCGTCCTGCCCTTCCTTGAATTCTGGTCATGCTCATGTTTGCCATAGCTCCCCAAGG 

MGACAGCCTTTGAGTCANGTCTGACATTGTCTGTCCTTTAAAGAAGGCACTTAACACAT 

ATTTTGTCAACTGAATTAATAAAAATTTTCC^^ 

CCCTNGGCCCGCTCTANAACTTAGTGGATCC 

Sequence 2605 

TNGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACCTCACAAATGATAGTGGCTG 

AGAGCCAAATGATGAGCTTCTCTGTGTTATGTCTACCTAGCTGTGATTATATCAGGCACA 

GGATTGCGCGCGTGTGCTCTAATCCCACTGTGTCATGCAGGATTTTTACCTCGGCCTATG 

CCTGCCTGGCAGCAACACAGCCATGTTCCTTACACTCCGCCCCCTAGGCCAAGGGGGTCC 

TCTTAATGGGAACTCGTGCACATAGGGGAGCACCCTGGACCCATAGGCCACAGCAACAAT 

AAAGAGAGCAACAACCTACTACTAATATTCCTGCTATGCTACCTATGATTATAAGAGCCC 

AGTG 

Sequence 2606 

ACTTATTCTTCAGGGTTACTGAGTCGGCACCTATGACAGCTAAGAGAGCTTTCTTAAAGA 

CTGCCTCAGTGTC7TCTTGGCTTTTGGCACCTTCACTCCACTCTGCCCAGGAAATCCACA 

ATGGCAGACAAACCTGGGGTTTCAGGTGCACAAAGGCTTCTTCAAAAAGCATGGCTATGT 

CAGGGCTCTTTGACTCGATCAGCACCTGCAGCTTCAGCTGCCACATTGTCCCAGAGTCTC 

TAAACMTTCAGTTCCAGCTACTGCCACTTCCAGAGCTTCCCTCAGGAAGTTATAACACA 

GCMCGAAACACTCAACTGCTTGTATTGGCATTCTGACAGAAGCTTCAGTTCATGTGCCT 

TCCTGAATACAGTCATGGTTCTTTCCMCCTCTTCCCTCTAAGGAACCCACTATTTGACT 

TCTTAGTAAATCTTT 

Sequence 2607 

N I I I I II I I i I II I I n I 1 I I GGTAATACCTTTATATAGTCATCTAAACTTTCCAAAGCA 

CTTTTACCTATTATTCTCAGAACAGTCCAGGAAGTAGGCAAAACAGACATTATCACCATT 

TTATGAGGTATTGGATGCTAAATGACTTGCTCAGCGTCTCATAACTGGTAAGTAGCAGGA 

TCAGGTCTGAAATCCATTTCACCTGGCCTTAGATCCATCTTTGAGGGTCTCTTTATCTGA 

TAGGCTTCTCGTCTTGGATAGGCAAAGGAAGGATGAACTGGAGCAGAGGATGTCGGCCCT 

GCAGGAGAGCAGGCGGGAGCTGATGGTCCAGCTGGAAGAGCTGAT 

Sequence 2608 

cgaggtac i i i i i m m i i m i i i i i u i i i i aactcatacg i i i i fatttgagatctgc 

cttgcttatttcacaaagagttgcmcccgaatgctgmgattttccttcatggcgagtc 

tcagaatAcmcctcagctcatttgccaaatcttgccagcctgataaacatttttctttt 

gggggctggcatctcgtttcctccttcttctcttgttcacatataatgttggtcatgcct 

gagcttatagcagcagtagccagaggaagatgaggtaattaggcagatcacagcggaaca 
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GGGGGGGGGGCCGGT 
Sequence 2596 

AGGTACTTTGAGAAGGCAGGACTCAAATGATGCCCTGGAGATGTCACAGATTCCTGGCAG 

AGCCATGGTCCCAGGCTTCCCAAAAGTGTTTGTTGGCAATTATTCCCCTAGGCTGAGCCT 

GCTCATGTACGCGGGGTGCTGAGCCACGAATTCGTCCTGCAGAATCACGCGGACATCGTC 

TCCTGTGTGGCGATGGTCTTCCTGCTGGGGCTCATGTTTGAGATAACGGCAAAAGCTTCT 

ATCATTTTTGTTACTCTTCAAGTACCTGCCCG 

Sequence 2597 

CCGGGCAGGTACTGTTTCCTCAGCAGAGGAGAAAAACTCAACCTAGTTATGAGACCAACC 

ACACAACACAATGAAGAGCTGCACTAACTAGTTCAGAATGTTAGTTAAGATGATGCTGGT 

GTGAATCCGCGTACGCGGGAGTCGGACGGGCGCGGAGGCGCTTCTGGAAGGAACGCCGCG 

ATGGCTGCGCAGGGAGAGCCCCAGGTCCAGTTCAAAC7TGTATTGGTTGGTGATGGTGGT 

ACCT 

Sequence 2598 

CGCCCGGGCAGG TACCAA J Mil I ATATGTAGAGCATTCCTGTGMTGTTTGCAATTTTT 

CCCTTTCCTTTCCACTGCCCTGCTAATGTGCACATGTA7TAGACACAAATACCCAGTAAA 

TGGGAATTACCCATTTACATGCATACACACTGAGGTGTGCTTGAGTACTCATCACAGAAT 

GGGAGAGAGGGCTCTCAATAGATCATTCCCTTTGTTTCTCCCCTGGGCTTCTTGAACTTC 

TCGAAGTTCTTCAGGATGATGTCATATAACACAGCATAAGCATTGCGGATCTCCATGACC 

ATCANCCGGATGTCCCGGT 

Sequence 2599 

CCGGGCAGGTACGAATGGTGCCTCTTTAGCTTTTCGAATGAGTTTTGATCCCTGATCTTC 

CTCATATGAAGGAAGGGAAACACCTGTGTCTGTTGACATAGTGATTGCTTGAAGAATCTC 

CCTAGAGCGAGAAAACCTCTCACACCCCAACCCCCCGCGTACGCGGGTCTGCTCATGGTG 

CTTCTTAGCATCATCTTCATGAATGGAAATCGGTCCAGTGAGGCTGTCATCTGGGAGGTG 

CTGCGCAAGTTGGGGCTGCGCCCTGGGATACATCATTCACTCTTTGGGGACGTGAAGAAG 

CTCATCACTGATGAGTTTGTGAAGCAGAAGTACCT 

Sequence 2600 

GGGGTAGGATGGGAAGCCGTGGGGCAAGGGAGGTTGCAGGAAGCCCATCCTTCCCCTCCT 
GCGGCAGGTATGGTGACCCTCCTCCAGTTTTCCAGCTCTAATTTAAAACGCTGCCACACA 
GCGAGCGACGCTGCCAGCTGCTTCGCCTACACTCCCCGCGTACCTGCCCG 
Sequence 2601 

CCGCGGTGGCGGCCGCCCGGGCAGGTNCTAAAGAACCAAAAACTCCCAGAGGCAAGAGCA 

GCTATCAGAGGAAGTAGCCACCACCGGTTCCTCTTGACAAAAGATGCATTTTGGGGTTGT 

CCAGTCACTTGTCGGCTGGAGGTTGATGGTGACTGGTTTCCAAGCTCTGATTTCAGAATG 

CTGTCATTTTGCATCCTGGTCCTTATTCTTGCAGTTTGTGGGGCCCATTCCTGGGGAGTT 

TTTTGATATCCTGAGCTTAGCACTGAACGTTGCTTATCATGAGCTGTGMGTTTTGACTT 

TGTGATGACTGCCAAAATGATTCTATATATTGACTAGATGATCTGGTGGTTTTATCTCCA 

GATTCATCAGAATCCCTGGATCTGGCCTTAACAGTAAGTGACACTGCTGTGAGAGCTGTC 

TTGATCATCTTCTTCAGTTTCTCCTTCTTCAGAAGAMTTGGACCTTCTGTTGGACACTG 

GTGGCTTTCATATCTT 

Sequence 2602 

TATAGGGCCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGT 

GAGGTGAAGTGAGGGAGGCCGCCCGGGCCAGGCGAGCCGAACCAATGCTGGACCTGGAGG 

TAGTGCCCGAACGCTCTCTGAGGAACGAGCAATGGGAATTCACGCTGGGAATGCCTCTGG 

CTCAGGCAGTAGCCATTCTTCAGAAGCACTGTCGCATNATCAAAAACGTCCAGGTTCTCT 

ACAGTGAACAGTCTCCTCTAAGCCATGACCTCATTCTTAACCTGACTCAGGACGGGATCA 

AACTAATGTTTGATGCTTTCAATCAGAGACTTAAGGTGATCGAANTATTTGATTTTGACT 

AAAAGTAAAGTTAAAATATTGTGGCGTGCATTTTAATTCTCAGGCCATAGCTCCTACCAT 
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CCGGGCAGGTACTTGGAGTTACGAAAGATGCTGGTGATGAAGATTTGAAAAAAGCTTATA 

GAAAGCTTGCTTTGAAGTTTCATCCAGACAAAAACCATGCACCTGGAGCAACAGATGCTT 

TTAAAAAGATTGGAAATGC7TATGCTGTTTTAAGTAATCCAGAAAAGCGAAAACAGTATG 

ACCTCACGGGCAATGAAGMCAAGCATGTMCCACCAAAACAATGGCAGATTTAATTTCC 

ATAGAGGTTGTGAAGCTGATATAACTCCAGAAGACCTGTTTAATATA! 1)11 I GGGGGTG 

GATTTCCTTCAGGTAGTGTACCT 

Sequence 2591 

CCGGGCAGGTACTTTATGTGTGACAAGGCAATAGCAGCTNCTCCCTCAAGATTAAAAACA 

ATTAANAAAATACATAGCATCTGMGMTGTATTTTGGGTAAACGAGTAGCTATTATTTA 

TTAMGTGTTCGGCGTTCCTGTGTTCCCTTGACTTTGMCACTCTTTCCTAGTGTATTAT 

NGCGTCAGGGTGCAGCATCGCGAAGTTTCCAGAANATGGCGTCGTGATAACACAGACTTT 

TCAAGGACCCAAGGGTAAAGGATTGCCATTCATGGGGCCI Nil I GC TTTCTTTCTTTTC 

TCTCGCNTCCCTTTTCCCCCGCNTTCTCTCTCCTGTCTTCTCCATCTTCTGTGCTCTTTT 

TTTTAAATAAAAAAGNCTTTTATTGCCATTANTAATTTTMCCAT^ 

TTNGCCCCTTTTTTAAAAAGNNNGTTMCCCC 

NGGTGGGGAATTCCCCCCCCCG 

Sequence 2592 

AGGTACACCTCACAAATGATATGTGGCTGAGAGCCAAATGATGAGCTTCTCTGTGTTATG 

TCTACCTAGCTGTGATTATATCAGGCACAGGATTGCGCGCGTGTGCTCTAATCCCACTGT 

GTCATGCAGGATTTTTACCTCGGCCTATGCCTGCCTGGCAGCAACACAGCCATGTTCCTT 

ACACTCCGCCCCCTAGGCCAAGGGGGTCCTCTTAATGGGAACTCGTGCACATAGGGGAGC 

ACCCTGGACCCATAGGCCACAGCAACAATAAAGAGAGCAACAACCTACTACTAATATTCC 

TGCTATGCTACCTATGATTATAAAGAGCCCAGTGTAGGCCANGAGCCCAGAGACANCCAC 

CATTTNTGCAGGCGGTCATCAGTAAAGGTATTCAATTGCCTTTAATCTCCCATGACATGA 

CACCCCCTG 

Sequence 2593 

AGGTACGTGGGGG AGTC AGTC TCANTTAGG ACACAGC ATGG ANATG AGGGTCC N NNNTN A 

ANTCCTGGGGCTCCTGCTA 

Sequence 2594 

AGGTACGGCTTCGGAGGCTAGGCCGCCGCTCCAGCTTTGCGCGTTTCGATCCCAAAGGCC 

CTTTTTAGGGCCGACCACTTGCTCATCTGAGGAGTTGGACACTTGACTGCGTAAAGTGCA 

ACAGTMCGATGTTGGMGACTTATGATTTTACTGTGTATGTATTTGGGAGAAGAAATTC 

TGTCAGCTCCCAAAGGATAMCCAGCAGTTGCTTTATTGGTCTTCAGATGTGGCTGCAAA 

CACTTGAGACTGAACTAAGCTTAAAACACGGTACCTGCCCG 

Sequence 2595 

GGCCGCCCGGGCAGGTACGCGGGGGGTAGACAGAGGAAGGAGCCTGTCCTCAGACAGGCC 

CAAAAGTGAGTGTGTGTGGGAGTTTGTGCTMTGTTCAGTAGGTGGAAGCTCAGGGATTT 

CCACTGTATTCTTAAGGTGAAGTCAGAGATTTGAGAGAGGATACCCACTTGAACCATACA 

GCTGCCATTTTGGGTTGCMCAACGAGGCCAGTGTAGAAGGAGAATAAAGAAACTGGTGC 

ATTTGGAGTCANACAAAMGTTCATTCATGGCTCTTTCAGTCTGGMGATTCTGAAACTT 

TGGTMCATAGTAATTCCTAMTMGAATAAGGCMGTGGATTTTAATAAAGGGCAATAC 

CAGTGATTTCAAAGAAAGAGAAATACTGCAAGGTGCTGCATCATGAAAAGCAGTCCCATG 

AAGAAAMGATTCTGTCANAGCATCCTTATCAAAMCCAGTCGTNATTGCCATTTCCTTG 

TAAAACAAAAGGCCCTGACTAAAGCCCACTTAAAACAGATGGGATTTCAACCAAGNCTCG 

CTTAACTCTCCCTGTCATGAAGTCCNTGGGGGGGGAAAAGGGNTAAN i I I II I I i I NAAA 

AATCCATTCCCTGG I I KINK I CCCTTTTATATTTCANTTCTCCCATTTGGGGATTTT 

TTNNCCCCCAGTCCTTTNAAACCAAAAACTTCAAMTTCCTNGGGTTTTGGTTTCCCNCC 

CAAAAAAAAAAAAAAAAAAAAAAAAAMNNTTCCCTTTGGGCNGNmNAAAAANNGNGG 

NANNTNATGGGGGGGTGGGGGGANTTTTNTNTANAAATTTANTNTTTCCCCCCCNCCNGG 
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^^ GACA ^ GGTGGCTCAMGGCC CCTGTCCCATGCTTTGGACCAGTCTTCACAGA 

NGTTGAAAAGGCCAANNATAAGAGAACTNTTCCCACACCCTTCTGTGTTGGAGATAAATT 

TTTNCGTACCCTCGGCCGGTCTTAAACTAGTGGGATCCCCCGGGCCTGCAAGGAATTNGA 

TTTCAAANCTTATTCGATTACCGNCGAACCTTNGAAGGGGGGGCCCCGGNTNCCCCCAGC 
I I I I I G 

Sequence 2585 

CGCCACNCCACCGNGGTGGCGGCCGCAAGGCCCCGGNANGCTGCGGAACCCACGANACGG 
GCNGCNGCAGCTCGGCTGGCACTAANCANGGCGGATAAATGGAGGAGNNCCT 
TGGCAANTTAAATTGGAAATCCGGGGCCCC 
Sequence 2586 

AGGTACCGTGGTTTCAGCCTTGTGTGGTCATCACTGGTTTCTGGAGCTATTGGTGATGTC 

CAAGGGAAAGCTTTGAGAGTTTATGTTTACTCTTTGAGTCCCAGGAGAAGCCTGGCACCC 

TCTTTGCAAATTGGCCTTTGCTCTTTCAATGCCTTTCATCCATCTCCACTCTCTCAACTG 

CCTAAAGTCACAGCACAGATACTGCCCAGTGCCTTAAGAGGAGGACATGATCTCTACCAG 

GGACTCTCAGCAAACACGGGACTGTGTTTCAAGTCCACCAAAGGGAAAAAGCCGTnTTT 

TGMGCCTCTCATTTGTTCATGTAAAAAAATCATACACCGTGGCATTGTTGCTCCCACAT 

TTCCTTTACACACCAGGGGGTTAGGMGGGGGAATTGCTTTTTTGTGACCCAACGGTTTC 

AAAATATTGTGGACrrGGNTTTCCTTTmCTCTTrTTTTACCTGCNTAAAGCCAAGCC^ 

CTNGGGAAAAAGGGAATAAAAATGGAMTTNTTTAGNACCTAAAAGAATTTTTNGTTTTT 

TCCCAANGGAAGGGGCTTCAAATTCCTTGAAACCACCAACCAAGAAATGGTCCANGAAGC 

CTTNGNGAAAGGGGACCTTATNNGGMGAANTCANTNTTGGGTCTTGGACCCCTTTTTTG 

TTANCCCTTNGNCCCCGGGGGCGGGGNCCGGNTTNTTANNAAACTTAGGTGGGGAATTCC 

CCCCCGGGGCCTNGNANGGGAAATTTCCGAATTANTTAAANCCTTTNTCCGAAATANCCC 

GGCCCAACCCTNTNAAGGGGGGG 

Sequence 2587 

GGCGGCCGAGGTAC i 1 1 1 I ( I I i I 1 1 1 1 1 1 1 1 1 1 1 1 1 AACTCATACGTTTTTATTTGAG A 

TCTGCCTTGCTTATTTCACAAAGAGTTGCAACCCGAATGCTGAAGATT7TCCTTCATGGC 

GAGTCTCANAATACAACCTCAGCTCATTTGCCAAATCTTGCCAGCCTGATAAACATTTTT 

TGCCTGAGCTTATAGCAGCAGCAGCCAGAGGAAGATGAGGTAATTAGGCAGATCACAGCG 

GAACAGGNTGCATTCTCATTCCTTTCAGCCTTCTCTCCTNTNTCCCCAACCTGCACAGTT 
NTCCCCGCGTACCTGCCCG 

Sequence 2588 

AGGTACGCGGGTCAGCGATCAGCCAGCAAATATTTTTCTTTGAGCTTGTGAAAGCTCTGT 

GTTCTTTTGCCTTCAATCTGCTGTCTTCAAAACAAACAAACAAAAAAAGCTTCTTGCGCC 

TTTCCCTCCCCTGTTTTCTTCCTTTTTCTTTTTGCTTGTATGCACAAGGTAGGACTTACT 

TCGTAAGAMCAAMTGCCAGTAT7TTCTTAAGCCATGATGTGAAACCAATGACCCTGTG 

ACCACATGGCACAGAACACTAAATTTTTGGTCCCATGGCTGAAACTTGAGGGTGACTAAA 

AGTAATGCCTGTGAAACATGAtATCTATCTGGGATGGCCATTTGATCTCTAAAANGAATT 
TTGTCCTGCCCG 

Sequence 2589 

TTGGAGCTCCACCGCGGTGGCNGGCCGCCCGGGCAGGTACGCGGGGAGAGAGAGTGTCTT 

CNTNCTNTNNGACATCTAAGANAAAAAAAANNACTGACCAAGACTCAGCCGTGGGAAATA 

TGAGTGAGCTTGTAAGAGCAAGATCCCAATCCTCAGAAAGAGGAAATGACCNAGAGTCTT 

CCCAGCCGGTTGGGATCTGTGATTGTCCAGGGAGCCCACTGAGGGAAAAAACGTTCAAGA 

AAGAAGGGAACNCACCCAACCTGGATAAATCAGGGGGTATTTGCACCTTAGNTNGGNGGG 

AAGAATTGGAAAAAATTCAAAGCCATTTGCCCTTNCTTTTTTTTCAAAGGGGCCCTTGGA 

NCAATNGGGAAAANCCTTTTT7TTCAAACCAAGGGGAAACCTNGGGCTTNCTTGNCTT 
Sequence 2590 
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TTGGAGATGCCCATCTTGMTTTCTGAGAGGGCAAGATATACTTATTTCCATTTTATGCA 

GTCTGCATCTACCTAAAACCTCTGACTGATGTGGGAATGGCGAAACACTATCAGGCTTGA 

ATGTGTGTGAAAAACACCAAATTGGCCCAGATCCCTAACAGAGCAATCCTCGAGGGGATG 

GTGGCTATTGCTGGAGAGGCATTAGCTATTCACAGGGTACCT 

Sequence 2579 

AGGTACAAATCMCAGATATGTTTTAGAGAAGTGTTAMT^ 

TTAAATAGAATGAAATACMCAATCCGMGTGCATAGACGATGAGGTAAGATTTTTTTCA 

TCMCmATTGMGTGTAAmACATATAATAAAATGCAACCATATGTCTACATTCATG 

CAMTACCACCTTGTAAGAAATGCCTTTCCTGACTACCTTATCTAAATTAGTCCTGCCCA 

GAGTTCAGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACCAAATAATACAAAA 

ATTAGTCGGGCATGGTGGAGCATGCCTGCAATCeCAGTTACTCAGGAGGCTGAGTCAAGA 

GAATCGCTTGAACCCGGGAGGCGGAGGCTGCAGTGAGCCAAGATCGTGCCATTGCACTCC 

AGCCTGGGCMCAAGAGCAAAACTCCATCTCAAAAAAAAAAAAAGAAAAAANGAAAAAAG 

TAAAGTNCCCTGCCCGGGGCGGCCGCTTCTAAGAACCTAGTGGGATCCCCCCGGGGCTGC 

AGGGAATTTGANTATTCAAGGCTTTATCGANTAGCCGNTCGACCTCCGAGGGGGGGGG 

Sequence 2580 

CCGGGCAGGTACACAGGGGCATAATCMCCCATTTCCTGCTTCAAAAGGAATCAGAGCTT 

TTCCACTTCAGTGTATTCACATAGCTGAAGGGCATACAAAAGCTGTGCTCTGTGTGGATT 

CTACTG ATGA TCTCCTCTTCACTGGATCAAAAGATCGTACGCGGGGCAGCATTCACTCTC 

CCTGT CTTTT CCCCTTCCCTCAGCAGAAACGTGTTTATCAGCAAGTCGTGAGTCAAACTG 

CTGCCTTTTAAAAAACCCACAAAATGCTGATC 

AACTGGGTTTCTGATATTTGTAAATGTGTTTTCTTTATTAGATAAGAGTGTATTACCAT^ 
AAAGGNCATTAGTATAAATATTGCTTTCAAAAAGAAAATGGGTAGACAAAAACTATAATC 
CAGCATTCTTTTATTGCATTTG 
Sequence 2581 

CGCCCGGGCAGGTACGTTGATGTAAGCAAGGAATTCTGTATATTGAAGAAATTAAGTGTC 
TTGCCCAGGGTCACATGGCTGGAAAGTGACAGAGCCAGGATTCAAACTGTGGTCTCCTGA 
TTCTGAGACCAGTGTTCTCTTGACTGCCTTGTACCT 
Sequence 2582 

AGGTACACCTCACAAATGATAGTGGCTGAGAGCCAAATGATGAGCTTCTCTGTGTTATGT 

CTACCTAGCTGTGATTATATCAGGCACAGGATTGTGCGCGTGTGCTCTAATCCCACTGTG 

TCATGCAGGATTTTTACCTCGGCCTATGCCTGCCTGGCAGCAACACAGCCATGTTCCTTA 

CACTCCGCCCCCTAGGCCAAGGGGGTCCTCTTAATGGGAACTCGTGCACATAGGGGAGCA 

CCCTGGACCCAGAGGCCACAGCAACAATAAAGAGAGCAACAACCTACTACTAATATTCCT 

GCTATGCTACCTATGATTATAAGAGCCCAGTGTAGGCCAGAGCCCAGAGACACCCACCAT 

CTCTGCAGGCGGTCATCAGTAAGGTATTCAATTGGCTTAATCTCCCATGACATGACACCC 

CCTGCAAAAGCTGCCACTATGTTCTGGTGGTTGTCANGGATGAATGTACCTGCCCCNGGC 

GGGCCGTTCTAAAACTAGTGGGATNCCCCCGGGCTGGCAGGAATTCGATATCAAGCTTTA 

TTCGATACCCGNCGACCCTCNANGGGGGGGGCCCGGTACCCAACTT7TTG 

Sequence 2583 

AGGTACCGAGTGGCATTTACTGGTGAAATAACGATTTCCCACTTTCTCTACATCATCACT 
CC CC ATCC CAAATC C ATTGTCTATCACTTGAACTTGG AAGGTTTCCATATTCACCCTG AC 
AGCCACACATTTTGCTTCAGCATCAATACTGTTGAGGGCAAGTTCCTCAACACATTGGCC 
CAAGGAGCTTATGGCCAAACCAGAACGCAATTTGGCTTGTACCTGCCCG 
Sequence 2584 

CCGGGCAGGTACCCAGATTGGAATCTTCCGGAAAAATGGAGGAAAGGCAACAGAATCATG 
TCTTTCAGAGCAGCATGATCAGCATGTTTATAAAGCTGTTTTTACCACCTCATACCCAAG 
CTTACAGCAGGAAAGGTTCTTTAAACTTGTGTTGGTTAATGAGGTGTCCCAACAAGTGGA 
AAGCTTAAGAGTGAGCCACCTGCCAAGGCGGAAAGAACAGGCTGGGGAACGGGGTGATAA 



Page 455 of 869 



WO 01/51628 



Table 2 



PCT/USO 1/00798 



Sequence 2572 

CGCGGTGGCGGCCCGGCGGGAGGCTTGACGAAGAGCCGGGAGGCGTTAGCCGAAGGAAGA 
GAAAAACCGAAGACGAAGTCACTACAAGCCCCGCGTACCTCGGGCCCGCTCTANGAACTA 
GTGGATCCCCCGGGCTTGCAGGAATTC 
Sequence 2573 

CGCGGTGGCGGCCGCCCGGGCAGGTACCGTGGTTTCAGCCTTGTGTGGTCATCACTGGCT 

TCTGGAGCTATTGGTGATGTCCMGGGAMGC7TTGAGAGTTTATGTTTACTCTTTGAGT 

CCCAGGAGMGCCTGGCACCCTCTTTGCAMTTGGCCTTTGCTCTTTCAATGCCTTTCAT 

CCATCTCCACTCTCTCAACTGCCTAAAGTCACAGCACAGATACTGCCCAGTGCCTTAAGA 

GGAGACATGATCTCTACCAGGGACTCTCAGCAMCACGGGACTGTGTTCAAGTCCACAAA 

GGAAMGCGTTTTTGAAGCTCTCATTGTTCATGTAAAAATCATACACGTGGCATGTTGCT 

CCACAT TCCTTACACA CAGGGGTAAGAGGGGATTGCTTTTGTGACCCACGTTCAAATATG 

TGACTGTTTTTCTTTTCTCTTTTACTGCTNAAGCAGCCCTGGAAAGGATAAATGGAATAT 

TANACTTAANATTTGGTTTTCCANGAGGCTCAATTCTGAACACACCAGAATGTCAGAAGC 

TTGGAAANGGGACCTATAAAGAACATCTTAATCTGGATCCTCTTGTAACCCTCGGGCCCC 

TTNTANAAAACTAAGTNGGATTCCCCCCGGGGCCTGCAAGGAAA7TCCGATNNTTCAANG 

CTTANTCGATAACCCGTCNNACCCTTTNANGGGGGGGG 

Sequence 2574 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATATGATACTCTCT 

TCCAGGACTGAATCCGCTAGTCTGGCCAAAAAAAAAGCACTCAGCCACATCCTACTCCCC 

MTAAATGTCTCTGGGGTCTTCATTTTCTCTTCCGGCTGATCCTCAGTTCATCCAGTTCC 

TTCTCCATTAAGTGGGATTCAGCAGTGGACTCTGAAAGCTGAAAGTGAAGCAGCGGCTGT 

TAGCMGCAGCACATTTCTAGGAAATGTTTCGGGTTAGCAAGGCCGGCCCTACACACGGA 

GGAAAGGCCCCCTGCCACTTCTCTGATGCTGCTGGCTTCCTCGATGGGAAACCCTCTGTA 

ACTGGGTAGAATGCAACCCCTGATGACCCAGGACCACAAGTACCT 

Sequence 2575 

AGGTACTATCTTTAAGATGTAAGTCTGGCATTGTGGAAAGATGGTTCCAGTTTCTATGAC 

CTACCTTGGGGAAGAGGAATTCAAGTTTCTGTGGCTTGCCTTCAGGGAGAATGAGGCTGA 

GACAGGAGGGCAGGATAACATCAGAGAAAAACTTTGCTTCTGAGGCCTTCACTTTGGGTT 

TTCTGAGCCCCAACATCTGCTAGTGTTGTAAAGAGAACAATTAGGGACCAAGTGAGGGGA 

GGAAAGCATCCATCTCTGCATTCTGATGCTGGGAGACTATTTCCTTGAAATGCAATTGAT 

TTTGCCTCTGCTAAGAGGCTCTGCTGGCTACCCATGTACCTGCCCGGGGCGGCCGCCCGG 

GCAGGTACGCGGGGGAAGCTTGCTTCTGCCTGGCATCTGTGAGCAGCTGCCATGCTCCGG 

CCAGGATCCCTTCCTTCTCCTCATTGGCTGATGGATCCCAAGGGGCTCCTCTCCTTGACC 

TTANGTGCTGTTTTCTCTCCCTGGCTTTTTGGGG 

Sequence 2576 

GGGGTAGGATGGGAAGCCGTGGGGCAAGGGAGGTTGCAGGAAGCCCATCCTTCCCCTCCT 
GCGGCAGGTACCT 

Sequence 2577 

CGCCCGGGCAGGTACTCATCACGTTGAAGGGTCATCATATGTGTNCCCATTTTTTTCTCT 

GCAGGAAAGTGAGCTTCTGGAAGGCTGTATCTGAGTCCTGTTCCTCCAATATTCAATGAA 

TGCTGTCTGAATGGATCAATCAAATGGAGCTATGGCCTCTTCTGATTATGACAGCTGATC 

ACTAATATGATGTGACCTCCCCATTTCATGTACCTCGGCCGCTCTAAGAACTAGTGGATC 

CCCCGGGCCTGCAGGGAATTCCGATATCAAGCTTATCCGATACCCGTCGACCTTCNGAGG 

GGGGGGGCCCGGTTACCCAGCNTTTTGGTTCCCTTTTAGNNGAAGNGG7TTAMTTGCGC 

CGCNTTGGCAGTAAANTCAATGGGGTGCATNANNCCNGGNTTTTCCCTNGTGNNGGAAAA 

TTTGNNTTAATCNCCGNNTCCAANANATTTTCCACCACCAAAACATTACCGNAAGNCCCG 

GGGAANGCCCATTAAAAAGGTGGGTTANAAGNCCCTTGGGGGGGGGG 
Sequence 2578 
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GTCAAGGGCACACAGGTGTCTGGTGTGGGCATTGACCTATGCCCGGGCCAGCAAACAGGT 

CTGCAATGACATCGATGAATGCAACCGATGGCAACAATGGTGNCCTGTGACCCAAACTCC 

ATCTGCACCCAACACTGTGGGCTCTTTCAAGTGTGGTCCCTGCCGCCTGGGTTTCCTGGG 

CTGGGAATGGGAACGTGTGTGGGNCTGACACAGACATCGATGGCTACCCAGACCAAGCAC 

TGCCCTGCATGGACAACAACAAACACTGCANACAGGACCAACTGCCTTTTGNCACCCAAC 

TCTGGGCAGGAAGA 

Sequence 2568 

GAGCTNACCCAGTGGGCCACGGGCTCCGGACTCCAGAACTTTCCAAGTGGGGGAAACTTG 

GCNGCGGGATGAAAAGTGAGCCAGCTCCAGCCGGTGGAGGATGGTTTGAAAAAGGCACCA 

TTTCTGCTTCCTCTACTNAAGAACCAAAGGCTTTAGATTATTTTCCTGCMGCAMTTAA 

GAGCCAGTAATCGCCAATGTGTCCTGCCCTATGGTAACCCCGGTCTGTCTGAANGCTGCA 

TGTTTTTCTGCTAAATGTGMTTTNTGTTCCATCATTCAACAGACATGTGTTTGGGGATN 

TTTATTGTACCTCNGCCCGNTTTANMCTAGTTGGATCCCCCCGGCTCCCAGGAATTTGA 

TTATTNAANCTTAATNNATACCCGTCCACCCTTCGANGGGGGGG 

Sequence 2569 

AGCGAGTGGCGAGTAGTGGGAMCGTTGCTTCTGAGGGGAAGCCCAAGAATGACCAGTTT 

CTTAACGAAGTTCAAGCTGAACCAAGCCACCCGAGGAATGGCATCTCCTTCCGTGAAAGT 

TCAAGCCCCAACACCTCCCAGTTTCCTGGC7TGTCTCCTTCCTGGGACAACGTTCCGTGC 

GTTCTTTTACGATGTTGCCCGGCCMCTTCCATTGCCGGCTTCAAGTTACCTTCGGCCGC 

TTCTAGAACTAAGTGGNATCCCCCGGGGCCTGCAGGGAATTNNATATCAAAGCTTATCGA 

TACCCGTCN ACCTCG AGGGGGGGGCCCCGGTACCCAACTTTTTGTTC CCTTTAAGTGGAG 

GGGTTTAATTGCCGCCGCTTTGGGCCGTAMTTCAATGGTCATTMGCCTGTT7TCCCTG 

TGTTGAAAMTTGGTTAATTCCCGCTCACAAATTTTCACACCAAACATTACTAANCCCGG 

GGAGCCANTAAAAGTGGTAAAAAGCCCTG 

Sequence 2570 

CCGGGCAGGTACGCGGGGACAGATAAAGACTCAAGTCTGGGGACCTCCTGGTCACTCAGG 

CAGCAGCCCCTTCTTTCTTGCCCCAGTCTCCAGTTCTCCAGTGTTCACAGGTGAGCCTAC 

CAACAGCCACTGCTCATGATGGAGGCCATCAAGAAAAAGATGCAGATGCTGAAGTTAGAC 

AAGGAGAATGCTCTGGATCGGGCAGAGCAAGCTGAAGCTGAGCAGAAGCAGGCAGAAGAA 

AGAAGTAAACAGCTGGAGGATGAGCTGGCAGCCATGCAGAANAAACTGAAAGGGACAGAA 

GGATGAGCCTGGACCAGTATTTTGAAGCTTTTGAAAGGATGCTCAAGAAAAACTTGGAAC 

TGGCAGAAAAAAAAGGCTGCTTGATTCCTGAAGCTTGANGGGGGCCTNCTTTGAACCCGT 

AAGGATNCCAACTTGTTTGAAAAAAAAACTTGGACCNGTGCTTCAAGGAANCNCCTTGGC 

CACTTTGNCCTTGCAAAAAACTTGGNMNAAAACTTTAAAAAMCTTCTTN 

NTGMNAAAAANGTTTTTAMGGGTTTTTTGGNAAAAANCCGGGGCCCTT^ 

TGGAAAAAAAAMGNTTGGGGAACCTCCCNCGGAAAAATTNCAACTTNCAAAANAAACCT 

TTMNCCCCANTTNGCCANAAAAAMGGCCCGAATTTNGAMGTTTTTTAA 

Sequence 2571 

C CGGGCAGGTACCGCGGGGG AAGAAGGAAGAACGTTGCTTGGGCAAAAGGAGCATATTCT 

CAGGAGACGGGGCCCCTGCCTGCCACACCAAGCATTAGGCCACCAGGAAGACCCCCATCT 

GCAAGCAAGCCTANCCTTCCANGGANAAMGAGGCCCCTTGCAGNTCCTTCATCATGAAC 

TGGCCCATGATCATCTCTGGGCTTMTTGTGGGTAGTGCTTAAAAGTTTGTTTGGAATNG 

ACCCTTTATTTCNTACTTTTATTTTCTGGCCCC^ 

AGGCCAAAGNANGGGT HUM i'CNTTTATCCCACCTTTTCTTGGAAATTCMTTNTTTT 

GNGGGNAMTGGAAAAAAGGCCAAGGGGGGAACCTTTTTTTGGCAAAMNGGGAAAA 

GGGGGAATTNCCCCCMTmGGGCCCAAATTTTGNTTCAAACCCANCCGCCCCAAAAAA 

NAAAAAACCTTGGAANGGTTTTTTCTTTTTAAANGGAACCATTAA 

TTGGANNAAAAANTTAATNTTTTAAATTTGGGCCNTTAAAATTTTM 

GAAAANAAAAAAAAAAAAGG 
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CTAATATCCCAGGGGACCCTGTTGCAGTTCTCTGAATACCGGCTGTGAGCTTTCCAACTT 

CAGTTGAGTCGCAGCATCCTCCTCACACCACTTATCCTCCCTGCCTGTCCCTGGCGCGTT 

TAGACAACTGGMTCTTTGCTGACATTTTAAATGGGCTGGCTACTTCTCCAGCGTGGAGG 

CACCTAGCACMGGTGTGATAGATCAGTATTTGTTGATGMGTAACAAAAGTTATTTCTG 

GCAAATTGGACTTrTCCCCTTGAAAACGTTTTC 

AAAGAAAACAGCCCCCAAAGAAGAAAGGGGCGGGAAATAGGGGGGGTAGGGACCCCTTGC 
CTGCCCCGCGTACCTTGCCCNGGCCGGGCCGNTTNTAGAAACTAAGTGGGATCCCCCCGG 

GGCTNNCANGGAATTCGANATCAAAGCTTTATTGGATACCCGTNCGACCCTNCNAGGGGG 

GGGGCCCCNGTTNCCCAAACTTTTTGG 

Sequence 2561 

ACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAACCAGCGCATG 

MCAA7TTTCTACATCACAACGACCTGGTTTTCAMTTCAGCTCTCAAGGCCAAATCTTT 

TCTAAATTTAACCAAGAACTTCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAG 

TCTC ^AA GGATMGCTAAMCAAGATACTACTCANAAAAGGCGCTGGGATTTTCTGGAC 

ATACTTTTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCAGGCT 

GAAGTGAAAACGTTCATGTTTGCAGGACATTGACACGACATCCAGGGCTATCTCCTG 
Sequence 2562 

ACTGCTGCAGAGAAAAAGCATCCATGTCAAAAAGTAAAAATTCTCATTCTACCTTGCTTC 

CGTTCCCAGACCTTGTCTTACCTTCCTGAACTTTTTATATTCCTGGATTATCTTGTCTTC 

CAGGACCTTGTATTCTGGAGTTCCTCGCCGMCTCTTTTAATCTCTGCTCCCAGCTCTAT 

GAACCTTTGGCTTGCAGTCCCAACACGGGCATGCAGGATGCGGTATTCAGCATAATCTG 
Sequence 2563 

AGGTACC nTTTTTTTTTTTTTTTTTI I AAACTCCCTTTCCTTGTTATCTGAACTTCCAA 

ACATCAGCTTTGATGTCTATTG7TGGGACTTCAAGAGGACTCTTAGCACATCGGCAGGTG 

TTGGTTTTAGTGAGCAGGCGAGAGTCCCACATTCTTCCAAGGAGAGAGATGGGTCCCACC 

ACATTCCTACCCCTAGAGCANAAGTTCCCGCGCTGTGCCTCTTCTCTGGCTGCTTGCTGA 

GGACGTCTCCCAGTGGGGTACCTGCCCG 

Sequence 2564 

ACAGGCACATGAGCCATTTGTCCTGAAAAATCCATCTGGGGATCCCTGTGGGCTTAGAAG 

ACTCTGTCTGCCCAATGAAAGTCATGGTTTTGCCCATAATTCAGTGAGTTTTCAAAATCT 

TGTGTCTTGAAAATTTTCAACCATCTTCATAAATAGAAACTAGGATAAAGAACCCTCATA 

GTTCATTACAGGGAAGCAGATGATGTGAGCAAGTTCAGTTTCAGTTAACAGCCAAGAGGT 

CTAAGTGACAAACTCTTTCTCCCTCAAACCTTAGTTTCCTACTGAGCTCATATCCATGCT 

TTGATTTCAGAGTTTATCTGGTGCTAGAAGAAAACCTAAAAGCAGTGTGTCAGTAACAAT 

TGTTTAGAGCAGGTGAATTMGCTCGATTCTGCCTGACAGGTCTTCTTTTCTGGGTGACA 

CAAGTGAGTCACTCAGGGACCAGACAGAAGGTGATAAAAACAATCANTCCCTGGAATGAG 

ATTTTCTTCTGGCAAGGTAGACCCTTAAGAATTTGAGATCTCTTAAAGGGATGCA 
Sequence 2565 

CTATAGGCGAATGGNCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCGAGTGGAGGNAGGG 

ANAGACCCTCTGTGGTGGACGCCCCNCCTCGAGGAGCTTCCTGAGCAGGTGGCAGAAGAT 

GCGGTAAGATGGGCCTTGTGATGAGCTGTAGGAGTGGAGTGGGAGCTGCTTGTCCCCTCC 

CCACCCCCACAGCCCANCCCAAGNCCCAGAGAGAAGAAGGGAGGATTTCTGTGAGAGTGA 

CTGTAGGTAGAAGGGCCCAGGAGCCCTNCTCCTTTATT 

Sequence 2566 

TATNGGCGATTGGNNCTCCNCGCGGTGGCGGCCGNGGGNNGCTGNGAGNNCCGGGNGCGT 
TAGCGAAGAGAGAAAANCGAAGCGAACCACTACAGCGTCGCAGCGCGGCGCGGCGTCTGC 
TTTATAGGAGAGGGCGCAGGCCCCCGCGT 
Sequence 2567 

GTAAACGACCTCACTATAGGGCCGAATTGGACCTCCCCGCGGTGGCGGCCGCCCGGGCAG 
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TAGCTGTGTTCATTAAAGGTTTTCTCCATCCTGTGATCTGCTTTTAGATTTTGGAACACA 

TTrCATTGTGCACATTCCAT7TGTATTATTAATATGACAACATTTATTACTATTATTA^ 

ATCATCATCMTTCAATCACATCTACTATATCCCTGATAATGACCATGATCCTTTTAATA 

ATCACAAAACTCTCTTCCCTTCATCACGGGGTAAATAACCTATCACAATGCTGTAAGTCT 

CCATCAGCACCCCAGGCTGCCCCTGCTCACTTACCAGATCTGCTACTTTAGCCAGATCAA 

TCATCATGTTMTGTCACACCCACATfCMTMTGGTGAGTCTGCGCTTTTTACCTGACA 

CGATCGTCACAGGGCCTCTGATCTCGGTGAACTTCTGCCAGGTGAAGTTCCGAATGAGGC 

ATTATATCAMGTGCTCTTTCCAACTTTGGAGGCCCCGTCACCACTACCGCTATTGGTGG 

CGGGCTCTAGTGGMGTTCCATCMCCACTGGGMTATGAAGCTTTTGNGTCTTCAAATC 

CANAGTCCCGGTGAAAAGGATCGAGACATTNCACACCANCANACTGGAACNGGCAAAAAG 

CNTTTGGCTTrTTCTTTTTTTNG 

CCNCCAANTGGCCCCCTTTT 

Sequence 2557 

CCGGGCAGGTACGCGGGGAAGATGTAGCTGTGTAGTCTCCTTCCATAGCTGCTCTAAGGG 

GGCTGGCAACATGGCTCAGCAGGCTTGCCCCAGAGCCATGGCAAAGAATGGACTTGTAAT 

TTGCATCCTGGTGATCACCTTACTCCTGGACCAGACCACCAGCCACACATCCAGATTAAA 

AGCCAGGAAGCACAGCAAACGTCGAGTGAGAGACAAGGATGGAGATCTGAAGACTCAAAT 

TGAAAAGCTCTGGACAGAAGTCAATGCCTTGAAGGAAATTCAAGCCCTGCAGACAGTCTG 

TCTCCGAGGCACTAMGTTCACMGAMTGCTACCTTGCTTCANMGGTTTGAAGCATTT 

CCATGAGGCCAATTGAAAACTGCATTTCCAAAGGAGGAATCCTGGTTNTCCCCAGGAAAC 

TCCGACAAAATNAACCCCNTCCAANNATNTNGTAAAAGGANCCCCCCCCAGGTAAAAANA 

ANTTTGGGGGGNGGGCCANAAANGGGNTNNGGCCCCANAANNGNAAA I MINI I NNANA 

AAAAGGAAATN 1 1 I I 1 1 I I \ I NTTTTTTCCAAAAAGNGGNGCCCCCCCCCCCACCCTAAT 

AANNGGGNNAAAAAAANAAAAAAAATTTTN I I i I I I I II I NCCCNAAAAAATTTTTNNNN 

NNANNNNTNNNTTTNTATAANCNCNNTCCAAANAAAAAAAAANANCCNCCCNCCCCTNTT 

AAAAAAAANTAGNNNCCCCCCGGCNNNGGNGNNN I 1 I I I 1 I I IMNTTTTTTTACCCCCC 

CCCNCC 

Sequence 2558 

CAGGTACGCGGGAAGCGTGGTTTCTGCCCGNGAAGGCCTACAGTCTCATAAGGCTTCCAC 

AGTTCAAAGAAGTCCCTTATGTATTGTGGATTAGGAGAAATACATACATGACANAAAATG 

CTMCTCCMTAACATTTTCTCATTCTTTCATCCAAAAAACAATCCTCTATGATGTTGAA 

GGAGTTGTMTAGAAACAAAAGTATATTTAAGAATAACTAGACCAATTCCAGGTAATATA 

TGTATCTATTTCACTCTGAAAGTCACATGACTCCGCACTCAAGTGTGGACCATGCACAGT 

AACTTCNTTTTAAAAGCTNCAGCATATGTTAAAGAAAAAAAATCTTGACACTTGTTAM 

AACAGGAAAGCAGACTTTATATAGGACCATTGCAGTAGGTNTAGAAACCACAGCAATGGG 

GTTTTGCMTGAAGGTTGAGCTCAACTCCTAATACMGAAGAAAAMGTGGGGATTTATA 

GCTAAGGATCTATCCCTTGA 

Sequence 2559 

AGGTACAATAAACTGCTGTCAGTGCTGCTGGAGGAAGGAAGAGTAACTCTGACATCACTG 

GCCTTCAACAGGCGTGGCGCTGAGCTTCTGGGCCTCAGAAGCCCTGACTTCTAGAGGCTG 

GGTGCCAGCGGGGCAGGGAGGTGATCTCATCATGGATGGCCACAGATCATCCACCTGGAA 

ATGTTCTCGCAAATGAAACTGGAATGCATGATGTCCTGGATTCAGCGGGTCACAGCTGAC 

TGCCATCAGGAGGTGTGACGGAGAAGGTTCCATTTCTGTGACCCTGTGGTGATACAGGTC 

GGGACCCAGGCGAAGTAGCTCMGCCATNTGAATTGGCACCTTTCTGCTTTTCTCGCTGA 

ATGACGGGTGCCTTG 

Sequence 2560 

ACCAAATGTGCTTTTCCTGAGGACAGGGGAAGAGTTCACTATTCAGCCATACCTTTGCAT 

ATTTTACAAAATTCACTTCTACCAAGGATGCCTCTCCACAAAATGAGGAGTAGCACAAAG 

AACACCTAAGAAACCAGGCCTGACCCAGGGCCTCTGATGCTGGGGCAGGTTCCCCGCGTG 
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TGTGTAGTCTCCTTCCATAGCTGCTCTAAGGGGGCTGGCAACATGGCTCANCAGGCTTGC 
CCCAGAGCC ATGG CAAAGAATG GACTTGTAATTTGCATCCTGGTG ATC ACCTTACTC CTG 
GACCAGACCACCAGCCACACATTTCAGATTAAAAGCCAGGAAGCACAGCAAACCGTCGAG 

TGAGAGACAAGGATGGANATNTNGAAGACTCAAATTGAAAAGCTCTGGACAGAAGTCAAT 
GCCTTGAAGGAAATTC 

Sequence 2552 

CCGGGCAGGTACGAGTGGAGGACAGGGACAGAGCCCTCTGTGGTGGAACGACCCCACCTC 

GAGGAGCTTCCTGAGCAGGTGGCAGAAGATGCGGTAAGATGGGCCTTGTGATGAGCTGTA 

GGAGTGGAGTGGGAGCTGCTTGTCCCCTCCCCACCCCCAACAGCCCAACCCAAGACCCAG 

AGAGAAGAAGGGAGGATTTCTGTGAGAGTGACTGTAGGTAGAAGGGCCCAGGAGGCCCTA 

CTCCTTTATTmCTGAGTATAGGTGAGTGAGTGCCACAGAGGCTTTGCAAGGTGGTTCQ 

CTTTGAACTCGGAACCTCCATCATGTGAGCTCTCTGAAGATGGGCTTTCTTTGGGGTAGC 

TTAGAGGCCACTGCATTTGAACAGTGTGCTCTCTACAGAAGCAGCTGAGGCCTGTGGGAA 

GGCAGCCCCACCCTCCTTTTTTAAATTMT7TA7TTTTGAGACTGGGCCTTGCTCTGTT 

CGCANGCTGGAGTGCAGTGGCATGATCC 

Sequence 2553 

NCCCCCCCACCGCGGGGGCTGCCGAGGGACGATNNGNCCGNGTTGNAAAAGCNACCGGNC 

AAAGAANAGNGNAGGGNGCNAAANGGGGGGGGCCCNTAGGAGGCCGCNNNCNCCGNGACA 

NGGAAGGCNNNGNGAGNGATGGACCCANACATGAAACAGANGAAGCAGCAAAGGCAACCT 

CCCGNCAAAACNGGACCGGGCANGNCAACGCNGGGGGGAGAAGCNCTGGGCCGGGAAAAA 

NGAAAGGCAGAAAGGACAGGNGGGCCGGGAAGCCCACAGACATGGNCAANAAAANNAAAA 

AACCCC AAC.CGAGCCAATN GG NGGACAACAAAGAAGGGAGAAACCAAAACCAAACAAAAN 

CATGGATNNCCCNGGCCAANGGGNGACCCNACNGGGGATNGGGAAAACCNGCCNAANAGG 

ANNCCNGGAAGGNANCCCAGGCAAAAGAAAAAAAAGCCCCCGGGACTCGGGCAAAAAANA 

AANNGGNAAAAGGNCCCGAAAGCAAANGGGGCNTNCCNAANCCAAAGNAGGGNNGANGAA 

AAAAAGGNCNNNNTNNAAANAAAACCNCAGGGACCCNGGGGGGCCCCCCAAAAANAAAAG 

NAGANNGGGNGGGGNNNAANNNNAAAAAAAGGGGGGGGNGGGNAAAANCNAAAACNNAAN 

NNAACCCNAAGAAANNAAGGGGGGGGCAGNNCCCANACNAAAAAAGAAAAAAAANNACGN 

NAANANGCGNNGAACCCCGNGNNAANNAANAAAANAAGAAAAGANNAGNGGNNNNNNNNA 

NAGGGGNAAANAGNGGNAAAAAAANCNCNCAAANNGGNGGGNAAAAAAAAANNGNGGGGA 

AAAANNGACNAAAAAAAAAAAMGGGNAANNNNAAAAAAAAAAAAAAAAAAAA 

GGGACAAAAAAAAAAAA 

Sequence 2554 

GC ATATATATGTATG CATG TAAATGAGCTC NTATTAGCTGTGTTC ATTAAAGGTNTTCTC 
C ATN CTGTG ATCTGCTTTTAG ATTTNGN AAC ACATTTCATG N GTGCACATTCC ATTTGTA 
TTATTTMTATGACAACATTTANTACTATTATTATTATCNTCATCAATTCAATCACATAN 
T ACT ATATCCCTG G ATAATGACCATGATCCTT 
Sequence 2555 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCACAAACTTTTAGCCCCACGACGACTGC 

CTGTTTCCTMTTATATTTMGCAGGTGAGGTCGGCCTTTATGTTAAGGAAAATCACACG 

GGCTGAGAGTCGCTGGCAGCACAGCTTGAAATGCTTCTCAGATATTAAAGCCCGCTTGCT 

TTTCCA GGTG GGATACACTCGCTTTCCTTTTGACAGTAATGCATGTTTCCCCATTAGACA 

AACCTGTTTTACTACATTCATCMGAAACCCMTGATGCTGCCTCTTCTGCTTTGCAAAT 

TATCTTTTCACACGCCGTG ACTCCCC 7TCTTAGGCAGATGGTTTACCAAGTGCTACTTAT 

TTGGTTTGCGTT TTNGA CTATlTrTTGAGGATGACGTCATTAATCTATTGCTGGMTCT 

GGAGAGCTGCTGTTTTAAAGACTTACTGGAGCTGCCACGTTNTTGAGCAGATAAATGTGG 

AGAGCCCTNCGAGGAGGAACGGAMGAMTTTTATTTGCGTGAGCCGGTTATGGGATTT 
Sequence 2556 

CCGCGGTGGCGGCCGCCCGGGCAGGTGCATATATATGTATGCATGTAAATGAGCTCTTAT 
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NAAAAAAA 
Sequence 2545 

ACAAGTAGTCAATTTCCAGGTGAAGACCCTGGTGGACTGCATTTGACTTGTCATGCCGCC 

TMCATTCAAGGGCAGACCCCCAGAGAGCATTTCTGCAAGGGATTCACACTCACCCGTTT 

CTCGGACCCCTCCATTCTGCTGCCAGCTCAACCGCAGGTCCAAAGAAACGGAGTCACTCG 

CACTACCCTACTTCCCCAGCGTAAGCAGTCTCAGGCCGAGGCCCCACCAGTGGGCATCCT 

GAGTGCACCCCCATGTCAACACAGGCTAGAGGGGAGTCAGGCAGAGAGCACACAGGACTG 

CGGCCTGCAGCGGAGTTAAAGGGCTTCACCGAAGGGCTGCCATCCTTTAAGGGGGCCAGG 

C 

Sequence 2546 

CGCGGTGGGCGGCCGCCCGGGCAGGTACTATCTTTTCAACTTCTCCATATATCTATAACT 

ATTCTAMGTAAAAGTTTATTAATTTCTAAAACGAAGGTTACTCCCTAMGMTACMTT 

MGATACGTAGCTTGTAATCAGGTGAAGAAGGAAAAAGTCGATTAAAAAAATACTTAGTT 

CAAGAGGGCAGGAAACCGGGCGTAGTGGCATGCACTTGTAGTCCCAGCTGCTCACGGGGC 

TAAGATGGAAGGATCACTTGAGACCAGGAGTTCAAGGCCAGCCTGGGCAAAATAGTGAGA 

CCCTGTCTCTAAAATTAAAAC 1 1 1 1 I 1 1 1 1 AAAGACAGGAGATAAGAAAAAGTTGTCTAT 

GGGGGGAGAGGTTGATAAGCATTATATACAACACACACAAAAGAAAGTGGCAAAAACAAA 

GTTTGCATTTTMGGATGCGGTATCTCCTGTCCTGTTCCCCTAATTTAA 

Sequence 2547 

AGGTACCGTGMTCTTTMGTTTTAGGGTGTGGGGTTTTCCCCTTACCAAATGCAATATT 

ACCCATAGAGTAGAATMCCTGAGTTAMTAGCCTCTTTGAAAAACATTCATAANAGGCC 

AAGTGGGTTATATGAATGGCTACTCTGTCTTGATTCTCAGTACNATGCNCATTCACGTCC 

ATGCCATTGATGGCCAGCACTGCATGACCCACTCGGATGCCGTCCCGCTGGCCNAAAGCA 

ACCAACACACGCTCATCGTGTAGCTTGAGCAGCAGATCCAGCGGATMCTGAAAGTTTTC 

TCAGCCTCAGCCCGTGGCGCGTAGCTGTCCAACTGGTAAATCA 

Sequence 2548 

GCGGGAGGCTGACGAGAGCCGGGAGGCGTTAGCGAAGGAAGAGAAAAACCGAAGACGAAG 
CCACTACAGCGTCGCAGCCGCGGCGCGGCGTCTGCTTTATAGGAGAGGGCGCAGGCCCCC 
GCGTACCT 
Sequence 2549 

CCGGGCAGGTACATACTTTTGACAGGCACTGAGTGGCACTGTGCCCTGCCACTGTTGCAC 

CAGCAATATTCCACCCGGTTGCTTCTGAGCACAGGGCGCAGCCATGACTGATGTTGCTGG 

TATATCATCTGCGTTTTTTCATCTCTGCAGATCACTATGAGAAAAGACAGGCCAGCCTCA 

TCAGAGTATGACTCAAAATGAAATGCCTCACTACCCTTGCACCTACTGAGAAAACTCCCT 

CACTTGCTTTCTATAGACTCCATTGCATACTCCCTTATTGAAGAGACACAACTGGAAGAC 

AACAAGATAATGAATACTGGCCAAACACGGTGACTGATGCTGGTAATCCCAGCACTTTGG 

ATGGCCGAGGTGGGTGAATCACCTGAGCTCAGGAGTTCGAGACCAGCCTGGCCAACATGG 

TGAAACCCCATCTCTACCAAAAATACAAAAATGAGCCAGGCATGGTGGCAGGTGCCTGTA 

ATCCCAGCTACTCAGGAGGCTGAGGCAGGAGTATTGCTTTGAACCCAGGAAAGTGGGGGT 

TGCANGTGAGCCCGAGATTTGTCCTCGGCCCGCTCTAGAACCTAGTGGGATCCCCCCGGG 

GCTTGCAGGGAATTCGAATNTTCAAAGCTTTATCGATACCGTCCGACCCTCGAAGGGGGG 

GGG 

Sequence 2550 

CCGGGCAGGTACGCGGGGAGATATACTGAGTGAGCCCTGAGAAGCAGTCTCAGATCCTGA 

CGGTGCAGCAGCCCGCAGCCTCAGCCAGGGAGTCCCAGCCGCTTTCAATGGAGGAGAAGC 

CCGGCCAAGTATCTCTTTTCTACAGCCTTATTAAACTAACTACAMCATTTATTTTCC 

TTTAGTTTTACTTTCAGTGCATATCAAAGTTGTTGTACCT 

Sequence 2551 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAAGATGTAGC 
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TTTTGGCACTCAAAAGTATGTCCAGAAAATCCCAGCGCCTTTTCTGAGTAGTATCTTGTT 

TTAGCTTATCCTTAAGAGACTCCTTCCGGNCCTGGATTACTTTCTCTGTGAACTGGTGAA 

GTTCTTGGTTAAATTTAAGAAMGATTTGGCCTTGAGAGCTGAATTTGAAAA 

TTGTGATGTAGAAAATTGTTCATGCGCTGGTTGGAGATTTTGCTAAGGTTGAACACTGCT 

TTCAGGTATGAGTCCAGGGTACCTCGGCCGCTCTAGT 

Sequence 2541 

ACACGCCTGCAGAACCATGAGCCAMTAMCCTCTTTTCTTTATAAATTACCCAGCCTCA 

GGTGTCTTCTTTATAGCAGTGCAAAAACAAATGAACACAGTCCCATTCAGTATTTCAAAA 

AGMTCATTTACCAGCCATTGTCTGCTCTGTGGGCCCAAGAGACTTTGTCCCAGGTCACT 

GCGTGTTCTCCAAGTCCATTCATTTCCCCGTAAAAATGTTACTATCCCTCAAATTGCCAC 

ATTTCCCTCATCTCCAATTGCCTTATGAAAMGGGTGTATAAACATTTCCATTGGGTTGC 

TGGGCAT TCATTCTCCTGCMTTCCCCCGTGCTATGCATGTTAGAATAMTTTTGTATGC 

rnrm »cttattmtctgtcttttgttgatattcacaaacctncagaaagtaaagggg 

gmgctttcccttggtccctacagatgaggtgctgtgaacaggataaccgaaaccactct 

gctcttctggaanccagattcgagggaaccccagaccttnatatgccagccaaaagggga 

gamttcttatcagtcacctcttgggtcacctctttgnngaaaatctggnttaagtaggg 

gnggtaaaaamtmcnggtcntcatttttccctttttc 

Sequence 2542 

acattttgtcacggagtccacagagctgagcttttgagcagactctgagaagtatcattg 
cttgtgttgaaagaatacmcaggatttm^ 

gccgggcgcggtggctccccctgtaatcccagcgctttgggaggccgaggcggggggatc 

acgaggtcaagagatcgagaccatcctggccaacatggtgaaaccccgtctctaataaaa 

atacaaaaattagccgggcatggtgacgtgcacctgtagtcccagctactagataggctg 

aggcaggagaattgcttgaatccgggaggcggaggttgcagtgagccgagatcgtgccac 

tgaactccaacctgccaatagagcgagactccgtctcaaaaaaaaaaaaaaaaggaaaga 

mtagcattgaagaaaataccgcacatcagaggaaagcttattttctgcatggtgtcttt 

tcaaagatagaatatttgaagcatgttttctagccattgtgtggatgaaggtgaactggc 

tgaggcatcgctcaagctggggggtggtgtgtaaaaagcacgtggagccacaagaagccc 

ttntatagtcaagctaaaggctttccttttttgcgcccaactttttt 

Sequence 2543 

tgcatagactacgtcagcttctggggtgactagagcagggctgttgtctccacaagcttc 

agccgtgcgtggactggtcagcttccggagtgaccagagcagggctgttgtcatctcact 

ggcaccttggttccatcgtaggatcagctgggttgcatggtctaggtcctgttggctggt 

ccacttgtcctgggctgctggtttcagctgactggatggatggatccaaggcacaattcc 

tgcaacatttctaggcttccagtgggtcctggcgtcttagctgtggatctcccaatacct 

gcaggtaacgaggccacagaagctgggcctctaggagcagaagacacagagcagtgaaga 

ctacaccagaagctccggctgccgccagagacaaaggccccgcccccccgcgtacct 

Sequence 2544 

cgcggtggcggccgcccgggcaggtacaattacccaccactggatttgnctcananagga 

cccccagagggnnamnccatcttccctatttatnnnccagcccttgagggcttcattgt 

agatcaaagtcaaggcccccaggaaggtgacatactcctggaagttcagctcctggtcct 

tgttccggtccaagtcttccatcagccttgcaatttcaagcatcctgcaagcttcgnagc 

caatggtgmgctccttctgggatcaagctccctttcmgcttccttctttgcttcaang 

gnttgttgccttggtccaaccccttccccttgcccgggnagttaccaattggggaaccct 

tgaaaanaaggggggccttggccttgttttttc^ 

tccaaccamgnggccgncccaaccccttggccttttgcccccnngggggggtttggggt 
cccttttgaaaaaaaagaaccacccccccaaaamtnggtttrcmttgccccm 

AAAAAAAGNGGC CAGCC CATGNAAATTGGCCCTTTTT^ 
TNAAAAGGTAAAATTTTTGGNAAAGGTNTMTT™ 
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TGGGAGGCCNAGGAGGGCGAAATAACTTGAGGTCAGGAGTTTGAGNACCAGCCTGGCCAA 

CATCCTGAAACCCCATCTTNTACTAAAAATTACACNCACACACTACACCACNACCACACA 

ACTACACGNNAGTTAAACCTGGCCGTGGGTTGGCAAGGCACCACTTNATTCCCANACACC 

TTGGGGAGGCCTGGAGGGCATGGAGAAATTTGCTTTGAGCCGGGGGAGGCAAGAAGGGTT 

GCAGTTGACCAGTAGGATTGTGCCCACTGGCANTTCTGGGCCTGGGGGCAAACCAGAAGC 

GGAGACCCCGNTTTTCAAAAAAAAAAAAAAAAAAAAAATTTCTTTAATTTTC 

Sequence 2536 

GCGGGAGGCTGACGAGAGCCGGGAGGCGTTAGCGAAGGANGAGAAAAANCGAAGACGAAG 

CCACTACAGCGTCNCAGCGCGGCGCGGCGTCTGCTTTATAGGAGAGGGCGCAGGCCCCCG 
CGTACCT 

Sequence 2537 

CGAGGTACAMGGGTGCCGTTTCTTACAATTTT^ 

GTTAGATGTGACATATTGTTGTCTCCCCCCACCCATCCCGAGTTGGTGCTTCTGCTTTCA 

TGTGACAGTAATAATTCTGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGG 

AGTTTGAGACCAGCCTGGCTAACATGGTGAAACeCTGTCTCTACTAAAAATACAAAAATT 

AAGCCGGGGCATGGTGGCTCACGCCTGTAGTCCCCMCTGCTTTGGGGGAGGTTGAGGGC 

CMGNAGAATNGGCTTGGAACCCCAAGGGAGGNTGGGAGGGTTTGCAAGTTTGAAGCCCG 

AANTATCCGCTGCCCCANTTGCCACTTCCAANCCATTGGGGCCCGACCAGGAAGCNAANG 

GAAC7TCNCANTTCTTTCCAAAAAATTTNAMGGAAAAGGAAAAAGGAAAAC CCAAAAAG 

GAAAAANGGAAAAAAGCCTTTATTNNTTTGGAAACT^ 

AAAAAAAAAAAGGNAAAAGGCNCTTNNAATGGCNACCACCAAAAATTO 

GGCCNAAGGTTCNGA TTCNAA ATTTAAAAANGGGGATAATTTTTATTTTGGCCAT^ 

CAAAAAAATAAAANTTC I I 1 1 IMCTTCCCCCCCCCAAAAAAAATTTTAAATTAAANAAA 

NGNTTTCAAAMTANGCAAACNTTTTTTCC 

Sequence 2538 

CCGGGCAGGTACCTTTTACTCATTTATAAAGAAATGGAAAATTCCTTACTGAATGAGTGA 

ATGAATAAATGCATGCMTGGTGGTTGTCTTACACTTTATATAACACGTCCTCTGGATTT 

ACTAATAAAAAATGCTGTAGGCCTCTTCCAGCGGCTTTCCCTCATCCTGGTCTGCATTGC 

AGGGGCTGTGGCTGCAGCCAACACTGAAGACTGCACGGCACCTGAGGAGACCAACATCTT 

GTCTTTCAGAGACGAGGGTGATGTCATGAGTCACTTCTTGGTCTTTCCCCTCTCTCTGCG 

CATGTGGTGTCAGCCGTGGTGCCTGCCAACCCGAAGACTGGACTTGCTACATACGTCAGC 

AGTGGAAGAGAGCCGAGTTACCCCGAGTTACCAATGGCGAATCCCTATGGGTCCACAGCA 

ACTTCAGTCCTTGCCTCCTCAGAAGAAAGAATTCNACTGAGGGGCGTTAAGGCAGAAAAA 

G AG AGC AAGTTTCAG AGCCN NGAGTGGAAGTTTAGTTTAAAAAGGCTTTN GAACAGGGAA 

AAGAAMGCAAAAATTTGCTTTGNAAAGAAGACCCCAAACCANGCGCCTNGAAGGTNCCA 

TGAAGAAGAAAAAGGAGAGCCCCACGNAAGACAGGTAAAAAAAAAAAGGGGGCT 

Sequence 2539 

AGGTACGCGGGGAGAGAAAAAGAGAGTAAGGGAGGAGGGAGGGATAGAGAAGGGAGTGAG 

TTAGCAAAATGCCACACTGTTAGTTGCAAACTGGCACAAAGGTGAATGCGGTTCATGAGG 

CTCGCTTGATTAAGAAGAGCTGAAACAGGAGCAAAGAGCAAAAGGCAACCTGCAGCGAAA 

GCAAGGACTCAGGGAACCGGCAGACACAAGCAGCCTCTGCAGGTGTGCGAGCAGGATTGC 

TTCTGCMCAAMNCCTCCACCCAGCCACTTCTTGGGAAAAGAATGGCCACTTCTTGGGG 

CACAGTCI I I I 1 1 CATGCTGGGTGGTATCCTGTGTTTTGCAGCAGCTGTCNCCCACAGGA 

ACCA NCCANACTTGGTTTGAGGGTATCTTCCTGTCTTCCATGTGCCCCATCAATGTCGGC 

TTTTANAACTANTGGATCCCCCGGGTCTGCATGAATTCTGATATCAAGTCTTATTCGATA 

CCGNCGACCTTNGAGGGGGGGGCC 

Sequence 2540 

ACTTTGCCAAGCAGTAAAGGATCCAGGAGATAGCACTGGATGTGGTGTCATGTCCTGCAA 
ACATGMCGTTTTCACTTCAGCCTGGAGATCTGCTTCAGAGAAATCTTTGGTGTTTTCGC 
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ATGCTTCTGGGGTGACTAGAGCAGGGCTGTTGTCTCCTCAAGCTTCAGCCGTGCGTGGAC 

TGGTCAGCTTCCGGAGTGACCAGAGCAGGGCTGTTGTCATCTCACTGGCACCTTGGTTCC 

ATCGTAGGATCAGCTGGGTTGCATGGTCTAGGTCCTGTTGGCTGGCCCACTTGTCCTGGG 

CTGCTGGTTTCAGCTGACTGGATGGATCCAAGGCACAATTCCTGCAACATTTCTAGGCTT 

CCAGTGGGTCCTGGCGTCTTAGCTGTGGATCTCCCAATACCTGCAGGTAACGAGGCCACA 

GAAGCTGGGCCTCTAGGAGCAGAAGACACAGAGCAGTGAAGACTACACCAGAAGCTCCGG 

CTGCCGCCAGAGACAAAGGCCCCACCCCCCGCGTACCT 

Sequence 2532 

CCGGGCAGGTACAGATGTCCAGTAGACCTACTGGATATGCAGGCCTGCAGCTCGGGGGAG 

AGCTGGGTTAAGAACCGTCAAGGCAGTAATCATCTGCATTTAGATGGCGAGTGAAGCCAT 

GACAGGGGCTGAAATGGCCCAGCAAGAATAAATCAAACCATGAGAAACACATACATTTAA 

GAATAAGGAGATGTGGTCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAtiG 

CCGAGGCGGGTGGATCACTTGAGGTCAGTAGTTTGAGACCAGCCTGGGCAACCTAGTGAA 

ATCCCGTCTCTGCTAAAAATACAGAACTTAGCTGGGTGTGGTGGTGCGTGCCTATAGTCC 

CAGCTGCTTGGGAGGCTGAGGCACAAGAATCGCTTGAACCCGGGAGGTGGAAGCTGCAGT 

GAGCCGAGATCACACCACCGCACTCCAGCCTGGGCAACAGAGAAACACCCTGTCTCAAAA 

AAAATAATAATAAGGAGAT GTCAT GGGCTCGGGGGAGGGGGAAATGGGGAGCGCTGTTGT 

TTGAATGGTATANTTTCAAGTTTTGGGACTGAGAACAAATTCTGGGANGATGAATGGTGG 

TGATGGCTGCACAANCAATGTGAGGGCACTTTTNTGCCACTTGAAGTAACAGATCCTTTC 

AAAAATAAGCCCGNTCCGCGTACCTTGGGCCCGTTCTAANAACTAGTTGGATCCCCCGGG 

CTTGCNAGGAATTTCGANTTTCAAACTTANTCCGA7TNCCGGNCGANCCTTNAGGGGGGG 
GG 

Sequence 2533 

AGGTACGCGGGAGGCTCGGTGGGCGCGGGCGGCGAGATATGCCACACTTCTGCCTGCTGT 

TGGCAACCCTCCTGGACTAGGCTGCTCTTGTTAATCACATGGATGTTGTGAGTATTATAT 

TCACAAGTGGATGTAGAGAAGATATTTTTATTTAACTATAAATGC7TACCACATGAGCTA 

CTCATGCTTCGCAAAAATATATTAMCATTTGTGATCTGGAGTTTCATTAATCTCAGGGA 

TT ATGCT GCTTGTTCA TTGGT TAMTMTGTGGmCAGTATCTTCCCCTAATCATATTG 

ACTTTTTATGAAAGAACTTTTGACACAAAGCTGTGTCTCAGAATGTTTTGATGTAAAGGT 

AGCTGCTGATCTTAATTTGCAATTGTGGATTCATTTCATCTTGTATGCTTTTATGTTATA 

GGTTCCTTMGGTTGCCAGCATGAMGTGCTTCAGATGGCTTTGAGTCCTAATCTTGTGG 

TTCTGTTCACTGAAGATMGCCAGCAATTTTTTGGATTATTTTATTTT 

Sequence 2534 

ACGCGGGGAGGCTCCTGGGGTGGAGTCCAAATCACTCATTGTTTGTGAAAGCTGAGCTCA 

CAGCAAAACAAGCCACCATGAAGCTGTCGGTGTGTCTCCTGCTGGTCACGCTGGCCCTCT 

GCTGCTACCAGGCCAATGCCGAGTTCTGCCCAGCTCTTGTTTCTGAGCTGTTANACTTCT 

TCTTCATTAGTGAACCTCTGTTCAAGTTAMGTCTTGCCAMTTTTGATGCCCCTCCGGA 

AGCTGTTGCAAGCCAAGTTAGGAGTGGAAGAGATGCACCGGGATCAANATGTTCCCTTCA 

NNAAACCGAAGCCTCATTTNCGGAAAGTTCCCTGGTTGAAAAATATTTGAAAGAAAATGT 

AGGTGGTGTTGACAATGTTAAAAMCTTTTCCATCCTGGGTTTTCCACTGGTCTTTTT 

ATGGACACCCCTTGAATNCTTTTCACTTGCCANAMTGGTAAMGGGGTTTTCAAACCGT 

TCTTTGGCTITTAAATAAAMTCMCTTTNNCT^ 

NNTGNGACNCMCAAAAAAMGGTTCCCCTTGCCCCCGGGGCCGGGCNCGGCTTTTTTAA 

NAAACTTANGTGGGGGATTCCCCCCCGGGGCTTGNCMGGGGAMTTTTCNTTTATTTCC 

AANGCTTTTATTNGGATTACCCGNTNGGACCCTTNTNNANGGGGGGGGG 
Sequence 2535 

CCGGGCAGGTACGCGGGGCGAGCATTCCTTTACCCCAGCTTCTGGGGGCTGCACCACTCC 

AATCTCTGCTCCCTGGTCACATTGCCTCCTCTTCTGTGTGTCAAGTCTCCCTCTGACTCA 

CTCTTAAAAGAACATTTGTCAGGCCAGGCACAGTGGCTCACGCCTGTGGTCCCAGCAGTT 
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CTATAAGTTATGATGAAATCTTGCTTGGAAGGGACACATTGGGAGAAAGACCTATTGAGG 

GATGGTGAACrCACATATGGTATCTCTTGCTGCTGCGACAGGCCTCATCACTCCACTTGC 

CCTGAGCTGATTGGGAGMCAGGGACACANTTTTCTCGCTTGCCACCCGTTAGGCTGTGC 

ACCGGTCCCAGTTTGAAGGAAAGGAGATAAGCGAANTCCCGTTGACCGTCNACCAAACTT 

NGCCTTCCCGTGACCCATGTCATTTGGATGGCCCCAGCCCANAANNTCATTTGGACCNCC 

TTGGCCAGGCTCCCTTTTACCCCATANGTCCTTTGGGAGGGGCCGNTNGGANTTCCGTCC 

GGAAGTTTCCTGGGGGGATAANCCAANGNAATTCCCTTCCTTTTGGGAAAATGGCCAGNC 

CTTTNATTTGGGCCCTCMTGGGAAAANGCTTTCNAAACCCTTNTTNGNAACCAANGGGT 

ANCANTNTNTTTGNNGAMCT7TTNNGNGGCCTTCGGAAAANANACTNGTTTGCAGGGGG 

CTTG GAAA TTTTCCTTTCNAGGGCATTTGACCTTTNGNCCCAGNNCTTTT^ 

GGGNTTTTAANANNTTCCATCCTTCCNCCCCCCCCCCCCCC 

Sequence 2528 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCGCGGGATGTTTTACCTAGGTAAATTATC 

CTGCTCATAACTTGTAMCTTTATCTGTTTTCTGTCTCCATTTCTTMTCATTAAGG 

ATATGGATTCTTACTCTCTTCTTCAAATTGTAAT^TMTTGACAGGTTTAATAAATATAG 

GTCAGGTTCAGGTTCAGATTTGAGTGTGTGTGTGTATGCGTGGTGGCGGGCACCTGTAGT 

CCCAGCTACTCGGGAGGCTGAGCCAGGAGAATGGCGTGAACCTGGGAGGCGGAGCTTGCA 

GTGAGCGGAGATTGGGCCAGTGCACTCCAGCCTGGGCAACAGCGAAGACTCCATCTNAAA 

AAAAAAGGAAATGTGTATCMGMCATGATTATCCAGGGGTATTTTCTAATTCAGATCAT 

CAMCTGATTATATAGMGAGTTGGCTTTAAAATGTTTGCAAATGTC I rTTTTTTTTTTA 

ATACTGGGAAGAAAAAAMTATTTCTGGTTGGGGTCTCAATACCAGGTGCTTTAGGANGT 

TCTTTCANAGGAGCTTTATTTAAAAAMGGATGAAMCCCCGGNTNGNAAAAAAANAATA 

TAAAANATNTNTNAANNGGTTNCCCTTCNGGNCCGCNTTTTAAAAAACTNAGGGGGNNTC 

CCCCCCGGGGCNNGCNNGGGAAANTTCGGTTTTCAAAGCNTTNTNCGANACCNGNCCCNC 

CCNCCAANGGGG 

Sequence 2529 

CCGGGCAGGTACAAGGGCACTCAGGTGTCTGGTGTGGACATTGACTATGCCCGGGCCAGC 

AAACAGGTCTGCAATGACATCGATGAATGCAACGATGGCAACAATGGTGGCTGTGACCCA 

AACTCCATCTGCACCAACACTGTGGGCTCTTTCAAGTGTGGTCCCTGCCGCCTGGGTTTC 

CTGGGCTGGGAATGGGAACGTGTGTGGGACTGACACAGACATCGATGGCTACCCAGACCA 

AGCACTGCCCTGCATGGACMCMCAAACACTGCAAACAGGACMCT(3CCTTTTGACACC 

CAACTCTGGGCAGGAAGATGCTGATAATGATGGTGTGGGGGACCAGTGTGATGATGATGC 

TGATGGGGATGGGATCAAGAATGTTGAGGACAACTGCCGGCTGTTCCCCAACAAAGACCA 

GCAGAACTCAGATACAGATTCATTTGGTGATGCCTGTGACMTTGGCCCCAACGTTTTCC 

CMCAATTGACCAGAAAGGACACAAGATTGGCAAATGGGGGAAAGGAGATTCCTTGTTAC 

AACNNACCNTTNGNATTGGGGATTGTCATCCCCAANTGGGATTTGGAACAAATTGCCCCC 

TAAAAGGTCCCCC 

Sequence 2530 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGACAACTCGGTGG 

TGGCCACTGCGCAGACCAGACTTCGCTCGTACGCGGGCTTTATAA1TAATATMTGTTTC 

TGATTAGTGmTGATAGGCCTCATTTTATTAAAGTCTmATATTCTTGGATGAMm 

TMTA ACTTT CT TCAT AMTGTCTTGCACATTTCATMTAGGCTTATTCCTAGGTGTTTT 

ATAGATTmAGTTTTGGTTGTGAGTCTTTTAACTTACATAAAM 

TATTCACATATCTATTTTGTGATGTTTATCATACGGAAGTTTTAAMTAT^ 

GTCTTTCCAl I I I I I I I I GTTTATTTAAGAACCATTCCCTAGCTAGGGNCATGAATACAT 

TCTTATGAATTATTAATCCCATATGGATAGCTAGTTTCCCTAGCACCTTTAAAAAATAGT 

NTTATTATTTN CCTCCTGATGTATAAGGC C ACCTTTACC AATTTAC ATATAATGTACCTC 
N 

Sequence 2531 
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ACCTGMGTATTTTATCTATCCTCAGTCTCAGGACACTGTTGATGGAATTAAGGTATAAT 

GTGTTAMGTCTGTGTGGCTTTCTCTTGTTTACTTTGGGGGAAAGGATGCCAGGAACATG 

TATAGTGTCTCAATGCTAATACTCTATGATGGATTAACTCAAAGCATCGGGAGATGACTC 

ATATTATCTTMCATGCTTTCTTTTATTGAAAGTGGAAGGC 

Sequence 2523 

CCGGGCAGGTACGCTGTATGGTGTGTAAATGATATCTCAATAGAGTTGTTATTTTTTTAA 

GGATTCCATGGGTATTTCTGCTGATTCANAACCACTGCCCCACACJACCTAAACTGTGGA 

ACAGAAACTCCTGAAGAGTGGCAGAGAGTCACACTCCTCT7TGAACCGTGAGAGACACAA 

ATACCATTGGGAATAAAGAGTG GGTAGATTACAAGACAACTCTCAAATCTAAACTGAAGT 

CAACAGATGGGGTTTGAT 

Sequence 2524 

CCGGGCAGGTACCACTGATACCTGCTGCTTGCTCTTTTCTGGCATCAGGGTGACTCCAAA 

TCTTCTAGCAGCACATTCCCAGGAAGCAGGCTATCACTATCTATAGTGCCAGAGCTTTTA 

GAGCTAACAATCAGTCCCCGCACTTTGAGCTTTTTGACCATTGTGAATGGCTCAGTAACT 

CCTGCTCGTGCTCCCTGGGAAGGCATGTATTAATGGCTTTCTCTTCTCCATCCACAGGCT 

TTGTGGACATGTGTGTGCAGCATATCCCTTCTCCAAAGGTGGGCGCCAAGCCCAAGATTG 

AGCACACCTACACCGGTGGTGTGGACTCCGACCTCGGCGAGGCTATGAGTGACTGTGACC 

CTGATGTAAGGGCATGTGGCTCCCCGGTTCTCTGGTCTTTTTTTCCCCTTCCTGTGTGGG 

GATACTGATTTCTGGTCACAGGAGTAATGCCCACTTTCCCACCCTTGCCTCCCATCCCCA 

TGAGCACAGTCAGGCCTGAATGCAAAACCTGATGTTGCCACCGCTTAGTGCTATTACCTT 

NGGGMCATTACTCACAATTTCCTGAGCCTCAMGGCCTTTGGGTCTATTAACACGNAGC 

CTTAATTAAAAATGTNGAGCCGGGTTGTTTTTGMGATTTTAAAATA 

Sequence 2525 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACATACTTTTGACAGGCACTGAGTGGCACTG 

TGCCCTGCCACTGTTGCACCAGCAATATTCCACCCGG7TGCTTCTGAGCACAGGGCGCAG 

CCATGACTGATG7TGCTGGTATATCATCTGCGTTTTTTCATCTCTGCAGATCACTATGAG 

AAAAGACAGGCCAGCCTCATCAGAGTATGACTCAAAATGAAATGCCTCACTACCCTTGCA 

CCTACTGAGAAAACTCCCTCACTTGCTTTCTATAGACTCCATTGCATACTCCCTTATTGA 

AGAGACACAACTGGAAAGACAACAAGATAATGAATACTGGCCAAACACCGGTGACTGATG 

CTGGTNATCCCAGCACTTTGGGTGGGCCCAGGTGGGGTGAATCACCTGGANNCTCAGGAG 

GTNCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACCAAAAATACAAAAATGA 

GCCAGGCATGGNGGCAGGTGCCTGTAATTCCCACTACTTCAGGAGGCTGANGCAAGGAGT 

TTGCTTTGAACCCAAGGAAAGTGGGGGTTGCAGTGAACCCNAAATTGTACCCTTCGGCCC 

GCTTCTNAGAACTAGGNGGGATCCCCCCNGGCCTGCAAGGGAATTTCGATATCAAAGCCT 

TATTCGNNTCCCGNCGACCCTCGANGGGGGGGGGCCCCGG 

Sequence 2526 

AGACACTCTACACTGTGAGTGTCCCCTGATATTCCCTCCCACTCGGCCTGATCAGTGGTA 

TCTGACCTCCAACTACTCGCTGCAACAACCCGTTCTCTAGCTGAGTGGGCCTGGACTTTG 

AACAGAATTAACAGCCTGGAAGTGGAGTTCTCAATCTCAACAGCCCCTTACCTCATGCAA 

ATTTCTTTTGAGCTGAAAAGMCAMCAGAATGCCACCTTTTAAAACMCCTTC 

ACATGGGGGGAAAGTCAGG7TTTATATAAATCAGAGAGATAGAAATAAGGCCCATAATAA 

AAAACTT GAMTAG ATTTGGGAAGTTTCCGAMCTTCCAAAAACTAGTGGTCCAAAGTGG 

GGCAANA I MM IGTGTGCATTGAAGAGGCCCTNCCTGTTTCCTTGGGCCATGCTGGTGT 

CTTGCCCCGTCCAGGAACCCGGGGCT 

Sequence 2527 

AGGTACAAGTGAGAAAGACTAGAGAGAMGATTTTAGTCTGTTTAGCAGAAGCCATTTTA 
TCTGCGTGCACATGGATCAATATTTCTGATCCCCTATACCCCAGGAAGGGCAAAATCCCA 
AAGAA ATGTGTT AGCAAAATTGGCTGATGCTATCATATTGCTATGGACATTGATCTTGTG 
TTGCAAi MM i AATAAG TAAAAAATTATG ATTTTTACTTG ATCTTAAG AG ATC ATG AAC 
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ATTGGGAGATCCACAGCTAAGACGCCAGGACCCACTGGAAGCCTAGAAATGTTGCAGGAA 
TTG TGCCTTGG ATCCATCCATCCAGTCAGCTGAAACCAGCAGCCCAG GACAAGTGGGCCA 
GCCAACAGGACCTAGACCATGCAACCCAGCTGATCCTACGATGGAACCAAGGTGCCAGTG 
AGATGACAACAGCCCTGCTCTGGTCACTCCGGAAGCTGACCAGTCCACGCACGGCTGAAG 
CTTGAGGAGACAACAGCCCTGCTCTAGTCACCCCAGAAGCTGACTAGTCTATGCA 
Sequence 2517 

CTGATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGCTGGCCTCTAA 

TGGAGTCACTATGACAAGAGCAGCCCCTGCCTCTGGGGGGCTCACAGCTCACTGGAAGAC 

ACTAGAATCCTGTTCTAGAGCCTGGGTGAGGAAGTCTTGGGATTCCCCTGGGAAATGGAA 

AACTGTGCAGCAGGACCCTATGTTGCTTCCCTCTGACCTGCAGCAGAGACGTGAGGGGTG 

ATTTC MTCAG AAATCTCTCAGTTCACTACCCTGAACGTCATGGCCAAATGAAATTTCAG 

AAGAGATTTTTATCACAGTCCTCAGATATGGAGATCTGC I l I I 1 1 CGTCCCAGCTTTCTT 

ATACATTCAGTCTTCAGGTGTGAGGATTeGGTTCATTCCTAAGCATATGATGTGGTGATG 

TAGGTCTTTGCTCACAGAAAGATCCATTTAGGGCAGATAATTTCC 

Sequence 2518 

AGGTACATTGTGATGGCTGTTACTAMCTAATCGTGTATTTATGGAACTAGCAAAATTAG 

GTTAGTCACACAGGCAGGAAAGGTGTCTGGAAGGACAGGAGCAACCTGTAATGCGAATAT 

TGGTTTTCTTGGTATACTCAGGCTCTGTGGTCATA7TGAGAACAACGGATGGAGAAAGGT 

ACGCGGGGACCACTTCTCTGGGACACATTGCCTTCTGTTTTCTCCAGCATGCGCTTGCTC 

CAGCTCCTGTTCAGGGCCAGCCCTGCCACCCTGCTCCTGGTTCTCTGCCTGCAGTTGGGG 

GCCMCAAAGCTCAGGACAACACTCGGMGATCATMTAMGMTTTTGACATTCCCAAG 

TCAGTACCTGCCCG 

Sequence 2519 

CTAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACANGCTGCATGTGCCTTTGGGGGGCT 

AAGTAAGGACTGGCCTATCTGAGCACACCTTCCAGGGACATTTATATGCCCTGTCCACCG 

TCACCAGTGATAACATCAAGGGCCTGAACAGAGGACCATCCCAGCTGCTGGCACCTGTAT 

ATGTTATTCATGAACCTAGAGACTGACCCACTTAGAACTGTGAGGGCCCTCACGTGACAT 

CCAAGGGCCTGACGATAGATGTGCCrCGCCCTCAGCTACCACCTCCAGACACTGTTGGAG 

TCTAGGCATTGGCTGGCCATACCTGCAGCTGCTGACACACACACACACACACACACACAC 

ACCTTTCAGGGGCTCAATAATGGACCTACCTTGCCTGCCACTGGCACCTGTGGGCACTTC 

CCAG 

Sequence 2520 

NNNNNNNATNNANNNGNCTGAACGANTTNGANNTCNNGCTNNTGNANANCNNANNCCTCT 

ATGGGNGGCCNCGGCACCNAACTTNTTNNCGATNNACNGNGGNTAAATCNCCCTCTNGTN 

GAANNNATNNATATNCNTGATAATTGTGCAGGCCTATTTATCACACTCCTCCTGGCTGCC 

TTCAGCACAATGGTAGCGCTGCTCACAGAACTCCTGGATCCGGCTGCACGCTTCCAGCAT 

CATCACCTCGGGGACTGTGATGACCACTCGGATGAAATTCGGGTACCT 

Sequence 2521 

CCGGGCAGGTACNCGGGGGGGTGCAGGGCAGTCAGACTGGAACCATGGANCTCAGCGTNC 

TCCTCTTCCTTGCGCTCCTNACAGGCCTCTTGCTACTNCTGGTTCATCGTCACCCTAACT 

CCCATGGCACCCTNCCACCANGGCCCCNCCCTCTGCCCCTTTTGGGGAACCTTNTGCAAA 

TGGACAGAAGAGGCCTACTCAAATCCTTTCTGAGGGAGTGGATNTNATTGCCGNCAATCA 

ATAATACCTTTGACCAAGGGACTCCAATCAATTCATCATGCTTTGCCTAATGCCTTTTGT 

TTGTAATACTGTTGCGGGACAATCNAAGACTGGAGAGAGCAAAAAAA 

Sequence 2522 

NAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTGCAAGCTGATGGCTCACAGCAG 
GTGGGGCACACACTCGGTGGCCTTGTCAGTCTGGTCTGTAAGATAAAAGGTAATGTTTAC 
GTTCCCAMTAATTCATAATAMCAGGGTATATTTTAACATCI ! I I I I GAATGTCTCTTT 
TCCAACAAAAGACATTTTCTCATCTATTGTTTAMTTAAAATTCCACAGGCTCTGCTTTG 



Page 444 of 869 



WO 01/51628 



PCTYUS01/00798 



Table 2 



TCACTTAGGAAGAATTCGTTAACG^ 

CTGTGTGGATGCAGCACTG7TATGGTGTTCCAGTTGCCATTCTAACCCAAATTAGGTCTT 
TACCTCAGTCAGTAAGCTAGCTGGCCATGTCAGGATTGGTGAAGTTCAAAAATTAGTCTT 
CATAATGTTAAAAGCCACAATTCATCATGAACATAAGACAGCTATTGATACCTACCTATG 
TATCAAGTTACACATCTGCAA I I I I II I I I I I I GATGGAGTCTTGCTCTGGTGCCCAAGC 
TGGAGTGCAATGGTGCAATC7TTGCTTCCTGCAAACTCTGGCTTCCAGATCAAGCCANTT 

TTCTGG CTTCANCTTCCAAGTAGCTGGNACTCCAGGCGCATGTTANCCCCCCCGGGTAAA 
IT I 1 1 J'GGAT 

Sequence 2512 

CCGGGCAGGTACTGACAGGATATAAACCTAATCCAACCATAGAAGTTAGACCCTATGATT 
GAGGCTTGGGAGAGTTAMTAACATTGGGTTTTGAAGCTCTAMCTTCAAAATCTCTGAC 
CCATGTTAAGAAAGCAMTTTCTTGAATGTCCTTGATTAGCTAGCAATATGTGGATTAAT 
CACTTAGGMGAATTCGTTMCAGTGACCTGGCCATTTGT^ 

TGTGTGGATGCAGCACTGTTATGGTGTCCCAGTTGCCATTCTMCCCAMTTAGGTCTTT 
ACCTCAGTCAGTTAGCTAGCTGGCCATGTCAGGArTGGTGMGTTCAAAAATTAGTCTTC 
ATAATGTTAAAAGCCACAAT TCATCA TGAACATAAGACAGCTATTGATACCTACCTATGT 
ATCAAGTTACACATCTGCAA I ITTTTTTTTTT1 I GATGGGAGTCTTGCTCTGTTGCCCAN 
ACTGGAGTGCCAATGGTGCAATCTCTGCTCCCCGCAAACTCTGCCTCCAGATTCAAGCAA 

TTCTTCTGNCTCACCTCCAAGTAGCTGGGACTACAGGCGCATGTCACCCCNCCGGCTAAT 
TTTTG 

Sequence 2513 

CGGC CGCCCG GGCAGGTACACTGGGTGATG AGGGCATCAGGTAATGCCCACTAAGGCCTC 

AGTGCAGTGCCCATCAGGAGGGATGGGAGCTGCAGACCAACGTTACTGACTTGACGCAGA 

CACAAAGCAAAAGTGGAGGACGGTGGAGGAAGAAGTAGCCCAAGGGAGGCGCGGCCAGAC 

CACTGCCTGAGACTCGTACCT 

Sequence 2514 

AGGTACATTCCACAAAATGAGGATGAACTGGAGCTGAAAGTGGGAGATATTATTGATATT 
AATGAAGAGGTAAGGAAAAAATGTGTTACAAGTAAAACAGTAATGGTAATTGATGCTATG 
GATTTTAGAAAAATTAATTGTMGMTATTAGTCTTTTGTGAGAACTGTTGTC 
AAAAAAAATGGTATAGAGTTTCTTTACTCATCCT^ 

TTCCTGCCTTTAGGAATAAAMTGCCCCCTTAMGCTAAAAATTAATGAAATCTAAGTAG 
TTAAGAACGTA AACA AGCCTTTTCTTTGATTCTGAATTTACCATAGGCAAAMGCAGTGA 
AATAGAAGGAATTTTGCCTTANAAGGMTACAAAGCAAAATCT^ 

TGTTTGAATTATCACATTCAAATATTAATAAAAATACTTTCCTATATTTTGATATCT^ 
AATG G G G ATTTTAAAATATTTTTA 
Sequence 2515 

AGGTACCAGTAGCAATGAGCACGAAGGGGACATTGGTGGCCTTCTCATTTAAAAGAGAAA 

AGTAATTCTCCAGGCTCACCTTGCCCCAAATGCCAACTGCAAGAAGGATAACGCCAGTGA 

TCCAGAAMTAAAAGTGTAGATTAGCAGAACGCTCTTGAAACAAGTAATGACTGGTTTAG 

TCTGCAGTCTCCGAGACGGGGACGCCATGACTAGCCCGAGACCCTGCACCACCGCCCCCG 

CGTACGCGGGAAGTTrTATGTCTTGTGTCTTTTTTCTCCCTTAAAA 

TTCTTTGCCTCTGTAAATGTATTCTAATGGACAGTMTATTTGATTATTTTATTACTCAA 

ATCAGGTTCTACCTTAGTGTCACCAGTTATGGMTATCTCATTTTGTGGTTTTTGTAGTG 

AAAAAAGAGGCAAAAAAGACACACACACATGCACACACACACATATACCACAACTTCTTG 

TACCTGCCCGGGCGGCCGCTCTAGAACTANGTGGATCCCCCGGCCTGCANGAAATCNAAT 

ATCNANCTTATCGATNCCGGTCGAACCTTCNANNGGGGGGGCCCGGTACCCCCACCTTT 
Sequence 2516 

AGGTACGCGGGGGGTGGGGCCTTTGTCTCTGGCGGCAGCCGGAGCTTCTGGTGTAGTCTT 
CACTGCTCTGTGTCTTCTGCTCCTAGAGGCCCAGCTTCTGTGGCCTCGTTACCTGCAGGT 
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CAGGGCCATCTTGTNTATCCTGAGACCT 
Sequence 2506 

CCGGGCAGGTACCTCTAAGGGCCCAAGTCAGCAGAACTGTTTCCCAACTGCCGGTGGGCT 

GGCCTTGCAGGGAAGGCTGTCAAAAGATGGCCAAGTGCAGGCACAAGCCTTACCTCCCTG 

AGAGCCTGCTCCCACCTTCCTCTCTGGCCTTCAGCTTTTCTTAAGTGAAGCTACCCTTGA 

CCTTTGTTG TMTT AAAACCAAGAGTGGTTCTAGAATGGGTTCTCAGGATGTCCTGTGAA 

GGC7TTGAC7TTTGGCCCTTTACAGTTCTAGTTTTGCAGAAATGAAAATGCTCTGGTGAC 

TACAGCAGGTCMTTATTGGAGCCAAGAGTAGTATTGTAAAGTTGGAGGGTCTTAGAAGG 

TCAGGAAAGAAATGAGTGGTCCATGGAAGTGTCCCTTAAATGATAACAGCCAAAAGCACA 

GCCACCTATGGAATATTCCCTTGTTTTTCTGGACTGGTAGAAA 

Sequence 2507 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGTTTGGTGCAGTGCCACACAGG 

AGGCCACCAACAGAGCCCAGAGTAGTAACTAGGTTGCTTCACTCTTAACCTCTCAAGTGA 

TGACACCAAGGTGAGMCTTCTTTCACTAAAAGGCTTMTC7TTTAAATAACTGAACCAG 

AMGTCGTn*CTAACAAGAATACAGATAMCATTACAAAGAACAAAGAAAAGATATGTTC 

AAMTCTGTCAGGTTCCAACAAGGGTTACTTTTTCCCTGAAGAGAGAAGATGAACCArTG 

CCTAGAAGTAATGTGTAGCTGACTGTCCCGTGGTTCTATGTCTGAGTAACACAGTCTCAT 

CTCTCATGTGTATGTGTGCATATATACATGTATATGACTATAGTGGTATCAGCAATCATG 

TATATTTTCAAGCTTAAATATGATGAAATTGTTAAAGGACTATAGTCCTAATTAAAACTA 

ATACAGAATATACTTAAT 

Sequence 2508 

GACTATGCCCGGGCCAGCAAACAGGTCTGCAATGACATCGATGAATGCAACGATGGCAAC 

AATGGTGGCTGTGACCCAAACTCCATCTGCACCAACACTGTGGGCTCTTTCAAGTGTGGT 

CCCTGCCGCCTGGGTTTCCTGGGCTGGGAATGGGAACGTGTGTGGGACTGACACAGACAT 

CGATGGCTACCCAGACCAAGCNCTGNCCTGCATGGACAACAACAAACACTGCAAACAGGA 

CAACTGCCTTTTGACACCCAACTCTGGGCAGGAAGATGCTGATANTGATGGTGTGGGGGA 

CCAGTGNGATGATGATGCTGATGGGGATGGGATCAAGAATGTTNAGGACAACTGCCGGCT 

GTTCCCCAACAAAGACCAGNAGAACTCAGATACAGATTCATTTNGTGATGCCCTGTGACA 
ATTGCCCC 

Sequence 2509 

AGGTACGCGGGGGGTGGGGCCTTTGTCTCTGGCGGCAGCCGGAGCTTCTGGTGTAGTCTT 

CACTGCTCTGTGTCTTCTGCTCCTAGAGGCCCAGCTTCTGTGGCCTCGTTACCTGCAGGT 

ATTGGGAGATCCACAGCTAAGACGCCAGGACCCACTGGAAGCCTAGAAATGTTGCAGGAA 

TTGTGCCTTGGATCCATCCATCCAGTCAGCTGAAACCAGCAGCCCAGGACAAGTGGGCCA 

GCCAACAGGACCTAGACCATGCAACCCAGCTGATCCTACGATGGAACCAAGGTGCCAGTG 

AGATGACAACAGCCCTGCTCTGGTCACTCCGGAAGCTGACCAGTCCACGCACGGCTGAAG 

CTTGAGGAGACAACAGCCCTGCTCTAGTCACCCCAGAAGCTGACTAGTCTATGCA 
Sequence 2510 

AGGTACATTTGGAGCTTTATTTCCACTGGCAATGCAGAAACACCCAGCAAAAATGTGAGA 

GGAGTTGGTGGGGCTTCCTAAGAGGACAAGAAGTGGAACCTGGCAGGAGATCCATGGGAG 

CTCCTGGGACTAGAGTTCTGGGMGTTGAMGAAATTCTCANAMGAGATATGTMTTTC 

CAGACTGGGAGAGGAGCCCTCCCTGCAA1 I I I I I I I GTGGGGAGGAGAAGGGCATGGCTC 

ACGTGTTGTCCTGAGCTTTGTTGGCCCCCAACTGCAGGCAGAGAACCAGNANCAGGGTGG 

CAGGGCTGGCCCTGAACAGGAGCTGGAGCAAGCCGCATGCTGGAGAAAACAGAAGGCAAT 

GTGTCCCAGAGAAGTGGACCCCGCGTACCTGCCCG 

Sequence 2511 

CCGGGCAGGTACTGCCAGGATATAAACCTAATCCAACCATAGAGGTTAGACCCTATGATT 

GAGGCTTGGGAGAGTTAAATAACATTGGGTTTTTGAAGCTCTAAACTTCAAAATCTCTGA 

CCCATGTTAAGAAAGCAAATTTCTTGAATGTCCTTGATTAGCTAGCAATATGTGGATTAA 
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ACCAGACTGGGGTCTCANNGAAAGGGANGGGTNGGGAAGGGGCCAAAAAAGGGGAAAAAG 

GACGGGGGGGAATGGGGTC 

Sequence 2501 

AGGTACACCGCCGAGTCCCATTTCTCACCTTTCACACCCCCATCCTCACACAAGTAACCC 

GGGTGTCTGACACGTTACTTAGGTTTTTAATCCGCGCTGAGACAATCTCACAGAGACCCT 

ACTTCACCTCTCAGTAACTTGCATTTCTCAGCTCTGCTGTGTGTGTGTGTATGTGTGTGT 

GTGTGCGCGCGCGCGCGCCGGCGTGTGCCGTGTTGGGGGAGTGTGATGTGGGGGAATCAG 

TTAATTTGGTGATTGCAATGAAAATTCGACACCGCTAGATGTATTTTCCCTGCCAATCTG 

TGTGTGCTGGCCCCGGCCGCTCTAGAACTA 

Sequence 2502 

CGAGGTACACGGGAGGCTCGTGCTAAGCTAGCGCCGTCGTCGTCTCCCTTCAGTCGCCAT 

CATGATTATCTACCGGGACCTCATCAGCCACGATGAGATGTTCTCCGACATCTACAAGAT 

CCGGGAGGTCGCGGACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGA 

AGGTAACATTGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGGCC 

GAAGGTACCTGCCCGGGCCGGCCCGCNTCTAGAAACTAGTGGGATCCCCCCGGGGCCTGG 

CAAGGGAATTTCCGATATTCAAAGCTTAATCCGATACCCGTCCGACCCTTCNAGGGGGGG 

GGGGCCCCCGGTACCCAAGCCTTTTTGTTTCCCCTTTTAGTTGAAGGGGTTAATTGGCGC 

CGCT7TGGCGTAATCAATTGGGTCCATAAGCTTGTTTCCTGTGGTGAAAATTGTTTATCC 

CGCTCAACAAATTNCACCACAAACATTACCGNAGCCCCGGGGGAAGCATTAAAAGGTGTA 

MGCCCTGGGGGGTGCCCTTAATGGAAGTTGGAGCCTAAACTCAACATTTAAATTTGGCG 

TTTTGGCGCTTCAACTTGCCCCCGCTTTTTCCAANT 

Sequence 2503 

CCACCGCGGTGGCGGCCGAGGTACCAGCCAGTGCTGGAAGGAGCTCACCCTGGGAGGTCT 

CGTCAGNCTCTGTCCTTCATGGCTGNCCCTTGTGTCCCATGTGGAGAGCCCTTCCTCCCT 

TTCCACATGGTAAGCACTGAGCCCAATTTCTTCTNACCCCACAGATGGNCCCTCAGAGCA 

GAGATGTCTAATGAAAGGTTCANGATTCAGATCACTAACTTTCCATCTTCCACTTTTTCC 

AGTGGTGGCCATGTTCCCCCGTTTGCCTTCACAAAAACCTTGGGGAATAATACAAGCCAT 

TATGGACTCTGATTTACAGTTTANGAAGATGAGCANAAGGTGGGGTGTGGAGTTGCCCAG 

TGCATGTTGCTTAGNTTGTTTGAAAGAAAACTAGGGATTTGTTCCTCAANGNCTTTGGGG 

CCTCCTGGGCCCATTANGACCCAGTGGGGCTTCTGGTGGTTTCCTTGAATTGGGGGGTAA 
TNTGGGGGGG 

Sequence 2504 

CTCCACCGCGGTGGCGGCCGAGGTACGCGGGAAACTATGTTAAAAAAGTAACCAAAGAGT 

CATTCCTGGTATTTGATTATGACACTTCTGAAGCTAGAAGGGACCTCAGACCACCTGCTC 

CAATCCCTGCTGCCTAAGGTTTTGGGGGCTGAGGGCTGGAAACCCAGGGGCTGCATCTCC 

CAGGCTCTTGGCCTCATAATCGCCTTCTGTGAGACTGAGGGCAATTAAGATATGAATGAC 

ATGAACTCGCTTCTCTCCATATCAACATAAACCAGAAGAGGCATACATCTGTGGGATAGT 

CAATACATAACATCCTATCTTTATATGGCCATATGAGAAGATAACTTCAGTGTCCCTATG 

ATGGTAAGTTCTTGAATGTGAGGGCAANATGGCTGTGATAGCCATGACTCCCCGCTTTGC 

CTGGTTGGACAGAACCCCCTNC 

Sequence 2505 

AATTGGGCTC CACCGCG GTGGCGGCCGAGGTACCGGTTGCTTGTGGAACAAAACTCCTCA 

ATTTTTAAAACI Hill I AAAAAATAAACATACAATCATAGGTATTCATTTACTTTAAAA 

ArrCTAAAGATGAAGAAAATTATTGTTTATATATTTAAGTCCTTGTATAAATTACAAAAC 

TCAAGTTTATGTTACAGAGTCCCTTCCCCATAGGAAGCATAAAGCACTTTTGTGGTACCG 

CCGGGAGTCAGAAAGGAGACTCTGCCTCCCTCCTCCTCACTGAGGTGCCTCATCCTACNC 

GGGTGTCCCTTTGCCACCCTGCCTGGGGACATNCGCTGGGAACCTGCACCCATGCCAGGG 

ATCAATGGGGACCAGGCGAAGAGGGGCACCCCTCCCTTCCTCCCCCATGTGGATAAAATG 

GGTCCCAGGGCTGATTCAAANGAACCTCTNGACTGCAAGAACTGCCCGCTCTCAGTGGGA 
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AAATTC AATTTGCAG CAGC AG AAACATGTTG C TTTTCAG AAGGCTAAAGNAGACAGTTTC 

TTCATTTTACMTCTCTACACTGATATAAGTCTTTTTCTATMGCAGATAGAATACAT^ 

TATATGAACAGCTGTTACATTTCTGAAATCTCAATCTGTAATTCCCAAACATTAACATTC 

CTTAACATTAATATTCCTCCTGGTGTTTCA7TAAAAATACTGATAACTGGACGCTTTCTA 

ATAACAAMTCTNCACTTTATAAACCTTTTAATGAMGCTNCMTTTTAC 

CGGNTAGGGGATACTATTATTTTGAAT7TCCTCATTTTT 

Sequence 2496 

AGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCG 

GGACTCTGCGTTG7TACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGG 

ACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGAC 

TCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTACTATTAATG 

AGAACGAAATACACATTAGGAAAATGGAGCCATTTCAATCTAGTGGTTTGGGCAAGATGG 

GGAAGAGMGGGGAAACATTCTAGTTTCTGGATTACATTATTATGCCCCTCCTGAAAAGG 

TGGTTGTCATTTGCATTTATTTAAAGCAGGTAATATGCAGGAATGTAACTGAGGATTATC 

TTCAGGCAATCAGCAAGATATCCTCCTCATGGTCCCTTTAGCTCTCAAAAGCAATGAAAT 
CCTCCTGTTCT 

Sequence 2497 

NCCGGGCAGGTNCTCGGGGAACGACGAGTTTCAGAACGATGGAGAGCTCCCGCGTGAGGC 

TACTGCCCCTCCTGGGCGCCGCCCTGCTGCTGATGCTACCTCTGTTGGGTACCT 
Sequence 2498 

CCGGGCAGGTACTAAAAAAACAAAATATTAGCCGGGTGTGGTGGCGCATGCCTTTAATCT 

CAGCTATTCTGGAGGCTTAGGCGGGAGAATCACTTGAACCCAGGAGGTGGAGGTTGCAGT 

GAGCCAGAGATCATGACATTGGGCAACAAGAGCAAAACTCTGTCTCAAAGAAAAAAAAAA 

AAAAAAAAANCAGGGACGTGGGATGGCGAGTGATGGGGAAGCTATTGGAGTCCCTCANAG 

AAGAGATGACATTTGAGTCAACACCTGGAGAAGTTAGGGAGTGAATCACATGGTCTTCCG 

GGCAGCAGGAACAAGCAGTGCAAAGGCCCTGAGGCAGGGGTGTGTCTGACGTGTTTAAGG 

AGCATTCAGGCCAGACTCACTGGTTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG 

TGGGCAGATCACCTGAGGTCAGGAGTTTAANACCAACCTGGCCAACATGGTGAAACCCCG 

TNTNTACTAAAATACAAAAATTAACCGGGCATGGTAGCA 

Sequence 2499 

^ ^A££JpCCCGCGGTGGCGGCCGAG GTACATTTTTAATTTATACC NGTTTTTTAAATTCC 
TGTTTTTCCTTTTGTAGCTGTATGCAGGAGCTAT^ 

GMGGTTCCCTCAAGTCCAAGGTATATAAAATTTACTCCAGTAAACTGTTCAGTCATTTA 

AMTCMCATTTTATGTGMTCGTTTTCACTATATATTCCCAGGMTMGMTTTTTAGG 

A7TATACT7TCTTAACAATATATGC 1 1 Mill I CMTTTGTTTTCATGGAAGTGGTTTGT 

TAAAGTMTTGGTGAATGCTATGTTACTTTAAAAAAAACACMTATATGAMTTTAGAGG 

CCAGGCGTGGTGGGTCACACTCAGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAG 

GTGGGTGGATCTCGAACTCCTGACATCAGGTGATCCGCCTGCCTTGGCCTC 

Sequence 2500 

NAGCTCCACCGCGGTGGCGGCCGAGGTACATTTGCACAATGTNGAAAACAAAGATGACAC 

GAGCCTGTTCACTTCTCCACATGCCTGTCCATCTNCCCCTGCCCCTATCAACATGTCTTG 

AAGGTGTGGCCACTGACCGTTTGCATCACCTTTCTGTCTACGTAGCACCTGTCAGTGACC 

CCTGACCCCAGAGCACCTGCCCTTAGCCTTGAGAAGCCTGTATTTTCCCTGCTGGGCTCA 

CCTCTGGGAGGTAGCATTCCCATTTGTCTCTTCACTGGGATGGCACTCTCACAAGGTTAA 

AAAGTGGGGCCACACCCAANCANTTAGCCAAAAGAACCACTTGTAGGGGAAAGGAACAAG 

GATTGCCTGGAGTTTAGTTTTNNTGGATTTTCNTTTTGCTTTCACCATGT^ 

AATGGGGAATGAAGGNNTGCAATGGTGCCTTAGGGTTTGGAGTNTTGGGGNATGGGGATA 

AGGGGGGTCCCTTTACTTCTTTAAGAAGGGCAGCCAGGGGGGTTTTGTNAAGGGGTTAAC 

CAAGAAGAATTCAAGTNGTGGGGGCCCCCAAGGGGAAAGGGGGGGAAGCCTTGAAAAACA 
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TATCAAGTTACACATCTGCAA l rTTTTTTTTTTTG A 
Sequence 2492 

AGGTACGCGGGGAGAGAAAAAGAGAGTAAGTGGAGGAGGGAAGGATAGAGAAGGGAGTGA 

GTTAGCAAAATGCCACACTGTTAGTTGCAAACTGGCACAAAGGTGAATGCGGTTCATGAG 

GCTCGCTTGATTAAGAAGAGCTGAAACAGGAGCAAAGAGCAAAAGGCAACCTGCAGCGAA 

AGCAAGGACTCAGGGAACCGGCAGACACAAGCAGCCTCTGCAGGTGTGCGAGCAGGATTG 

CTTCTGCAACAAAAGCCTCCACCCAGCCACATCTTGTGAAAAGAATGGCCACTTCTTGGG 

GCACAGTCTTTTTCATGCTGGTGGTATCCTGTGTTTGCAGCGCTGTCTCCCACAGGAACC 

AGCAGACTTGGTTTGAGGGTATCTTCCTGTCTTCCATGTGCCCCATCAATGTCAGCGCCA 

GCACCTTGTATGGMTTATGTTTGATGCAGGGAGCACTGGMCTCGAATTCATGTTTACA 

CCTTTGTGCAGAAAATGCCNGGACAGCmNCAMTTC 

GAATTNTTGTGAAGNCCAGGNACTTTTTCTTGCTTTTGGTAGNAATCAACCCTAMGCN 

GGGGTGCTTNANGACCCNNTTTCAANGGGGCTTTTTTAANANGGTGGCCAAAANACTTTA 

AANTCCCCCCGNANTNCNCTGGGAAAAAAAANAACCCNANTGGGTCCNTTAAGGGNAAAC 

nanntggggnnntnccntttnttttnccnaamgcaaaaacccaaggggtttnt™ 
ttngggggnaanaggnnanttttttgngnannntcn i 111 1 < i i ( nnatnttntgtnggg 
gggggggttttttaa 

Sequence 2493 

CCGCGGTCGCCCCCGCNGGTCCCCGGGGCANTCAGATNCGANGACATGTTGACGTCGTCC 

GAGAGTCTTAAAATCCTGCTGTGGCCGGATTCCAGACTCGTGGGGGAAAGGCTGGATCTT 

AATGCAAGTCATGAACTTGAATGTGCCGATGAGGCCTGGCATTCCTGTCCAGAGACAGAG 

TAAGGAAGTGTTGGCCACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAGGAGGAGA 

ACCCAAATAAATG AGAAG CAAGNAGCCTGAGAATGCTNGCAGTAAACCTGGTCAAAGAAT 

GAGGATGATTGGGTTTTGCCANTAAMTACACACATTNTGTNCACTAGGMCTTCCTTTC 

AGTTTGTTTGAAAAGGCCANAAAAAANGTACNT^ 

TCTTAGGGGGAGGGTAAAATTTGGTTTGTGGGNATTCCTNTNGGGAAATTG G N AAATACC 

CCNCNTACCCCNCNTCNGGAMGGCTTAATACCTTTCCGGNNGAAACCATTATTATNGGA 

GGMGGGGAAAATTGGAAAGGCCTTNAAAAAAAAAAGGGGTTNTANGAAAGTGGAAAAAG 

AAAAAAAATGGTNAAACNGTNTTTGGACTAMNCCNTTTGNAAAAAGAANTTGAANGGGG 

GATNCCTNGGGGGCGGGTTNTTTAAANAACCTANGTTGGGAATCCCCCCCGGGGCTTGGN 

NGGGAANTTTTNGNTNTTCAAANNCTTTNTTNTGNTNANNCNCGGTCTNACCCTTGANGG 
GGGGGGGG 

Sequence 2494 

CCGGGCAGGTACAGATGTCCAGTAGACCTACTGGATATGCAGGCCTGCAGCTCAGGGGAN 

AGCTGGGTTAAGAACCGTCAAGGCAGTAATCATCTGCATTTAGATGGCGAGTGAAGCCAT 

GACAGGGGCTGAAATGGCCCAGCAAGAATAAATCAAACCATGAGAAACACATACAT7TAA 

GAATAAGGAGATGTGGTCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGGAG 

GCCCGAGGCCGGGTGGATCACTTTGAGGTCAGTNAGTTTGAAGACCAAGCCTGGGCAACC 

TAGGTGGAAMTCCCCGTTCTCTGCTTAAAAMTACAGGMCTTTAGCTTGGGGTTGTGG 

TGGTGCCGTGCCCTATAAGTCCCCAAGCCTGNATTGGGGNAGGCTTGAGGGCACCAAAGA 

AATCNCTTGGAACCCCCGGGTAGGGTGGGAAAGCCTTGCANTTGANGCCNNAGGATTCAC 

ACCCACCCGGTANCTTCCANNCCTTGGGGCAACCAGGAGAAAACNACCCNTTNTCTTTAA 

NANAAAAATTAATTAATTANGGGGANGAATGNNTCANTGGGCTNCGGGGGGGGAGGGGGG 
GAAAA 

Sequence 2495 

CCTGACCTCAGGTGATCTACCCACCTCAGCTTCCCAAAGTGCTGGGATTACATGCCTGAG 
CCACCAGGCCCCACCGTTAGTATTTCATAGTCTTCTACCACCTACCTCGTATCAGTTTCA 
GATTTATGTTTCTTGTCMTGATCACAAMTCATGMGAGATCAATAGGTTCATCTTTTC 
TTTTAATGGCCAAAATGGAGCCCACTACAGCCTGCAATAGGAGAAGGATACCCATTAAGT 
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GCGGCCGANGTACCCNNNACA7TANGAAAATTTTC 

GGGGGAGTAAANAATTATTTTGTGATGCAAATAAATATCCTTTAATTGGTCGACTTGCCA 
AAT TTAG ATTrGTGTGCATCAGGCTTTC I HUH I C TTtTTTTAGAGAAGTTCAATATA 
AGCTTTTCTTTTCTTTGTTGCTTTCTTTCTTTAT7TTGAGATG 

CCATGCTGGAGTGCAAGTGGGCNCCGATCTTCGGCTCACTGCAACCTNCACCTCCTGGGT 

TCAAGCGATTCTCTTGCCTC AAACCT TCCCCAAGCCAGTTTGGGGACTACCAGGCGTGAG 

CCACCATTGCCCGGGCTTAATTTrrrGTATTTTTTAGTTAGAAGMCAGGGGT^ 

CCATGTTAAGCCCAGGGCNTTGGGTCTCAAAAACTTCNCTGGACCTTCAAGGCCAATTCT 

GGCCCCGCCCTGGGGGTTCTTCCNTAAAAANTACCCTGGCCCCCGGGNCNGGCNCGGCTT 

CTTAGAAAACNTAANGTNGGGAATCCCCCCCCNGGGGCTTGCCAAGGAAAATTTCCTGAT 

TATTCAAAAGCCTTTANTCCGAANANCCCGGTNCGMCCCTTTCNAAAGGGGGGGGG 
Sequence 2488 

AGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGTCCCAAAATGC 

GCTGACTCAGCTTCACCAGCCCATCTCGGATCTAAAAGACACCCACAAGAAACATGTTGT 

TTAGCTTTrCTTAAGCATCTCTGTCTTAGAGTTTCTTGTTCTGACCTTTCTATCAGGTTT 

TTAATCTTGGAAAGTGATGGTGTCTAGTGGCATfCTTAGATCAGACCCTCTGGGNTCGTA 

NCCCAGCTNTGCCACACACATGCTGCTTGACTGACAAGGAGAAAGAAANGAAGGGANGCC 

TCNCTTGTCCCCACTTGTGCNCATTGAAAATAANTNTANTACCCTTAACATTACCACATA 

CTTCTTTCACCCATAATTATCACCCTCATTGCCAAAAAAATGTCTCTTCCGGNCATGNAA 

ATGNAAGGATCCAGNCCCCAACCTTNCCAGCCAGGGAAACCAAGCCCAGGCGGCTTTGGG 

CCCATGCCCCTTCCNNCAAGGGACCAAGGGA 

Sequence 2489 

CCGGGCAGGTACTGAGTGGCTTCAATGATAAAAAAAAAAAAAAAAAATGACTGCATTTTT 

MGGCCTAGCGCTTCAAAGGCTATATTGTCTTACGTGTCTGACTTTGGCATCTGCCCTTT 

CTGACTTTTGACCCTGCAGCCTTCAGCATGCCGGAAGTGAATGTGGACTATAATGCCAGC 

TCAGAGACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGTGGTCTGGGCA 

TCCCAAGTTGACCAGGGAGCCAACTTCTCGGAAGTCTCCAATACCAGCTTTGAGCTGAAC 

TCTGAGAATGTGACCATGAAGGTTTGTGTCTGTGCTCTACAATGTTACCGATCAACAACA 

CCATACTCCTGTAATGAATTTGAAAAAATGACCATTGGCCAAAANGCAACAAGGGGGGGA 

TTATTCAAMGGTGGACMGGGTGGGGGTNTCCTTGGCAATGGCCTTTTTTGNAANTNGN 

AATTTAACTTGGGGGGAAAAGGAGN 

Sequence 2490 

AGGTACGCGGGGAGAGAAAAAGAGAGTAAGGGAGGAGGGAAGGATAGAGAAGGGAGTGAG 

TTAGCAAAATGCCACACTGTTAGTTGCAAACTGGCACAAAGGTGAATGCGGTTCATGAGG 

CTCGCTTGATTAAGAAGAGCTGAAACAGGAGCAAAGAGCAAAAGGCAACCTGCAGCGAAA 

GCAAGGACTCAGGGAACCGGCAGACACAAGCAGCCTCTGCAGGTGTGCGAGCAGGATTGC 

TTCTGCAACAAAAGCCTCCACCCAGCCACATNTTGTGAAAAGAATGGCCACTTCTTGGGG 

CACAGTCTTTTTCATGCTGGTGGTATCCTGTGTTTGCAGCCGCTGTCTCCCACAGGAACC 

AGCAGACTTGGTTTGAGGGTATCTTCCTGTCTTCCATGTGCCCCATCAATGTCAGCGCCA 

GCACC TTGTA TGGGMTTATGTTTTGATGCANGGAGCACTGGMCTCCGMTTCATGTTT 

TACACCTTTTGTGCANAAAATGCCANGGACAGCTTTCCAATTTCTTNAAANGGGGAA 

Sequence 2491 

CCGGGCAGGTACTGACAGGATATAAACCTAATCCAACCATAGAAGTTAGACCCTATGATT 

GAGGCTTGGGAGAGTTAAATAACATTGGGTTTTTGMGCTCTAMCTTCAAAATCTCTGA 

CCCATGTTMGAAAGCAAATTTCTTGMTGTCCTTGATTAGCTAGCAATATGTGGATTAA 

TCACTTAGGMGAATTCGTTMCGGTGACCTGGCCATTTGTTTTTTGAMG^ 

CTGTGTGGATGCAGCACTGTNATGGTGTCCCAGTTGCCATTCTAACCCAAATTAGGTCTT 

TACCTCAGTCAGTTAGCTAGCTGGCCATGTCAGGATTGGTGAAGTTCAAAAATTAGTCTT 

CATAATGTTAAAAGCCACAATTCATCATGAACATAAGACAGCTATTGATACCTACCTATG 
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ACCGCCAGCAGCAATGCCCTCCTCAGCCACCAAGGCAGGCCACAGGTAACGAGTGATGCC 

CCATCTTGAACGCACCCAAGCCTCCGCCTCCATAACTCAACAGCAGCAGGGAAAAAAGCC 

ATGGTCTCAATTCTCTTGACAAATCTCAGAGGTATTATACTCTTATTCCAACTACATCTC 

CCTCCCCAAAGGAAGGCGCACACCAAAACAATTTTTAAAMCTTATGTTTTTCTACCGGG 

AAAACCC1TTACCCTCAMGGTGGATTGGCACAAAMCTTGAAMTTTATTATGGCTTGC 

TTAAAATGGTCACATCCTNGGCTCCTANGCAAGGGGAAAACCAAAAACCGCTCTTGAAAG 

AAGAGGGATGGGTTCCTTGCTTGGAGGGGGGGAAAA 

Sequence 2481 

AGGTACAGCATGTATGGCCATAAAACCACTCATCACACTACTGAAAGACCCTCTGCCCCA 

CTCTATGAACAGCACATGGTGAGCCCCATGGTTCATGTCTATAGAAGTCCATCCTTTGGT 

CC AAAGC ATC TG GAAGAGGAAG AAG AG AGGAATGAGAAAGAAGGAAGTGATGCAAAACAT 

CTCCAAAGMGTCTTTTGGAACAGGAAAATCATTCACCACTCACAGGGTCAAATATGAAA 

TACAAAACCACGAACCAATCAACAGAATTTTTATCCTTCCAAGATGCCAGCTCATTGTAC 
CT 

Sequence 2482 

AGGTACTG C TG C AGAGAAAAAGCATCCATGTCAAAAAGTAAAAATTCTC ATTCTACCTTG 

CTTCCGTTCCCAGACCTTGTCTTACCTTCCTGAACTTTTTATATTCCTGGATTATCTTGT 

CTTCCAGGACCTTGTATTCTGGAGTTCCTCGCCGAACTCTTTTAATCTCTGCTCCCAGCT 

CTATGAACCTTTGGCTTGCAGTCCCAACACGGGCATGCAGGATGCGGTATTCAGCATAAT 

CTGTCTCAAAGTCCTGCTCATAGGCATGTTGCTGTTCTGCACTGTGGATGGCCCTGTATT 

GCAGGAGGTAGTCTGGTATATCTTCAGGACTTGGGGATTCAGAATCTTCTTGAACTGAGG 
AACTGTGTTCTAATCT 

Sequence 2483 

CCACCTTGGGTCCCAGTCCACCTGGACATCAGGCTGACGTCATCTCAACAATGGCCGGGT 

TGTTAATTCGCCACCTTGAAGCCATCTCTGGAACTGTGCAACTGGGTCTCCAGGCTTGGT 

CTGTTTCAAGATTAGCTCCTAGAACTTCTAATCTCACCTGGCCGCTAGTTATTGATGGAG 

CCCATATGTGAACTCAGCCAATTCTTACTCTTTTCCTCTATGGCAGGCTCCCTGCCAGTG 

TTTGTCATGGCAGGTCAAGCACACGGGATACTGGATCTGAGAATCTGATCTCCAGGGATC 

TTCCCCTTATTCTGTTCCCCTTGGAGGATTCAGCAGATACCTGTAGATAAGAAGCTGAGC 

ACTGGAGAMTTAACTAGTCCCAGTCTTCTAGTTAACTACTAAGTAAAGGATCCTTGATT 

CATACCCAGCTCTGAGTTCTGAGCATTAATTACTTTGTTGCATTGCATCTGGTGTTGAGT 

GATTATTCTGTCCCCATCC 

Sequence 2484 

ANAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGGCGGGAGGCTGNCGAGAGCCGGGAG 
GCGTTAGCNGAAGGAAGAGAAAAACCGAAGACGAAGCCACTACAGCGTCGCAGCGCGGCG 
CGGCGTCTGCTTTATAGGAGAGGGCGCAGGCCCCCGCGTACCT 
Sequence 2485 

TGCATAGACTAGTCAGGCTTCTGGGGTGACTAGAGCAGGGCTGTTGTCTCCTCAAGCTTC 

AGCCGTGCGTGGACTGGTCAGCTTCCGGAGTGACCAGAGCAGGGCTGTTGTCATCTCACT 

GGCACCTTGGTTCCATCGTAGGATCAGCTGTGTTG.CATGGTCTAGGTCCTGTTGGCTGGC 

CCACTTGTCCTGGGCTGCTGGTTTCAGCTGACTGGATGGATGGATCCAAGGCACAATTCC 

TGCAACATTTCTAGGCTTCCAGTGGGTCCTGGCGTCTTAGCTGTGGATCTCCCAATACCT 

GCAGGTAACGAGGCCACAGAAGCTGGGCCTCTAGGAGCAGAAGACACAGAGCAGTGAAGA 

CTACACCAGAAGCTCCGGCTGCCGCCAGAGACAAAGGCCCCACCCCCCGCGTACCT 
Sequence 2486 

TGCCNANTGAGTGANCTAACNTACATNAATCNAGAANTNCTGNATGCCCCGNNCTNAANG 

AATAAAATNNCAAGNTNATCTNTACCAATGANCTCGACGGGGGGCCCGGAGACCAGNTTT 

GCGTCCCTTTAGNNAGGGNNAATTNNCCGCTACGNNNTAATCATGGCTNTANCTGTTT 
Sequence 2487 
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Sequence 2476 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACTGCTGCAGAGAAAAAG 

CATCCATGTCAAAAAGTAAAAGGTTCTCATTCTACCTTGCTTCCGTTCCCAGACCTTGTC 

TTACCTTCCTGAACTTTTTATATTCCTGGATTATCTTGTCTTCCAGGACCTTGTATTCTG 

GAGTTCCTCGCCGAACTCTTTTAATCTCTGCTCCCAGCTCTATGAACCTTTGGCTTGCAG 

TCCCAACACGGGCATGCAGGATGCGGTATTCAGCATAATCTGTCTCAAAGTCCTGCTCAT 

AGGCATGTTGCTGTTCTGCACTGTGGATGGCCCTGTATTGCAGGAGGTAGTCTGGTATAT 

CTTCAGGACTTGGGGATTCAGAATCTTCTTGAACTGAGGAACTGNGTTCTAATCTGGGGT 

CCATGTCCTCATCTTCTTGCTCCCAATCTTCTCCCTCTTGTAAATCCTGATTGGTCAGGC 

CTTGTAGGGGGCTTGGCACTAAAGGCAGAGTTCTGAACCTCTTTTCTTCCAGTTCTACAG 

TGGCTACAGGCACTGAACGTTTCTTGTCCAGACGTTTTCCNGCT 

Sequence 2477 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATACGCCCCAGAAGGGCGGACTGGCCGGA 

GTCCAGGGATGGGNGCCAACGCCCCATAACAGAGATCAGCATTGGACTACAAGAAGAGGC 

MGGAGAMTCAAGGATCAAAATTTMGTAAMGAAAAGCCMGTCATTAAAAATAGCCC 

CCTCATTGAAGAGTGGGAACGTAGGTGTGATGTTCTGGCATAAGGAGTGAAAAAGAAAAA 

GCTCTATTACTTGAAGCTTTTCACCAGGGGCAGAGAGAATGGCCAGAAGTGAGAAACGTG 

TGTGTGGATGCTTACACCGATGCCGTCTCCTAATATTGGAACATGGCTCCAGAAAGGAGA 

ACCAATTATTCCTAATTCCACGGGCGGCATTCTCTGACTCCCAAACTCCCAAAGTGGAGG 

GCAGGAGCTGCCCTTACCTTGAGGAAGCTCATAGTGTTGTGGTAAAACTCTCCCGGGGTG 

CGACATAGGATGCTTTTCAGAGCTCCCTGGACAATGGTACCTGCCCG 

Sequence 2478 

CCGGGCAGGTACGCGGGGTCCTCAGNTTCAGGCACCACCACTGACCTGGGACAGTGAATC 

GACAATGCC GTCTTCTGTCTCGTGGGG CATCCTCCTGCTGGCAGGCCTGTGCTGCCTGGT 

CCCTGTTCTCCCTGGCTGAGGATTCCCCAGGGAGGATGCTGCCCAGNAAGACAGATTACA 

TCCCACCATGGATCANGGATCACCCNAACNCTTCAACAAANGATCACCCCCAACCTTGGG 

CTGAANTTTCGCCTTTCAAGCCCTTAATACCCGCCCAGGCTTGGCCACNACCCANGTTCC 

CAMCNAAGNCACCCCAAATTATTCTTTTCCTTTTCCTNCCCCCCCANGATTGGAGGCNA 

TTTCGGCCTTTANCAAAGNCCCCTTTTTGGNCAAMTGGGCCTTNCTTTCCCCCTTNGGG 

GGGGGMCCCCAAAANGGGC.NTTNGAANCAAACTTTNAAACCGGAATTGNAAAAAAATCC 

CCN TTGGG GAAGGGGGGCCCTTNGNAAAATTTTTCNAAAACCCCTTTCNACCGGGGGAAG 

GAAATTTTCCCGGGGAAGGGGGCNTTCCAANGAAATCCCAATNGN 

NCMGGGAAAACCTTTCTCTTCCCCATTACCCCCCTTCAAAACCCAAGGNTCCAANTAAC 

AANGCNCNANNTCT7TCNCAAGGGCTTTGAACCCCACCCCGGGCCAAAATNGGGGGCCCT 

TGGTTNTCCCTTTCAAMCCTTAANGGGGGCCCNTNNAAAAGNCTTAAGNTGGGGGAATT 

AAAANG I 1 i I i ! I I NGGGGGAAGGGGAATTGGTTTTTAAA 

Sequence 2479 

CCGGGCAGGTACCACACACCCTCCACTACTCATCACCAGACAGGGAACCCTGGCTTGGGC 

CCACAGCACAGACCCTCCATCCTGGGCCGATTACACTAAGTGATTGCTAACTCACATGTC 

TCTGGGATGGAGCACCCAGGAGACAAGCAAAGTGTTGGAGCAGCAAGTCAGGTGATGTGG 

AGCCCAGAGGGCTGGGACAGCTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTTTA 

TCCCAGCACTTTAGGAATGCTGAGGTCATACCAGCCACATCTCATGTGCAAGATTGCCCA 

GCAGAGATCAGGTCCAAGAGTTCCTGTTTTAAAAAAGGGGACTTGCTTAATAAAAGAAGT 

CTAGCCATGTTTGTGTAGAGCAGCTGTGCTGTGCTGGGGGTTCCTTTTGAGAGAGTTCTT 

CCTCTGAGACCTGATCTCTGGAGGCTGGGCAGTCTTGCACATGANATGGGGCTGGTCTGA 

TGGCAGCACTNCTTTAGTCTGCTTGCCTTCCCCATG 

Sequence 2480 

CTCCACCCGGCCGAGGTACTTGTCTAAGGCTCTGGCGGCTCCGCGAATCTCATGTGCTGG 
GCCATCATGGACGAGAGTGGTCTTCAGCACCGCTTGTAAAGCAGTGTTAACAACCATCAC 
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CCCTTTGGGGTTGGGGTTGGGGAAAAAAAAATTNTTGGGGTTTTTTMTTTCCCCCCGGG 

GCCTTTCCCA^CCCAAAAAATTTTTNCCCCCAACCCAAACCCAAAMCCCAAATTTAAA 

CCNGGAAAAGGCCNCCCCGGGGGGGGAMGGGCCCAATTAAAAAAAAAGGGNTTNGGTTT 

AAAAAAAAAGGNCCCCTTTGGGGGGGGGGGGGTTNGGGCCCCCTTNAAAAATTGGGNAAG 

GGTTTGGGAAAGGGCCCTTTAAAAACCCTTTCCAA 

Sequence 2471 

CTCACTATAGGGCGAATTGGCAGCTCCACCGCGGTGGCGGCCGGCGGbAGGCTGACGAGA 

GCCGGGNGGCGTTAGCGAAGGAAGAGAAAAACCGAAGACGAAGCCACTACAGCGTCGCAG 

CGCGGCGCGGCGTCTGCTTTATAGGAGAGGGCCGCAGGCCCCCGCGTACCTN 
Sequence 2472 

CCGGGCAGGTACTTTGAGGAMGAGGCTGTTATTTCTTGTTAGAGGGATCTGGTCATC1T 

TTCTGCTCTGTTGTCTTTGTTTATGCTCTCTTGAGAGTCATGGTTCCCTCTGCACCTTGG 

GCTTGGCCCGCTGCGGGGTAGCCCCCGTTTCCCAAGCATGGTGGGACCCCTGCTGTGCCT 

CCACATCTGTGTTCTCCATCTGCTCTGGAATGCCCTCCCTGCCAACGCACAGAGCTCTCC 

AGCCTCGGGGAACTTGCTGCTTTGGTTGGGAAA7TCCCCTTGGGA7TAAGCGTTCCTGCC 

TTCCCGCAGCACTTTCCTAGCTCAGAGCAGGCTCACAGACCGTGTGAGTGTCCTTGGGTA 
CCT 

Sequence 2473 

CCGGGCAGGTACGCTTTACTAATCTAAATTGGGTAACAGAACTGGAGAAAAGGAAGACTA 

CACAGACTTATCATAAGCTGTTAGTGAACGTGATAGAAATGCGTAATTTGTTAAAGCGAA 

TTACAGCTCTGATTTGTCAAATGAGGAGG N GAATTATCCTAGGATTTGCTATGCTGTNGT 

GGCGTTAGAAGATTGGATCTTTAGCAGCAAAGGTMCCTCMCAATATTTTCTGCTTAAG 

AAAGTGCCTTGGTTAAGGNAGACCGTGATATCGTCTTTGACTAAGCTCTCTGGGCTATTG 

ATTCTGNCATATTCCAAAGGCAGTCTTGGNCTGAAAGCCGAATCTCACGGNCAATGTCAA 

CATGCAATCCACAA AGACCCTG GCGCCCTTCCCGGTATGCCNCTTNACCAAAANTTTNNC 

ACTGCGGANATCCN i mum I NNNAACCGGNANTTNANTTNGANTTATNAAGCCCGGGN 

NTTNNCTTTMCTTGTGGNMTCCCNTTCCCNAAAGGAAANNGGTGGGCCACCCTTTTCA 

CCCTNTGGNAAAAGGAGGGCCTNGNCATTNGTTCTGGNGANNCAAAGGCNNNACCTNTTN 

GGGGAAAMCCCCNTNGCN NGCAAAT NAATNCCCTNNCTTTNCANGAAAATAAANCAANG 

GGGGNTTTCNNGGCCNANATTTTTTTMCCTTNNNTTTNAGGAATmANC 

TTNNCAAGNGAACNCGNCNGNGATTNCTTTTAAAAAANCCNCTNTCCCTTTTGGNAANCC 

GGGCCCCNAANTTGTGGTNNCCNNGTNATANCCCCNTTNGNCCCCTTNTCCNAAATNTNN 

AAANTTCCCCGGGCCCCCCNGNGGNTTTTGGGNTNTAAMNTTTTTTAANNTNNTGCCCC 
CCCCCGGGGGGGG 

Sequence 2474 

CGCGGTGGCGGCCGAGGTACC ) rTTTTTTTTTTTTTTTTTl I AAACTCCCTTTCCTTGTT 

ATCTGAACTTCCAAACATCAGCTTTGATGTCTATTGTTGGGACTTCAAGAGGACTCTTAN 

CACATCGGCAGGTGTTGGTTTTAGTGAGCAGGCGAGAGTCCCACATTCTTCCAAGGAGAG 

AGATGGGTCCCACCACATTCCTACCCCTAGAGCAGAAGTTCCCGCGCTGTGCCTCTTCTC 

TGGCTGCTTGCTGAGGACGTCTCCCAGTGGGGTACCTGCCCG 

Sequence 2475 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCACATCATAAATGACAGGAAAAAA 
CAATCGAAGGATCTCAAAGAAGTCAAGTTCTTCTTCAGGCAAGTTAGAGTTGGTTAGGAT 
TTTGATTCCCGCGTAC M I I ! I I I I I I I I | I j | | || I M NGGAGTCATAGATTTTA7TTA 

ATTAAAATAGATTAAAAACAGACTGTGTAAAAGAATTAGAA7TCTCMTMTTTACTATT 

ATTTACATTAGCAAATGTCGGTCGTTAGTAGACACTGAGCANAGAAGCTTGAANAACGGG 

GATCCTCTCCTGTGGGCAGGGGAGCCCCAGCTTCCCTCGTGATTCCCGTCCTTTCAAGTT 

CATTATGGCAGCTNTGTCAATGAGCACCCCAGGGTGGTGTGGCCGCAGNACCAGGACCCG 
CGCTGCCCGCGT 
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Sequence 2466 

TTAATTAAGGGGGGGCCCGGAAAAATTTGGGGGAAAGGNCCTTCCCCCAACCCCCGGCGG 
GGGTGGGGGCCGGGGCCCCCGGAAGGGGTTAACCCTNTNTNTNTNTNTNTNTNTNTNTNT 
NTNTGTNTTGTNTGTGTNTGTNTNTNTNGGNMCCTNTNCCTNTTTTACCAAGAGAGATT 

rrnm iccctgggtatntgggtncntntntgggggtntntntncctgggcctntctncc 

tctntntntntntntntctccctntntntntntntngggaaganaattgggggnaaggtt 

tttttccmccttaattntgggtntnggccccccaagaggccttgngngaaganttgncc 

aaamtgggggccaaaaaganaattccmntgnmccmncamcctttggccaaaaa 

acacccttntttggcccctttttcnccggggggggtgcccccaaamggcccaaaaattt 

tttnttttrtcncccgggcncctttacamggacctccttccncnccggnnmggattaa 

ggcccnttgggggggggnaaattnttmcccamggggggccaaagccccnccggggctn 

ccaaaccccnaaccgggggccnccccaaaggaccnttaaaaaaai i i i i i i i i ii i 1 1 i i" 

ggggcccaai i i i i i i i i i i i i i i i aaaggnttaaanaaaaagnaaaatttggggggggg 

ggggg 1 1 1 1 i ii i i iaaaccctttaaatnnaaccctttgggggggttnccnaaggggggc 

cctttgggggggttnccttttttgggaaaaamccctttcccccttgggggaaacccccc 

tttccaamggggggtgggggnaaattcccccamcnncctttgggccccctttncgggg 

gggccccccttcnccccccaaaaaaaagggatnnggnccctttnggggggggaaattntt 

taacccaangggggggccggggggggg 

Sequence 2467 

CCGGGCAGGTACAATGTCCTCGCGTCTTGTTCTGGTGGCCACCTTGGGTCCCAGTCCACC 

TGGACATCAGGCTGACGTCATCTCAACAATGGCCGGGTTGTTAATTCGCCACCTTGAAGC 

CATCTCTGGAACTGTGCMCTGGGTCTCCAGGCTTGGTCTGTTTCAAGATTAGCTCCTAG 

AACTAATCTCACCTGGCCGCTAGTTATTGATGGAGCCCATATGTGAACTCAGCCAATTCT 

TACTCTTTTCCTCTATGGCAGGCTCCCTGCCAGTG7TTGTCATGGCAGGTCAGCACACGG 

GATACTGGATCTGAGAATCTGATCTCCAGGGATCTTCCCCTTATTCTGTTCCCCTTGGAG 

GATTCAGCAGATACCTGTAGATAAGAAGCTGAGCACTGGAGAAATTAACTAGTCCCAGTC 

TTCTAGTTMCTACTMGTAAAGGATCCTTGATTATACCCAGCTCTTGAGTTCTGAGCAT 

TAATT 

Sequence 2468 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCCTCGGCCAATT 
CGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGTCGAAATAGAAGCCCA 
GAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCT 
Sequence 2469 

CCGGGCAGGTACGCGGGATTCTCCTGAGGATGTGTCCCATCTAGGGAAGGCTGGACTAGG 
.CCTTGCGGCTCCTCAGGGACTCAGGTGGCCCTACTGGGAGAGGGGCCTCAAATGCACCAT 
GTCAAGGGTTCAAGATTGTTCCTGCTTTTCCCCAAGTACCT 
Sequence 2470 

CGGGGGTTTGGGGGCCGGGGGCCCCGGGGNCCGGGGGGGNAAGGGGCCNTTGGNAACCGN 

AAGNMGGCCCCCGNGGGGNAAGGGGGCCCGGTTTTNAGGGCCGGGAAAAAAGNGNAAAA 

ANGNAAAGGAAAAAAAAAAAAACCNCCGTAAMGTAMCCGNAAAMGNCCCCMCCTTT 

AACCAAAGGCCGGTTCNGNCNAAGNCCGGGCCGGGGCNGGCCGGGGCCGGNTNCCTTGGC 

CTTTTTTAAATTAAAGGGGAAAGGAAGGGGGGGGCCCGGCCAAGGGGCCCCCCCCCCGNC 

CGGTTAAACCCCTTCGGGGGCCCCCGGCTTTCCTTAAGGGAAAACCTTAAAGGGTTGGGG 

AAATTCCCCCCCCCCCGGGGGGCCTTGGGCCMGGGGAAAAAATTTTTCCGGAAAT^ 

TTCCAAAAAGGCCCTTTTAAATTCCCGGAAATTAACCCCCGGGTNCCGGAACCCCCTTTT 

CCGGNAAGGGGGGGGGGGGGGGGGGGGCCCCCCCCGGGGGGTTTAACCCCCCCCAAAGGC 

CCH I ! I I I I 1 IIGGGI III ICCCCCCI I I I I I II NAAGGGTTTGGGAAAGGGGGGGGGT 

TTTTTAAAAAATTNTTTGGGCCCCGGCC^^ 

ATTTCCCAAATTTGGGGGGGTTNCCAAAANTTAAAGGNCCCTTTGGGGT1 TVt IT1NCCC 
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AAAAAAATCAGCATTTCCTTCTCTGCACCAGAATTGAGGCGCACAATGCTTCAGTTTCTA 

GGTAACTACAA7TATCCTGCCAGACTAATACGATGACGGGAGTGCTAGTGGAGACCTCCT 

GGAGACAGCTGAGGGTCATAGGTCAGGATTGAGTTTGACAGCAGGGAAAACAGCCTGATA 

CGGTTTGGCTCTGTGTCCCCACCCAAATCTCATGACGAATCGTAATCCCCAGTGTTGGAG 

GAGGGGCCCGGTGGAAGGCGACTGGGTCATGGGAGCGGATTTTCCC 

Sequence 2462 

CCGGGCAGGTACGCGGGGCCGGGCGCGGTGGCGCGTGCCTGTAGTCCTCAGCTTCCCTCA 

CAGGCATTCACTATCACTCCCAGCTAATTAAAATAATTTGTAGACGGTGTCTCGTTATGT 

TGCCCAGGCTGGTCTCGAACTCCTGGGTTTAAGTGATTCCCCCGCCTCAGCCTCCCAAAG 

TGTTGGGCTTACAGCCTTGAGCCACTATGCTTGGCTCAMGATATTTTTATGAAAGCCCT 

GGGACTATAGATTTAGCTGATTAAA7TTATAGAAAAAGTCCTGTCATATAAACTGGCAAA 

GTCTGTTCTTMTTTAATTAGCCAAATCAGACTTAACTTCCGTCAGAACATGTCTTGGT^ 
TTAATTCAGATAAA 

Sequence 2463 

CCGGGCAGGTACAAAAGCACAGCAATATTGGAACAGTCATCTGATAACCCAGACAGCTAC 

TAAGTGACTAATGGGTGGGCCGTGCATACAGCATGAATGTGCTGGACAAAGGGATGGTTC 

CCATCCTGGGTGAGGCAGAGCAGGATGGTGAGAGACTTCATCAAGCTATGTTAGTGAGCT 

GGGGCTGCTGTAATGAAATATCATAGACTAGGTGACATAATGAGAAATTTATTGTGTCAT 

AGATCTGGAGACTGGAAGTTCAAGATCAAGGTGGCAGCAGCATTGGATTCCTCTCATGTT 

TCTACCTTGGCTTGCAGATAACCGCCTTGTCACCGTGTCCACACAGGGCCTTCTCTCTGT 

GCATAGCCCTGGAGTCCCTCCCTCTTTAAAAGGACACCAGTCATACTGGATTAGGATCCC 

ACCCTTACAATCTCATTTMTCTTMTTACGTCTTTAAAGGACCTGTCCTAAATACAGTC 

ACATTCTAAGGAACTAGGGGTTAGGGCTTC 

Sequence 2464 

TTGGAGCTCCCCGCGGTGGCGGCCGTCTCCGATCTTTACACGCATTCTTNGTGTTATCTG 

MGACACTCTGATGCCACCACCCAAAGCMCTGGCAGTTGACTCTTGGCAATTTTAAGCT 

TGTGTGGAMGCAGCCGCCGCCCGGTAGCTCCTTTTTATCTAGAGACACTCAGGATGTGG 

GGGACACCCCAGCAATGCCATCCCTCCTTTGACCTCCAGAGCGCGCAGAATTATAAAGTT 

GAGTAATACTTTATTTGAAAAAATGAAAAGTGCACACACACACACACACACACACTTACA 

TAGGCACAGGATAATCTGGAAGTATGACCAGCAAATGATAACTGATTCCCTCAGGGGAGA 

AGAAACTGGGTGGCTGAAGGACAGGAATGA 

Sequence 2465 

CNCCGGNCNGGGGTTGGGGGNCCGGGGGNCCCCCGGAAGNGGTTNAACCGNCCCGNGGGG 

NGTCCAAANGGGGNAAACCAANANGGNAAGGGGGAAAAGGAAGGCCCANGNGCAAANAAG 

NAAGGNAAAAGNCCACGTAAGNAAGTGNCAAGGNAAGGCCCCCGNCTAAGGTTCCGGCCA 

AGGTTCCGGCNAAGGCCNCCGNCCAGNCCAAAAGGNAAGGTTGGAAGGAAAGTGGTAAGT 

CCAAGGNAAAAAAGNCCGNAAGGGNCCAAGNCCATAAGGCNGNAAGGTACCAAGGCCAAA 

GGGGGCCGGGGGGCCAAGCCNAAGNCCAAAGGTAAAAGTAAAAGTAAAAGTAAAAGNGGA 

AAAGGACCACCTTGGACCCCGGCCTTCCCCCCAAGGTTCCCCAAGGAATTCCTTCCCCAT 

TCCCCCGGCNTTCCCCGGTTGGTTCCAAAAAAGGGGAAGNCCGGGGGGNAAAACCAATTG 

GCCCCCAAMGGTTTCCTTTGGAAAAATTNCCCCAAGGCCCCAAGNAAGGGGGGGAAAAA 

GGGGTTCCCGNAAGGGGNMGGNAAGGNAAGGTTGGGAAGTAAAAATTGGNCCTTTGGGG 

CCCMCCCCCAAAATTTCCAAAGGGGGGGGGGAACCCCCCCCGGGGTTTCCCCAAGGGGG 

GTTCCCGGNMGGGAMTT CCCCCA AMNTTTTTCCCCCAAAAAMTTTCCGGN 

AACCCCCCAAAAAAACCCCCTTTT7TCCCCM 

GCCTTTCCCCCAAGGGAAATTCCAAAAAAAAG 

AAAACCCCCCCGGGAATTCCNTTCCGGGGGGTTCCCCCAAAANGGTTCCNTTTAAGGNAA 

TTNCCCCAMGGGGGTTCCCTTTGGCCTTTTTCCCCCAAGGAAATNNCCGGCCCCCCCTT 
TCCCCCCCGG 
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GTTCCCGGTTGGGNAAAGGAAGGGGGTTTTT^ 
GGNACCTTTTCNAAAANTTCTTAAGGTTGTTT^ 

TNCGGTCCCCCNGCNTTNCCCCCAATTCNTTCCCTTTNGTNCACCCCCCTTGTCCCTNCC 

7TAAAN7TTAAATCCTGGGNTTTMTAACNATTTCTTNGGGTTNGGTNCCCCTTTCTTAA 
AATGGGG 

Sequence 2457 

GGTCTCGGTCACTCGAATAACCCGACATGGNGTCAATGGTTGCGGTTGGCCGGNGAACGA 

AGTATATAGAAAAGCGTGCGACAAGTCGCTGGAAATGGCCTCGATGACGGCGAAGCCTTG 

CGGGGGCGGCAGCGGAGGAAGGACACCGATGACACCAGCCGAAGCTGCACTACTAGAGAC 

CGGTAGAAATGAATGAGGTCCCCGCGTACCTGCCCG 

Sequence 2458 

CCGGCCGGGGGTTGGGGGCCCGNGGCCCCCGNAAGGGGTTAAACCTNTNTNTNTNTNTNT 

NTNTNTNTNTATNNTNTNTTTTNTNTNTNTNTGTNTNTATNNNNNGNGGNNCCACCNTTA 

AACACATATACANANNAAANANGATNCTNTGTGTTAAGNNTNGAGTGNTNANANTTNNGG 

CCNGCCNGCCCCTTGGCNTNGGCACCTTTTCNCCTTTGGGGNAATTNGGTGGNGGTTAAN 

NCACCGGTTTTTTCTNCNAAGNGGGCGTTCCCCTTTNTTTCGCNGGGNNAAAATTCCGTA 

AAAACCCCCTTGTAATATTCCCCCNCGTTACNAACACCCCGGTTGGGGTTCCAACCCCAA 

TTGGGG GGTTAA GGGGGGCCAAACCNGGGNNNGGAAACCTTAATCCCCCAATTTCCGNAA 

AAAAAGGTTTTTGGTAATTAMGGNGGGGGCCCAAGAAAACCCGTT^ 

ATNGGGGGGGGTTNCNGGTTTTCCNGNCCACNGGCCCNNAACNNGNNGGNGGCCNCCCCC 

GGGCTGGTTNAACCCNCCTTTGGGCCCCCCCCGGNGGGGGTCCGGGGGGCCACCCNGNCT 

TTTNTNTTANGGNNAAAAACCATTNAGGGGGNGGGGGGGGAAATTCCCCCCCCCCCCCGG 

CCi i n I AANTCCCGGAAATTNAACCCCCGGTNCNGANAACCCCNTTTCTGNTAAAGNGG 
GGGGGGGG GGGGN GGNCCCCCCNGNGGGTTMCCCCCCCAAAGGCCTNTTTTTTNNGGTT 
TNCCCCCCCi Mil lAAAGTNTNGGMNGGGGGGGTTTTNAAAAATTTTGGGNCNGCCCN 
CCCTTTT 
Sequence 2459 

CCGCGGT GGCG GCCGCCCGGGCAGGTACGCGGGATTGTATTGTGTTTGTGATAATTGCTA 

GGA GTAGA TTTTAGGTGCTCTTACCACATACAAAAAAGGGGGGGTAACTATGTGTGATGA 

TACGTTTTA7TTGCTTGACTATAATAACCATTTCACTGCATATCAAAATATTATGTGGTA 

TGCCTTGCATACATAAAATAAAAATACAATAGCCCTTTTAGTTTAATTrTAGTAATACAA 

TCTGATAAAATAAAGATAAAATTAATATGTAAGAATAATAGTAAACTGGCTGAGCCACCT 

CGCCCAGCGGCATCAGGCTTTCTTAAAGTGAGAGCACGCCTGTACCT 

Sequence 2460 

AGGTACTAGAAGCTAGMTAAAAACAGMTMTGCCTCAMTACTCAAMGGAAAATGAT 

TGCCAACCTAGAATTTGTATTCAGCTMTTTCTGMTGACATAAGGATTAAAAAACAAAG 

ATAAATAAAAGTATTTCAAAAAACACACGGTTTCAAAATTCTTCCACTCATACAACT^ 

GGTTCATCAAACTAAGGGAATAAATCAAGAATGAAGATAGCATGAGATTCAGAAATTGGA 

GGATTCAGTGCAGAAGAGAGGCAAAGGTAATCCCAGAACAATGAAGTTGAAGAAAGGGAT 

AACACCTGAATACCAGTCCCATACAGCAGCCAGTCCTGAGTTTTGGAGGAGAAGGGAGGA 

TTCCAGGGGAAGGTCTTTCAGAGAAAAAAGATMGTTGCAATAATGGATTATCCTATATG 

TTCTATTGTAGAGAGNTATAGAAGMTTMTGACMGMCCCCAGAAAATTGTGCAGCTT 

TCTTGAAGAGGTGCTCAATTATNCNAAAANNANNNNNNTTNTNNNNNNNNGTCCTGNCCG 

GGNCGGCCCCTTNTANAACTAGTGGATCCCCCGGGGCCTGNNGGAATTCGGNTNTTCAAG 

CTTNTNNGATCCCCCGTCNACCTNGANGGGGGGGGCC 

Sequence 2461 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGACTGTCTCTTT 
TCCAGAGCTCCTGAGTTCATACTCATAGGGTGACAGAGTGGGACTCTGTCTCAAAAAAAA 
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Sequence 2452 

TTTNGGGGAAAGGCCCTTCCCCAACCCCCGNCCGGGGTTGGGGGTCCGNGGCCCCCGGCN 

CCCCGGGGGGCCAAGNGGTAAACCTNTNTNTNTNTNTNTNTATNTNTNTNTNTNTATATA 

NAATNNNAAATNTGTATNTNTNTNTNAACANAGANAANAAAACANANCGGTCTTTCTGGG 

GTNCAGACACTCNMGNGGCCTTNGNGNANMGATTGGCAACATTGNGGTTTGGCCCGNA 

MTTCCTTCNGGGGCCT7TJCAACATTGGCNAAAAAGGCCTTCCTGCCCTTGGTTNAAAAA 

GGCCCTTCCCCNGGCACCTTCNCCGGGGGGNGGTTTTTCAAACCAGGCCNCCAATTTTTC 

CTTCCCCTTGGGCGCCTTACAAAGACCCCNTTCCCCCCAAMGNTTTANGTCCTTTNGGG 

GGGGMCCTTTANCCAAAGGNGGTTAACCCCCTTCCGGGGGGCCCCCGNCNTTTCNTTAA 

NAAAAAAAACCNTN AAGGT TTGGGGGGNAATTCCCCCCCCCCCGGNGGGGNCCCTTGGGC 

CAAAGAGGNGAAAAi i i i iCCCNGAAATTTANTTCNAAAAAGGGCCCTTTTTNANTTCCG 

GGGMTTTMCCCCCGGGTTACCNGGAAACNCCTTTTCTGNNNAANGGGGGGGGGGGGGN 

GG NGGC CCCC CCCGGGGNTTAANCCCCCNCAAAACCC I rTTTTTTTI I NGGTTGTTNCCC 

CC Ci m ill 1AAAANNTGGGGNMGGGGGGGNTTTTNAAAAATTTTGGNCCCNCCCNCC 

^^^TTT^^N^p GC CGGGGTTAAAAAATTNCAANTTTJGGGGG NTCCAAAN TTAAAGG NCCT 

TTNGGm i 1 1 iCCCCTTTGGGGTGGGTTGGGNAAAAAAATTTTNGTTATTAANTNCCCCG 

GGCNTTCNAACNAAAATTTCCCCCACCCAACCAA 

Sequence 2453 

GCGGGAGGCTGACGAGAGCCGGGAGGCGTTAGNGNAGGAAGAGAAAAACCNAATACTAAN 

TCCACTACAGCGTCGCAGCGCGGCGCGGCGTCTGCT7TATAGGAGAGGGCGCAGGCCCCC 
GCGTACCT 

Sequence 2454 

CCGGGCAGGTACCCNGNGAGTCAGGCCTNAGAAAGATGGCGNNCTAAATANNNTTNCATA 

NCAGCCGAGCCAGCCAAGCTCTACTCCAGGAAGTGAAAATGTGCTGCCTCGAGAGCCGCT 

GGGACTTGCTGTGCTGCTCAGGCTGGAGTGCAGTGTGCAAACACGGCTTACTGCAGCCTT 
CACCTTC 

Sequence 2455 

CCACCGCGGTGGCGGCCGAGGTACAGAGCATAGTGAAGCATGATGGGNGGTAGTATTAGG 

AG AAAAAC NTTNTTC AAATTAMTTTAGCN GAGTTTATTTGAGCAAAGAAGTGACTCATG 

AATCGGACAACTCCCTAAACCAGGAGAGACACCACACGGCAGTATGGGCAAGCAGTATTC 

ACAGGCAGAAAAAGGAGGTGACATACAGAAACAGCCTGGCTGGCCACAGATCACAGCTTG 

CCTTACTTGGTCACAGTCTGAGGAGCTAGCAAGCCTTGTGGTGGGACTGAAAGCCCAGCT 

GCTCTTGATTMGCCMCATTTGGCTACTTGTCGCCAAGGAATCTATTCATCTTGGGCCC 

GGGGTTGCAGTGGGCCTNACGCCTTGTAAATCCCCAAGCACTTTTGGGGAGGGCCCAAGG 

GCCGGGTGGGGATCGCCCTTGGGGTCGGGGAGTTTTGAGACCAGCCCTNGGCCATCGTGG 

GGGAAAACTGGNGTCTTCTATTTAAAAAGTTGCCAAGGAATTTAGCCTTGGGGCCATTGG 

GTGGGTGGTTGTTGCCCTGGTTANTTCCCCCCGGGCTTGCCCCCGGGGCCCGGNCCCGGT 

TCTTANAAAACCTAAGGTNGGGATCCCCCCCCCGGGGCCTTGCAAGGGAAAATTTCGGAN 

TAATTCCAMGCCTTTTAA7TCGAATAACCCCGGTCCGGACCCTTNCAANGGGGGGGGGG 

Sequence 2456 

AGGTACCTMGTCAGAGTTCATATGGGGGNNNGGACTTTTTANCTGNNAAAATNNTGTTC 

CCACATATTAATGCATGTGGCGCTCACCAAAGCGCTGTGTCAAAAGTGTCATCATTGTCA 

TCAGCATCACCTGCCAGAAAATTGCACAGCACGGNGGTCTCAGCATGTGGGCTCTGTAGC 

TGGACTGCTCAGATTCAAGTCCTGGCCTTACCACTTACGGGGCTGTGTTGACCTTGAACA 

AGTGTATTGGCCCTCTCTGTGCTTCCAATTTCCCCATCTNGTAAAGATAGGGAATAAACA 

CATCTTCACAGGNAGCCATGNGAGAGGCTACAAGGTTAGTAGTAAGGAAAAAACACTTAG 

GCTACCACMTAAGTNCAAGCNTCACTAAATCATGGTAGNTTGTTACCATTTCTTATTTT 

TATTAAGAAAAGAACACCAGGAAAGGGTNCAAGGGGTCAAAANTGGAACCCCAAGCCTTG 
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TTCCCCCACCCAACC 
Sequence 2448 

CCGGGCAGGTACGCGGGATCCTCCCTCCCTTTACTTCCTCACTGTGCAGTCTCCCTCAAG 

GATCTACTGTGAAAGGTGTGTTTGTAGTGATATCCAACCTAACTCAGTAACGAAGTCGTT 

ACTTAGCTCTTAGCTGTGAAATAACTCTGGAAACTTCCCCACCCCAACCATAAATTCTTA 

CTTATAAAGAAACAGGTCCCCAAACTGGAAACAGCTTAGTCCAGGCCTCAGCGAGAAGGA 

AGGACACCATGACTGCTCCATGCTGGGCACAGCCGGGCAGTCTTGCCAAGTGCCTGCTGG 

AGGCTGTGCCGGCAAGAGACCTGCAGCAAGGAGATTCCCTTCCCTCGGGCCATTATCAAT 

ACTGTCTTTATCTGGAGGTGGGGAAGCCGCAGCCCTCTTGAGACAGCAGGACAATGGTCA 

GTTCAGAGAGGGTGAGGGCAGCAAACGCTTCAGAGGGACACAGAAGCCAGAGGACCCCCC 

CCCCCCACAGCTGGGTCAGCCTGGAAAATCCATCTATTAGGGACTT 

Sequence 2449 

ACCGCGGTGGCGGCCGAGGTAC i rTITTTTTTTTTTTTTTI I NTTNNGGAGACAGAGNCT 

CNCTCTGNNACCCAGGCTGGAGTCCANNGGTGCNATCTNANCNCAATGAANNCNTCGNCT 

ANCTGGNCCACACCATTNTNNNGCCTCAGCCTNCCGAGTAGCTGGGATGGGAGGATTACA 

CAAACCCAGGAGTTCAAGGNTGNANAGAGCCGGGANCNTGGCNCTGNNNTACANANTGGG 

C AACAG AG AGATGCCCTG NCTC NTAACAAAATAAATAAAATAAAAGGN ATGTGTGATGTG 

TGNGTGNGCACCTGCNGGTGNGTGACACCNTTTNTATTGNGCACCAGCCACCGATGGGGA 

ACTTTATGCMGGTTGTTACCTTTGANCTTGCAGATCAGCTCATAGMGGCCTTCAGCTC 

TTCC AN GG7TCCTTCTTGGTG ACTGATTAG ACCAGGACGAAANGCGTGGGCC N CGGGCTA 

TAACGTGGGCGCTGCAAANCGCGGTTNCCGGTCGNCAACTCTTGCTGTCGGTGATGGTGC 

CAGGGAANGCACAACCGNGGGCTTGCAAGCCCCANNCAACTGGCNAGTMGGTTATTTTT 

NAAANGGTNNGGNAAGGTNACCTTNGGGNCNGNTTNTTAAAACTTAGTGGNAATCCCCCN 

CNGGNCCTGNNNNNAAATTNNGAANNTAAAACNTTNTNNATNACCCGCTNNANCCTTTAN 

GGGGGGGGGCCCG 

Sequence 2450 

AGGTACTTGTCTAAGGCTCTGGCGGCTCCGCGAATCTCATGTGCTGGGCCATCATGGACG 

AGAGTGGTCTTCAGCACCGCTTGTAAAGCAGTGTTAACAACCATCACACCGCCAGCAGCA 

ATGCCCTCCTCAGCCACCAAGGCAGGCCACAGGTAACGAGTGATGCCCCATCTTGAACGC 

ACCCAAGCCTCCGCCTCCATAACTCAACAGCAGCAGGGAAAAAGCATGGTCTCAATTCTC 

TTGACAAATCTCAGAGGTATTATACTCTTATTCCAACTACATCTCCCTCCCCAAAGAAGC 

GCACACAAMCAATTTTAAAACTTATGTTTTCTACGGAAACCTTACCTCAAAGTGATGCA ■ 

CAAMCTGAAATTTATATGGCTGCTTAAATGTCACATCCTGGCTCCTAGCAGGGAAACAA 

AACGCTCTGMGAGAGGATGGTTCCTGCTTGAGGGGGAAAAAGTCTGTCTTTCTTAGCAG 

TGCTCCTTCCCACAATAAACAAATGATCCAGGGAATTTTGTACCTGCCCN 

Sequence 2451 

AGGT ACAGATTGT1TGGACNGATNGANGGGGNGGGACTTGGGAAMCTMNTTTTGTAGT 
TTTTGGT7TCCTGATGAAAAATTTGTAATTTC 

GGCCTAGTGTTTGACMTTTATATGGTGTATTTCATCTCCTTTCGTCAGTCCTGTCAATG 

TTCCTATGTTATATCTTCCAAAACCCTTCTGGAAAATTAGNAGCAGGGAGGTCACCGATC 

ACCCTACAMTTCTTCATNGTTTTATGGACCATCMTTTTTTCACCCA^ 

CAAACTTTCCC TCAAA AAAAATTGTTCNTCCCCTGCCTTTCCAGGGAATTTAAGTTC^ 

CCTCCCAMCCTTTTTATNTCCTTCCMTATTTCCCCAGGTNGGGGGAGGTCCTTTCTTA 

AAAAATTAArrTCCATTAATTGAAAATTTTGGTGGCCTTGGCC Mil! CCCTTGGTTGTT 

NACCAMCCAANGGAMTTCCAMGGTTCNTNACCACCTTCCTTmAAACCAAmGGN 

TGTTMCCCTTTCNGGGCNCCGGCCTTNNTTANGAAAACCTTAAGGTGGGGAATNCCCCC 

CCCCGGGGGCCTTGGCAMGGGAMTTTCCCGMTTATTTCCAMGGCCTTTTATTCCCG 

AAT AACCCCG NTNCCGAACCCCTTCCTAAGGGGGGGGGGGGCCCCCCGGGTTANCCCCCA 

AACTTTTTTTTG 
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CCGGGCAGGTACGCGGGAAGTGAGTTAAGTCCAGCAATAACTATATCTCTGCATATTTCG 

GGCCAGGAACAGCTGAGGTGAACCAGGATAACTGAATTCCCTCCCTGTGGCTGGCTTTAT 

TTGGTTACTGTGAAAGGGACCTATTTCCAGCCCAGTGAGGGCACTGGGGCTGAAGAGTGT 

TCTCTAGAACCCCAGCCAGTCCTCAAGTTTCATCTCTCACCTGTCCTGTAGGTGAGGAGC 

CTGAGTGCAACGACATCACTGCCAGGCTGCAGTATGTCAAGGTGGGAAGCTGTAAGTCTG 

AAGTAGAGGTGGATATCCACTACTGCCAGGTAAGGGCTCTGCTTCAATAAGGGCTGGGTG 

TGGAGGGCTGAGCCTCCGTGTTCGGATACCTATCCTTAGTTGCATTCTAGAAGGATCTGG 

AAAATTCCCAGGGAAGAGAAGGGAAAATAAAACTGGGAAGCAl ) 1 1 I 1 1 1 1 1 IA AGCAAA 

TGGTTGTATTGGAANTAACCTGGAAMTTTTTTGACTTCCNGGGAAAAAAMCAAAAAA 
Sequence 2445 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTACAGTCATTACCTTT 

AAAATTATAGCAGCATGCCCMCAAGACACAGTGGAGGCAAAGGGTCGTTGGACAGAACT 

CAGCTGAATGCCAATGTTAGTTTTGTTTCCTTAACGTGTAGTATCGGTTCCAAATGGAAT 

TGAATCATCAAGTATGCTTACCTGGTTTATTATGCCAAGTAACAAGATTGGCCAATCCTT 

CTTATTTATTGTTCAGAAACTATAGAAGAAAGCAGCCAACAAATGATGATGGTTTTTCAG 

TGACTCATGCCTCCTTTGATTAGAATCCAATGTAGCCTACTCCTTATCCTGGCATCATTA 

CTAGATATTGCCTTTTATTTrGACTMTGGAGCACATGMTGGATAGATTTTAAAGAAAT 

GCCTAGGCTGGGCGCAGCAAGTTCGCGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCA 

GGCGGATCACCTGAGGTCGGGAGTTTGAGACCAGCCTGATCAATATGGAGAAACGCCGTC 

TCTACTAAAAATGCAAAATTAGCCCGGTGTGGTGGCACATGTCTGTAATCTCAGCTACTT 

GGGAAGCTGAGCAGGAAAAATTGCTTGNACCCCAGGANGTGGAGGTTGCAATNAGCTTAN 

AATGCACCATTGCACTNCACCTGGGCAAGCAAGACGAAACTCCATTTCAAAAAAAAAAAA 
AAAAAAAAAAA 

Sequence 2446 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGGCAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTrGATCTGCAAATACGACTrCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTTGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGAAGAAGGAAAGAAACTGATGGGGGTAACT 

Sequence 2447 

CCTTCCCCMCNCCGNCGGNGNTGGGGGCCCGGGGCNCCGNAAGGGGTTTACCCGNCCCG 

GGGGGGGGAAAGGAAAGNTTTAAGGTTTGGGGGTTTTTCTTTNCGGGCCNAGGGNGAACC 

CCCCAAAGGCCAACCGGNCCAAGNCCTTTGGGGGAAGGGTAATTCCTTrGGGAAGNAAAA 

CCNGGGGAACNAAGGGAACCTTGGCCCCTTTCCCTTTCAAAAAGGGTTGGGGGGGTTTCC 

CCCCAAAGAAACCCCCCNTTNNGAMGTTNAGGCCCCTTAAAAACTTGGGGGGAAAGGGG 

GCAANCCCCCCCCCNAAAAGTTNAANGGGGGGGCCNAAGAAACTTTTGAAANAAACCTTT 

TTAAAAAAAA ACNNNC CCCCCGGGGGGTTTCACCCTCTTTNGNCCCCCNGGGGGGCCCGG 

GGGCCCCCGi till I CNTTAAAAAAAAAAACATTAAGGGTNGGAGGAAATTCCCCCCCCC 

CCGGGGG GGTCCC TTGGGCCAAAGGNGNAAAAMTTTTTCCCGGNAATTAATTTTCCAAA 

AAGGGCCC i i i i i lAATTTCCGGGAAATTAAACCCCCCGGTTCCCGGAAACCCCCTTTCN 

GG .^ GGG GGG ^ GGGGGGGGGGGCCCCCCCCGGGGGm ^ CCCCCGC ^ NGNCC ^ 
nTTTTTl i GGTTTTTNCCCCCCN I II I 1 1 I I AAAGGTTTGGGGAAAGGGGGGGGGTTTT 

TTAAAAAATTTTGGCCCGGCCCCGNCCCTTTTTGGGGGGGCCCGG7TTNAAAAATTTCCA 

AANTTGGGGGGGTTCCCAAANTTAAAGNCCCTTTGGG II I I I I I I I C CCCNTTGGTTGGG 

TTGGGAAAAAAAAATTTTTGGGTTTTAATTTNCCCCCGGGCTTTCCNAACCCAAAAATTT 
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AANANNATNNAAAAANAAAAACNNGGTTCCTGCCCGGGCGGCCGTTCTAGAACTAGTG 
Sequence 2439 

GTCAAGAGACATCCATACTGCAAGATGATAGAAAGGTAAGTGGAACCCAACCACCTCATT 

CTCTACCCTCATGTCTACCACGGACAGCTGAACCTCTCCCTGTGGAACCTGGAAAAGTAG 

CTCAGAGAGGAGTAGCAGGTGGCAAGGAACATCAGGGAAACAAAGCTAGAAGGAGCATGT 

AGGCACCTTTGACCTGAAATAGACAAGATGCAAGATCTCAGGATTGTCAGGGACCTTAGG 

AACCATCTAGGCCACATCCCGGCTTTGGCCTGCAGTGCAGGCAAAGGGTTTGCCTCTGCC 

AGCCATCGCATCCAGCTTTGCTGTAGGTGGAATCGGGCCTGTATGTGAGTTACCAGGGTT 

GCAGAGGACACTGTGGTCTGGGTGGCAGTCTGGTGCCACATGGCANAATTCATCACAGTA 

GCAACTTCCCCTCTTGCAAGCGGTGGACCGTCCCAAGACAGCAAAGGTTCTTGGGGGTTG 

GGGAGCAGCTGCCTGGAGAAAAAAGGAACAT7TAAAAAAAAAAAAAAAAAGA 

Sequence 2440 

CGGGGTGGCCGGCCGCCCGGGCACGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAG 

GTCAGGAGTTTGAGGCCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACA 

AAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGGTTGAGGCA 

AGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCCGAGATCGCGCCACTTGC 

ACTCCAGCATGGGCCGACAGNAGCAAGGACTCCATCTCAAAATAAAGGAAAGGAAAGGAA 

ACAANGTAAAAGNAAAAGCCTTTATTATTGGAACTTCTCTAAAAAAAGGAAANAAAAGGA 

MGCCCTGGATGCCACACAAMTCTAAMTTTTGGCAAGGTCGAATCAATTAAAAGGGAT 

NTTTANTTTGCATTCACAAAAMTAAATTCTTn*ACTCCCCCCCCAAAAAAATC 

AAAAAAGGTTTCAAAAATTAGGCCAAACTTTTTTCCCCTA 

Sequence 2441 

AGGTACTGGGATAAATGAAGAAGAAGGCATAAGGACAATAAACATGGAACTCCACTGCAA 

ATG GATT TTATGCAGCTGAGGAMGTTTGGGCTTATTAGTATTTGCTCCAGCGAACCTCC 

MGTTTTCTCCATTGCGGACAACGTAACTACCAGCTCCTTGGCTCAGTGGTTACGCCTCC 

ACTCAGAAGNTTTCCCCAGTAAGGTTCTTGTTCATTATTTGTTGGGCACCAATAAGGCCC 

CTN N AATTAC AAGGGTGGATATTAAGGGGCCCC NCATGGAGCCGCTC NCTC ACATTTGTG 

GAAAACCAAAAATAATAGGTATCCATTCCATTTTTCTGGGGGCTTTTCTTCCATCACCAC 

TTGAGGGAAGGACAGGMCCCATTTTAGCCACAAGTTGGACMTTTGGGTTGNAAAATAT 

G GTTTTTCATTTGGATTTCTCACCAAGGAAGGTAAAATTT 

Sequence 2442 

AGGTACCCCAGCCAGGCGCACGATGTCGTGTAAGCAGGGTATCCTTGTGCCAGCATTTGC 

TTCTCTGTGAAAACACAGCGCCGTCMCATTTTGCACTTTCCAGGGCCCTTCGGAATTGG 

AGGTGC CTGTAGCTAAGCTGTTTCCCCTGGAGAGTCCAGCTGTTTCCCCTGG AGAGTCCA 

GCTGTTTCCCCTGGAGAGTCCAGCTGTTCTCCTGATCCGGCCCTGCACACACACACCCAG 

CCACAAATTACTAGGATGTCAAACCCAGGTGATCAGGATACTCTCACGGACTGCCCTGCT 

CCCCCAGGGCTCTCCCTACAGTGTAATCCTAAAGCCAAACTTCCTTTCAGCAGTGGCTGA 

AGCAAACTCTGCAGTCAGAGGTCATACCCAGCAGGCTTCACCATGCAGACTTGAATGTTG 

ATTTGAGGGCCTAGCTGCTCAGCACAGGGCATTTGGGAAAGACAATGTGTACCTGCCCG 

Sequence 2443 

CCNGCGGTTGGCGTGCCGAGGTACCCGTGCCCAGGAGGACGCCGAGCTCCAGCCCCGAGC 

CCTGGACATNTACTCTGCCGTGGATGATGCCTCCCACGAGAAGGAGCTGATCGAAGCGCT 

G C AAG AAGTCTTGAAG AAGCTC AAG AGTAAAC GTGTTCCC ATCTATG AG AAGG AAGT ATT 

GGCCAAGTCCCCATGTGTTGACCGCCCGGTGGAGCCAGTGTTGCCACGTGGAGGGAAAGG 

GGGNCAAAGGGATTCGGGGGAAGGCTNGTNGTNGACCTGTCCCCCCGGAGGGAAACCCTT 

CTCTGCCAMTTTCCTTTCCTTTCCCTGGAAGGTGGCTTTTATGGAAAGGGGGGCGNTCC 

CCATNTCTTTTCTCCCATTANCATTCCCCCNCMTCCCCCTTCTTACTTTTTTCCCCCCC 

AGGAAGGGAATTCACCMCCCTTT7TCCTTNCCCCTNGGGAAGTTTTTGGGG 

Sequence 2444 
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A AGAM NNTTANNGNGGGGNATTCCCCCCCNGGGGNCTTTGGCNGNGGGNAAATTTTCTT 

TATTTTNAAAANCCCCTTTTANTTTNTATATACCCCGGGCNNNANNCNTCNCAAANGGGG 
GGGGG 

Sequence 2435 

AGGTACAAGTCAAAAAAAAAATAAAATAAAATAGTGCCAGACC 

GTCCTTGAAATGAGAAGAGTAATGTACAAAACCAGTAAGGCATCACT7TGGGAAGGTCAG 

CACCGAAGAGGTCAGGCAAGGCTCGTCCAGACGGGGCTTCTGGGAGGGAGTGACCCTCAC 

CCTTATTGAGCTGCGTCATGTTGGTTCTGAGGAMGTGCAAGTCTTTTGCAGGGTGACCG 

CATCACCCCACCGGAAGCTGGGGCGGGGACGCTGGAGGTGTTGGTGTGTGTTCTAAACCC 

TCAAGGACTAGAAGGGAAGGCAAGGTCCATGGCTTNCCCACATGCCCGNGTNCCTTNCCG 

GGCGGGCGANTCTNANAANTTGGGGGAATCCCCCTGGGGCNNGNAGGGGAATTCCCCTTN 

TCGG GGCNTN TNGGG GTTNCNCGTNAANCNNGNNGGGGGGGGCCCCCCNGCCCCNNNNNT 

TTTTNNTTCCCTTTTTAAN NGGGGGGGTl^^ 

TCNTNTNNNAAAGGGGGGGGNTTTTTTNGGNNTTTTTNCCNCNAAAAANGNGGGGGG 
NCCCCCCCNNAAAAAAAANTTTTTTTNTTNAAAAAAAGNCCNCCAAAANGGGGGGGGCCC 
CCCCNANAAAAANGNGCTCN 1 M 11 I I 1 1 1 11 I I 1 1 11 1 1 
Sequence 2436 

NCGGAATTGGTAGCCTCCACNCGCGGTTGGCCGGCCGCCCGGGCAGGTACCGCGGGGAAG 

TAAGAGGG AAGTTTGTCGCTG ATGGC ATCTTCAAAG N CTGAACTGAATGAGTTTCTTACT 

CGGGGAGCTGGCTGAAGATGGCTACTCTGGAGTTGAGGTGCCGAGTTACNACCAACCAGG 

ACAGGAMTCATTTATCTTAGCCACCCAGNAACACCAGGAATGGTTTCCTTGGGTGNAGA 

AAGGGGCCC GGGCCG GGATTTCCGGGGNAACCTGACCTGCTGGTAGTTTTCAGGAAAGGA 

GGGNTTNGGCTTTTTTCCCAAGGAGGGNCACGGTTGGTTMG 

TGGA AAAAMGGGGTNGGGCCCCNACCTTAANAAAGNGNTTCTTGGTTGGTTGGCCCCAA 

TTTTGGCCCCCCMGGGCCCAGGGAAGGTTCTTTCNTTGGNCGGGTTTTACCNAAAAACC 

TTTCCCTTNAAGGGGAGGGGGGCCCTTTTGGNCTTTGGNTNGGCCCGGGNAAGGGGGGGC 

CCCTTTGGCCTTTMTTTGGNGGTTGGNTNGGCCCTTGCCCGGGGGTTTTCCAATTCC 
Sequence 2437 

AGGTACAAGGAGTTTGTAGGAGGGAAGGTGGCAGTTAATGAGCCTTCCTGGTGGGACCGG 

ATGGTGAGGGCAGGGGCATCTGGCCCAGCGTGGACTCGGGCCATAGATGGGAAGTGGTCA 

TTTGGAGGTCACCATCTCTCTGACACCCTGACCATAGCACCTGCACCCCTGTGCTGAGCT 

GCAGGTCCCCGGCACCAGCGTTCTGTGCAGCTCAGGTGTTGCTGAGCACGTGGCCTCCGC 

AAGCTCTCCATCAGGATTTCTCAAGCTTNATTCTGAATTATCTCTGNGTGGAGCTCACAA 

CGGTGACCTGCAAGAGGTCCCCAGGTTCATGTTNTCAGATCTTTCTGAAATCAAAACAAT 

TATGGTTCCTGC AGTTT GCCCGCGCCATGTCTTTTGGCCCGATTTTCTTGACAAATTCAA 

MGTGAMGAAGT7TTCTNGAAGCCTACCGGGGAMGGTTTGGGGGTTTGAAAAGGGCAT 

TGNATGGG GGGAAAAA AACCANTGGAATTTAAGTTTTGGACCAAGCCTTTTT^ 

AGAAGAAAGI {(Mil I AAGAACCAAAAAACTTCANMCCCTTTNGGTTTAAACCCTTTN 

TTCNAGNTGGGGGCTTTATTNGAATAAMGNAAACCCCTTTCAAATTNGTTGCCCCAAAA 

AAAAAATAAAAAAAAAAAGGCCCGGCCACCTTCCCANGGGTTNANGTTTAAATTCNTTTT 

GGTNTTNAAAAAAAAACCCCTTTTCC 

Sequence 2438 

AGGTACCAGTGCCGCTGGGCACACTGGCTTCACGCCGGCTCCACCTCACCAGCAAGCGCA 

TTCCCAGAGGAGAAAATGAGACACTGGGTGGGACTCAGGGATTGCTCCAGGCCACACAGT 

CAGCAGGAGGCAAAGCCCAGATTCAAATGCAGATTACTCAGCTCCACAATCCACATCCTC 

ACAGGAGGCTGCACTCCTTGCCCAAGCGTCAGACAGGAGCAAAGAGAAAGAAGGCAACCA 

GCTGGCTACTTTCTTCCCTTCTTGGATGCCTCCAACAGGGTGAGGAAGGACTAAACAAAT 

GACCAAGTGTCATCCCATTTTGGACATACTTAAAACACCCCATGGAATTTTTATTCTGGA 

CTTTCTTCTGCCTGTGTGGCATTTATGTTTAAATAAAAGGAGAATTCMCTTCGTGGAAA 
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CAGAGAATAGGAATGATGTTGGGAGGATGATGTTATCTCTGTCTAGCTTTNTAAGTGCTC 
TTTGTCCTCMGGCTATGTATTGTAAATGATGAGCTATTTGTGCGGAATGCCAGTTCTGA 
AGAGATCCAAAGAGCCTTCGCTATGCCTGCACCCACGCCTTCCTCCAGCCCAGTGCCCAC 
CCTCTCTCCAGAGCAGCANGAAATGTTGCAAGCATTCTCTACCCAGTCTGGC 
Sequence 2431 

CCGGGCAGG TACCGCGCCCAGCTAA I Mill rATGTTTGTAGTAGAGACGAGTTTCACCA 

TGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGATCTGCCTGCTTCGGCCTCCCA 

AAGTGCTGAGATTAGAGGCATGAGCCACCATACCTCTTTTGCTTCATCCATCCCTTAATT 

TCTTTGCTGGAGCATTTTAMGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAA 

CATGCGGCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTCCATC 

CTCCGCCGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACCACCAGCTTCCGAAAC 

CTTTCGGAGGAGCGCTTCGCCACCACCTGCACGGCGAAGCGGCGCGTAAACGAACCTCCC 

CCGCGTACCT 

Sequence 2432 • 

CCGGGCAGGTACCCTATGCCAGGCACCATGGGAGGCACTGGGGAGATAATGTGAACAACA 

GACAAAMGCTCTGCCCTCATGGAACTTACATTCTGGTTGAGGAGATAGATTGCAGATAC 

TTGAAAGGCCTAGTTGTTAATAATTTATACCTGCTAAGGAGGGAAAAATTAAGCAAGAAA 

GGGTGATATGAACTGTAGGGGGTGGGGATGCTGGGATGTTAGGGGAACAGGGAGCCCTTT 

GCGTAACTCTGGAAGGAAACAAAGTCAGCCATGCAGGAATGAAAGAACATCACGTTGGGC 

AGAGAAAACAGCAAGTGCAAAGACCCTGCAAGCAAAGAAGTAGCCTGACTGGAACAGAGC 

ATGAGGAGGCAAAGGGTGGAAACGGGGTCAGAGCGGCAGCCAGACAGCCAGCTCATACAG 

G GCTTTGC AGATC AGTTAGGACTTCTGACCTTG GCTCTG A 

Sequence 2433 

GAAAATTTGGNGGAAGACCTTCCCAACNCCGGCGGNGGTGGGGCCCGNCTCCAAATTGCT 

ATTTTTNANACCAAAATCTATCGGAAGATNTACCTGCTTTGGGGCNCCTTGGGGGGANAG 

AAAAAAGGAAAAAAMGGTTTTATTCCCCACCTTTNACCAMGGGGTTATTACCGGTTAT 

TTTGGACCMCCATTGGGGMTTGGTTTTACCAAGNTNCCCAAANACCAAACCAAGGCCA 

CCAAANAMTTCCANACCCCAATNGNTTACCM7TGGTTAACCAATTAAGTTGGNAAAAA 

NTTGGACGGTTCCCCACCGGTTTTTTTCCTTACCAACCGGCCTTACCAGGGGAATTACGG 

GGAAAAGGAAGGCCTTGGGGCCTTCCTTTTAAAGGGGGCCCCCCAAGGGGGGCCTTCCAC 

CAATTGGAATNTTAATTGGCCACCTTTTGGGTTCCAAAAGGCCAAGGCCTTTCCTTCCAA 

GGTNGGGGTTGGTNGGGGCCAATTCCTTGGGGGGNAATTTTTTCCTTTTCNTTTCGGGGG 

GGCCNTTCNCNTTGGGGAAAGGGGCCCCCGGGGGGTGGGGGTTNGGGGGGGGNCCCTTNT 

TTTTTTTTTCCTTTTTGGGTNAAAAATTTT^ 

GGGGGGAAAAAACCCAAGGGCCNTTTCCCCCTTGGGCCCAACCCAAATTTTTNCCAAACC 

CAATTTNCCGGGGGGTTNCCNTTTTTGGGGGGGCCCTTGGGGAAAAAAAAAATTTCCT^ 

TCCCCCMNTTGGGAAAAMGGGGGGGCCCGGNCCCCAAAAATTTNNTTCCCCCCAAACe 

TTTTCCCCCCAAATTTCCCGGGCCCNAAACCNAAGGGGGGGTTTGGGGGGGCCCAACCCC 

CCCAATTTNCCAMTTTTTTCCCAAMGGGGGGGGGGCCCCCAMCCCCCNm 

CGGGGGGTTTGGGGG 

Sequence 2434 

ACTCACTATAGGGCCGAATTGGAGCTCCACCCGCGGTGGCNGGCCGAGGTACAAGTCAAA 

AAAAAMTAAAATAAMTAGTGCCAGACCATCCTTTACTTmCATGTCCTTGAAATGA 

AAGAGTAATGTACAAAACCAGTAAGGCATCACTTTGGGAAGGTCAGCACCGAAGAGGTCA 

GGCAAGGCTCGTCCAGACGGGGCTTCTGGGAGGGAGTGACCCTCACCCTTATTGAGCTGC 

GTCATGTTTGGTTCTTGAGGGAAAGTTGCAAGTCTTTTGCAGGGGTGGACCCGCATCACC 

CCCACCCGGNAAGCTTGGGGCNGGGGGACCGCCTGGGAGGTGTTTGGTGTTGTGGTTTCT 

AAAACCCCTTCAAAGGGACNGAAGNAANGGGGAAGGGCAAGGTTCCATTGGGCTTCAACC 

CCCACAATNGCCCCCCGCCGNTACCCTNGGCCCCCGGGGGCGGGGGGCCNNGN 1HM1I 
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GGACCTTTTCTCAATGCAATCTCCTCCTTCCAGCACCCCCAAGAAGCGTCGCTCCTGTGT 

TCAAGACCAACCAGGGATGTGTCCAAGACCAACAGGATGGTTGTTCACCTATGAGGCTCA 

TGTAGGCAAGGAGCGATTGTGGCCACAGAGCTGCCCTCAGCACTGCCCTTGCAGTCAACG 

AGGAAAGGGTTAGCTAAGCAAATGAATAGCAAAAGTGAGAGAACAGTGCTGCAGCTACTT 

AAAAGTACCCCAGATTTTATATGCCTTAGCCCTGAGGATGACTCCCCTCATGGGTT 
Sequence 2427 

CCGGGCAGGNACNCGGGCCAGTCCTAGCTGNTGGCATCACTATACTACTAACAGACCGNA 

ACCTTAACACCACCTTNTTCNACCCCGCCGGAGGAGGAGACCCCATTCTATTACCAACCA 

CCTATTCTTGATTTNNTCGGGTCACCCTGGMGTT7TATATNCTTATCCTACCCAGGCTT 

TCGGGAATAMTCTTCCCATTATTTGTMCTTACTACTTCCGGGAAAAAAAAGAAACCCA 

TTTTGGGATNCATAGGGTNATTGGTCCTGAGCCTTATGATATCAAATTGGCTTCCCTAGG 

GGTTTMTCGGGNGGGGMGCCACCACCCATTATTATTTACAGGGAAGGGAAATAGGACG 

TANNACCACACGN AGCCATTATTTTC AC N CTTNCCGCCCACCATAAATTCATTC CGCTTA 

TCCCCCACCGGGNGGNCAAAAGTATTTTTMGCCTTGAACTTCGGCCCMCAACTTTTCA 

ACGGGAAMGCCAANTTATTGAAAAATGAATCCTTGGCTTGCCAAGGTGGCCTTCTTGGA 

GGCCCCCCTNAGGG AATTT CAATCTTTTTC 

TGGACCTTGGGGCMTTTTGGTATTTTAAGCCAAAMCTTCAATTNGGGCTTAGGAACAA 

TNGGTAACCCTTCGGGGCCCGGCTTCTTAAGAAAACCTAAGGTNGGGGAATTNCCCCCCC 

GGGGGCCTGGCAAAGGGAAATTTTCGMTATTCAAAGGCCTTTAATCCGNATTACCCGGT 

NNGGACCCT7TCGNAAGGGGGGGGGGGC 

Sequence 2428 

AGGTGCAGCACCAGCCCCCTAAACCAATGCTGCAGCCCTGTGTCTTTTGGCTTCAGGGCA 

GATGCTGTGCTGAATGTAAAAGAAACGAAACTCAACAGTGGTATTGTGCCAAACCTTTGA 

AATACCATAAGCAAAAATAGCTGATCTGGCTACTCTAAAAGTTGTGTATCTTCCTGTATC 

CTGTCTTGCCTGCTGCGTGTCTCACTGCACCTGACGACTTTTCTCTGTCCCTTTTCATGT 

ATTTAACAGGACAAGCATGAGAGCTCAGCCACCAGACTGCCCAGTTCCAGCCCAGGCTCT 

GTGTCTCACTTGCTGTGTGGCCTTGGGTCAGTTACTTGACCCTTCCGTGCACATCTCCAC 

ATCTATAAAATGGGGAGAACCAGGCCAGGGGCATAGGCTCAAAGCCTATAATCCCAGCAC 

TTTGGGAGGCCAAGGCGGGTGAATCAATTGAGGCCGGGAGTTCGAGACCAAGCCTGGCCA 

ACATGGCGAAACCCTGTGTCTACTGAAAATACAAAAATTAGCTGGGCCGTGGTGGTGCAT 

ATCTGTAATNCCAGCTACTTGAGAGGCTGAGGCCNAGAATCACTTGAACCTGGGGAGGCA 

NAAGTTANNAGTGGGCCNNNATNATGCCNNTTGGACTTCAGCCTGGGACANANAATAAAG 

ACTTNTGTTTNAAAAAAANACCCCAAAAAA 

Sequence 2429 

CCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGGCAGTGGGGGCAACCGCGAAGA 

CAGMTTTCACAMCTTTCAGCTCCAGCAGTTTCAAGGAAATGTCAAATGACAAGATGGA 

AGACCGAGTGTCAAGAGCTAAGACAACAAAMGGCCCCCAAMTTTGTTTTCAAGAAAAC 

CAATGAAAAAAGCAAGCAATCAGAACGTGAAGTCCAGGATCATGGATGTGCTTATCTTCA 

CAGTCACTGCTGGGTCCTGAAGTTCTCCTCTGGCCCAGTGCCAGCTGCGAAGCCCTCTGC 

CAAAGGGCCAGAGGAGGCCGGTGATATAGAGCTCTGATTACCCACCCGTCAGGGCACCGC 

TGAAGGTCACTGAATACTTACTGTGCACCCGAAAAATAAATCCTGCGAGTTCACGCCCGC 

GTAGTTCGCCCCCTGATTTTGAGCGACTCCTTTCGCATGGGATCTACAAAACCGAACTGC 

CTTAAAGACCTCT1TCACACNGACGTGAAGTCACAGAACTGACAAAATCCCATC 
Sequence 2430 

ACTCCTATAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGTCTGGGTTTTC 

ATCCTGGCTCCACCACTTCTAGCAAGTAGGCTGCTGCCTCATCTGAAAATTCATATAACA 

ATATTCATTCCCTAAGTTTGTTGTGAGGATGAATTAAAAGAGCTAAAGTCCATGCGTTGG 

GAGAACCCTAGTGTGTTTAGTAGATAATCCTTCCAAACATTGATTCCATGGGAGGGGATA 

AATGATAAAAGGTAACAATAGCTAAGAGTGGGAGGGGGACCTTGTGGATATTGAAAGAAT 
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ATTGCCTAATTTGAAAAAAATTTTTNGCCGG I I II I rCNNTGGTTAAACTTTTGGTTAAA 

AAAAACCTTAAAAAMGGTTTGGCNTTTGGGTACTTTANCATTGGNNAATGMCATGNTC 

GTANTNTTGATGNATTATAAANNAATNAANGGNGTANCCCCTTGGCCCCNGGGGGCCGGG 

GCTCGGGTTTTCTTAAGAAAACTNNGGTTGGGGGATT 

Sequence 2423 

AGGTACTGACTTTTGGAGTTACTTAAGMCCACAG7TCCTAAMCATTTTATTTGGGAGC 

TCAACTTCTGGCTTCCTACTTACCAAGAGGCAGTMGTTATAACCTCTGGCCTTTGTCTT 

TACATTTTCMC7TTCTGGATCCCTAACCTCTGGTCCCAAGTTACTACGCTTGCCTATAT 

CCACTAACCACTCACTAGGTCACAAAGTTGATGGCTCTGGCTTGACCCAGTGAATGAGAA 

GTGTCCTAGATG II I I I I I 1 1 I I I II I I I I I I I I NGCAAATCTTTCATAGGCACAGTTGC 

CTGTTTMTTTTTTCTTCAGCCCTTCCCCTTANGAGGAGGGAGCCCTTMGGTTANC^ 

TCAAGGGTTGGGGGGGTTAGGGAMTTTTATCATAAACTAGTNCTMGNAGATTTTCCTC 

ACCCMGGGGAAAATTTmCCTTATNTTAAAMGAGGGAAACTTTNGNGGGTTm^ 

CCCCTGCCAAGTNCACACCCCNAANTTAAATTGTTCCTTTNACAAAAAANNAAACANGNC 

AATTTNNTTNCCCTTTTC 

Sequence 2424 

AGGTACCCGTGCCCAGGAGGNCGCCGAGCTCCANCCCCNAGCCCTGGACATCTACTCTGC 

CGTGGATGATGCCTCCCACGAGAAGGAGCTGATCGAAGCGCTGCANGAAGACTTGANGAA 

GCTCAAGAGTAAACGTG7TCCCATCTCATNATAAAGAAGTATGGCCAAGTCCCCATGTGT 

GACGCCGGAGAGCAGTGCNCANTGAGGAAAGGGGCAAGGCATTCGGGNAANCTGTGTGAC 

TTGTCCCCTGAGGAMCCTCCTNGNAAATTNCCTTCCTCCTGAMGTGCTTTATGGAAGG 

GGGGCCNTGCATTTCTANCCTNCCATTACNATCCCCCATTCCCNTCTTACNNTTTCGCCC 

NCAGNAGGGMCNCAACCACCCNTTNCCCTNCCCATTGNGGAGNNTTCTGGNGCCTTTTA 

AAGGGCCAAACCAAGGMTTAAACAAGGTTCNGTGTTAATTTTTNTNCCCTNCCTTGGAA 

AAGGGGGAAAMGGGGGGCCTTCTTTTNTTTCCCNTTGGCNTNGGAN1TTCCNNNAAAAA 

ATTGNTAAAMNGNAAGCCCACCNATTTTAATNAATGGTTTANCNTGGTGCCCCCNNAAT 

TATTTAAAAATNTTNTNNATTANANGGTTATNAGNGNTTNCCCTTNCCCCCCGGNGGCGG 

GGNCCGGTTrrTTMNANAATCTAAGGTTGGGATTCCCTATTTNGGNGTTTTT 

GGANAI I I I I I I I IATTNNAANAGGNNTNANCCGGNTNAAACGTTCCCNCCCTTTCCATA 

NGGGGTGGNGGNCCCCCCCCCCCCNTTNTTTTT 

Sequence 2425 

GGAGCTCCACCGCGGTGGCAGGCCGAGGTACACGGAGTCCAATTGTGGTGAAGATGGTCT 

GGATCATATTGCTCCTCAGGGGCCCATTGAGTGCCTGGATCTTGGCTGTGTAGTGGGTGG 

ATGGGCTCAGGTCTGCCANGCTGTACGAGGTGGTATCTGGACCCACAATGACNTCCTTGA 

CTGTGCCATNCACTGATACATAAACCATCATNGTAACCGGTGACTGATGCCCGGGGGGGT 

CAGCCANGTAAGGAGGGCANNNTTCCNACTGACCTCATTANCANTCATAGNCTNTTGGAN 

ANTCTGATGNCTGANNTAGNACTNCTTCAANNNATGNGNTTGAGCNCTTTNTNGGGCCCT 

TNTNTTCTTGCANNAGMTCTCAATTGTTANATTTNCCNNGGGNATGCCTTTANGNATNT 

NNNANAANAAANNCAACNCACTCNTCCTAGCCCCNGGACACCNNNAACNNTNAAAATTTA 

NTTNGNNACT1TTNAANCCCAATNNTGNTNNNTANANATACCTNANNCTTGTCTTCTCAN 

ANTTNCAAANNGGNATTTNCNGTANNACCCNNATTCCNCNAATCTTNGANTTTNCCAATT 

CGNANNTTTTNACTATCNGNCAMTATNNNATTTTGTGNNTTTNTCANACANATCCNNCN 

TTNGAAATTNTA I I II I I I I CCCCCCCCCCCCCCCCCCCCC 

Sequence 2426 

AGGTACAATAGGGAGCACCCAGGTTCCCTACGATGCCCCCCAAATCAGACCCAGGGGCTG 

CCTTCCAAACAGTGACAGGCACCTAAAGAAGGGACAGGGCAGATGCTGCTTCAAGCCAGT 

CAAAGCCAAGACAGGCAGGCTGTGTGGCACGGTTGTGCTCCCCTGAATCTCTTCCTGCCT 

CGGGCAACTCTTGTGGATCACTTCCTGCCTCTGCCTTTCCATTCCCTTCCTTTGCCTGGT 

TTTCTTTCCTCCTACCAAATT1TTGACCTGCAATTGCCAGGAGTTACCTGGGTCCTCCCT 



Page 424 of 869 



WO 01/51628 



PCT/USO 1/00798 



Table 2 



CTCCACCCGCGGTGGGCCGGGCCGNAGGTTACCACTTCAAGCAAGNATNGTCTGGCCGGG 

TCCTTGGAAGCTTGNGGGNGNNAAGANNGAGCGATCNCCNAAAAAANAAMNTMTTTTT 

NTNTNTTCTTCCCCAGTGTCTTGGGCCNGAAAGGGCCTACGGGCCCACCCCTTGCCGGGT 

TTCCCGCCCCTTCCCGTTANACCAGGGTNGGGGTGGGAATTCAAGGGGTCNGGGCCCGCC 

TTCTTAAGAAMCTTAAGGTGGGGAATTCCCCCCCCGGGGGCTTGCCAAGCGGAAMTTT 

TCCGGMTAATCNAAAGGCCTn'AATTCCGNAATAACCCCCGGlTCCGGGACCCCCTTCC 

GGA AGNGGGG GGGGGGGGCCCCCCCGNGGTTMCCCCCCMGCCTTTTTTTNGGTTTTCC 

cccci rrm iaaagnttggaaaggggggnttttaaaaattttgggccggccccggcctt 

TTNGGGGNCCGGGTTAAAMTTCCMNTTGGGGGTTCCCMTTAAAGGCCCNTGGGGTTT 

TTTCCCCC TTGGGG GTTGGATGGGAAAAAMTNTNGNTTTTAMTTCCCCCGGCCTTTCC 

AACCAAAMTTTTTCCCAACCAACCCAAAACCAATtTAACCCNGAAAGGCCCCCCGGGGG 

GTAAGGCCMTTTAAAAAAAGGNTGGGTTAAAAAAAGGCCCCCTNGGGGGGNGGTTGGCC 

CCNTTAAAATTNGGAAAGNTTGGGAAGGCCTTAAAMCCTTCCAACCNATTTTNAAAAAT 

TTTNGGCCGGTTT 

Sequence 2419 

CGCCCGGGCAGGTACGCGGGGGGCGCTGAGAACGCGGGTCCACGCGTGTGATCGTCCGTG 

CGTCTAGCCTTTGCCCACGCAGCTTTCAGTCATGGCCTCCGGTAACGCGCGCATCGGAAA 

GCCAGCCCCTGACTTCAAGGCCACAGCGGTGGTTGATGGCGCCTTCAAAGAGGTGAAGCT 

GTCGGACTACAAAGGGGAAGTACCTCGGCCGCTCTA 

Sequence 2420 

NCAGGCTTGCCCCAGAGCCATGGCAAAGAATGGACTTTGTAATTTGCATCCTGGTGATCA 

CCTTACTCCTGGACCAGTACCACCAGCCACACATCCAGGATTAAAAGCCAGGAAGCACAG 

TCAAACNGTCGAGTGAGGAGCACAAGGATGNGGAGATNCTNGAAGACTCAAATTGGAAAA 

AGCTCTGGGACAAGAAAGTCNAATGCCCTTTGAAGNGTAAAATTCCAAGCCCCTTGGCCA 

GACCAG GGTCT TGNTCCTNCGGAGGCCACCTAAAAGGTTTCACAANGAAANANTGCCTAC 

CNTTGNCTTTTCAAGNAAGGGGTTNGAMGNCATTTTTCCCATTGNAGNGCCCAANNGGA 

MGGACCTTGGCANTTTTCCCCAAAMGGGNAGGGAMTTCCCTGGGTTTAATTCCCCCC 

CAAGGGAAACCTCNCCGTANCGGAAAAATTNCAACCGGCCCCCTNCCAAAGGAACTTAAT 

GNGGTAAAAMGGGGAAGNCCCNTGGCCNAAGGGTGGTTCCNAAATTGNACCTNTTTTTG 
GGG 

Sequence 2421 

GCNGTGGCCGCCTATGTACNCGGNTATTGCCCCTGTAACCTGTCAAAGAAGAGCTAGAGG 

GNGCTTTCCGGGAAANGNNNANTGTTTTNNTTGCTTTCTCCTTTACTTGGAAGGCT^ 

TAGTNGATGGACCCATACATGATTCAGATGAGCAGCAAAGGCAACCTCCCCCCAATTCTG 

GACGTGCATGTCAACGTTGGTGGGAGAAGCTNTTGTGCCGGGAAAAATGANAAGGCCATT 

AATAGGCCMGGTNGGGTCTTGTGAGGCCCTCAANACCATGGCCAAGGAAAAAACTTTTC 

AACCCCNCATTCCCGGAGCCCNTTTGTGTGGACNAACCATTGNAAGGGTGNCAAACCCAT 

AATTCCCATAAACAAANNACCCAATTGATTTTTCCCCCTGNTCCCCATTTTGGGGGGNCC 

CCCTTACCTTGGTGGTTTTTGGGGAAAAACCCTTTGNCCTTACAANGACCCNCTTNGAAA 

GNTTTNACCCCCCAAGGGNCANNTTGGAAAA 

Sequence 2422 

GTGGCGGCCGAGGTACGGACCCCACATGANGGTGAGGCTCTCTGCACACTCCAGAAAAGG 

ACCAACCACGCCGAGCTCAGTTATGGCACACACAGTGGGACCTANACAAAGGGAGAGGGT 

GACCGACATCCCAACTAGATTTCAGTGGAGTGAAGTTCAGGAGGCATGGAGCTGACAACC 

ATGAGGCCTCGGCAGCCACCGCCACCACCGNCGCCCGCCACCACCGTTAGCAGCAGCAGC 

AGCAGCAGCAGCAGCAAGAGTAACTCTGACTTTAGNGAAATTAGGAGACAGCCAGNAGTA 

GNAMTGTNGATCAATGGAAAGGGAAGACAATTCTTGGGAGTTGTTGCCGTTGCTTTCTT 

TTCANGAAGGGGGACCGNGGGTGNMTGGGGGCCMNATTTNGGNAAAAAAAAGGNCACC 

CCGTNATNMTGGGGGAAACCCTTTAAAATCCTTTTTNCTTTTT^ 
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GAGCTGCCCTCCTTTTGTTAATTGATGAGATTGATCAGATCAGGAAGGTGGTTGATGCAA 
AACCGGATGGCCTTAGACATAGTCACAGCTGNTCAAGGTGGCACCTGTGCCCTTGTAGGG 
ACAGAGTGTTGTACCTGCCCG 
Sequence 2414 

TTATTAGGGGCNGGATATTGGGNAGCCTTCCACCGGCGGGTGGGCCGGGGCCCGGGNCCC 

GGGGGCCAGGGTACCTTNTTATGGNAGAACCCAGGCCNGGGTCCATAATTTGGCCTTGAA 

GGGTTAMGGGAAGTTTTGAAGAACCAAGCCTGGGCTTAMCCA7TGGGGTGGAAAAACC 

CCTGGTCTNTACTTANAAAAATTACANAAAAAATTAAGCCCGGGGGCCATTGGGTGGGGC 

NTCMCGCCCTGGTTATGTTCCCCAAAC7TGCCT7TTGGGNGNAAGGGT7TGGAAGGGCC 

AMGGAANAAATTCCGGCTTTNGGAAACCCCCAGGGAAAGGGGTTGGGGAAGGGNTTTGC 

CAAGTTGGAAGGCNCCGGAAGNAATCCGGCCCGCCCAACNTGGCAACCTCNCCAAGCNAA 

TTGGGGGGNCCGGAACCATGNAAGCCCAAANGGNACCTTCCCCAATTCCTTCAAAAAAAT 

TAAAAAAAGNAAAAAANGNNAAAAAAGGAAAAAACCCANAANAAGTAANAAAAAAGGGAA 

AAAAAAGGNCCNTTTMNTTMNTTTTGGGGA 

AAAAAMGGGGAAAANANAANAAAAAAAAAAGGGNAAAAAAAGGGCCCCNTTGGGAATTG 

GNCCAANCMCCCAAAAAAAMTTNCNTTAMGGNAATTTTTTTNGGGGCCAAANAGGGG 

TTCCGGGAATTCCAAAMNTTTTAAAAM^ 

CAATTTCNAACCAAAAAAMTTAAAAANTTTTCCTTTTTT^ 

Sequence 2415 

CGAGGTACCAAGGCAAAAAAAGAAAAAAAAATCAGGATCCTCTGTGAGAAACAGAAGTTA 

GAGCAACTGAATTGCTTAAACAGCTGGGAGTTGAGCCAAGTGCCAACATTCACAAGCTGG 

TGAGTTTGGGTCTTAGTTTCTGCTTTAGTTATATGAGAAATTTGCCCCCTGAGTGATGAT 

AATTGCTCCTTATAGTAAATCCGTGTCTGCATAAAGGCAAGGAGTCCTTGGATAGGGGTT 

GAGTAGGTCTGCAAACTCTAATATCATTTTTATTTTTCTGAATATTGCTCTGGGCTTT^ 

TGTCTCTGCCAGGTAACTTCAACATCTCCGCTGATGAGCCTATAACTGTGACACCTCCTG 

ACTCACAATCATATATCTCCGTCAATTACTCTGTGAGAATCAATGAAACATATTTCACCA 

ATGTCACTGTGCTAAATGGTTCTGTCTTCCTCAGTGTGATGGAGAAAGCCCAGAAAATGA 

ATGATACTATATTTGGTTTCACAATGGAGGAGCGCTCATGGGGGCCCTATATCACCTGTA 

TTCAGGGCCTATGTGCCAACAATAATGACAGAACCTACTGG 

Sequence 2416 

ACTATTGGCGAATGCAGCTTCCCCCGCGGTGGGNGGCCGCCCGGGCNGGTACGCGGGAGG 

CAGGAAGTGTCTGCGCCGCCNNTGGCCGGCCACAGCCTAACGCTCTTCNCTGTCGTTTGT 

GGGCTCGCGCAGGGCGGGCCCCGGTTCTGGGTGTTTTGGGCCGTCNGAATTAAAACAACC 

ACCATGTCCAGCAANAAAGGCAAGAGACCAAGAACCACCAAGAAGCGCCCTCAGCCGTTG 

CMCCATCCAATGTGTTTGCCATGTTTGACCAGTCACAAGATTCAGGGAGTTCAAAAGAG 

GCCCTTCANACCATTGNATTGAATCAGGAAACCANCAGATGGGCTNTCATTTCGGACCAN 

ANGGAAAAGAATTCTGGCCANTGNATATTGCCTTTGGCTTNTCTTCTTAGGGGGNAAAGA 

AATTCCCCCACCTGGMTGGCCATTACCCTTTGGGATGGCCCCATTGGAATGGAAAATTG 

GAAGGGCCCC CCCCAA GGGGCCCCCAATTCCMNATTTTTCMCCCMTTGTTTTCCCTT 

GGACCCCATTGTTTTTTGGGGTGGAAGNAAAGGTTTA 

Sequence 2417 

TGCATAGACTAGTCAGCTTCTGGGGTGACTAGAGCAGGGCTGTTGTCTCCACAAGCTTCA 

GCCGTGCGTGGACTGGTCAGCTTCCGGAGTGACCAGAGCAGGGCTGTTGTCATCTCACTG 

GCACCTTGGTTCCATCGTAGGATCAGCTGGGTTGCATGGTCTAGGTCCTGTTGGCTGGTC 

CACTTGTCCTGGGCTGCTGGTTTCAGCTGACTGGATGGATGGATCCAAGGCACAATTCCT 

GCAACATTTCTAGGCTTCCAGTGGGTCCTGGCGTCTTAGCTGTGGATCTCCCAATACCTG 

CAGGTAACGAGGCCACAGAAGCTGGGCCTCTAGGAGCAGAAGACACAGAGCAGTGAAGAC 

TACACCAGAAGCTCCGGCTGCCACCAGAGACAAAGGCCCCGCCCCCCGCGTACCTNGGC 
Sequence 2418 
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TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAG 

CCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCA 

TCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATTGTTTGTGGGTTTNAGTCAATG 

GTCTATGGGAAATTTTTTTATAG 

Sequence 2409 

CCGGGCAQGTACTATAATAATTGMGAMTGAAAAAGGCAG7TTTCTCTGGTTTGCAGAA 

mTTTTAGmGTTMTTGAAAGGGmACTMGTTCCAGGAAGGACTGATGGAAAM^ 

ACACATTTAGGCAA^TCGTCCTGAAGTTTCTGATTCAAAAAA^ 

GAGTTCTCAMCAAAAAGTTACACACAMGAAAAAAATGTAAACTTTCATGGGATTTCTT 

CTCTTTAATGCTAGAAGAGAAAAGCACAGTGTAAAAACATCTGCTAACTACTGAAAGAAA 

AGCACTGCAACGCAAGCATCCGTCCCGCACATGGATGAGATAACATTCACCTATCAGGGT 

AAGAAGATGTAAGAACTGAGAGGGTTGGAGCAAGATGGCCAAACAGAAGTCTCCACTCAA 

CATAACCCCTACAGCAACACCAAATTTAACAAGTCTCTACACATAAAAAGCACCTTCATA 

AGGACCAMGAATCGGGTGAGCATGACAGTAGGCAGTTTTAACTTCATATTGCTGAATGA 

TTCACTGAAGAGGGTAGGAAAGACAGTCTTAAATTGCAGATGTCCCCCCTCCCCTGTN ' 
Sequence 2410 

TGGCGGCCGAGGTACTCAGAGTGAGGATTTTCTGCAACCTGCGTTTGTCCCTCCAGCATC 

TGCTCTGGCTCCATGGCGGACCCTGCAAGTCACAGTCCCCGGATACCAGTCCGCGCCCAA 

GCCGTTCGTTCTTAAGAGCCCTGCACCGCTCCACCAGCTCCCAGCACAAACAGCTTCGGC 

CGCTCTANAACTAGTGGCATCCCCCGGGCTGCAGGGAATTCTGATATCAAGCTTATCGAT 

ACCCGTCGGACCTCGAGGGGGGGGCCCCGGTTNCCCAGCTTTTGTTCCCTTTTAGTGAAG 

GGGTNTAATATGCTGCGCCTTNGGCCGGTAAATCATTGGGTNCATTAGCTTGTTTTCCTG 

TGTTGAAAATTTGTTTAATNCCGGCATCAACCAMTTTTCCCACAACCA 

Sequence 2411 

CCGGGCAGGTACGCGGGATAGCANGGGCCCAGTTCATCTGCCTGAAGANAAGAAGATGTA 

TCAAGTTCAAGGATATCCAAGAAATGGATCTCACTGTGGTCCAGATTATAGACTCTACAA 

GAGTGAACCAGAGTTAACAACAGTGGCAGAAGTTGATGAATCTAATGGAGAAGAAAAATC 

AGAACCTGTTTCAGAGATAGAAACTTCAGTTGTTAAAGGTTCCCACTTTCCTGTTGGAGT 

AGTCCCTCCAAGGAGGCAAAAATCACCAACACCCGGAATC7TCGACAATAGCTTCCTATG 

TAACCCTTGGAGGAAANACTAAAGAAAGGATGATTGNGATCTTAAGGAACGGGAAAGACC 

CAAGGAAAGGTGCANGTGGNAAACAGCTCTTGGTTTGGGNCTTGAAAAGGTACCTCGGGC 

CGCTCTTAGAAACTAGGTGGGATCCCCCCNGGCCTGCCANGGAANTTCCGANATCAAAGC 

CTTTATCGGAATACCCGTTCNGACCCTCGGAGGGGGGGGGCCCCGGGTCCCNAGNNTTTT 

TNGNTCCCTTTTAGATGANGGGGTTAAAATTGNNCGCCTTTGGCCGTAATCNATGGGNCA 

ATAGCCTTGNGTTNCCCTGGGGGGG 

Sequence 2412 

CCGGGCAGGTACACCTCACAAATGATAGTGGCTGAGAGCCAAATGATGAGCTTCTCTGTG 

TTATGTCTACCTAGCTGTGATTATATCAGGCACAGGATTGTGCGCGTGTGCTCTAATCCC 

ACTGTGTCATGCAGGATTTTTACCTCGGCCTATGCCTGCCTGGCAGCAACACAGCCATGT 

TCCTTACACTCCGCCCCCTAGGCCAAGGGGGTCCTCTTAATGGGAACTCGTGCACATAGG 

GG AGCACCCTGG AC CC AG AGGCC AC AG CAACAATAAAG AG AGCAACAACCT ACT ACTAAT 

ATTCCTGCTATGCTACCTATGATTATAAGAGCCCAGTGTAGGCCAGAGCCCAGAGACACC 

CACCATCTCTGCAGGCGGTCATCAGTAAGGTATTCAATTGCCTTAATCTCCCATGACATG 

ACACCCCCCGCAAAGCTGCCACTATGTTCTGGTGGTTGTCAGGGATGAATGTACCT 
Sequence 2413 

TCCACCGCGGTGGCGGCCGAGGTACCTGGGAGTGGCCTTCTGTGCCTGCCACTGTGCTTC 
CCACATTGCTTAGTCACACACATAACTGGGAGGTGCTGTGTTCCCAGTTTTTGTGAGTGC 
ATTGAGCCCCTAGTGGTTCTACCCCTTAGCAATAACTGCCCCTGGAACAGGTGTCATCAC 
TGTAGAAATGCAGGTTACAGCCCTTGCAGAACACAGAGATTGGGCCCATGAATTACACCT 
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ATTTTAAGTATATTGCACTAACCMCTCATGATCTGTAACTCCTTTGTTAAGGAAAAGAA 

TGTATATCTACGTCAAAC TTC C ATTTC AG AAAGCCG AGGTCAAAATAATGAGTCCTGGGG 

AATTCAAACTTGTGTTAAGAAAATGTGTCCCAGTGTGCAATGGCTGCAAACAGCAGCTTC 

CTTGGTA GTGT ATGCAGCCTGTTTGTTGTATTGTATGGGTTGCTCTAAGGGACCCTGGAG 

ACAGTCCT1TTCAGATGGATGTTCATGTTTCTGACCTTGCCCTACCCCAGTGGTAAGGTT 

CCAAAGAGGCATGCCGAGGGTGCCTTTTNGGGAAAC 

Sequence 2404 

AGGTACACCGCCGAGTCCCATTTCTCACCTTTCACACCCCCATCCTCACACAAGTAACCC 

GGGTGTCTGACACGTTACTTAGGTTTTTAATCCGCGCTGAGACAATCTCACAGAGACCCT 

ACTTCACCTCTCAGTAACTTGCATTTCTCAGCTCTGCTGTGTGTGTGTGTATGTGTGTGT 

GTGTGCGCGCGCGCGCGCCGGCGTGTGCCGTGTTGGGGGAGTGTGATGTGGGGGAATCAG 

TTAAT7TGGTGATTGCAATGAAAATTCGACACCGCTAGATGTATTTTCCCTGCCAATCTG 
TGTGTGCTGGCCC 

Sequence 2405 

CCGCGGTGGCGGCCGAGGTACGCGGGCTGGATCCCTAACCTCTGGTCCCAAGTTACTACC 

CTTGCCTATATCCACTAACCACTCACTAGGTCACAAAGTTGATGGCTCTGGCTTGACCCA 

GTGAATGAGAAGTG TCCTAG ATGTTTTG 1 rTTTTTTTTTTI I CGCAAATCTTCATAGGCA 

CAGTTGCCTGTTTMTTTTTTCTTCAGCCCTTCCCTTANAGGAGGGAGCC^ 

TTTCAAGGTTGGGGGTTAGGAATCTATCATAACTAGTCTAGAGATTTCTCACCAAGGGAA 

ATTTTCCTTATCTAAAAGAGGAACTTCAGGTCTCAACCCTGCCAGTCGCACCCAATTAAT 

GTCCTTCACAAAAATAMCAGCATATGTTCCCTTTCAATTTGAGTTCAGTGAGCTCACAG 

CAAAATTTACCTTTTAATTTTCTTCAGCAAATCCAAGACGAATATACAMGGATGAGATT 

AGATAAAGATTTCAGTTTCCCGTATGCCACCGCTGCCGCCMTTTTCCAAAAAAGCCTGG 

CTCCTCTTTTCCT 

Sequence 2406 

CCGCGGTGGCGGCCGAGGTAC I I I I M 1 I M M I 1 1 1 1 M 11 H 1 I < [ f CTTCTTACCTT 

TCCTTTCTCTCTCCTTGACCCATTTCAATTCAACTGCCACCTACTGAGAACCTGTTATAT 

GCCAGGGATAGGGATATCAAGATGGATGAGGTCCAACCCTAACTTCAAGGAACTCACAGN 

GTANTGGAAAACCCAGGTNTCTAAAGAAATTATTTCAGTCCCATGTGCTAAGGATGGTGG 

AGTGTGGTGGTCAAAAGTGCGGACTGAATTCAANATCTTGCCTGCTGGGGGTGACGTCAG 

TTGATCTNACTAAGCCTNAGTTTTTCCTCTGGGAAMTGGTMTTACATCTTCCACAAAA 
G GTTTTTA N AAAAATTAATATG 

Sequence 2407 

GACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTATTGAATAA 

GGGGAAGGGATTGTAGAGGTATGGATACCAGGAGGTGGAGATCATGGGGCCATTTTTAGA 

GTCTGTCAGCCATTGTCCATCATCTGGGCTTCAGTGATTCATGTCCCTTCCCCATGCAAA 

ACACATTCATTCCCTCCCAAGATCTCCAAAACTCTCATCCTATTACAGCATCTATTGAAA 

GTTCAGMTTTCATTATATAAATTAAGTCCAGGCATGGATGAGTTTCCTTGGATGTAGCT 

CTTCTTGATGCATGGATCTCAGTGTTGATGTCTGCTGGACTGATCAGCGTGGTGGCTGCT 

GAAGGTTGAGGTGGCTGTCATAATTTCTTAAAATTAAACMCAAAMTTTT^ 

ATTGACTCTTCCTT TCATA AMGTTTTCTCTC 

TANCCACAGTATMTTTTATTTCAAAATTGGAGTTCGGGAGGAGCCAAGATGGCCGAATG 

GGGAACAGCTCCAGTCTNCCCGCCGTACCTTGC 

Sequence 2408 

AGGTACGCGGGGGCGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGCTGG 

GAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGG 

AACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTAGAAAMCATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTA 

ATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 
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AGAGGACAGGGCCTGGGCACCATCAAATAAGCTTTGGAGTTCCTGTTAGGGTCGGAGATC 

TCACTCAGTGTGACATGGGGAGCCTCTCCGGAGGCTTTGGGCAGAAGAGTGGTATCATCC 

CACTCAAGTCACGTCGGCTGCCATGTGGTGATGAGGCTATTAGGTGGCTAGTGTCAAAGA 

AGGGAGAAGCAGCGTTATATTGGAATGGGCTCCTACCAACTCAGCAGAAGCCATGTGTGC 

ATCTCTTCCTGAACCATGCCCTCATGTCACTTGAAATTAGCCACGGCGAAANGTAAGTCC 

ATGTGGAAATCTGCAAATACTATAGAGGATTTCTTCTCCCTCCCTTGTCCCTTCCCCTTC 

TCG TCTTTCCTG CATTTCTTCCTTTCTTCTTCTTCTTCCTCCTCCTCCAGTNCTTCTTTT 

CTC 1 1 1 1 1 I 1 1 1 1 ACAACATTATATATACTTATTTTA 

Sequence 2399 

CCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGTTGTAGAGAATTTTTACCCTGCTCC 

TGGAGTGGTCTGGAGGCTCCCATGAGGTCCTCCATGTGGAGGCGCTCAGCAAAACACCTT 

AGCAGGAAGCAAGCGCCTGGATCCTTCCATGCAGCTTTCAAGTTCACTGGTGGCCCCGCA 

CTGCTCCAGGCACTGGGGAGACAGGTGTGAACCAGCCTAATGCAGGCCCCTGTCTTTGAA 

GAGCCCCATTGAGAAGGACAACCAGATGTATAAACAGATAAATTAGGAGACAGGGTGACA 

AGGGAGATGGGGCAGCGGGACGAGGAGATAACCCCCAAACACTAGATTTGAAGTCTAACG 

ACTCAGAGATAAAAACCCTCTTCCACCGGACAGCTGGGTCATTTGACCTTGACCTTCTGT 

GTCTT CTATA AATAGAATGGTAACAACTACCATGATTAGTGAGCTGACTATGTGGTAAGC 

TAGTGTTTTTCTTACTCTACCTGTAGCCTCTCCATGCTCCTGTGAGATGTGTTATTCCTA 

TCTTACAGATGGGGAAATGGAAGCACAGAGAGGCCAATACA 

Sequence 2400 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGGCGCTTCCTA 

AGTCCTGGCAGCTAATGATTGTGGTGGTTGTCATGGTTTTTATTTCTATTTATCTTTCTT 

TTCATCATTATCTTGGCTAGTTTCTTCTCTCCCTAGAGGCAGACTTAGTTTGTATGCCAA 

AATCCTATAATTAGTGAGAAATAATGATCCAGGAACAGGTATCATCCGATAGCCACAGAT 

CCTGTGAGTTCTCTGCAAAAGTCATCTCTACTGAGCAGTCGCCTGCCAGCCCTCTTNCTT 

TAGCTCCCATAAGC AAAACA GACCAACTCCCAAGTTGCTTGTTATGCATTTCCTGGCTCA 

CTGCTACTGTCTTTCTTTTTAGGGTTTCACTAAGAATCAATGCCTTCAACTGGGCCAAGG 

GTGCGGNAAGCTGAGCTTCAAGAGGAAGCCGC7TTCTCATCAAGCTCCGGCCAGATGCCA 

ATGTAAGTGGGCCTGGCGGGAAAGGGGACCCGTTGAGCCATTGGGGATGGCNGTGTGTCC 
CTGCA 

Sequence 2401 

CCGGGCAGGTACCATGGAGGGG GGAAA ATAGGGCATTTTCTGAGAGAAAGGAGCCTTGGA 
TAmGCATTCCATTTTGAmGTATTTmGTTTCTCTCAGTTCATTCAGMTCAAGGG 

aaaacatatttaaatggatataatgtgatgccaagtgcctctggacaccaaaagcgcccc 

CTCCACACACACCCTACGGTCAGCTCAGGCATGAAGGTGCATGTCCCCTCAAGGCCAGGC 

taatggtggccctgactcagaggcaggcctcaccagcatggatcaactataaactaaact 
gcagaaggcactcatgccctgggtgggcta 

Sequence 2402 

AGGTACGCGGGAGGCTCGGTGGGCGCGGGCGGCGAGATATGCCACACTTCTGCCTGCTGT 

TGACAACCCTCCTGGACTAGGCTGCTCTTGTTAATCACATGGATGTTGTGAGTATTATAT 

TCACMGTGGATGTAGAGAAGATATTTTTATTTAACTATAAATGCTTACCACATGAGCTA 

CTCATGCTTCGCAAAAANATATTTAMCATTTGTGATCTTGGGAGTTTTCATTAATCTCC 

AGGGATTTATGCTGCTT GTTCCATT GGTTNAAATAATGGTGGGTTNCANTATCTTTCCCC 

CTAATNC AATATTTG GACTTTTTTTTATTGANAAAAGAAAAC NTTTTTN N NAAC CANC AA 

NAAGCCTTGNTNGGNTNTTNNAAGNAAAATGGCTTTTTTTGGAATT 
Sequence 2403 

CCGCGGTGGCGGCCGAGGTACTCTACTTTCTTCTACAACGTCCCAGCCGAGCTGAGGTCT 
GAGCTGTGCTGCTCAAGGCTGTCCCATGTGAATACAGATGCGGAGACCCTGTAAGGGTAA 
CAGAGGAAGCTGTGAACCCAGGGGAAGAAGATAAACTTGTGGACATATGTGCAAGGAGCA 
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GGGGACCTTTCATTTCTGCTCTTTGGAGACCTCCAAGACTAMCAGTTTAGGCCACATTT 
TGAAGAAAATTN GCTTTATCCTTTCA 
Sequence 2393 

CCGCGGTGGCGGCCGAGGTACAGTATTGAGAAGTAGGGAAAGAATAGAAGGAGGAGTTGA 

ATCTGTAATTGACTGAGCAATCAGTTGAGATAACTCACTGCCTCCACATAACCTTGGGCT 

GTCCTATGAGTCAGTGGAGAGCAACCCCTCTCATGTAGGTTCAGTCTGAGGTAGCTCACT 

GGCACTGGGAAAGTTGATCAGGGTAGTCCCATCTCATGCACAGCCCCATTTCCCCATGAG 

CCGCTAGAGTGGCTCGTATCAGAAAGATGCCATACCAAATGCTGGCAAGGACCTGGAGCA 

ACTAGAATGCATGTGCATTTACCTTGTCCTGACAGCCACTTTGGAGMCTCTTTGGCTGT 

TTCTTATAMGCTAAACATMTCTTCCCAAMTAACATGGCMTCCCACTTCCACTTGTT 

TATGTGAAAA 

Sequence 2394 

TCTCTCACATTTGAGACTGGGGAAGGAAGGCATACATGACAGGCTGGGCCTCACCACACC 

CACCTGGACCTCAGATCCCTTGTGATGGGAAGCCCACTTGGGGAGTAGAACCC7TGGCAA 

TACCGACTCAGGGTTGGTGAAATCGCCTTTTCATGACAATTGATGATTCTCATCCACTGA 

GGAAATTACATTTCACCTGAACTCCCCAGTCCCTCAGGCAATGGCCAGCANAGTGTCAGA 

GGGCACAGCTGAAGGTGCCGAGAGTCAGCATAGTGCATTTGCTGCAGGGTGGAAGCTTTG 

CAAACGAGGAAGGCTGGCAATAAATGTACCTTCGGCCGCTCTAGAACTAGTTGGATCCCC 

CGGGCTGCMGGAATTTCGATATCAAAGCTTTATCGGATACCGTCCACNCTTGAGGGGGG 

GGCCC 

Sequence 2395 

CCGCGGTGGCGGCCGAGGTACGCGGGGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTCC 

AAGTAAACCGCTAGCTTGTTGCACCGTGGAGACCACAGGAGCAGAAACATGGAATGCCAN 

ACGCTGGGGATGCTGGTACCCGTGCCCGCGATGACGCCGAGCTCCNGCCCCGAGCCCTGG 

AGATNTACTCTGCCGTGGATGATGCCTCCCACGAGAAGGAGCTGATCGAAGCGCTGCAAG 

AAGTCTTGAAGAAGCTCAAGAGTAAACGTGTTCCCATCTATGAGAAGAAGTATGGCCAAG 

TCCCCATGTGTGACNCNTGTGAGCAGTGTGCAGNNAGGAAAGGGGCAAGGATCGGCAAGC 

TGTGTGACTGTCCCNNAGGAACCTCCTGCAATTCCTTCCTCCTGAANTGCTTATGAAGGN 

GCNTCCATTCTCCTCCATACATCCCCATCCCTCTACTTTCCCCAGAGGGACCACACCTTC 

CTCCCTGGAGTTTGGC7TAAGCAACAGATAAAGTTTT 

Sequence 2396 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATAGCCCCAGAAGGGCGGACTG 

GCCGGAGTCCAGGGATGGCAGCCAACGCCCCATAACAGAGATCAGCATTGGACTACAAGA 

AGAGGCAAGGAGAAATCMGGATCAAMTTTMGTAAAAGAAMGCCMGTCATTAAAAA 

TAGGCCCCTCATTGAAGAGTGGGAACGTAGGTGTGATGTTCTGGCATAAGGAGTGAAAAA 

GAAAAAGCTCTATTACTTGAAGCTTTTCACCAGGGGCAGAGAGAATGGCCGGAAGTGAGA 

AACGTGTGTGTGGATGCTTACACTGATGCCGTCTCCTAATATTGGAACATGGCTCCAGAA 

AGGAGAACCAATTATTCCTAATTCCACGGGCGGCATTCTCTGACTCCCAAACTCCCAAAG 

TGGAGGGCAGGAGCTGCCCTTACCTTG 

Sequence 2397 

AGGTACC I rTTTTTTTTrTTTTTTTTI I AAAACTCCCTTTCCTTGTTATCTGAACTTCCA 

AACATCAGCTTTGATGTCTATTGTTGGGACTTCAAGAGGACTCTTAGCACATCGGCAGGT 

GTTGGTTTTAGTGAGCAGGCGANAGTCCCACATTCTTCCAAGGAGAGAGATGGGTCCCAC 

CACATTCCTACCCCTAGAGCANAAGTTCCCGCGCTGTGCCTCTTCTCTGGCTGCTTGCTG 

AGGACGTCTCCCAGTGGGGTACCTGCCCG 

Sequence 2398 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTAGAGAGAAAGTGGTCCAAGCACAGGGAATT 

GTGAGTGCAAAAGCTTTAAGGTGGAGTCATGTGTGGTATGTTGAAAGACAAGGTAGGAGG 

CCAGGGTGGCTAGAGTGCAGTGAGCCAGCAGACAGCAGTAGACACTGAGGCCAGAGGGTT 
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ACCGCTGNCCGCCCAATTTTTCAAAAAAGCCTGGCTCCTCTTTTCCTGGTC 
Sequence 2387 

CCGGGCAGGTACGCGGGGAGATATACTGAGTGAGCCCTGAGAAGCAGTCTCAGATCCTGA 

CGGTGCAGCAGCCCGCAGCCTCAGCCAGGGAGTCCCAGCCGCTTTCAATGGAGGAGAAGC 

CCGGCCAAGTATCTCTTTTCTACAGCCTTATTAAACTAACTACAAACATTTATTTTCCAA 

TTTAGTTTTACTTTCAGTGCATATCAAAGTTGTTGTACCTN 

Sequence 2388 

CCGGGCAGGTACGCGGGAAGCAGTGGTAACAACGCAGAGTACGCGGGAAGCAGTGGTAAC 

AACGCAGAGTACGCGGGAAGCAGTGGTAACAACGCAGAGTACGCGGGAAGCAGTGGTAAC 

MCGCAGAGTAGCCATTCTTTTGTTCCTTTACT7TCTTAATAAACTTGCTTTCACCTTAA 

AAAAAAAAAAAAAAAAAAAA 

Sequence 2389 

CGTANTACGACTCACTATAGGGGCGAATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTAC 

AATGTCCTCGTGTCTTGTTCTGGTGGCCACCTTGGGTCCCAGTCCACCTGGACATCAGGC 

TGACGTCATCTCAACAATGGCCGGGTTGTTAATTCGCCACCTTGAAGCCATCTCTGGAAC 

TGTGCAACTGGGTCTCCAGGCTTGGTCTGTTTCAAGATTAGCTCCTAGAACTTCTAATCT 

CACCTGGCCGCTAGTTATTGATGGAGCCCATATGTGAACTCAGCCAATTCTTACTCTTTT 

CCTCTATGGCAGGCTCCCTGCCAGTGTTTGTCATGGCAGGTCAGCACACGGGATACTGGA 

TCTGAGAATCTGATCTCCAGGGATCTTCCCCTTATTCTGTTCCCCTTGGAGGATTCAGCA 

GATACCTGTAGATAAGAAGCTGAGCACTGGAGAAATTAACTAGTCCCAGTCTTCTAGTTA 

ACTACTAAGTAAAGGATCCTTGATTCATACCCAGCTCTGAGTTCTGAGCATTAATTACTT 

TGTTGCATTGCATCTGGTGTTGAGTGATTATTCTGTCCCCATCCCCGCGTACCTGCCCGG 

GCGGCCGC7TCTAAAACTAGTGGATCCCCCGGCTGCANGAATTCCATATTCAAGCTTATC 

GATACCCGTNAACTTGAGGGGGGGCC 

Sequence 2390 

AGGTACAGGGTGTTTAGAGAATCTTTCTATGGCTrrTTGTGTTAGATTTCAAAGACCTGT 

GCACTTTGACGGGATGGGATTTTGTCAGTTCTGTGACTTCACGTCCGTGTGAAAGAGGTC 

TTTAAGGCAGTTCGGTTTTGTAGATCCCATGCGAAAGGAGTCGCTCAAAATCAGGGGGCG 

AACTACGCGGGCGTGAACTCGCAGGATTTATTTTTCGGGTGCACAGTAAGTATTCAGTGA 

CCTTCAGCGGTGCCCTGACGGGTGGGTAATCAGAGCTCTATATCACCGGCCTCCTCTGGC 

CCTTTGGCAGAGGGCTTCNCAGCTGGCACTGGGCCAGAGGAGAACTTCAGGACCCAGCAG 

TGACTGTGAAGATAAGCACATCCATGATCCTGGACTTCACGTTCTGATTGCTTGCTTTTT 

TCATTGGTTTTCTTGAAAACAAATTTTGGG 

Sequence 2391 

CCGGGCAGGTACAAAAAGCAAAGACCCCTTCTCCATCTCTGGATTTTAAAAACTGGAAAA 

GGATGCTGAGAGGATTGAGCCAAAGAGCCAGTCCTGGGACAGTCACTGTGGTCAGCTAGT 

GGTGTGCTTTGTCTGGCCACGCTGGGTCCTGCTGCTCGCTCCAAAGGGGCAACATACTTG 

ATTTGCAGCCCTGGCAGAATCATATGATTAAAGTGTGGGAGGGCGGTGGTGAGGGAAGTA 

TCTCCCCAAAGGAAAGAAGGGGTATGGAACAGGTAAAATTAACAGATGTTTACAAAATTG 

TCTTAATTATTTTCCCCAAAATGCATAGCCAGTTTTCCCAATCCTAGTTTTTCTCTATTT 

ACTTAAAATGCCATCTT TATTATATA TCATATAGTAAATTATCTGTCTTTTCATTTGCCA 

GTGCCACAGTGTCTTCA I MINI I AAANCTTTAAATTAAAAAGGAAAAAATCAGAGCTT 

ATTCAACTATTCTGGTCAATGGAMTTTTAACAGTGATGCCAGTAGTTTTTAAGAATGTA 
TTACAAAAT I I I I I 

Sequence 2392 

GGCGAAT TGGAGCTCCACCGCGTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 1 1 1 1 II H I 

1 1 1 GTTTTGATTTTCAAGTCAGTGAACCAGGC AATCACCGACACTGCCCGC NCAT 

TATGGGCCTAATTCTGCAGAGGTCTGACAAACCTGCCCAGAGACAGAAGATTAAGCTATT 
CCAAATTACCCANACGGAGGCAAGCCCAGATTGGGCTNTCTGGGACAGANGTGGGGGTGG 
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TGAAAAGGCCAGTTCAAGTACCTCGGCCCAGGTACTCTGCTCTCATTAGGATCAATAAGT 

GCANMCGGGAAGTTTTCTGCTGAAGCCTGACTATTGGTTAACACATTGAAAGAAAGTAG 

ATTTCCCAACATTTGGCMTCCAACAATACCAATTTTCAGTGAGGTTCCAAATCTTCCAA 

TGATTGGGGGTGGTTTAATTCCATCACCTTCCTTTTTAGGG 

Sequence 2382 

TGCTTCTGCTATGGCGAGGAGCCCTCGGCCTCCAGCCACTGTGCCCACGCCTACCGGTTT 

TCTGGGGATGTTGCCACCACCTCTGAAGAGTGAAACCAAGCTTTCCATGCAGGAAGAGCC 

AGGTGCTGGGGGCTCCCGCCCGAACTGTGAGGCCCACAGTGCTTANGGAGAGCACCAAGG 

CTCTACCTTTCTTTCTTGACAGTGGGTGAGCAGCGCATGCAGAGATGTGCAAGGNACCT 
Sequence 2383 

CGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGCAGGGCAGTCAGACTGGAACCATGGA 

GCTCAGCGTCCTCCCCTTNCTTGCACTCCTCACAGGCCTCTTGCTACTCCTGGTTCAGCG 

TCACCCTAACTCCCATGGCACCCTCCCACCAGGGCCCCGCCCTCTGCCCCTTTTGGGGAA 

CCTTCTGCAGATGGACAGAANAGGCCTACTCAAATCCTTTCTGAGGGAGTGGATCTGATT 

GCCGTCMTCAATAATACCTTTGACCMGGGACTCCAATCAATTCAGCATG7TTTGCCTA 

ATGCC7TTTG7TTGTAATACTGNTGCGGGACAATCAAAGACTGGAGAGATCAAAAAAAAA 

AAAAAAAAAAAGTNCCT 

Sequence 2384 

C GGGGGC CATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTG AGACTTCTGGAG 

AGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGA 

GAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACCACTTCATCATGCTGA 

GTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGT 

TCACCTTCCCTGGGATGTCCCTGGACAAAGAGACAAGGAGAAGGCCTTAGGATCTACTGG 

GGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCT 

TATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAMTTCCTTGAAATTTGC 

MGTTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 

ACTGGATCTGGAAAMGAMGAMCTGATGGTGTTMCTGMCCCATTTTGATTGAGACC 

TACACAGGGCTGATGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCT 
Sequence 2385 

CGAGGTACTCAGCAMGTGATCCACACGTTCTTTTATACTGGGGGGTGGAGAGCCGCCGG 

CACTAGTTCCAAAAGTTCTGGTCCACCTCCTCTCGGAGTTCAAAGCCCCAGCACTCCGGC 

CCGGCCGAGGTACTTTCAATTAGTTTTCATTAATATCTTCTGAGTTTTCCTCTTAGGTGG 

TTGGTTTCTGGGTAAGGCAGAGTTAGGCTGGTGCACACACTATTTAGGAAGTCCTGTCTC 

GTGGCTGACAACATACATGTAGTGCTCAAGGAAGTGAGTTAAGGAGTGACATGGGAATCA 

AMTGATGCCTAGAATAGTGTAATTTGGGAAACAGCCCTAGATTTGACATTTTGGAAGTT 

CACTGTNAAGAAAGAGACCCCAAAAAGAANGAAAAAGGGGAAAGGGGTTCCTCAGCTAAA 

TATCCCACTCATCCATGCCTACTCAAGCGGNCACTGTGAACAAAGGCCATCTTAATCGGG 

GCCAAGAGATTACACTTTTTCCCCTNGTAACTTTMNCTGGCTTTNTCTTTTGGGGNATG 

TTGCCTTAATNGGGANGGGTGAANGGGGG 

Sequence 2386 

AGGTACGCGGGAGTAAGTTATAACCTCTGGCCTTTGTCTTTACATTTTCMCTTTCTGGA 
TCCCTAACCTTTGGTCCCAAGTTACTACCCTTGCCTATATCCACTAACCACTCACTAGGT 
CACAAAGTTG ATGGCTCTGGCTTGACCCAGTGAATGAGAAGTGTCCTAGCTG I II I 1 II 1 

rTTTTnrn icgcaaatcttcataggcacagttgcctgtttmttttttcttcagccct 

TCCCTTAGAGGAGGGAGCCTTMGTTACCTTTCAAGGTTGGGGGTTAGGAATCTATCATA 

ACTAGTCTAGAGATTTCTNACCAAGGGAMTTTTCCTTATCTAAAAGAGGAACTTNAGGT 

CTCAACCCTGCCAGTCACACCCAATTAAATGTCCTTCACAAAAATAAACAGCATATGTTC 

CCTTTCMTTTGAGTTCAGTGAGCTCACAGCAAAATTTACCTTTTAATTT^ 

ATCCCAAGACGAATTTACAAAGGATGAGATTAGATAMGATTTCAGTTTCCCGTATGCCC 
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CTATAGAGGTTAGATATACTTGTCTTCACTTTTMTATAGAGTAGAAAATCCATTTTACA 
TA CTACTG ACTTTAAATAATGAGCAACATTTACTTGCACTCTTTTAATTGTGAATCAAGG 
GAM I II I GGTGTGTGGTGTCTACCATTTCTTATTTTCTTTCAATTTTC 
Sequence 2378 

CCGGGCAGGTACACGGGAGTGTATGGCCTAGAACTCCCATCATACCTGTGCACCAATTGA 

GGAGAGACACATGGGTGGGAAATTGCAATAAAAAGACGGCCCACAGCAGGCTGCATTCCC 

ATGGCTGGCCAGAGGAGGAACGCTTTGTGTTCACATCGGAGCTGCATGGGAAGTCTGCAT 

ACAGCAAAGTGACCTGCATGCCTCACCTTATGGAAAGGATGGTGGGCTCTGGCCTCCTGT 

GGCTGGCCTTGGTCTCCTGCATTCTGACCCAGGCATCTGCAGTGCAGCGAGGTAAGTATT 

CTGCTCACCTGGCATCTCAGATGTCAAGGAAGACCTAGCAAGTGAGGATAGAAGTGCAGA 

GAAGGTGGCTCAGGTAAGGAAGAGGAATTGGCAGTTCTAAAGCAAAAACTCAGAGCTAGA 

AGTCAAGGGAAACATAATGAGAAACAATGGGAAATCAAGTCACAATCTCTCAAAGAGCCT 

AATCAGAAATTTTCTCTGAAAGGGCANTGGGAGCCAGTNACATAATTTCCCATGCCCATA 

TCTTTGGGGAAGATTTNAGACCCCCAGATTAAAGAAGA 

Sequence 2379 

GO I I I | 1 TH i M J ) Ml M M 11 M 1 M 1 1 I III M I M 1 || M | M I I I 1 I I I 1 I 11 

rTTTTTTTn l NGCCAANNCTNANNNTTTNNTGCNAAAANCCTTNANTNTNCCCTGGCCC 

CAGGCTNNNTTNATNAAANNGGNNNNNNNAGNGNTTCCANNTTTNTGGNTCCCANGTTNA 

GGTTCCNCCCANCGGNGGNGGGNGGGGANCCCTNANACCTGGNNCCCCTGNGNGCCNNAN 

NNCNGGAAAAANNNNTTGANNTGGGNANANGNTGCCCCNTNGGGGGNGNTNCGGNNNANG 

NNTTNAAAGGGNATTTNNTTNATCCAANTTTTCNNGTCCANNNGGTNCCTTGNCCNNTTT 

AAAAANNGNGGANCCCCCGGGCNGNNNNAATTNTATNTAAAGNTTATTNATNCCNNCNCC 

CCNANGGGGGGGCCCGGNCCCCMTTITrTTCCNTTTNTNNNGGGGAAAANTNCCCNCGG 

CNGAAATAAAGGAAANAAGNTNNTNTTNTNGGGNAAAAATTNTTNNTCCTCNNCACATTG 

MTGAAGGAANGGGGGAGTGTCCCCGNACNCTNAAAAANTTTTGAGCCCTTGNTNGNTTC 
TT NAGGG GNANCNAGGAANTTGNTTNMNN^^^ 

TN TTTTTA GNGGAAAAAAANATCCGGNCTGNGCCNCGCNAAAANATTTANTNGACTGGNN 

CNTTTTTGNGAAAANAGGGGNCNCCCCCCCCCCCCCCCCC 

Sequence 2380 

CCGGGCAGGTACGGGTGCCTGGCCTCGCTTCTGCCCCACCACTCTGCCCAAGAACTGGCT 

GGCTCCAGGATTGGTGCCTTCTCTTATGGCTCTGGTTTAGCAACAAGTTTCTTTTCATTT 

CGAGTATCCCAGGATGCTGCTCCAGGCTCTCCCCTGGACAAGTTGGTGTCCCGCACATCA 

GACCTGCCAAAACGCCTAGCCTCCCGAAAGTGTGTGTCTCCTGAGGAGTTCACAGAAATA 

ATGAACCAMGAGAGCAATTCTACCATAAGGTGAATTTCTCCCCACCTGGTGACACAAAC 

AGCCTTTTCCCAGGTACCTCGGCCGCCCGGGCAGGTACTTTN I 1 I I I I H 1 1 NNTTTTTC 

AGAATGCMGGTCTTGTATTTAAGTAGCCTGAMTMTCTTTTAAATGGAAMTAAAGAT 

TAATCAGAGTGAAMTTAAATGNNCTTTTGACNCACNGAATCACANGCCNCGATNAAATG 

TATATATTTCCTGNATCTATATGTTTTCCAGGGCCMTCTTTNAAAATGGAGCTGAAAAA 

CCAACTTGTTTANAAAATAGNNNNGNTTTTTGCMGTCTTTTGGCCT^ 

GTATTAAAAAAAAAAATTTTG GGCC CACA^ 

AATGNTTCCTTGNNAGGGGNTTTTANAAGATTGACCCATTTGGGGGTNGGGAANAANAAA 

ATTGGTTTTGGGGATAAGGGCCTTCCCCCCCCCCCCCCCCCCCANN7TNTNTTTTNCCAN 
TTGGGGGG 

Sequence 2381 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATTCCCGGGCTGGTTGACTGGTAAGCTTTCAT 

CTGCTGAGMGA7TCAGAAATCTTTTCCGA7TTCAGGCTGAAATTAGAACCAATTTCTTG 

TCTTCCAGCTCTTATTGTGGGCCTTTATTCTGCAAAGAAGGCTGCAGTGCCAGCGGAGCT 

GACTGCCAGTGCCAAGTGTGTGACTGACATAACGTATGGAGGTAATCCACACGTGTAGCT 

CANGAAGGCTATTAATAAGAAGTGCTATTTATGCTGGTTTCCTGGGGACTATACCTAAAC 
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AACACNGAAGCNTGGCCTNTTGGAGTCTTTTATTGAGTACCTNGGCNCGCTCTAGAACTA 
GT 

Sequence 2372 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACACATGAGAACTGAA 

ATGGCCCAAACCCAGAAAGAMGCCCAACTAGATCCTCAGAAGACGCTGGTAGGGACAAT 

MCCGATGAGGAAAAGATNNNNTTCTTGTGCCACCGTCTGTTATGATTTCTCTCCATTGC 

AGCAGAAAGCCGGTNTTTTTTCAGCNNACCNNCCTTNGTNATTGNATGGGCAAAATTNGA 

CCANCACTTTTTGANGGAGCNAGGAGAGNGGTACCCTCGGGCTCGCTCTTAGAAACTAAG 

TTGGGATCCCCCCGGGCTTGCAGGAATTCCGATATCATAGCTTANTCGATACCCGTCCGA 

CCT 

Sequence 2373 

TGCTTCTGCTATGGCGAGGAGCCCTCGGCCTCCAGCCACTGTGCCCACGCCTACCGGTTT 

TCTGGGGATGTTGCCACCACCTCTGAAGAGTGAAACCAAGCTTTCCATGCAGGAAGAGCC 

AGGTGCTGGGGGCTCCCGCCCGAACTGTGAGGCCCACAGTGCTTAAGGGAAGAGCACCAG 

GGCTCTACCTTTCTTTCTTGACAGTGGGTGAGCAGCGCAGGCAGAGATGTGCAAGGTACC 

T 

Sequence 2374 

CCGGGCAAGGTACTCTCTCTCTCTCTCTCACACACACACACACACACACACACACACACA 

CACACACCCACCAAACMCAGTGTATCCACAAATGMTGMTGAMGTTTTACTTATAAC 

TTCACT GAMC ACAGCTTTTGCTTATTCTAGTTT^ 

GAAACCTTTTTATGGGATTTTAAGAAATGATCCCTGGCTGGGCGCGGTGGTTCACGCCTG 
TAATCCCAGCACTTTGGGAGGCCMGGTTGGGTGGATCACGAGGTCGGGAGATCGAGACC 
ATCCTGGCTAACACGGTGAAACCCCGTCTCTATTAAAAAATGCAAAAAATTAGCCAGACA 
TGGTGGCGGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAAGCAGGGACAATGGC 
Sequence 2375 

ACTACTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTTGTTGCTTTG 

TTTGGAGGGTGTGGTGGTCTCCACTCCCGCCTTGACGGGGCTGCTATCTGCCTTCCAGGC 

CACTGTCACGGCTCCCGGGTAGAAGTCACTTATGAGACACACCAGTGTGGCCTTGTTGGC 

TTGAAGCTCCTCAGAGGAAAGGCNGGNAACAAAATTGACCAAAGNNGGCAAGCNCTTTGG 

GGCTGACCTAAGAACGGTCANGCTTTTGGTTCCCTCCCGCCCGAAACACCCCCAAATTGC 

CACTACCCCAATATACANGCACCACAAGTANATAATCANCATTCATCATCTTGCCTGGNC 

CCCCNTGATGGTAGAGGGCAAGCTTTGTTCCCAA 

Sequence 2376 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTG G TC AC AGACAAG ACTCTCTTG ATCTGCAAATACG ACTTC ATC ATGCTG AGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAMTTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAAGAATTCAAC 

TGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACT 

Sequence 2377 

CCGC GGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCGTTCATCATTGTTGTTTATTT 

TTTTAAAATAAATAAATAAATATATATATAGATGCTCTGCAACAAACTCTGTGACAGTAT 

CCTTCAGTAGAGAMGTTTCTTACTTGTGAGTACGCGGGCACCCGGCTGATTTTTGTATT 

TTTAGTAGAGACAGGGTTTTGATGTGTTGGCCAGGCTGTTCTCGAACTCCTGACCGCAGG 

TGATCCACCCACCTCAGCCTCCCAAGGTCCTGGGATTACAGGTGTGAGCCACCGTGCCCC 

AGCCAAMGGAATTCATTTTAACAACACAAATCCATTATTACTTATAAAGGTAAATTATA 
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AATCCCAGCACTTTTGGGAGGCCGAGGGTGGG 
Sequence 2366 

ACTTTCACTTTATAAGTGNGGCGGAAAATTTGGNGAAAGCCTTNCCAACCCGGGCGGGGT 

GGGGNCGGGGCCCGGCAA7TTCAATTGGGCCGGTTGGGGGGGGMGGGTTCCTNGCTTTG 

GTTTGGGGCGAAAACAACCCAANGGGAAGGGAACAAGCAATNCCCCGGGAAGCTTCNGTC 

CCTTCNGGCNCAAGGCAATCCCNTCAATGGNAAGCCTTCCCTTCAACGGGGGGCCCTTCN 

GTNTNAACAAC CGCC TTCTTCCTTGTTCAATTGGCTTGTCCCAACCCAACGGAAAAGGAA 

TCMGGGGCCCTTTTGGTGGTTGGTTTTCTTGGGNAAMGTTAAGTTGGGCCCGCCCCAA 

CCAAGNGGNGGGNCCCCCGGGNAATCCTTTTGGTNCCCTTGGGGCCCAACCCCCAACGTT 

CCCCCAACAACCAAGTTGGGAAAAAGCCTTGGAATC 

CGGGGCCCCGGCTTCCTTAAGAAMCCTTTAAGGTTGGGGNAATTCCCCCCCCCCGNNGN 
NCCNTTGGGCNAAGNGGGAAAAATTTTTCCGGAAATTT^ 

AAATTCCCGNAATTAAACCCCCGGGNTCCCNGAAACCNCCTTTCCCCNAAAAGGGGGGGG 

GGNG GGGG GGGGGCC CCCCC CCGGNGGGTTTANCCCCCCCCAAAGNCCC I J I » 1 1 I 1 1 I N 

GGNGTTTTTCCCCCCCNN IMtf I AAAAGTTTGGGGAAGGGGGGGGGGTTTTTAAAAAT 

TTTTGGGCCGGACCCGGNCCCTTTTTGGGGGGCCCGGGTTTAAAAAATT 

GGGTTCC CAAA 7TTAA AGGC CCTTTGGGTNTNTTTNNCCCTTTGGGTTGGGGTTGGGAAA 

AAAAAAAATTTTGGGGTTTTAAATTTCCCCCCGGGCTTTTCAAA^ 

Sequence 2367 

TTCCGGCACCCACTCATATGCGCACTCCCTCCTGCGAGGGGCAGAACGCAGTGGGTCTGA 

GTGAGTGGAGGTTGAGCCCTCTGGCGCCAAAGCAGCCGGCTGGTTTCANTACCTGCCCGG 
GCGGCCG 

Sequence 2368 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGTTGTCTTTATGCTGCG 

AGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGG 

ATCTGCTCTTGTAAAGGACATCCT7TCTGGTCTTTGATTCTTGAGAAAAGTGAGTGAGGT 

GGGGCCAAGATGGTTGACTAGAAGCAGTTAGTGTGTGCCACTCTCACAAATAGCAGAAAG 

AGTGGTGAGACACTAGCTCTTCAACCGGAACATCCANGTGGACACATAAGGATTCATCAA 

GTGACATAAGTGTGACCTTCGGATCACCGGAGAANAGTTGAGACAAGATCAACCATTCAC 

CCAGGAGTGGGCNCAAGACCCAGGGGGAATCCCCCT 

Sequence 2369 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAATTGTCTAAGGTTC 
CAGAAAAAGGAGCCCGCTTTGTTATTCATTTTGCTCTCCACTGAAACACTTCCAAATGGC 
TTCAAAGTTGTCAACATGAAACCAACNTCACTTNTACTAGTGAAAAAGAACACGTGCTGT 
CGTTTTCCTGTAGGGGMGAAGTTNTTGGAAAANAATTAAAATTTAA^ 

CTTAAAGAMTGGAAATGCATTTAACAGAAGAGAAAATGGGGAACCTATGGAGCCATTAA 
ACATTTAC ATAAAAC AGTAAAAG 1 I I I I II I I ACCAATGTGGGCTCCCTCCAATCTACCA 
CAA TGTGT CCAGTTTCAAAGAAGCCAGGTCACTTTNGGAAGTAGTCATTGTATTAATGGA 
GGATTTTTCTGGTGCAAAAAGCCGTTCCAT 
Sequence 2370 

CCGGGCAG GTACTTTAMCATGT^^ 

iTTTTTn I AAATAAAAAAGTAAGTAAAAATCAACCCCAAAATGGAAGGGTTAGTATAGT 

TGACCCTTGAACMCACGGGTGTGGACTATGTGGGTTTACTTTCTANTTNGGTTTTTT^ 

AAAAGTACCT 

Sequence 2371 

AATACGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 
AGATGCAGCCTGGCTAGGCAGAGAATCCCTTGTAGAAAGGTGGGGGAGAATCATAGGATA 
TTATAACTGTAAGGAACATGCAAGATTTTCCAGATTATACCCTTGATAGAATAGATAAGT 
TCCTTAAGGCTCAGATCTTGCTTAAAAGCCCTTCCNGCCCTTGTTNNNANACCAANTATN 
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AGTATTCTGCTCACCTGGCATCTCAGATGTCAAGGAAGACCTAGCAAGTGAGGATAGAAG 
TGCAGAGAAGGTGGCTCAGGCAAGGAAGAGGAATTGGCAGTTCTAAAGCAAAAACTCAGA 
GC TAG AAGTC AAGG G AAACAT 
Sequence 2360 

AGGTACGCGGGATGACCAGCCACATCTGAAAAGGAAAGCATTCTGCTCTTTCCAGATCTA 

CGCTGTGCCTTGGCAGGGCACAATGACCTTGTCGAAATCCACCTGTCAGGACGCCTAGGG 

GTCTGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACCGCGGGGGTCTTTTCACATTTCAA 

ACCTCCAGTTTAATTCCTCTCTGGAAGATCCCAGCACCGACTACTACCAAGAGCTGCAGA 

GAGACATTTCTGAAATGTGAGTGATGTGCCATTTCCTTTCTCTGCCCAGTCTGGGGCTGG 

GGTGCCAGGCTGGGGCATCGCGCT 

Sequence 2361 

CCGGGCAGGTGGCGGCCCAAAGCAGTGAGCGGGAGAGCCGCGACATCGTGTCCTCAGCGC 
TGGCGTTCGGGAGAAAGCTAAGGCTCGCAACGCTCANTCAACCCCCCCCGCGTACTCCAT 
AATTTGGMTTGCTGCCCACGTTGMTCATAATGAACCTTAATTMTCATCAGTTTTGGC 
ATCATAGGCTTCTTTCC AAC AGGGG AGCCGCTGTTGCAGCAGAG GCCAAC CCAATC AGTA 
GTNCCTN 

Sequence 2362 

AGGTACACGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGATGTAAGAAGTTTCCA 

TATAAAGGGCTGCAGTATGGAGAGGTAATGTGCAGGCTGGTTTGCGGCTGTAGGGGCCAC 

CTTGCTGCAGCTCTCCACTGATATGGTACCTGCCCGGGCGGCCGAGGTACGCGGGGGATG 

AAGAGTAACGCCATTACCGCCGGAGCCGCCGAGAGCCTTAGCCGACGGAAACTGGACACT 

GGACCGGCAGCGCCATGAGACTCCTCCCCCGCTTGCTGCTGCTTCTCTTACTCGTGTTCC 

CTGCCACTGTCTTGTTCCGAGGNGGCCCCAGAGGCTTGTTAGCAGTGGCACAAGATCTTA 
C 

Sequence 2363 

AGGTACCAACCAGGCCACACAACAGCATAGAACTGGGGGGACCAAGCTTCTTTCTATAAA 

CAAAGCTCCTTGGCMCACTGGACTTGTGTGTACTTCTTTTCCCTTTGTGTCTAGMTGC 

CCTCAACCCCCAAGTCTCACACCTTCTACTTCTACCTCTCCCTAATGTATTTAACTCATT 

CCTTCACTCTCAACTCCTAGTTAATTTCTTCAGTAAAATCTTCCCTGACTCTCCGGATGA 

^TTTAGMCATGTATATGCTCTCTAGGCACCATTTATGTAACAGCTTTTTTGAGATATGA 

TTTAC ATACCATACAATGC ACC CGTTTAAAATGTACCTGCC CG 

Sequence 2364 

CAGGTACGCGGGGGTGGTCGCGAGGGAGCCGGAAAGATGGTGGTTACCAGATCTGCACGA 
GCTMGGCCAGCATCCMGCCGCGTNGGCTGAAAGTTCCGGGCAAAAGAGTTTTGCTGCT 
AATGGGA TTCAA GCGCATCCAGAAAGTAGTACCTCGGCCGCCCGGGCAGGTACGCGGGAT 
TCCTGGCTTmMCTTTTCCAAATGTM 

AGACAGTTTATGAAAGGGAGGAGAATCAACAAATGGCACAGGTCACCCAAATGCCAACCA 

GAMGTGCTCATTTTCTAGGCTAAAMTTGAACCTGAACTCAGGCCACCATTGTGAAAAG 

ACAAAGCCTTAACTGCTAAGCTACAGCATTGGGCAGNTTCCACTGCTTTTCCCANAAGGA 

GCCCANAGCAGTAMTTTTGGGCTTGCAMGGCTTTTAACTGCTCAAGATAAT7TGTAGA 

GCTTAACTACTACCCCCAAAATCCCTGTTGCCTGGAAGGCAGGAGACCAAAGAAGAA 

Sequence 2365 

TTTC GCCT GCATCCTTAGAAAACTCCCGTGGATGAGAAGATCCCCAGGCCTTTACAAGCT 

GTTGTTTTACAAAAGGAGAAACTGAGGCAGGAAGAGGCGGTGGATGTGCACCAGAGCACG 

TGGTGCGTCGGTGCATANCTGAGGGCACATGGAACATTCACCAAGATAAACCATATGCTG 

GAACATAA MTTT ATGGATGTCACCCATGAAGCAGAGTCCTTCAGACCCTCAATCAAAAA 

CMGTCTCATTTTACATTAAATTGGAGGACTATCTGGAGTCTCTGACCACCGTGTGACAG 

AAAAGAGAGCAGAATTGTTGCATGATGGGTAACACTCATCAGTAATCGCTGTTTGCCAAG 

CCATCTGGGAGGAGACCAAAGAGCTATAAAATAAGTTCAGGCACGGTGGCTCATGCCTGT 
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TTGGATTAGATGATGTGAGCTTGAAAAAAGGCCACTGCTCTGAAGAACGCTAACAACTCC 
AGAACTAACAATGAACTCCTATGTTGCTC TATCTCTTTTTNCAATCTCATCTTCTCTCC T 
CTTCTCCC TTTTATCAGGCCTAN GAGAAAGAAGTGGGTCAAGTGGGTCAG AAG G AAG TCT 
AmGGTGACCCAGGTTTTTCTGGCCTGCTTTTGTGCWCCCAATGAACAGTGATACCC 
TCCTTTGAAATACAGGGGCATGGCAGACACATCAAAGTCATCTGTGGGTGTTGCCTTCCA 
TCCTGTGTCTTNTTTCANGAANGCATTCACANTGCCGTGAAGCCATTACCATTCCTCCAT 

TNCCTG ATTACCAA NGGGGCTCCTTGGTAGCAAMTTTATGAAGAAGTGAAGNTTACCGG 
GAGCAA i I M I I II AAAAAAAAA 

Sequence 2355 

CGAGGTACGCGGGGACCTCATTCATTTCTACCGGTCTCTAGTAGTGCAGCTTCGGCTGGT 

GTCATCGGTGTCCTTCCTCCGCTGCCGCCCCCACAAGGCTTCGCCGTCATCGAGGCCATT 

TCAGCGACTTGTCGCACGCTTTTCTATATACTTCGTTCCCCGCCAACCGCAACCATTGAC 

GCCATGTCGGGTTATTCGAGTGGCCGAGACCGCGGCCGCCGGGCAGGTACCATCTTCAAA 

AGGTGTCCCTTCTGGTCCAMTATAACTGCATTCCACTGCATGATGTTGTTTTCAGATGG 

TGCGCCACTGACACCCACAGGTGGGTCCTCTTGTAACCGCTTGAAATCCCGCATGAGCCT 

CCTCCGGGCCGGGGTCGACATGCTCCGCAGCTGCCCCGCGGTCAAGTC7TGAAAAAAAAA 

AAAAAAAGAAGTACCTCGGNCGCTCTAGAACTA 

Sequence 2356 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I < I M I I M I H I H U I I 1 I I H I ACTTTTC 

TTTCTGTTGGAAACAAAAGAGTTGTCTTAATTTTTAATCTGAATTCTGATT 

MTTCATCACAGTTATTCAGACCATTTAAATAGGATCATAAACACATTCAGCATTCTGCT 

NTTGCCCAAGGNGTCA GGCAC CATGCTAGAGCCCCACAATGTCACCCTCCAAGTCTCATA 

GCAAATGCANATGANACTTTTTGCATTGATTATGAAGCCTTNTATGACATNTGCTTNANA 

ACCCTAAAGCTGCCCATGCCCACCTAGAGNGACCTAAACCTCCTAGTATCTGCCACCATA 

AATGGGTTCGCCACCTGCCTGCGATTCCCAGGCCAGCTGA 

Sequence 2357 

ACCCCAATCTCATCATGAGGGCCCTACCCTGATGGCTTATCTAAACTGAATCCCTCCCCC 

AAGGCCCCGCCTCCTAATCGACTCCCATTGGAGGTCAGGATTTCAGCATATGGGTCTGGG 

GGGGACACANATGTGCAGTCCACAACCCCGTCTCTGCGCGTCTCCTTGCAGGAGCAATGT 

GGGTCTTCTAAGAGCCGTGGATGGGAAAAATGTATGCCCAGGCCTATGCCTGCATACACA 

GTTTAGATACCACTGTGCCCAGCCTCAGTGTGCANACCTGGCCCGGCTGTGGCTCTTGAA 

GTGTGCCAGCCTCTGACCGCCCAAGGGCTTGGCCAGCATCCAGTTGCAGGTGTGGCTCCT 

TCCTTGGGGTTCCTGCAGCATTTATTGGCCATAACTCAT7TGGCACAGGTTGGATGCTGT 

CTCATAGCATCACTTACAC 

Sequence 2358 

CCGCGGTGGCGGCCCGAGGTACCTTTCTTTCCAGGCCATGGCAAAAAAATCCAATTATGT 

CCGTCTTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAGATTAA 

TGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAGAAAAGATTCCAGGCA 

CTGAATGTAAAATTGAACATGACATTTTGACATTCCTTCTTCTGAGAGCTGGGTTGGTCT 

TAGTTGCTGTGAGGCTCTAGACACCGACCATACAGGGCGTGGGGCTGCTCCTGGACATGA 

ACATCCTCCGAAGTCCCCGCGTACCTGCCCGGGCGGCCGAGGTACAGGTCTTTGCGGATG 

TCCACGTCACACTTCATGATGGAGTTGAAGGCGGTCTCGTGGATGCCGCAAGATTCCATA 

CCCAGGAAGGAAGGCTGGAACAGCGCCTCCGGACACCGGAACCGCTCATTGCCAATGGTG 

ATGACCTGGCCATCGGGCAGNTTCGTAGCTCTTCTCCAGAGAAGAGGAAGGATGCCGCGG 

GTGGCCATCTNCTGCTCGAAGTC 

Sequence 2359 

CGCGGNGATGGCTGGCCAGAGGAGGAACGCTTTGTGTNCTCATCGGANCTGCATGGGAAG 

TCTGCATACAGCAAANNGACCTGCATGCCTCACCTTATGGAAAGGATGGTGGACTCTGGC 

CTCCTGTGGCTGGCCTTGGTCTCCTGCATTCTGACCCAACATCTGCAGAGCAGCGAGGTA 
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AGGTACCCCCACATGAATGGCTTCCCTTGACATGCACAAGGTCCCTTCTCTGCAAAGTGC 

CCCAAGCCCAGCACCTTCTCCAGCTGCAACTCCACAGCCTCAGCAAACCTCTGTCTTTCA 

CAGCTGTGTCCTCTCACACGAAGTCTGGATCTCAGCCCGGATCTCAGCCCTGAGCTTTCT 

TCTTTGAGTTGTTCTGTCTCAGCCTGGGGTGAAAAGCCCATATCGGCTGTTCCATGCATC 

TGCCCAGGCTTCTNTTTATTCCTTACTACCCAATCCCCATTCCAATCCTCTGTTAATAAC 

TCTTACGGACAGTCC CCAACTCATGATG ACTTGA 

Sequence 2348 

CCGGGCAGGTACGCGGGGTTTGAACCACCTGCTTCCCAAGTGCAGCATCCCTCACCTATT 

GAAGCTCTCCTGGGGCCCTTTCACTTTCTCACTCAGCACTGAGGGTGTCTGCCATTGGAC 

CCCATTGGATTTCACTACCTGGMGTGCTTGGTGGCAGCTGTTGACCTGGTTTCTTTGTG 

CTTTCCCAGTTCTAGAGGTTTTTGGCAGTGGTAMTACTCTTGCTCCCAGMTGAATTCC 

AAAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

Sequence 2349 

CCGGGCAGGTACCCGAGAACCTATGTTGGTTGTTACTGGTGGCCTGATTCTTGGGCCTCA 

AGGCGGCTTGCTNAGATGCCAGTAGTGGCAGGGGTAGAGGGGTTCTCAGGCTCCTAGATA 

GCTGCTGTGGCATGGGCAATAGCAGTAGCCATGGCAAGATGATTTCTCTGGGTCCTAATC 

TGTGTGCATTGATATTGGCAGTAAGCTGTGATGGGCTGGGCGGGCCTGTCTCCAGGTCCA 

CAGTTGGTGCTTGCAGGTATATACCAGCTGAGGAGGTACCT 

Sequence 2350 

CCGGGCAGGTACGCGGGTTTGTAAGCTTTGTGGGAGCTTCCAGGCCTGCTCTAAGATGCC 

TTGCTTGTCCTTTGACCCATCAGCATGGAGCTCAGTGGTTGCTGTTTGGTTCTGCAGGCT 

GGTGGGGAGACCGCCATCGTGGTGGGGCATCTGTCCAGCCCCATTGCCACTCANGGCATC 

CAAACAGGAGGCACCCGCTGGGAAGGGTCTAAAGATACTCCTTGTGGCCACTGCTACTGN 

TCACACTTGACTAGGTGGAGAAGCGAAGGGCTGAGGGGAGGTTTGTGTACCT 

Sequence 2351 

CCGCGGTGGCGGCCCGAGGTACAATGTTTGCTGCTAGGGACACTGAGCCAAGGAAGATGT 
AGCCTCTACCCTTGAAGAACTAACATAAANGGTAAACAGGTAAGTTGTCATGCCTTGTAG 
GACATGCTGTAACTCAGTCTGGGGTACCTGCCG 
Sequence 2352 

ATAGGGCGAAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACGTCCCTAGAAGCACAT 

AGCTCC AGCAAC AAAG CTAATCTGAGAGTAATACC AG AGGATGCCTCCTAC NTTGCAANT 

TTCAAGGAATTTCTCACTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAAC 

TTCAGTGGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTA 

GATCCTMGGCCTTCTCCTTGTCTCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTAGTC 

CAGAAGTCTCAGCTACCGTGACCTTTCAAGTCTTCCATGGTAAGTCTCAATGGCCCC 

Sequence 2353 

AGGTACACTTGCCCCCCACCACGGACAGCAGCACGCCCAGAGCAACCACAATGATGCTGA 

TGATAACGAGGGCGCGGGCCGCCTGCAGGTCCTGCGGCAGTGCCAGCAGCGAGTCGTACC 

TGCCCGGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTG 

AGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGACAA 

TGAGAAGGAAAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTT 

CATCATGCTGAGTTGTGTGCAGCTGCANCGGATTCCTTTTGAGCGCTGTCTATCGCATCT 

GCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTA 

NGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGA 

Sequence 2354 

CCGCGGTGGCGGCCCGCCTCATGCATTCAGGGGACCTGTGCCTGTCATTCAGGCACAAGG 
TGACGGGGCTGCACTCTGGCACACTCNNGGTGTTTGTGAGAAAACACGGTGCCCACGGAG 
CAGCCCTGTGGGGAAGAAATGGTGGCCATGGCTGGAGGCAAACACAGATCACCTTGCGAG 
GGGCTGACATCAAGAGCGTCGTCTTCAAAGGTGAAAAAAGGCGTGGTCACACTGGGGAGA 
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TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGG 

GAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTA 

TGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATXTCCTTTGAAATTTTG 

CAAGTTTGTCTGGGTTCATGTCTAAGCTTGGTNCCAGCTATCCAGNAATGCCCACAAGAA 

TTCAACCTGGATCTGGGAAANAGGGAAAGAAACTGGTTGGNGTTAACCTGAACCC 
Sequence 2342 

ANAGAGAACTCGTCAGGTATTTCATANAGTGTCCCTCGGTCTAGGTTATAATCCAATTGT 

TATCAGTTTGGGCA TTTGGGAGC CCTTTTAGTTGGCTCCCGTTTCCNTTTGGATGTAACT 

ACATCCTTTNGGNG 1 1 WW III rCTTTTTTACTGGGATAAAACATACCCAGTTTACAAA 

AATNTGAAANGCTTTACTMTTCGNGNGNCATCCATGCTAATCATCTTTCTATTGNNCCA 

ATTTTAGGACCCCGCCCCGGGCGGG 

Sequence 2343 

AGGTACACCATTTTGACATACTTTTGCAGTGTTTCAGCAGGGAAGAGTGAGAGGAAGATT 

T7TCATGTTTGTGGAGAATGGCTTAAGAGAGTTAAATGAGTCTTTCAAAGNGAGTAGCTG 

ATTGAAATTGAGCTAAACTCAGAGCATMTAGTTTAGATAGTCTAAGAAATTGAAAAAAA 

AGTTGATGCCAAGCATACAAGAAATAACACCACCAAAAAATAGACGTAAATACAGACAAA 

ATTAG ATTAAAAAC AA G AATATG TT C AATG TTAATAAAAGC AAAAG G AAC ATAG AC ATAG 

TTATGGAGGAGTTTTGTTTTGTTTTAATA^ 

CACCTGGAAATCTGGATCAATTCTGTCCACTATAGTCATTACTAGTGACATGTAGATATT 
GAACACTTGAAATATGGTGGATTTGAATTGATTTATGCTATATGTAAAATACAAACTAGA 
TTT^GTTTAAAAAATGTANAACTGMTMTTTTM 

TAf 1 I n IGGATATACTGGGATTNAAATACATATNAAATATTGTTTAAAAAATCAAAGGT 
AGTATTAGTN AAAATTN GG NCTTTTTGGGNTT^ 
Sequence 2344 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTNTGGAGAG 

ACCATNCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCACATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGNCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAACTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGAAGAGGAAAGAAACTGATGGTGTTTAACTGAACCCAT 

Sequence 2345 

AGGTACTGACAACACCAAAGTTGCAAGTGAGCTAACCTGCAGGTGCCTGGTGATAAGTTG 

GGTG CAGGA GGGCTACATGTTCTGAACCATGAAGAAAAGCAGACTTATAGTTTACCTGCT 

TTCTCTTTTTGCTTTCCCCTGGTTCTGCCAGCCTGACTCCTTTTTCCCAAAAGGACTCCA 

TAAAAAG TGTTC TCGGTCAGCTAGCTGGTCAGCTGTTGTCAACTTGCCTGAGCTGATTAT 

CCTTTTCTT7TTAAATTTGACCCTACAATTAGCM 

GAATACTMGGGGGCTGGGGATTAGAAGCTGCCTCATGTTTTTCTCACTATTTTCCAAAT 

GCAAAACCTGGTTGACTAGTCTTTGGCCACAGATCCANACCCCAGAGGTGGCATGGAGCT 

AGAACCACCACCA7TTGAA 

Sequence 2346 

CGAGGTACGCGGGGCCA GCCTGG TGGCCAAAAACGGGATAGTCCAAATTTGTCTCCTACG 

GGAATATTAGAGTTCTCACTTTTTTCTTGGGCTGGAGCTGAGGCCGGCTTGCATTCCAGT 

G GC AATCGGC G TG AG TTCTG CTTATATG AG AAGTGTATGCTG ACTTGTAAAGTG AAG AAC 

CAGTGGTGCTGCGGGTGTTCTTTTGGGGTAGTGTCTGGGATCCAGTACCTGCCCG 
Sequence 2347 
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CAGGATAGCCGGCAGACAGCCTTGAGATTAAAGGACAGATCTGAGATTGAGATTTGCTCC 

ATACTCACCCGCTCCGATGAATGAATTCCTGCCAATGCA 

Sequence 2336 

CCGCGGTGGCGGCCGCCGGGCAGGTACTGTAGGCGGCAGGAGAAAAAAAGCTAATTATTA 

CTTGTTGGAGTCTTGTCTCAGGCATGCTGTGGGGCTGTGCAAGATTCGCTGCTCTGCTGC 

TGTTGTCATTTTGATGCTACAATTACAGAGAGGCGGTTCAGCACCCAGCCCGATCGGTGT 

GGCTGCCAMCACATTTGAGCATGACAAGATAAATTTGTTAGACACCAGCACAGGGTGGG 

TGAGAGGACATCCTGCTGACTTTATAAAGTGATGTGGGGCAGGGTTGTCGAGGTAAGTGA 

TGATTGTCAAGTTTGCCAGAGATGATAGATAACTCCTTTGGCAGAACACCTAGGTCATTC 

CTmAAAGTCAGGTAGCTTAAGAGGCTGTTTGGTTTCTGCAGCGCTGGCTANCTACTTG 

GGGAACATGGTTGCTCACAAAACATTCAGTACCTCNGCCCGCTCTAAAACTA 
Sequence 2337 

^ TAC ^ A GGGC GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I 1 M I 1 1 1 

rTTTTTTnTI IGTATCTCTGGCCAGGACTGCGCAGTCAGGGCACAATTATCTGATACTG 

ATTCCAGAGCTGCAAGAGAACACCAGCTCCTCT7TTCTCCCTAATGACTTGATGTCTTTT 

CTTCATTTTCTATGATCCCCTATCTTAAATTTGACTTTCAGCAGAAGGGCTAGAAGCCAG 

CMGCTCTAAGTGGCAGGCAGCTAGAMTTTCTMTGTTTTTACTCTACAGTCCTGAGAA 

AATAGCATCTATGCTTGAAAAATAAACAAATGGAGCCTCCTCGCTCAGCCAGGGCAATGC 

ACAGGGTGTCAAGACACTATGCTCAATGCAAAAATGTGCAGCCAGCCCTTCTCTGTGCCC 

TGAGCTTCCCTAAGCAATTCACACTATAGGTGAAGGTATTTATAAGGAGGCTA7TCCTTG 
CTGGTACCT 

Sequence 2338 

CACAGTCGCTGCGGAGGGGTCTGAGGACAGGCGGTCCTGACTCCCGCTGCCCGGTGGAAC 

TAAGACCAGGGACGAGGCCACGCAGGAGATCAAGGTACCTCGGCCGAGGTACGCGGGTGG 

TGACMGATTCGATTCTTCTTTGAGAMGGCG7TI1TGATGAGAMGGAAATTTCCTGGT 

CCCTCCGGAGAAATCCATCAACAAAATTGGCCACGCTCTGCACGCCCACGACCCCGTCTT 

CAAGAGCATCACACACTCCTTCAAGGTGCANACCTTGGCCAGAAGTCTGGGCCTCCAGAT 

GCCCGTGGTGGTGCAGAGCATGTACCTGCCCG 

Sequence 2339 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCCGGAGAG 
ACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAGAAGGCCTTAGGATCTACTGG 
GGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCT 
TATG C TAC TTTC ACTG AGC ATCCTATG AMTACACCAGTGAGAAATTCCTTGAAATTTGC 

AAGGTAGGAGGCATCTTGGGTATTACTCTCAGATTAGCTTTGTTGCTGGAGCTATGTGCT 

TCTAGGGACGTGTACCT 

Sequence 2340 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATTCCCGGGCTGGTTGATTGGTAAGGTTTCAT 

CTGCTGAGAAGATTCAGAAATCTTTTCCGATTTCAGGCTGAAATTAGAACCMTTTCTT 

TCTTCCAGCTCTTATTGTGGGCCTTTATTCTGCAAAGAAGGCTGCAGTGCCAGCGGAGCT 

GACTGCCAGTGCCAAGTGTGTGACTGACATAACGTATGGAGGTAATCCACACGTGTAGCT 

CAGGMGGCTATTAATMGAGGTGCTATTTATGCTGGTTTCCTGGGGACTATACCTAAAC 

TGAAAAGGCCAGTTCAGTACCTCGGCCGAGGTACAGGGTCCCAAAATGCGCTGACTCAGC 

TTCACCAGCCCATCTCGGATCTCATTGCCAAAAATGTCTCTTCGGTCATGAATGAGGATC 

CAGCCCAACCTCCAGCCAGGAACCAGCCAGCGCTTGGCCAGCCCTCCACAGGACAGGGAT 

GGGGACATCGGTGCTGAGGGTGGCCCAGTGGTTCATATTTGCAATCCG 
Sequence 2341 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 
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TTGGAGCTCCACCGNGGTGGCCCCCGAGGTACAGCACCCGCTTGGCTGTGCTGAGCAGCA 

GCCTGACCCATTGGAAGAAGCTGCCACCGCTGCCGTCTCTTACCAGCCAGCCCCACCAAG 

TGCTGGCCAGTGAGCCCATCCCGTTCTCTGATTTGCAGCAGGTCTCCAGGATAGCTGCTT 

ATGCCTACAGTGCACTTTCTCAGATCCGTGTGGACGCAAAAGAGGAGCTGGTTGTACGAC 

CAGACACTATTT CAGC TAAAACCCCAGCTCGAAGACCAAAGAAGTGGGTNGGCTTGTCTC 

TGACAGTCACGCTTTTGATTCTTTTACTTCCTTTGTGGACACAAGATGGTGGAGATGGCT 

CANAAGNTGGGAAGCTGCTCTCCANGTTTGGGGAGGCACTGGTCTGGACCAAACCAAGTT 

AAAGATCCCAAATCAAAGCACCAGACCACTTCMCCAGCAMCCTGCCAGTTTCCAGCAG 

CCTNTGGGCTCTAATCAAGCTCTAGGACAGGCAATGTCTTCAGCAGCTGCATNCAGGACG 

CTCCCCTTAGGTANAACCATTACAGAGCTTCCATGAAGACCTGCCAGGTCCCTGCCN 
Sequence 2332 

CCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCT 

GAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAAC 

AATGAGAAGGAGAGAATTCTACTGGCCAGACAAGACTCTCTTGATCTGCAAATACGACTT 

CATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTG 

CCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAG 

GATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCAC 

TGMGTTCCTTATGCTACTTTCACTGAGCATCCTATGAMTACACCAGTGAGAAATTCCT 

TGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCA 

CMGMTTCMCTGGATCTGGAAGAGGAMGAAACTGATGGTGTTAACTGMCCCATTTT 

GATTGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAAACTTGGCTATTC 

CCTTGCCCGTGGGAGTATTGGTTTTGAGMGTCTTTTTGGTACCTCGGCCGCTCTAG 
Sequence 2333 

CGTTCCGGCACCCACTCATATGCGCACTCCCTCCTGCGAGGGGCAGAACGCAGTGGGTCT 

GAGTGAGTGGAGGTTGAGCCCTCTGGCGCCAAAGCAGCCGGCTGGTTTCAGTACCTGCCC 
G 

Sequence 2334 

CCGCGGTGGCGGCCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGC 

TGAGACTTCTGGAGAGACCGTTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAA 

CAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGA 

CTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGGGCGCTGTCTATCGCAT 

CTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCT 

TAGGATCTACTGGGGGAGTCCGGAGGAGCAAGTCTCTTCTGTCCCGCTGGAACCCATGGT 

CCACTGAAAGTTCCTTATGCTACTTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTNCTTGAMTTTGCAAGTTGGCTGGGGTTCATGTCTAMCTTTGTTCCAGCTTATCAN 

AAATGCCACA AGAAA TTCAACTGGGATCTGGAAGAAGGGAAGAAACCTGATNGGNGTNAA 

CTGMCCCCATTTTTGATTGGAGACCCTCCNCAGGGGCTTGATGTCATTCATTTGGGAAA 

NCCGCMCCAAACTTGGGCTATTCCCCTCCCCGTGGGANTATTGGGTTTTTNGA 

TTTTTGCTCACTTTACCCCCCCCCCCCCCNTTTGNCNGCCCTCAACTTGTGGNTTTCCC^ 

CCCCCT CCCCCC TCCCCCCNTTmCTTCCCCCCCCCCCTTTTGGGGGCCCCCCCCCCCC 

C CNNNN i mi tCCCCCCTNNl I I I IN I I I CCCCCCCCCCCCCCCTTTTTNCCCCCCCC 

CTTTTTCCCC 

Sequence 2335 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACAGCAAAGGACCA 

GCMTATGTCCTATGAAGAGGATTTCTATTTCCACTAGGCGGCGCTGTTGGCTTAGAAAT 

ACCTTGGGCTCGCCAGAGGATTACTAGCCGGTAATCTCACTGTTGGAGGTGGAAAAGGGG 

AGAACTCTGTTCCTAGAAGGTTGCMTGGCATTTTCCTGAGCTATATCCCAGGTCTACAG 

CATTTCCTGATCTTGCCTAACAGGAmCTTCTCTAGGCTGTAAAAATTCCCACACATTC 

MCACACAGAAAGTMGAGATCGCAGACAGAGAAACCAGGAAAGAAGGAAGGTTTTGCAA 
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AGGATAACTTCCA I mm ICCCTCGGAGAGAACAGTTTACGGGGCAGAGGTGATATGTTC 
TGCCTTTTGMGATTACTGGCACACGTTCAGCTTTTTCACCTCTCTAATCGACTGGAAGC 
AGCCAGCCGATCACTAGTCCTCCATCCCCCTCGAGTCCTCCGATTGTCATGCCTAGGCCT 
TGCCACAAAGACAG CACCTTTATG TGAAAAAAAACTTAGAAAAAATGC AGGTTAAAG AAA 

GCMTAAACm cmA AAAMGTTAAATGGAGATCTTCTGGGAAACCAAGCCATGAATG 
CGAGTTTGTACArTTTGCCCTTAGCTlT^ 

CCTACTmCAGGTTTAMmATCTTmTCTTCTAAMGTATGTTm 

TTCCCTATCTTCTCTATTCTTTTCTTCG 

Sequence 2327 

CGCGGTGGCGGCCGAGGTACCGCTTTGTAGGGGAAGGAGGAGTAAGGATGTCGGAGACCT 

GTGTCCAGGTGCACCGATGCCAGACAGACGCTCCCATGTGGCTGAATGGGACCCACCCTG 

CCCTTGGGGATGGCATCACCAACCACACTGCTGTGCCCATTGGAGTGGCAACTGCTGTTT 

CTGGAAAACAGAGGTGCTGGTGAAGGCCTGCCCAGGCGGGTACCTGCCCGGGCGGCCGGC 

TGTTATGCTCATCATGGCACTTAAGAGATGCTTMCAMCCTTTCCTACAATGTTCCTCA 

GA1TTTCAGAGCT TATTT GATCTAGCATCTGGTTCCTAAATTCTGAGTCACATCAGAAGC 

CAMCTTGMTGCTTTTTGNAMGAGCTAGCCTCATACCACTTTCAGTTGGGAAGGGGAG 

TACCTTCNGCCCGNTCTAGAACTAGTG 

Sequence 2328 

CCGCGGTGGCGGTCGAGGACCCAGCCAGTAmCTTTCCmATTTTAmAGTTGTTTA 

TGGMGGAGGTTAAGTCCAGTCTTTGTTTCTCCATCATGGCTAGATCACAGATTTTGAAC 

ATAGGCAGTCTCACATCATAATCAATGTTCTAAACATTACATTCTCATTCCTGTCTATAT 

AGCTAAAATGGGATGAAAGATGAACTTTCTGGGGMGTATGTAATTTAAGTGCTATATAA 

GGACTTTCAAAATNGAATATACAGCCAGGTGTGGNGGGCTTGTGCCTCAATCCTAGCTAT 

TCAGGGAGGCTG AAAGG GATCACTTGAGGCCAGGAGCCAGAGATCAGCCTGGGCAACATA 

ACAAGACCCCATCTTTTAAAAAAAAAAATTAAGTACCTGCCCGGGC 

Sequence 2329 

CCCGCGGTGGCGGCCGAGTACCTTCCGTGTTCACTTCGCGCTCCTGGGGATACTAGAAGC 
TCCACTTCAGATCCTTCTTGTGACACCATCTGAGCTTCCTCCAATAGATAAGAAAAAAGG 
CAGAGGATACACTACAGTTATCAGNTCCCGTCTTAAGCAGGCTGAATTAAAAGAAGATCT 
CTTAGCCTGCCCAGTNACGCATAATTGGTAAAGCGATCAGATACCTAAAGGGTTAAAAAA 

AGGGCATTAGAAGCTAGAGCTGCATTGCCNAGCAAGCAGTAAGAAAAAAAAAAAAAAAAA 

GTACCTGCCCG 

Sequence 2330 

AGGCACATCTTCCTCCATGAGTGGGATCAAGAAATATTGAGATGGCTAAGCTGGAAATTA 

CAAAMTGTTGGCATACTATTATAGCATATGGTTATGAAAATCAATGAATAT7TATATTT 

AGTATTATGCTTTAAGTATATATCCCAAGCTGATCAATTAATTACACTTTCACTGGATGA 

GATGTCAATTCTACATTTAGCTGAACTCTCATCTGAACTGTGTGGCTTCTCAATGACAGG 

ACATATTAAAGAACATGATGMTGTTTGTMTGTMTGATATAAATTATTATAATGTGTT 

GCATTAAAAGACATATGGTGTAGCATTCTACCGTTCAGCTTTTGCATTTATTTTCTCAGT 

GTCCATGATTTG CTC CTGGGGATTCCAAG ATC AGTTTTCTTCCTTATC AGTC AGC ATATA 

CATATTGGTATTAACACCTTTTTGCAAAAATCATATATAAATGGTTGNAGAATGTTGTT 

GCATTCTACAGCAACTGNTTAAGTTTTTGGTCAGCGATTAGCTTGGTTTTCATTTAT^ 

AAAAATTCAGGCCAGTCCGGGGNGGCTCCCGCCTGTAATTNCANCCNCTTTGGGGANGGC 

CGACCCCCGGCCGGATCCACAANGGTTANGGAGAATCCNAGACCATTNCTTGGNCCAATA 

CCGGNGNAANCCCCATCTTNTACTTAAAAAATACCAAAAAAATTAGCCCCGGNCNTNGTG 

GGTGGGGTGCCCTNGAATCCCCNCTNCCTCTTGGGANGGCTGANGGCAGGAAAAATNGCC 

GGGAACCTTGGGANGNCGGACCTTTGGAACCAGNCCAGAACNCNCCNGGGCNCCTCAAGT 

NGGGCCACCAAGNNGGTNCCNNTCCAAAAAAAAAAAAAAAAAAA 

Sequence 2331 
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CTTCTGGAATTCATGGTTTTCATCCTTGAAGGAGTGCTCCATGAAGACTG 
Sequence 2321 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAGTTGTCTTTATGCTGCGA 

GATMGTCCTCTCTTGGTTTGAGTTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGA 

TCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGTGAGGT 

GGGGCCAAGATGG.TTGACTAGAANCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAG 

AGTGGTGAGACAGTAGCTCTTCAACCGGAACATCCAGGTGGACACATAAGGATTCATCAG 

TGACATAGTGTGACCTTCGGATCACGGAGAAGAGTGAGACAGATCAGCCATTCACCCAGG 

AGTGGCACAGACCCAGGGGAATCCCCCTACAAGAAAATGGTGAGTGAGTGAGAGTCCCGT 

GGGATGCATATTTCTGCCACGAACCT7TGAATCCCTGGGCTCAGGAGATACCCCAGCTGG 

GGTCTCCAGACCAAAACAGAGAGCCATGTGGAGTCTGGGTAGAGCTGCTTCTTAGGTAGG 

TGTGGAGTCCCANTANCATTTGTTCCCTGGGTACCTNGGCCGTTCTA 

Sequence 2322 

TGCTTCTGCTATGGCGAGGAGCCCTCGGCCTCCAGCCACTGTGCCCACGCCTACCGGTTT 

TCTGGGGATGTTGCCACCACCTCTGAAGAGTGAAACCAAGCTTTCCATGCAGGAAGAGCC 

AGGTGCTGGGGGCTCCCGCCCGAACTGTGAGGCCCACAGTGCTTAGGGAGAGCACCAGGC 

TCTACCTTTCTTTCTTGACAGTGGGCGANCAGCGCAGGCAGAGATGTGCAAGGTACCT 
Sequence 2323 

AGGTA CTTTAT NII 1 1 I 1 1 I NTTTTTTNTNANMTATTNTTTTTNTTTNTTNAGGGGNAT 

NNNTTNTTTTTANAGNGGCNGCNCGGNCATTTNCNATTNTGCNANNATNNNNTNTTTNTA 

AAANTTTGGGANMTTNAANTTTAGTTTCTGATTTCACACNNTTAGGNTtTTAGTTGTCC 

NGAAAAGCNGGNCCTTACACTCACAGTTTGNGAGTGTCTGCATGGCANCGGCTGCAGGGA 

ACpANAGAATGGNTCCNATGTGGGCCTGGGACCCGCAGCAATTGCGCTCATGATTTTGGC 

CTTTCTGCTNCTGCTATTGGTACCTCGGCCGAGGTACAGTGGCCCCCCGTGAAAGACANA 

ATTGNGGTTTTCCTGGGGTCACNCCCTCCCANTGTGCAAATAAGGGCTGCTGTTTCAACG 

ACACCGTTCGTGGGGTCCCCTGGTGCTTCTATCCTAATACCATCNACGTCCCTCCAGAAN 

ANGAAGTGTGAATTTTAGACACTTCTGCAGGG 

Sequence 2324 

GATCTCAACCATTTCCATGGTTTTACTTACTATCTATATATTAATAGTTATATATTAAAC 

TTGTATCTCTTACCCAGATCTCATTTCTGTCTGTTNAATTACCTACTCAGCCTNTTGGTT 

TGACTAC CTAAT GGCAAACAATCTCCCCTTCACCCCAGTCTTNTTTATTCAGTAAATGGA 

GCCAATGTTTTTGGCTCAGGCTAACCCCANAAGTAGGACACATNrrGCATTNTTGCCTTT 

CCCTCACACACAATATCCAATCCAATGGTAGATTCTTTCAGGATCGAGCGGCCGCCCGGG 

CAGGTACCTGGCTGGGGAGGCCAGGCTGACGGTGGTGCCAGTGTCTGAGGAGGAGGTGAG 

GGAGGCCCTGGTGCGTAGTGGCTACAAGGTCCGGGACCTCCGCACCTATATCATGCCTGC 

CCACCTTNAAAACAGGCGTANATGMTGTCMGGGCGTTTTTTTCGCCTGGGCTCAAAAA 

NGTTTGGGCTGTGAGGGCTGTACCTTCGGCCGCTNTAAAAACTAANTGGGATCCCCCCNG 
GCTGCAGNGAATTCCNANT 

Sequence 2325 

AAAGAATTGTTTAATCAGCCGTGAATTGGGGACTTCAAACATTTTAACCATATGCTGCCA 

GATTGTTCATCATAAAATTTCCTTNTNTNTCCCAGAAACCGGCGAGAGTTTGGCAAGCNA 

GTTCCTGTTCTCCGATGTGTGTAGGGTGGANAGTGGGGANAACTGCTCCTCTCCTGCACC 

CAGANAAGGTAGGGCCTCCTAACTGTAANCCCCATGTTAATATCGGACTCCTCCANAGGC 

TTANCTGATGCNGGTGATGTTGGAANAANATTAAATTTACTGCTCAGGNGTAAGGCTNTA 

GCAAAGGGGAAAGGCTGNGAAAGAGGAGGGAGATGAAGGGAAAAGAAGGTTACACCTNAA 

GAAAANATCTGATGTGATTCAGCCGATTTATACTGAGTGCCCCCCATTTGCCAGGGACTG 
NGGNGTACCTN 

Sequence 2326 

AGGTACCATGGCAGTCATGCAAAGCATGGGACAGAAGAAATACCACGGCAGTGAACTGTG 
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ACGGAAACCAACACTTGAAAGGTTATGAAGGCCCCTAAACCTCCTGCTCTTCCATGGTGA 

TGGCTGACAGCTAAAGCCACACTGCCACTACCCTAAGCCCAAGCTTGATCACCTGGAAAT 

GGGGACTGAGAGAGGACGAGAACAGCACAGCCTTTGAGCTCTCATGGGGTGGCGTAAATT 

TATGGTCMTATGCCTCCAGATCAAAGGTCCTGCTGTTAGAGAGTTTTCTTTTTTTGCTT 

TANTGGTACCTGCCCG 

Sequence 2314 

TGGAGCTCCACCGCGGTGGCGGNCGAGGTACGCGGGGACCTCATTCATTTCTACCGGTCT 

CTAGTAGTGCAGCTTCGGCTGGTGTCATCGGTGTCCTTCCTCCGCTGCCGCCCCCGCAAG 

GCTTCGCCGTCATCGAGGCCATTTCCAGCGACTTGTCGCACGCTTTTCTACATACTTCGT 

TCCCCGCCAACCGCAACCATTGACGCCATGTCGGGTTATTCGAGTGACCGAGACCGCGGC 

CGCCCGGGCAGGTACTCAAGTCACTTAATGAGGAAGCTGTGAAGAAAGACAACTCTGTCC 

ATTGGGAGCGCCCTCAGAAACCCAAGGCACCAGTGGGGCATTTTTACGAACCCCAGGCTC 

CCTCTGCTGAGGTGGAGATGACATCCTATGTGCTCCTCGCTTATCTCACGGCCCAGCCAG 

CCCCAACCTCGGAGGACCTGACCTCTGCAACCAACATCGTGAAGTGGATCACGAAGCAGC 

AGAATGCCCAGGGCGGTTTCT 

Sequence 2315 

CGCCCGGGCAGGTACTCATGGCAGAACCAGCCCCTCTGGGGACAGGGTCTAAGTTTAGAA 

GGAMCACCAGGAGAGCGGTTMTTGACATTCCTTCAAATGCTGCTTCACACACCCAAAA 

CAATTTCATCTGGAAAATGGGTGGAAGGAACGAAGGGGTTGGTTCTGAGGCTATCCAGAG 

GGATGAGGGAGGAGCACAGCGCAGGCTCATGGGCCAGAAGAAGAGACGCTTCCACGGGGT 

AGGAGAGGGTTCTCACTTTCCCTCAGTACCT 

Sequence 2316 

AGGACAGCCCACGGAACTGTGAGCCAATTCAATCCCTTTTCTTTTTCAATTACCCACTCT 

CATGTATATCTTTATAGCAGTGTGAGAACAGATTAATACACTCCTCCTCAGAAAGCATTC 

AATTTAGCTGTGTCTAAAGTATGCCAGGTGTCCTAGGGTGTTATCTTAGTCAATAATTCT 

TCCTCTTCAGCAAGATCTATTTGCCTATGACAGCTTGACCTACAGTTCCTACCATACTTG 

TCAGTAACMGTAGCCCATAACATCTGAAGGGACTTCATTGAAATCACAGAGGTTCTTTA 

GTTCTTTACCTCATTAGTAGGCATTAGGGAAGCACATCAACTTT 

Sequence 2317 

CCGGGCAGGTACGCTCTCCAACTGGCCAATACAAATCCCTTGTATCCGTCTTCCGGGCTG 

CAGGGCTCCCTCAGGCAGAGGCTATGACCTGCAGATAGGCCACACCATTCTTGGACTGGT 

CCTGTAGAGCAGGGTTCCCCAATCCCTGTTACTGCTTCATGGCCTGTTCAGAAGTGGGCC 

ACACAGCAGGAGGGACTTCAGTACCT 

Sequence 231 8 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

A7TCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCT 

Sequence 2319 

GMGGCACGGGGGCTGCGGGCCGGCGCGAGTTCAGAGGCTTCTTTTTCCGCGGACGGAGA 

CACTGTACCT 

Sequence 2320 

CCGGGCAGGTACCCAGACACCCTGATAAGGACTTCTGACCTACATAACTATGAGCTAATA 

ACGTGTGTTGTTTTAAGCTGCTAAACTCATGATAATTTCTTTTGCAGCAATAGAAAAA 

AAGTGACAATCCTCTAGAAGAAGGGTGACCTATAGCCCATAGAGCCCTGTTATTCACAAG 

AAACCATGGTCTTTCCACAGTGGTAAGGAGATGAACCATGGGGTCAAAAAGCTACACTTT 

ATGCATCATTTCGGAAGGGCAGAAATCAGGAAGGATAAATGCTAAAAGTATCACAAGCTT 
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CCAGTGTGCAAATAAGGGGCTGCTGTTTCNACGACACCGTCGTGGGGGTCCCCTGGTGCT 

TNTATCCTMTACCATCGACGTCCTTCAAGAAAMGGAGTGTGAAATTTTAGAACCTTTT 

TGCAGGGGATCTGCCTGCATTCCTGACGCCGGTGCCGNCCCCAACCACNGTGATTAATCC 

CCAGANGCTCGGGTTGCCACTTCACCNNACACCTCMNMCACGCTTTTTGAAGTTGTGC 

^TTTGGCTTAAAACACAGATTGACTGGTTCTGACTTTGACTACTCAAAAATTGGCCTAAA 

ATTAAAAAGAGATCGATCCAAANNAMNMNNNTTNNNANNNTTTTTT1CCCCCCCCGGG 

NN NNGGNGGGGNNCCCCNCCCTTTTTTTNCCCN^ 

NNNAAAAAAGGGGCNCCTTTTTTTNGGGGNGGGGGNNAAAAAAAANN I 1 M IN I I M M 
TNNNNNTTCCCCNGGNNTTG7TTTNNGGNGTTTTCCCTNAAAAAAATTTGGTTTNNNNCC 
NTTTNAAANNNNNN AAAANCCC 1 1 nil 11 NCAAAAAATGTN 1 MUN I INGGGGGNTT 
CCCCNAAANTTTNNNCCCCNANNGGGGNNTTTTTTCCCCNMGGGGGGATT7TTTCCCCC 
CCNGGGGGNNAAAAAAAMTTTTTTTNAMGANCCNCGGGGGGCTTTTNAAAANATNNGG 

TCCCCCCGGGCGGGGGGNAATTTTTTTTNANNTTTTTTNNCCCCCCCCCCCCC 
Sequence 2310 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACGAAGATAACCAAATCTGCTACTGGCACATTA 

GACTCAAGTATGGTCAGCGTATTCACCTGAGTTTT7TAGATTTTGACCTTGAAGATGACC 

CAGGTTGCTTGGCTGATTATGTTGAAATATATGACAGTTCGATGATGTCCATGGCTTTGT 

GG GAAGATACTGTGGAGATGCGCTTCAG ATGACATCATC AGTACCTGCCCGGGCGGCC GC 

CCGGGCAGGTACCCGCCTGGGCAGGCCTTCACCAGCACCTCTGTTTTCCAGAAACAGCAG 

TTGCCACTCCAATGGGCACAGGCAGTGTGGTTGGTGATGCCATCCCCAAGGGCAGGGTGG 

GTCCCATTCAGCCACATGGGAGCGCCTGTCTGGCATCGGTGCACCTGGACACAGGTCTCC 

GACATCCTTACTCCTCCTTCCCCTACAAAGCGGTACCT 

Sequence 2311 

CGCCCGGGCAGGTACGCGGGGAGACACACACCAGCCCAGCCAGAAGCAAGTCCCAGCCCC 

CAGCCCTCCCCTGGCCTACCTTTTGGGGCCCTTCTCTGAACCAGGCTCCCCTGTCCTGCA 

ACTCTGTCATTCAC AGGG ATGATCCAGGCTCTGGCTGGATTCTTTACCTACTTTGTAATC 

CTGGCTGANAATGGTTTTAGGCCTGTTGATCTGCTGGGCATCCGCCTCCACTGGGAAGAT 

AAATACTTGAATGACCTGGAGGACAGCTACGGACAGCAGTGGACCTATGAGCAACGAAAA 

GTTGTGGAGTTCACATGCCAAACGGCCTTTTTTGTCACCATCGTGGTTGTGCAGTGGGCG 

GATCTCATCATCTNCAAGACTCGCCGCMCTCACTTTTCCAGCAGGGCATGAGGTGAACA 

TNTCACAAAACAAGCCCCAGCACTNTCCCAAGCCCCACACACCAGGACATGCCATTTCCC 

CCTGCCTTTTCTTCTCCCTCCCCGCCACACCCATGAATGTTTCTTCCCAGAAACAAAGTC 
TTAATATT 

Sequence 2312 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTTGAACTCCCAATTCCCACCCACAG 

AGCTTGGTGCTAGCTCTGCACACGGTAGATATAAGCAAGAACTTAGGCCGAAGTGAATTG 

AATGACCCATTCTTACCAGATAATTCTGTTCTTGCAGGGGTATTTCGGATCTGGGTTCTG 

CCTCAAGGCTGACGGAATCAATACATTCAGCAAGTGTATCCTCAGTCACGTCTCCATTGA 

GAGGGGGCTCCAGGGCGTTGGCATCCTGAGGCTGCACAGGGGGCCCAATGGCGGCAGCCC 

CTGCACCCTGCACAGCTGCATTTTCATGCCCCTCCCCTCTGGGGTCAGCTGGTGTTGGCT 

TATG TG AAACTGC AGC TGAATC ACAATGC ACTTCTGC ATNCTC AGGTAAAAG AATCACTA 

TTAGGCATCTTC AATAA CTTTTTGCTTTTGTCTCCAGTGGCTTAAGGTGGTCACCAGCCT 

TCATTAAGAACA I i i i I AGTATTCGCTTAAGGCNGGCCGGTTTTANAACTAATN GG AATC 

CCCCGGGGCTTGCANGGAATTCCAATATTNAAGCCTTATTGAATACCGNCCGAACCCTCN 
ANGGGGGGGGC 

Sequence 2313 

CGAGGTACCCGCGTGGCTAGGGGAGCCCTAGGAAGCGAGTATAGCTCTCGTGGCCGAATG 

GAATGAAGCGAAGCCTTCATGTCAGCATTGGGCTTGCAGGTGCTGAGCCCCCGATGGTGG 

CCCCTCTTCCCGGCTTTCTCTCAGGGGCATGGGTGGGGTGGAGATATTCAACTACTTCGA 
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NTTATGAATACCGGTGNGCTGGANNNGNNNCCCGACACAGNTCNNATGCTTGTTCCTTGG 
NNGAAAAATANATNTCNATCCTGAAATTATGGTTNATTCANATTNAGNCCTCACATTGTG 
CAATNGGCTTTTAANAGCCANAAACAGGGTTCTGGGGAATTT 
Sequence 2303 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCCAMCMGTTTTCCTAT7TTATTTTT 

ATGCTTACAGATACTCAAATATTAACAATTrAATTAATCACCAGCTATTAAAATCATGAA 

MCATCATGAACACACACTACCGGTGTGGATCTCCACAGTGCTGAGTTTTTAGATGACAT 

TCCCTACACCCCTTCCTCTATGAAGAGnTCACAAAAGACGTCTTTAGAAGGTAAATCTA 

GCCTATGAAATATTTTMGCAAAAGACAGAAAGAAGTCTCAAATGTATGTGGTGTATGTG 

GGGTGTGTGTGTGTGTGAGAGAGAGAGAGAAAGAGAGAGGGAAAGAAAGACACAGAGACA 

GAGACAGACAGACACTACAGTCATGTCATTTTTACCCGAGCATAACCCAGGCATCCTGGT 
GGGTACCTGCCCG 

Sequence 2304 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTGCACATCTCTGCCTGCGCTGCTCACCC 

ACTGTCAAGAAAGAAAGGTAGAGCCTGGTGCTCTCCCTAAGCACTGTGGGCCTCACAGTT 

CGGGCGGGAGCCCCCAGCACCTGGCTCTTCCTGATGGAAAGCTTGGTTTCACTCTTCAGA 

GGTGGTGGCAACATCCCCAGAAAACCGGTAGGCGTGGGCACAGTGGCTGGAGGCCGAGGG 
CTCCTCGCCATAGCAGAAGCA 

Sequence 2305 

AGGTACCTATTNTTATMGTCCCTCCGGTCTGCTTCTGATTTTTGCTTATTCACTGCACC 

CATAGACACMTTTATACCATGAAGGTGCCTMTGCTTTTCTGATTCTACTTCTGCNCAG 

AGCAAGGACATGAGTGCAGTGATGGTNTAAGGGCCAACAAGTTGAGAGGCTGTAAGCCCA 

GCTCTCCTCCATCCTGCTACTGACATCAGAGCCTNTACTAGATCTGAGAGTGCCATGCAC 

CANGACCTACTGTAATCGTGAAACCAATGATCCATATGACCCTAAAGTTATTGTATACTG 

GTGTTCAATGATCAGTGCGATTGGGTCCTTTTAMTTTmCCmCMTTmATTCAT 

TCAGCAAATACTAAGCTCCCACTATGCACATAAGAGATGTTCAATCANTGTTANATGAAG 
G 

Sequence 2306 

CGAGGTACAATGTTTGCTGCTAGGGACACTGAGCCAAGGAAGATGTAGCCTCTACCCTTG 

AAGAACTAACATAAATGTAAACAGGTAAGTTGTCATGCCTTGTAGGACATGCTGTAACTC 

AGTCTGGGGTACCTGCCCG 

Sequence 2307 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTGCACATCTCTGCCTGCGCTGCTCACCC 

ACTGTCAAGAAAGAAAGGTAGAGCCTGGTGCTCTCCCTAAGCACTGTGGGCCTCACAGTT 

CGGGCGGGAGCCCCCAGCACCTGGCTCTTCTGCTGGAAAGCTTGGTTTCACTCTTCAGAG 

GTGGTGGCAACATCCCCAGAAAACCGGTAGGCGTGGGCACAGTGGCTGGAGGCCGAGGGC 
TCCTCGCCATAGCAGAAGCA 

Sequence 2308 

CGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAG 

ACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAAT 

GAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTC 

ATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGC 

CTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGG 

ATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACT 

GMGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTT 

GAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCAC 

AAGAATTCAACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAA 
Sequence 2309 

ATTGGAGCTCCACCCGCGGTGGCGGCCGCCGGGCAGGTACGCGGGTGGCGTCACGCCCTC 
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TCTGTGGCCTCCTATGAGCTGACACAGCCATCCTCAGTGTCAGTGTCTCCGGGAGAGACA 
GCCAGGATCACCTACTCAGGAAATGTACCTCGGCCGCCCGGGCAGGTACTTCACTGCGGA 
CTTGACTTCTTGAGCAAGAAGGCTGGCACTGTTCATTAAGAGAATCACAGAGATGAATCT 
CACAATGCAGGAAAACTAGGTCATAATGTCCAGCAAACATGAACATCTGAACTGAGAACC 

GGCTTTCCGAGGACTGCCCATTCTCCTCCACGTGGATGGTGGAATCACG7TGATTTGAGC 

AGCTGTTTCTGATGATGAAATACTTCACA 

Sequence 2298 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTAC 

ACAGGGCTGATGTCATTCATTGGAAACCGCAAACAAAACTTGGCTATTCCCTT 
Sequence 2299 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATATCAGTGGAGAGCTGCAGCAAGGTGGCCC 

CTAGAGCCACGCACCAGCCCGCACATTGCCTCTCCATACGGCAGCCCTTTATTTGGAAAC 

TTCCTAAATCACTTTGCTGTGTGTGTTTACACGGGTGGGTTTTGCTTTACTTGCCCTGAG 

AGCACACGGGAGTGCAGCACACACCCCAACCCACATCAACTGCCATTAAAGAAAAGAAAT 

TTCAGCCCAGAATTTCATGTCCAGCAAAATTAAGCATCATAAGTGAAGGAGAAATAAGAT 

CCTTTTCAGACAAGCAAGTGCTGAGGGAATTTGGTATCACCAGATCTACCTTACGAGAGC 

TCCTGAAGGAAGCACTAAATATGGAAAGAAAAGATCATCACCTGCTACTACAAAAACACA 

CTGAAGTACCTCGGCCGAGGTACTTTNATTTCTTTN I I I 1 1 1 1 1 1 1 1 I I NNNGGNNTTNG 

mm lAAAAMTCGATCTCTrTTMTTTTTAGGCCAATTTTGAGTAGTCAAAAGTCAGAC 

AGGTCAATTTTNTGTTTGTNGAGCCGANNACACANNCTTGCAAAAAACCNTGTTNTGANG 

GTGTCCCGGGGGGAGGGNGGGNAGCCCGANCTTCTTGGGGANTAATCANCCNTGCNTNGG 

GGANNGGCCNCCCTNGT TNAGGG ATTCANGGCCANANTNCCCCTNGCAAAAAANTNTTTT 

NAAAANTTCANACCTNCCTTTTTTGGGGNGGGGCCCNCNTATGNGTTTTTGGAGNAAAAA 

AACCCCGGGGGGCCCCCCCAAACCNGGNTTTTTTTAAAAAACNNCCCCNTTTTTTTTCCN 

CCCTGNGGGGGGGGGNG 

Sequence 2300 

CCGGGCAGGTACCCCAGACTGAGTTACAGCATGTCCTACAAGGCATGACAACTTACCTGT 

TTACATTTATGTTAGTTCTTCAAGGGTAGAGGCTACATCTTCCTTGGCTCAGTGTCCCTA 
GCAGTAAACATTGTACCT 

Sequence 2301 

CACCGCGGTGGCGGCCGCCCGGGCAGGTACAAAGGAATATGACGTGCTTTTCTCCAGAAT 

CTGAGGGTCAAAAAGTCCCAGTGACTCAGGATACATTACAGAGGAGTGTAGCATAAAGAT 

GATTGGTTATCCATCTAAAAGAGACGGGAAAAAGTGTCCCTTAGTCCCTCTCTGTCTTCC 

AGGGAAAACCCAGTGTGTGTGATGGAGAGAAGAAAAGTGTCCTCTTTTTCCTTCCATTCT 

TATATCGCTGAGTCTGGCGACTCTGTGTACCTCGA 

Sequence 2302 

TTGGAGCTCCCCGCGGTGGCGGCCGNTAAACATGTGNCACTGGGCAGGCGGTGCCTNTAA 
TACTGGTGATGCTAGAGGTGATGTNTNTGGNAMCANGCGGGGNAAGATTTGCCGANTTC 
CTITTAC. mu I AACCTTTACTTATGANCATGCCTGTNNTGGGTNGACACGTGAGGGTA 
ATAATGACCCGCGTACCTGCCNGNNCGGNCNCNCGNGCNGGTACNNCTGGANTCACTACT 
NGGGGNGGCCGCNNCTCTGCNACANANGANNGCTTTTTNNNGGNTGAATTGAAAATGGAN 
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Sequence 2292 

CCGG 6CAG GTACACGATCCTGTATTGCCCACCCTTCTCTATTGCTTTGTCCCCGCGCGCC 

CTCTGTTTTGCCTAMTGGGTTCCAGGCCATAGCCACCGACTCTCGCTTTGCCTTCTGGC 

CTCTCGGCAGTGCGCTTCANCACCATTGCGCCAGGTGACGCTGCTGANAACAGCTGANTG 

GCCGGCACTAGTGCAGCTGGAAGCCAAGGCCCANAATTCTCAGGAATNTGCACTNTACCC 

AGGCGAAAAGCCCA 

Sequence 2293 

AGGTACTCTATACCCAGGCAAAGGCAAGCAAGCAGCCTTGAACAAGTCATTCAACTCATT 

GAAGCTGATGTATCCATTGCCATCAGTATCAACTTTGGCAAAAGCTTCTCTGAGCTCCAT 

CATTTCCCCATCGGACACTGATCCTCTGGTCATTTTTTATTGCTTTAGGTAACAGATCTC 

AGCAGCACGAAAAGCTCTGTCTAGATGCATTCTCCTCACTGGCCCCAGGCAGATGCCCCC 

GCGTACATGTTATTCACTTGGGTCTCCCATGC7TCAAAAACACCTAACGCTGTTAACATT 

GAGMGAGGATTGAGAGGAGCAGMTACAMGGTATTTATTAAAGGTAATTATAATAGCC 

GTAGAAATAACAGGCCAGAGAACTGAAAAGTGATTGAATAATGAGAATAAAAACAAAGGG 

AAGAGGGTTGAGTGTGGCAGTACCTGCCCGGGCGGNCGCTCTAGNAACTAGTGGATCCCC 

CGGG 

Sequence 2294 

AGGTACATAGCCCCAGAAGGGCGGACTGGCCGGAGTCCAGGGATGGCAGCCAACGCCCCA 

TAACAG AGATC AG CATTGGACTAC AAG AAGAGGC AAG G AGAAATCAAGGATCAAAATTTA 

AGTAAAAGAAAAGCCAAGTCATTAAAAATAGCCCCCTCATTGAAGAGTGGGAACGTAGGT 

GTGATGTTCTGGCATMGGAGTGAAAAAGAAAAAGCTCTATTACTTGAAGCTTTTCACCA 

GGGGCAGAGAGAATGGCCGGAAGTGAGAAACNGTGTGTGTGGATGCTTACACCCGATGCC 

GTCTCCTAATATTGGAACATGGCTCCAGAAAGGGAGAACCAATTATTCCTAATTCCACGG 

GCGGCATTCTTNTTGACTCCCAAAACTNCCAAAGTGGAAGGGCAGGGAGCTTNCCCCTTT 

ACCCTTGAGGAAAAGCTCAGAGTTGTTNTGGGTAAAAACTTTNCCGGGGGGTGCCGACAT 

AAGGGATTGCTTTTTTCAGAAGCTCCCTTGGACAATTGGGTACCTGCCCCGGGCCGGGCC 

CGTTTCGAMCATTTTTGAGNCAAAAAGGGCCNAGNCAAAAANGGCCCATNGTAAACCGT 

NAAAAAANGGCCCCGCCGTTTGCTTGGCCG 

Sequence 2295 

CCGGGCAGGTACGCGGGGGTGTCCAAAGCACTGMTACATAAAACCCGTGTGAATCTCAA 

CTTTCATTTACTTTTTACTTTCCCCTGCTGGTGCCCAAGACCACCGTGGAAGGAATGGCT 

AAAGGATMGGTGGAGGAGACAAGTGAGTTATAATGGGGCTTGTTACCCCCAGAAGAATT 

TTCCCAAGTGAATGGAATCATTCTTCAAAAGAAAATGTGCGATTTCTGGGATAAGANCTG 

GMCTTCCAAGCCAAGCCTGATGACCTGCTCATTGCTTCTTACCCCAAAGCAGGNAACCA 

CTTGGACACAGGAAATTGTAGATCTGATACAAAATGATGGCGATATTGANAAAAGCAGGC 

GCGCTTNCATTCAACTTTCAACACCCTTTCCTGGGAGTGGATAAGAATGAACACACTGTG 

GGATTGACCAGGCTMCCACAATGCCTTTTCCCCAANGGACCCAGAAAAACCTCATCTTT 

CCTTGTACCCTNGGCCCGCTCTANAACTTAGTGGNATNCCCCCGGGCTTGCAAGGAATTC 

NAATATTCAAAGCTTTATTCGATACCGTCTACCCTCGNNGGGGGGGGCC 

Sequence 2296 

AGGTACACGGACCGCACGGAGAAGCTGAGGCCTGAGATGGAGGGGCCCGGCAGCTTCACC 
. ATCTTCGCCCCTAGCAACGAGGCCTGGGCCTCCTTGCCAGCTGTGAGATGACCTCCGTCT 
GCCCGGGGGACTCTTATGGGGAACTGCCTTACTTCCCCGAGGGGTGGGCATGATGAATGG 
GAGTCTGCAGTCATTTCTTACTGTTTCAGGMGCTTTCTCCTTMCCCCTTAGAAAAGGC 
TGTGGAACTTGAGCTAAAATATGTCTTACCAGGTTGCGTCTAATGCCCCCCGTTCCCTAC 
TGGGCAGAAAGACTTGGGTGCTTCCTGAGGAGGG 
Sequence 2297 

CCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTGTAGGCTCAGGAGGCAGAGCTCT 
GAATGTCTCACCATGGCCTGGATCCCTCTCCTGCTCCCCCTCCTCATTCTCTGCACAGTC 
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CNTTTTTTTT TTn NCTCT TCCCCCCTTTTCCCCCCCCCCCCCCCNN rTTTTTTTTTTTC 

ccccccccci rrnrrm inccccccccccntttttcttcctj 

Sequence 2287 

AAAAAAATGAATCATTAATTTCTAAACTAAG TACTC TG TCTATGCCTGCCTTTTACATCT 

ACG AATA7TAGCTCCCAG AAGC FAC ATAC ACTTACAAAAATG G TGAAATCTTACTAAATA 

TAATTTAG AATTATCATGG CCATTTAACAACAC TACACTTTAAGATGTACATTTAAAAAT 

GGAGGCTCCTGGCTGGGCATGGTAGTTCACACCTCTAATTTCAATGCTTTTGGAGGCCAA 

AGCAAGAGGATCACTTGAGGCCAGGACTGGGGCAACATAGCAAGACCCCTTCTCTACAAA 

AAAATTATCTCTACTTGGGGAGGCTGAGGCANAAAGGATCACTTGGNGCCCAGGAGNTCA 

ANGATTACNAGNGGNGGCTANTGAATCATTGCCANCTTGNANCTCCAANCCTNGGGGTAA 

ACAAGAANTTAAAGACCCTTTTNTTTTTNAAAAAAAAAAAACCT^ 

Sequence 2288 

CCGGGCAGGTACTTCCAAAT1TTCATCTTCCCTGGGATGCTTTTCCCCTTTCCTTAAACA 

GATGTATATGCCCATCCCTGTGACCAGTGTGATGGAACCCAAGCTTATTACAGACAGAGC 

TACTAAGGNGGGCATACAAGACACAGATTCTACCTTCCTATGAGTCGGTTCTATTGAGAT 

TTGTGGTTCTTTCTCCTCTATATTAATCTCTGGNTCTTTTCTTAAAAGACTCTCAATGNA 

ACTCTCATTACTGACAGTGTCATTGACAAATAGGTTCACCATGACTGTGGAGTGGAGAGG 

CTCGGGATAACCATGATCACTCACTTTCACCAGTAAGCGATGGAGCCCATAATCTGNCTG 

CAG CAATGC CTCTTCC AAAGTAATGTTTGCCAG TTITA 

Sequence 2289 

CCGCGGTGGCGGCCGAGGTACGCGGGGGAATAACAGCGGTGGGAGTGAAATCAAGGAGAA 

GGTGGAACAAGTGAGGCTTAAAAAGAGCCCAAGGAGGATGGGAAGAAGAAATGCCAGATG 

GAGGAAATAGAATATCACAGCACAGTCAAAAGAGGAGAGGTGGCAAGAATGGCAGGGCAT 

GTGTCTGCCAGGGAAGGGTTGGTTGAGGCCTGCACTCAAGACCTTGGCAAAGCAACCAGA 

GCCAGAAAGAACCATGA GAGMG CTTTCAATGACTTTCAGACACTTTC 

ACCCTTCTCCTCTCCTGCTTTTTTCCCCATCTCCAAGTATATTTTGGGATGGTGGATGCC 

ATTCGCCACACAAAAACACTTGGGATTCATTCCTGATACC 

Sequence 2290 

CGCGGTGGCGGCCGAGGTACAAAACAAATTCAAAGGGTTAAGAATTTCAAGTTGGTAGCT 

TCAGAGCATTAAGCCCCAAATGTGGGGTCCCTTCTGAGCCCAGGATTATGTGTGACTGCA 

CTGGTCACATTGCCATGAAGCCAGCCCTGGTGGTTGGTAGAGGGGTGGGCACTGGACCTA 

AGCGGGGCCAATCAGAGCCATTCCTGGAAATGGATATATAAATATTAGGAATGCAAAGTT 

ATTTATmGTrAGAGTTTGMCMCGTGATCTGTAAAAMCCAGTCACATTT 

GATGCATCMTAAATATNGAGCTNAAATGTAATMTTAGMCTTTTNGGTTTCNCAAGCC 

AGATTTCCATGCTTCTAAATTNCNCTGGGATAGGTNGAATATAAATAAAGAATGGATTNT 

TCTCCCANTGAAATAMGTTTACCTTTTTANCATTTGNGCNAAAGGGGACCAGGATGTTA 

AAATAAAGGCNTACCTTAAATCAAGTTTTGAACCCTTAAAAAATAAAAGGG 

Sequence 2291 

CCGGGCAGGTACCACAAGCTGTGTGTCTTTAAGCAACAGAAATTTCTTCCCTCACAGTTG 

CGGAGGTCAGAGGTCAGAAAACAAGGTGTCTGCAGGACCAACCTCTCCTCTGGATGCTCT 

AGGTGAGAATCTTTTCCATGCCTTTCTCTTAGCTTCTGATGTTGCCGTCAGAACTTCAGA 

TGGTGTTCCTTGGCTTCATTTTCTTGTAGGGGGATTCCCCTGGGTCTGTGCCACTCCTGG 

GTGAATGGTTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCACACTATGTCACTGAT 

GAATCCTTATGTGTCCACCTGGATGTTCCGGTTGAAGAGCTNNTGTCTCACCACTCTTTC 

TGCTATTTGTGAGAAGTGGCACACACTANCCGCTTTTTAGNTCAACCATCTTGGCCCCAC 

CTNACTCACTTTTNTCAAGTTATTCAAAAAGACCAGAAAAGGGATGTNCTTTACAAGAGC 

AGATCCCCCCAAAATGTAANGAGTTCACCTGAAAAGGTNGGGAGCTTAAAACCCAAAGAG 

AAGGACCTTATTNTTCNCNGNCANTAAAAGACMCTTTGTTCCCTCGGCCCGCTTCTAGA 

ACTANGTGGATCCCCCCGGGCCTGGCANG 
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Sequence 2283 

AGGTACGCGGGGGAGGTGGATTTGAGAGATACCTCCCTCCTTCTGCTCAGCTGCCTTGCA 

GTAATTAAACTCTTTCTCTGCTGCMCACCCCTACTGTTCTCCGTGTATTGGTTTTTCTG 

GGCAGCAGGAAGGAAAAGCTGATGCGATGCTCTCAGTGCCGCGTCGCCAAATACTGTAGT 

GCTAAGTGTCAGAAAAAAGCTTGGCCAGACCACAAGCGGGAATGCAAATGCCTTAAAAGC 

TGCAAACCCAGATATCCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTC7TCAAACTT 

ATGGATGGAGCACCTTCAGAATCAGAGMGCTTTACTCATTTTATGATCTGGAGTCAAAT 

ATTMCAMCTGACTGMGATAAGAMGAGGGCCTCAGGCMCTCGTMTGACATTTTCA 

ACATTTCATGAGAGAAAGAAATACNGGGATGCCTCTCAACTGCCACCTGCCTTTTGACTT 
TTTG 

Sequence 2284 

AGGGAGTCGACCCACGCGTCCGCCGTGTTGGCCGTGCTGTAGTAAAGGAACTAGATCCAG 

GAGGGTCACCAAAGTCACGTAGAGGCCTTGGTAGTCCAAAGAAGGGTAGTCTGACAACTG 

AGCATCACGACTTTGCGGGCCGCGTTCTGAGGGAGCATCTCGCAGGACGCTGTAAAGGAG 

GGAGCGAGTAACAGTAGGGTTGATGGAACTGACCTGCGGTCTTAGAGATGGGGTGAGTGG 

GAATGGCACAGGAAAAAGACACATGGTCATGGGCACTGTCAAATTGGAGGCATCTTGGTT 

TTC CTTCTTC CG TGTGCGGG AC AAAATGCTG7TGGGGGGAC AAAGAAAAAAAAGAGAC AA 

CAAAGACACAAAGAACAGCACATTACATTGAAATGACACTCTAAAACAAATAATAAAACA 

CCAGATACATTCCACATAAGATGCAATTGCCACGCCA 

Sequence 2285 

TAGGGAGTCGACCCACGCGTCCGCCACCTCACATGTTGATTTCCAGGTCACTACAGGAGC 

GGAAGAGAGCAGGCTTCTCTTCCCCGTGGAAGAATTCCCCGTGGCCCCACCCACTTCCCC 

CAGTGCGTACGTCAGGCTCCAGTTCACTGTGGGATGCCCAGACAAGCCCTGGGCAGGTTC 

CCTCATC GACC CAAAAGCATCTAATGTAAACATTCTTGGGACGCTTGGAGATTCTCCAGG 

GACCCCATTTTATCTGCCTAAGCATTTGGCTGTCTCATGTTAAGGTATCATCCAGCCCTC 

GTGGCTTGTGATGGCCATTTCTGGTTGCGTGAGCATTAGTCATCCTGTCTCTGCATTGTG 

GCATGCCATGGTCTCTTGCMGGGCTTTGTTACAAGGTATCTGCATTTAAGATAGCCCAG 

TCATCGAGCGTTGCGAACAGCCCCACCCAATCGGGCCTGGCCAGGAGATTTCATCACTGT 

GATCTTMGTTCTTTACCAGAGCCCTTATTAGAACAAGTTAGATGCAACCGGGGCACGGT 

GGCTCATGCCTGTAATCCCAAGCACTTTGGGANGGTGAGGCAAGCGGATCACGAGGTCAG 

GAGTTCAAAGACCAGCCTGGCCAACATAATGAAACCCCCGTCACTGCTAAAAACACACAA 

AAAAAATTAGCTTGGATATTGGTGGGGGGGCGAACTGGCAGTCCCAGGCTTCNTTAAGGA 

NNCCTTGAAGGCANGANAAATCCNCTTGGAACCCTGGGAAGGCGGGAGGTTTGCCATTGA 

N NCTT AAAAACACCCCCTTTTNCNCTCCAACCCTTTGGGAACAAGGGCNAANNMTTTNC 

GTTTTAAAAAAAAAAAAA 

Sequence 2286 

TGGTCGCGGCCGAGGTACTTGCGCTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATG 

GCGGTATATANGCTGAGCAAGAGGTGGTGAGGTTGATCGGGGTTTATCGATTACAGAACA 

GGCTCCTCTAGAGGGATATGAAGCACCCGCCAGGTCCTTTGAGTTTTAAGCTGTGGCTCG 

TANTGTTCTGGCGAGCAGTTTTTGTTGATTTAMCTGTTGAGGTTTMGGCTAAGCATAG 

TGGGGGTATNTAAATCCCAGNTTTGGGGTCTTANCTATNTGTGTGTTCAGAATATGTTAA 

AAAGCCCACTTTTTCGAAMNTCTNATTTTTGNG 

AACTCCMGGTNGAMTTTNTAACCCNTTTANTTGGGGGGGANGGGGGGGTTGGANTCTT 
AAAAAACAACCTC I I I I I AACCCCCCGGNCTTlTrANTTTNAACTTTGGGGGNTTNAAAT 
TCNGGNGTTGACCCCGCCGGGTTGGGTTTNGGCAACNNAAAAATTTGACCCCAACCCCCC 
TGGGGGGNTTAANTATTAGCCNTAAMTTTAAAMCCNTTCTTTTNTATTGGATNAAM 
G GGTNAA NTNAANTTGNTGGTTTTTCCCCCTGNGGGGGTTNNNGGNTTNNGGNTTNAANC 
CI t I i I I IGAGCTTNC NATTNGNTTAGCCAGNCTTTGMNGCCTTNNCCCCCTCTTCTTT 
u u I u l l M i m l l ICCCCCTCCCCCNTTTTTTNCCCCCCCCCNTTTTTTCCCCCCCC 
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ATTGATGGMGTGTGTAGAMTTCTrCTGTTTGTTCTGTTGTAATTTTAGTTGCAGTGCA 

GCCTGGAGAGCAGCTTCTTAGTCCAGAAAGAAGGACAAATACCCCAAAAGCCATCAGCGA 

GGAGGAGGAGGAAGTAGATCCAMCACACAGAGTMGTCTCAGGACCCATTTTTTTCTTA 

CATGTTGTTCCTCCAGGACTTAAAAATCATTCACAGAGACGTGCACCGCGGTGAGTGTGG 

ACTCCTGGAAGCGCACCGTAGCTCCGCTGTGTCCTGCTGCTCCTCCCTAGCTGTCAGGGA 

GGCTGTAAGTCCATTGCTTTGCCAGCTC7TTTGTTTCCGAGTGAACACCTTATCCGTACC 
TGCCCG 

Sequence 2279 

TCCTACAACCAAGAACCTACCCATAGAACTGAAGCAGGAAGCTGTGTCCATGCTCCTGAC 

ATGAGAAAGTCTTGCCAATGGGGAAAGACAGGGGAAAACAGAGACTAGCTCAAGTCACAG 

GGTGAGTGTGAACAACTTACCCAGGGAGGACATAAGTGCCAGGTTCTCCAGAGTCACATC 
ACGGTACCTGCCCG 

Sequence 2280 

CCGGGCAGGTACAACTGTCCTTGCTACCCTCAGACTAATAAAAAATCCCAAACCCTAAGT 

GCCTTATTCACACCTCAAACTGCAGTTTACCCAAGGAGAGGAAGCCAGCCCATCCTCCAT 

GGGTCCCACAAACTACCCACTGCTCCTCAGCAGACA(3CAAACCCCTAACTTGGCCAAAAG 

TAAAGATCTTCCATCCTGGGCTGGCTGCACTGAGTAATTGCTGACCTACATCTCTCTGAG 

ATGCAGCCCCCAGAAGACAAGCAAAGAGATAATGCAGCAAGCCAGCTCATGTGGTGGCCA 

GAGGGTTTGGTGCAAGAGCATCTGTAGTAAAGTGTGGCCAGTGATGGCCATTTCTCTAGG 

CTCMCTGTCTCCCATAAGAGACTTTAGCCCTACGGGAACTGTTGGGCCTAATTTCTGCA 

GGATGGTCTTGCAAATCAGAAGAAGCTGGTCCAACTGAGCACTCCTTGGTCTGCTGGCCT 

CTCCCAGGGACCCAGTCTGGCCACAGCTGCTTACAGGGCACTCTTAGATGCCCACACTAT 

AGCTGCCGTGCTAGTGGACTGTACCTCG 

Sequence 2281 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATC TGGAAG AN GAAAGAAACTG ATGGTGTTMCTGMCCC ATTTTG ATTG AG ACCTAC 

ACAGGGCTGA TGTCATT CATTGGAAACCGCMCAMCTTGGCTATTTCCTTTGCCCGTGG 

GGAGTATTTGG i II I I I GAAGMGTCTTTTTTTGGGTACCCTCGGCCGCTTCTAANAACT 

AAGNGGGATCCCCCCGGGCTTGCAGGAAATTCGATNATTAAAGCTTTATCCGATACCCGN 

CACCTCGAAGGGGGGGG 

Sequence 2282 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAMTACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCTACAAGAATTCGACT 

GGATCTGGMGAGGAAAGAAACTGATGGTGTTMCTGAACCCATTTTGATTGAGACCTAC 

CACAGGGCTGATGTC ATTCAT TGGAAACCCGCAAACAMCTTGGCTATTCCCTTTGCCCC 

GGTGGGAAGTATTGGTTTTTTGGAGAAGTCTTT7TTTGGTACCCTGCCCC 
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GCACAGCCACTTTCTGTTCGTCATTGGCCACGATTTCAGCAGCAATCACAGCCGCCTGGT 

TATTTCGCTGTGGAGTGGGAGTGGAGATTGCTAGTACCTGCCCG 
Sequence 2274 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGAAGAGGAAAGAAACTGATGGTGTTMCTGAACCCATTTTTGATTGAGACCTA 

CACAG GGGCTGATGTCA7TTCATTTGGAAACCCGCAAACAAMCCTG GCTATTTCCCTTT 

GCCCCGTGGGGAAGTATTTNGGTTTTTTGAAGAAGTC 1 111)1 1 r GGTACCTCGGCCCNC 

TTCTAAGAAACTAANTGGGAATCCCCCCCGGGCCTGCAAGGAAATTCGGATATTCAAGGC 

TTTATTCGAANACCNGTCCGACCCTCNGAAGGGGGGGGGCCC 

Sequence 2275 

CCGGGCAGGTACTTGGAAAAATGGACAAGGATTGTGAAATGAAACGCACCACACTGGACA 

GCCCTTTGGGGAAGCTGGAGCTGTCTGGTTGTGAGCAGGGTCTGCACGAAATAAAGCTCC 

TGGGCAAGGGGACGTCTGCAGCTGAGTAAGTATGAGCCCACGTGATCCTGTATACCGCAC 

ATGCTGMGCMCCGAGGAGTATATGTGATAACGGCATGTTTTCCATTGATGGCAGGGTA 

ACGCATAGCCTTACCCCCACAACCGCAACCACGAGTCCGTCTCTCAAAACAGCGTGCTGC 

GACGGCTCCTGCATTTGCAGCTTCCCTGTGTGTTGCCCAGGAGCTCTCCACCTCCGATGA 

ACCCAGGGCCGTTCCCTTCATACCCTTTCATTAGTAGCTCTAAGATGTTTGATTAAGGTG 
TACCT 

Sequence 2276 

AGGTACMGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTT 

TCAGTGMCTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTT 

GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 

GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAG 

TGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCTCAAGAA 

AATGAAGCCAAGGAACACCATCTGAAGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGG 

CATGGAAAAGATTCTCACCTAGAGCATCCAGAGGGAGAGGTTGGTCCTGCAGACACCTTG 

TTITCTGACCTCTGACCTCCGCMCTGTGAGGGGMGAAATTTCTGTTGCTTAAAGACAC 

ACAGCTTGTGGGTACCTGCCCGG 

Sequence 2277 

AGGTACCTCAGTCTAGTATTGTCTGTTTGTCTAAAATTGGTTCTAAGGAATCTAGGCTAG 

TCTGTCTATCCCmCAACTTTTGTGAGGCTGCACAMTGTAAMTGTTGAATAAAAAGC 

ATTGATGGAAGTGTGTAGAMTTCTTCTGTTTGTTCTGTTGTMTTTTAGTTGCAGTGCA 

GCCTGGAGAGCAGCTTCTTAGTCCAGAAAGAAGGACAAATACCCCAAAAGCCATCAGCGA 

GGAGGAGGAGGAAGTAGATCCAMCACACAGAGTMGTCTCAGGACCCATTTTTTTCTTA 

CATGTTGTTCCTCCAGGACTTAAAAATCATTCACAGAGACGTGCACCGCGGTGAGTGTGG 

ACTCCTGGAAGCGCACCGTAGCTCCGCTGTGTCCTGCTGCTCCTCCCTAGCTGTCAGGGA 

G G CTGTAGTC C ATTG CTTTG CCAGCTCTTTTGTTTCCG AGTG AAC ACCTTATCC GTACCT 

GCCCGGGCGGC 

Sequence 2278 

AGGTACCTCAGTCTAGTATTGTCTGTTTGTCTAAAATTGGTTCTAAGGAATCTAGGCTAG 
TCTGTCTATCCCmCAACTTTTGTGAGGCTGCACAAATGTAAAATGTTGMTAAAAAGC 



Page 396 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



Sequence 2268 

ACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTNGGNTTGAGCTCCCACCTTTTCAG 

TGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTTGATT 

ACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGTGTGC 

c 

Sequence 2269 

CCGGGCAGGTACGCGGGAAGGAAAATCACACGGGCTGAGAGTCGCTGGCAGCACAGC7TG 

AMTGCTTCTCAGATATTAAAGCCTGCTTGCTTTTCCAGGTGGGATACACTCGCTTTCCT 

TTTGACAGTAATGCATGTTTCCCCATTAGACAMCCTGTTTTACTACATTCATCAAGAAA 

CCCAATGATGCTGCCTCTTCTGCTTTGCAAATTATCTTTTCACACGCGTGACTCCCCTTC 

TTAGGCAGATGGTTTACCAAGTGCTACTTATTTGGTTTGCGTTrTGACTATTTTTTGAGG 

ATGACGTCATTAATCTATTGCTGGAATCTGGGAGAGCTGCTGTTTTAAAGACTTACTGGG 

AGCTGCCAC GTCTCGAGCAGAT ^ 

A 1 1 1 i 1 1 1 i INGCGNGGANCCCGTTTTTGGTTTTCCCCGGGGGAAAAAANTTCCCCCCCC 
CCCCCCNGGGGGGGGGNNCCCCCCNGAGNAANNAANAACCCCCCGNGNGGGGGGGGGGGG 
GCCi ) i nil) iNGGNGGAAAAAAACCNNCNTTAANAAAAAANNAGGNGNGNNGGrnTT 

i 1 1 I I INAAANANAAANANCNNNAACAANGGGGGNGGGGCCNNCNNNTTNTTGANGGNGG 

GGGGGGGGGGGGGGGGG 

Sequence 2270 

CCGGGCAGGTACAGCCCACGGMCTGTGAGCCAATTCAATCCCtTTTCTTTTTCAATTAC 

CCACTCTCATGTATATCTTTATAGCAGTGTGAGAACAGATTAATACACTCCTCCTCAGAA 

AGCATTCAA7TTAGCTGTGTCTAAAGTATGCCAGGTGTCCTAGGGTGTTATCTTAGCCAA 

TAATTCTTCCTCTTCAGCAAGATCTATTTGCCTATGACAGCTTGACCTACAGTTCCTACC 

ATACTTGTCAGTAACAAGTAGCCCATAACATCTGAAGGGACTTCATTGAAATCACAGAGG 

TTCTrTAGTTCTTTACCTCATTAGTAGGCArTAGGGAAGCACATCAACTTrCTAATTTAA 

TAAGGTGCCTGTTGCTTTGAAAAACTGCTCAAAAAAAGATAGGAGAGGCTTACTTAAAGA 

TATCACTATAGGCGTGGCATGCTGCTTCACACCTGTAATCCTAGTACCT 
Sequence 2271 

AGGTACGCGGGATATTTATTAAATGCGAATTGAGAGCTTGTGTTGCTATCCCCAAAGACA 

TCATAGTCAAGTGAAGGAACTGACTTGCAATTCAAGAATTAGGATATTGGAATAAGGGCA 

AAAGTAGGGGGAAGCAGAGGGTGAAAAGAAGGGCCTGGAGGGAGCCCTAAACCCTCCTTG 

CAGAAGAGGTGAAATGGAACATTCCCTCAGCTGCCTTTGGAAGGATCAATATGACACTGA 

GAGCAGCTTGGTGAGAGTTTGAGAATGCATAGCGAGTTTGGGGAATTTTAAAGAGCTTAG 

TATGGCTGMGTTTAAAGGACMGTGGGAGATTGTGAAAAAAAAAAAAAAAAAAAAANAA 

AAANGTACCTGCCCGGGCGGCCGNTCTAAAACTAGTG 

Sequence 2272 

AGGTACACGTGGTCTTTTTCAATTCTAAGGGAAGTCAGAGTTCACAGAATTAATTTAATG 

GTAACATAAAAGAGGCAATTAAGTATGTTGCTTTGTCAAACTGACCGAAGAATAACAAAT 

CCAAGTTTTCCAGATTTGGAAGCCAGAAGATAAAACCCAATGTAGGAAGAATAGAAAAAA 

ATGAATAAAAGAACAAAAGAAAAAGGAAGCAGCAGTTACAACAAAGCAGAAAAAAACATG 

GAGGTGCACCAAGTAGAGAATGGGAGGGAGGAAAGGGCTGATAGCTACTTTCAAAATATG 

CAATAACTTCAGAGAATACCCGCGTACCAGCAGAAGCCAGGCCAGGCCCCTATATTGGTA 
AX AT A T" AA 

Sequence 2273 

AGGTACTTAAGTGTCCCCAAAGTGTGGTCCCTGGGCCACTAGCATCAGCATCACCTGGAA 

ACTTGTGAGAAATGCAAATTCTTGGAGCTTACCCCTGATATATTGTAGCAGAAGCTCTAG 

GTCCACCAATCTGCATTTTAAGAAGCCTCTCCCAGCCAGGCATGGTGGCTCACGCCTATA 

ATCCCAGCACTCTGGGAGGCCGAGGCAGGCAGATCACCTGAGGTGCAGAGTGGGCATTGC 

TTTCCAGATGGATAAAAAAGCAAAGGCTAAAATGTAACATAAATGAGGAGGATCTTATTT 
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AGGTACACTCTGTGATGTTCATACGGCAAAATCTCCTGACACATTTCTCAGAACGTATCC 

TCGTTGATAAGTGATGCGTAACTGTATTCCTGAACGGAATGGTAAGGAGGCCAGGTTAAT 

CTTTCAGAAGTGGAGAAGTGGAGAGGAGATGAAATCCCTGGACTTAATATGGACAAGAGC 

TGTGGGATAGATAGCTGAGTAGTGAGGAGGTGACTTGGCTCGAGGGCCCCCAAACAGACC 

AGGGTGGAGGTGGCCGAAAACTGTGACAGGGCAGGTGCAGAGCCTAAAGTGGGACGCTCA 

CCCTTATTGNGGAATATTTGCTGGTACCTGCCCGGGCGGCCNGCCGGGCAGGTACCTTCG 

GTGAACCAMCATTTNTGGCATATTAMmGMGTGTCAMTGCATGCCCTTTTCmG 

ATNTATGATCT MTAA GCCC7TTTCTATCTCTAATTTCAAANGAT7TTTGNMTTCCCCA 

AATTANTTTCCCTTTTGTGGGTGNGAAGAA I I I I I i i 1 CTTTTCTTCCTCTTAAACTTTC 

CCTNAANNTNAMTAAAGGTTTTNATTAAANTAAAMTNCCANNGGGGATTTNNN7TTAA 

AAANNAAAAAACCTTGGGNAAACCNTNCCC 1 I 11 I 1 11 

Sequence 2263 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTTTC M ) M 11 I I 1 I 1 I II 1 1 M 1CCTTCAGC 

CCTGCAAGGCGGGAATGCNCTGCACTGCTGCTTATCACTGCANGGCGGNAATGCACTGCN 

CTGCTGCTTATCACTGGACATNTCACCATCCTGTGCTTGTCCTGTTAATCCTAACCAGCC 

CCTGCAANMGNCCTTTATTTAAGTCTNTACATTTGACTCATCTGGGGTAATTCTGCTCC 

CTTCTGGGACCCTGACCACTTAACCGNTAAATTCTAAAATGGGGGTGTTGTCTCATGAAA 

MGCANATTTGACAATACCAGGTCCATATTTGCACATCAAAACAATGACCTAGAGCAGGA 

AAACAATTGCNTCCTTAAAGCCACTGCTTTNTCAGAGGNGGTAATTGACAGGGAATCTTG 

TTAAAATGAATATTC 

Sequence 2264 

AGGTACTCTTCACCCCAGTGTGGACGGAACAGAATCTGGCTACACGGTGGCCAGTGATGG 

ACTGCTGGGAAATCTGCTGGCCTGTGGTCTGAGTTCCCCTACTTGCTCAGGCTGCCCCTC 

ACTCCCAGTGTGCCAGGGAGGCTTAGTCCGGGGAGCATCAGAGCAGAAGACATTCGGGGC 

TCATGGCTCCCATCCCCACTGGCCTGTATCTTCAGCACCCTCTGGCCACCACCAGCTTTG 

GCTCTAACTGCAGACTTTGTTCTTGGTGAATTGCTGTAGAACTGGGAATGAGGTGTGCCC 

TGGGCACAGGGGCACTGCCCCACCAAGGTGGTGCCCACTCCACTGCTGGGAAAACGAAGT 

TACCTAGCGGAGCCTGGAGCCCACTGGGTGGTCACTAATTTCAGCACAGGCAGTGCAGTG 

TTTGTGCTTTTTTTTTGG 

Sequence 2265 

CCGGGCAGGTACTCACTTCAGCCTGGCAAAAGAGTAAGACCCTGTCTCAAAAAAAGAAAA 

AAAAATTGGTCATGTCTCAGACCAATTAAATCACAATGTTCAATGGTGGGATCTAGACAT 

CAGAGTCTTTTTTTTMGCTCCCCAGGTGATGCTGATGTTCAGCCCAGTTTGAGAAGCAC 

TGATCAGCACTTTCCAMCTTTAATGTGCACACAGATCACCTGGGGATATTGTTAACCTG 

GAGATCCCTATACAGTGGATCTGTGGAGAGGCCTAGAGGTCTGCATTTCTTATAAGCTCT 

AAGGCGATGCANAAGCTGCTTGTGGGTGGACCACTTTGAGTCCAAGAGCTACATCAGCCC 

TCCCCTCTGTTCTCTGATTCATTCTCTTGGGCTCTCAAGGCTGCGGGTGGGCCACAAAGC 

TGCAGCTGTGTCGAGAGGAGCTTCAAGCCGCAGTCATTGCTGCTTCATGTCACAGG 

Sequence 2266 

CCGGGCAGGTACAACAAACGCTCCAGGAAATGGAAAGCCAGTTGGCAGCCCACATGTGGT 
TACCTCACACCAGTCAAAAGTGACAGTGGAGAGGTGAGTTTTCACTGACATTCATTAAAG 
TAAAACATTACTGTTTTTACCCACCAGCTCCACCAGMTTTCAAAGTCTTAACATTAGGA 
TTTATTATTTGGGGGGGGCCTCATTGATTTTTGGTTGAGCTAGTMTTCTGTACCT 
Sequence 2267 

CCGGGCAGGTACAAACTTAGCTGCCATAGAGAGCTAGCTGGCATCCCTAACCCTGCAGCC 

ACTGTAGCTCTATTCATGCCCATAGTCCTGTCCCAGGTTCCCTGGCTTACCCATTACTTC 

ATAAGCACCAACATGCAAGTGGGGGTGCCTTCATCCCAGCACCAATGCCATTAATGCCTT 

GGATCCCAGAGCCATAGTCCCTCTGCTCATGCTCATACTTCAAGACTTGGCTCTATGGCT 

GCTTTACATGCCACTCATCAGACACCTGTACCT 
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AACACCATCAGTTTCTTTCCTCTTCCAGATCCAGTTGAATTCTTGTGGGCATTCTGGATA 

GCTGGAACAAGCTTAGACATGAGCCCAGACAACTTGCAAATTTCAAGGAATTTCTCACTG 

GTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCATGGGTTC 

CAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAAGTAGATCCTAAGGCCTTCTCC 

TTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTGAACTTGCCCAGGCAGATGCNATAGAC 

AAGCGCTCAGAGGAATCCCGCTGCAGCTGCACACAACTCANCATGATGAAGTCGTATTTG 

CAGATCAAGAGAATCTTGTCTGTGACCAGTAGAATTTCTCTTCTTCTCATTGGTTCCAAG 

TGGTCTATCTTTGTCAAAGAGCCNAGAAGCCTTGAATGGTCTCTCCAGAAGTCTCAACTT 

CCGTGACCTTCAAGTCTTTCCATGGCAGTTTAAATGGCCCCCGGCCCGATCTAGAACTAG 
TG 

Sequence 2257 

GGCGAATTGGNCTCCNCGCTGTGGCNGCCGAGTACCAGGNTGGAAAGTGGTATGTGTCTA 

ATTGCAGGGGCGGGGGTAGGGGGGAGGCCAAAGGATTAACACTCTTTAAATAGACATCAG 

AAAACTAANAATANCCTTGCTGCCTGGTAATNGATGGGCATTCCTGACTACGGGCCACAC 

ACTCAGNAGGTGCTCGATAAACATGGGTGAAATACAGGAATNAACAAATACTGAAAATGG 

GTCATTGGGTGAGCACTTAGCCAGTAAAAAATCTGNGCTTTGTNATAAAAAGAACTTTGG 

A CTGAG GGTTATATGAGTCTTCCTGCANGCTGGGANACCTCTGTTNCCTTTACTTCTCTA 

CTTTTTGTTGNCTTGAGACCAGCTT 

Sequence 2258 

NGGGACACAACTTTTTTTCCTTAGTCTGTATACTTTCTGCTGTCACTAGCATAACAGAAA 
AGACGAATGGCTTTTGTTTTAMCTGAGGGCACTT1TACAAMGTCATCTTTCCATTTAT 

I II I CTTTCAGAAAAAGAATTTGGGTTTTGAGCTTT7TTTAAAAAAAAAAAGACAAACAC 

TTTCCTTGACTTTGAGAAATAATTTAAGTCAAGGAATCTGCTCTATGCTANCCAAGANAT 

AGAGCACAGCAAAGATCTGCCAGCCCCAGGCCTCTACCTAGTGGTCTGGAAATTCAAAGA 

Sequence 2259 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGGGAGAGAACTAGGCGCTAGGACA 
GCTCCAGGTGCGACTCCCCGCGTACTGACTCAACTGCACTGACCATGTTGTCATAATTAG 
AATAAAGAAGAAGTGGTCGGAAATGCACATT 
Sequence 2260 

CGGCCCGCCCGGGCAGGTACCATTATTATCCCCACTTCAGAAATGAAGAAACTGAGCCTC 

AGAGAGGGGAATTCATTGGCTTGAAGTCAGCACAGCTGGCAAGTCTGTAACCAAAACCTA 

AGCCTGCAACTTCTGCTGTTCACTGCTGCCTCCCACAGCAAAGGGACTTCAGCTACACCA 

CTCAACATCTTGTGTGACCAGCCATAGGGCAAATATGGCCATCCCGATATACACACACTG 

TCCTCAGTGCACTTCAGGATGCCTTCCAATTTAAGGAGCTCTGCAGGGCCTGGGGGATCT 

AGCTGCCATTTCCAAGGCTGGCAGGGCAGAGCAGAGGTGGAGCCTGGAAGGAGCCCACTT 

GGTTGTAGCCTCTTGCAAGTGCACTGGCCACCTGAGGCACTTAAGGGCCTN 
Sequence 2261 

ANGTACGCGGGGGCAGTGGGAAGCTCNCAGCAGCTGGGGAGGAGCCAAAGCCTCGGNGCT 

CACCTAAGCCGNAGGGAGGTNCACCCAACTGGGAGATGGGGAMCAGCAACCCATAGAGG 

AGAACTAACCCACACAGGATCATTTCNTGAAGGANCAAGGNTGAAGAACCAGACCTGGAC 

TTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCNTGTGAA 

GGAATATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGNTGCGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTTATTGCTATGGTGGTAT 

ACACTGCCTATTGTCTTTATTCCAATCCACCATTCGCCTGGCTTGGGAATTTTTTCTCAA 

AAATATGTGGATATTCACANTACCTGCCCGGGCGGCCGCTCTTAGAACTAGNGGATNCCC 

CCGGGCTGCAAGGGAAATTCCATTATCAAGCTTATCNGATTCCCGTNCGACCNCNAGGGG 
GGGG 

Sequence 2262 
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TGGAGTGCAGTGGCGCGATCTCGGCTCGCTGCAACCTCTGCCTCCTGGGTTCAAGCGATT 

CTCCTGCCTCAGGCTCCTGAGTAGCTGGGACTACAGTTTGAACAGCTGGAAATAGCTCCA 

ATGGATTGCTATGTTGATTTTCTAAAACTGGAAGAAAATCTATGACCTACATTAAATGAA 

ATTGAGATACCAAAGATTTCTTGGTGTAAGAAGAAAAAAAACCCTG 

Sequence 2252 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACATTACTGAATA 

AGCTCTGGAGATAACTCAATTATGCCAGAAGCTGGTCAAATTTTAAAATAAAAATAAACC 

CTAMGGMCATACAMmGGCAAGGGAAAAAACCTAATGTTTCGATTGGAATCAATTC 

T1TGATAGACTACTGAGCTGTAGGATTAGAGGTMTTTATTATATAGAGATATTAGGATT 

GGCTCTTCTGTAAAAAGCTAATTTACTGACMCAGATTTGAATCAAAGTAAGGGATTCAT 

AGGTAAAACTATGAACTTTTCTCCCTMTGCTTCATTCCCTGTGGGTAATTAATGAAAGA 

GAAACTTTGCTTGAGTGTTTCTGGGCATCTTGTCTCCTACAACAGGTGTCAMTTTCTCC 

AGGTGAATGCTTACCGGTAAGGGATTGGATAAGGAATGTTGCGGTGAGGATCGTGCAACT 

GGTGGAACACTTCTGCCAGGGCTGGTTCCTGGCGCGCTTCCCCCANCAAACTGGCCAACA 

GGGAAAAACCGATATGAATAATTCAAAACAGTACCTN 

Sequence 2253 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACAATTTATCAAACTGCCCCGAGACCTGATAAC 

CAAATCCAGCCTCCAGGGAAACATGTATTCATATCTTGCTCACACATCAGACATAGTTAA 

CMCTGCATGCTAAGCATAGCMTTAMTTCAGCTGTGTTTCAACAGGTCCCATTGGATT 

TCTTTCCAGAGAGGACAATTAGTAAACCACAAAAACTCACGGGGTGTGACCAACAGCGAG 

ATGCCTTTGCCGAAGTTGAGTGCATACCCGGAATTTGAGTTCCACAGTGCGTTCTCCCTA 

MCAAAAAACCCCTTGCAGTAGCCACCATGTCCCTTCTCCTATGATTCCTATTAAAGCTA 

ATGTCTGAAAACCAATCACACAGCAGTCACACAGACTGTGGGTCATCCATGGGCCCTTGA 

TGGTGTAAATAAAGCTTCCCTCTTCCATGAGACCATTGCTGACAAAAGTCACCACTCCCC 

ACAGTGATGTGGGTGATCAATATTGAAGATCTGCCATCTGAGGGAGGGG 

Sequence 2254 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCGTCCAGGATCTCCAGG 

TCATAGCCATCAGCCAGACACCAGTTGACGCTTGTCTCCTTAGTCTTCCCGGATTGCCTT 

TTGGAATCATATATGCTGACTCTGCCAACCTAGGAATCCCAGAAGCAACGGGAGAAAGAT 

GGAAACCTTTCAGGAATAAGATTCTGAAGCAGGGACTCAAGACTCATAGGAGAGAGGAAG 

TGTGGGGTCATGATCTTTCCCCTGTATTTAGGGTTCTGTTTGGCTAAGACTGAGCACCCT 

CTANACATACTAACTCCACCTCGATTCAAGATTAATTCCAGACTAAGAGAAGAAAAGCCC 

TTGGCATCCAAAAGGAMGAAAGTTTAAAGTTCTTGGGAGACCAACCAATGTTGGTGGTG 

GGCCACTGTGGGCAATGTTCGCTTGTGGGCTACCACTGTGGGCAATGTTCCCCTTGCCCA 

CAGTGTACCTGCCCGGGCCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTTGCANGGA 

ATTC 

Sequence 2255 

CGCCCNGGCAGGTACCNGATGAGGCCACATGTGCTTAGCATGGAAGTGAGGCGAATTGAT 

GCAGCAGGCAGGCTTTCTGTGGCCTCTGAAGGGCCGTGGTGTGAAGGGAGGGATTAGTTA 

TACTCCTTGTGGCTTTAGAAACCAGAAGTGGGGTCCATGGGTGGGCTTGTTGTAGAAGAG 

GAATTCAGCTCAGGATAAMTAGGCTTTTCTAGCAGTTGGTAGCAGCTCAACAAGCAATG 

CGCTGCCTCCAGAGCTGGGAACATATGAGGATTATTTTAGAAGGATTTGTGCCTCAGATT 

TAGGCTCGCCCACTATTATTTTTGATGGTAAGTCTGAGTCTACAATCATGTTGAGATAGC 

CATGTGTTCTTTCCCTGTMCTTCTTMTATATGATTTAAGCTGTTCTGAAAGCTGTTGG 

CATTGAACTCCATGTTTATCGAGTCGACTTCAMTATTTGAMGGTGTTGGTAATGGTTG 

TTATTTGCCCCAAGAAGCCCTGAATCCATCTGCTGGGTACCTCNGCCCG 

Sequence 2256 

AGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAGGGAATAGCCAAGTTTG 
TTGCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGTCTCAATCAAAATGGGTTCAGTT 
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TCTGAGCACTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGA 

CAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCT 

GTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTAT 

GAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCT 

TG7TCCAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAAACT 

GATGGTGTTAACTGAACCCATTTTGATTGANACCTACCAGGGCTGATGTCATTCATTGGA 

MCCCCMCAAACNTGGCTATTCCCTTNCCCCTGGGAGNTTTGGTTTTTGAGAGTCTTTT 

TGGGACNTTGGCCCTTTAAAAT 

Sequence 2247 

NCCGGGCAGGTACCGCTAAAGCAAAAAAAGAAAACTCTCTAACAGCAGGACCTCTGATCT 

GGAGGCATATTGACCATAAATTTACGCCACCCCATGAGAGCTCAAAGGCTGTGCTGTTCT 

CGTCCTCTCTCAGTCCCCATTTCCAGGTGATCAAGCTTGGGCTTAGGGTAGTGGCAGTGT 

GGCTTTAGCTGTCAGCCATCACCATGGAAGAGCAGGAGGTTTAGGGGCCTTCATAACCTT 

TCMGTGTTGGTTTCCGTTGGAAAGTAGTTGAATATCTCCACCCCACCCATGCCCCTGAG 

AGAAAGCCCGGGAAGAGGGGCCACCATCGGGGGCTCAGCACCTGCAAGCCCAATGCTGAC 

ATGAAGGCTTCGCTTCATTCCATTCGGCCACGAGAGCTATACTCGCTTCCTAGGGCTCCC 

CTAGCCACGCGGGTACCT 

Sequence 2248 

CCGCGGTGGCGGCCGAGGTAC I I I I II I I I I I I I I I I I I I I | | 1 GGGTTACAAACTCAAG 

GCTGGGGAAAAAAGCAGTCCAGTATTAMTTGGTTAAAAAGAAAACCACTATGGCACCAA 

AAAATTCAAATAACACACCACGAGAAGGTCTGAAATGTGCCTATACCTAACTCTGTCGCT 

CTTCAGCTAAAATGMCACATAACTACTTAACACAAGGTTAATTCTCTCCACAAATGAGG 

GCACTGTCCATGAAATTCTTATAAGGTTTCTTGAGTTAAAAGGTAGTCTCCTTAAATTCA 

AATACTTCTATGACACATT AAGCA GACACTGGAAGTTTTACTCAAAGCCACCAAGCGATG 

TTTAACMTGG CTTG GTTGTTTTTCATTGATCCTGTAGGTGTATGTCTGGGATCCTCTAT 

TACTACATTGCTTTTAMGGAAATCTTTAAATTTCMTACTTGGAATTTGAGAAGGNCCT 

TCATGGG GATTT AATMTCAAACTTACCGTTAMTTTTATTTTCCATTATTCTT 

CTTGGGCTTTTTCAMTTTCCMCCAGGNGGACTTTN^ 

TGGTTTAMGGGCACTGNCANGGCTNACTTTTGGCNTTTTGGGAAAAA 
Sequence 2249 

CCGGGCAGGTACMGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCC 

ACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTG 

GTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGC 

TAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGG 

AACATCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGA 

GAAGAGTGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCT 

ACMNAAAATGGTGAGTGAGTGAGAGTCCCGTGGGATGCATATTTCTGCCACGAACCTTT 

Sequence 2250 

CGCCCGGGCAGGTACGCGGGGAGTGCGCAAGATGCACAGGAACAGAATAGCAAACTCACA 

TGATTGTTGGCAAGGAAAACCTGGCTACGTGGCTGATGTTAAATTTGCTTTTTAAGACAG 

CCAGATCMGAMTGTCTGMGACmGAGACTGCAGCAGGGAGATGATTTTGCAGTTAG 

TAAACACAGCCCTGGGAAGCCATGGCMGGCAGTTCTGGGTTGTGGTTTTTTGCACTGAA 

TGTAACCTAGACTCATCTTCACGGGCTTGTGTTGCCCCAGGTACCT 

Sequence 2251 

CCGCGGTGGCGGCCGAGGTACCGGTGCCCATCACCAACGCCACCCTGGACCAGATCACTG 
GCAAGTGGTTTTATATCGCATCGGCCTTTCGAAACGAGGAGTACGCGGGGGCAGTATAGG 
AGCTGAAACAAAGCAGAGCATCACCTTGCTTGACCTCAGCTGGGGACATGTGCATCAGAT 
GATTCAMTTTAmATTTATTTTATTTTTTTGAGAAGGAGTCTCAC 
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Sequence 2241 

CCGCGGTGGCGGCCGCACAAAAACCAATCTACCTGATGAAAACTCCGTTCCCTTCTCGCC 

AGAAACATAAAATGCGATGGAGCTACGGCCACCGCTGCCGAGACAAAATGGCGCCCCCCG 

CGTACCTCGGCCGCCGGGCAGGTAC I I II I II I I I I 1 I I I I 1 I I I AATCTTTCAATCTTT 

TATTTAAATGCCATGATCCAGGATGGATTTTAGATCTTGTTGAAAGCAGCCACATCCATG 

GACTGCACATAGTCCTCAAAAGCAGTGATCTGCTCCTCCAGCATATCTGTTCCAACTTTA 

TCATCTTCAACTACACACTGTATTTGAAGTTTCTTAATTCCGT 

Sequence 2242 

GGTCTCTCCAGTCTTTGATTGTCCCGCAACAGTATTACAAACAAAAGGCATTAGGCAAAG 

CATGCTGAATTGATTGGAGTCCCTTGGTCAAAGGTATTATTGATTGACGGCAATCAGATC 

CACTCCCTCANAAAGGATTTGAGTAGGCCTCTTCTGTCCATCTGCAGAAGGTTCCCCAAA 

AGGGGCAGAGGACGGGGCCCTGGTGGGAGGGTGCCATGGGAGTTAGGGTGACGCTGAACC 

AGGAGTAGCAAGAGGCCTGTGAGGAGTGCAAGGAAGAGGAGGACNCTGAGCTCCATGGTT 

CCAGTCTGACTGCCCTGCACCCCCCCCGCGTCCTCGGCCCGCTNTAGAACTAAGTGGATC 

CCCCCG 

Sequence 2243 

CGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTG 

AGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAGAAGGCC 

TTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGT 

CCACTGMG7TCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAAT 

TCCTTGAMTTTGCAAGGTAGGAGGCATCTTGGGTATTACTCTCAGATTAGCTTTGTTGC 

TGGAGCTATGTGCTTCTAGGGACGTGTACCT 

Sequence 2244 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACAAGAACCTGAG 

GACATATGGAAGGGATCCCTTCTACACCTCCACTATAAGATCACATATACCCTTTCTCTC 

AGATTCTCAGATGTCATCTTAGAGAAGAACGGGAGACGGAGAAGGGAAATACAAGATGGG 

GACAGTTACTTAAAAGAGGATGTMCTGCATTTTTGGATTTAGCTCCCACATCTAAAGAA 

CTGGGAAGTCATGATTACTGTCCTACAACAACAACAGCAACAAAGCTGAACAAACGAAAA 

ATCAATGMTTTTCTTGGATCCATGAGAGGACTGACATCACAGGAAAACATAGTCAAGGT 

CTACTTATGTGAAGCACAAGTTACTGGAGCCAGAAGCTGACGGGAATACTTAAATGGTAA 

im I AAATGCTGCTGGAAACTGAGGTGGGTTAGCTTGCAAGTGAGAAACTCCTGGGGTC 

GAGAGTCTTCGGGGCACCCGAGAGGTTCATGMTTTTACAAAGAGGGACCAGATTATGAC 

TGAAAACAGCCAAAAAAAAAAAAAAAAAAAAAGTCCTC 

Sequence 2245 

CCGCGGTGGCGGCCCGAGGTACCMTGCACACTTTTCCTTCCAATGTTGTTTCCCCCACA 

GGTAATCCTGGCCGTCTTTCCTGGGGCCACTGACACCGAGGGTGGCTGAGTCAGCACATA 

GGAGGTCACAGAGACTGTGCAGTGAGAGAGGAGGCCGAGGAGGAGAACGGTCCAGGCCAT 

GGCTGAGGCACCACCAGTGCTGCTTCCTTAGGCCCAGACTCCCCGTACCTGAAGGTTCAC 

AGC AC ACTTGTGG ATC ATATTATAATAATCCC AG ATTG C CAG GG AATCTAAG GTC AAG AT 

AGGCTGAGTAACTCACTCAGGTAATACAACTTGTAAATGGTCATTCTAGAATGAGAATAC 

AMTCTGTGTGACTCAAAACTTCTCTCTTTTCACTGTGTCTTGCTCACCTCATTAAAGAA 

ATTGCTAGTTAAATTATGAGGATGAGGAGGTCATTTTACATAAGGGAAAGATACAAGTAA 

AAGTAAAGTGTGGGAAAGTGAAAGGCACCATGGAGGAGATAGGCAAAGTGCCTATTGATA 

ATGGGCAA 

Sequence 2246 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGA 
AGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTT 
GACAAAGGTAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGAC 
TCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCC 
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GTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGT 

TCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTT 

ATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCA 

AGTTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 
Sequence 2236 

CCGCGGTGGCGGCCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGC 

TGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAA 

CAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGA 

CTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCAT 

CTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAATTGTCTGGGTTCATGTCT 

AAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAG 

AAACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGATGTCATTC 

AT TGGAA ACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGGAGTATTGGTTTTrGAGAG 

TCTTTTTGGTACCTGCCCG 

Sequence 2237 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGCATTCCTGAAG 

CTGACAGTATTCGGGCCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTC 

TCTCTTTCTGGCCT(3GAGGCTATCCAGCGTACTGAGACCACAGCTTTTGGCCTCCCTTCC 

AGCTCTGCAGCTAATGAGGTCCTGCCACAACGGAAAGAGGGAGTTAATAAAGCCATTGGA 

GCATCCCGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

Sequence 2238 

AGCTCCCCGCGGTGGGCGGCCCGAGGACAGCCCACGGAACTGTGAGCCAATTCAATCCCT 

TTTCTTCTTCAATTACCCACTCTCATGTATATCTTTATAGCAGTGTGAGAACAGATTAAT 

ACACTCCTCCTCAGAAAGCATTCAATTTAGCTGTGTCTAAAGTATGCCAGGTGTCCTAGG 

GTGTTATCTTAGCCAATAATTCTTCCTCTTCAGCMGATCTATTTGCCTATGACAGCTTG 

ACCTACAGTTCCTACCACACTTGTCAGTAACAAGTAGCCCATAACATCTGAAGGGACTTC 

ATTGAAATCACAGAGGTTCTTTAGTTCTTTACCTCATTAGTAGGCATTAGGGAAGCACAT 

CAACTTTCTAATTTAATAAGGTGCCTGTTGCTTTGAAAAACTGCTCAAAAAAAGATAGGA 

GAGGCTTACTTAAAGATATCACTATAGGCGTGGCATGCTGCTTCACACCTGTAATCCTAG 
TACCTGCCCG 

Sequence 2239 

CGCGGTGGCGGCCCGAGGTACCTTGCACATCTCTGCCTGCGCTGCTCACCCACTGTCAAG 

AAAGAAAGGTGGAGCCTGGTGCTCTCCCTAAGCACTGTGGGCCTCACAGTTCGGGCGGGA 

GCCCCCAGCACCTGGCTCTTCCTGCATGGAMGCTTGGTTTCACTCTTCAGAGGTGGTGG 

CAACATCCCCAGAAAACCGGTAGGCGTGGGCACAGTGACTGGAGGCCGAGGGCTCCTCGC 
CATAGCAGAAGCA 

Sequence 2240 

CCGCGGTGGCGGCCCGAGGTACGCGGGGTCCCAGTGAGATAAGCCAGTTACCTCAGTTGG 

AAATGCAGAAATCACCCATCTTCTACATCGATCTTGCTGGGAGCTGCAGACCAGAGCTGC 

TCCTATTTGGCTATCTTGGAAGCMCCTCAGGTATTTCTTTATTAGCAGTGTGAGAACAG 

ACTMTACAGATTACTAAATCCAGAATCCAGAGAACACAAGATTATAAGTTCCTTGCGCT 

TGAGCATGTTCAGTGAGAGCGCTGCAGGCSAGAAGGATGATGCATTCTGAGAGCCAACAGG 

GCTGGACTGGAAACTGGAGGAAGAGAAAGAGCTAAGGAAGGAGAGGAGCAAATTGGGGGT 

TGACATGGCTGCACATGGCATACCATCCTGGGTCCAGTCTAACTCCCAGTGGTCCTTACA 

CAGATGGMCCCTTGTCTAATGCCATTTGGAAGACCCTACTACTAGTTTCATTATGGGAC 

CAGGGTTGGAGAGGCTCANAATTCATGGGCAGCAGGCCTNCACCATTTTCAGATTTAATC 

TGAATATATTGNCCTGGTGTGCCAGANTGACTGGTTCTTNCTCTCTGGCCTCATTAAACC 

CCTACAGATAAGGCTTGGGAAGGATTG 
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AACACAACCTGTGCTGAATGATCTGATGCCAGACATCGCGGTGGGTGTGTCCACACTGTC 

ACTCAAGGACAGGAGGCTTCCAGAGCTTGCTGTAGACACAGAATTAAGCCAGTCAGTTTC 

TGAAGCAGGACCAGGGCCTCCCCAGCATCTGTCGTGTATTCCACAGAGACATACACACAC 

TTCTCGGAAAAAACACACACTAGAGCAAAAAACAGACACCAGAGAAAATCCACAGGAATA 

TCCGGATTTCTATGACTTCTCAMTGCTGCTTGCAAACCTTTCTACTCCTGGTCTTANCA 

AGACGCACCCCTTTCCCTTCGCMGGGTGGGATATTTTGGGTCCCCGATCTGTACCTTGC 

CCGGCCGGGCCGCTTCTAGAACTAGTNGGATTCCCCCGGGCTNGAAGGAATTNCGATTTC 

AAAGCTTATTCGATANCCGNTCNACCTTNGANGGGGGGGCCCCGGTTNCCCAACTTTTG 

Sequence 2230 

ATAGGGCGAATTGG AGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACTTGNACTTnT 
H I I I I I I I I I 1 II I IGTCNCCTCCATTGTTTTATTATTTTAAGCAGCAGAGAGATCTGC 
CTACTGNAGTATGTTCGTTACAGCTTATATGGTAGAGGGGACACANCCCAGATCAGGCAA 
ACCCAAGATGAGGCNATGTTGTAAAAATACTCTGAGGAATCCCACAGAAATCTAANAGCA 
GGAACTACAGCACAGCTGGGCTTCCTGGTACCT 
Sequence 2231 

GGCGAATTGGATTTNACCGCGGTGGCGGCCCGGGGGCCATTGAGACTGCCATGGAAGACT 

TGAAAGGTCACGTAGCTGAGACTTNTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAA 

AGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGT 

CCCGCTGGAACCCATGGTCCACTGMGTTCCTTATGCTACTTTCACTGAGCATCCTATGA 

AATACACCAGTGAGAAATTCCTTGAMTTTGCAAGGTAGGAGGCATCTTGGGTATTACTC 

TCAGATTAGCTTTGTTGCTGGAGCTATGTGCTTCTAGGGACGTGTACCT 

Sequence 2232 

CCGCGGTGGCGGCCCGAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGG 

TTATGTAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCANGACGAGTGGAAATGACTGT 

TTCCAAGTTCATGGCAATTCAGAAGGCCCTTCATCCAGACTGGTTCCAGTGCCTCTCCGA 

TGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAAAGGGTCAGAAAGTCTGTTGACCG 

ATCACTTCTTTTCT 

Sequence 2233 

CCGCGGTGGCGGCCCGAGGTACCAGCAMTCCAAAACAATGGMTTTAATAAAAAGTTCT 

TCAMCTATTAAAGTAACTTAAAACCTCTTTTAAAATTGAAATTTTAGTTTT 

CTACTTCTTAGAGCACCTTTTAGCTGCATTTTCCCCCTACCTCAGTGCGTGAATGCAATA 

TATC ATTCTTGGTATG TTTTTCC G ATC ATAGAC ATCTGTTGTTTCTGG ATAAAATATCTG 

GAAMCAAAAGAAACAATAmATTATATGTTTTGCTTCTCACAAGTATTT^ 

AAMTGACCCTATTTTGATTGTCCTTGCTATCCTATMTTATTTAAATATAGAGGAACCT 

CTCTGCCATTGCTTCATCTTGCTGTAGAGATAGACCAATCACCATATCTGGACCCCTGCC 

TGACAGCATGCCTCTTAGTGGTCCACAGGAGGATGGTGGGGTCCCCAGCCAGCTACTCCA 

AGGAGGCTGTGTCCACAGTGCTAGTGGCAGTGTTTCATTT 

Sequence 2234 

AATTGGAGCTCCACCCGCGGTGGGCGNGCNCGAAGTACGCTCAGGCCTGGTGAGGAGGTC 

CTTGGGAAGAACCTAATAAGCAAGGCCAAAGGCCATGGTGGCTGAGGAATGGCCTGCAGG 

GGGATGGGGAGTGGGCACATGTGGCAAATGAGGTCTGGGTTAAGACCAGACTGGGAAGGG 

ATTTATTTGTCATACCATGGANTCAGACTTTATCTTAMGGTMCAGGGTTTNTTAATCT 

TGGAATTTCAAATGACCTGTGACTCCCCACATNTGCAAACTTCTCCCCACACACAAATGC 

NGATGGTTTCAGTATGTGTGCTTCTNTGGGAAGAAGGTCCACAGCTGTCACTGAGTNCTC 

AATTCTTMCCCAATACCTGTCAAGAACCATTGCCACCGCAGGTTTCAAGAAGGA 

Sequence 2235 

CGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAG 

AGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGA 

GAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGA 
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GTTTTCAGATTGAACTTGCCCATTGGTTTTACTTGGATTTCTACATGCAGAACACACCAG 
GATTACCTCAGTGTGGGATAAGAGACTTTGCTAAAGCTGTCTTCAGTCATTGTCCGTTTT 
TGCTGCCTCAAGGTGAAGATGTGGAAAAAGTTTTGGATGAATGGAAGGAATATAAAATGG 
GAGTACCTGCCCGGGCAGGCCGGTCTAGAACTAGTGGGATCCCCCCGGGCTGCAAGGAAT 

TCGNTATCAAGCTTATNGGATACCCGGNCGACCCTCGAGGGGGGGGCCCGGGACCCA 
Sequence 2224 

CGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTAC i rTTTTTTTTTTTTTn 
TTTCTTATGAATAAGCTTACmAA^ 

ATTTTTCAGGCATTCTGTGATGTCCAMTTAGGTTAATATACCTCTGAGAAGTGAATCAG 

TTACTCCTCGTTGGATAGNAAGGTCAGAACAACTGTTCCTGAAACCTTANTACACACTAG 

CTGATAANACACTGTTGCCCATAATGTCTATTTATTGGATCAGCAATTTATAAGTCCCAC 

ATTCTCATGCCACATANCTCTACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCA 

TTGNGNTGAGGAAAGATATTGAGTCCCTCATCTTGTGAAAGTGATCTTTNATATAAGAGG 

GAGCATCMGCGGGGAAGCTCAGATTTCCCGTGGCTGACACACCANNAAGTATTTGGGTN 

TTGNCATTGGCTGNCTGGNAGCCCNTGGCAATGGCTTTTCAAAANAGGNGCTGAGANTGN 

GGTTAAACTGGGGGNACCTNTTTTTCCTGGCCNGGGGCAAAAA 

Sequence 2225 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACTATATCCTTTTCCTCAGGTTTCTCTTTTCCC 

TGTCTCTATCAACTCTAACAAATTCMTTTTACCCTTTAAGTCAATGCCTCAAAAGTTCG 

ATTCTAAAATTJATCTATGATTAAAAGCAACACACCTCAGTCTGTATGTTTTGTGGTGTG 

TCCACCTCAAATTTAGCATGTCCTGTAATCAMTTAATTCATCTTAAAAAAAACTTAAAA 

AAATTTC CATCTTC AAATAATATTACTATTAG AAATTCTG G ACTCCCTGG AATCTACTCA 

CATCCMGTAGTCATCAAGTATCACTGAGACACTTTAGAGCAGTAGTCCCCAACCTTTTT 

GGCCCAGGGACTGGTTCTGTGGAAGACAGTTTTTCAATGGACAGGGTCAAGTGGGGGGGA 

TGGTTTCAGATGAA 

Sequence 2226 

CCGGGCAGGTACTCGGNGGCTNNTNTNACTGNTCCGGGAANAGGAAAACCNGGNNNTGAN 

TTTNNGGNCGAGGNNTANNATGAGAATGGGGGTATCAGGTGCATGAGCCATANTGGGATA 

TGGCCAACTCGGGCTGCAAGGACGTCACGGGTCCAGATGAGGAGAGTTTTCTGTACCTCG 
GC 

Sequence 2227 

CTCCCCGCGGTGGCGGCCCGAGGTACACTCTGTGATGTTCATACGGCAAAATCTCCTGAC 

ACATTTCTCAGAACGTATCCTCGTTGATAAGTGATGCGTAACTGTATTCCTGAACGGAAT 

GGTAAGGAGGCCAGGTTAATCTTTCAGAAGTGAAGAAGTGGAGAGGAGATGAAATCCCTG 

GACTTAATATGGACAAGAGCTGTGGGATAGATAGCTGAGTAGTGAGGAGGTGACTTGGCT 

CAAGGGCCCCCAAACAGACCAGGGTGGAGGTGGCCGAAAACTGTGACAGGGCAGGTGCAG 

AGCCTAAAGTGGGGCGCTCACCCTTATTGTGGAATATTTGCTGGTACCTGCCCGGGCGGC 

CGCCCGGGCAGGTAC 1 I I 1 M I 1 1 

Sequence 2228 

CCGCGGTGGCGGCCCGCTCTCCACTGCATTTTCAATCTCTAGCAAAGTCTCATGGGGTAA 

CAAAGAGACAGTAATATAATAAAAGAGTCTTTCACTGACTGCCTGGGAACAAGCACAACC 

TGCATGGCCATCAAAAACCCCCAAAAGCATCCCTCTGGTCTGCAAGCAGGTTGCTGCACT 

TCTCCG GTCCTC AATGGGTGCATTTGCAGGCAGCTGATTGCTGTCAAATCCAAGGATAGA 

ACTGACATTTTTGTCGTCAAATTCTGGCACTTTGAAACTGTATTCATTAGCTTTAAGGAT 

GCTATTGACTTGTGGAGGTGTGAGGTAAAATTTCTGTGGTGTGGAAGCATATCTCCTTCC 

TTGGGTGTACCT 

Sequence 2229 

CCGCGGTGGCGGCCGAGGTACCAGCACTGCAGGACTGGGCAGACAGACGGTGGCTGCTGC 
TGCCGCCACCACCACCTCAACAGCAACAGCAGCAGCAGCAGCATCTGAGAAGCAAGTGCG 
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CNGGGCTGCAN 
Sequence 2217 

GACTGATGTGCTCATGGGACATACCAGTGAAGACAGCANCTCTCCCANGACTGGGGTTCA 

GCAGGGAGGGCTCAGACGAGTTCAGGATGTCAAATCATCGAGGTGTATCTGGTGGTGATG 

GGAACCAGCCAGTGAGCAGGAATAATCANANAAGAGCANAGGGTCAAGGTCAGAGTCCTA 

GAGAGCTGGTCTGGGAAGGGGAAACTGAGGAATGGGCCCCCAGGCGGGAGGTATAGGAGG 

AGCCACCTAGAGTGAGAGGCAG 

Sequence 2218 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGGACT 

CGGGGTCGCCTTTGGAGCAGAGAGGAGGCAATGGCCACCATGGAGAACANGGTGATCTGC 

GCCCTGTTCCTGGTGTCCATGCTGGCCCTCACACCCTGNCCNAGGCCCATACAGAGACGT 

GTACCTCGGC 

Sequence 2219 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACCCTGGGGAAGAAAG 

TGATCCTGGTAATTGAGCTCCTAGGCCTGGGAGAAAAATGAGGTAAGCTCGATCTCCGTA 

GGACTTATGGAAGGAAAGACATCAGAGCAATCTCTCAGACAGAGGGGAAATGAAAACATA 

ACATGAAATGATGGAGGGAGCATTGGTGTTAGCCAGCAAGCCTGGATTCTAGTGAAGCCC 

MTTCACCAGCCATTTGGTCTTAGTMGGCCATTACCGCGCTCTAGGTTTGAGTCTCATT 

TGTAAAATGAAGGGAGTGGAGGGGCTTATAGAGCTCGAACCCTCTGAGTCTAAGAGGCTA 

GAAAGCGTGCGATCTATACTCCGCCTAAGAAAGGAACATCTANGTATGNTNAAAAACAGT 

GGAGAAGTATGGCGTATATAANNTCTGGGCTACCNAGGCATTCGCAGCGTGGACCACCNA 

TAGAGACACAAATCCAGGCATCCCTTTC 

Sequence 2220 

MTNG GAGCTCCCCGCGGTGGCGGCCCGAGGTACTTTTATAAATGGGTTGTTCATTTTTT 
GTTTTATTGTTTGATATTTTGGCCTCCATAGTAATATGTCTGGAGCTTGATCTTT^^ 
TTTCTCC TGGTT CTGTGAAATCTATTATCACCAAATTTTCACGAACCAGGCAATGACATT 
ACTATTTATTTTGTAGGTTGAAACATTTTTTAGCA 

GCATACACATGCACAAAAACACATTAAATTGCCGGTGTTCACAGTGCATGTGAAGGTAAT 
TGCAAGAAAATATGTTTTAAAAGCAACAATAGAAAGATAAGAAAAGTACCTGCCCGGGCG 
GCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAAGGAATT 
Sequence 2221 

GCCGAAGTACCCCCTCCTTTTAGGTGGGGTCAGCAGACACAGGGGCGCCATGTGGCCCGA 

GTTACCAAGATGAACACGAGTTCAACGCCCACCTGGTTTGTCGCATGTGCTGTATGGATG 

AACGGGACCGGGTTCAGAAGAAAACGTTCACCAAGTGGGTCAACAAGCACTTAATGAANG 

TCCGCAAGCACATCAATGATCTTTATGAAGATCTGCGGGATGGCCATAACC 

Sequence 2222 

CCGCGGTGGGCGGCCCGCCCGGGCAGGTACTGAAAATATGAAAATTGCTTAGGCCAAAGA 

ATGGGCTTTTCAATAGCACACTGCAAAACTGGGCCCAAGTATTTAAAACATCTCTAAAAA 

ATATCTAGGTTGGCAGGTTTTTATCCCTAGTTTTAACAGTCTGAAAGAGGGTTCGTTACT 

GAGCACTGGAAGTGATGAAGACAGAGTAGCTACAACATAGGGGCTGGTAGGCAGCAGAGC 

CTCACCAACAGCCTTAATTTGTGTGGTGTCTTCACAGGGCAACCCTGGGAACGATGGTCC 

CCCAGGTCGCGATGGTCAACCCGGACACAAGGGAGAGCGCGGTTACCCTGANAATATNGG 

TCCCGTTGGTGCTGCANGGTGCACCTGGGTCCTCATGGCCCCGTGGGTCCTGCTGGCAAA 

CATGGAAACCGTGGTGAAACTGTAAGGTTTTGNGAATACCAANCCCTCAGTGCAGCATTN 

TCGTGGGCTTCACTTCTGACTTTCCCACACTTGGGGATGGNTGGAAGGAGTGGGGGAGG 

Sequence 2223 

AGGGCGAATNGGAGCTCCCCGCGGTGGCGGCCGCGCGGAGCCGGGATGCACTGTTCCTGC 

TGTGGGTCCTCATCATGGAGACCAAGCGGGTGGAGATTCCCGGCAGCGTCCTGGACGATC 

TCTGCAGCCGATTTATTTTGCATATTCCCAGCGAGGAAAGAGACAATGCAATCCGAGTGT 
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CTTGTTCAGTATGGTTGGTCAT7TTTAAAAATAAACAGGCAAT 
Sequence 2212 

AGG TAC TC TATACCCAGGCAAAGGCAAGC AAGCAGCC TTG AACAAGTC ATTCAACTC ATT 

GAAGCTGATGTATCCATTGCCATCAGTATCAACTTTGGCAAAAGCTTCTCTGAGCTCCAT 

CATTTCCTCATCGGACACTGATCCTCTGGCCATTTTTTATTGCTTTAGGTAACAGATCTC 

AGCAGCACGAAAAGCTCTGTCTAGATGCATTCTCCTCACTGGCCCCAGGCAGATGCCCCC 

GCGTACATGTTATTCACTTGGGTCTCCCATGCTTCAAAAACACCTAACGCTGTTAACATT 

GAGAAGAGGATTGAGAGGAGCAGAATACAAAGGTATTTATTAAGGTAATTATAATAGCCG 

TAGAATAACAGGCCAGAGAACTGAAAGTGA7TGAATAATGAGAATAAAAACAAAGGAAGA 

GGGTTGAGTGTGGCAGTACCTGCCCG 

Sequence 2213 

GCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGTCCTGTGGTTTCATG 

GCCTTTC7TCCATTTGTGGTTCTTGTGMGTGGAATTTAAATGACATCAAGATGGATAAA 

CCCTAGTTTCCCAGTGCTGGAATATANAAAATGGATGGACAAGTAAATCCCACTCATCAC 

CCATAGTCCAGGCATGGGGACCTCAACACACCTGAGCCCCAGACATCACCTTTCATTCTG 

GACCTACCATGAAAGGACTTCTTGAATCCAGGAAGAGAGNACTGACTTGGGCAACATGTT 

TATTCAAGAAAACAGGACCCTTGCCCCTGTTCATTTANGATGGGAAGTTTTCANGTGGGT 

CCCAAATCMTGTGCTTCAAGTTGGTAAGCNCTTCAAAAACTTCNCCCAGGGNCTTCAAA 

GGCAAAATTCCCTTACCCCATGGTCCANNCCCCTTTCNCCCAGNNTNANCCTTGGNGGAA 

C TTMCNM GGNGTAAAAGCCATTCCGGGTGGACCACCTTTCAGNTGGAAAATNTTTGGG 
NTTTTTTTA 

Sequence 2214 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGTAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAAGGAGAAGGCCTTAGGATCTACTGGGG 

GAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGGTTCCTT 

ATGCTACTTTCACTGAGCATNCTATGAAAATACACCAGTGAGAAATTCCCTTGAAAANTT 

TGCAAGTTGTCTGGGGTTTCATGTCTAAGCTTGGTTCCAGCTATCCAGAATGCCCACAAG 

NAATTTCACTGGGATCTGGGAAGA 

Sequence 2215 

TTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACGCGGTGGCAGTGGGAAGCTCGCAGCAG 

CTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGG 

AGATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGTGAAGG 

AGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGA 

GCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCTACTATCAATACCA 

MTCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTT 

ANTAANGATTATT GCTATG GTGGTATACACTGCCTGTGTCTTTATTCCAATCCACATTCG 

CCTGGCTTGGGMTTTTTCTCAAAAATATGTAGGATATNANGGGTANCNGNAGCCGGGCC 

GGCCGCTCTTAGAACTA 

Sequence 2216 

ANGTACTTNCCTCGATCTGTTTCTGCACTGGMGTGTAAGTTGCATTTTCAAAATTATTC 

TCTCAGCCCTGTGACAATTTAATTAAmATTTAmATCCAGmCTCMCTCTGTTTA 

GGTAGCAATGTCTCGTCAATATCTCATTCAGGTGTAGCATGGAAAAGCCTAACAACCCCG 

GGCCGGCAGCCAAGCTTACCAGTGACTGACGCTCGCTTAACTGAGCAAAGATTTGCTCTG 

CACAGAGTGGGGCTTGACTATACAAGAACCAGTAGTGACAGCAAGGATGCCGGCTAGAAT 

CCTAACAAAGCTACTTCCAACTTGTGCTCAGGCAAGTGGAANTGACACTTAAACTGAATG 

TTAAGGGGCTTCAATCTNGGGTACCTGCCCGGGCGGCCGCNCTAGAACTAGTGGGATCCC 
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GTGCATGGTCTGTGTTCTGGNTGCCGCTGGCCATTGTNCTATCTCATTGCCCTTGNTCTG 

TCCTGTCAACGTGCNCGCCCNAAAAGGAACCTACCNGGNGCCAGNTTTGGGNCCATNNTT 

TTTCCANCCCNCGGGGNAATGNCCCTACCACATTCTCTTATTGNAGGCCGGAGGTACCCC 

TTGTCCCNGGGGGCNGGGCACCGNCTTCTTAAGAAACCTTAAGNTGGGGATTCCCCCCCC 

CGGGGGCCTTGGCAAGGGGAMTCTCCCGNATTAATGNNAAAGGCCTTTTNAATNCGGAA 

TTANCCCCGGCTNCCGGAACCCCTTNNNGGANGGGGGGGGGGGGGNCCCCCCCGGGGNTN 

CCCCCCAAGGCCTTNTTTTNGTTTTCCCCCCTTNTTTTAANTATGGAAGGGGGGGTTT^ 

AAAT7TTGGCCGNCCCGCCCT 

Sequence 2207 

AGGTACACAGAGAGGGGTGTCACTTCAGAAMTCTTCCAGCATGTTCTTCAGAATATTAA 

TTTATATGCGAGGTGAGGTTGGGAATGAAAAGAACAGGTCAGCAC I III 1 1 I U 1 1 CCTA 

GAACATACAAAAGAACATGGNGGACTTTCAGGGGAGTGCCAATGGCAAAGGNCGAATATT 

TCC 1TMGG GGTCCCCGNAGGNAAATGGGGTAGTTGNAGAGGGGAGGGGGGAACACAAAT 

GGCj im iGNAGGCTTNACNTTTTTACCCCTTCTGGATACTTANGTTCCAAGGGNNCCC 

AGMNCCCAGNCGCACNCANGGCCAAAMTTTTNCTTATCCTCGGGGGTGCCNNGGGCCC 

CACCTGGANAAAATNC CCCTT TGGTTTCAAAGNAAACCCCAGGAATCCACCAAANNATTC 

CTCGGGGGGGCCTTCCTTTTGGGGTNCCCCCA7TTTGNGGAAGGNAAAGGGGGAAAGGGG 

AAAAGN AAGCC CCTCCAAAAAAANTTANACGGTTGGNTGGCCMCCCNCCAATNGGCCNC 

CAATTAATTTTCNAGGNGGAAAAC 

Sequence 2208 

CCGGGCAGGTACCATTATTATCCCCACTTCAGAAATGAAGAAACTGANCCTCAGAGAGGG 

GAATTCATTGGCCTGAAGTCAGCACAGCTGGCAAGTCTGTAACCAAAACCTAAGCCTGCA 

ACTTCTGCTGTTCACTGCTGCCTCCCACAGCAAAGGGACTTCAGCTACACCACTCAACAT 

CTTGTGTGACCAGCCATAGGGCAAATATGGCCATCCCGATATACACACACTGTCCTCAGT 

GCACTTCCAGGATGCCTTCCAATTTAAGGAGCTCTGCAGGGCCTGGGGGATCTAGCTGCC 

ATTTCCAAGGCTGGCAGGGCAGAGCANAGGTGGAGCCTGGAAGGAGCCCACTTTGGTTTG 

TAAGCCTCCTTGCAAGTGCACTGGGCCACCTGAGGCACTTAGGGGCCTTCTAGGATGTCA 

GGCACCTTCACCTCTGAAACTAANGCTGGGACCAGGGCTGGAGGACTCTTTGCCCACCTC 
TTTTTTT 

Sequence 2209 

ACTATAGGGCGAAA TTG GAGCT CCCCGCGGTGGCGGCCCGCCCGGGCAGGTACTTTTTTT 

ITTTTTrrTTrm IGGGATTTTTAGTAGAGGCGGGGTTTCACCATGTTGGCCAGGCTGG 

TCTCAAACTCCTGACCTCAGGGATCCTCCAGCCTCGGGCTCCCAAAGTGCTGAGATTATA 

GGCCGGAGCCACCGCGCCCGGGCTCATGACAATTTTCTAAGGCAGCACAGATGAAACAAG 

GAAAGCAGGAACCAGGGTCCAAAACCATGTCTCTCTACTCTAAATTCGATGCTCCTTCCA 

CTACACTGATGGCTTTCACAGTTTACAGTGCTTGCAAATCACCTAAAGGTCCTGTTCACA 

GATCACAGGATACCGACCAAGTAGGTCGGGGTGGGGCCCGAGAATNTGTATTTCTAGCGA 

GCGCCCAAAAGTAGCGGAGGCTGCTGGTCGTCGGGCTACCCTTTGCCTGGCAAG 
Sequence 2210 

TAGGGNTTTTTGGAGCTCCCCGCGGTGGCGGCCGAGGTGCCACTGCGCGTAGCCACTATA 

GCCTTTCGCACAGTTTTAATACA 

Sequence 2211 

CCGGGCAGGTA CGCG GGATTTGAGAACCCTTGCCCTACAGACAGTTTCTGAGAGCACCCC 

AGGAGGATTAAGTTTTAGTTACTCACCATTGTGATGTGTTCAATGAAGTGGCCTTTAGTT 

TCTATCTTCTGGTTTCTGTCTCCCTAACTCCCTTCCCAGTATTTCCTGGAATCATCAGCC 

AAATAAATTACTTGCACTTGGATCATTG7TTTGGGGTCTGCTCTCAGGAAACCTAAACTA 

TGACACTCTATATCTACAGTTCTGGTATTCATATTTGTTTCAGTCAGCTAATGTTGGACT 

CTGTTAGCACAGCTGTTTGGMTTTAMCTTTTCAAGAMTTCTTTCATCC 

ATTCCTGTTTTATTCTTGGATATCCTAAGTGCATACCCAGACTAAATGATAATATCAACA 
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CACAATTTAAATTTTGCCGTTTGCCNCTTCAAC7TGNCCNCGCTTTTCCCAGNTCGGGGN 
AAAACCCTTGTTCCGNTGGCCCAGCCTNGCAATTAAAATGGAATTCGGGCNCAAACGGCC 
NCCGGGGNGTANGAAGGGCCGNGNTTTGGCCGTTATTTTGGGGCCG 
Sequence 2201 

GAGCTCC CCGC GGTGGCGGCCGAGGTAC I I 1 1 J I I I I 1 1 J ) II J I ) I I 1 1 I I I G NTNTTC 
CTCCTTTATTTTAATTATTTATTTAGGC^ 

CTAGCTGAACACAAGCTAATGGAACAGAGACTTNANAAACCACACATGACAAACATCAAC 

TTTACAAAAATAATTTTTGCAAGTCCAMCACAAACAGNCATAGTCCACTGCAAGCAACA 

AAAATAAACTCTGAGGAATGAGAAGAATCTGATTTCCAGAGTTACCACCACATTAAAATA 

TCCAATTCTTAACCACAACAACAACAAAATCACAAAACCTGGCTGGGTGCGGNGGCTCAC 

ANCTNTAATCCCAGCACTTTAAGAGGCTGAGGCANACGGATCACCTGAGGTCAGGGAGTT 

CAAGACCAGCCTGGCCAACATGGGGAAACCC 

Sequence 2202 

ATAGGGCAGAATTGGAGCTCCACTCGCANGNGGGCGGCTCGAGGTACTGGCAAAAAAGAT 

GTTCGGTGGTTCCAGCAGAAGCCAGGCCAGGCCCCTGTG7TAGTGATGTATAAAGACAGC 

GAGCGGCCCTCAGGGATCTCTGAGCGATTCTCCGGCTCCAGNTCACGGACCACAGNTCAC 

CTNTGACCATCAAGTGGGGGCCCACCGTTTGAAGGGATGGAGGCTTGACTATTTACTGGT 

TACTGTTGNCGGTCCCGCTCNTAAGAACCTAGGTGGGATNCCCCNCGGGGCCTGCCAAGG 

GAATTTNCGGATAN NCANAGCCTTTATTCCGG AATAC NCGNGCGGACCTCTTCTGTANGG 

GGGGGGGGGCNCNCGGGTTAGCTCCCAAGGCNTGTGTNTGGTGTGCNCCCTCTTTANGTT 

GGAAGNGGGTTNTAMNTTTGGCCGGCCGNCCTTTGGGCCGNTGANANTCCATTGGGGGT 

GCAAATAAGNCCTGGNTTNTTCCCTTGGTGGTTGGAAAAAATATGGGTNTAATTGCCCCG 

GCCTTNCAACCAAATTTGCCCANCCAACCAAATCCATTTACCTGNAAGGCCTCCGGGGGG 

AGGCCAATTAAANAAGNTTGGTTANAAAAGGCCCCTTGGGGGGGTTG 

Sequence 2203 

GGGCAGGTACGCTCTCCAACTGGCCAATACAAATCCCTTGTATCCGTCTTCCGGGCTGCA 

GGGCTCCCTCAGGCAGAGGCTATGACCTGCAGATAGGCCACACCATTCTTGGACTGGTCC 

TGTAGAGCAGGGTTCCCCAATCCCTGTTACTGCTTCATGGCCTGTTCAGAAGTGGGCCAC 

ACAGCAGGAGGGACTTCAGTACCT 

Sequence 2204 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGTCCCATATCATTAAGTGCCAGTG 

TCCTGCATTGAGTTTGTGGTTAATTAAATGAGCTCTTCTGCTGATGGACCCTGGAGCAAT 

TTCTCCCCTCACCTGACATTCAAGGTGGTCACCTGCCCTAGTAGTTGGAGCTCAGTAGCT 

GAATTTCTGAAACCAAATCTGTGTCTTCATAAAATAAGGTGCAAAAAAAAAAATACCAGT 

TAAGTAAAGCCTCAACTGGGTTTTTGTTTCTATGAAAATATCATTATAATCACTATTTAT 

TTCCTMGTTGAACCTGMTAGAMGGGAAACCATTCTTATTAAGCTTTTTATTAGGCCC 

TGNGGCTAAATGTGTACCTGCCCGGGCCGGCCGCTCTAGAACTAAGNGGATCCCCCCG 
Sequence 2205 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGAGCAGGGGCTGAGAGGTTGGCTCAGGTTGG 

CTCTCTGGGAGCCTGACTGTAAGTCTATAGTTTTATTTTATTTTGCTGTTGTGAGAAATC 

TTTGATAAGTTAGAACAGTGGTTCTCAAAATGTGATCTTGGGACCCATCAGGGTTCCCGA 

GACCT TTGTAGGGTGCCTATGAAGTAAMCATCTTGTCATAACAATATTAATTATTTGCC 

TTTTTCGCTCTCATTCTTTCTTAGGTGGAATGTTCTAGAAGGCATATGATGTGATCTTGC 

MCAGATTGMTGCAGAAACAGAGATGAGCGTCCAGCCATCTTCCATTAAG3CAGATTTT 

AAGAGACTTTCAAAAATGTGTAACMTGCTACTCTTCTCACAAATTATTTTTGGTTTGGG 

AAAATATATTTTAAAAA 

Sequence 2206 % 

AGGTGGCGGCCGAGGTACGCGGGTAACCTGACGATCTCAGACGTCAGCGTGAGTGATGTG 
CCATTTCCTTTCTCTGCCCAGTCTGGGGCTGGGGTGCCAGGCTGGGGCATCGCGCTGCTG 
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GATAGCAGTAGTTGTGGTGTCATGTCCTGCAMCATGAACGTTTTCACTTCAGCTTGGAG 

ATCTGCTTCAG AGAA GTCTTTGGTGTTTTCACTTTTGGCACTCAAAAGTATGTCCAGAAA 

ATCCTGGCGTCTTTTCTGAGTAGTATCTTGTTTTAGCTTATCCTTAAGAGACTCCTTCCG 

GTCCTGGATTACTTTCTCTGTGAACTGATGAAGTTCTTGGTTAAATTTAGAAMGATTTG 

GCCTTGAGAGCTGAATTTGAAAACCAGGTCGTTGTGATGTAGAAAATTGTTCATGCGCTG 

GTTGGAGA7TTTGCTAAGGTTGAACACTGCTTTCAGGTATGAGTCCAGGGTACCT 

Sequence 2196 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCTCTCTCTCT 

CTCACACACACACACACACACACACACACACACACACACACCCACCAAACAACAGTGTAT 

CCACAAATGAATGAATGAAAGTTTTACTTATMCTTCACTGAMCACAGCTTTTGCTTAT 

TCTAGTTTAGGMCCATGAGTGATATTTTGGGAAACCTTTTATGGATTTAAGAAATGATC 

CCTGGCTGGiGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGT 

GGATCACGAGGTCGGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTAT 

TAAAAATGCAAAAAATTAGCCAGACATGGTGGCGGGCACCTGTAGTCCCAGCTACTTGGG 

AGGCTGAAGCAGGACAATGGCGTGAACCCGGGiVGGCGGAGCTTGCAGTGAGCCGAGATAG 

CACCACTGCACTCCAGCCTGGGTGAAAGAGCGAGACTCCGCCCCAAAAAAAAAAAAAAAA 

Sequence 2197 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGAGTGCGCA 

AGATGCACAGGAACAGAATAGCAAACTCACATGATTGTTGGCAAGGAAAACCTGGCTACG 

TGGCTGATGTTAMTTTGCTTTTTMGACAGCCAGATCMGAAATGTCTGMGACTTTGA 

GACTGCAGCAGGGAGATGATTTTGCAGTTAGTAAACACAGCCCTGGGAAGCCATGGCAAG 

GCAGTTCTGGGTTGTGGTTTTTTGCACTGAATGTAACCTAGACTCATCTTCACGGGCTTG 

TGTTGCCCCANGTACCTCGGCCGCTCTAGAACTAGTGGN 

Sequence 2198 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCCAACCTTGCAAATGGGAGCTGGCCAGTGGGT 

TGGGGTGACCAATCAATGAACAAGAGAGGTCTGAGACCTCCCTGTCCGTCGGGTCTGAAG 

GGCTGCGTGGGGGCATGTGGCCTCACCTGTTCTCTAAGGTAGAACTGCTCCATAAAGGGC 

CAGGTGTGCAGATCCTGGTCCTGGGATGTGAGTGCTGCTGAGCCAAGGTGCACGGAGCAT 

TAGTTCATCCTTCTTGAMCCTGCGGTGGCMTGGTTCTTGACAGGTATTGGGTTAAGAA 

TTGAGGACTCAGTGACAGCTGTGGACCTTCTTCCCAGAGAAGCACACATACTGAAACCAT 

CTGCATTTGTGTGTGGGGAGAAGTTTGCAGATGTGGGGAGTCACAGGTCATTTGAAATTC 

CAAGATTAAGAAACCCTGTTACCTTTAAGATAAAGTCTGACTCCATGGTATGACAAATAA 

ATCCCTTCCCAGTCTGGTCTTAACCCAGACCTCATTTGCCACATGTGCCCACTCCCCATC 

CCCCTGCAGGCCATTCCTCANCCACCATGGCCTTTGGCCTTGCTTATTAGGTTCTTCCCA 

ANGACCTTCTCACCAGGCCTGAGGGTACCT 

Sequence 2199 

CGCCCGGGCAGGTACGtTTAAATGGGATTGTTTGI ! I I I CACTTGTTGATTTTTTTAAGT 

TCACCAGATGCACTGTGCTGGGGTTCTGTGATAGTCCCTAATTGCTGTGCACCCTCCCAA 

GCCTGAGAGCAGCAGGAGGGAGGGTTGCGAGACAGCAAAAAGGTGGACTGCCTCTCTCTT 

TGGAAGCTGCATGCCGGAGAAGTGTAGAGCTGCTCCCAGCTGGAGAACTCAGGAGGGCTA 

GGGTGGCCTCACTAGCATCCCAGGCTAGTGGGCCTTATCCTACAAGGTTCAAGTGGTGGT 

GAGGTCTGCAAGTCTATCACTGCTCAGCCCCATGGACTTGGCCCCTTTTCTGGGGAGCGT 

GCAAGAAAACTTGGCCTCCCCAATTGCTGGAGCTGCAGCCCCTGGTTTTGGGGTACCTCG 

GCCGCTCTAGAACTA 

Sequence 2200 

TGAAGGGTTTAATTTGCCGCCGCTTGGGCCGTANATCATGGGTCATAGCTGTTTCCTGGT 
GTGGAAAATTGTTTATCCCGCTCACNAATTTCCCACACCAA^4NATANCGANNCNCGGGGA 
GCATTAAAAGGTGGTAAAAGCCCTGGGGGGTTGCCCTTAATGGAGGTGTAGNCTAAACTT 
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Sequence 2190 

CTGTGAAATGAAAAAGAAAAACACAACTTAGCTAGGCCCAAGATACCCCTCCCCACTCCT 

CCACCATCCCCAAGTGTGGGGAAGTCAGAAGTGAAGCCCACGAGAATGCTGCACTGAGGG 

ACTGGTATTCACAAACTTACAGTTTCACCACGGTTTCCATGTTTGCCAGCAGGACCCACG 

GGGCCATGAGGACCAGGTGCACCTGCAGCACCMCGGGACCAATATTGCCAGGGTAACCG 

CGCTCTCCCTTGTGTCCGGGTTGACCATCGCGACCTGGGGGACCATCGTTCCCAGGGTTG 

CCCTGTGAAGACACCACACAAATTAAGGCTGTTGGTGAGGCTCTGCTGCCTACCAGCCCC 

TATGTTGTAGCTACTCTGTCTTCATCACTTCCAGTGCTCAGTAACGAACCCTCTTTCAGA 

•CTGTTAAMCTAGGGATAAAMCCTGCCMCCTAMTATTTTTTAGAGATGTTTTAAATA 
CTTG 

Sequence 2191 

CNAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGTTGTCTTTATGCTGCGAGATAA 

GTCCTCTCTTGGTTTGAGCTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGC 

TCTTGTAAAGGACATCCTTTCTGGTCTTTGATTCTTGAGAAAAGTGAGTGAGGTGGGGCC 

AAGATGGTTGACTAGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGT 

GAGACACTAGCTCTTCAACCGGAACATCCAGGTGGACACATAAGGATTCATCAGTGACAT 

AGTGTGACCTTCNGATCACGGAGAAGAGTGAGACAGATCAACCATTCACCCAGGAGTGGC 

ACAGACCCAGGGGAATCCCCCTACAAGAAAATGGTGAAGTGAGTGAGAATCCCGTGGGAT 

GCATATTTCTTGCCACGAACCTTTGAATCCCTGGGCTCAGGAGATCCCCAACTT 
Sequence 2192 

CCGCGGTGGCGGCCGTCTTGTTTTCCCGGCCAGGAAGCTTCATCTTCCGGATCATCCGGG 

AMGGGACAGAGGCGGCCGAGGTACATTrCCTCTTTGTGGAGCTATTTATTTTTCTGGAG 

AGCCAAGACAGGTATTTCCACTTCAGTGGTGTGATTTGAGGGGTTAGGAAAATTTCCTTG 

CCTTCAATTTTCTTTCCAACCTAGATGTCACAAATACATAATAGTAGTCCTTAACTTTAT 

TTTTGTnTCAGTCACCTGAAAGACATGACAATCCATACTCCATATTAATGCAGCGGCGA 

TTCTCAAATAGAGAAGGGCTTTAAAAAATTAGAAATCTCTGCCGGGCGCAGTGGCTCACG 

CCTGTAATCTCAACACTTTGGGAGGCCGAGATGGGCGGATCATGAGGTCAGGAGATCGAG 

ACCATCCTGGCTAACACGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAACCANG 

CGTGGTGGTGTGGGCCGCTGTATTCCCACTACTCGGGANGCTTGAGTCANGAAAATG 
Sequence 2193 

GGAGC TCCCCGCGGTGGCGGCCGAGGT AC 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 1 1 GCGGGTNT 

7TTNNGI i 1 1 1 i i 1 1 1 i i i i I I I I I I I I 1 1 1 1 1 1 1 1 IANNNNNNTTTTTNTNTTNTNCNT 

NTTCTNACTANTAATANGGATNANGGCCCTCNTGNTGAACATNCCTGNCCNTCNNATCTN 

ACACCCACATCACGCNGNGGNGCCAGGTGCNCACTTTGTTCTTCCTNTGCTCCGNCNTGT 

GACTTTCMGATTGATTTCTTCTGAAAAAATATATTCCTGAAATTAAAACTGANAAATCC 

TGATTGAAANAGAGTGGGCTTTCTNGTCTACTCAAAAAATAATGGGAATATTAACCATTC 

AATAATGTCTGGGGTAAATCAGAGATTTTAAATGAAGCCTTTCTGTATGACTACCAATCA 

TTTAAAATCAACATCATGGTTTGCTATGAAGAAAGCCATCATTTCTACCCATCAAAAATA 

CATTTATGAAAGATGAAAGTGAG 

Sequence 2194 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGACCTATTTTAAGGACA 

MTGATTACCAACTTTAATTCCATCTGCAACCTTAATTCTCCTTTTCCATGTAATGTAAC 

ATATTCACAGGTTCTGGCMTTTAGGATGTGG7TTTCTTTCCTGCATMTTATTCTGCCT 

ATCACAACTTCCAAAGTTGAACTATATTGTGCAAGGTGGACATCCAAGCTACCAACAATG 

TTGAAAGCTTAGATTTG7TCAACACATTTACAGACGTTACATTCTTCTTTATGCCTGAAA 

GGTAGACCTTATACATAAAGCATGAACMGTAMTTGGTATGCTTTTTTGTAGGATTCTT 

GGCTCAGGGCCCAAGGAGCTTTACAGTACCTCGGCCGCTCTAGAACTAAGTG 
Sequence 2195 

GCTCCCCGCGGTGGGCGGCCGCCCGGGCAGGTACTTTGCCAAGCAGTAAAAGATCCAGGA 
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TTATTTGTCTGGTGGATTAAAGCTTTAGAAAAGCTACGCCTTGGATACAAGTGAACCGAT 

MTTCTGGTCTAATGTTGCCGTGGTAACAACTCATGCTGATATAATTGAGAACATCTTAT 

ACATCCTGGTTCGAACATTTTCTCCCTGCCATTTTTGAGTTGTTCTAGTGGTATATGAAG 

GAGGCTGGGATAACTAGCTTGAAAGAAATTCAGT 

Sequence 2185 

CTATAGGGCCAATNGGAGCTCCCCGCGGTGGCGGCCGAGGTACACTCACAAGGAAATAGG 

ATGTCAAGTCCTTGGGTAGTTTGATAGTTTTCCATGACACCANCTTATAGCACAATGCCA 

AAATAMGTTCAGGAGMGGGTCAAATMTGCAGACTTGTMGTTCCTGTAATTCTTGAC 

TATACAATTGATTCCATTTTGAATGTTTAACACACAOTTGCTCAGCAGTCTGGATGTTAC 

TGTATTCCCCCACAAAGACAGCTCTGTAAATGAACATAAATCAGGCTATAAGAGAATATC 

TCCTTACACTTGGTCTTCAGGGCAGAAGTAGCAACAAAGAAGCACAAGTCCTCTTTGAAA 

CCATATCTTGATTTAGTGTCCTCAGGCTAACACGTATTGCAGTGTGGCCCAACAGAAATG 

GGTCTGTGAGATACTTCAACACCCGGCANGGGCTTGCT 

Sequence 2186 

GCGGCCCGAGGTACAACGCAGAGCAGGTCCTGAGTTGGGAGCCAGTGGCCCTGAGCAATA 

GCACGAGGCCTGTTGTCTACCMGTGCAGTTTMATACACCGACAGTAAATGGTTCACGG 

CCGAGGACGCGGGCAAGCCCAAGGCTAAAAAGGCGGGCGGAACCAAACCTAAGAAGCCAG 

TTGGGGGAGCCAAGAAGTCCAAGAAGGCGGCTGGCGGCGCAACTCCGAAGAAGAGCGCTA 

AGAAAACACCGAAGAAAGCGAAGAAGC 

Sequence 2187 

CGNATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACCTGCCAGACTGTCTCC 

AGTGACATCCCACTATCCATGTAAATGGCACCAGCAAGCGACTCAAAAATATCCCCCATG 

GCCTTTGGAACTTCAATATCCTCTTCTTTCTCTTCATCCTCCTCAGATCTCCTAAGCTAT 

TACAGAGGGAAAAGTGACTTGTAAGCAAAAAGGCCACTTTTACAGGCAGTCCACAGATGT 

AGTTTCTTTTCTTGGATATATGACTTTTGT^ 

TATGGTATGCCTACTATATTGTAATAGTAAMCAMTGTTATATrTTTAAAAMG 

CAAACTTCTCMGAAAAAMGAAAAMTATCCCCACCCCATTTATTATTCTATATACCCA 

GCAMGAAAAAAGATTACTTCTAACTTTAAACMCCTTAAC^ 

CAATAAAAGTATGAAAAA 

Sequence 2188 

GATTGGAGCTCCCCGCGGTGGCGGCCCGGGGGCCATTGGGACTGCCATGGAAGACTTGAA 

AGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAT 

AGACCACTGGAACAATGAGAAGGAGAGAATTCCACTGGTCACAGACAAGACTCTCTTGAT 

CTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGC 

TGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACA 

AGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTG 

G AACCC ATGGTCCACTGAAGTTCTTATGCTACTTTCACTGAG CATCCTATGAAATAC AC C 

AGTGAGAAATTCCTTGAMTTTGCMGTTGTCTGGGTTCATGTCTAANCTTGTTCCAGCT 

ATCCAGAATGCCCACAAAGAATTCAACTGGATCTGGAAGAAGAAAGAAACTGATGGTGTT 

AACTGAACCCATTTTGATTGAAACCTACACAGGGCTGATGTCATTCATTTGGAAACCCGC 

ACCAACTTTGGCTNTTTCCTTTGCCCCGTNGGGMTAT^^ 

GTACCTCGGNCCG 

Sequence 2189 

GCGGCCGCCCGGGCAGGTACAGTCCTTTGCCCCCCCGACAAACTCATCCCCTAGTTGCAG 

GTGTGCATTGCCGGGCTTCAGTTAACTGTCCGTGAAGGTTCATTTCATCACACACATTTC 

ACATTTTACAACAGTGCTCTCTACTTCATTGCTAGTCGTTTAAAATTTGGCCACATGGCA 

AAAATGTGTGTAATGCAGGGGTC I Hill I AAGTGTTC ATTGAGCACGTAATTCAAAAGT 

CTGAATATTAAATAAACATCTCTGCCCTTTCTTTCTTCCAGCAGGCAGCTCAAAGAACGG 

CTCTCCGCGCTCTCTCTGACAGGTACCGCG 
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TTCTCTCCTTCTCATTGTTCCAGTGGTCTATCTTTGTCAAGANCCAGAAGCCTTGAATGG 
TCTCTCCAGAAGTCTTCAACTACGTGACCTTTCAAGTCTTNCATGGCAGTCTCAATGGCC 
CCCGGCCGANGTAC I rTTTTTTTTTTTTTTTTTTl 
Sequence 2180 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTCTGATTGGAAAAAAAGGCA 

AGAGGCAGATCATGGGATCCATTAAAAGCTTTCMGCAATATCAGATACACATTTAAGTA 

AAATCACTTTGAAGTGTTAACAGATGGATTAGAAAAATTAAAAGCCAGGGTAAGCTAGGA 

GGTTACTACACAGTTCTATACACAAACTCATGTATTTAGCAAATATTCAGAGTGAGTGAC 

TGMTACACTTTTCCAGACCTGAATTAAAGTAGTGGCAGTGGGAGTGAAGACAACGAGGG 

GAGATAGGCCAAGAACTATAGTTAGAACAGACATTAGGGACATAAGGAACATGGGTATTA 

AAGAA AGGAAGATGATTCC TAG GCTTCTGATAATCTGAGACCATACTGTTTTCAG TTTGT 

ATCCCA1 I I I 1 1 I I I I | | | I GGAAAAAATTTTGNTNTTTNGCCCAGGCTAAAGGNCAGGG 

GCTTNNTNTNACTNCCTCCCCCTCCNGGGTTNAAACAATTTCTTGCCTNAACCNCCCNNG 

NGGNTGGGAT TAAAG GCCCCCCCAAANNGCTGGGGTAN 

GGGGTTTCCCNTTTTGGCCNGGGTGGTNNTAMCCNNTTTAACTTGGNNGNNAAGGTTCN 
NNNNCCCNAMNCCNNC^GCCCTCCNNTNGGGNAACAMGGAMCTTTTTCNNAAAAA 

Sequence 2181 

TGGAGCTCCCCGCGGTGGCGGCCGAGGTACANGTCCACTAGCACGGCAGCTATAGTGTGG 

GCATCTAAGAGTGCCCTGTAAGCAGCTGTGGCCAGACTGGGTCCCTGGGAGAGGCCAGCA 

GACCAAGGAGTGCTCAGTTGGACCAGCTTCTTCTGATTTGCAAGACCATCCTGCAGAAAT 

TAGGCCCAACAGTTCCCGTAGGGCTAAAGTCTCTTATGGGAGACAGTTGAGCCTAGAGAA 

ATGGCCATCACTGGCCACACTTTACTACAGATGCTCTTGCACCAAACCCTCTGGCCACCA 

CATGAGCTGGCTTGCTGCATTATCTCTTTGCTTGTCTTCTGGGGGCTGCATCTCAGAGAG 

ATGTAGGTCAGCAATTACTCAGTGCAGCCAGCCCAGGATGGAAGATCTTTACTTTTGGCC 

AAGTTAGGGGTTTGCTGTCTGCTGAGGAGCAGTGGGTAGTTTGTGGGACCCATGGAGGAT 

GGGCTGGCTTCCTCTCCTTGGGTAAACTGCAGTTTGAGGTGTGAATAAAGCACTTAAGGT 
TTGGG 

Sequence 2182 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTTCGTGGGTCATTAN 

CATTTCANATGAAGTGCTGGCAAGGGACCCTGCCATTCAGCAGCACAGTGCTGGGCACAC 

CTGGGTTGTCACATGTGCCCTGTTAGGAGGCGGTAGATGCCCCTCTCCCTCTGTCANAGC 

TGANCATGGCACTTGTAAATANCCGTCTTCCTGGAAGTGCTGGGTATNGGAACACCTGTG 

GGGGCTGTTGCTCACCCCCTCTTCAGGGAACGCTGGTGCTCATATTTA 

Sequence 2183 

AGGTATCCCGCGGACTTCCGGTTTGATAAGCCAAAGAAAAGCAGAAGCCCAGCCTCAGCA 

GAAGCCCCAGGGGACAGTGGAGAGCGGTCAGAAGGGGAGGCCATGGAAATCTGCTCTGAG 

CCTGTGGCAGCCTCCCCTGCACCGGCATGGTGAGAGGCGGATCTACAGACATAGGAATAC 

CCTCTACCATCTGCTTTGGTCAGGGGTGCCCGCTCGGAGGGATTTAATAAGGCAACCAAN 

GAAGAAAAAACNCANAACCAGATGGCTGGATAGGACTCAAGTAAAAGGGAGTGGGGGGGG 

CCAGTCACCCACTGGCTTGGGGCCGTGGCATTCCCGCCCCTTGGGGCCCTTTTCTCCCGA 

CCTTCTTGGTGGTGGGCCCGNNCCTGGGGGGGGCCAGGGCCCTCGCNCATCCTTCCCCAT 

CCTTTGGTTTCCCTCAAGCAAAATGGGCATTTAGCAAGCCTTNTCCATTCAAGAAGGCTG 

GTGNAGGGGACCCCACANGTATTTTGGGAAA 

Sequence 2184 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGAGCTGGTGTAATTGAAAGA 
CGTTTAGGTGCAATCATTCTGCTGTTTGCTCCTTGCCAGGTTCAACATGGGATTGTGTGA 
GTATTTGAAGAAAACAGCAATTTTTTCATATCTTTGAAAGATGTAAAAAGCGTAGAT^ 
TGCTTAAATTTAAGAAATCTGGTAATTTATAATCATGTGGCTCTAAAATAAAAAGGTATT 



Page 379 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



GGGGGCCNTGGCAAGGGAAAATTATTCNANTTTATTCAAAAGCCTTTTMTTTCNGAATT 

ACCCCNGTTCCGAAACCNTNNCAAAAGGGGGGGGG 

Sequence 2174 

CNGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTAGAAGCTGGGGGAAAAA 

GAGTAGGTAAAACAGACATGGCCTTGGCCCTTCTGGAATTTACATTCTCGTATGTGTCAT 

GAAAGTTGTmGAAAAAACCCAMCCATTGTT^ 

CAACACAGAAGACTTCTGTGACTCCAAAAAATATGTAAGGATTTCTCCCCACCACCAGGC 

AAGCAATCAGTTCTGCAGCGGACACCAGTTGGGTGTCCTCCAATTCAATTCCAACACTAT 

CTACCTAGAGACAGCATCAGATCCCACAGCATGAGGGCTCAATGCCCAAGCTGCCCCACA 

GCCCCCTGGGCACCAGTAGCMGTCTGGGCCTCTGGAACTTCTTTTTTTGCAGANATGGG 

GTCTCACTATATTGCCCAGACTGGGGGCTCA 

Sequence 2175 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGGAAACCTCATA 

CGACGGGTGCATGTTATCCAGTGATCTTCCTTCCTTCCTTCAACAAATATGTATTGAACC 

CCTTCCATGTGCCAAGCCCTGTGATATTAAAATGACGATTAAAATAGAGTGATCAATGCC 

ATGATAGGCGGTGTGAATGCATTACAGGGAGCTCTCCCTAGTTTAGAGGTCAGGGATGAC 

TCCAGAGGATGGGACATTTMCATTTMGCTMGATATTTATCANATTATCTAGTTGAGA 

GTGGGGAGGAAGGTGGGAGTTAGAGTTGGCCATTTGGAGCGAGGAGGTGGGGATGGTTAA 

TGGGTACCTCGGCCGCTCTAGAACTA 

Sequence 2176 

CGAGGTACAGTTACATTCTGTGGTTTTAAAATC I Mil I AATGGGCTTGGCATTTCTTGC 
CGI I i I I I CCTTCAATTA I I I I I CTTATTATTTGATTTTATGACCATTTTAAAGCTACCT 
TTATTTAGCTTTCTGATTACAATAATGAAATGACCAGTGTTCTCi I I I 1 1 I AATGTATAG 
TAAGCAAGAAGAGTGCACCACAACATCAACAGCCCCAGTCCCTACAACAGAAATTCCGAC 
CACAATGAGCACCATGGCTGCTGCCGAAGCAGCAGCTGCTGTTGTTGCAGCAGCAGCGGC 
AGCAGCAGCAGCAGCTGCAGCCAATGCTAATGCTTCCACTTCTGCTTCTAATACTGTCAA 
GTGGAACTGTTCCAGTTGTTCCTGAGCCTGAA 
Sequence 2177 

AATTGGAGCTCCCCGCGGTGGCGGCCGGGGGTACGGATGGGAAAGCCGTGGGGCAATGGG 

AGGTTGCAGGAAGCCCATCCTTCCCCTCCTGCGGCAGGTACCT 

Sequence 2178 

GGGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAGTTGTCTTTATGC 

TGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTTTCAGTGMCTCTTACATTTTG 

GGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGT 

GAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCA 

GAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATCCAGGTGGACACATAAGGATTC 

ATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAGTGAGACAGATCAACCATTCAC 

CCAGGAGTGGCACAGACCCAGGGGAATCCCCCTACAAGAAAATGGTGAGTGAGTGAGAGT 

CCCGTGGGATGCATATTTCTGC CCACG AACCTTTG AAT 

Sequence 2179 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAAAAGACTCTCAAAAACCAATACTC 

CCACGGGCAGGGGAATAGCCAAGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTG 

TAGGTCTCMTCAAAATGGGTTCAGTTMCACCATCAGTTTCTTTCCTCTTCCAGATCCA 

GTTGAATTCTTGTGGGCATTCTGGATAGCTGGAACAAGCTTAGACATGAACCCAGACAAC 

TTGCAAATTTCAAGGMTTTCTCACTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCA 

TAAGGAACTTCAGTGGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTC 

CCCCAGTAGATCCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTG 

AACTTGCCCAGGCAGATGCCGATAGACAGCGCTCAGAGGAATCCGCTGCAGCTGCACACA 

ACTCAGCATGATGAAGTCGTATTTGCAGATCAAGAGAGTCTTGTCTGTGACCAGTAAGAA 
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CTTGTCTGTGACCAGTAAGAATTCTCTCCTTCTCATTGTTCCAGTGGTCTATCTTTGTCA 
AGAGCCAGAAGCCTTGAACGGTCTCTTCAGAAGTCTCAGCTACGTGACCTTTCAAAGTCT 
TCCTGGCAGTCTCAATGGCCCC 
Sequence 2169 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAG 

ACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGA 

CAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTC 

TCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTC 

TGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACA 

AGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGT 

CCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGA 

AATACACCAGTGAGAAATTCCTTGAAATTTGCMGTTGTCTGGGTTCATGTCTAAACTTG 

TTCCAGCTATCCANAATGC CCNC AAGAATTCAACTGGATCTGGAAAAAGAAAGAAAACTG 

ATGGTGTTMCTGAACCCATTTTGATTGAGACCTACCCAGGGCTGATGTCATTCATTGGA 

AACCGMCCMCNTGGCTATTTCCTTGCCGTNGGAATATTGGGTTTTGAGAGTCTTTTTG 

GTCCTTGGCCGTCTAAACTAGNGGATCCCCNGCTGCAGGAATTTGAAATTAAGCNTATTG 

ATCCCGNNANCTTNANGGGGGGCCCG 

Sequence 2170 

NAATTGGAGCTCCCCGCGGTGGCGGCNCGCCCGGGCAGGTACAGGAATGGAAAACTTGAA 

ATTTGTCCCCTGTGCTGAAACMCAAGCTmcmGAGTATTGACCTGCTCTTAATAGA 

AAATAGTGAAATGTTrTCTCTACCTTTTA 

TTTATCMGGTAATTTCTTATGCTTTATGCTCTCTTTTACTAGGTCTTTGATTACTTGAG 
AAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGTGTGCCACTCTC 
ACAAATAGCANAAAGAGTGGTGAGACACTAGCTCTTCAACCCGGAAC 
Sequence 2171 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCNGGGCCCCTTCGCCAGTGTGGG 

GAACGCGGCGGAGCTGTGAGCCGGCGACTCGGGTCCCTGAGGTCTGGATTCTTTCTCCGC 

TACTGAGACACNGCNGACACACACAAACACAGAACCACACAGCCAGTCCCAGGAGCCCAG 

TAATGGAGAGCCCCAAAANGAANAACCAGCANNTGAAAGTCGGGATCCTACACCTGGGCA 

GCAGACAGAAGAAGATCACGATACAGCTGACATCCCAGTGCGCGACATGGAAGGTGATCT 

GCAAGAGCTGCATCANTCAAACACCGGGGATAAATCTGGATTTGGGTTCCGGCGTCAAGG 

TGAAGATNATACCTAAAGAGGAACACTGTAAAATGCCATAAGCATGTGAAGAGCAACCNC 

CAGTTTAMTGAANAC AAGCT GAAACMCGCMGCTGGTTTTATATTAAATATTTGACTT 

AAACTATCTCAATAAAGTTTTGCAGCTTTCCCCNNNANGAATTTTNNNNNNNNNNNNNNN 

NNAAMT TTNTTTNNCNNNGGCCCCTTNNNTTTTNACCCCAAGGGGNNTTTGGGGGCNTT 
TTTTTTTAAAAAAAAAAA 

Sequence 2172 

CGCCCGGGCAGGTACCATAGAACAAGGCTTCCTCCAACAGGCCGAGGTTGATGCAGGCAT 
CCATGGCGCAGTCGAGCACCTTCAGCTGGTAGATGTTGATATCGGGAAGCCGTTCAGAAT 
TGCTGCTTATGATCGCCTGGCACATGGCCAGAACCTGCTCCCACTCTGTTATTAACCTTA 
GTTAGGGATTCATTGTCTTTATGAACTTTCACAGCAAATGT^ 

CCTCCCGGAGACACAGTATCTTACTCCAAAAGATGAGTTCCTTGATGAGAATTTAAAGCA 

CCCCAATGCACAGCTGAGAGCCTGTTCCATCACACCCACTACAATGTCCCCGCGTACCT 
Sequence 2173 

AGGTACATCATCACCATATTTGATTAAAAGTTCCACCACCTCTTGATGATTGTGTTCTGT 

GGCCCAATGGAGAGCTGTCATCTTTAACATGTCCTTTGCATTGACATCAGCACCATGCTT 

AAGGTAAMCCTCTTACTATTGCTGGCATGGCCCTTCAGAAGCTTGCCATATGTTAATGG 

GNTGTTTCGGTCCCACTTTGGGTTTCTTGGGCAATCTCTGGCTCACACCCANGCTCNCAA 

GCAANTTACCCTGGCCCGGGCCGGCCCGCCTTCTAANAAACTAAGTGGGGATTCCCCCCC 
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TTAATGAACCAATCTTGCTGTGTCGATTTCCTGTGGAGATCAAGTCCTTCTACATGCAGC 
GATGTCC TGAGG ATTCCCGTCTTACTGAATCTGTCAGTTTCTGTTTCAAAGAGTATTA^T 
AATTTTGCTTTTTAAGGGGGTGGGGACTGTCATCTGGAATCAGGTACCTGCCCG 
Sequence 2164 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACAGAGAACAGAAGCCAT 

GGTCTAGCACCAAAGAAGGGAGGATGCTAATGAAAGCCAACTAGGGAAGAGTCAAGGAGA 

ATAGGG TCAGTGCC ACAGC ATGAAAC TGTAGCGTTGTAGCAGAAAGTTATTATATAAGGT 

GGGAGGCTGCAGCCCATTTACACCTAGGCCGCTCCAGTCATACTGGGTGTGGGAAGAT7T 

AAGAAACAACAGGCAGGATTTGGGGAATAGGCTTCAGCCCCAGTAAAGGATAAGAAGAGG 

AACCAAGGGCTTTGACACTGCAGAGCTCATACTCTTAACACTGAGGCAATTGCTTGTTCT 

CAGACCTCCCTCTAACAACTGGACCCAACTCAACTATTCTCATTCAATGGGAATATCTTA 

GACATTCCTAACCCAGCAGNTCTTTCACTCAATTTCTACAGTMCACATTTGGTCGGTGA 

GTCCTTCTTTA TCACAC ATATTCATGAACCAACTCTTTCATATTGGGCCACTCACTCACA 

T ANGG CTTCCATTrTTTAAAATTGG 

ATTTTCTCTTGGGAGGCTCACTTTTTGTCTTGTNAAGATTGGGAAAAAAATTCCAGGAAC 
CTTGGTTCTACTAAAAAGGATTTGANGGNCC^ 

TNMGNCCTTACTGGGCCACCGNTTTAAMCCTTAAAAAAAAAAAAAAAAAAAAAAA 
Sequence 2165 

CGCCCGGGCAGGTACCACATCCACTTGGTCGAGCTCCTGGCTGTGTGCACGGAGGGTAAG 

AATGTCTACACAGAGATCAAGTGCAACTCCCTGCTCCCGCTGGATGACATCGTTCGCGTG 

GTGACCCACGAGGACTGCATCCCTGAGGTGAGCGAGCCCAGCCTGGCTGTGCCCTTCTCG 

TTGCTATGTGGTGTGTGCTGTCGTGGCTCACTGGGAGACATGGTGGTGGCTGGCCTGGGG 

GAGCCCTCATGGCTCTGAAAGCTGCAGCTCATTTTGTAGTGGGATTTCAAGTTCCCTAAA 

ACATmCTCGAGCATTGATTTTGCATGAMGGMCACGGMGMGTTAGTCGTTCTTTC 

TGTATCTTTAAGAACAGTGAGGAAAAAAGCTTCAGCTCTGTGGACTMTTTAGCCTGTTG 

AGCAAAGGGGATATGACCTGAATGAACTTTTCAGAAATGTGACGAAGAGTAGGTTGAGAT 

CTAGTCCATATGAATGTAAGACTTAGTAAGTTAATTCTTTAAAACAAAAACCCTTATTAC 

AG AAAATAATG G CC ATTATAAAAAATTT 

Sequence 2166 

GACTACTATAGGGGCGAATTGGGAGCTCCCCCGCGGTGGCGGCCCGAGGTACCCCCACCT 

TTAG GAAAA AACCTACAACATATATTTTATTTACTAATATTCTCGATGAAACAGGAAAAA 

ATTMTTTTATTGAATGTCMCTGTTGGGCATGCATCTTTTTMTATTCTGTGTGATGAG 

ATGGGACGTGCACATAAAGCCTTCCTGCTGCATACAGATGCACAATGTCTGTCCTGAGGA 

AAGGTACCTGCCCG 

Sequence 2167 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACAGTGCCTATGCATAGTAATCTCT 

CAAMTTGTTTGTTGAGTGAGTGMTGTGTGMCATTTTATGAAATTATCTTTAAGAGTA 

G TTACT CATG ATCAGTATACTTTAAAAG ATCGGC NAMC ATTGATG ACTTTTTAAAAAG T 

AATTTTGGCCAGGAGCAGGGGCTCATGCCTGTAATCCCAACACTGGGAAGTGAAGGGGGG 

AGGATCACTTGAGGCCAAGAGTTCAAAACTAGGCTAGTGGACGTAGCCCAGACCACATCG 

CTNCAAAAGAAAAATTTTAAAACCAGCTGGATGTGGTTGGCATGTGCCTATTATCCCACT 

ACTGGGGAGGCTAANGCAGGANGATTGCT 

Sequence 2168 

CCGGGCAGGTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAATCTGAGAGTA 

ATACCCMGATGCCTCCTACCTTGCAAATTTCMGGMTTTCTCACTGGTGTATTTCATA 

GGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCATGGGTTCCAGCGGGACAGA 

AGAGACTACTCCTCCGGACTCCCCCAGTAGGATCCTAAGGCCTTCTCCTTGTCTCTTGTC 

CAGGGACATCCCAGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGG 

AATCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGAGAGT 
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Sequence 2158 

CCCCGCGGTGGCGGCCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 N I 1 1 I I G AACTTCTGTTTAG 

ACCAAGAGGAAGAAGCCAAAGGCCTTCANAAACCCCAAAAGTTAACACAACCTCATCTGG 

CTGCTCTAAATGCAGAACATTTCTAAGAAGTAGCATTAGGGGGTTCCCCANATNAATCTT 

GAAAACACATCAGGGCCTTCTNACCCCTNACTTGGCCAAAGATGTGCCGTGCTTTCGCAA 

CATTCTGCCMTTCTTATTTCTCTTTCACTTTCTGAGAAATGGGGGGAAAACACAACCCA 
AACA 

Sequence 2159 

CCGCGGTGGCGGCCCGANGTACAGTTTTTGATCTTGTGGAAGAGTATGAAAACATCTGTG 

GTAGTCAGGTGAATATACTGAGTAAAATAGTGAGTCGAGCAACACCTGGACTTCAAAAAT 

TTTCAAAAACAGCCAGTATGCTCTGGCTTCTTCAACAGGAGATGGTCGCATGGAGGCTCC 

TGGCTTCTTTGTATAGAGACAGAATACAGTCTGCATTAGAAGAGGAAAGTGTATTCGCAG 

TTACTGCTGTTAATGCCAGTGAAAAAACAGTTGTGGAAGCGTTATTTCAGAGGGATTCAC 

TTGTTCGACAAAGTCAAGNTTGGTGGTAGAATTGGNTAGAAGAGTATTTGCCAAAGATGA 

MTTGGAGAATTTTCTGATAATATTGAGTTTTATGCAAAATCAGTATATTGGGAAAATAC 

TCTGCATACCTTAAAACAACGGCAGCTGACTTCTTACCTTGGAAGTGTCGCCCCTTGTCA 

CTGAATTGGACCCTGATGCTCCCATAAGACAGAAAAATG 

Sequence 2160 

CCGGGCAGGTACTTATTTAAGACATTACTTAATAGAAACTGCACCTCTCAAGTCTATTCT 

MTATGAT GCATG CAGGAAATGCAAATTTGCATCCAAAATATTTAATGTTTAAATAATAC 

TAGACAAGTTTTTAAAATCATAGTAAATTATTTGTTGTCCATCAAGAGCAGAGAAAGTTA 

TATTCTACGTAATACAATATTCTGATTTAGTTTCCTCATCTGTAAAATAAGACTGTTATG 

GATTAAATGAATTAATATTTGTTTAGTATTTACAGTAGTCCCTAGCATATAGATTAAATG 

CTACATAAGCGATTATTAAATAAAGTAATATCATTGTGGCAGATCATATTTCCAAAAATG 

GCTTCAGCCGTATTTCTGGTCCAGCATGCTCTTCCAGAATCTTGCCAACCCCACCCATCA 

CATGGTAGAGTCTATTTCTCTCCTCTTGAACCTAGGGGGATTTCTAATTATTCTGGCCAA 

CAGAGCAAAATAGAAATAATGTTCTGTGACTTCCAAGGCTCTGTCATAAGAAGGATATAG 

CTTCTGCCTATCTTTCTCTTTTT 

Sequence 2161 

CCGCGGTGGGCGGCCCGAGGTACTGTGGGCTGAGCTGGTATCCAAAATGCAAGACAAAGT 

TCTCTTTACTTTCCTCTCTTCGAGCAGAAGGAAGGAGTCACTTTCCTTGCTGTGAGCTCT 

GCTGCCTGGGGTTGGTGGAGAGGTGGTGCAACCTCTCCCTTAGCCACTGTGTCTGGTACA 

GTTAATCTTTGAAAACTGGTGGGTTCAAAAGG I II I I I 1 1 I CTTCCACATTGGAAGAGAG 

GAAGTATTGTATATACTGCCAAGATTTGTCCTACAGAAAAGGATTATATGGCCCCAAAAC 

AGACTTCTTTTGTCATTTTAGATGGCAGAGTGMTTTTGTTCATTATGTTTCTTAAGGAT 

TAACAATTCCAGAAAGAACTGGGAAAGGGGAAATAGATGTTTGAGCTGAGAAGTTATTAT 

CTTACCAGTTTTAAAAAAATACTGCAAATACTCTGATACCTTGTTTTTCATGTCCTGCCA 

TTrrGNAMTAAATAACACTTTTCATATACAAGAGACTGGTATTATATACCTTCTAAATA 

TTACATGTCAAGGGGCTTAAGAACTGATTT 

Sequence 2162 

CCGCGGTGGGCGGCCCGCCCGGGCAGGTACAGGAAACCTCATACGACGGGTGCATGTTAT 

CCAGTGATCTTCCTTCCTTCCTTCAACAAATATGTATTGAACCCCTTCCATGTGCCAAGC 

CCTGTGATATTAAAATGACGATTAAAATAGAGTGATCAATGCCATGATAGGCGGTGTGAA 

TGCATTGCAGGGAGCTCTCCCTAGTTTAGAGGTCAGGGATGACTCCAGAGGATGGGACAT 

TTAACATTTAAGCTAAGATATTTATCAGATTATCTAGTTGAGAGTGGGGAGGAAGGTGGG 

AGTTAGAGTTGGCCATTTGGAGCGAGGAGATGGGGATGGTTAATGGGTACCT 
Sequence 2163 

CGAGGTACAGGGTGAAGGAGCTGCTTCTGTCTTGTTGCGATCCAAGTTGTAAATGTTAAT 
GAAGTCTTGTTTGACCTCAGGATATCCCAGAAGCTCCTGAGAGACTGATGACAGACACCA 
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GNTTAACAC ATTG AATAAAG AAN N ATTTCCCAACATTTGGCA 
Sequence 2152 

AGCTCCACCGCGGTGGCGGCCGAGGTACCCAGGCCTCATTGATGTGGGCAGGCACTGGCA 
GGGGCAGTGCTGGGTGGGGAGGAACTGTCTTCAGGCTCTCTGATGGTGTATGTCCATGGN 
AAATTTAAAACATGGGGTGACATGATTAATGTTGTATT7TTGAMGTGAACTC 
Sequence 2153 

AATTGGAGCTCCCCGCGGTGGCGGCCGACGTACCCTGTGCTNGGCNNTGAATAACANCAC 

GNANGNCCGNATCCNTGANNTTGNANANNNAATATNNAANGATANNGGCCTNNCNTTCCN 

GNATNCNGCTCCTCNNNNTAATNTAATNACACNTGTGGTNTATNCNCTTGNTNACATAAN 

CNCAGGACNTNATNAAGNNGNACTGCCTANTNTGAANTAGGNNANCNNTNANGNTGGAAN 

AATTGCANNTGATACNNATGGNNNAAAAGATCNTAATGNNGGNGCCNAGGTCNNAGNTAA 

TGTTNNNTAAATNNNANNTNTATNGNACGATGGGAATAATCNTGGCTNTCGGNGAATCCT 

TGTATCCGGATGTGCAGAAGCTTGTCAGCATCGCGTGCAAAAAAGGGCCCTGTATCCATG 

GAGACATTGACATGGGCT7TGATTTTCAAGTCCTTCTGAATCTTGGGGTCACAGGCTTGA 

CTGAAATTGCCAACNAAAACCTTCCTG 

Sequence 2154 

GGNNCCATTGNTANTGCNATNGTANACNCTNNANNTNACNTACNTNAGACNTCTGGCTAT 

ACCTNACNNNGNTTGTGNCNCTACGNCAANAANTGACCTCTGNANCANNNAGAACGATAT 

AATANCTACTGGANACNCACAACACTCTCTAANATCTNCNAATACCTACTTCATCATGCT 

GACCTGTGTGCAGGGNGCCNGGGNTTCCTCTGAGCNCTNTNTATCGAATGGTGNCTGGNC 

CACTTCACCTTNCCTGGGATGTNCCTGNGACAAGAGACAAGGAGAAGGCCTTAGGATCTA 

CTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGT 

TCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAAT 

TTGCAAGGTAGGAGGCATCTTGGGTATTACTCTCANATTANCTTTGTTGCTGGAGCTATG 

TGCTTCTAGGGACGTGTACCTGCCCNGGCGGCCGTCTANAACTANNGGATCCC 

Sequence 2155 

CCGGGCAGGTACCGGGGGGGTGCAGGGCAGTCAGACTGGAACCATGGAGCTCAGCGTNCT 

CCTNTTCCTTGCACTCCTCACAGGCCTCTTGCTACTCCTGGTTCAGCGTCACCCTAACTC 

CCATGGCACCCTCCCACCAGGGCCCCGCCCTCTGCCCCTTTTGGGGAACCTTCTGCAGAT 

GGACAGAAGAGGCCTACTCAAATCCTTTCTGAGGGGGTGGATCTGATTGCCGTCAATCAA 

TMTACCTTTGACCAAGGGACTCCMTCAATTCAGCATGCTTTGCCTMTGCCTTTTGTT 

TGTAATACTGTTGCGGGACMTCAAAGACTGGAGAGACCAAAAAAGGTTCAGGAGAGTTT 

ATTAAATTAAGGTGACCACTGGCTCAGCCAGAMTATGTCCNAAAAAAAAAAAAAAAAAN 

NNNCCCNNAAAAAAAAAAA 

Sequence 2156 

AGGTACCTGGGGCAACACAAGCCCGTGAAGATGAGTCTAGGTTACATTCAGTGCAAAAAA 

CCACAACCCAGAACTGCCTTGCCATGGCTTCCCAGGGCTGTGTTTACTAACTGCAAAATC 

ATCTCCCTGCTGCGGTCTCAAAGTCTTCAGACATTTCTTGATCTGGCTGTCTTAAAAAGC 

AAATTTMCATCAGCCACGTAGCCAGGTTTTCCTTGCCMCAATCATGTGAGTTTGCTAT 

TCTGTTCCTGTGCATCTTGCGCACTCCCCGCGTACCTGCCCG 

Sequence 2157 

CCGCGGTGGCGGCCCGAGGTACTCAATCTGTGAAGTGTGTTCTCACAGTGTCCCACACCT 

CCCCGAGGGGCTCACCTGCCCACAGCAGTGCTCTCTGCTCTTCAGTCCACCTAGATACTC 

TCTTCTCTTTGATCTTGAAGCCTCCTTATCCTGACCCATCATTCTTGGAACCACTAACCT 

ATAAAGTAATTGCAAATCAGACTCCTGTTTCAGGGTCTGTTTCTGAGGATCCTCAACTTC 

AG A CACTG TAAAT TTTTT TCATGGTAATG GTAAG GAAAATGC ATTATTTTATCTG AAATA 

TTCATmGTAATCTTTTCATTAATTATCCAATTGTTGAMCAGAAAAAMTTG 

ACTTTAAAAAATGCACACACATATTAATATCTGTTTAGAATCATAGATTTCTGGCAAGTC 

AGCCGTATCCATAATGTAAACAGATTTTTCTAACAAAAAAAAAAAAAAAAAAAGT 
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AAAATTGGNNCCCCCCCNCCCNNNAANTTTTTNAAANTTTTNNCCCCCC 
Sequence 2146 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCCAGGTACTAAGGCCTCCTTGAGCTTAA 

TAACTGGAATGGGTTNTGTGGGGTTTATCACTAATGTCTNCTGAGTGCTGGTCACCATGT 

CTCAAGCAATAGCCCTAAGGTGTCTACATGGATCACCTCATTACANCTTATAGCCAGGTC 

TTATAATGATCAATNCCATGTTTTANATGAGGAACCNGGGGCTCAGGTTAANCAACTTGC 

CCTTGCCCTTGATCACACTGGTCCCTTGTCTCCAAGGCCAANTNTATACTCAGGCCTCAT 

ACCTGAGGACC ACAACTCAAAAGGTCAAGCAGGGTTTGATGTCTGTTTTCT1TTTTCCTT 

TTTTTTTTTTTTAAAAAANAAAN 

Sequence 2147 

AGGTACCCTGGACTCATACCTGAAAG CAG NGTTC AACCTTAGC AAAATCTCCAACC AGN G 

CATGAACANTTTTNTACATNACAACGACCTGGTTTTCAAATTCAGCTCTCAAGGCCAAAT 

CT7TTCTAAATTTAACCAAGAACTTCATCANTTCACAGAGAAAGTAATCCANGACCGGAA 

GGAGTCTCTTAAGGATAAGCTAAAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCT 

GGACATACTTTTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCA 

GGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACATCCAGTGCTATCTCCTG 

GATCCTTTACTGCTTGGCAAAGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACNCGGGGG 

GCTTTTGATTNTAATGATAATTGCNCCTTTATCTTTNAAAAGCTGATATTTNCTACCTAA 

CCATCTACCGAGAAAAATATCTCATTAAAAAGCCCATAAATAATTNGGGAGANGAAAGCC 

TTAN GTN TNAATTCC AAANCAGTG ATTGAAAATTCCCAAAATAATTATGGCTTCTGTCAT 

CTCCAAANATAATCTGGCTTGGTTTACCCCATAATCTAATTTCAAAAAAAA 

Sequence 2148 

ATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACAGCAATACATGAGTTCTTCCTCTAGAA 

AACCAAGCCTTCTCTGGCTGTTAGAAAGGAGGCTAAAGAGGCCGAGAACQCAAGGTGTTG 

TGTTTGAATCCCCTGAGGAAAGTGCTGATCAATCTCAAGCTGACAGAGACTCAAAGAAGG 

CCMNAAAGAGAAACTTTCTCCCTGGCCTGCGGACCTTGAAAAGCAGCCTTCCCACCATC 

CTTTGCGGATCAAGAAGCAGTTGTTCCCAGATCTCTATAGCAAAGAATGGAACAAGGCAG 

TGCCTTTCTGTGAGTCTCAAAAGAGGGTGACTATGTTGACGGCCCCACTGGGATTTTCAN 

TGCACTTAAGGTCTACAGATGAGGAGTTTATTTCTCAAAAAACCAGGGAGGAAATTGGTT 

TAGGGTCCCCCTTGGTACCTGCCCG 

Sequence 2149 

AGGTACCTTGCACATCTCTGCCTGCGCTGCTCACCCACTGTCAAGAAAGAAAGGTAGAGC 

CTGGTGCTCTCCCTAAGCACTGTGGGCCTCACAGTTCGGGCGGGAGCCCCCAGCACCTGG 

CTCTTCCTGATGGAAAGCTTGGTTTCACTCTTCAGAGGTGGTGGCAACATCCCCAGAAAA 

CCGGTAGGCGTGGGCACAGTGGCTGGAGGCCGAGGGCTCCTCGCCATAGCAGAAGCA 
Sequence 2150 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGTTTGTTTCCAAGGCCATCTCTCACC 
GACTTTGTTCTTATTAAAATAATTTTTTAAA 

MINI I AGTAAATATGTTCATATTCCCATCATAAGAAGTTGAAACAACACAAGATAAAA 

ATTCCCTGGATTCTTCCCAGTTTTCATTTACTACCTCTGAGATAACTACTATTACCCATT 

TGGAGTGTTTCCTTTGTACAGCCTGGGTAGGGGGAAAATCMGTTCTTTCAGCTACCACC 

CATCCAACCTTTGGGCCTATGTGAAAAGAAAGGAACTAAGCTGGGTGTGTTCTGTCTGGA 

CCTGGGGAGGCCCCTGAAGGCAAAGAGGGAAACTGTCCCAGCTGTTCTGTCCTAGGGGAG 

GGGGACATAGCCCTAACAGGAGCTCCCAGCCCCTCTTGGCACTCTGACACACAAGTACCT 
GCCCG 

Sequence 2151 

AGCTCCACCGCGGTGGCGGCCCGCCCGGGCAGGTACAGATGGGGTTTNTNCATGTTGATA 

NACGNTATTCTNCAAACTCCCGACATCCAGTAATNCTACACACGGTCAGAGCGTACTCTA 

GNTCTCATTATTNATCAATANGTGCACAAACGGGMGTTTTCTGCTNAAGCCTGACTATT 
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TATTTATTGATCATTATCGGGCGTTTCCCGGAAAGGGGGATGTGGCAGGACAATAGGATA 

ATANTGGGGAGAAGGTCMCATGTAAACATGTGAACAAATGTCTTTTGCATCATAAAAAG 

GTAAAGAAAAAGGTGCTGTGCTTTTGATGTGCATATAAATAAACATCTTAATGCCTTAAA 

GAGCANTTTTGTTTCCACACGTTCCACC7TCANCCCTTAGGCAGTTTTTCCCTTTNTTAN 

TTGATGGAATNTCAATTGGGCTTTACACCTANACCTTCCATTGCCGGG 

Sequence 2140 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAG 

CTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGGTACACCCAACTGGG 

AGATGGGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGTGAAGG 

AGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGA 

GCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCTACTATCAATACCA 

MTCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTT 

ACTAACCATTATTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCG 

CCTGGCTTGGGA 

Sequence 2141 

ANGTACCCGGGGCTCGGACNTMGTANTTTGTTGGGCCGGGNTNTNANGCCTNGCTTCTC 

TNTACTTTTNCACTCTAGNCNANGATGNCTGATTNCCTGCCCGGN 

Sequence 2142 

AGGTACCGGTGCCCATCACCAACGCCACCCTGGACCAGATCACTGGCAAGTGGTTTTATA 

TCGCATCGGCCT7TCGAAACGAGGAGTACTCTTGTTTAACCATCAGAGGTGATCCCATCA 

CCTTCACAGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGCCAT 

CCTGCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCATTATTTTATTAAC 

CGTGTGGTAGGTTTTTAACTCAATTATCCTGGATATCCAAAGGTTTGTGGTCCATCTTTA 

GGCTTCCGTTTGTTCTTTGGTACCTGCCCG 

Sequence 2143 

NAATTGGAGCTCCCCGCGGTGGCGGCCGANGTNCCATNTNNGCGGNGANCTGAAGATGGG 
TGGCCCCNACANCCGNAANCCACNNTGCNCATTACCTGTNNATACTGCAGCCCTTNATAT 
GGAAACTTCTTACATCACTNTGNTGTGTGNGTNTCACAGGTGGGTTNTGCTGNACCNGCC 
CN 

Sequence 2144 

ATTGGAGCTCCCCGCGGTGGCGGCCGTTATTGGTGGTGAAGACCCGTAGCAACAGTGGGC 

ATGTCTTCTCGCGGTCGATCGGTTTCTCTGGCTCCTTCTTAATTTCCTCCTGGGTAACGC 

GCGACTCCACCGCCATCTTCCTCCTACGGCCTCCCCGCGTACCTGCCCGGGCGGCCGAGG 

TACCTTTATGTCTGGCAAAATAGCGCCCCAGAATGATGAGCAAGCACAGCATGGCGAACA 

CCACCACCGCCACGACGCCACCGATCACGGCATGATCCACTGCCCTGATCGAGCCTTCTT 

CACCTGCTCGGGAATCTGTGATGATGGTAAGGATGGTGGTG 

Sequence 2145 

GAGCTCCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACAGTAGGTGAAAGGTGAGGATTCA 

TCCAAAATCTGCTGTAGTGTGAGTGCCTGAGCAAGCCANCAGAAAGATTCTGGTCAGAGT 

GGGCCATCTAAATCAGTGATGTTGCAGGAAGAACACTGGAGTGGGGTGAATTGATTGAGT 

GTTACTGTAGGAGCCTATGGGTGGGAAGAGGCGGAATAGAGGGAATGATGGATGGCATGG 

CTGTCAAGACTCTAAAAGGACCTGGCATTGGATGATTTGGCCATCTAGAGGCTGAAGTCG 

TGCAGGATAATGGCAGGAAGGGCAGGAGGCATTGGGGTGAAGAGGAAGCCCAGACTCCAA 

GCCAGGGTGGTCAGTGAATGTGGCCATGTCTGGCATATCATGAAGGAGAGTTTCAAGGAT 

GGGTGGAAGATTTGGCCANATGATAGGCCCCTCAAAGGCTGAAAAGTTTGCTTGCTTGCT 

TTAATAAATGGAGGAAAAAAAGTATTCTAGAAGCNGGAATGGAAAATAAGTANTCTAACA 

AAATCCTNTCCAACACCTGGCATTGGGGAATTTTAAACTTAGAGAATACCATTATTTT^ 

AACCNCCCAGATTCCTCCTATATCTCACCCTTTGGGAAGNCAGGTNGGAAGACATATGGG 

CCACNTANTAAGACCTCTCTCTACAAAAAAAAAAAAAAAAAAAAANCCCCCNCCCCNTTT 
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TAAATCCACTCATCGTTGTGTTTAAGGAGGAACTGAA6CACAATTGTTAAGAACAAGTGA 

ATTAGGTGAATATACATTGACAAAAGGTTGATAATAAAGTTGTCAGAATTTCAAAAATAA 

TTTAGTGTGACTTGAAATCTTAAAATCATGTTATATTAAATTAAGTAACACTTTACTGAT 

TTAATATTTGAGTCATTTCTAAGGAAAATACTGAAATATCAATTGCTTAACAGAAGTTTA 

AAATATACGTAATTrGGCATCTTGGTTTCACATGTTATGGAAAAGCTAAACATATTTGGG 

CCNGTTANTTAAAGGCATAAAAA7TATTTTATGAGATGGTGTCATCTGCAAAATACTAAC 

ATGATGCACTTCAAAATGCTNACTAATTTTCACTAGNAAATTAAGGTNCTAANAGTTAAT 

TAAAATTAATATTAGAGTAATNTAAACTAGAANTATGAANGGGAACAAATCTGTCCTCGG 

c 

Sequence 2135 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACTCATGGCAGAACCA 

GCCCCTCTGGGGACAGGGTCTAAGTTTAGAAGGAAACACCAGGANAGCGGTTAATTGACA 

TTCCTTCAAATGCTGNTTCACACACCCAAAACAATTTCATCTGGAAAATGGGCGGAAGGA 

ACGAAGGGGTTGGTTCTGAGGCTATCCAGAG 

Sequence 2136 

AATTGGAGCTCCCCGCGGTGGCGGCCGANGTACTCACATGCTGAGGGTANGAGGCNGANT 

NTCTTTCGCTTGAANATNNCAGGATCTTTANCAAAAGCCTGGACTCTGAAGACCCNANGN 

GNNCATGGAACTNTGNNTNACTGGATCCNTGANTCCAAAGGATGCCACTCCCCNCNTACC 

TGCCCGGNCGGCCNNTNTAGANCTNGNGNANNCCCNGGGCTGNCCGAATTCGANANNTAT 

CTTNTCCNTNCCNNNAACCTTNAAGGNNGGCCNGGTGCCCCCCTTTNNCNNCNTTTAANN 

AGGGNNNNTTNCNCNCNTNGNATACTNANNNCNATNNCTGCTCCTTGTGGTGGCTCTAGC 

AGGTCTGGCTAAAACAAAAGGATTCCATACAACCATTGACATTGGAGTTAAGTATGCAGA 

AAAACAAACAAGACGTTTTGATGAAGGAAAATTAAAA 

Sequence 2137 

GGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGNCAGGTACNTGNGCAANCTGATGG 

CTCACAGNNGGTGGGGCACACACTCGNNGGNCTTGNCNGTCTGGTCTGTAAGATAAAAGG 

TAATGTTTACGTTCCCAAATAATTATAATAAACAGGGTATATTTTAACATCTTTGNNGAA 

TGTCTCTCTTNCANCAAMGACATrrTCTNATGTATTGTTNAAATNAAAATTCCACANGC 

TCTGNTTTNACCTGAAGTATnTATCTATCCTCAGTCTCAGGACACTGTTGATGGAATTA 

AGGTATMTGTGTTAAAGTCTGTGTGGCTTTCTCTTGTTTACTTTGGGGGAAAGGATGCC 

AGGAACATGTATAGTGTCTCAGTGCTAATACTCTATGATGGATTAACTCAAAGCATCGGG 

AGATGACTCATATTATCTTAACATGCTTTCTTTTATTG 

Sequence 2138 

TTGGAGCTCCCCGCGGTGGCGGCNCGAGGTACTATTGACCCAGCGATGGGGGCTTCGACA 

TGGGCTTTAGGGAGTCATAAGTGGAGTCCGTAAAGAGGTATCTTTACTATCCCGCGTACT 

CCAAGTCCCAAAGAATCTGTTCTGATGGTGTGGTTACACAACCAGCCAAGCACAGCCTTA 

GGTTGCTCTCAACTCAGAACTCACCCTATCACACGTTGACGAATGCAAGAGCCTGTTAGA 

GACACTGGAACCCAAGATGATGAAGTTTCATTCTTGTCGCCCAGGCTGGAGTGCAGTGGT 

GCGTTCTCGGCTCACTGCAACCTCCGCCTCCCCGGCTCAAGCGATTCTCCTGTCTCANCC 

TCCCAAGTAGCTGGAAATACAGGCATGTGCCACCATGCCCAGCTAATTTTGTATTTTTAG 

TAAAGATGGAGTTTCTTCATGTTGGCCAGGAAAAAACCTTCACTGAAAAAGGNCGCTACC 

ACTACTCGATTNTNTCTAAGTTGNTCAAATACCATGCAGGAAACTGACTGTTATGANTAA 
GACCTGGAAAGGAAAAT 

Sequence 2139 

CCGGGCAGGTACAGGACGCANAAAACCCAGGGTCCCAGAGCAGGGAGAGGATTCCCGGGA 

CCGTGGCAGACTCATTCCCAGGGTGACAGCCACGGAGCGGGCTGAGAGACAGCAGTCCAG 

GGTAGGCAGAAGGGGTGGGTTGCCCNTCCACACCTGTGGGTGTTTCTCGTTAGGTGGAAC 

GAGAGACTTGGAAAAGAAAGAGACACAGAGACAAAGTATANAGAAAGAAAAATGGGCCCA 

GGGGACTGGCATTCAGCATACGGAGGACCCGCGCCAGCACCGGCCTCTGAGTTCCCTTAG 
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TTAAAAAAAAAAAAGTTGTTTTAAGACCTGCANGTAAGGAGCGTCCATCTGGAAAGGTAA 
. TGGGTTTGTCGAGTAACCGGGATATGTTTACTACCGGTGCGTANAGGCGGAGGCATTCCT 
TGATGCACATTGTGGCGTAAGGCATCTGGCTCAGGTGTTCCCAGGTAATAGAAGACCCAT 

Sequence 2129 

AGGTACTTCCAGCATGGGCTCTGTCCACCCTGCTCTCTGGGTCTACATCCAGCCCTTCAG 

TTTTCACTAGGCAAATCTGAGGTGAGTCAACTGAGTTTGCAAAATGTGCTTATTAGCAGG 

TGTGGGATGTTCTACTACCTTCTTCAGAGCCACAGCATTCCTGTTCCTTCCCACATCATT 

TCACTAAGGGTCTGACCAACTCATCTCCCAACCATTCAAGACACAGGAGAATTAACTGCA 

GGCCTTCACACATGGAAGTCAGTCACAGTGCGTGGAGAAGGGAGGGGCGGGAGGGGCTGA 

ATGAGGAGTGGATGTGAGCAGGTCCCCTGGCAGCTCCAAACCCCAGTAGACAAGAACAGC 

TTCCAGTGC 

Sequence 2130 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTT 

TCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTT 

GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 

GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTNAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAG 

TGAGACANATCAACCATTCACCCAGGAGTGGCACAAACCCAGGGGAATCCCC 

Sequence 2131 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGGCGATGGTTTGCAAAATCTTGACGT 

TAAAAATCACCACTGTTTCATGTGTGTGGGAAATAAGAAGGCAGGGAGACAGAATGAAAA 

GCCTGAGAAAACACAATAAGGCAGCTACCAGGAGGCAGCCTGAACGTGTCAGGGCCTGGG 

CACGACACTTGCCTTTCTTGGAGGAGTGATTTGAAGCCATAGTGGAAGACTGANCCTCTA 

TAAAAAATGAACGAGGACACTCTTAATGGACAGATACAAAACAAGCCCCAGGAGAAAGGT 

GTATCAACCATTTTAMTCTGCCCTCAAMGCACANMCAAATNANACAGCATTTTGCTC 

ACAGAGGAGAGGGTCTATGAGAACCAAATTCCAGCTTCAGCACATGGCCTTGGGTACCTG 

CCCG 

Sequence 2132 

AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCAAGATTGAAGCCCCTTAAC 

ATTCAGTTCAAGTGTTGGTTCCACTTGCCTGANCACAAGTTGGAAGTAGCTNTGTTAGGA 

TTCTAGCCGGCATCCTTGCTGTCACTACTGGTTCTTGTATAGTCAAGCCCCACTCTGTGC 

ANAGCAMTCTTTGCTCANTTAAGCGAGCGTCANTCACTGGTAAGCTTGGCTGCCGGCCC 

GGGGTTGTTAGGCTTTTCCATGCTACACCTGAATGAGATATTGACGAGACATTGCTACCT 

AAACAGAGTTGAGAAACTGGATAAATAAATAAATTAATTAAATTGTCACAGGGCTGAGAG 

AATAATTTTGAAAATGCAACTTACACTTCCAGTGCAGAAACAGATCAAGGGAAGTACCTC 

GGCCGCCCGGGCAGGTACTTCCTGTATAACCCATTTTCTCATTTGTAAAATGAACTAACA 

TGGTATGTTACTGCGAAAATTAAATGAATNAATGTAANGTNCTCAATGCACAATCTGGCC 

AGTAGGTGGCCTATATAAATATTTGGNA 

Sequence 2133 

CGCCCGGGCAGGTACCACAAGCTGTGTGTCTTTAAGCAACAGAAATTTCTTCCCTCACAG 

TTGCGGAGGTCAGAGGTCAGAAAACANGGTGTCTGCAGGACCAACCTCTCCTCTGGATGC 

TCTAGGTGAGAATCTTTTCCATGCCTTTCTCTTAGCTTCTGATGTTGCCGTCAGAACTTC 

AGATGGAGTTCCTTGGCTTCATTTTCTTGTAGGGGGATTCCCCTGGGTCTGTGCCACTCC 

TGGGTGAATGGATGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCACACTATGTCACT 

GATGAATCCTTA 

Sequence 2134 

NGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGATACAGTTTTTAAACCT 
AMGTTACTGGTGAAACAAGCTTGCTATTACTGAGATGTATAATGAATGTCTTAAAGCTA 
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TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTAAGAGAGGAGG 

TGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCTAAGGAATCATGCCTCTGCCT 

TCGGGCCATTCTCAAGTCTTGTTCAAGGATAAAATGATTTATTGATGGCCGTAATTAAAA 

AGCAATGCCAACGGAAGCAGCGTCAGCATTTTTCATTTATACCTCGGCCGCCCGGGCAGG 

TACGCGGGGAGCGCTCCCCGCGAAGGACCGGAAAGGAGCGCCTACTAAGGACGCCGTCGA 

GGTCCGGGGCGCCTNAACTCTATAGCTCTAACTG 

Sequence 2122 

AGGTACTTTAAAATTGATACCTTTCTCTAGGTTTGGGAAGTTCTCTGTTATTATTTTA^ 

GMTAAACTTTCTACCCMTCTCTCTCTA^^ 

CCCTTTTGAGGCTAATTTCTAGGTC 

Mill ^GTCTTCTCTGACTGTGTATTTTCAAGTAGTCTATCTTCAAGCTCACTCATTCTT 
TCTTCTGCTGGATCAAGCCTGGAATCGAGGGCCTCAAGGGCCCTTTTGGTGCTCTTCCTC 
ACTGCGGCTGAGCTGGCACCTAAGCTCATCACAAAGTGCTCTTTCCTCTTC 
Sequence 2123 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCAGCTGTGGTGAGGGTGTGCTGCCACTGCAGC 
TGCTGTCTGGGCATCTGTGTTAGGGCCAATACTTCAAGAAGTGTGAGTCATTGTGAAGTG 
ACTGTAGGCAGCTGGGAAATAACAGCTGTGAACAGAAAAAAGACTGGAGGCGTGCTCTCT 
GGAGGTCTGGGCATAGTGATGAGAGGCTGAGGAACAGAGAGGGAAAAGAAAAATGCAATT 
C TAAAATTAAAAAG AAAAC CTTAATTT AAAC C GTG ATTTAC AG ATAATTC C C ATG TGTG A 

GAGACAGTATAGGAAACACTCCAAAGAGCTTGCGTTAAAACAAAAATAAGTAAAT 
Sequence 2124 

AGGTACAGGGTGAAGGAGCTGCTTCTGTCTTGTTGCGATCCAAGTTGTAAATGTTAATGA 

AGTCTTGTTTGACCTCAGGATATCCCAGAAGCTCCTGAGAGACTGATGACAGACACCATT 

AATGAACCAATCTTGCTGTGTCGATTTCCTGTGGAGATCAAGTCCTTCTACATGCAGCGA 

TGTCC TGAGG ATTCCCGTCTTACTGAATCTGTCAGTTTCTGTTTCAAAGAGTATTAATAA 

TTTTGCTTTTTAAGGGGGTGGGGACTGTCATCTGGAATCAGGTACCTGCCCG 
Sequence 2125 

AGGTAC I I ii m m M I I I I I I I ! I | I M I I I AAMGTGCCTGCTTATTGTTTTGTGCTA 

CCTAGCATCCAGCCGCCCCTTTAATTTTCAGGTTAGCGTGTGTTGTGTGGGTCCCAGTGG 

ACTGGCCTTGTCGTTTCTGCTCACCTCAGGATAGTTATGGAATGTTCATGACATANACTT 

AGCCAATTCAATGTTCTTGTCCTANATTTTGAATACTGAAGGAGGAACAAAGTGTAGGGA 

CAGTTGAAGTGTTTACAGTGGTAAGGGCAATGATGTGGAGAGTCCANAGGTGAGGGCTGC 

AGCAAGACTACAGTAGTGGCAAGTGTCTAATAATAGCAATGCACAA 

Sequence 2126 

CCGGGCAGGTACTGTGTGTGGATCAAGTGTCATGAGAACCCACATAACAGCATGGCTGAT 

TCTGCTGAGGAAAGTCAGGGAATGTTTCACAGCAGAGAGGACATTCAGGTTAGGGCATGT 

TGCCTAAGTAGGAGTTTCTCAGTTGAAGAAGATTGGAGGTGGAAGGGGAGGGAGGTAAAC 

TTCTCAGGCAGAGGGAAAAGCAGGTGCAAAGGCAGGAAGTCTGTACCT 

Sequence 2127 

CCGGGCAGGTAC I I I I i i I II I I I I I I I I I i GGCTGT7TTTAAGTTTATTTTGACGGAAC 

TTTTGATMGAAATCTCAGATTAGACTTTTAAMGCCTTTCAAGGGTCAGAAGTCAAAGG 

AGGGCGMCATCAGACTTTGGCTGCAGTATCTAAAAATCTGTATGMTTTCTCTCTTCTT 

GAGGTCTCCAATATATCTGGAGGTTCCTGGCCATTTTCTTGTAGGGGGATTCCCCTGGGT 

CTGTGCCACTCCTGGGTGAATGGCTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCA 

CACTATGTCACTGATGAATCCTTATGTGTCCACCTGGATGTTCCGGTTG 

Sequence 2128 

CCGGGCAGGTACCTTTGCACCTGCATAATCCTGTGCCTGTTTAGATAGTCCTGAGAGCTC 

TCTCCTCTTTCTCCCTCTCTGGGAAATAAGAATGGCCCTAGGTTCCACAGAGTCTAAGGA 

TAAATAACTGTTAAAGACATGAGTGTGTTAAGACATTTCAATCCAAACATAGCTGCATTG 



Page 369 of 869 



WO 01/51628 



Table 2 



PCT7US01/00798 



TCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTT 

GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 

GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAA. 

GTGAGACAGATCAACGATTCACCCAGNAGTGGCACAGACCCAGGGGAATCCCC 

Sequence 2115 

GCTCCCTGTGC7TCATCTAATACTAACATGGAGAGACTNCAGAGATCATCTTATTCTCCT 

CATTGCTAAGTTTTCTAMTACTTGCCTATAGAMGAGAAAAGATAATTTAAGTGAGCAG 

AAAMTAATAMGCAGTGTGGGCTCTGAAATCCATACTTGTTTGCTTTTATCTNTTGACC 

TGCTC TTGC ATG TATTCTTTTMGCCCTACTGAGGATATTNAGTTATTAATATTTCTAAC 

CCCAGTGTTCAACTCTGACTTCTCTACTGACAAACTCTACAGAAGAAAAGGTCAAAGTTA 

ACACCAGCTCAATATTAAATCATGGGGACTGTAGCTCCAGAAAACTGGAGTTAATAAGAT 

GATCCA 

Sequence 2116 

GCGGGCAGGTAC I I I M I I I I I I N I I I I I J I M J I IAI N I I M 1 1 M 1 1 I CTGGCTGA 

GCCAGTGGTCACCTTAATTTAATAMCTCTCCTGAACCTTTTTTGGTCTCTCCAGTCTTT 

GATTGNCCCGCAACAGTATTACAAACAAAAGGCATTAGGCAMGCATGCTGAATTGATTG 

GAGTCCCTTGGTCAAAGGTATTATTGATTGACGGCAATCAGATCCACTCCCTCAAAAAGG 

ATTTGAGTAGGCCTNTTCTGTCCATCTGCANAAGGTTCCCCAAAAGGGGCAGAGGGCGGG 

GCCCTGGTGGGAG 

Sequence 2117 

AGGTACCACCATITGTTTTTCMTTTGTCCAAMGCCCCTGCTCGTTCAGTTTTMCACT 

GCCAGGTTTACTGGATTTCTTTAAAAACGAATAAATAACACTCGATGAGTAACAGGTGGA 

GAACACTCAGCAAGTCACGTGACCCAAGGGATCGGTGAATCAGCTCCATTACCCAGCCTG 

CCAGGTTGCCCTTTGACCTGAGGATGCCCTGCCCCCAACACCACTGCAGGAATTGGGGGA 

TGGAGCCAAGGCATAGTCTCCATCATTGACTCCCATTATGGAGAGGCGTCATTGTAACCT 

AAGTTTTCAGAAGTTGGGTATTTTGAAAGCMTGGCCCCAATAGTTTTCCCCTCCTGTCT 

GCTTTTATAGATTTCTT 

Sequence 2118 

CCGGGCAGGTACAGCCTACCGAAAATACTCCAGGATAATCTCAAGATCCTTAACTTAATT 

ACATCTGCAAAGACCCTTTTTCCAAATAATGCCACCTCCACAGATTCTAGGCACAAGGAT 

CTGGATATATCTTGTGTAAAGCCACCATTCAGCTCACTACACTAGAAAGAGGAAAAACAA 

CAACGATGTAACAAGAGGCGCAGAAGAAAGAACAGATGCAGCTTGTGTGGCAGTGGCCAT 

CAAGGCAGGCTGGGGTAAAACTGTGTCAACAGAAGCCCCAGATGGAACTCAAGT 

Sequence 2119 

AGGACCGCACCATGTATTAAAAAGACTATTATTTTAATTGCAGTGGCATATTTGTCGAAA 

ATCAAATGACTATGAATGGGAGTTTATTCTGGACTCTATTCTGTTCCATTGTCTATATGT 

GTATCTTTATAGC AGGACC AAC AC TTGTTG GTTACC ATATAG ATTTATAGTATGTTTTG A 

GATTAGATAAGTTTAAGTCCTGCAGCTTCATAC \ I I I I CAGAGTTGTTTCACTATTCTTG 

GTATTTTATACTTTCATATATATTTTAGGACCAATTTCTAGAAAAAGATTACGATGGC^ 

TTAGGTAGATCAGTGTAGGGAGAATTGACGTCTTAGTAATATT 

Sequence 2120 

AGGTACAAGTTGTCTTTATGCTGCGAGATMGTCCTCTCTTGGTTTGAGCTCCCACCTTT 

TCAGTGMCTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTrCTGGTCTTT 

GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 

GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACGCTAGCTCTTCAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAG 

TGAGACAGATCAGCCATT 

Sequence 2121 
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GTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACA 

TCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAG 

AGTGAGACAGATCAACCA7TCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCTACAA 

GAAAATGAAGCCAAGGAACACCATCTGAAGTTCTGACGGCAACATCAGAAGGTAAGAGAA 

AGGCATGGAAAAGATTCTCACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCANACACCT 

TGTTTTCTGACCTCTGACCTCCACAACTGTGAGGGAAAGAAATTTCTGTTGCTTAAAGAC 

ACACAGCTTGTGGTACACCCACTTGAAC 

Sequence 2109 

CCCCGCGGTGGCGGCCCGAGGTACAAG7TGTCTTTATGCTGCGAGATAAGTCCCCTCTTG 

GTTTGAGCTCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGG 

ACATCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTG 

ACTAGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAG 

CTCTTCAACCGGAACATCCANGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCT 

TCGGATCACGGAGAAGAGTGAGACAGATCAACCATTCACCCAGGAGCGGCCAGACCCAGG 

GGAATCCCCCTACAAGAAAATGAAGCCAAGGAA.CACCATCTGAAGTTCTGACGGCAACAT 

CAGAAGCTAANAGAAAGGCATGGAAAAGATTCTCACCTAGAGCATCCANAGGAGAGGTTG 

GTCCTGCAGACACCTTGTTTTCTGACCTCTGACCTTCGCAACTGTGAGGGAAGAAATTTC 

TGTTGCTTAAAGACACACAGCTTGTGGTACCTGCCCGGNCGG 

Sequence 2110 

CGCGTAATACGAGTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTA 

CCCAGATCACAGACAATCCAAATATCAGAACTAGGGGGCTGGGCAGAGAGGACAAATCAT 

CTATTAGGGAGTGGGACAGAAAGTGGAAACATTACAAAGGAGCAAGTAGGCTCAGAACAG 

AGGGGAGAGTAATACTGGGGAAACTCCCTACTGAGGACAGGTTTGCCACAGTGGATATGT 

ATGTGATGCTTTTGTCCTCATGGGCTGGAATGGAAGCTGATAAAGAAGTTCAGACGCTAC 

GTGTTGCTTAGGTCTGCTTTGTTGAAGCATGTCTCTTTCAGAGTTCCTAAACACAATATT 

CCCGTGGCATCTAATCCCAGTGAGTGCTCCAAATCCAGGCTGTGTATCAGAT 
Sequence 2111 

AGGTACCACACACCCTCCACTACTCATCACCAGACAGGGAACCCTGGCTTGGGCCCACAG 

CACAGACCCTCCATCCTGGGCCGATTACACTAAGTGATTGCTAACTCACATGTCTCTGGG 

ATGGAGCACCCAGGAGACAAGCAAAGTGTTGGAGCAGCAAGTCAGGTGATGTGGAGCCCA 

GAGGGCTGGGACAGCTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTTTATCCCAG 

CACTTTAGGAATGCTGAGGTCATACCAGCCACATCTCATGTGCAAGATTGCCCAGCAGAG 

ATCAGGTCCAAGAGTTCCTGTnTAAAAAAGGGGGACTTGCTTAATAAAAAGAAGT 
Sequence 2112 

CCGGGCAGGTAC I I 1 1 1 I 1 1 I I I i I 1 1 i I || I 1 1 1 1 I ATGGAGTCTTTAANATTATCTCT 

ATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAAGCGG 

GAGGCCAACACTGGGGCTACCCAAGAGTTGACCAAAGGTGATATTAATACATATGCTTAC 

TTATTACCTTGTTCGCACAGTTCTAGTGTAAGTCTTGAAAATCAAGTAAATTTGGAAACA 

TAGTTGCACAAACTCTCTCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTAT 
CATAAAGCCAACAAGCA 

. Sequence 2113 

AGGTACAGAAAAACCTTTAGGCT GAACTT AAAATATGTAAGCAGAGAGCTTTAGGCTGAA 

CTTGATTTMCATGGTTTTATTTTGTTTTTAACAMTAGAGGCCATGATGACTGTTTAGG 

CT GAGTAA TGGAGGCCTCTGCTCCAAGGGCAGGCTGCTTTTCAAACAGTrGCCATCTCAG 

TAATTTTTATCCATTTGCATCTCACAACATCACAAGACAGGTTTACATAAAAGTCCAGGT 

TACCCTGCAGGCTGCGTGGTAACCTTTGATTTTAGGTTGATACTGGAGAGAAGGTCCGAG 

AAGAAGCCATCCTTAACAGGAAATACATTAAAAAAATTCTTTGAAACTGGT 
Sequence 2114 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTT 
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TTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTAT 
Sequence 2103 

AGGACAAGTTGTCT TTATG CTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTTT 

CAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAMGGACATCCTTTCTGGTCTTTG 

ATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGTG 

TGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATCC 

AGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAGT 

GGGACAGATCAGCCA7TCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCTACAAGAA 
A 

Sequence 2104 

CCCAGGTGCTACAGCATCAGCTTCCCTTGCCGCTTCCTGCGGCTGAAGGGATGGTCCGAC 

CAMGCCTCCTGCCCTGGGGCAGCCGATGCCACTGCATGCTTTTTCCTGCGCTTGGGCTT 

CACGGTGCCACGGATATTGGCCGGCTTGCTGCGCTTGGAGCGTAGGGTAATGTACCTCGG 

CCGCCCGGGCAGGTACGCGGGGAGCCAAGATGGTTGCCCCCGCAGTGAAGGTTGCCCGAG 

GATGGTCGGGCCTGGCGTTGGGCGTGCGGCGGGCTGTCTTGCAGCTTCCAGGGCTAACTC 

AGGTGAGATGGAGCCGCTATAGTCCTGAATTCAAGGATCCCTTGATTGACAAGGAATATT 
A 

Sequence 2105 

CCGGGCAGGTAC I I I II I I I I I I M I II ! i I j J ! I GAATAAGCTTACTTTAATANATCCA 

GGG G ACTGTTTAATGC ACTGMN AATTATTTTTC AGGCATTCTGTGATGTC C AAATTAGG 

TTAATATACCTCTGANAAGTGAATCAGCTACTCCTCGTTGGATAGTAAGGTCANAACAAC 

TGTTCCTGAMCCTTAGTACACACTAGCTGATAANACACTGTTGCCCATAATGTCTATTT 

ATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTACACAGCTGCAA 

AAATATACCATAGCTTGCAGGTGATCATTGGTTT 

Sequence 2106 

CCGGGCAGGTACCATTATGAAGAGTATGCCAATTTTATTAAGGTCCCACAAACTCAGTGT 

TACCTGACTTAAGGTATTTTCTCTCTAMGAAATMGGGCATAAATATATTGTTCTTAAA 

TATCTTAAATTAAAATGTTCTMTGTGGGAAAAGCCATCTTTCTGTGACACTCTCTGCCT 

CTCTTTCTTCCTCTCCCCTTCTCTCTCACACACCTATATGCACACACACTCCACACTCAC 

AAMGCATATAATTCCAACAAMCAAGGCAAAATATTGACCAAACCACTGAATAACATTC 

ACTGGACCMCCTTATAAAGCAGTGGCAATTTrCCTMTTTCAGGAGTGCGATCTGATTT 

GTTACG l rm I ATTTrCCTAATCCTTTTTAAATC ATCTG CCATTCC ATAACTC ACATCG 

ATGACTTCAGCCTTGAGAG1TCCTTTGGCAGAATAGGCTGCATATGAATAGAGCAGGTCT 

TGGCTGCTATCTTTTCTGGCTTCTTCACTGCAAGGCTGGCCATTAGGAT 

Sequence 2107 

ACTATAGGGGCGAATNGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATTATGA 

AGAGTATGCCAATTTTATTAAGGTCCCACAAACTCAGTGTTACCTGACTTMGGTATTTT 

CTCTCTAMGAAATAAGGGCATAAATATATTGTTCTTAAATATCTTAAATTAAAATG7TC 

TMTGTGGAAAAGCCATCTTTCTGTGACACTCTCTGCCTCTCTTTCTTCCTCTCCCCTTC 

TCTCTCACACACCTATATGCACACACACTCCACACTCACAAAAGCATATAATTCCAACAA 

AACAAGGCAAAATATTGACCAAACCACTGAATAACATTCACTGGACCAACCTTATAAAGC 

AAGT GGCMT TTTCCTAATTTCAGGAGTGCGATCTG 

AATCCTTTTTAAATCATCTGCCATTCCATAACTCACATCGATGACTTCAGCCTTGAGAGT 
TCCTTTGGCAGAATAGGCTGCATATGMTAGAGCAGGTCTTGGCTGCTATCTTTTCTGGC 
TTCTTCACTGCAAGGCTGGCCATTAGGATGA 
Sequence 2108 

CGAGGTACAAGTTGTCTTTATGCTGCGAGATMGTCCTCTCTTGGTTTGAGCTCCCACCT 

TTTCAGTGAACTC7TACATTTTGGGGGATCTGCTCTTGTAMGGACATCCTTTCTGGTCT 

TTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGT 
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AGTGAATCCGGCAGCCCAGCCTGTGTCCAGTCCGGCTCAGACCAGTCTCCAGCCTGGAGC 
CAAGTACCTCGGCCGAGGTACTGAAAAGGGAGGCATTTGGTCACCATTACCCATCAAGGG 
AACTCTTTACAAGGATAGGTTCCAAGTCCTTCGTGCTGCTCTT 
Sequence 2097 

ACTTAG^CGAATTC 

iTTTTTn ICTTTGCGTATTTCCCGTCTACCCTCCCCAAACAAAGCCATTTAGAGACAGA 

TGGACCAGACCTTCCGCAATCTCAGTGAGCCCATGAGCATCCCAGACTGAACAGAAATTC 

AGCTGTAGACCTAGCAGATGTTTATTATCCTCCCTCCTTCTTTTGTTGTTTTTCACACAC 

CTCTGTGCTGGAAAAGAGCCACCTGGTATATTMCTCTACACAGATACTTGGAATTTTCT 

GTCCTTTTMCCTAGCAMGAAAGGAGTTGTAAAACATAMGACTTCTTTTTTTAA 

TAAAATAAATGAAATCGGCTGGGCATGGTGACTCATGCCTGTAATCCTAGCACTTTGGGA 

GGCTGAGGCGGGGGGATCGCTTGAGGT 

Sequence 2098 

CCGGGCAGGTACCAACAGCTAGCGGTAGCCCTGGACTCCAGCTATGTAACAAACAAACAA 

CTCAATATCACGATAGAGAAATTGAAACAACAGAACCAAGAAATTACGGATCAGTTGGAA 

GAAGAAAAGAAAGAATGCCACCAAAAGCAGGGAGCCCTAAGGGAGCAG7TACAGGTCCAC 

ATTCAGACCATAGGGATCCTCGTATCAGAGAAAGCTGAGTTACAGACAGCCCTGGCTCAC 

ACTCAGCATGCTGCCAGGCAGAAAGAAGGAGAGTCTGAAGATCTGGCCAGCCGCCTGCAG 

TATTCCCGGCGGCGTGTGGGAGAGTTGGAGCGGGCT 

Sequence 2099 

CCGGGCAGGTAC'I I I I I I II I I I I II I M I I I Ml I M I I GGCTTTTTAGTACTANCACA 
CTTTCTCTTCMTTCTAATTTGAAGCTCCTAGTTGCAGTGGGCTTGGGAGCCAGATAACA 
AAAA AGTTGTAT TAAAATGTATGAAATATMGGATGAATAAGGTTGAGGGAAACTCTAAA 
GCTAi Mill) IGTTANAAAAATCTGTTTACATTATGGATACNCTGACTTGCCANAAATC 
TATGATTCTAAACAGATATTAATATGTGTGTGCATTTTTTAAAGTAATAAGCAATT^ 

TCTGTTCAACAATTGGATAATTAATGAAAAGATTACAAAATGAATATTTCANATAAAATA 
AT 

Sequence 2100 

CCGGGCAGGTACCGGAGTTTGCCGAGGCCCAGTAAGTCCAACAGCCGGAACGGGGCTGGG 

AACAGGTCTAGCACCAGCAGCATAGATTCCAACATTAGCAGCAAGTCCGCAGGCCTGCCA 

GTGCCCAAACTGAGGGAGCC7TCCAAAACAGCCCTAGGCAGCTCTCTACCAGGTCTGGTC 

AACCAAACAGACAAGGAGAAAGGCATCTCATCAGACAACGAGAGTGTGGCTTCCTGTAAC 

TCGGTGAAAGTGAATCCGGCAGCCCAGCCTGTGTCCAGTCCGGCTCANACCAGTCTCCAG 

CCTGGAGCCAAGTACCTCGGCCGAGGTACTGAAAAGGGAGGCATTTGGTCACCATTACCC 
A 

Sequence 2101 

AGGTACTTAAAACATGATGAGAAAGGCAATGAGAAAGACAACTTCATGCTTTTCCCCATA 

AAAAAAAAAAGAAAGAAAAAACAAACAGCAACMCAAAATTGTCACAGATATCAAAGACT 

ATTTCCTGGCAACATAATCCTGAACTTATrfAAAATGCTGGTAGCTTATTCAACAGTTCA 

AGAATAAGAAAAGAGGGTTGCACAAGATGGCCGAATAGGAACAGCTCCGATCTACAGCTC 

CCAGCATGAGTGACGCAGAAGACGGGTATTTATGCATTTCCAACTGAGTTACCAGG7TCA 

CCTCACTGGGGAGTGCCAGACAGTAGGTGCAAGACAGTGGGTGCAGCCTACCGTGCGCGA 
GCCGAAGCAGGGTGA 

Sequence 2102 

CCGGGCAGGTACTCGGGGGCAGTGGGAAGCTCGCAACAGCTGGGGAGGAGCCAAANCCTC 

GNCTCTCACCTAAGCCNCAAGGAGATACACCCAACTGGNANATGAGGAAACAGCNACCCA 

GAGAGGAGAACTAACCCACACAGGATCATTTNNCGAANGAGCAAGGCTGNAGAACCANAC 

CTGGACTTTCTTAGGACAAACTTACTGCATCTTGAAGGAGCCAACTCATGGATTNGAGGC 

NTGTGAAGGAATATTNCTCCTGGCTCTACTATNAATACCAAATCATTANCTGCTGTGCTG 
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TTAG G AAAAAAAATCCCATTAAGG CTC TTCTAGG AAAAGGTTATGGGC N AGGG AAAAGGG 

TAAAGGGGACCCCAAGGGCTTANTGGAGGCCAAAGNCNCATTATTGGTGGGGAAAAANCT 

TTNAAAAGGTTAAGNATTGGAAGGCCMCNTTGGMGGTTTNTCCTTCCCAATNAAGGNN 

TTGGGGNANAAAAAAAMGGCCCCACCAACCTTGGMGGCCNCCCMCCTTNCTTTTNCC 

CTTGGTTGGANGGGGCNANANGNAATTGGAAGGNAACCCCTTTTCCCC 1 I Hilt IAATT 

MCCCCNCTTNGGTTTTGGGMGNAAAATTTCNTTCCMGGNGGTTGGGGGAACCAAAAN 

CCNGNTTGGMCCTTTGGCNMTTTGGAAGGCTTGGNTTTTNGGAAAAAAGGGGGCCANG 

GTCTTTTTGGCCCCCGTGGCCTT1TTMGNNTTTTAATTNCAACCNCC 

Sequence 2092 

TTAGGGCGAATTGGAGCTCTCCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAG 

ACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGA 

CAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTC 

TCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTC 

TGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACA 

AGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAACAGTCTCTTCTGT 

CCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACATTCACTGAGCATCCTATGA 

AATACACCAGTGAGGAAATTCCTTGAAA 

Sequence 2093 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTNAGCTCCCACCTTT 
TCAGTGAACTCTTACATTTTGGGGGATCTACTCTTGTAAAGGACATCCT7TCTGGTCTTT 
GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT 
GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATC 
CAG GTGGACACATAAGGATTCATCAAGTG ACATAGTGTG ACCTTCGGATCACG GAG AAG A 
GTGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCTACAAG 
AAAATGGTGAAGTGAGTGAGAGTCCCGTGGGATGTATATTTCTGCCACGAACC 
Sequence 2094 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGCAGTGGG 

AAGCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGAT 

ACACCCAACTGGGAGATGAGGAAACGGCAACCCAGAGAGGAGAACTAGCCCACACAGGAT 

CATTTCGCGMGGAGCMGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACT 

GCAGCTTGAAGGAGCCMCCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCT 

ACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGT 

TTAACACCATCTTACTAACCATTATTGCTATGGTGGTATACACTGCCTATGTCTTTATTC 

CAATCCACATTCGCCTGGCTTGGGAATTTTTC 

Sequence 2095 

CCGCGGTGGCGGCCGAGGTACTGTCCAACTGGATGCTGCCCTGGTGGCTGAAGGCACACT 

TCATGATGCTGTCCAGGGTCATCAGGGAGACATGTTGAAAGAGCTCCAGACGTGAGTTTT 

GGGCAATGTGTTCCTCCCATTTGTTCAGCATCATCCGAACACTCTCAGACATCATGGGTG 

ATGAATATTTTCAGAATGCTGATGTTGAAAGCCAGGTTTCACAATCTGGTGGTGCTTTTT 

CCATTTAGMCCATCCAGGGTCACAAGTCCTCGACCAACCCAGGATTCMGGATTTTGTG 

GCTAACAGCACTTTTGGGATCCTGTCTTTTCAGGAGAATCTTGGCATAAGTCTGGGTCAT 

GGACACTGAAGAACATCGTAAAGGGTCCAACCCACAAGGGAACAGCACATGGGTATTTTT 

CCATCA 

Sequence 2096 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCGGAGT 

TTGCCGAGGCCCAGTAAGTCCAACAGCCGGAACGGGGCTGGGAACAGGTCTAGCACCAGC 

AGCATAGATTCCAACATTAGCAGCAAGTCCGCAGGCCTGCCAGTGCCCAAACTGAGGGAG 

CCTTCCAAAAACAAGCCCTAAGGCAGCTCTCTACCAGGGTCTGGGTCAACCAAACAGACA 

AGGGAGAAAGGCATCTCATCATGACAACGAGAGTTGTGGCTTTCCTGTAACTCGGGTGAA 
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CCTTTCTGAGGGAGTGGATCTGATTGCCGTCAATCAATAATACCTTTGACCAAGGGACTC 

CAATCAATTCAGCATGCTTTGCCTAATGCCTTTTGTTTGTAATACTGTTGCGGGACAATC 

AAAGACTGGGAGAGACCAAGGGAAAAAAAAAAAAAAAAGTCCCTGCCCGGGGCCGGCCCG 

CTCTAAGAACTAGTGGGA 

Sequence 2086 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAACGCAGAGCAGGTCCT 

GAGTTGGGAGCCAGTGGCCCTGAGCAATAGCACGAGGCCTGTTGTCTACCAAGTGCAGTT 

TAAATACACCGACAGTAAATGGTTCACGGCCGAGGTACTTCAGTTCGAAATGCAAGAAAT 

CACCCACCTTTCTGGGTTTGGTCTTCGCTGGGAGCTTGCAGATGGGAGCTG7TCCTAT7T 

GGCC ATCTTCAG AATGTTTTAAATAAATATAAAC AAATG CCATTTCAAGC ACTTGC GCTA 

CCTTTGTTCGGGCCCCTGCCAGCTGGAACCTAGACCACTGCTTACCCCGACTTGCCCCAT 

CATTNATTCCCCAGTATTTTCAGGCATCTTATTGTCANAANTGGGTCTAAGACTC7TTTA 
T 

Sequence 2087 

TACTGATCAAAAACANTACAGTTATTTCTNNTGTATGAGGTTTTTTATTAGACCA^ 

TMTCCCAGTCTGCCACTTTTTCATAAAGTAGAAAACAGCTCAGATGAGTAGAAAGTTAG 

ACTCAAAGTGTAGGGGTTTGTTTAMCCACATAAAAAGTAATAACGATAGAAGGTTTTAT 

GCCCGTAGGTAT ATAAAT CTGGTGAGTGTGATTTTTAATTTCAGTGAATGTTTCACTCCC 

CAC AATAA ATACGTTTTTATACCTTTCMG ATATCTTCAAAGTTTCTGATAG TTAAAAAA 

ATCATTTTACAAAGGCTGCCTTCTTTAAATGGAAATGTGTTTGCAAAACAGTTTACCT^ 

TNGAGCCCTTTCCAAAAAGGGTGGCCTCAAAGGGCTTCAG 

Sequence 2088 

GGGAAAGAATAGAAGGAGGAGTTGAATCTGTAATTGACTGAGCAATCAGTTGAGATAACT 

CACTGCCTCCACATAACCTTGGGCTGTCCTATGAGTCAGTGGAGAGCAACCCCTCTCATG 

TAGGTTCAAGTCTGAGGTTAGCTCACTGNCACTGGGAAAGTTGATCAGGGTAGTCCCATC 

TCATGCACAGCCCCATTTCCCCATGAGCCGCTAGAGTGGCTCGTATCAGAAAGATGCCAT 

ACCAAATGCTGGCAAGGACCTGGAGCAACTAGAATGCATGTGCATTTACCTTGTCCTGAC 

AGCCACTTTAGAGAACCTCTTTTGGGCTGTTTCTTATTAAAGCTAAACATTAATCTTTCC 

CCAAAATAACATNGGG 

Sequence 2089 

CCGGNCAGGTACGTGGGCTTTACGTAMGAAATTGTGCCATTTTTTCAAGCCAGATATAG 

CTTCTGTATCAACAMTGGAACACAAATCTTTAGTCTAGGACTTAGGGTTGGGGAAAAAG 

GGAAAAAACAACTATAACACTTAAATGAAATCTTTGTATCTTANGGTTTGTTGACCAGAG 

TATTATATATATATCTAATGCTACTAAMTTATGATGTTATCGAATATTCAAGTTAATTC 

AATAAGTGGTGGTTATCTGTAGTAATCATAGAGAAAGGAACTATTACTATGAGGGACCTG 

CGGGTACCTCCGGCCCGCTTCTAGAACTAGTGGGATCCCCCCGGGCCTGCAGGGAATTTC 

GNATATCAAGCTTATTCGNATACCCGTCGGAC 

Sequence 2090 

CCGGCGAATTNTTNCTCCCNGCGGCGGCGGCCGCCCGGGCAGGTNNACATAAATAATGAT 

TGAG TTTGTG TGTTN NTGTATACGTGTG AGTG TGTG CGTG TGTG TGTG TG AATAAATAG A 

AGACi I I I i J AAAGTTATAAACTCTTAAGAGGCCAACATAATTTGCTTATTGAGTTGTTA 

ATGMTTAATTGATTTATTAAGACCCCATCTTGTTCCAAGAAATAATTTAAGGCAGCTCA 

GTCTACCMTCTTCATAAAATATAACTTATAATTTGTGAGGAATTCTCTTATATTTTAGC 

TCriTrCGATCCTTAAAAATATTTCCAMTAMGGAGATCTATTACMCATGAGGTTCCT 

GCNAAGAGTGAACTTAAAGTTCTTACTCA7TCTCATGTTCCACATAGAATCACCGAAATG 
T 

Sequence 2091 

AGGTACCACCTGCTGTATCC7TCCCCACCTCATCACCCCCAAAGCCATTTAGTGCCAAAT 
GCTACAGTAAAAACCCAATGCATTTACATAAAATAATGCCTAACTGCATATTTACATTTT 
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GGCCATACCACT 
Sequence 2080 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTATTCCCTCCCTTATTCMGACTTTGCTTAAA 
TG TCAC CTGTGTAATGGMTCTTTCCCMTTTGTCMTTTGTCCCATTAGACAAATAG AT 
C AATAGTTCACTGATC TATTCCC AGTGCTG ATAACAATACCTGGCATAGAGTAG ATG GTC 
AATGAATATGTGTTGAATGAATAAATGAGCAACGTGGGTCAGCCACCCCATGAAGTTAGC 
TGGAGGTTTTACAACATCAACAGAGTGAGGTAAGAGCACGGGAGACAAGCCACCATGGTC 
ACTGTAAACCAGGCTGCCAAACTGA7TTCAATTACTGC7TACAAGGAGGAAAGAACAAGG . 
ATCCCATGTGGTGCCTAGGAAAGTCMCAAAGTTMTAAAAGCAGAGTTTTCTAGAGCCT 
GAGGATCAAGTATCCAGTAGGAAAGCTGCCCCTTTACT 
Sequence 2081 

GGGCTTTTTGGAACTCCCCCGCGGTGGCGGCCCGAGGTACTGCTTTAATGAGCAGCAACC 

TTCTTTCACCTGGCANTTNNAGGCGTTCAGTGCAGGGCTGGCCTGCCCCTGCNTGCTTCA 

GAGACCACTGCGTTTCTTAGAAGGGAAACAACGGGGCCGGGCGCGGTGGCTCATGCCTGT 

AATCCCAGCACTTTCAGAGGCCACGGTATCCCAGCACTTTCAGAGGCCAAGGTAGGTGGA 

TCACGAGGTTTGGAGTTCGAGATCTGCCTGGCCCATATAAGTGAAACCCTGTCTCTACTA 

AAAATACAAAAATCANCCGGGCATGGTGGAAGAAGGAGGAGGAGGAAAAANGANGAAAAA 

NGAANAAAGGAGNAANCAACCAGTNCAANAGGATGATGCCATTTCCCNGGGAAANAANGT 

TGACTTNGAGGGMGGCTGCCCATTGGGAAATAAAAACTCCCACAGATCCTTnTCAACT 

AAAAAAAGAAAAGCCNGCCCGGGNGCANTNACCTCACGCNTNTAATCCCANGCANTTTGT 

NGGAAGGCNCAAAACAAGGAGAATCTCNANTTTNAANACCAGCCTTGGGCAACANANCAA 

NAACCCCNACCTTTTACCAAAAAAATATNTTTTGGG 

Sequence 2082 

CCGCGGTGGCGGCCGCCGGGCAGGTACAGTCACACATCACTTAGCAATGGGCATATATTA 

TGAGGAATGGGTCATTAGGCAATTTTGTCATTGTGTGAACATCATGGAGTATACTTACAC 

AAACCTAGATGATAAAGCCTACTGCACATCTAGGTTACAAACTTGTACCTCGGCCCGCTC 
TAGAACTA 

Sequence 2083 

CGACTACTATAGGGTNAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCAGGGAACAA 

ATGCTACTGGGACTCCTNACCTACCTAAGAAGCAGCTCTACCCAGACTCCACATGGCTCT 

CTGTTTTGGTCTGGAGACCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCG 

TGGCAGAAATATGCATCCCACGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGGATT 

CCCCTGGGTCTGTGCCACTCCTGGGTGAATGGTTGATCTGTCTCACTCTTCTCCGTGATC 

CGAAGGTCACACTATGTCACTGATGAATCCTTATGTGTCCACCTGGGATGTTTCCGGTTG 

AAGAAGCTAGTGTCTCACCACTCCTTCTGCNTATTTGTGGAAGAAGTGGCACACAACCTA 

TCCTGGCT7TCTAAGT 

Sequence 2084 

CCGGGCAGGTACTAGAATTTAGTTGGMGAATAAGACATTTACTTCTMTCTGATTTAAA 

AAAAACCAGATGGGTAGTATTTGMTACAGCCAGTGTTTTAMTGTAAMGAAAATGTTT 

AATCTGGTATTTCTAGAGTTGAGTCATGCATTACAGGCAATGGGATAAAAGTGAATAATT 

ATAGTAGTCCTGTGGGGACAGCTGTAAGAGAGATGGGCACCACAGCTTGCCACAGTGGGC 

AGGACTGTTCCTAGTTTTGAGTGGAACCAAGAGATTTGGGGAAGGATTGCAAAAGAAGGA 

TAAAATTATCGAGGGCCTCCCAGGGAGGGTGCCTGGCCTCATCACTTCTCAAAGCTGGGA 

GGGCAGCCATTNATTT 

Sequence 2085 

NCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGTGC 
AGGGCAGTCAGACTGGAACCATGGAGCTCAGCGTCCTCCTCTTCCTTGCACTCCTCACAG 
GCCTCTTGCTACTCCTGGTTCAGCGTCACCCTAACTCCCATGGCACCCTCCCACCAGGGC 
CCCGCCCTCTGCCCCTTTTGGGGAACCTTCTGCAGATGGACAGAAGAGGCCTACTCAAAT 
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ACAGATTCTAGGCACAAGGATCTGGATATATCTTGTGTAAAGCCACCATTCAGCTCACTA 

CACTAGAAAGAGGAAAAACAACAACGATGTAACAAGAGGCGCAGAAGAAAGAACAGATGC 

AGCTTGTGTGGCAGTGGCCATCAAGGCAGGCTGGGGTAAMTTGTGTCAACAGAAGCCCC 
AGATGGAACTCAAGT 

Sequence 2075 

TAGGGCTTTTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTNCATGTTTAGGGAGA 

TGAANTGGGCTCCCTGCTNACAGCCCTCAGGGAGACTGTCTAGAGCCACTCCTTCATTCG 

TTGTCCTGCCACATTGCTAAGTGGGCCCTCTGGCTATGAGTATTACCTTC I I I 1 1 1 1 1 A C 

TAGCTTTAGAGTTCTAAGATATATTGCAAAGTAATAATATAAACAGTATAACTCTTTGGA 

AAAGGTGTGGTTTTTGAGACTGAGGTGTCAAGGAGGACATCCTATTTCCTGAGGATTAAT 

GAACTTACATCTTTCTTTAACCTTTAAATATAATTATGTTTGTCAATTGTTAGACTTTTT 

TAAGGCTTGG7TTCCAGTAATTATGGTATGTAGTCTCCAGTCCAAACAACAGGCTCTGTA 
CCT 

Sequence 2076 

CCGCGGTGGCGGCCCGAGGTACACTTCTGGAAATTTTCTGAGTATTGGCAAAATGTAATA 

TTGTTTAGAAAAGTATCAACTTTAAGAACACTAGATCGCTGCTATTCTCCCTGTATGCTC 

TGAT CA TGTTCACATT^AATATMGTATGCTCTGTGCCCMTAAACAGTTTmGTT^ 

i u H iCTAATCAAGTTTACAGTCACACAAGTGGACTTACATCTTCTTCTTGCGATGGAT 

GAACTATTTCCACAAGCCTCTGGATAATTTTCTCCTCATTTAACCAATTCAGCACATCTT 

GCCTGGGCTGTGGAGGTTCGATACACGTCANGAGCCTGAGCAACAAATCCATGATAGCA 
Sequence 2077 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGTCAGAAGGGCTGAATCCACGATGAATCAAC 

ATTAAGAAAAGAAAGGTCACTGTGTATGAGATACTTTTCATGAATACACACACCTAAGTC 

ACCCAGGAAAATCATCTCAGGAGCCTGTAGGATGTATACTTACAGCTTTCCAGCTGCAAC 

TTGCATGTCTGTGTGTCCATGGGGTATTTAGACAGATCCATGTTACATGCAACAGTTGTC 

GTGATTCTGAGGGCATACAGGACCGTGCCATTGGAGAAGAGGCGGATGAGCCTGTTTCCC 

ACAGTGACTTCATGGAGGAAGGACTTCTTGGACTCCACAATGTAAGTATCTGGCACCCAG 

AGGAACTCCACGAGGCGGGCATCCAGAGTGAAGCTCTTGTTGCCTTCAAACACCAGCCGC 

TGGTCCATCCAGCGCTGTCGGAGGTATATGGTGGCTGTGTAGTCCATGTTACTCTCTGAA 

ATGCTAGAAATCTTGCAATGTCCAAAGTCAGCGCTATCTGTACCTTG 

Sequence 2078 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACACGGGAGTGTATGGCCTAGAACTCCCATCAT 

ACCTGTGCACCAATTGAGGAGAGACACATGGGTGGGAAATTGCAATAAAAAGACGGCCCA 

CAGCAGGCTGCATTCCCATGGCTGGCCAGAGGAGGAACGCTTTGTGTTCTCATCGGAGCT 

GCATGGGAAGTCTGCATACAGCAAAGTGACCTGCATGCCTCACCTTATGGAAAGGATGGT 

GGGCTCTGGCCTCCTGTGGCTGGCCTTGGTCTCCTGCATTCTGACCCANGCATCTGCAGT 

GCAGCGAGGTAAGTATTCTGCTCACCTGGCATCTCAAATGTCAAAGGAAGACCTAGCAAG 

TGAGGATAGAAGTGCAGAGAAGGTGGCTCANGTAAGGAAGAAGAATTGGCAGTTCTAAAG 

CAAAAACTCAAAACTAGAAGTCAAGGGAAACATAATGAGAAACAATGGAAATCAAAGTCA 

CAATCTCTTCAAAGAGCCTAATCAGAAATTNCTCTGAAAGGGCAGTGGGAGCCAGTTAAC 

ATAATTTCCCATGCCCATATCTTTGGGAGATTAGAGACCCCAGATTAAAGAAGATCAA 
Sequence 2079 

CTCCACCGCGGTGGCGGCCCGCCCGGGCAGGTACCAAATGAAGTGTGAAGACAAGGCCAT 

CCACCACTTTATAGAGGGTGTAAAAATAAACCAGAAATCAAGGGAGAAAGAAAAGATGAA 

AGACAAACTGCAAAAAATTGCCAAAATGCGACTTTCTAAAAATGGAGCAGATTCTGAGGC 

TTTGCATGTCTTGGCATTCCTTCAGGAGCTGAATGAAAAAATGCAACAAGCAGATGAAGA 

CTCTGAGAGGGGTTTGGAGTCTGGAAGCCTCATCCCTTCAGCATCAAGCTGGAATGGGGA 

ATGAAGAATAGAGATGTGGTGCCCACTAGGCTACTGCTGAAAGGGAGCTGAAATTCCTCC 

ACCAAGTTGGTATTCAAAATATGTAATGACTGGTATGGCAAAAGATTGGACTAAGACACT 
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TTCCGCCAGCACACGCAAGGCCAGGAGGGAGATGAGGTTCAGAGTCTGCCTGCGTTCATG 
C 

Sequence 2068 

CCGGGCAGGTACCACTAAAGCAAAAAAAGAAAACTCTCTAACAGCAGGACCTCTGATCTG 

GAGGCATATTGACCATAAATTTACGCCACCCCATGAGAGCTCAAAGGCTGTGCTGTTCTC 

GTCCTCTCTCAGTCCCCATTTCCAGGTGATCAAGCTTGGGCTTAGGGTAGTGGCAGTGTG 

GC TTTAGCTGTCAGCCATCACCATGGMGAGCAGGAGGTTTAGGGGCCTTCATAACCTTT 

CAAGTGTTGGTTTCCGTTGGAAGTAGTTGAATATCTCCACCCCACCCATGCCCCTGAGAG 

AAAGCCGGGAAGAGGGGCCACCATCGGGGGCTCAGCACCTGCAAGCCCAATGCTGAC 
Sequence 2069 

CCGGGCAGGTAC nTTTTTTTTTTTTTTTTTTTI GCTGG TTTTAAG TTTAT TTTG ACGG AA 
CTTTTGATMGAMTCTCAGATTAGACTm^ 

GAGGGCGMCATCAGACTTTGGCTGCAGTATCTAAAAATCTGCATGAATTTCTCTCTTCT 

TGAGGTCCCCAATATATCTGGAGGTTCCTGGCCATTTTCTTGTAGGGGGATTCCCCTGGG 

TCTGTGCCACTCCTGGGTGAATGGCTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTC 

ACACTATGTCACTGATGAATCCTTATGTGTCCACCTGGATGTTCCGG 

Sequence 2070 

AGGTACCCATTAACCATCCCCACCTCCTCGCTCCAAATGGCCAACTCTAACTCCCACCTT 

CCTCCCCACTCTCMCTAGATAATCTGATAAATATCTTAGCTTAAATGTTAAATGTCCCA 

TCCTCTGGAGTCATCCCTGACCTCTAAACTAGGGAGAGCTCCCTGCAATGCATTCACACC 

GCC TATC ATGG C ATTG ATC ACTCTATTTTAATCGTC ATTTTAATATC ACAGGGCTCGGCA 

CATGGAAGGGGTTCAATACATATTTGTTGAAGGAAGGAAGGAAGATCACTGGATAACATG 

CACCCGTCGTATGAGGTTTCCTGTACCTGCCCG 

Sequence 2071 

AGGTACTTTCACAGCMCATTTAGACTAGTGTTTGACCAACAACTGGGCACCACGGTCAA 

GCCAAGTTGGCATATAGAATTAGCCAGCAAACTTGGTATTCACAATCTGTCATTATAGTC 

TTATCTATAMCCTAAGGTTTAGAGAAACGCTGGTCATTCTGAACAATTCCCTGTGAATG 

CAGAGATCAAGGAGCCTCCCCTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTT 

GACCTTACTGTTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATATAATATT 

ACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGATGGTGATGGTGTATATT 
AC 

Sequence 2072 

AGGTACAGCTGGCAAGAATCCAGGGCAACGTGGTTCCCTCGCTCACGGTCCCGGAAATGT 

CCAGGGAAGCAGGTCTGAGCCTGCTGCTGTTAGTGCATTCAGTCGCCTGCCTCAGTCTCT 

CTGTAGAGCCTGGGGCTGGGTGCAGAGGAGGCGAGCGCACTCCTCCGCGGAAGCGTATTA 

AACGTCACCCCTCCTCTCCCAAGCCCCTGCCAAAGATCACTGACAAGCTCTCATAGCAAA 

TGAACAAGGAGGGAAAGCACCGCGCTCGCACGGCTTTGTCCGTGCTACAAAGCAGCCTGT 

TAAACTATTGGAACTAATGCGCCGCCCCC 

Sequence 2073 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCT 

CACCTAAGCCGCAGGGAGGTACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGG 

AGAACTAACCCACACAGGATCATTTCGTGAAGGAGCAAGGCTGAAGAACCAGACCTGGAC 

1TTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAA 

GGAATAmCfCCTGGCTCTACTATCMTACCAMTCATTAGCTGCTGTGCTGTTTTAGA 

GCC CTGGG AG C G ATCT ATGTTTAAC ACC ATCTTACTAACC ATTATTGCTATG GTGGT ATA 

CAC 

Sequence 2074 

CTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTNCAGCCTACCGAAAATACTTCAGGATAAT 
CTTTNGATCCTTMCTTAATTACATCTGCAAAGACCCTTTTTCCAAATAATGCCACCTCC 
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CCTAGTTAAAGTACCTGCCCGGGCGGNCCGTCTAGAACTAGNGGATCCCCCTNGCTGCNN 

GGANTTG7TNTCATAGC7TATCGATCCCG 

Sequence 2062 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACAGGAAACCTCATACGACGGGTGCATGTTATC 
CAG TG ATCTTC CTTC CTTC CTTC AACAAATATGTATTGAACCC CTTCCATGTG CC AAGCC 
CTGTGATATTAAAATGACGATTAAAATAGAGTGATCAATGCCATGATAGGCGGTGTGAAT 
GCATTGCAGGGAGCTCTCCCTAGTTTAGAGGTCAGGGATGACTCCAGAGGATGGGACATT 

TMCATTTAAGCTAAGATATTTATCAGATTATCTAGTTGAGAGTGGGGAGGAAGGTGGGA 
GTTANAG 

Sequence 2063 

AGGTACAAGTTGTCTT TATGC TGCGAGATAAGTCCTCTCTTAGGTTTGAGCTCCCACC1T 

TTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTT 

TGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTG 

TGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACAT 

C CAG GTG G ACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATC ACGGAGAAG A 

GTGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGAATCCCCCTACAAG 

AAAATGAAGCCAAGGAACA 

Sequence 2064 

CCGGGCA GGTAC I I I I I) 1 1 I 1 j I { II j I U j 1 | \\ \ GGTTTAAGCTTCTCTGACCAGGA 

AAATCATCi I I I I AACTGAGAAGGTCGAGGGAAAGAAAGGCTGATATTAGGTCAAGAAAT 

TGAMGCAGGTTTCTAACTATTTTTTGAAAACTAAACTGAACCAGCAAGTAAGCAGGTTT 

CTCGGTGTTCTAACATGAGTGTATGCCTCCTTTTCCAAAATAATTQTATCCCAATGAGGG 

AAATCTTAATAGGAGAGAATGCCACACCACCATGGTMGCTTMGAAACTTTGGAAGACT 

GAAGAAAAACACATACTGAACTGATTTTGTTAAAAGAAATAAAGGTGATTTCTACAGCTA 
TTTTAAAA 

Sequence 2065 

CCGGGCAGGTACAGATCAAAAGCTTGCCTTAGTGAGGCAGCTGCAGGGGGATAAAGTTAG 

CAGGAGGCCTCAAAGATCTTAAGTCAGGCCTGATGTTGAAC7TTGCAGGGATTTCATCGC 

TCTGGAATACGAATGTGGCAAAAAATCCCATTGTGTCTAGTGGGGGCGAAAGAGAATAAC 

AGGCAAGCAGCAAATGCTTGTCAGCTTTCTCATAGGGTAGCTTTCCTTTTAACACGTGTT 

TATCCATGACAGT7TCTGCTTCATACTTGAAGGCATTGTTGAGGAGGAGAGGATCCTGAA 

GATGG TGAATC TACTGTATTACCTTTAGTGAGTGTTTCAGACGTGGCCAAACTATAAATA 

TTAGTGT7TTTGGAATGGCCATGGAGAGCTAAAATGTGGCCATAAAGGTGCTCAGATTTA 

CTGCCATAACTGGTAATCACATCTCTCCTGCAAAGTGCTCAAGATATCCAGGAAGTGAGT 

GGGTATNANCCCTGGCTATNCATCTGNCCCTCATGTAATTAAAAAACCAGAACAGCTNTT 

TAAAAAAAAGGAAAGAAAAAA 

Sequence 2066 

AGlGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCCACCTTT 

TCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAAGGACATCCTTTCTGGTCTTT 

GATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGCTAGTGT ' 

GTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGGAACATC 

CAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGAGAAGAG 

TGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGGGAATCCC 

Sequence 2067 

CCGGGCAGGTACACAAAGGAAAAAAAAAAAAAAGCAGAATCAGAGCTGAGTTCCCCTTTA 

AAAGCCAAACGCCTACATCTAGAAGGAGGCTCCCCTACCTGAGAGCCCTAGCCCTATTGG 

GGTTCCCACTGTGGAAACCCTCAGGTCTCAAGGTTAGTTACAGGGCAGCCAGGTAGGGTA 

AGGCTGGCTGTAGGTGACTGGAGGATGGGCAACGTAGTAGTTGCTGAAGTTGCCATCACT 

GACGTAAGGGGCCGGCTGGTAGTAACAGGTGACGTTGGTGGCACTGGGGATGATGTTTTG 
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GTGGCGGCNCGCCCGGGCAGGTACTAAAATACAGNGATTTGATCTAGAAAAGGTGATGCT 
AAAAATGCATGTAGATAAAACCTAATTTTTTTC 

TGCCATGACACATGAACACTTTTATATTCCACMCCACTGTGCTCTCCTTTTGGTGTTCA 

TTTGCAATGGATGGMTGTTTATGTCCCTTCCAMTTTGTATGTTGAAATGCTAACTCTC 

AAGATGATGGTATTAGGAGGAGAGGCTGTTGAGAGGTGATTAGGCCATGAGGGTGGAACC 

CTCAAGAAAAGGATTAGTGCCCTCAGCAAAGAGGCCTAGGAGAGCTAGCTTGCTCTTCCA 

GCATTTAGGGACACAGCAAGAGGGTGCCGTCTGTGAACTAGAAAGCANGCCCTCACCAGA 

TCCAAATTTGCCAATGCCTTGNCCTTGGACTTTCCAGCCTTCAGAACCATGAGAAGTAAA 

TTTCTGTTGTTTATAAGCCACCTANTCTATAGTGNGTTTGNTTTAACANGCTGAATGGAC 

TAAAGGCATTATTTAT 

Sequence 2057 

AGGTACCTTGCACATCTCTGCCTGCGCTGCTCACCCACTGTCAAGAAAGAAAGGTAGAGC 
CTGGTGCTCTCCCTAAGCACTGTGGGCCTCACAGTTCGGGCGGGAGCCCCCAGCACCTGG 
CTCTTCTGCATGGAAAGCTTGGTTTCACTCTTCAGAGGTGGTGGCAACATCCCCAGAAAA 
CCGGTAGGCGTGGGCACAGTGGCTGGAGGCCGAGGGCTCCTCGCCATAGCAGAAGCA 
Sequence 2058 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTC 

GGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGGAAACAGCAACCCA 

GAGAGGAGAACTAACCCACACAGGATCATTTCGTGAAGGAGCAGGGCTGAAGAACCAGAC 

CTGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCG 

TGTGAAGGMTATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTATGGT 

GGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGCCTGGCTTTGGGMTTTTTC 

Sequence 2059 

CGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAG 

AGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGA 

GAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGA 

GTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGT 

TCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTT 

ATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCA 

AGTTGTCTGGGCTCATGTCTMGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAA 

CTGGATCTGGAAGAGGAAAAGAAAACTGATGGTGTTAACTGAACCCATT 

Sequence 2060 

CGCCCGGGCAGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAMTCTC 

CAACCAGCGCATGAACAATTTTCTACATCACMCGACCTGGTTTTCAAATTCAGCTCTCA 

AGGCCAAATCTmCTAAATTTMCCMGMCTTCATCAGTTCACAGAGAMGTAATCCA 

GGACCGGAAGGAGTCTCTTAAGGATAAGCTAAAACAAGATACTACTCAGAAAAGGCGCTG 

GGATTTTCTGGACATACTTTTGAGTGCCAAAAGCGAAMCACCAMGATTTCTCTGAAGC 

AGATCTCCAGGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACATCCAGTGC 

TATCTCCTGGATCCTTTACTGCTTGGCAAAGTACCTT 

Sequence 2061 

CCTCTGACAGAAAAGGATGAAGTCAAGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCT 

GAAAGGACCAAAGAGAGTGACCAGCAAGCATTTTTTACAAGGCTGANGAGCTANAGCTTC 

CATGAAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCACAATCCTGGA 

GGCTGGAAGTCTGCAATCACGGTGCCAGCNTGGTCAGGTTCTGGTGAGGGCCTCTTTCCT 

TCTCACTGTGTGCTCTTTCTTGTGCATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGT 

CCCTCTTAGAAGGGCACTTAATCCCATAATAAGGCATCCACCCTTCTGACCTCGGCTAAC 



Page 358 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



Sequence 2050 

CCGCGGTGGCGGCCCGAGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGT 

TTGAGCTCCCACCTT7TCAGTGAACTCTTACATTTTGGGGGATCTGCTCrrGTAAAGGAC 

ATCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGAC 

TAGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCT 

CTTCAACCGGAACATCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTC 

GGATCACGGAGAAGAGTGAGACAGATCAACCATTCACCCAGGAGTGGCACAGACCCAGGG 

GAATCCCCCTACAAGAAAATGGTGAGTGAGTGANANGTCCCGTGGGATGCATATTTCTGC 
CNCGAACCTTTNAATCCTG 

Sequence 2051 

CGCCCGGGCAGGTACCGTGATGTGACTCTGGAGAACCTGGCACTTATGTCCTCCCTGGGT 

AAGTTGCTCACACTCACCCTGTGACTTGAGCTAGTCTCTGTTTTCCCCTGTCTTTCCCCA 

TTGGCAAGACTTTCTATGTCAGGAGCATGGACACAGCTTCCTGCTTCAGTTCTATGGGTA 

GGTTCTTGGTTGTAGGACTGAGGTGTACCTCGGCCGCTCTAGAACTA 

Sequence 2052 

CGAGGTACCCACAGCTGGGAGAGAGCTAGTGAGCTCCAGGGAGGGTCAGCTGGGGGAGTT 

TCACCATTGGCTGTGTCAGCCAATGGCAAGGTGTGTGAACAGGGAACTCCTGTGTTGAGC 

AGAGAGAGGAAGAAGATGCGTCCGAGATGGAGTTGGGGAAGGCAGCACTTGCGTGTTTGT 

GTGTCCAGAGTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAAACACATCCATAAAAAGAG 

GAAACTAGCTGAAGGAAGAGAAAAAACCATGAGTTCAGACGATGAAGACTGTTCGGCGAA 

AGGAAGAAAATCGTCACATTGTAGTCAATAAAGCCGAACTTGCTAACTCCACTGAAGTGT 

TAGAAAGCTTTAAATTTGGCCATGGGAGAGCTGGGAAGTTGCTCTATTCCCTANAATTCC 

TTTNACAMGAATTTCAAGGATTTTGCTTGGCCTGGAAAGACCGGATACTTTGCTTTTGG 

Sequence 2053 

AATTGGAGCTCCCCGCGGNGGCGGCCGCCGGGCAGGTACTGACTCCGAAACATTAATACC 

ACCAGAAACTAGCAAAATAGAATTTCACTGCTTTGACACAGGAGTTGGCTGGCTGACTTT 

TTCTTAMGGGCCAGATAGTAAATATTTTAGGTAAAATTTAAGCTATCATGTAGGTATTT 

GCATAACCATTTAAAATTTAACCATCTGAAAATGTAAGAATCATCTTAATTGCTTTAGTT 

TGTCAMCCCTGCTTTCATATGCCCTTTAAAAAAATCTCAGCTATGGTTCATTATTACTA 

GCTCAGCTTTTAATTCTTTAAATTGGTTGAATTATTCTCTATGN NAG NTATTTTTATTGA 

CCAGTTTTGGMTATTTTGTTCATTTATCAGGGAGTATGCGGNTAATGAAGTTGTGGCAA 

GGGATAAAAGAATACTTCAACCGTAATGGTGGGGTACTCAAGGGCCAGCACGCTCCTGCT 

CATGCGGGATAAGCCACTCAGAGCAGACCCAGCTGGAANGGATCAGGGATCTGGANCAAA 
GCCAAGTTTAC 

Sequence 2054 

CCGGGCAGGTAC I I I I I I I I I I I I I I ! 1 1 I | | 1 1 1 1 1 1 I I GGCTTTTTAGTACTAGCACA 

CTTTCTCTTCAATTCTAATTTGAAGCTCCTAGTTGCAGTGGGCTTGGGAGCCAGATAACA 

AAAAAGTTGT^AAAATGTATGAAATATMGGATGAATAAGGTTGA 

GCTA n I GTTAN AAAAATCTGTTTACATTATGGATACN CTGACTTGCCANAAATC 

TATGATTCTAAACAGATATTMTATGTGTGTGCATTTTTTAAAGTMTMGCMTTTTTT 

TCTGTTCAACAATTGGATAATTAATGAAAAGATTACAAAATGA 

Sequence 2055 

CGGGCAGGTAC I I I I I I I I I I I I I I 1 1 II 1 1 | | | | | 1 1 | A I I I I I | ) 1 1 1 1 1 1 I 1 1 I I I G 

GCTGGTTTTAANTTTATTTTGATGGMCTTTTGATAANAAATCTCAAATTANACTTTTAA 

AAGCCTTTCAAGGGTCANAAGTCAAAGGAGGGCGAACATCAAATTTTGGCTGCAGTATCT 

AAAAATCTGCATGAATTTCTNTNTTCTTGAGGTCTCCAATATATNTGGAGGTTCCTGGCC 

ATTTTCTTGTANGGGGATTCCC 

Sequence 2056 
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CTGAACTTAGCACATCAANTTCCTGGGGGTTAACAGAAGGTGGCTGAGGCTGTTAATGGG 
CCATTCATCCCCTGATTCAAAATCTGAACAGACTTCACTTATTCTGCTCCCTGGTGATGC 
TAAAAAATTATCAGCCTATCATTANTCATGGGAAAGGAGTGGAAGAGGAGTTG 
Sequence 2044 

AGGTACAATCAGGCCACGCCAACCTTCCACCAGTGGCGAGATGCCCGCCAGGTCTACGGC 

TTAMCTTTGCAAGTAMGAAGAGGCMCCACGTTCTCCMTGCAATGCCGTTTGCCCTG 

MCATCATGMTTCCCAAGAAGGAGGTMGTAGGGCTTTGTCTTGGCCTGATGCTGAGAC 

CCTCTCTTGTTCTACCTCTGCCCTCCCACAGCTCTGGCTCTCCGGGTACCCTAGCACTGT 

CACTGCATTGAGCTGAGGTTGCATGTGTTCTCAGAGAAACCTGCTGCCTGCCTTTAGATT 

TAGAGATATTAACAATTCAGAGGAGGAAAGAATGGAGTTTGTATCTCTTT 

Sequence 2045 

TN NAAC ATGTGTC ACTG NNC AGGCN GTACCTNTAATACTGGTG ATGCTAGAN GN NATGTN 

TATGNNCANNAGGCAGGGNCCTGATTGTGCTGCAGTGACAATTCACNTNTTNGANNNNNA 

CTTNATCANNATGCCNNTNACAGGGTTTGACNTGGNTGTNNACNTTGACNNGTCTATAAC 
TAT 

Sequence 2046 

CCGCG GTGG CGGCCGAGGTACACCAAAAATGGATCATAAGCTAGGCCTTAAACMGTTTT 

MTACATmAAMTAACTGTMGCATATTGACTATGTTCTCTTACAATAACTGTATTGA 

ATTAGAAATCATCAACMTAATATTTCTAAGAAGTTGTTCTGTGCAGGAAATGCACAAGG 

GGAAAGGAAAAGACACACACMTACTTTTAAGGGTAAACAGTCTTTATCCCAAGTATATG 

GCAATACAGATATAATAAACAAATCATATAATAAGCAAATCATATGATAAGCAAATCATG 

TAATAAGCAAATTGCAATGGGAAGGGGAGAAGGGAAAATATATATATATTTACACTCACC 

Sequence 2047 

CGCGGTGGCGGCCGAGGTACGCGGGGGGTGCAGGGCAAGTCAGACTGGAACCATGGAGCT 

CAGCGTCCCCCTCTTCCTTGCACTC.CTCACAGGCCTCTTGCTACTCCTGGTTCAGCGTCA 

CCCTAACTCCCATGGCACCCTCCCACCAGGGCCCCGCCCTCTGCCCCTTTTGGGGAACCT 

TCTGCAGATGGACAGAAGAGGCCTACTCAAATCCTTTCTGAGGGAGTGGATCTGATTGCC 

GTCAATCAATAATACCTTTGACCAAG GG ACTC CAATC AATTC AAC ATGCTTTGCCTAATG 

CCTTTTGTTTGTAATACTGTTGCGGGACAATCAMGACTGGAGMGATCAAAAAAAAAAA 

AAAAAAAAAAAGTCCTGCCCG 

Sequence 2048 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACTATTCCCTCCCTTATTCAAGACTTTGCTTAA 

ATGTCACCTGTGTAATGGAATCTTTCCCAATTTGTCAATTTGTCCCATTAGACAAATAGA 

TCAATAGTTCACTGATCTATTCCCAGTGCTGATAACAATACCTGGCATAGAGTAGATGGT 

CAATGAATATGTGTTGAATGAATAAATGAGCAACGTGGGTCAGCCACCCCATGAAGTTAG 

CTGGAGGTTTTACAACATCAACAGAGTGAGGTAAGAGCACGGGAGACAAGCCACCATGGT 

CACTGTAAACCAGGCTGCCAAACTGATTTCAATTACTGCTTACAAGGAGGAAGAACAAGG 

ATCCCATGTGGTGCCTAGGAAGTCAACAAAGTTAATAAAGCAGAGTTTTCTAGAGCCTGA 

GGATCAAGTATCCAGTAGGAAAGCTGCCCTT 

Sequence 2049 

TACGACTACTATAGGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTAC 

CAAGATTGAAGCCCCTTAACATTCAGTTCAAGTGTTGGTTCCACTTGCCTGAGCACAAGT 

TGGAAGTAGCTTTGTTAGGATTCTAGCCGGCATCCTTGCTGTCACTACTGGTTCTTGTAT 

AGTCAAGCCCCACTCTGTGCAGAGCAAATCTTTGCTCAGTTAAGCGAGCGTCAGTCACTG 

GTAAGCTTGGCTGCCGGCCCGGGGTTGTTAGGCTTTTCCATGCTACACCTGAATGAGATA 

TTGACGAGACATTGCTACCTAAACAGAGTTGAGAAACTGGGATAAATAAATAAATTAATT 

AAATTGTCACAGGGCTGAGAGAATAATTTTGAAAATGCAACTTACACTTNCAGTGCAGAA 

ACAGAATCAAGGGAAGTCCTCGGCCCGC 
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ci 1 1 nCTTTTC 1 1 1 1 1 rrc 

Sequence 2038 

NCGACTACTTAGGGCAA1TGGAGCTCCCCGCGGTGGCGGCCGATATGGGCTTTTCACCCC 

AGGCTGAGACAGAACAACTCAAAGAAGAAAGCTCAGGGCTGAGATCCGGGCTGAGATCCA 

GACTTCGTGTGAGAGGACACAGCTGTGAAAGACAGAGGTTTGCTGAGGCTGTGGAGTTGC 

AGCTGGAGAAGGTGCTGGGCTTGGGGCACTTTGCAGAGAAGGGACCTTGTGCATGTCAAG 

GGAAGCCATTCATGTGGGGGTACCT 

Sequence 2039 

TGGGGCGGGCCCGAAGGGNTNCCCGGGGNTTGNATGCGGGCAAAGCCGCTGGGCCGTGGC 

CTCCAAGAMTCTrTTGGCTTGGTTMGGCCCMGTTTTTGGGGTTTTGGTGGCCCACAA 

GGGCCCCMGAAATCCCCTTCCCAAAACCCTTGTGGGGCCAAGNAAGGGGGTTCCCAAGG 

GCTTTGGACCAAGNAAGAMCTMCCTTCTTCCCCTTTTGGCTTGAAAAGAAA 

TGGGNAAGGGTTGGTTCCAAGNTGGGGAAACAAGGAAAGGTTGGAAAAGCCAAGCCTTTA 

AGGCCCCTTTTGGAAGGGGCAAAGCCAMGCCCAACCAATTGGAACCCAATTGTTTCAAT 

TTCAACCCCTTCTTTGGCCCAAAACCCTTCCCCAAGGGGGMCCCCCTTCTTTCNTTCNT 

TGGGGGGGNAAGGGGNCCAAAAGGGGGMTTGGNAAGGNCCNTTGGNACCNTTAANTTGG 

GGGCCNTTTGGGTTGGCCCCGGGGGAAAAAAGGGGGGAMGGGCCCTTAAAAACCCNGGG 

GGTTNGGGGGGCCTTTGGGTTGGAAMGGGGGGGGAAACCCCCCTTTGGGCCTTTGGGGG 

GNCC CCCCCCAAMTTTGGGGGGMNCCTTNGGGTTNAMTTNGGCCCCCCTTTTCCCCC 

TTTTC CCCCCCCCCAAAGGGGGGGGGNMNTTGGNAAAAGGGCCCCCCCTTTTTTGGGT^ 

TTTTTAAAATTTGGGGGGCCCNTTTCCCCCTTTTAATTT^ 

TTTTGGGTTTTTGGGCCCCCAAGGGCCCCCCTTTTTTCTTTTCCCCTTTC 
CCCCCC 

Sequence 2040 

AGGTACAGCCACAGGTGGAAAAGAAACTTGGACTTTCTCAAGGCGGTAGACACGAACCGA 

GCAAGCGTCGGCCAAGACTCTCCTGAGCCCAGAAGCTTCACAGACCTGCTGCTGGATGAT 

GGGCAGGACAATAACACTCAGATCGAGGAGGATACAGACCACAATTACTATATATCTCGA 

ATATATGGTCCATCTGATTCTGCCAGCC GGGATTTATGGGTG AACATAG AC CAAAGG G AA 

AAAGATAAAGTGA AGATT CATGGAATATTGTCCAATACTCATCGGCAAGCTGCAAGAGTG 

AATCTGTCCTTCGATTTTCCATTTTATGGCCACTTCCTACGTGAAAT 

Sequence 2041 

CCGGGCAGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGCTCCC 

AC C TTTTC AGTG AACTCTTAC ATTTTGGGAG ATCTG CTCTTGTAAAGGACATCCTTTCTG 

GTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACTAGAAGCAGC 

TAGTGTGTGCCACTCTCACAAATAGCAGAAAGAGTGGTGAGACACTAGCTCTTCAACCGG 

AACATCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCGGATCACGGA 

GAAGAGTGAGACAGATCAGCCATTCACCCAGGAGTGGCACAGACCC 

Sequence 2042 

GCNCGCCCGGGCAGGTAC I I I I U J I H I I H I M I I ) M I I I I GGAAATTGCCTCAGAC 

AGGGATTGATGTCAGGAGGCTTCAAGGAGAGAAATATACATGAATGGGAGACCCCAGGTT 

GCAGGCAACAAGAGTCACAGGTATGGGAGAAACCAGGAAGTCTGTGCCATGTTAACTTTG 

CTCATCTCATCGGGCTTTGTACTCAGATAAGAATATCATCCAAAAACACAGCATGTTACT 

TCTTGTAAGTGAGTCTTACTGTTCCACAAAACCCGCGTACCT 

Sequence 2043 

GCG GCCGA GGTA CTNN GGTNTNTNTNNNTNTNAGCTNNTNANCTGGTTTTTACTGACTGA 

TTNATTTTTGTNCATTTTNCAAGNAANCTTGTAATGAGCATGCATAACATCCANIGCCAGA 

MGGGAGGGGCAAGAGGGTGGGCATCCTGTCAGGCACTCAAACTTTTCTGAAATTTGTGC 

CACTGGACATATTTAATAATTAACTTTGGGATTGMTTTGGATTCTGTGTGGTTAAAANA 

GAATANTNCGAAAGGACCCTGATGTAAAGCCAGAAGCAGANATGCCATGGAAAAGTAAGG 
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Sequence 2033 

CGCCCGGGCAG GTAC GTTTAAATGGGATTGTTTGTTTTTCACTTGTTGA 1 J J M I IA AGT 

TCACCAGATGCACTGTGCTGGGGTTCTGTGATAGTCCCTAATTGCTGTGCACCCTCCCAA 

GCCTGAGAGCAGCAGGAGGGAGGGTTGCGAGACAGCAAAAAGGTGGACTGCCTCTCTCTT 

TGGGAGCTGCATGCCGGAGAAGTGTANAGCTGCTCCCAGCTGGAGAACTCAGGAGGACTA 

GGGTGGCCTCACTAGCATCCCAGGCTAGTGGGTCTTATCCTACAAGGTTCAAGTGGTGGT 

GAGGTCTGCAGTCTATCACTGCTCAGCCCCATGGACTTGGCCCCTTTTCTGGGGAGCGTG 

CMGAAAACTTGGCCTTCCCMTTGCTGGAGCTGCAGCCCCTGGTTTTGGGGTACCT 

Sequence 2034 

AGGTACAGATACAGTTTTTAMCCTAMGTTACTGGTGAMCAAGCTTGCTATTACTGAG 
ATGTATAATGAATGTCTTAAAGCTATAAATCCACTCATCGTTGTGTTTMGGAGGAACTG 
MGCACAATTGTTAAGMCAAGTGAATTAGGTGAATATACATTGACAAAAGGTTGATAAT 
AAAGTTGTCAGAATTTCAAAAATAATTTAGTGTGACT^ 

TTAMTTAAGTAACACTTTACTGATTTAATATTTGAGTCAmCTAAGGAAAATACTGM 

ATATCAATTGCTTAACAGMGTTTAAMTATACCGTMTTTGGCATCTTGGTTTCACATG 

TTATGGAAMGCTAAACATATTTGGGCCTGTTMTT^ 

GATGGTGTTCATCTGCAAMTACTMCATGATGCACTTCAAAATGCTTACTAATTTTCAC 
TAGAAATTAAGGTTCTMGAGTTMTTAAAATTAATATTAGAGTAATTTAAACTAG 
AATGAAGGGAAACAAATCTGTCCT 
Sequence 2035 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAATGAACTATTTCAGTGTAGAATGAATTACAA 

MCAGTAATATGAAGGAAGGTTTGATTGTMGCACAGCAGCAGCAAATCCTCCAACATTT 

ACCCCATTATCATTTGGTGAGAGGGGMCCTTMCTCTMCCCTTTTACTGTTGTTGCTC 

TCTACCATTTTGCTTTTTCATAAAAGTTCTACATCAAAACTGTTACTCCCTCTTCCAC^ 

CAGCACTGAAAACTGTATTTCCTTAGAGCTATACTGTCCCCAAAATTGGAATACAGACTT 

CATGAGAGAATATTTTATCTCTGCCTACCACAGCATGTGAAAAAAAAGGMTTTTTTAAA 

ATTTAAATGTTAAAAATTTTCCAATTCTACCAATACCTACCMCTTACAAAACTCTAGAG 

AACTCAGAAATACACAAACACACA7TCCATTAACCACCAGAGTGATGATGCTGTCGCGTC 

ATAGAGCCTCTGGAAAACCCCACTGTATAACTGGTGAGAGAAACAGAGGGAAAAAGGCAA 

ACAACTTGAGAAGAATTACTTAACAAGACATANGGGAAGAGGTAATCACTAAATCCTCAA 

TMCACAATTTCCMTTCTATTTAGAATTTGGTATTTGGGCCCAGTGTGGTGGCTCACAG 

CAGTAATNCTAACACTTTGGGAGGCCAANGCAGGAAGATGTCTTGGCCCCAGAGTTCGAG 

AATCGGNCTGGGCACACAGTGAGGACCCCCTTTTTTACAAAAA 

Sequence 2036 

CCGCGGTG GCGGCCG AGGTACMGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTT 

TGAGCTCCCACCTTTTCAGTGAACTCTTACATT7TGGGGGATCTGCTCTTGTAAAGGACA 

TCCTTTCTGGTCTTTGATTACTTGAGAAAAGTGAGTGAGGTGGGGCCAAGATGGTTGACT 

AGAAGCAGCTAGTGTGTGCCACTCTCACAAATAGCANAAAGAGTGGTGAGACACTAGCTC 

TTCAACCGGAACATCCAGGTGGACACATAAGGATTCATCAGTGACATAGTGTGACCTTCG 

GATCACGGAGAAGAGTGAGACAGATCAAGCCATTCACCCANGAAGTGGCACAGACCCAGG 

GGAATCCCCCTACAAGAAAAATGAACTCAAGCTCCATGAGGAGATGTTTC 

Sequence 2037 

ACGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCACCATTTGT 

TTTTCAATTTGTCCAAAAGCCCCTGCTCGTTCAGTTTTMCACTGCCAGGTTTACTGGA^ 

TTCTTTAAAAACGAATAAATAACACTCGATGAGTAACAGGTGGAGAACACTCAGCAAGTC 

ACGTGACCCAAGGGATCGGTGAATCAGCTCCATTACCCAGCCTGCCAGGTTGCCCTTTGA 

CCTGAGGATGCCCTGCCCCCAACATCACTGCAGGAATTGGGGGATGGAGCCAAGGCATAA 

GTCTC CATC ATTGACTCCCATTATGGAGAGGCGTCATTGTAACCTAAGTTTTCAGAAGTT 

GGGTATTTTGAAAGCAATGGCCCCAATAGTTTTCCCCTC 
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AACAATGAGTGTCATGGTCTGAACTGTGTTCCCCTCCCCAAACCCGTATGTtCAAGCCCT 

AACCCC TAG TTATACAC ATAAGGTAAATG AMC CTCATTTGGACACAAAGTTTTTGCAGA 

TGTAATCAAGCTAAAATTATCTCTGTAGGTGGGACTTAAAATAACATGGGTTGTCTTTAT 

AAGAAGAGGGAACAGAAACAGATAGGATGTGGAGAGGACCATGTGAAGAGAGAAGCTGAG 

ACTGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATCTGAAGTTCTG 

ACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGATTCTTCACCTAGAGCATNCAG 

AGGAGANGTTGGTCCTGCAAACACCTTGTTTTCTGACCTCTGACCTNCGCAACTGTGANG 

GAAGAAAATTTCTGTTGCTTTAAAGACACACCAGCTTGTGGTACCCTGCCCGGC 
Sequence 2029 

CCGCGGTGGCGGCCGAGGTACTACCCTGCGTGCGGCGGTGGGAAGAGCTGTGAGCCTGGA 

GGACTCGGGGATGACCTGTGTTCTCTGCTTCCGTTGTCCCCAGTGTGCTTTGCAAAGCAT 

GTTCCCAGGATGTGGGACCTGAGGAATAACTTAGCAGTGGCCAGCATCTGAAGCTATGTG 

TGTGAGCCTAGGACTTTTGCTAGATCCCTGATCAGCTCTTAAAGTAACAGGACCCCAAAA 

GGGAAGGGAAATTCAGATTTAAGTGGGCTAGATAATGGTTTCTCTGGTGCCACGCTGCTT 

GGGTTCAGATGCCAGCTCCAGCTTTTACTAGCTGTGTGACATTGGGGAAGTTGTCTAACC 

TCTCTGGGCCTTATTTTCTTTACCTGTAAAACAAGGCTGCTGGGCACGGTGGCTCACGCC 

TGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCAGATCACATGAGGTCAGGAGTTCAAG 

ACCAGCCTGGCCAACATGGGTGACACTCCGTCTTTTACTAAAANTCCANNNNNAAAAAAA 
NANN NNAAAAGTCCTG 

Sequence 2030 

AGGTACTTTCACAGCAACATTTAGACTAGTGTTTGACCAACAACTGGGCACCACGGTCAA 

GCCAAGTTGGCATATAGAATTAGCCAGCAAACTTGGTATTCACAATCTGTCATTATAGTC 

TTATCTATAAACCTAAGGTTTAGAGAAACGCTGGTCATTCTGAACAATTCCCTGTGAATG 

CAGAGATCAAGGAGCCTCCCCTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTT 

GACCTTACTGTTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATATAATATT 

ACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGATGGTGATGGTGTATATT 

ACTTn^CAGCCCCAGACCTGTAAGAGGTTCTCATCTCTTTTGTTTAAGATTTTGTTGN 

i 1 1 1 1 i I I AATGCTCAATAAAAGMGCTTTATTCTTTCATTAAAAAACAAATCTCAAAAG 

AACAGGGAAGAAAAGGGTAGCCTATGAAAGTGTGATTGGTATTTGATACCATCGTGACTT 

AACTTGGTTTCACCTAAGACTCTGAGAATCTATTCTGGTTATGNGAGAATTTGGGCTGAG 

TCAACTACTATNCATATTAACTGAATCATTAAACAATTAATCCATCATCTGGGTACATTT 

TGGGGGGGANGGGGCCTTTTACACACACTTAAGCCCCATTTTTTACTTTTT 
Sequence 2031 

CCGGGCAGGTACCACAAGCTGTGTGTCTTTAAGCAACAGAAATTTCTTCCCTCACAGTTG 

CGGAGGTCAGAGGTCAGAAAACAAGGTGTCTGCAGGACCAACCTCTCCTCTGGATGCTCT 

AGGTGAGMTCTTTTCCATGCCTTTCTCTTAGCTTCTGATGTTGCCGTCAGAACTTCAGA 

TGGTGTTCCTTGGCTTCATTTTCTTGTAGGGGGATTCCCCTGGGTCTGTGCCACTCCTGG 

GTGAATGGTTGATCTGTCTCACTCTTCTCCGTGATCCGAAGGTCACACTATGTCACTGAT 

GAATCCTTATGTGTCCACCTGGATGTTCCGGTTGAAGAGCTAGTGTCTCACCACTCTTTC 

TGCTATTTGTGAGAGTGGTACACACTAACTGCTTCTAGTCAACCATCTTGGCCCCACCTC 

ACTCACTTTTCTCAAGTAAATCAAAGAACTTTTGAGAAGTGGGAGATGAAATGTTTTGAA 

TTGCCCCTTCGTTTTGCATTCCTGGAAATTTCA 

Sequence 2032 • 

CGAGGTACCCTTCTGGGTCATTTCAATGCATGTGTGTAGGGATGAGCGTAGGAACTCATA 

ATGCAACTTCAGGGGACCCCTTTCTTGAGCTCCCTCCTCTTTGTGGTTTCCCCAACACTC 

TTAGACACCAGGGGGCGCTTTCTCTCCCCTCCGGCTGGCAAGCTGGGGTTTGAGCCTCTC 

TGCTCTGTCTTGTATCTCCCACAACTAGGTCTTCTTCTGGGGCAAAGGGGTAAAAGAAAA 

GAAAGAAAAACAAGTAACAGGAATTCTCTCACACTCTTTGAACCCCAGGGGTTCCTTTAC 

TCAGTTTCTCTGGCCAAAGAGAAGGACTCTGAGGTACCTGCCCG 
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AGCC CCACCTTTAGTATGTG AATATCTGATGAAACGATTCAATGGNTTTGTAG CATTGGA 

TTCAATN.TCAGGGNTGGGCTCCTTTCTAGGAATAGAGGAATATTCTTATCTCANGAAAAA 

AAATTCATAGTGCGGNNTTTTCTCGGGGGGNANATGGTGGAAAAAGGAATCATTGACCCA 

ACAAAGGTTGTGAGAACTGCTTTATTGGATGCCNCTNGTGTGGCCTCTCTGTTAACTACA 

GCAGAAGTTGTAGTCACAGAAATTCCTAAAGAAGAGAAGGACCCTGGAATGGGNGCAATG 

GGTGGAATGGGAGGNGGNATGGGAGGNGGCATGTNCTAACTCCTANACTANNGCTTNACC 

TTNATTAATGAAC 

Sequence 2023 

TGAACCATTTACTGTCGGTGTATTTAAACTGCACTTGGTAGACAACAGGCCTCGTGCTAT 
TGCTCAGGGCCACTGGCTCCCAACTCAGGACCTGCTCTGCGTTGTACCTCGGCCGCCCGG 
GCAGGTACCAGGCTAAGTAGGTGGTAAA7TGAC 
Sequence 2024 

TGAACCATTTACTGTCGGTGTATTTAAACTGCACTTGGTAGACAACAGGCCTCGTGCTAT 
TGCTCAGGGCCACTGGCTCCCAACTCAGGACCTGCTCTGCGTTGTACCTCGGCCGCCCGG 
GCAGGTACCAGGCTAAGTAGGTGGTAAATTGAC 
Sequence 2025 

CCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCT 

GAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAAC 

AATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGAC 

TTCATCACGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATC 

TGCCTGGGCAAGTTCACC1TCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCC 

ACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAAATTC 

CTTGAMTTTGCMGTTGTCTGGGTTCATGTCTMGCTTGTTCCAGCTATCCAGAATGCC 

CACAAGAATTCAACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATT 

TTGAT 

Sequence 2026 

GAGTTCACTTCTTCCCACCTGTGGCTTNTTCCTGAGCTTTGTCCCCTGCCTTGAAAGCTC 

AGCCAAATCCTGTC7TGAGAAATAGCCTGGTGTGACCTCTGTGAAGTCTCTCTGACCACT 

CAGCCTGGTGTTTCTCTCCCTGCTGAATCCTTTAAGCTCCTAACCTCATTCTTCCTAGAT 

GAGCTAAATAAACTTCCTTCTTGCTACTATCTnTCATGCATATAATTTTCCCCCAACTA 

CACCATGAACTCATTGAGGACAAAGACCAMTGTCATGATTTTTATACATTCAACATGGT 

CTAGGACAGTTCTCTCTGCCTAAGGACATTCGATAAATACTTACTGAATGAAGTGATTAA 

TTTCTTCCTTTTCATTATGTTTTACTCTTTCTATGAAATATCT^ 

TTTCTAAGTTTTCCTTACAGGACGTGATAGGCTGCATGCAAGAGGCATACAGAAAATGGG 

AAATAGTATTTCGCTGTCCTGAAACTT 

Sequence 2027 

CCGGGCAGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAA 

CCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAATTCAGTTCTCAAGG 

C C AAATC TTTTCTAAATTTAAC C AAG AACTTC ATC AGTTC AC AG AG AAAGTAATCC AG G A 

CCGGAAGGAGTCTCTTAAGGATAAGCTAAAACAAGATACTACTCAGAAAAGGCGCTGGGA 

TTTTCTGGACATACTTTTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGA 

TCTCCAGGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACATCCAGTGCTAT 

CTCCTGGATCCTTTACTGCTTGGCAAAGTACCT 

Sequence 2028 

CTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGGTGTTCTTGTG 
CTTAAAGGTCATGTTCTTGTGATAAAACGCACTGCAGAGACAACACAGTTTAATTGGCTG 
AGGCAGGTGACTCCCTTTAAGCATCAGGGTGGAACAAACTACACGACAAAATGTAATTTT 
AAAGACCACTCTCATTCAAATGTAATAATATCAAAGCACCCTTAACTCATTAATGAGTGA 
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GTCGTGTACCTCGGCCGCCCGGGCAGGTACCACGTCCATGGAGAAGATCTGGACAAGCTC 

CACAGAGCTGCCTGGTGGGGTAAAGTCCCCAGAAAGGATCTCATCGTCATGCTCAGGGAC 

ACTGATGTGAACAAGAGGGACAAGCAAAAGAGGACTGCTCTACATCTGGCCTCTGCCAAT 

GGGAATTCAGAAGTAGTAAAACTCGTGCTGGACAGACGATGTCAACTTAATGTCCTTGAC 

AACAAAAAGAGGACAGCTCTGACAAAGGCCGTACCTCG 

Sequence 2018 

CCGGGCAGGTACTMTCGTTCCTGTTTGATTACTmAMCCAGGTGAGAAAAATTAAAT 

TATCGTATTCTAACAAAGTAATATGTGAGATTTTGCAAATGATTTTATAGAAATACACAA 

AATAACTCTTTAG CTTGCTCTGAGC ATTTTTTTC7TTTCTGATAGCAAC TTTTTAACGTT 

GTGGATCCACAGAACTTACTGCTTTGCTTTCTCTTTTGGGGTCATAATTCCTCTCCCCTT 

GGAGTGTCCACTCCATGCATGTGCACTTAGGATGTGTGGCTGTGTGTGTGTTTGGGAACC 

CTCACGGACACATAAGGTTCTATGTCATCAAGTAGAAAACCTATCTCATTATCATTATAA 

TGTC7TCAGAT GCTTN CTAAGGTTCACCTCTTTTTTAACATTAGAAGTCAGTGAATGCAG 

GTTTCATTATAATTTTTMTACTTTAAAATGTTTTTGTATTAN 

Sequence 2019 

AGGTACTGTTGCAGTGAGCTCAAGTGTTGGGTGTATCAGCTCAAAACACCATGTGATGCC 

AATCATCTCCACAGGAGCAATTTGTTTACCAAGMTCTAAGAATTAAATCTTAGAATGTA 

TTMTGTT AMTTTCT GTGAGATTATATTGTAGTCACGTAGAATGTCCTGACTTGTAGGA 

ATACCCACi i i i j i i I CTGATGCTTTACTAACTTCATCTTTTAG ATTTAAATCATTAG TA 

GATCCTAGAGGAGCCAGTTTCAGAAAATATAGATTCTAGTTCAGCACCACCCGTAGTTGT 

GCATTGAMTAATTATCATTATGATTATGTATCAGAGCTTCTGGTTTTCTCATTCTT^ 

TCATTTATTCAACAACCACGTGACAAACACTGGAATTACAGGATGAAGATGAGATAATCC 

GCTCCTTGGCAGTGTTATACTATTATATAACCTGAAAAAACAAACAGGTAATTTTCACAC 

AAAGTAA TAGA TATCATGACACATTTAAAATAGGGCACTACTGGAACACACAGATAGGAC 

ATCCAGGTTTTGGGTCMTATTGTAGACTTTTTGGTGGATGAGATATGCAGGTTGATACC 

AGAAGGACAACA 

Sequence 2020 

CAGCTCAAAACACCATGTGATGCCAATCATCTCCACAGGAGCAATTTGTTTACCAAGAAT 

CTAAGAATTAAATCTTAGAATGTATTAATGTTAAATTTCTGTGAGATTATATTGTAGTCA 

CGTAGMTGTCCTGACTTGTAGGAATACCCANTTTTTTTTCTGATGCTTTACTAACTTC^ 

TCTTTTAGATTTAMTCATTAGTAGATCCTAGAGGAGCCAGTTTCAGAAAATATAGATTC 

TAGTTCAGCACCACCCGTAGTTGTGCATTGAAATAATTATCATTATGATTATGTATCAGA 

GCTTCTGGTTTTCTCATTCTTTATTCAT1TATTCAACAACCACGTGACAAACACTGGAAT 

TACAGGATGAAGATGAGATAATCCGCTCCTTGGCAGTGTTATACTATTATATAACCTGAA 

AAAACAAACAGGTMTTTTCACACAAAGTAATAGATATCATGACACATTTAAAATAGGGC 

ACTACTGGAACACACAGATAGGACATCCAGGTTTTGGGT 

Sequence 2021 

TAGGGCGAATTGGAGCTNACCGCGGCNGCCGCGCGGTGGCCAGTGAGNCTGCCATGTGCT 

G ACTTG AAAGGTCC NTN NCTG AG ACTTCTGG AG AG ACC ATTC ACGGCTTCTGGCTCTTGA 

CAAACATAGACCACTGGAACAATGATTAAGGAGAGAATTCTACTGGCACAGACAAGACTC 

TCTTGATCTGCAAATACGACTTCATCACGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTC 

TGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACA 

AGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGT 

CCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGA 

AATACACCAGTGAGAMTTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTG 

TTCCAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAAACTGA 

TGGTGTTAACTGAACC 

Sequence 2022 

TGGAANCCCACCCCCNTGGCGGCCGCCCGGGCAGGTACNTTTTATCTGAAGGGNAGAGGN 



Page 351 of 869 



WO 01/51628 



Table 2 



PCT/US01/00798 



GAACAAGCACAACCTGCATGGCCATCAAAAACCCCCAAAAGCATCCCTCTGGTCTGCAAG 

CAGGTTGCTGCACTTCTCCGGTCCTCAATGGGTGCATTTGCAGGCAGCTGATTGCTGTCA 

AATCCAAGGATAGAACTGACATTTTTGTC(3TCAAATTCTGGCACTTTGAAACTGTATTCA 

TTAGCTTTMGGATGCTATTGACTTGTGGAGGTGTGAGGTAAAATTTCTGTGGTGTGGAA 

GCATATCTCCTTCCTTGGGTGTACCT 

Sequence 2013 

GTAACAAAGAGACAGCMTATMTAAAAGAGTCTTTCACTGACTGCCTGGGAACAAGCAC 
AACCTGCATGGCCATCAAAAACCCCCAAAAGCATCCCTCTGGTCTGCAAGCAGGTTGCTG 
CACTTCTCCG GTCCTC AATGGGTGCATNNGCAGGCAGCTGATTGCTGTCAAATCCAAGGA 
TAGAACTGACATTTTTGTCGTCAMTTCTGGCAC 

GGATGCTATTGACTTGTGGAGGTGTGAGGTAAAATTTCTGTGGTGTGGAAGCATATCTCC 

TTCCTTGGGTGTACCT 

Sequence 2014 

CCGGGCAGGTACAGATACAGTTTTTAMCCTAMGTTACTGGTGAAACMGCTTGCTATT 

ACTGAGATGTATAATGAATGTCTTAMGCTATAMTCCACTCATCGTTGTGTTTAAGGAG 

GMCTGAAGCACAATTGTTMGMCMGTGAATTAGGTGAATATACATTGACAAAAGGTT 

GATAATAAAGTTGTCAGAATTTCAAAMTMTTTAGTGTGAC7TGAAATCTTAAAATCAT 

GTTATATTAMTTAAGTAACACTTTACTGATTTMTATTTGAGTCATTTCTMG 

ACTGAMTATCAATTGCTTMCAGMGTTTAAAATATACGTMmGGCATCTTGGTTT 

ACATGTTATGGAAAAGCTAAACATATTTGGGCCTGTTAATTAMGGCATAAAAATTAT^ 

TATGAGATGGTGTTCATCTGCAAAATACTAACATGATGCACTTCAAAATGCTTACTAATT 

TTCACTAGAMTTAAAGGTTACTMGAGTTM 

CCTAGAAATANTGAAGGGAAACAAATCTGTACCTCGGCCGCTCTAGAACTNNGTGGATCC 
CCCGGGC 

Sequence 2015 

CCGGGCAGGTACAGATACAGTTTTTAANCCTAAAGTTACTGGTGAAACAAGCTTGCTATT 

ACTGAGATGTATAATGAATGTCTTAMGCTATAAATCCACTCATCGTTGTGTTTAAGGAG 

GAACTGAAGCACAATTGTTMGMCMGTGMTTAGGTGAATATACATTGACAAAAGGTT 

GATMTNAAGTTGTCAGMTTTCAAAMTAATTTAGTGTGACTTGAMTCTTAAM 

GTTATATTAMTTAAGTAACACTTTACTGATTTAATATTTGAGTCATTTCTMGGAAM 

ACTGAAATATCAATTGCTTAACAGAAGTTTAAMTATACGTMTTTGGCATCTTGGTTTC 

ACATGTTATGGAAAAGCTAAACATATTTGGGCCTGTTAATTAMGGCATAAAAATTAT^ 

TATGAGATGGTGTTCATCTGCAAAATACTAACATGATGCACTTCAAAATGCTTACTAATT 

TTCACTAGAMrTAAGGTTACTMGAGTTMTTAAAATTAATATTAGAGTAAmAAACT 

AGAAATAATTGAAGGGAAACAAA 

Sequence 2016 

CCGCGGTGGCGGCCGGGGGCCATTGAGACTACCATGGAAGACTTGAAAGGTCACGTAGCT 

GAGACTTCTGGAGAGACCGTTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAAC 

AATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGAC 

TTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATC 

TGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTTGTCCCGCTGGAACCCATGGTC 

CACTGAAAGTTCCTTATGCTACTTTCACTTGAGCATCCTATGAAAATACACCAGTGAGAA 

ATTCCTTGAMTTTGCAAGTTGTCTGGG 

Sequence 2017 

ACACCACCTACCTGAATGTCCAGCGGGAAAAfGGGACCATCTCCAGATACCGTGGGAGGC 
CAAGAGCATTTCGCTCACTTGCTGATCCTCAGGGACACCAAGACCTACATGCTTGCTTTT 
GACGTGAACGATGAGAAGAACTGGGGGNTGTCTGTCTATGCTGACAAGCCAGAGACGACC 
AAGGAGCAACTGGGAGAGTTCTACGAAGCTCTCGACTGCTTGCGCATTCCCAAGTCAGAT 
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Sequence 2007 

CACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGAC 
CACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGC 
AAATACGAC7TCATCATGCTGAGTTGTGTGCNGCTGCAGCGGATTCCTCTGAGCGCTGTC 
TATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGA 
GAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAAC 
CCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGT 
GAGAAATTCCTTGAAATTTGCMGTTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATC 
.CAGAATG CCCA CAAGAATTCAACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACT 

GAACCCATTTTGATTGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAAA 

CTTGGCTATTCCCTTGCCC 

Sequence 2008 

CCGGGCAGGTACATTTTAAACGGGTGCATTGTATGGTATGTAAATCATACCTCAAAAAAG 

CTGTTACATAAATGGTGCCTAGAGAGCATATACATGTTCTAAACTCATCCGGAGAGTCAG 

GGAAGATTTTACTGAAGAAATTAACTAGGAGTTGAGAGTGAAGGAATGAGTTAAATACAT 

TAGGGAGAGGTAGAAGTAGAAGGTGTGAGACrrGGGGGTTGAGGGCATTCTAGACACAAA 

GGGAAAAGMGTACACACAAGTCCAGTGTTGCCMGGAGCTTTGTTTATAGAAAGAAGCT . 

TGGTCCCCTCAGTTCTATGCTGTTGTGTG.GCCTGGTTGGTACCT 

Sequence 2009 

TATGTAAATCATACCTCAAAAAAGCTGTTACATAAATGGTGCCTAGAGAGCATATACATG 

TTCTAAACTCATCCGGAGAGTCAGGGAAGATTTTACTGAAGAAATTAACTAGGAGTTGAG 

AGTGAAGGAATGAGTTAAATACATTAGGGAGAGGTAGAAGTAGAAGGTGTGAGACTTGGG 

GGTTGAGGGCATTCTAGACACAAAGGGAAAAGAAGTACACACAAGTCCAGTGTTGCCAAG 

GAGCTTTGTTTATAGAAAGAAGCTTGGTCCCCTCAGTTCTATGCTGTTGTGTGGCCTGGT 
TGGTACCT 

Sequence 2010 

ANGTACCTAGATAGGAGAAATATCCAACTCCCATATGTCACAGTGTCCTCAGTTGGGGAA 

GGGGATAGGCATTGGGGCAGCTAGCTGTCCTGTAACTTCTCCTGAACTGACTCCGGGCTG 

GGTCAGCCCTTTATGACTGTAGCTCGCAAACTGCTTANCGTCCCTGGCCTTCTGGGCTGC 

TCAGGCTGGGATCCAGAGAGTCGCAGGTCAGAGCCACCACGTGTCTGAAAGGTCTTCCTT 

CCTTCGTAACCCCTTGGGAGATCTCATCCTGGTGTGGGCCAGGTCTGGTAGTCAGGAACT 

TCCTCCGTCAATGGGGTGAGGTGGTTCCCTTTTACATATAGATACTATTTCATATTTCCT 

CATTGCTAATTCTCCAGATTAAAATGTCTGTTTTCTTTTTTGT^ 

TTTMGTGGAGTGGAGAAA ATTCAT ACTTTATCAATGGAGACATAAGTTCTTTAGMCTT 

GGTGGTGGAGGGTAAGGNTTTTTTGTTTTTGTTTTCTTATTGGTATT^ 

TGAGTGGGGTCTGT 

Sequence 2011 

AGGTACCTAGATAGGAGAAATATCCAACNNCCATNTGTCACAGTGTCCTCAGTTGGGGAA 

GGGGATAGGCATTGGGGCAGCTAGCTGTCCTGTAACTTCTCCTGAACTGACTCCGGGCTG 

GGTCAGCCCTTTATGACTGTAGCTCGCAAACTGCTTANCGTCCCTGGCCTTCTGGGCTGC 

TCAGGCNGGGATCCAGAGAGTCGCAGGTCAGAGCCACCACGTGTCTGAAAGGTCTTCCTT 

CCTTCGTAACCCCTTGGGAGATCTCATCCTGGTGTGGGCCAGGTCTGGTAGTCAGGAACT 

TCCTCCGTCAATGGGGTGAGGTGGTTCCCTTTTACATATAGATACTATTTCATATTTCCT 

CATTGCTAATTCTCCAGATTAAAATGTCTGTTTTCTTTrTTGTGTTTCTTC 

TTTAAGTGGAGTGGAGAAMTTCATACTTTATCAATGGGAGACATAAGTTCTTTAGAACT 

TGGTGGTGGAGGGTAAGGGTTTTNTTGNTNTTGGTTTCCTTATTGGTATTTTACCAC 
Sequence 2012 

GCTAATTGGAGCTCCCCGCGGTGGCGGCCGCTCTCCACTGCATTTTCAATCTCTAGCAAA 
GTCTCATGGGGTAACAAAGAGACAGCAATATAATAAAAGAGTCTTTCACTGACTGCCTGG 
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ATCAATCGTGTCATCAGAGGGTTTGTGGAGTCTGTCCACTAAGGGTCTGAGGACAAAAGC 

AGC CCACA GATGTGCAAGTGAACTTTTTTGAGAACACATCACTCTGACAGGCCACATCAG 

CCTATTTTGCCCTTTCTGAACACCTAAAACAATTCTAACTAGCAGTCTGAAGGCTCAGAC 

TGCATTACGTAACTCTGATCCAGCAGGAAAGTTCCAGAAACTACTTCAGTAGAAAGGTAG 

ATAGGAAAACCCTCCTAAACAAAGAAATGTACCTTGGCCGCTCTAGAACTA 

Sequence 2002 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGTGATATCCACATATTTTT 

GANAAAAATTCCCAAGCCAGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACC 

ACCATAGCAATAATGGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAA 

ACAGCACAGCAGCTAATGATTTGGTATTGATAGTANAGCCAGGAGAAATATTCCTTCACA 

CGCCTCAAATCCATGGTTGGCTCCTTCMGCTGCAGTAAGTTTGTCCTAAGAAAGTCCAG 

ATCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATGATCCTGTGTGGGTTAAGTTCTCCTCT 

CTGGGTTGCTGTTTCCTCATCTCCCAGTTGGGTGTATCTCCCTGCGGCTTACGTGAGCGC 

CGAGGCTTTGGCTCCTCCCCAGCTGCTGCGAGACCT 

Sequence 2003 

CGAGGTCAGCATTAAATCGGGATCCAGTTCTTCCAGCATCCCAGAGTCTCAGTCAAACCA 

CTCCAATCAGTCTGATAGCGGAGTTTCTGACACCCAGCCAGCAGGACACGTCCGTTCCCA 

GAGCATTGTGAGCTCCGTATTCTCTGAAGCCTGGAAACGAGGCACTCAGTTGGAAGAGTC 

CAGCAAGGCCAGAATGGAGTCTATGAATCGGCCCTACACTTCACTTGTGCCTCCTGCAGC 

AGCAGAAGACGGCTCGAAGCAACATGGACAACATGTTCGAGAGCTACATCAACAACCTTA 

GGCGGCAGCTGGAGACTCTGGGCCAGGAGAAGCTGAAGCTGGAGGCGGAGCTTGGCAACA 

TGCAGGGGCTGGTGGAGGACTTCAAGAACAAGTATGAGGATGAGATCAATAAGCGTACCT 

Sequence 2004 

NGAATNCNCAGGACTACGTNAATTAAANATGANTCTNATCGATNNACNTNGANCTCGGAC 

GGGGGGCCCGNNACNCNGNTTTTNTNNCCTNNAGTGAGGGCNCTTTGCACCCTNAGNNTT 

NNNATNGTCANNGCTATTATCTGATTAACAATGTNACCATATGGAAGCAACTTTNTTTGG 

NGTCTCAMGGAATAACTGCAGCTTGNTTTGAAATTTGTACAATAATGTAAATCCTAAAA 

GCACCACTATTTTAGCATAATAAAANAAAGTCCAAAGAGCTCCTATATAGACTACTCCAG 

ATAACTTCGCTTCTTTGATACTTGNAGCTTATTGTAA I I 1 I I [ ( I AAAAAATTC AANGGC 

ATTATTATTGTACCT 

Sequence 2005 

CCCTTAGCGTGGTCGCGGCCGAGGTAC' l f I M M M I I I U 1 I 1 1 I I M U 1 1 GCTCTAA 

TCTTTGTTTATAGAAGGAGTAAATAATCGAAACAAAGAACATTCCAGTNTGCAGTGCTGA 

TGGTTACACNGATAAGGCAGGGCCAGGCACCAACACTAAGACTGGCTATCTATGAAGGTG 

AAMCACATMCTTTGATMTGAAGCTGTCTCCTGATTTATAGAAGCTAGGCTGTCTTAA 

CTCTTGGGATTCANAGCCAACCAAGGTCTGGAGAAAACTCTGCCTGGAGGGAGAGAGCCG 

AATATGCAGCCAGGATTTAAAGAG 

Sequence 2006 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTAT 

GCTACTTTCACTGAGCATCCTATGAMTACACCAGTGAGAMTTCCTTGAMTTTGCAAG 

TTGTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACT 

GGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTAC 

ACAGGGCTGATGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGG 

AGTATTGGGTTT 
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Sequence 1995 

AGGTACCCTTCCAGTGCAACCTCCACGATAGCACCCTCATTGGGCTTAGCATAGCCTTCA 

CCGCGAGTCTGTATTCTGCGAATGATTCCGCCATCTTCCTCTTCCGTCAGATCTTCTCCC 

TTAAACTTCAAAACAANCTNCANCCTTAAAAATACAAAGCCGNTGNGCCATATGGGGGNG 

GAAATCTTTGNAAGGGACCTGCCTGCTGTAACCCGATAGGCAATATTNATGGATTTTGCA 

GGGTTGATGTTGGGCAACACCCTNTCCCCCACCrrCAATGGGNTGGGCTAATGGGCAAAT 

TGTTCCCCAAAAGCCCCTTTGTATTGAACCCTCCCCCCCTTATTTCCCCAAGGGGTTCCA 
AAAAGGGNAN 

Sequence 1996 

CCGCGGTGGCGGCCGAGGTACAGTATTTAATGTAGATTTACCATGCCGTGTGAAGTCTTC 

CCAATTGGGAATTATCAGCAATAAACAGACGCATACCAGCGCCATAGTGAAGCCACAGTC 

TAGCTCCTGTTCCTATATCTGCCAGCACTGCCTTCGTCCACCTTGGAGACATTGCTCGAT 

ACAGAAACCAGACCAGCCAGGCAGAGTCCTACTATAGGTATGCAGCTCAGCTTGTCCCCT 

CCAATGAAGCATTGCTGTGAAGTTCCCTTTCCCAGCTGCCTCCACTAATCTGCAAAAAGC 

ACrnrCTAAAGCACTGGAAAGCCCGAGATGAGGTGGAAAACCAAGTGGGGGTGTTTCTGA 

CTTTCATTCAAGGCCCTTTTATTA 

Sequence 1997 

GGTAGGGAGAAGAAAAGCANCAAAGTGAGAGAAGATAATANAGAAACATTCACCACGACT 
ATCTCCAGCTCANGGGMCTGTGTTGGCCTGMGTTTTTTGTAAAGGCTCATGTTTCATC 
AAACTCCCAATTCCAGNTGCANTNGTATGTGGGTGGGGNTGAGGGAGCACGGAGGAAGGA 
CTGGGGGGTGACGAACAAAGAATNCTGCCTTACCTTCANAGGACAGCTGCTCATATTCAT 

CTNACACCATGTGGCCACAAAGCGGAMCTCATCCACTTTTTGCCTTTTTCCGCCCCCNG 

GTCAAAAAATGCGNAATCTTTGGCATCTAA 

Sequence 1998 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGCTCGCAGCAGCTGGGGAGGAGCCA 

AAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGGAAACAG 

CAACCCANAGAGGAGAACTAACCCACACAGGATCAT7TCGCNGAAGGAGCAAGGCTGAAG 

AAACCAGACCTGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGA 

TTTGAGGCGTGTGAAGGAATAGTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTG 

CTGTGCTGTTNTANAGCCCTGGGAGCCGATCTATGTTTAACACCATCTTACTAACCATTT 
Sequence 1999 

AGGTACAGATGCAAAACAAAAGTGGTTACTTCTGACTGGTATATCTGCACAGCAAAATCG 

TGTGGTGGGAGCTAT GCAGC TATATNCTGNAGATAGGAAAGTGTNTTNANCCCATTGAAG 

GACATGNCANANTAGCTTTTTGCACAAGGTTTNAAGAATTGGGAAGGGAAAAATTGCCAN 

NAMGNAMTTCAACNGGTATATTTTTNGTTTTTTGNCAGGTTCNTGGNGCCCNAGNCNT 

GGGTAGGGGGAAAGCT7TACCATTATTTTANTTNGAAAAGTTTTGGGCNNCANCACAACN 

CNTTACCAAGGGNGGTATACCCAAGNCTCCCTTTTTTCCCAAAAAGAATANGGGCCAGGA 

TGGGGCMTGNTTCNTTTTCTTTTTTCCCCTTCCCCAANGAAAAGGCCAACCA 
Sequence 2000 

CCGCGGTGGCGGCCGAGGTGCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCTCAC 

CTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGAGA 

ACTAACCCACACAGGATCATTTCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTT 

CTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGA 

ATATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGAGCC 

CTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTATGGGTGGTATACA 

CTGCCTATGTCTTTATTCCAATCCACATTCGCCT 

Sequence 2001 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGTGACACCTCACAGTCACTTAC 
CAGATACCTGGGCCTTTCCTAGTGACATCCTTCTACTGATGCTAACTGGACCCTGGCCAC 
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GGCTTGGGAATTTTTCTC 
Sequence 1990 

GTGGCGGCNCGAAGNTACCCCCAATCTGAAGTCAGTAAATGAACTAATCTACANGCGTGG 
TTATGGCAAMTCAATAAGAAGCGAATTGCTTTGACAGATAACGCTTTGATTGCTCGATC 
TCTTGGTAAATACCGGCATCATCTGCATGGAGGATTTGATTCATGAGATCTATACTGTTG 
GGAAAAACCGCTTCAAAAGAGGGCAAAATAACTTCCTGTGGGGCCCCTTCAAAAATTNGT 
CTTTCTTCCCACCGNAGGGTNGGGAMTGNAAAGGAAAAAMGGACCCCACCCCCATTTT 
TTTGGTAATAAAGGGTGGGAAGAATGGCCTGGGCCAAACCANGGGGGAGGGGACCCAAGG 
.MTCCAMCCAGGGGCTTTTATTTTANGGAMGGAMTTGGAAACCCTAMG 
CCTTAACCCAATTGGAATTTAA I ITTTTTn i NCTTAAAAGGCCTTGGGGTTTNGGGTTT 
TAAAMTAAAAAACCAAGNTTACCCCTTCCGGGGCCCCCGCCTTTCTTAAGNAAACCTTA 
AGGTTGGGGGAATTCCCCCCCCCCGGGGGCCCTGGGCNAGGGGAAAATTT 
Sequence 1991 

AGCTCCCCGCGGTGGCGGCCGAGGTGCANCAGCTGGGGAGGAGCCAAAGCCTCGGCGCTC 

ACCTAAGCCGCANGGAGATACACCCAACTGGGAGATGAGGAAACAGCANCCCAGAGAGGA 

GAACTAACCCACACAGGATCATTTCGCGAAGGAGCAAGGCTTGAAGAACCAGACCTGGAC 

TTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCMCCATGGATTTGAGGCNGTGTGA 

AGGAATATTTCTCCTGGCTCTACTATCMTACCAAATCATTAGCTGCTGTGCTGTTTTAG 

AGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTATGGTGGTAT 

ACACTGCC TATGTC TTTATTC C AATCC ACATTCGCCTGGCTTGGG AATT 

Sequence 1992 

AGGTACACATAAGTGTGTGTGTCTCAGGAAGTAGGAAATAAAAATGGAAGCTATTATGAC 

CTCAAAAAAAAAAGCCAACTTTGAGCTAGGATAAAMTTGGGTAMGGACATTTGCTTAC 

CTGCAAATGMTCAACTTGTGGAMTTGTGANTCTTCCCATATCATTCAAGAAAACTTGT 

CTTTCTGGNATGAAATTACTGGGCAGAAAATAATAATGNAGCAACTCTTGGCAGGTGNAG 

CCTAANATTNGATCCCNNAMTTAGAGGTTTTTTCTGGCTTTAAGCANGACCAGGANAGG 

GTATTAAATCi Mill IGGACAACCCCTTTTTCCCCACCCTNGGATGGCCCNTAATGCTT 

AGGGCCTTGGNCCCTGGAGGAMCATTCCNCTCAGGTTAAACCTTTGAATATTTNCACCA 

TTGGA CCCT TACCCAGGGGAATGGTNCCCCCATTTCTTGCCAGGGGGGCNTGGAAGTTTC 

CANGNTTTTGGGGGGGAAAACCACCCC 

Sequence 1993 

CCGGNCAGGTACTGAGCAGGATTACCATGGCAACAACACATCATCAGTAGGGTAAAACTA 

ACCTGTCTCACGACGGTCTAAACCCAGCTCACGTTCCCTATTAGTGGGTGAACAATCCAA 

CGCTTGGNGAAANTNCTGCTTTCACAANTGGATAGGGAAAGAAGCNCGACCATTCNAAAN 

GGATNANAAAAAGNCGNACCGTCTNNTTATTGGNACGACTTTNGNGCNCGCCCACAAGGC 

ACAGGTTTATTCCCTGGTGGTTAMCTTTTTTCTTGANCACACTACNCTGGNNTTNAACA 

ACCCCCAAGANAGGGTCAAGAAAANGNATCCGTTGGAGGGGNCCCCCCCTTTTCCAACGG 

GGACCTTGGTATTTCGTAACACTNCGAGCTCGCTTTCTAAANAACCTTAGNTGGGNATAC 

CCCCCGGGGNCTTGCNAGGGGGAAATTNTCCGCATNATCAAAAGCCCTTAATCCGGAATT 

ACCCCNTTCGGACCCTTCNGANGGGGG 

Sequence 1994 

CCGCGGTGGCGGCCCGAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCC 

AGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATAATGGTT 

AGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAGCACAGCAGCTAATG 

ATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCCTTCACACGCCTCAAATCCATGGTT 

GGCTCCTTCAAGCTGCAGTAAGTTTGTCCTAAGAAAGTCCAGATCTGGTTCTTCAGCCTT 

GCTCCTTCGCGAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCA 

TCTCCCAG7TGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTTTGGCTCCTCCC 

CAGCTGCTGCGAGACCTCGGCCGCTCTAAGAACTA 



Page 346 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



AGCAGACCGTTCG CTTATTG AACCGNNTTGGCTCGCCCCACTAAGACCAGTTTAATCCCC 
TNNTGGGTTANACN I I I I I ICTTGACCACNCTNCCTGGCTTTAATAACCCCCANAANAAG 
GGTTCANGAAANNGNATNCCNTTGAAGGGGCCCCCCGTCTTTTTCACCGGGGTNCTTGGT 
TANTTCNGTTTACCCTTNNGGGNCCGGCNTTNCTTAAGNAAACCTAANGTTTGGGGAATT 
CCCCCCCCCTGGGGGCCTTTGGNCAAAGAGGAAMTTTTTCCGGAATTAATTNCNAAAAG 

TCCNTTTTNATTTCGGGAAATTCACCCCCGGNTTCCCNTAACCCCTTTTGNAAAGGGGGG 

GGG • 

Sequence 1985 

AGGTACACGCAGTGGCTCATATTTAACTTCCCCCAGCTTCCCAATTCAAACTGGGGGGAA 

AAAAACTAAATCATTGGGAGTTACTTGCCMCTTGGAAGTTGATATTTCTTTACTTTGTT 

CCATTTCTAAGACTTTAAGTTCCTCTGGNCATGGAGNTTTATCTGCAAATTCANTAANAC 

CTAATNCANTTTTGCTCTAATACCCCCACCNCCACCAATTCCCANACCCGTTTAAACAAN 

GGCTCACTTGCTCA ACCTATA ATATGGCCCCAAATNNTTTTTGCCCCTCTTCCCNCTTTT 

TTANATAAAAAAACC I I I I I I I NATATGGAAAAGTTTTCAACNANTTTTATTTTGNGNTA 

NAAANACATTT TAAAN CCTTNTCNAATACCNATTTTTTNGGGGCCTCCTTMCCTTTCCA 

AAAGNCCTTCNTTTTTNCTTGGGAAAANGNTNTTCCTTCCCCTNGGGAANNAATTGGNAA 

CCNTNNNANAAATTAATTNGNGANAACCCCAATAAAAANGNCCTTGGGCNAANCCTNGGN 

NTGGNCCTATGNTTNNCCNCNTTTGGCCCCCCGGGGGGGCCCG 

Sequence 1986 

GGAGCTCCCCGCGGTGGCGGCCGAGGTCCGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCT 

CACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGG 

AGAACTAACCCACACAGGATCATTTCGCGAAGGAGCAAGGCTGAAGAACCANACCTGGAC 

7TTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAA 

GGAATATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

Sequence 1987 

AGGTCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGA 

TACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGA 

TCATTTCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTAC 

TGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTC 

TACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATG 

TTTAACACCATCTTACTAACCATTATTGCTATGGTGGTATACACTGCCTATGTCTTTATT 
CCAAT 

Sequence 1988 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTTCTA 

TAGTGATCATCATTGCTAACAGCTAAAAAACTTCCATTTAGGCAACCAGAGGAAGAAAAC 

GTTCCATCTATCTCATTGGCTATCTCCACAGGAAACCTTCCAGAAGGATAGCTCAGCCAT 

TTCTGAATTAGAGCTTCATTCACTGTCCAGATCTGCTTTGTCGGATTGGGACATCTGAAG 

TCATCTGGT GGCCCA CAGTTCTGGGGACTAGAGTAATGTGAAAAGCTTTGATCTCCCCCT 

GAGAAAA7TCTTTTTACACAGAAATATTCTTCAGAATCAATATCTGGTAGACACTGCCCA 
TTATAGGGGTACCT 

Sequence 1989 

CTATCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCGCAGCAGCTG 

GGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGA 

TGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGAAGGAGC 

AAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCC 

AACCATGGATTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCTACTATCAATACCAAAT 

CATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACT 

AACCATTATTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGCCT 
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TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGNGTACATTTTTAACTTCTGATGAT 

TAGCCTATAMGAACTATTATTATTCCTAATTTTACTAATGAGAAAACAGGCTTTGAAAG 

ATTAAGGAGCTTGCCCATGGTCACAGAGCTGGGTAAATTGTGGAATCAAGATTTAAATCC 

AGATCTATCTGCTCATGGTTTATCTATTCATCAGTTTGGTAGAACTAAAATATTTGAAAA 

ACCACTAGTCATTTTTTNAAGTATTMTNGCTTACA 

AAAC ACATAGCC ATTC TACTCTAGTGGATGGAAATAG AGTGTTC CTAATTT 
Sequence 1980 

AGGTACAACACTGTCTCTGAAGGAACTCACT7TCTAGAGACAATAGAGACTCCAAGACCT 

GGAAAACTCTTCCCCAAAGATGTAAGCAGCTCCACTCCACCCAGTGTCACATCAAAGAGC 

CGGGTGAGCCC GGCT GGCCTNGTTANGGAAAAACCAAATTGAATNCTGTGAGTTGAGCTC 

CCGAAAAAGGCCTTTTATGGTANTTCCAGNAAACCACAANATGNAAAAATACCTCCAGGN 

AGNTGGTTATCAAATGCCATCCAAAAGTCNTACTTGNACAATCCTTCATGNGNCATNGGG 

GCATNCCCANGGGTTTCNCGNNTGGAAATGGCCAACCATGAAGNTTCAAACCTATTCCTT 

CCTNGTTCCCAG GCCC CATTCCATTCCAACCCCAAAANTTTGNANTGNCTTANGAATTCT 

TTTGTCCNTGGAATTTTCATTMCCAAAAGGTNGAAAAAAAAGGAAAAGGGGCTTGGAAA 

AAA7TCCCCCTTCCCAAAAAGNMCCCCTTAATTTCCANTTTTMCCAAAAATTAAGGCC 

CCTTGGGGGGNTTG 

Sequence 1981 

CGCGGTGGCGGCCGAGGTACTTAGMTTATTMTGAGCCAACTGCTGCCTATTGTTTACG 

G CTTA NACAAAAAGGTTGGAGCAGAAAGAAACGTGCTCATCTTTGACCTGGGAGGTGGCA 

CrrTTGATGTGTCMTCCTCACTATTGGAGGGATGGGAAATNCTTTTGAANGTCCAAGTT 

CTTNNNAGGNCTTGGGTAGMCACCCNCACCTTTGTGGGTTGGNAGAAATGAATNTTTTT 

GTANCANACCCCCGGAATTNGGGTTCCAAAACCCAA I HUM 

Sequence 1982 

AGGTACTATGTGACTATCATTGATGCCCCAGGACACAGAGACTTTATCAAAAACATGATT 

ACAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGAATTT 

GAAGCTGGTATCTCCAAGAAATTGGGCAAGNACCTNGGAGNAGGCATTGCCCCCTTCTTG 

GCTTACCACACNTGGGGGTGTTGAAANACCMCCTAAATTTGNTCGGGTGTTAAACCAAN 

AAATGGNATTTCCACTTGGAAGGCTCAACCNCCTTACCAGNCCCTNGTAAAAGTAAGGAT 

TMTTGTAGTGGAAANMTTTGGGTTTAAAAGNGGGAAAAGGT^ 

NACCANTTTTTATAAGGAAAAAAAATrmGGGGNCCTTMCCAAAACCCCCNNCGGGAA 
CCAACCAAGGTTAATGGCCCMTTTTTTTGGTTN^ 

TNTGGGGNAAAAATTGGGGTTGGGAACCNANMCCAATTTGGGCCTTTGGNGNNAAGGCC 
CCAAAAGGNNGGCCTTNNAAACCAMTTGGCCCCNTTTGGGGGTTTNTCCAAAA 
Sequence 1983 

CGAGGTACAGAAGCATATTCCCAATCTGATGAGCAATATGCTTGCCATCTTGGTTGCCAG 

AATCAGCTGCCATTCGCTGAACTGAGACAAGAACAACTTATGTCCCTGATGCCAAAAATG 

CACCTACTCTTTCCTCTAACTCTTGGGTGAGGGTNAATTTCTGGGAGTTGGACCATGNAT 

NGGAACTTCCCGCCACCAGGAGCTTTCATTANACCTTCTTCATGGGACCTTTTTTTATTC 

TTTCATAGGCCCGNAATGNACCGGGGAAAAAAMTMGGTTTATTATTTTCCCANGTCCT 

AAAGNCCCCAGTAANATTCNCMGGTNACCCNTTNNGGGCCCCGGCCTTCCTTAAGNAAA 

ACTTAAGGTTGGNGGATTTCCCCCCCCCGGGGGGGCCTTGNNCAATNGGNAAAATTTTNC 

NGAATTMTTCCAAAATGGNCCTTTTAATTTCCGGAA 

CCTTTNTTAAGGGGGGGGGNGGGGGGCCCCCCCCGGGNTTACCCCCCCMGGNCNTTTTT 
TTTTGGGTTTTCCCCCC I I I I I I AAGGTTGGAANGGGGGGTTTTNAAATTTTGGGCNGGC 
Sequence 1984 

AGGTACCGAGCAGGATTACCATGGCAACAACACATCATCAGTAGGGTAAAACTAACCTGT 
CTCACGACGGTCTAAACCCAGCTCACGTTCCCTATTAGTGGGTGAACAATCCAACGCTTG 
GTGAATTCTGCTTCACCAATGAATAGGGAAANGAGCCCNACATCGGAANGGNTCAAAANA 
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AGCAGCGGCTCTGGGCCCAGCCGCTGCCAGGTTGCTGTGATGACTGGACTCCTTCCACAC 

GACAGCACCTGGCCCTGAGGCACCCGGCCCAGGTCAGGGCCTTCCCTGCCACCCCCTCCG 

ATGCCCTGGGTGGGTAGGGAGCGGCTGGCAAGGTGACCGGGCTGTGCCCTCTTGTTTCTA 

GGNTAACTACATCCTGGAATCGCGAGCTAGCACTGCCCGGGCTGACTACTTTGCTTCAAA 

AACAAAGAAAACTGAACAGACGTACCTCGGCCGCTCTAGAACTA 

Sequence 1975 

CCGGGCAGGTACAGGTCTGGAGAGGAGATGGCTTCTGAGGCCCATAACAAGGTGTGGCCT 

GTGGCTGTGCTGAACTTTATGCCTCTACCCTAGGCATGAACAAAGGCGGGGTTCTGGCTG 

GGGTCATCGGAGCCCGGAAACCACACTACGACATCTGGGGCAATACAGTCAATGTAGCCA 

GCAGGATGGAGTCCACGGGGGTCATGGGCAACATTCAGGTATGTCCAGTGGCACAGCTGG 

CACGTGCTCAGACTCGGCATGAGAACAAAACCGGAACAGTGCTTTCCCACGTGCCCCTGC 

CTCCCACCCTGGCCCTGAACAGTAAGTCCAGAGGCATAGACGTGGGGCAAGTGGAAAAGA 

ATCTCTGCAATAGCTAGCCTCAGCACAGGAAGAAACACTTCCACCCATNCACAAAATCTG 

GGCTGAAGTTCTAGATGCATATGGCCTACCTTTGGGTATGAACCT 

Sequence 1976 

AGGTACTGCTGCCAl I I 1 1 ATTGGTGTTTGATTA7TGGAATGGTGCCATATTGTCACTCC 

TTCTACTTGCTTTAAAAAGCA GAGTTA GATTTTTGCACATTAAAAAATTCAGTATTAATT 

AAACATTACTTATTCTACCCTCTTTTTTGGCMGGAGGACAAATACGCAATGTTGGAAAA 

CCTTGGATGGATATCTTCTCTTTAA/W\AATGTAAAGATAATTTGGTCTTGAGGGTTTAA 

ACGGTTGATAATGCCTCTACAACAACAAGAAAAAAGATAAAATACTAGGATAGAATCATG 

GTGGGCACAGTGGCTTCTCAGGAGGCTGAGGAGGGAGGTTTGCTTGAGTCCAGGAGTTGG 

AGACCAGCCCAGGCAACATAGCGTAAACCCTATCTCTAAAACAATTTTTAGCCAGGTGCG 

GTGGCTCACGCCTGTAATCCCAGCACTCTGGGAGGCCGAGGCGGGTGGATCATGAGGTCA 

GGAGATCGAAGACCATCCTGCCTAACAAGGTGAAAACCCCCGTCTCTACTTAAAAATACA 

AAAAAAATTANCCCGGGCCGCCGGNTGGCCGGGCCCCCTTGGTAGTCCCCAGCCTACTCC 

GGGANGCTTGAANGGCCAGGANGAATNGGCNTGGAACCCCCCGGGAAGTTNGAGCCTTGC 

NAGTGGAAGCCCGANAATTGCNCCCCTTGCAGTNCGGCAGGTCCGGGCTTTGGGCCGANA 

AAACCNAGACTTCCTTNTNCAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 1977 

TATAGGGCGAATGGACTCCACCGCGGTGGCGGCCGAGGTACATGACCTGGACAAATTACC 

TCCACGGGAAGGCTTCCTAGAGAGCTTCAAAAAAGGCTGGAAAAATGCTGAAATGACGCG 

TCAGCTGCGAGAGCGTGAACAACGCATGCGGAATCAGTTGGAGCTAGCAGCCAGGGGTCC 

TTTACGACAGACCTTTACCCACAAMCCCTTTTTCCTAACAACCCTTGNGAAAAAGGGGA 

TAAACCCNCTTCCCAAATTATCCCTTAGCCAAGNCATGCTAGNCAAAAACCCCAAAAGGT 

NCAANAGTTATTCCCCTTGGGCCACCGAACAACAACTTTGGGNCNTGGACCTNTATNGTT 

TACTGNTGCCGCCAATTTCTNGGCCAGGGAAATNTCCTNGTNCTCTTTTCAGAAGNACTT 

CAATCCCTTCAAAAAACAAGGACCTTTGACACCTGGTGTTCCCTTGGCCCCCAAGTTCCT 

TAGGGGAACTGGTGGGCCACACCAGGNAGGATGTTTNCAATTTTTTTAAAAAAAACCGGG 

ATTTTCATTGGAAAAACAACTTCTNTG 

Sequence 1978 

AGGTCTCGCAGCAGCTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGA 

TACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGA 

TCATTTCGCGAAGGANCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTAC 

TGCANCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATAT(TCTCCTGGCTC 

TACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATG 

TTTAACACCATCTTACTAACCATTATTGCTATGGNGGTATACACTGCCTATGTCTTTATT 

CCMTCCACATTCGCCTGGCTTGGGAATTTTTCTCAAAAATATGTGGATATCACANTACC 

Sequence 1979 
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GTGGGCACAGTGGCTTCTCAGGAGGCTGAGGAGGGGAGGGTTTGCTTGAGTCCAGGAGTT 

GGAGACCAGCCCA 

Sequence 1970 

AGGTACGTCTGTTCAGTTTTCTTTGTTTTTGAGCAAAGTAGTCAGCCCGGGCAGTGCTAG 
CTCGCGATTCCAGGATGTAGTTAACCTAGAAACAAGAGGGCACAGCCCGGTCACCTTGCC 
AGCCGCTCCCTACCCACCCAGGGCATCGGAGGGGGTGGCAGGGAAGGCCCTGACCTGGGC 
CGGGTGCCTCAGGGCCAGGTGCTGTCGTGTGGAAGGAGTCCAGTCATCACAGCAACCTGG 
CAGCGGCTGGGCCCAGAGCCGCTGCTCTACGATGGGAAAACAGAGGCTTGGAGAAGCCAA 
.GTGGCCAGTCCAGGCTTCCCAGTCAGTGAGCGGCGAGCTCTTCAGGTTCCGGAGCCCATG 
CTCCCTCCTGGCGT 
Sequence 1971 

GTAATACGACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTACCC 

CAAATAACTTTCTTATTGCTCTGAMGMGAAMGCAATGTAAATCACTATGATTATTGC 

ACAAACAACCAGAATTCTCCAACAATTTTAAGTMTCTGATCCTCTTCTTGGAGAAAATT 

GTTACCTAATAGTTTTTCCTTATGMTGTTATTACTACTGGTATAAATCAAATTTCTATA 

MTTTCCTACTTAAGTCTTMGAACTGGGTTCTTCCmGATGTTATTCATGTTCAG^ 

GGAAACAACACTTTACTCTTTTAGGACAATTCCTAGAATCTATAGTAGTATCAGGATATA 

TTTFGCTTTAAAATATATTTTGGTTATTT^^ 

TTTGCACAATAGTATGACTmCACTAGAACTTCTCMCATTTGGGMCmGCAAATAT 

GAGCATCATATGTGTTAAGGCTGTATCATTTMTGCTATGAGATACATTGTTTTCTCCCT 

ATGCCAAACAGGTGAACCAAACGTAGGTTGTTTTTTACTGATACTAAATGTTGGCTCCCG 

NGATTTTATAGTATGCACATGTCANAAAAAAGGCAAGACAAATGGGCCTCTTGNACCTCG 

GCCCGCTCTTAGAACTAGGTGGGAATCCCCCCCGGCCTNGCAGGAAATTTCGNATATCAA 

GNCTTTATCGAATACCCGNCCGANCCTCGAAGGGGGGGGGCCCCGGGTANCCCAACCTTT 

TGG 

Sequence 1972 

AGGTACAAGTCCTGGGCACCTCCTCTTTGCCTCCCTCCTGCCCCTTTCCTGCTGGTGGGG 

GCAGATCCTGCACACACAGACACAGCGTCTGCCCCCGAGCCATTCCCTGGAGACCCTGGG 

TCTACCCCAGGTGGTCGTCATCTGGGCCATTTGCCTTACTTCTCTGGAGCATACCCACCC 

TCAGTTACGTGCCAGACCTGGACCGCATTCTCCTGCCCTGTCCTGGAGCTGGCCCCTGGC 

TGCCTGGAGGACCCTGGGTAGGTCCTGAGGGTGGGATGGAGAAGAGGGCACTGCTGTGGT 

GTGGGAGCAATCCTGGGGCTTCCTGGTGGCTGTGACCAGTTGAGGGGCTTGTTCCTGGGT 

GGGGTGGCAAATGGGAGGACAGGTCAAGAACGCCCTNATTTGNGGGGCTNCCCNTCCCGG 

TTTTCTCATNCTGTCCTTGGNGCCTTTTTC 

Sequence 1973 

AGGTACGTCTGTTCAGTTTTCTTTGTTTTTGAGCAAAGTAGTCAGCCCGGGCAGTGCTAG 

CTCGCGATTCCAGGATGTAGTTAACCTAGAAACAAGAGGGCACAGCCCGGTCACCTTGCC 

AGCCGCTCCCTACCCACCCAGGGCATCGGAGGGGGTGGCAGGGAAGGCCCTGACCTGGGC 

CGGGTGCCTCAGGGCCAGGTGCTGTCGTGTGGAAGGAGTCCAGTCATCACAAGCAACCTG 

GCAGCGGCTGGGCCCAGAGCCGCTGCTCTACGATGGGAAAACAGAGGCTTGGAGAAGCCA 

AGTGGCCAGTCCAGGCTTCCCAAGTCAGTGAGCGGCGAGCTCTTCAGGTTCCGGAGTCCA 

TGCTCCCTCCTGGCGTGAGCCACTCCCGGAAGGCTGTGCCCTGGGCTGCCTGGCTATGCC 

TCCCACCTGCTGTGTGACACCTGCCCGGGGCGGCCCGCTCTTAGAACTAAGTGGGATCCC 

CCGGGCTTGNANGGAATTCGATATTCAAGCTTTATCNGATACCGTCGGACCTCNAAGGGG 

GGG 

Sequence 1974 

CCGGGCAGGTGTCACACAGCAGGTGGGAGGCATAGCCAGGCAGCCCAGGGCACAGCCTTC 
CGGGAGTGGCTCACGCCAGGAGGGAGCATGGGCTCCGGAACCTGAAGAGCTCGCCGCTCA 
CTGACTGGGAAGCCTGGACTGGCCACTTGGCTTCTCCAAGCCTCTGTTTTCCCATCGTAG 
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AGGTCCTGAGGGTGGGATGGAGAAGAGGGCACTGCTGTGGTGTGGGAGCAGTCCTGGGGC 
TTCCTGGTGGCTGTGACCAAGTTGAGGGGCTGTTCCTGGGTGGGGTGGCAATGGGAGGAC 
AG GTCAN AGCGCCCTCATTTGTGGGGCTGCCCCTCCGGGTTTCTCATCCTGTCCTTGGTG 
CCTTTTTCTGCCCAACAAGTCCAGGGAAGGCCGAGGTCTCAGACTCCTGGGTAG 
Sequence 1965 

CCGCGGTGGCGGCCGAGGTACTTGGGACAGTTACAGGCATGCTGCTATTGCCATGATCTT 

CGGGAAGCTGAAGTGATGAGCAGCAGTGTGTGATTCTGAGGACACAGAGGGCTGGGG TCT 

AGG AGCTATCTC AG GTGGGCTC AGTCAGTGCCATCCTCCCTTTTGGTGCCTCCCTAGAAG 

TGCTGAGAAGATGCAAMCCAAMGCTTTTACTCCAACATTGCTTAGCCAAGCTAAGCAC 

ATGCATTCCCTATGATTCAGCAATTCTGCTCCTAGCATGTATCCCAGAGAATTGTCCCAT 

GGGTCCATAGGGGCATATAAGAATGGCCATTGCAGCAAAGTTCTGGTTGGGGTAGGGGGA 

GCTGAAAGTCATCTGGTGTCCACAACTGGAGGAATGGATGGATAAAATGGGATGGATACA 

CAAGTANGCACACAGATGGGTGAAAGGATGGTCAANCCTTACATGGACCAGNTTCCTTAT 

TCTTAAGCTAAGGATTAGCAATCTTCCAGGCCNAAAAAAAAAC 

Sequence 1966 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACTATTGTAGTAGCTATCAGAGTGCAGTTTACC 

AAACAGTAATTTATCCTACACATAAACTGCAGACCTAAACAATAATACATATACATAGTT 

ATTCTTTGCACCATTGTTTGCAAACAACCTAAATACCAGTCACCTCTATGGCATTCCTCC 

TCCAAAATTTGTATTCCCTC ATCTAAATCATG AGAAAAGACAAAAC CAAACTG AAAAAG G 

ACTTCTACAAAATACATCACCAGCCGTCTTCAAAAGCATCAAGGTCATGAAAAACAAGGC 

AGAAAAACTCCAGAGTGGAGGAGACCAAGGAGGAGTAGGTTCTTGGAGAAGACCAAAGGC 

CAmGGGGCAATCTAAAGTCTGGAGTTCACTTAACAGTATCMCCCAATGTTAATTTCT 

TAGTTTGATGAATGCATCGTGATTATATAACATTAGAGGAAGCTGGATGAAAGGTCTCAA 

CCTCAGCACCACTGGAC 

Sequence 1967 

AGGTACTTGCCTGGGAGAAGGCAGCGGACGCATCACTTGCACTTCTAGAAATAGATGCAA 

CGATCAGGACACAAGGACATCCTATAGAATTGGAGACACCTGGAGCANGAAGGATAATCG 

AGGAAACCTGCTCCAGTGCATCTGCACAGGCAACGGCCGCTNNTANAAACTAANTNGGAT 

TCCCCCGGGGCTTGCAGGGAAATTTCNATTATTCANAGCCTTATCCGATTACCCGTTCAG 

AACCCTTNGGAGGGGGGGNGGGCCCCCGGNTAACNCNCAAGACTTTTTTTGTTTNCCCCT 

TTTTAANTTGGAAGNGGNTTTAAAATTTTGGCCGGCGGCCTTTTGGGGCCGGTTAA^ 

CCANTTGGGGTTCCATTAAAGGNCTTGGTTTTTTCCCCTC 

GGTTTTAATTCCCCNGCCTTNCAACCAAAATTTTNCCCCACCNAACCAAAANCTATTT^ 

CCNNAAGGCCCCGGNGGGGAAGGCCCATTTANATAAGNTTGGNTTAAAAAAGGGCCNCTT 

TGGGGGGGGTTNGCCCCNTTAAATATGGNAAGGTNTGGAAAGGCCTTTAAAACCTTTCCA 
AC 

Sequence 1968 

AGGTACGTCTGTTCAGTTTTCTTTGTTTTTGAGCAAAGTANTCAGCCCGGGCAGTGCTAG 

CTCGCGATTCCAGGATGTAGTTAACCTANAAACAAGAGGGCACAGCCCGGTCACCTTGCC 

AGCCGCTCCCTACCCACCCAGGGCATCNGAGGGGGTGGCAGGGAAGGCCCTGACCTGGGC 

CGGGTGCCTCAGGGCCAGGTGCTGTCNTGTGGAAGGAGTCCAGTCATCACAGCAACCTGG 

CAGCGGCTGGGCCCAGAGCCGCTGCTCTACNATGGGAAAACAGAGGCTTGGAGAANCCAA 

GTGGCCAGTCCAGGCTTCCCAGTCAGTGAGCGGNGAGCTCTTCAGGTTCCGG 
Sequence 1969 

AGGTACTGCTGCCATTTTTATTGGTGTTTGATTATTGGAATGGTGCCATATTGTCACTCC 
TTC T AC TTG C TTT AAAAAGC AG AG TTAG ATTTTTGC AC ATT AAAAAATTC AG T ATTAATT 
AAACATTACTTATTCTACCCTCTTTTrTGGCMGGAGGACAAATACGCAATGTTGGA^ 
CCTTGGATGGATATCTTCTCTTTAAAAAAATGTAAAGATMTTTGGTCTTGAGGGTTT^ 
AC GG TTG ATAATG C C TC TAC AAC AAC AAG AAAAAAG AT AAAAT ACTAG G ATAGAATC ATG 
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Sequence 1959 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMGAAACAGCTTCAATCCTTTTGGGGAATG 

GCAGGGTTTTGCAGMTATGTGTTCCAMTTTGGGGTCATAGCAAAACCCCTTTATAAAG 

CAACAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGAAACTTTG 

^^^^^7^^^^^^^^ ^ TCT~TAAC AAAG CTN CC ACTOTTG G CATC C C AAAC TTC ATTAAOC 

ATTTTTCCTTGTATATAGCAGGAAAAAAAGGGCATAACTGTGGGAATACTAACCCANAAA 

TTGNGGATCAGAACCCATACCAACCATCTACTTTTCAAAGAAATTGAA 

Sequence 1960 

CTGNNACCTAGGGGAACAACCCTGNAGAGTATTTGCNGCCCGCCAGTACANGAATNNNCG 

ATANGTNNGNCTATATGCGCGGCTNNNCAGAAGAAATGNAATCAGNGGGGCAGAAAAAAA 

MCGNNANATGGGAGCTNANACTTTATATGAAAAAAAAANNATNGGCCNTTNAAANNCTT 

TTCCCCCATCCCCCNCCAMGNCTGGATAGCAAAGCGANATTTTGGGGGGAGAAACGGGG 

AAAACCCTAGCCACTNNGGGNNNNNGGNGCNGNCGCNGGAGGAGAANNATANAAGGCANG 

CANNCACCAAAANAAAAAANTAAAAAAACCCCCGGCNTGCNANACAAAGGGANGCNGANG 

GGCAANGGAGCCCGCACTACNGGGCNGGACCCCGGGCCCGCNCNANAAACNAGGGGGANC 

CCCCGGGCTGCAGGGAANNCCAAAANCAAGCCNAACGAAACCGGCCGACCCCGANGGGGG 

GCCCCGGACCCAANCTTNGGCCCCAAAAAGGGANGGNCAAANGCNCCNCTNGGCCGGAAA 

CAAGGGCAAAGCANGGANNCCGGGNGAAAAAGGNAACCNCCNCCAAANCCCCNCACAAAA 

CCAANCCGGGAAACAAAAAAGGGGGAAAACCCCGGGGG 

Sequence 1961 

GAAAACCCCCCTTTGCNNATACCGGNGNAAAANAGNCCCCCCGCCCGGCCAGGTACCACC 
AGNNTTGGCCANCAAAACNCAGANTTCTGGCACGATNTTTAANAGAGGCCTNCCTGCAGG 
AGGCCC AGGG C ATG AAG AAGCTGAGG C ATG AG AAGC N GGTGC AG N N G N ATGCTGGG AN C A 
GAGGAGCCCANTTACATCGCACGGAGNACCT 
Sequence 1962 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCNTNCTGATGTGCATNGNATT 

ATGANGCTTCCAACGCANANTGCTTTNNNNCNNANNNCNNCTGNAGNCCTATGCNGATTA 

CNNAAACACNNCNTGNNTGNAAGTNCATNTAATNCNNANACNGNNCNANCCANNNACNTC 

ATGGCNGAAAANCNNNACATATNTGCTAGNNGNCNNNATNNANNNATTNAGGGNNTACTT . 

GNACTNTAATGMNCNTNAAGCAGAGNTAGTGTTTTTCCACTTCAAATCAATCATATTTC 

TGTCATCTCCAACCTAANATATTTN7TAGATTGNCTCCCTATTCTTTGATTCAAAANCCA 

ATTACANAAACTATGMCTTGACCTAAATCTGNTTTTTGACCANTTTTTNAACATNAANT 

AANANMNTTCCMGCCANTTCTTTTCTTTTGCACACTNACCA7TTTTTMTTACATC 

CCTCTATNATNATAGTACTTTCACAACTACNACTTCTCCTNTATATCAAAAATCATTCTN 

ANTTTCCN AATTAAATN NACCAAN AN N AAATTTNCCTTCANN NTCTAN AAANC ANTTTAC 

TTTTCAACTCCTT 

Sequence 1963 

CCGCGGTGGCGGCCGAGGTACTTCTTACCCGTTTGATTATGATGAACTTTTATGGGAGCA 

GAATGCTCTGGACATGCCTTGGAAGTTCTATTATCTTCTAAAGTTGTATTTGAATCTACC 

ATATCCACTAACGCAACACTCAGATTCACACGTAATGCATACACAATGAAGAAACCAAAA 

AAGGCCAAAATTGCTAAGTTGTAACGAGCAGAGCAGCACACTGGAGCGGCTTCGGCCCGT 

GGGGCGCCCGGTAGAAGAGGCGTGCGGTCCGTGCTCTCCTCGCCATCGTTCCGGGCCAGG 

TCTCGAACCGGAGACCTCATGACGCCTACGTGAGCAGGTGTACCTGCCG 

Sequence 1964 

GACTACTATAGGGCGAATTGGAGCTCACCGCGGTGGCGGCCGAGGTACAAGTCCTGGGCA 

CCTCCTCTTTGCCTCCCTCCTGCCCCTTTCCTGCTGGTGGGGGCAGATCCTGTACACACA 

GACACAGCGTCTGCCCCCGAGCCATTCCCTGGAGACCCTGGGTCTACCCCAGGTGGTCGT 

CATCTGGGCCATTTGCCTTACTTCTCTGGAGCATACCCACCCTCAGTTACGTGCCAGACC 

TGGACCGCATTCTCCTGCCCTGTCCTGGAGCTGGCCCCTGCTGCCTGGAGGACCCTGGGT 
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TTCATAGGTTCTACTTGAAGGAATTGTCCAAGAAGGTTTACTGTATAAAGGAAATTGAAC 

A CAGAA GGAATGAAAAGTAAAAATTAAACCTAAAATTTGCAGAAGAAAACACTACAGAAA 

ATTnTGTGACCTGGGGTTTGGCAAAGATTTCTTAAATATGACACCAGAAGCACAGTCTA 

TAATGAACGTATTAGTTTATTGGGTTAATCAAAATGTAAAACTTCTGCTCTTCAAAAGAC 

AGTTATTAAGAGAATAAAAAGAGAAACCACAAGATTGATAATCTTTGTAAGCCATGTATC 

TTGATCAAGGACATTGTAGAATATATAAAGAACTTCTGAAAGCTCAATAGTAAGGAAAAC 

AAATGGCTTGGGTGCCGGAGGCTNATTCCTGTAATNCCANCACCTTT 

Sequence 1954 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGCTCTCCTTCGAAGTCCGGAGGAGTTTCCTG 

GATTTGGCACTCTCGTGCAAAGCGGTCATATGCTGCAGAGTGTCTCCTCTGCAGAAGTCT 

GAGATAGTGGATGTGGTGAAGAAGCGGGTGAAGGCCATCACCCTCGCCATCGGAGACGGC 

GCCAACGATGTCGGGATGATCCAGACAGCCCACGTGGGTGTGGGAATCAGTGGGAATGAA 

GGCATGCAGGCCACCAACAACTCGGATTACGCCATCGCACAGTTTTCCTACTTAGAGAAG 
CTTCTGTTGGTTCA 

Sequence 1955 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCAGAATTCAGCTCCTGCAGTGATAGGACTG 

AGGTCCCTGTTTCCTTGTTGGCTATCAACTGGGGTTTGCTCTGGGCTCCTGGATACTGCT 

GCATTGCTTGCCAGGTAGTCCTCTCCATCTCCAAGCCAGCAACAGCACATAAACCCCTCT 

CCTGCTTCGAATCTCTTACCTCCTCAGCTTCTGACCTCTAAATACAGGTTTAAAGGGCTC 

TGGCAAATGGGTCAAGCCCACTGACAATAAATTCCCTTCTCGAAGTCAACTGTGCCATAT 

ATTAAACATAATCACAGGAGTATAAGCCACCCTAGTCACACAGTCCCATGGATTATGCAA 

TATATACTGGTAGTGGGTCTACTGGAG 

Sequence 1956 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGATCAAGGTGGAGTCCTGGTTGCTATGA 

MCACACATCTCTCCCAATTCGACATCTTTGGTTGAGTTTTGATGAAGGGAGATCTTGGA 

GCAAATACAGTTTCACATCTATTCCACTTTTTGTGGATGGGGTTCTGGGTGAGCCTGGAG 

AAGAGACTCTNATCATGACA GTGTTT GGACACTTCAGCCACCGCTCTGAATGGCAGCTGG 

TCAAAGTAGATTACAAGTCCATnTTGATAGACGGTGTGCCGAAGAGGACTACAGACCTT 

GGCAGCTGCACAGTCAGGGGGAAGCATTGTATCATGGGGAACAAAAAAGGATNTATAAAG 

AAAGCCGAAAAAATCANAACCGGAAAGTGTATTGCCAAAGGAAAA 

Sequence 1957 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAACAACACGGAGCCTTTGATCACCTTGGAG 

GGAAGCATATCCTTCAGATTTACTTCAGAAGGAATGAATACCATCACAGTGCAGGTCTCA 

GCTGGGAATGCCATCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCT 

CTTCGCTTGTCCTTTTCTCCAAACCTGGATGACTACAACCCGGACATCCCTGAGTGGAGG 

AGGGACATCGGTCGAGTCATCAAAAAATCCCTGGTGGAAGCCACAGGGGTTCCAGGTCAG 

CACATCCTGGTGGCAGTGCTCCCTGGCTTACCCACCACTGCTGAACTCTTTGTCCTACCC 

TATCAGGATCCANCTGGAGAAAACAAAAGGTCAACTGATTGACCTGGAGCAGATATCAGA 

ATTGCTGATCCACACCGCTCAACCAAAACTCAGTACCT 

Sequence 1958 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATG 

GCAGGGTTTTGCAGAATATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATAAAG 

CAACAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGAAACTTTG 

CCMGTTAAAACAGGCTCTTAACAAAGCTCCCACTCTTGGCATCCCAAACTTCATTAAGC 

Ail I I ICCTTGTATATAGCAGGAAAAAAAGGGCATAACTGTGGGAATACTAACCCAGAAA 

TTGGGATCAGAAeCCATACCAACCATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCA 

CAGTGACCAAGCTTGCCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCCAC 

TAAAATCACCCTGGGTCAACCACTGAAAGTGTTAACTCCACATNAGGTAAGGTCAGTCCT 

GGGAATAAAAGGACATATCTGAACGATGGGGAGAA 
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Sequence 1948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACCTAGCTCGGGACCGGCCTGGAGAT 

GGAG7TCGACTGCGAGGGCCTGAGACGGCTGCTTGGCAAGTTTTTAAAGATAGTTCTCAG 

AMGACCTGCTGAATTTTACTGGCACAATTCCTGTGATGTATCAGGGTAATACATATAAC 

ATACCAATTCGTTTCTGGATTTTGGATTCTCACCCTTTCGCTCCCCCTATTTGCTTCTT 

AAGC C AACTGCAAATATGGGAATCTTAGTCGGAAAACATGTGGATGCTCAAG GCAGAATA 

TATTTGCCCTATCTCCAAAACTGGAGCCATCCTAAATCTGTCATTGTTGGATTAATTAAA 

GAAATGATTGCCAAG7TTCAAGAGGAACTTCCCATGTATTCTCTATCATCATCTGATGAG 

GCACGGCAGGTAGACTTGCTAGCCCTATATTGCAAAAATCACTTGAANGGGTTTCANATA 

CAAAATTCAAAAGAGCTTGGGCCAAATCATGAGAATTAAAACNGTCCA 

Sequence 1949 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCANAATTCAGCTCCTGCAGTGATAGGACTG 

AGGTCCCTGTTTCCTTGTTGGCTATCAACTGGGGTTTGCTCTGGGCTCCTGGATACTGCT 

GCATTCCTTGCCAGGTAGTCCTCTCCATCTCCAAGCCANCAACAGCACATAAACCCCTCT 

CCTGCTTCGAATCTCTTACCTCCTCAGCTTCTGACCTCTAAATACAGGTTTAAAGGGCTC 

TGGCAAATGGGTCAAGCCCACTGACAATAAATTCCCTTCTCGAAGTCAACTGTGCCATAT 

ATTAAACATTAATCACAGGAGTNTAANCCACCCCTANTCNCACAGGCCCNTNGGATAATG 

C N ATAATATTACTGG NTAAN AGGGGGTNTTAC CTGGG AN GG N N C AATTTAAGAAATTTTT 

TACCCTTANCCACANATTTTACAMGGGGAAAAAAMCCAAAAAAAACCTTGGGCCATTC 

AAATTAAAAGNAAATTTNTTTAATGGGGCNCCCTAMTTTANGNAAAMTGCAANNTC 

GGANMTTTNTTTTAANT7TTTCAMTCCCCTGGNGMGGCMNGAATNAACCCAM 

Sequence 1950 

ACCAGAGGAGGAGATGGACGATCAGAGCCATGCGCCTGTTTCCTGCACCCCCTGCGCACT 

GGTTCTATGGCCACAAGGAGTCTTACCCAGTAAAAGAGTTTGAGGTGTATCCTGAGCTGA 

TGGAAAAATACCCATGTGCCGTTCCCTTGTGGGTTGGACCCTTTACGATGTTCTTCAATA 

TCCATGACCCAGACTATGTCAAGATTCTCCTGAAAAGACAAGATCCCAAAAGTGCTGTTA 

GCCACAAAATCCCTGAATCCTGGGTTGGTCGAGGACTTGTGACCCTGGATGGTTCTAAAT 

GGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACATCAGCATTCTGAAAATATTCA 

TCACCATGATGTCTAAGAGTGTTCGGATGATGCTGAACAAATGGGGAGGAACACATTGNC 

CAAAACTCACGTTTGGAGCTCTTTCAACATGTCTCCCTGAAGA 

Sequence 1951 

CTCGGGACCGGCCTGGAGATGGAGTTCGACTGCGAGGGCCTGAGACGGCTGCTTGGCAAG 
TTTTTAAAGATAG TTCTC AG AAAGACCTG CTG AATTTTACTGGC AC AATTCCTGTG ATGT 
ATCAGG GTAATACATATAAC ATACCAATTCG TTTCTG GATTTTG G ATTCTC ACCCTTTCG 
CTCCCCCTATTTGCTTCTTGAAGCCAACTGCAAATATGGGAATCTTAGTCGGAAAACATG 
TGGATGCTCAAGGCAGAATATATTTGCCCTATCTCCAAAACTGGAGCCATCCTAAATCTG 
TCATTGNTTGGATTAATTTAAMGAMTGATTTGCCAAGTTTTTCAAG 

Sequence 1952 

CCCTTAGCGTGGGCGCGGCCGAGGTACGGAAACAACACGGAGCCTTTGATCACCTTGGAG 

GGMGCATATCCTTCAGATTTACTTCAGAAGGAATGAATACCATCACAGTGCAGGTCTCA 

NCTGGGAATGCCATCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCT 

CTTCGCTTGTCCTTTTCTCCAAACCTGGATGACTACAACCCGGACATNCCTGAGTGGAGG 

AGGGACATCGGTCGAGTCATCAAAAAAAATCCCTGGTGGGAAGATNCAGCTGGAGAAAAC 

AAAANGTCMCTGATGACCTGGAGCAGATTTCAGAATTGCTTGATCCACACGCTCAACCC 

AAAACTCAGTACCTGCCCG 

Sequence 1953 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTAAATCTCTCAGCTAAGTTAAGCTATAAAT 
TTGATTAGGTTGACTTGGGCAAATGCACCATAAAGTCCTTTCCAGAGAAGGAGTTCACTT 
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AGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACG 

TCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGT 

GGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTT 

TATGCCTGATCCTCAGAACTTAGAG 

Sequence 1943 

CGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAATTTTAGACATGATTCTAAATGATGGTG 

ATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAAT 

TTCCCCATAAAGAAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTG 

ATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAG 

ATTGTCTATGTGGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGG 

ATGGCTTCCTTTATGCCTGATCCTCAGMCTTAGAGGMTTTTATGAGAAATTCATGTCC 

GGAAAAGTTGTTGGCAGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGCTGCAAAAGAA 

CACGCACCGGATCCTCTACCTCTTCTACGAGGATATTAAAAAAAATCCAAAACATNAGAT 

CCACGAGGTGTTGGAAATTCTTGGAGAAAACCTTTGTCAGGTGATGTTATTAAACAAGAT 

TGTCCCCCCATANCCTNATTTGGATGGTTAATGAAAGGATTNATTCCCANTGGGCCCAAN 

CTTACCTGGGGGGTTNCCTTTNGGCCGNTTTTTANAAACTAGTNGGATTCCCCCNGGGCC 

TTGNMNGAATTNTTTTNTTCCAANNCTTTTTTNGNNNCCCCGNNNGGCCCTTTTANNGG 
GGGGGGG 

Sequence 1944 

CCCTTTCGAGCGGCCGCCCGGNCAGGTACAGGAGCCCTGATAGCCATACTCGCCTGTGTC 

TTG ACATTA TTGGTGTTGATCCTCCTTATCGTCACTATGAGAAGACGGAAAAAAGAGCCC 

CTTAi i 1 1 iGACGAAGAAAGAGACATCAGAGAAAATATTGTGAGATACGATGACNAGGGC 
GGG 

Sequence 1945 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CAGGAGCCCTGATAGCCATACTCGCCTGTGTCTTGACATTATTGGTGTTGATCCTCCTTA 

TCGTCACTATGAGAAGACGGAAAAAAGAGCCCCTTATTTTTGACGAAGAAAGAGACATCA 

GAGAAAATATTGTGAGATACGATGACGAGGGCGGGGGAGAGGAGGACACGGAAGCGTTTG 

ACATGGCTGCACTGAGAAACCTCAACGTCATCCGAGACACCAAGACCCGGAGGGATGTGA 

CTCCAGAAATTCAATTCGTGAGTCGACCAGCTTTTAAAAGCATCCCAGATAATGTCATCT 

TTAGGGMTTTA7TTGGGAAAAGATTAAAAAGAAGCCCGATGTTGATCCTGGTGCTCCTC 

CTTATGACTCCCTGCAGACATATGCTTTTGAAGGAAATGGCTCAG7TGCTGAATCACTCA 

GCTCTTTAGATTCCATCAGCTCAAACTCTTGATCAGAACTATG 

Sequence 1946 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAACAACACGGAGCCTTTGATCACCTTGGAG 

GGAAGCATATCCTTCAGATTTACTTCAGAAGGAATGAATACCATCACAGTGCAGGTCTCA 

GCTGGGAATGCCATCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCT 

CTTCGCTTGCCCTTTTCTCCAAACCTGGATGACTACAACCCGGACATCCCTGAGTGGAGG 

AGGGACATCGGTCGAGTCATCAAAAAATCCCTGGTGGAAGCCACAGGGGTTCCAGGCCAG 

CACATCCTGGTGGCAGTGCTCCCTGGCTTACCCACCACTGCTGAACTCTTTTGTCCTACC 

CTATCANGATCCAGCTGGAGAAAACAAA 

Sequence 1947 

CGCGGCCGAGGTACGGAAACAACNCNGAGCCTTTGATCACCTTGGAGGGAAGCATATCCT 

TCAGATTTACTTCANAAGGAATGAATACCATCACAGTGCAGGTCTCANCTGGGAATGCCA 

TCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCTCTTCGCTTGTCCT 

TTTCTCCAAACCTGGATGACTACAACCCGGACATCCCTGAGTGGAGGAGGGACATCGGTC 

CGAGTCATCAAAAAATCCCTGGTGGAAGCCACAGGGGTTCCAGGTCANCACATCCTGGTG 

GCAGTTGCTCCCTGGCTTACCCACCACTGCTGAACTCTTTTGTCCTACCCTATCAGGATC 
CAGCTGGANAA 
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AGAAAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTA 
CCACTTTCACAGGATGGCTTCCTTTATGCCTGATCCTCAGAACTTAGAGGAATTTTATGA 
GAAATTCATGTCCGGAAAAGTTGTTGGCGGGTCCTGGTTTGACCATGTGAAAGGATGGTG 
GGCTTGCAAAAGACATGCACCGGATCCTCTACCTCTTCTACGANGATATTAAAAAAA 
Sequence 1938 

AGGTACAACATGGATGCATGAMTTTTAGACATGATTCTAAATGATGGTGATGTGGAGAA 

ATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCCCCATAA 

AGAAAMCCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACA 

TCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGT 

GGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTT 

TATGCCTGATCCTCAGAACTTAGAGGAATTTTATGAGAAATTCATGTCCGGAAAAGTTGT 

TGGCAGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGCTTGCAAAAGGACACGCCCCGG 

ATCCTCTACCCTCTTTCTACGAGGGATATTAAAAAAAAAATCCCAAAACCATTGAGATCC 

CACAAGGGTGGTTGGGAAATTCTTTNGGGAGAAAMCCTTTTGTCCAGGGNGGATGNTTA 

TTAAAACAAAGANTTGGNCCNCCCATACCCTTCANTTTGGANTGNAAATNGAANGGGATT 

AATCCCCATNGGGCCCAACCATTACCTGGGGGNACCCTGCCCGGGCCGGGGCCGNTNTAA 

NAACTNGTGGGAATCCCCCCGGGCTTGNAAGGGAATTNGANATCNAAGCTTANTNGATTC 

CCGTCGAACCTCGAGGGGG 

Sequence 1939 

TGCGCTCACTGCCCGCTTTTCCAAGTCGGGGAAACCTTGTCCNTTGCCAGCCTGCATTAA 

ATGAAATTCGGCCCAACCGCGCCGGGGGGAGGAAGGCCGGGTTTTGCGTAATTGGGGCCG 

CTCTTTCCCGCTTTNCTTCGCTCACTTGACTCGCTTGNCGCTCGGGTCGTTTCGGCTTGC 

NGCNGMGCCGGTANTCAAGCTCAACTTCAAAAGGCGGGTAATTACGGGTTTATCCCACA 

AGAAATCAAGGGGGGATAAACCGCCANGGAAAAGNAACATGTGNAAGCCAAAAAAGGCCC 

AGNCAAAAAGGGCCANGGAMCCCGNTAAAAAMGGCCGCNGTTTGCTTGGCCGTTTTTT 

TTCCATTAGGGCCTCCCGNCCCCCCCTGNACCGNAGCCATCANCAAAAAAANCTNACNCC 

TTNAAANGTTCAGAAAGGTNGGGCGNAAAACCCNGGANANGGGACCTTTTTNANAGGANT 

TCCCCANGGCGGTTTTTCCCC 

Sequence 1940 

GACCACGCGTCCGGCGCCCGGAGACTGTCGAAGGTCACCAAATCAGTGACCATCGTTGTC 

CTGTCCTTCTTCCTGTGTTGGCTGCCCAACCAGGCGCTCACCACCTGGAGCATCCTCATC 

AAGTTCAACGCGGTGCCCTTCAGCCAGGAGTATTTCCTGTGCCAGGTATACGCGTTCCCT 

GTGAGCGTGTGCCTAGCGCACTCCAACAGCTGCCTCAACCCCGTCCTCTACTGCCTCGTG 

CGCCGCGAGTTCCGCAAGGCGCTCAAGAGCCTGCTGTGGCGCATCGCGTCTCCTTCGATC 

ACCAGCATGCGCCCCTTCACCGCCACTACCAAGCCGGAGCACGAGGATCAGGGGCTGCAG 

GCCCCGGCGCCGCCCCAC 

Sequence 1941 

AGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCATTACATCAAATGAGGTATGGTG 

GACAATCTT GTTT ATAACATCACCTGACAAAGTTTTCTCCMGAATTCCMCACCTTGTG 

GATCTCATGTTTTGGATTTTTTTAATATCCTCGTAGAAGAGGTAGAGGATCCGGTGCGTG 

TCTTTTGCAGCCCACCATCCTTTCACATGGTCAMCCAGGACCTGCCMCMCTTTTCCG 

GACATGAATTTCTCATAAAATTCCTCTAAGTTCTGAGGATCAGGCATAAAGGAAGCCATC 

CTGTGAAAGTGGTAGTAGGACACCAGGCAATCCTTGGGATTTCTGGCCACATAGACAATC 

TTGTAGTTTTCTTTCCAGATAGATGGTGGAATCAGATGTGAAGGGAGATGTGTTTTTATC 

AGTTGTGGTGAGGACATTTCMGAAACGAACTTCCAMTCTGGTTTTTCTTTATGGGGGA 
. AATTTCAGT 

Sequence 1942 

AGGTACAACATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGTGGAGAA 
ATGCAAMGAGCCCANACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCCCCATAA 
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Sequence 1933 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAAATGAGGTATG G TGG AC AATCTTG TTTATAAC ATCACC TGAC AAAG TTTTCTC 

CMGAATTCCAACACCTTGTGGATCTCATGTTTTGGATTTTTT7TAATATCCTCGTAGAA 

GAGGTAGAGGATCCGGTGCGTGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCTGCCAACAACTTTTCCGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAGG 

ATCAGGTATAAAGGAAGCCATCCTGTGAAAGTGGTAGTAGGACACCAGGCAATCCTTGGG 

ATTTCTGGCCACATA NACMT CTTGCAGTTTTCTTTCCAGATAGATGGGTGGAATCAGAT 

GTGAA GGG AG ATGTG TTTTTATCAGTGGGGTGAGGGACATTTCAAGAACC AACTC CAAAT 

CTGGGTTTTTC7TTATGGGGAAATTTC 

Sequence 1934 

CCGGGCAGGTACAACATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGT 

GGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCC 

CCATAMGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAA 

AACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGT 

CTATGTGGCCAGAAATCCCAAGGATTGCCCGGTGTCCTACTACCACTTTCACAGGATGGC 

TTCCTTTATGCCTGATCCTCAGMCTTAGAGGMTTTTATGAGAAATTCATGTCCGGAM 

AGTTGTTGGCAGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGCTGCAAAAGACACGCA 

CCGGATCCTCTACCTCTTCTACGAGGATATTAAAAAAATCC 

Sequence 1935 

AGGTACMCATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGTGGAGAA 

ATGCAAAAGAGCCCAGACTCTAGATAGACGCGCTTTCCTTGAACTGAAATTTCCCCATAA 

AGAAAMCCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACA 

TCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGT 

GGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTT 

TATGCCTGATCCTCAGAACTTAGAGGAATTTTATGAGAAATTCATGTCCGGAAAAGTTGT 

TGGC GGGTCCTGGTTTG ACC ATGTG AAAGGATGGTGGGCTGCAAAAGACATGCACCG GAT 

CCTCTACCTCTTCTACGAGGATATTAAAAAAAATCCAAAACATGAGATCCACAAGGTGTT 

GGAATTCTTGGAGAAAACTTGGTCAGGTGATGTTATAAACAAGATTGTCCCCATACCTCA 

TTTGATGTAATGAANGATAATCCCAT . 

Sequence 1936 

CCGGGCAGGTACAACATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGT 

GGAGAAATGCAAAAGAGCCCANACTCTAGATAGACACGCTTTCCTTGMCTGAAATTTCC 

CCATAMGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAA 

AACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTACAAGATTGT 

CTATGTGGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGC 

TTCCTTTATGCCTGATCCTCAGAACTTAGAGGAATTTTATTGAGAAATTCATGTCCGGAA 

AAGTTGTTGGCAGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGCTTGCAAAAGACACG 

CATCGGATCCTCTACCTCTTCTACGAGGATATTAAAAAAAAATNCAAAACATTGAGATCC 

ACAAGGGNGTTGGAATTTCTTGGAGAAAACTTTGTNAGGTGATGTTATAAAACAAGANTT 

GTNCCACCATTACCTCATTTTGGATGGTAATNGAAAGGAATAAATTNCCAATGGGCCCAA 

CCNATACTGCGGGGTACCCNTNGGGCCCGCTTNTAAAAAACTTAGTNGGGATCCCCCCCG 

GGCCTTGCAGGGAAATTCCGATAATCAAAGNCTTTATTCGATACCCCGNNCCACCNTCTG 
AAGGGGGGGGC 

Sequence 1937 

TCCGCTCCACCGCGGTGGNTGCCGAGGTACATTNTGGATGCTTNAAATTNTAGACATGAT 
TCTAAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTT 
CCTTGMCTGAAATTTCCCCATAAAGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTC 
CTCACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAA 
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CTTTCACAGGATGGCTTCCTTTATGCCTGATCCTCAGMCTTAGAGGMTTTTATGAGAA 
ATTCATGTCCGGAAAAGTTGTTGGCGGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGC 
TGCAAAAGACATGCACCGGATCCTCTACCTCTTCTACGAGGATATTAAAAAA 
Sequence 1928 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGTGCTGCTGGAAAGAATAAATAATGGA 

GMTGAMCATTACTGGAAAATCTMGCAGACCATGGGGACCACAGAGTTTCATTTGACA 

TCTTAGACTACAAAGCTTATCTACCTTTCCTCATAAAAGGGGAGATGGAGTGGTCCATAA 

TGCTGGTGGGCAMGTGGTATAGTTGGTCATTGGGT7TTGCTTCATTACATCAAAGGAGG 

TGTGATAGATGATTTTATTCAGMTTTCCTC^ 

TCTTCTCMTTTCCCGCTTTGGGTCCTAGTTTGTTGTTGTTCCTCTCAGATCTCCAGGCA 

GAAGTTCAGTGTGGACCCTGCCATCTTCTTT 

Sequence 1929 

CCC7TAGCGTGGTCGCGGCCGAGGTACTTTTTC \ iTTTTT C TTTTn I AAAGATTTTG AT 

MGAACACMCATGAAATCCATCCTCTTCATAAATTTGTAACTGCACAGTACAGTATTGT 

TAACTATAGGTAAAATGTTGATACCAGTAGACGGTGATAAGTCACATATGTACATTGTAT 

TGCCAAGGGCAACCGCTAAGAAMCTTTATATAGTAATACACTCAGAAACTCTATAAATT 

AATCAAGATGGAATCATAAAAATATTCTAATAACCCCAGAAAAGCAAGAAAAAACAGAGG 

MCAAGGAACAGAAGAAACAAACACAAMCAAATMTAAAATAGCAMCTTATGGCCTGA 

CAGAAGTATTTACTTTAAMGGATACAATATGMGAAAAGGAAAAATTGACCATGAAAAA 

AAGATTTGTCTATGAAAATGA I I I I I 

Sequence 1930 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAAATGAGGTATGGTGGACAATCTTGTTTATAACATCACCTGACCMGTTTTCTC 

CAAGAATTCCAACACCTTGTGGATCTCATGTTTTGGA t I I I I II I AATATCCTCGTAGAA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GG ACCCG CCAACAACTTTTC C GG AC ATG AATTTCTCATAAAATTCCTCTAAG7TCTGAGG 

ATCAGGCATAAAGGAAGCCATCCTGTGAAAGTGGTAGTAGGACACCAGGCAATCCTTGGG 

ATTTCTGGCCACATAGACAATCTTGCAGTTTTCTTTCCAGATAGATGGTGGAATCAGATG 

TGA AGGGA GATGTGTTTTTATCAGTTGTGGTGAGGACATTTCAAGAACGAACTCCAAATC 

TGGTTTTTCTTTATGGGGAAATTTCAGTT 

Sequence 1931 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATGGATGCATGAMTTTTAGACATGATTCT 

AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCT 

TGAACTGAAATTTCCCCATAAAGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTC 

AC C ACAACTGATAAAAAC ACATCTCCCTTC AC ATCTGATTCC ACC ATCTATCTG G AAAG A 

AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCA 

CTTTCACAGGATGGCTTCCTTTATGCCTGATCCTNMGAACTTAGAGGMTTTFATGAGA 

AATTCATGTCCGGAAAAGTTGTTGGCGGGTCCTGGNTTGACCATGTGAAAGGATGGTGGG 

CTTGCAAAAGACATGCACCGGATCCTNTACCTTTTTTNCGAGGATATTTAAA 

Sequence 1932 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAAATGAGGTATGGTGGACMTCTTGTTTATAACATCACCTGACCAAGTTTTCTC 

C AAG AATTCC AAC AC CTTG TG G ATCTC ATGTTTTGG ATTTTTTTTAATATCCTC G TAG AA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCCGCCAACAACTTTTCCGGACATGAATTTCTCATAAMTTCCTCTAAGTTCTGAGG 

ATCAGGCATAAAGGAAGCCATCCTGTGAAAGTGGTAGTAGGACACCAGGCAATCCTTGGG 

ATTTCTGGCCACAT AGACAA TCTTGCAGTTTTCTTTCCAGATAGATGGTGGAATCAGATG 

TGAAGG GAGAT GTGTTTTTATCAGNTTGTGGTGAGGACATTTNAAGGAACGAACTCCAAA 

TCTGGGTTTTTTCTTTTATGGGGGAAMTTTTCAGTTCA 
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ACCTGCCCTATCTGCCCTCGGGCTGGTCTAACACTGCATCGTCTCTGGTAGTGGGCCAGC 

GCTGTGAGATCACTGTGTGGTCTCTCCCCGGTAAGCATGGCAAGACCCGCAAGTTCACCG 

CGGGTTCTTGCCTCCCTGGAAAAAGTACCGCAAAGGCATCTTTGGAGACTGGTCCGACTC 

CATCTNTGCCTCTACTGCAAAGTGCTATTGATGCCTTGAGGCTCTGTCTACCANCCTGGC 

CTTGGGAATTGCTGTACTTCAAAANCCAGGANGCAAGATGACCCCACGACCTGCTCTNAT 

AGCTTCCTGTAATACAGCCCTTTCAAAAGTTAAAAAAAAAAAAAAAA 
Sequence 1923 

CTCTGGGAGAGGGAAGCTCCCTCCTGGNNCCACCCCTTTCCCAATNATTGGAAACATCCT 

TCATATANATATAAAGANCATNAGCAAATCTTCAACTATTTCTCAAAAGTCTATGGCCCC 

GTGTTCACTCTGTACTTTGGTTCAAAGCCTACTGTGGTGGTACATGGATATGAAGCAGTA 

AAGGMGCTCTGGATNACCTTGGAGAGGAGTmCTGGGAGGGGTAGTTTTCAAATTTTT 

GAAAGAATAAATAATGATCTGGGGGTGATTTTCAGCANTGGAACAAAATGGAAGGAGCTT 

CGCGCTTCTCAATCATGACCTTGAGGAGTTTTGGGATGGGGAAAAAGGAGCATCGAGGAT 

CNCATTCAAGAAGAANCATCCTGC7TGTGGAAGAACTAAAAAAAAGCAAATGGTTCACTC 

TGGGATCCCCATTCATCCTGACTGNGCTCCCTCCAATGNGATCTGTTCAGTTNTTTTCCA 

CAATCNNTTTGATTATAAAGATGAGAAGTTTCTTAACCTTGATGGANAGACTCATGAAAA 

CTTTAAAATCTTGAACTCCCATGGATGCAGGTCTCAATGCTTTGCCTACCCTNATAATTT 

TTTTCCCGGGGGNCATAACAAAGTNNTTAAAAATTTTN 

Sequence 1924 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCA 

TTACATCAAATGAGGTATGGTGGACAATCTTGTTTATAACATCACCTGACCAAGTTTTCT 

CCMGMTTCCAACACCTTGTGGATCTCATGTTTTGGATTTT7TTTAATATCCTCGTAGA 

AGAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACC 

AGGACCCGCCAACAACTTTTCCGGACATGAATTTCTCATAAAATTCCTCTAAGTTCTGAG 

GATCAGGCATAAAGGAAGCCATCCtGTGAAAAGTGGTAAGTAGGACACCANGCAATCCTT 

GGGA7TTCTGGCCACATANACAATCTTTGCAAGTTTTCTTTCCTGATAGATGGTGGAATC 

AGATGTGAAAGGGAGATGTGTTTTTATCAAGTTGGTGGTGAGGACATTTCAAGAACCGAA 

CTCCAAATCTGGTTTTTCTTTATGGGGAAA 

Sequence 1925 

CCCTTAGCGTGGTCGCGGCCGANGTACCGCATTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAMTGAAGTATGGTGNACAATCTTGTTTATAACATCACCTGACCAAGTTTTCTC 

CMGAATTCCAACACCTTGTGGATCTCATGTTTTGGATTTTTTTTAAATATCCTCGTACA 

AGAGGTNGAGGATCCG GTGCAT GTCTTTTGCAGNNCCACCATCCTTTNACATGGTCAAAC 

CAGGACCCGCCAACAACTTTTTCTGGACCATGMTTTTCTNATNAAATTCCTCTAAGTTN 

TNAGGATCANGCATAAANGAAGCCATCCTGTGAAANNTGGTANTAANGACCACNTTGCAA 
ATTCTTGGGG 

Sequence 1926 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTGGAGGATCAGCTCACCTGCTTTGCTCTC 
GATGTAGCCTAGCTGGGTTTAGAGCCTTCCCTTGAATGAAGAACCCTCCCCAGCTGGAAG 
GGGATGCTCTTGAAAGCTCAGCTGACAACACACATGGGCATCAAGTCATTGGCCACATTC 
ATGCCTCAAGTGTCCTAAAACCGAATATGATCAAAAGAAAACTGCTGTTTCAANCAAGTG 

GGANACTGGCATGCANATTCCCTGGCCTTGCAAACCTNATTGTTAAAAAAGATACCAAAA 

ACTNGCTGGGAAAGAAA 

Sequence 1927 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATGGATGCATGAAATTTTAGACATGATTCT 
AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCT 
TGMCTGAAATTTCCCCATAAAGAAAMCCAGATTTGGAG TTCGTTCTTGAAATGTCCTC 
ACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGA 
AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGATTGCCCGGTGTCCTACTACCA 
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GAGGCGGTTTTGCGTATTTGGGGGCGCTTC 
Sequence 1917 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 

TACATCAAATGAGGTATGGTGGACAATCTTGTTTATMCATCACCTGACCAAGTTTTCTC 

C AAGMTTCCAACACCTTGTGGATCTCATGTTTTGGA T HUM I A ATATCCTCGTAGAA 

GAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGTCAAACCA 

GGACCCGCCAACAACTTTTCCGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAGG 

ATCAAGCATAAANGAAGCCATCCTGTGAAAAGTGGTAAGTAGGGACACCAGGCAATCCTT 

TGGGATTTCTTGGCCACMTAG ACAMTCTTGGCAAGTTTTC TTTTC CAG ATAAG ATTGG 

TGGGAATCANAATNTTAMGGGAGMTGTGGTTTTANTCAATTGGNGGNGAAGGACANTT 

TAAAGAACGAACTTTCAAATCTTGG ) i i i i CTTTATTGG 

Sequence 1918 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCAT 
TACATCAAATGAGGTATGGTGGACAATCTTGTTTATAACATCACCTGACCMGTTTTCTC 
CAAGAATTCCAACACCTTGTGGATCTC ATGTTTTGGA I 11 1 I N IAAT 
Sequence 1919 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGCAGTATGGTTGGCCATGGGATTATCCTTCA 

TTACATCAAATGAGGTATGGTGGACAATCTTGTTTATAACATCACCTGACCMGTTTTCT 

CCAAGAATTCCAACACCTTGTGGATCTCATGTTTTGGAT i I 1 1 II < AATATCCTCGTAGA 

AGAGGTAGAGGATCCGGTGCATGTCTTTTGCAGCCCACCATCCTTTCACATGGCCAAACC 

AGGACCCGCCAACAACTTTTCCGGACATGMTTTCTCATAAAATTCCTCTAAGTTCTGAG 

GATCAGGCATAAAGGAAGCCATCCTGTGAAAGTGGTAGTAGGACACCAGGCAATCCTTGG 

GATTTCTGGCCACATAGACAATCTTGCAGTTTTCTTTCCAGATAGATGGTGGAATCAGAT 

GTGAAGGGAGATGTGTTTTTATCAGTTGGTGGTGAGGACATTTCAAGAACCAACTTCCAA 

ATCTGGGTTTTTCTTTATGGGGGAAATTT 

Sequence 1920 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACA 

ACATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGTGGAGAAATGCAAA 

AGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCCCCATAAAGAAAAA 

CCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACATCTCCCT 

TCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGTGGCCAGA 

MTCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTTTATGCCT 

GATCCTCAGMCTTAGAGGMTTTTATGAGAMTTCATGTCCGGAAMGTTGTTGGCAGG 

TCCTGGTTTGACCATGTGAAAGGGATGGTGGGCTGCAAAAGACACGCACCGGATCCTCTA 

CCTCTTCTACGAGGATATTAAAAAAAAT . 

Sequence 1921 

CCCTTAGCGTGGTCGCGGCCGAGGTACMCATGGATGCATGAAATTTTAGACATGATTCT 

AAATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCT 

TGAACTGAMTTTCCCCATAAAGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTC 

ACCACAACTGATAAAAACACATCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGA 

AAACTGCAAGATTGTCTATGTGGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCA 

CTTTCACAGGATGGCTTCCTTTATGCCTGATCCTCAAMCTTAMGGMTTTTATGAGAA 

ATTCATGTCCCGAAAAGTTGTTGGCGGGTCCTGGTTTGACCATGTGAAAGGATGGTGGGC 

TGCAAAAGACATGCACCGGATCCTCTACCTNTTCTACGANGATATTAAAAA 

Sequence 1922 

TATAGGGAGTCGACCCACGCGTCCGCCTCTCATGGTTCATTGTCACCATGTCCCTGCTGT 
GCCCACTGCTGCTGGCTTTAGCCCTGGTGGCTGTCCCTGGTGCCCATGGCAATTGCCCGG 
TGCCCGCAGACCTGAAGAAGTCAGATGGGACGCGTACGTGCGCCAGACTCTATGAGAAGA 
GTGATCCATACTATGACAACTGCTGCCAGGGGCCCGTGTTGTCTGTGGAGCCAGGTACTG 
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GTAAAGGAGGGACTTGATCTGACTTAGATATGAAATGAGATCTTTGGCTCCTCTGTGTCA 
AGAACTGTGAAAGTTNTGCTTACAAGCTAACAGCCTGCTGCAGTTTCACAGATACTAGCA 
GAGACACGGGGCTTCCTGGTCAGAGACAAAGG 
Sequence 1910 

AGGTACCACGTTATCTATCGCGAGTGATAMCCGCCTCTAAAC7TTGTGACTTCAAAAAC 
ACATATTTTGTTTCTGATTCTGCATGTCAGCAATTTAGGTTGGGCTCAGAAGGGCAGTGC 
TTATCCTATTCTGGGTCTCTTATGTGTTTGCAGTCAACTGCAGATTGGCAGGGAGGGTTT 

GCTTCAGGAGGTTGGCTGGCTGTCCACCGGGGTCCCTCAGTTCTCTGGCATGTATCTTTC 

ACCTNCAGCACGCCAGCCTGGGCTTGT 

Sequence 1911 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTAAATTTACAAAATATCTCTGCCACCAC 

CAAAACCACAAAAGTATGCTTAATCTTGCTCTTCTAACATATAAGAGTGACCCAGCCATG 

AGAAAAATGTTGAATCATCCATATTTCTATATCATGCCTGTGTTTAACGTCGATGGATAC 

CATTTTAGTTGGACCAATGATCGATTTTGGAGAAAAACAAGGTCMGGMCTCAAGGTTT 

CGCTGCCGTGGAGTGGATGCCAATAGAAACTGGAAAGTGAAGTGGTGTGATGAAGGAGCT 

TCTATGCACCCTTGTGATGACACATACTGTGGCCCTTTTCCAGAATCTGAGCCGGAAGTG 

MGGCTGTAGCTAACTTCCTTCGAAAACACAGAAAGCACATTAGGGCTTATCTCTCCTTT 

CATGCATATGCTCAAGATGTTACTGTATCCCTATTCTTACAAATATGCAACAATTCCCAA 

TTTTAGATGTGTGGAATCTGCAGCTTATAAAGCTGTGAATGCACTTCAGTCAGTATACGG 

GGTACCTGCCCCGGGCGGGCCGCTCTTAGAAACTAGGTGGNTCCCCCCGGGCTTGCAAGG 

GAATTCGAATNTCCAAGCTTTATCGGATACCCGGCCGACCCTCGAAGGGGGGGGCCCCCG 
GTTNCCCCAGCTTTTTG 

Sequence 1912 

CCGGGCAGGTACTACTGGCCTCTAGGAGGCAGAGGTCAGAGATGTTGCTAAAATACGCAA 

GACAGTCCTACACGACCAAGAATCATCTGATCTAAAGTGTCAATAGCTCCAAGATTGAGA 

ACCCTTGGTCTGTGTACCT 

Sequence 1913 

NCCNTGCCMGTGGAAACTCTGTTCTGCTTCAGCAATATGCTTCATTTTCATGATTGCAG 

AGGTCGTGGGTGGGCACATTGCTGGGAGTCTTGCTGTTGTCACAGATGCTGCCCACCTCT 

TAATTGACCTGACCAGTTTCCTGCTCAGTCTCTTCTCCCTGTGGTTGTCATCGAAGCCTC 

CCTCTAAGCGGCTGACATTTGGATGGCACCGAGCAGAGATCCTTGGTGCCCTGCTCCCCA 

TCCTGTGCATCTGGGTGGTGACTGGCGTGCTAGTGTACCT 

Sequence 1914 

GCCAGGATGCAATTTTAAATAGGGGGTTCGAGCTCAGTNAGAAGGGCATGTTGAACANNN 

ACAGAAGAAGATGAGCAAGTGGGCCAAGGGTGTGAGGGAAGGAGAGTCCCACAAACAGAA 

GAGCGAGTATAAAGGTCCACAGTAGGGCCTGTGCCCAGCGTGTCTGAGGAACTGCAGGGA 

GGCCCATATGGCTGGAGAAGAGTGAGGAATAGGGAGAGGAGCAGGGATGGGGTCAGAGAC 

AGGATGAGATGGCA GAGTG TGCAGGAGGATGGGAGTGATCAGTCAGGGTTTTGTGGCCAT 

CGTAAGAACTTTGGATTTTTCTCTGAAATGGGAGTGATTGTAGGATTTTGAGTAAAGGAG 

GGACTTGATCTGACTTAGATATGAAATGAGATCTTT 

Sequence 1915 

AGGTACGCCTATGCCAAGTGGAAACTCTGTTCTGCTTCAGCAATATGCTTCATTTTCATG 

ATTGCAGAGGTCGTGGGTGGGCACATTGCTGGGAGTCTTGCTGTTGTCACAGATGCTGCC 

CACCTCTTAATTGACCTGACCAGTTTCCTGCTCAGTCTCTTCTCCCTGTGGTTGTCATCG 

AAGCCTCCCTCTAAGCGGCTGACATTTGGATGGCACCGAGCAGAGATCCTTGGTGCCCTG 

CTCTCCATCCTGTGCATCTGGGTGGTGACTGGCGTGCTAGTGTACCTGCCCG 
Sequence 1916 

AGTGAAGCTAACTCACATTAATTGCCGTTGCGCCTCACTTGCCCCGCTTTTCCAGTCGGG 
GAAACCCTGTCCGTGCCAAGCTTGCATTAAATGAAATTCGGCCAACCGCGCCGGGGGGAG 
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CAGTCCACAGTGGAAGCCGTTAATAAAGCAGGAAATGATCTAATTGAATCA 
Sequence 1904 

AGGTACGAATGCTCTCTTCTCCTCTTACCAGCATCATCCGAACACTCTCAGACATCATGG 

TGATGAATATTTTCAGAATGCTGATGTTGAAGCCAGGTTTCACAATCTGGCGGTGCTTTT 

TCCATTTAGAACCATCCAGGGTCACAAGTCCTCGACCAACCCAGGATTCAAGGATTTTGT 

GGCTAACAGCACTTTTGGGATCTTGTCTT7TCAGGAGAATCTTGGCATAGTCTGGGTCAT 

GGACACTGMGAACATCGTAAAGGGTCCMCCCACMGGGMCAGCACATGGGTATTTTT 

CCATCAGC TTATG ATACACCTC AAACTCC TTTACTGGG TAAAACTCCTTGTGGCCATAG A 

ACCAGTGGGCAGGGGGTGCAGGAAACAGGTGCAGGGCTCTGATCATCCATCTCCTCCTCT 

GGTACCTGCCCGGGCGGCCGCTCG 

Sequence 1905 

CCGGGCAGGTACTTAAGCCAATTTCTTTGAATAA I 1 I I I H I I I I I ACATTTTTATTTTA 

AAAATGAGACAGAGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGC 

TGAGGCAGGCGCATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCGGCATGGTGAAG 

GCCTGTCTCTACTAAAGATACAAAAAAAAAAATTGGCTGGGCATGGTGGTGCATGCCTGT 

GGTCTGATTCTCCTGCTTCAGCCCCTGGAGTGGCTGGGACTGCAGGCACACACCACCTTG 

CCTG GCTA TTTMGCTMTTTCTTTTGGCACTCTGTAGCCTCCCACATTCAGTTCCTCAC 

ATTTATTTTACCTATMTTTCTTCTACCMT^ 

TTCCTGT TCTCTGNGGNGTCTTCCTTTGGCTCTCTTTGCCTCCTCTTGCCTCCCCTATCT 

TTTTTTTCTlTTAGGGTGGGTTTCCTTTTTrrCC^ 

Sequence 1906 

CCGGGCAGGTACTTTTAGTGGAGACGGGGTTTCACCGTGTTGGCCAGGATGGTCTCGATC 

TCCTGACCTTGTGATCTGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACGGGTGTGAGC 
TGCCGCACC 

Sequence 1907 

CCGGGCAGGTACAAAAGAACCAAATGGAGGCCAGGCACAGTGGCTCACACCTGTAATCCC 

AGCACTTCGGGAGGCCGAGGCAGGTGGATCACCAGATCAGGAAATCGAGACCATCCTGGC 

TAACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATGGTGGCGG 

GCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGG 

CAGAGCTTGCAGTGAGCAGAGATCGCGCCACTGCACTCCAGCCTGGGCAACAGAGCAAAG 

AGTCTGTCTCAAAAAMCAAAACAAAACAAAACAAAACAAATGGAMTTAAACAACTGAA 

AAATACAAAAACCAAAACGAAAACTCATTGGACAAGCTCAACAGTAGACTGCATATGGCA 

GAAAAAMGAATCAGCTGAAAAAMGTCAACAGAAATTMCCAATATGAAAAAMGGGAA 

AAATAGACCAGAAAAAGGGGGTAAACATGAAAGCCCAAGAGACCTCTGAGACAGTAACAA 

AAAGCTCTCCATTCTTATCCAGAGAGGAGAAAGAGTTGGGATGAAAAAATNTTTCAGAAA ■ 

TATGGTTAAAATT 

Sequence 1908 

AGGTACTTATATAATGTGGAGCACACTTGTGGCACCACAGCCCCCCACTACCAGCTTCTG 

AAGCAGGGAGAGAGCTTTGCCGTGCACACTTGCAAGAGCAAATCCACGAGGAACCCTCTC 

CTTAAGTGGACGGTGGGCGAGGGGGCCCTCAACGAGTTTGCTTTCTCCCCAGATGGCAAG 

TTCTTAGCGTGCGTGAGCCAGGACGGGTTTCTGCGGGTGTTCAACTTTGACTCAGTGGAG 

CTGCACGGTACCTGCCCG 

Sequence 1909 

AGGTACCCAGCCAGGATGCAATTTTAAATAGGGGGTTCGAGCTCAGTAAGAAGGGCATGT 

TGAACAAAGACAGAAGAAGATGAGCAAGTGGGCCAAGGGTGTGAGGGAAGGAGAGTCCCA 

CAAACAGAAGAGCAAGTATAAAGGTCCACAGTAGGGCCTGTGCCCAGCGTGTCTGAGGAA 

CTGCAGGGAGGCCCATATGGCTGGAGAAGAGTGAGGAATAGGGAGAGGAGCAGGGATGGG 

GTCAGAGACAGGATGAGATGGCAGAGTGTGCAGGAGGATGGGAGTGATCAGTCAGAGTTT 

TGTGGCCATCGTAAGMCTTTGGATTTTTCTCTGAAATGGGAGTGATTGTAGGATTTTGA 
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Sequence 1898 

CGTTCCGGCACCCACTCATATGCGCACTCCCTCCTGCGAGGGGCAGAACGCAGTGGGTCT 

GAGTGAGTGGAGGTTGAGCCCTCTGGCGCCAAAGCAGCCGGCTGGTTTCAGTACCTGCCC 
G 

Sequence 1899 

CCGGGCAGGTACCCGAGAACCTATGTTGGTTGTTACTGGTGGCCTGATTCTTGGGCCTCA 

AGGCGGCTTGCTNAGATGCCAGTAGTGGCAGGGGTAGAGGGGTTCTCAGGCTCCTAGATA 

GCTGCTGTGGCATGGGCAATAGCAGTAGCCATGGCAAGATGAT7TCTCTGGGTCCTAATC 

TGTGTGCATTGATATTGGCAGTAAGCTGTGATGGGCTGGGCGGGCCTGTCTCCAGGTCCA 

CAGTTGGTGCTTGCAGGTATATACCAGCTGAGGAGGTACCT 

Sequence 1900 

TTCCGGCACCCACTCATATGCGCACTCCCTCCTGCGAGGGGCAGAACGCAGTGGGTCTGA 

GTGAGTGGAGGTTGAGCCCTCTGGCGCCAAAGCAGCCGGCTGGTTTCANTACCTGCCCGG 
GCGGCCG 

Sequence 1901 

AGGTACAAGAAACAGAAATACGTCTTTATGTTAACTGTTAGTGAGGCAAAGCAACGCCCA 

TGAAGACCTAAGGGAAAACCTAAAGGGAAAAAAAGGAAACCCAACCTAAAAGAAAAAAAA 

GATAGGGGAGGCAAGAGGAGGCAAAGAGAGACAAAGGAAGACACCACAGAGAACAGGAAA 

GCAAAAGAAAAGGAGAAAATACAGGAGAATTGGTAGAAGAMTTATAGGTAAAATAAATG 

TGAGGAACTGAATGTGGGAGGCTACAGAGTGCCAAAAGAAATTAGCTTAAATAGCCAGGC 

AAGGTGGTGTGTGCCTGCAGTCCCAGCCACTCCAGGGGCTGAAGCAGGAGAATCAGACCA 

CAGGCATGCACCACCATGCCCAGCCAA I I I I I I II I H I GTATCTTTAGTAGAGACAGGC 

CTTCACCATGCCGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTGATGCGCCTGCCTCA 

GCCTCCCAMGTGCTGGGATTACAGGCGTGAGCCACCGCCCCAGCCTCTGTCTCATTTTT 

AAAATAAAAATGTAAAAAAAAAAAATTATTCAMGAAATTGGCTTAAGTACCTGCCCNGG 

CGGNCGCTCTA 

Sequence 1902 

CCGGGCAGGTACGGAGAGTGGATGGCCCTTCTCACTAGTATTTCTTTTTGAAAGATGTAT 

GTGGCCGGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTAGGAGGCCAAGGTGGGCA 

GATCACCTGAGGTCAGAAGTTCAAAACCAGCCTGGCCAACATGGCAAAACCCAATGTCTA 

TTGAAAATACAAAAATTAGCAGGGCGTGGTGGTGGGTGCTTGTAATCCCAGCTACTTGGG 

AGGCTGAGGCAGGAGAATCGCTTGAACCCGGGGGGTGGAGGTTGCAGTGAGCCGAGATTG 

CACCACTGC ACTCC AGCCTGGGCAACAAGAGCGAAACTCCATCTCAAAGAAAAAAAAGAT 

^ ^"^^^^JX^ ^"'^^^"^ TG AC TTAC AG AG AATTT AC TTTO 3TTTTTG COTG CTC ATGGTTTT 

TGGCTTTTGGCAAAACCATTTCCTGTGTGGCTTTTCCTGATGTGCCTTTCTTGTTCCTGT 

GACTGTTTGGGTGGAACTATTAGAGGAGTGTCTCTTCCAGTCCACCTAATCAAAATCACT 

G AAAATG AN GCCTAAAG G GTTTC ATTTAAAAC AMCC ACC N AAAAAAAAAAAAAAAAAN G 

GAAAAAGGAAAAAGTTCCCTCGGGCCCGCTTCTTAAAAACTAAGTGGGATNCCCCCGGGC 

NTTGCAAGGNAATTTCNNATATTCAAACCTTTNTTCGATTACCCGNCCNAACCTTCNANG 
GGGGGGGC 

Sequence 1903 

AGGTACCAGGATGGACTGCAGGCGGTATTTGACTGGGTAGATAGTGCAGGTGGTAAATTA 

GCTTCAATGTCTCCAATTGGAACAGATCTCGAAACTGTCAAGCAGCAGATTGAAGAGCTA 

AAGCAATTTAAGTCTGAGGCCTATCAACAGCAGATAGAAATGGAAAGACTGAATCATCAA 

GCAGAGCTTTTGCTAAAGAAAGTAACAGAAGAGAGTGACAAACACACTGTTCAAGACCCA 

TTAATGGAACTGAAATTGATATGGGATAGCCTGGAGGAGAGAATCATCAACAGACAGCAT 

AAACTGGAGGGTGCTCTATTAGCCTTGGGTCAGTTCCAACATGCCCTGGATGAGCTCCTG 

GCATGGCTGACACACACCGAGGGCTTGCTAAGTGAGCAGAAACCTGTTGGAGGAGACCCT 

AAAGCCATTGAAATTGAACTTGCCAAGCATCATGTGCTCCAAAATGATGTATTAGCCCAT 



Page 329 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



ACAAGAAAGAGCACACAGTGAGAAGGAAAGAGGCCCTCACCAGAACCTGACCATGCTGGC 

ACCGTGATTGCAGACTTCCAGCCTCCAGGATTGTGAGAAGATAAATATCTGTGGTTTAAG 

TCACCAAGTCTGTGGTGTGTTTTATGGCAGCACAAGGGAACCCAGATGATGCTTTTCACC 

ACTGGGTGGTNCAGCCCTTTCATGGAAGCTGTCAGCTCCCCAGCCTTGTAAAAAATGCTT 

GCTGGTCACTCTCTTTGGTCCTTTCAAAATCCTTTCTTAAGTGGTGCCTNTACCANGCCC 

TTGACTTCATCCTTTTCTGTCAAAAGGAANGGGTGAGTAAAAGACCTCNGGCCGCTCTTA 

NMCTAGTNGGATCCCCCCGGGCTTGCAGGAATTCGATTTCAAACTTATCNNTACCCGCC 

NACCTCTAAGGGGG GGCC 

Sequence 1894 

CGCCCGGGCAGGTACCAGAGGAGGAGATGGATGATCAGAGCCCTGCACCTGTTTCCTGCA 

CCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAAGGAGTTTGAGGTG 

TATCATAAGCTGATGGAAAAATACCCATGTGCTGTTCCCTTGTGGGTTGGACCCTTTACG 

ATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAAAAGACAAGATCCC 

AAAAGTGCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGACCCTG 

GATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTNAAACCTGGCTTCAACATCAAGCAT 

TCTGAAAATATTCATCACCATGATGTCTGAGAGTGTTCGGATGATGCTGAACAAATGGGA 

GGAACACATTGCCCAAMCTTCACCGTTNTGGAGCTTCTTTTAACATGTCTTCCTGATGA 

CCCTGGACAGCATCATGAAGTGTGCC7TTAACCACCAAGGGCAGCATTNCAGTTGGACAG 

TACCTCGGGNCCGNTCTAAAACTANGTGGGATCCCCCCGGGCTTGGCANGAATTTCAATA 

TTCAAGCCTTTTCNATACCCGCCGACCCTCCAAGGGGGGGG 

Sequence 1895 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATATCAGTGGAGAGCTGCAGCAAGGTGGCCC 

CTAGAGCCACGCACCAGCCCGCACATTGCCTCTCCATACGGCAGCCCTTTATTTGGAAAC 

TTCCTAAATCACTTTGCTGTGTGTGTTTACACGGGTGGGTTTTGCTTTACTTGCCCTGAG 

AGCACACGGGAGTGCAGCACACACCCCAACCCACATCAACTGCCATTAAAGAAAAGAAAT 

TTCAGCCCAGAATTTCATGTCCAGCAAAATTAAGCATCATAAGTGAAGGAGAAATAAGAT 

CCTTTTCAGACAAGCAAGTGCTGAGGGAATTTGGTATCACCAGATCTACCTTACGAGAGC 

TCCTGAAGGAAGCACTAAATATGGAAAGAAAAGATCATCACCTGCTACTACAAAAACACA 

CTGAAGTACCTCGGCCGAGGTACTTTNATTTCTTTN ITTTTTTTTTTTl NNNGGNNTTNG 

MM I AAAAMTCGATCTCTTTTAATTTTTAGGCCMTTTTGAGTAGTCAAAAGTCAGAC 

AGGTCAATTTTNTGTTTGTNGAGCCGANNIACACANNCTTGCAAAAAACCNTGTTNTGANG 

GTGTCCCGGGGGGAGGGNGGGNAGCCCGANCTTCTTGGGGANTAATCANCCNTGCNTNGG 

GGANNGGCCNCCCTNGTTNAGGGATTCANGGCCANANTNCCCCTNGCAAAAAANTNTTTT 

NAAAANTTCANACCTNCCTTTTTTGGGGNGGGGCCCNCNTATGNGTTTTTGGA 

AACCCCGGGGGGCCCCCCCAAACCNGGNTTTTTTTAAAAAACNNCCCCN I i M II i I CCN 

CCCTGNGGGGGGGGGNG 

Sequence 1896 

CACCGCGGTGGCGGCCGCCCGGGCAGGTACAAAGGAATATGACGTGCTTTTCTCCAGAAT 

CTGAGGGTCAAAAAGTCCCAGTGACTCAGGATACATTACAGAGGAGTGTAGCATAAAGAT 

GATTGGTTATCC ATCTAAAAGAGAC GGGAAAAAGTGTC CCTTAGTC CCTC TCTGTCTTCC 

AGGGAAMCCCAGTGTGTGTGATGGAGAGAAGAAMGTGTCCTCTTmCCTTCCATTCT 

TATATCGCTGAGTCTGGCGACTCTGTGTACCTCGA 

Sequence 1897 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCT 
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Sequence 1887 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACCCTCAMGGGAGTTCCAGG 

GTTGTTGGCCATCTTCTGCCAAAGGCGCTGCTCTTCCCCCTGAGAGTCCATCCAATCCAC 

GTTCTTCCCATGGCTCACACCACTTCCAGAA7TCAAACGAACTCCTCCCAGAAAGATGTT 

GCTGGAAMGGCCTCCTTGTCCCAGATAGTAAG-nrCTAGGCAAACATTCTTTATATCCTG 

GGGATGGATGCCACTGMCATGAATGTATGATTCCACTGAGGGTTAACACTC7TTT7TAT 

TACCAGAG7T7TGTGCTTGGTGG7T7TGCTATCATCAGGGAGCAGGTAAGCCCTTCACAA 

AGCTATCAGMGTGCCTCCTGAC7TCACTGCTGTCAAATTCTTTGCCTC7TTGATGAACA 

CTTCTAGTATTCCTCCAGANATTACAGGTGACTCCTTCTTCTTTCCCT 
Sequence 1888 

CGAGGTACCTACAAGACATCTTAAATTCTACCATGAGCAAATTTCCAAAGAAGANAAAAG 

GATTTTGGAACCANNATCTCCACTCCCAGCACGCCTGATGGCTCGAATGAACATTTCAGC 

CAGCCAGNATGAAGACCANCAAAACCCATCAAGCGAGCCCACCAACTTGGGGACAGATCA 

GNANGCTGACCCACCTTGCACANNATAACCTGANAACNCAACAANNNCCACTANCCTNNA 

GTAACCTGATGGTAGCTATGATTGCGGTA 

Sequence 1889 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGGAGCCCTGATAGCCATACTCGCCTGTGTCT 

TGACj^TTGGTGTTGATCCTCCTTATCGTCACTATGAGAAGACGGAAAAAAGAGCCCC 

TTATTTTTGACGAAGAAAGAGACATCAGAGAAAATATTGTGAGATACGATGACGAGGGCG 

GGGGAGAGGAGGACACGGAAGCGTTTGACATGGCTGCACTGAGAAACCTCAACGTCATCC 

GAGACACCAAGACCCGGAGGGATGTGACTCCAGAAATTCAATTCCTGAGTCGACCAGCTT 

TTAAMGCATCCCAGATAATGTCATCTTTAGGGAATTTATTTGGGAAAGATTAAAAGAAG 

CCCGATGTTGATCCTGGTGCTCCTCCTTATGACTCCCTGCAGACCATATGCTTTTGAAGG 
AAAT 

Sequence 1890 

CGCCCGGGCAGGTACTGAAACCAGCCGGCTGCTTTGGCGCCAGAGGGCTCAACCTCCACT 

CACTCAGACCCACTGCGTTCTGCCCCTCGCAGGAGGGAGTGCGCATATGAGTGGGTGCCG 
GAACGGCG 

Sequence 1891 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGTCCGGGCAGGTACGCGGGATGCCAAGATT 

CTCCTGAAAAGACAAGATCCCAAAAGTGCTGTTAGCCACAAAATCCTTGAATCCTGGGTT 

GGTCGAGGACTTGTGACCCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAA 

CCTGGCTTCAACATCAGCATTCTGAAAATATTCATCACCATGATGTCTGAGAGTGTTCGG 

ATGATGCTGAACAAATGGGAGGAACACATTGCCCAAAACTCACGTCTGGAGCTCTTTCAA 

CATGTCTCCCTGATGACCCTGGACAGCATCATGAAGTGTGCCTTCAGCCACCAGGGCAGC 

ATCCAAGTTGGACAGTACCTCN 

Sequence 1892 

CGAATTGGAGCTCCACCCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGTGATGATTAA 

ATGCAACCAAAATACAGGTAGTTTCTATGAATTAGGAGTTCATAGCATCTTCTAAAGCAC 

AGAATTCTGAATAGAACTCATCCAGGTGAGAAGCAGAACATTCTAAAGCAGCT7TCAGTT 

TCTTTAACTTGGAGTCTCCAACTCCAATTCAGAATTATTCTTCCTCATGCCAGTCTCCAG 

GAGCAGCCTGGCCCAGGCTTCAAGAGTAATACCTCAAGTCTACTTTCAAAAGATTCCCAA 

AGACTG i i 1 1 1 1 CCCTCACTTGTTTTGATTGGATCTCATTTCAAAGAGGGCCTTTTCTAA 

GACTGCAGGTGNTNGTTTTATGGTAATCTGCTTAAGTTTCTNATGAAGTGACAGGAGTTT 

GCCATTCACCNGTCTTTGGCCATACAAAGTCTGCAACAAGACTGANCNTTGCACTGTTGT 
ACCT 

Sequence 1893 

CGCCCGGGCAGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTATG 
GGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTCTCTCTCCATGC 
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CTGCAGGGAAAAACAAAACAAAACAAAACAAAACTGTCAAAATCTAGAGGAGCCTAAAGA 

GATATAATAATTAAATGTGGAGTTATGGAGAAAACAACAGTAGGTAAAAACTAAGGCAAT 

TCATAAAATATGGACTCTTAATAATTACATATTAGGCCAAGTGCAGTGGCTCACGCCTGT 

ATCCTAGCACTTTGAGGGGCTGAGGCAGGCAGATCACGAGGTCANGGGTTCAAGACCAGC 

CTGGCCAATATGGTGAAACCCCGCCTCTACTTAAAAATACAAAAATTAGCTGGGTGTGGT 

GGTGTGTGCCTGTAGTCCCAGCTACTCAGGAGGCTTGAGGCACCAAGAATCGCTTTGAAC 

CCANGANGCCGGANGGTTGCCAAGAATCGCGCCCACTTGCACCTCCAACCTTGGGCGAAA 

AGANTGATGACTCCCTTTTTAAAAAAAAAAAA 

Sequence 1882 

CGAGGTACACCAGAACACCCAGTAAACTGCTAAGGCATTTGACCTAAATACCTGGCTCCA 
AGGCAGCATGTCTGGACATGCCTCGGTCCTCGTAGAAATCACTGCCCTGAAAGGAAACGC 
TTTGGGAAACACCTGGTACCTGCCCG 
Sequence 1883 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCC 

Sequence 1884 

GGCGGCCGCCCGGGCAGGTACATTGGTGCATGTTTTATAAACCCANACACAGATAGCTAA 

AACCATAATTAG I 1 1 I I CTATACCCAGAGCTTTGAATTAAAAACAGATGC I I ITTTTTTC 

CCCAAGAGCAGACAGTTCTACATTCCTAACATTAGGAATTGGTGATACGAGAAGCAGGAT 

CCAGAATTCAGMTGATTTAGCGAGACTCGGTGAAAAAMTGCATTTTCCCCTGGCTGTT 

TGAAAATTTACTTATTTGCAGATMGTCTAGATrTAGCCTTGGAGATCAAAGTCTTTTAT 

ATTTTAAAAACTTATTCTTTATATTGATCAAACATGGCATATGTTAGAGMCCACTTCTT 

CTGTCATGTTTATGTATTTTGGAATTMGTTGNTTGCATTCACTTTCAAMTCTGCCCAT 

TTCTGTTTATGTGCACTTACCACAGATGTGTCGGGACTTTGCCTTANGGGAGAGGGACTT 

NAGACCATTCTNCTTCCCCATGGNCTTGGTGCTGAAGTTGGTATGGCACCTGCCCATTCC 

AGTTCCANGAATGGGCTTAGGATCAAAGGGTGGNTATCACTCCAAANCTTNACCACACGA 

NGCAAGANGGAAACNGGCCCCCNNAAGATGANCTNCCNTGCTAATTCCTTNANAAGGGNC 

CANTCTGNAAATNCCCNNTGGGC^NGGNATGACCNNGGNNTTNNGNCCCNNMTTTTTGG 

NTTCCNNCNCACAANCNMGGCCCNGGAANGGGCCNCCCCCAANNTCCCTGNCTTNNGGNN 

TNGNTNGTNCCCANNNAAANNANTTGGNCCCCGGGGCCCTGGGAA 

Sequence 1885 

GGGGCCATTGNTACTGCCATGGAAGACTTGAAAGGTCACAGTAGCTGAGACTTCTGGAGA 

GACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAG 

AATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAG 

TTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTT 

CACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGG 

GAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTA 

TGCTACTTTCACT 

Sequence 1886 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAG 

ACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGT 

TGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAG 
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AATTGCATATAGTTATATATTCCACTAATTAGGCTTCTAAAATATCATTAACATGTCTCT 
TGATCATTAGCATAACGTATGAGGCGACGTCGTTAGGCACGACTCGAG7TTGTTAACGTG 
GTAATGAAAGGCACAAGGCANGCTCTGCANGAACCAAGAAGCACAAGAGAA 
Sequence 1876 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGATTTTTACTTTTCCAGCCGCTGTAGGCAAA 

GAAAGGCAGGGAGAGAGAGCCTTAGGAGTGGATGCTGAGTCAGCCAGTTGCAGTGTCTGC 

CCCAGAACCATCCTATAAAAGCCATTTTCAMCTTTATTCATTGTATGTGAACATGTTTC 

AACATCTTTCACAAGTGGCTTTTAMTCG7TGTTAGTCATGGGAGCTTTGATTAGATGAA 

CTCTTGTGAGGGAACCTGGCATGGTGGGCATACCACGACACCAGCTCTCAGAGACTCAGA 

TGGAGGGAGCCAGGCTGNGNTGTCGTGGAANCCCCTTGAANCTAANTGANGAGGGTATTT 

GGCNAAGAGTAGTTGTAAATTGAAAACTTTTCATT 

Sequence 1877 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTGCC 

ATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGG 

CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGAC 

AAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTNCCTGGGATGTCC 

CTTGGACAAGAAGACAAGGAMAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGT 

NTCTTCTTGTCCCCGCTGGAA 

Sequence 1878 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGATCCTATTTTCCTGAACAGAACCCTGG 

CTGAACGGTATTAAAATTCAGGTTCCAAAATGAGCCAGTGGTAAAGAAGAAATAGAGTGG 

AAATTTAACACATCCATTTATTATACACTGCAAAATGCAACAGGGACAGATGCCCCATGA 

TATTTCTCCTCAGCTGTGATCACTTTCTCTACAATGTTGAACTAGTGGCTCTTGCTCTAG 

GGACTATCTGGACAATTACCTGCAGCTTGGAGTCATTACGGAGATGATCCGTCAAGGAAC 

TGGCTCATTTGGGTTACACTCACTGCTCTGTTCCTAACTTTCCTGTGTAAACAACTCTGG 
AGCTTAAACTTT 

Sequence 1879 

CCGGGCAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCCAGGCGAATGT 

G G ATTGGAATAAAG AC ATAGGC AGTGTATACC ACC ATAGCAATAATGGTTAGTAAGATG G 

TGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAGCACAGCAGCTMTGATTTGGTATT 

GATAGTAGAGCCAGGAGAAATATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCA 

AGCTGCAGTAAGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGC 

GAMTGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCCAGTT 

GGGTGTATCTCCCTGCGGCTTAAGTGAGCGCCGAGGCNTTNGCTCCTNCCCAGCTGCTGC 
GACCT 

Sequence 1880 

CCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGGTGATTAAATGCAACCAAAATACGG 

GTAGTTTCTATGAATTAGGAGTTCATAGCATCTTCTAAAGCACAGAATTCTGAATAGAAC 

TCATCCAGGTGAGAAGCAGAACATTCTAAAGCAGCTTTCAGTTTCTTTAACTTGGAGTCT 

CCAACTCCAATTCAGAATTATTCTTCCTCATGCCAGTCTCCAGGAGCAGCCTGGCCCAGG 

CTTCA AGAG TAATACCTCAAGTCTACTTTCAAAAGATTCCCAAAGACTGTTTTTTC 

ACTTGTTTTGATTGGATCTCATTTCAAMGAGGGCCTT^ 

TTTTATGGNAAATCTGCTTTAAGm 

CCCTTTCTTTTGGGCCATACAAAGTCTGGCAGCCAAAACTGGATCCTTGCACCTNGTGGG 
ACCCTNGGCCCGCTCTANAAACTAGGTGGGATCCCCCCGGGCCTGGCAAGGGAATTCGAT 
ANTCAAAGCCTTANTCGATTACCGGCCNACCTCAGANGGGGGGGG 
Sequence 1881 

CCGCGGTGGCGGCCCGAGGTACCACTGCACACCAGCCTGGGCAACAGAGCAAGACTCTGT 
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GAGAAACACACCACTAACAACAACAACAACAACAACAAAAGCACAGAATAGGATTAGGAG 

ATTTGCCTGAGACAATGAGTGTAGTTTAATTTCATCAAGCTCCAGTGTCCTGAAATGAAA 

AAACGTCTAAGGNGTTTATGCTCACAATGGAAACAGGCTAAGCAAGTNAGCCGAAGCTGN 

CCGCACTGCTGTCTGCTACAAGAAGACAGGTAAGTGGGAGGGAAAAGCGCTTCCTGCTGA 

CTCCACATTCTA7TCCTACTGTTGCCAAGGTTGCCTCCTGTTCANATCCCACCACAGCCA 

CAGCACTGCAAATGGAGAAGCTATGCCACCACCTGCTTGNTGGGCCCCACTGTCTACTGG 

GAATAATTAAAGG 

Sequence 1870 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAGAAGTAATGCCCTTGAGTTAGAAAAT 

CATCATTTTAAAATCTCTGATGATATAATGGATTTAGGCAATAATCATNAAAAAACTAAG 

TTAAGACTACAACCTGTCMCCAAATACCATGTGTAGACCTTGTTTGGATATTGACTTAA 

GCAAATAACCCTACAMGACACTTTTACAATCAAGAAAAACTGAATGGGGCTGCGCATGG 

TGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCAGGTNAATTGCTTGAGCCCAGAAGT 

TTNTNGACTANCNTGGGCAACANGGCTAGTAGNCTNGCTCTAATATAATTTNNAAAAAAG 

AAAMCTGANTGTNMCTGMTAGTTNTACNANTATMNAGNANTANATTTTTTGGTTGN 

GGCCTNCAAACNATNAAAAAAGAGGGGNNNGGGNATNNI HUM I GGNNTGGGGANNTN 

CCAAAMCCTTNTAMGNAMNNGGTGNTNCCNTCANGGNNGNAMNCTTTTTTTACNNC 

CTTGTGAANGGNGGTNAAAANCCCCCCNAAATGGGGGGTACCTTGNNTATATACCCCCNA 

AATGCNTTTNAAAAATTTrGGGNCCNNCNTNTTTCCCNTTNGTNGANCNNCCATTTNTGC 

CCANGGGNGGNNTNAAAMNCGTCCATNCNTCCCCNNCCTGAAAAATNTTTTTAGGGNNN 

AAANANNTNTTTCCNCAATAAAAAAA 

Sequence 1871 

CCCTTNAGNGGGNCCCCNNGNANGNACTNTGNTANACNGCCGGGGGCCATTGAGACTGCC 

ATGGAAGACTTGAAAGGTCACGTANCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGG 

CTCTTGACAAAGATAGACCACTAGAACAATGAGAAGGAGAGAATTNTACTGGTCACAGAC 

AAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTG 

Sequence 1872 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTGNCACTGTCACCCTTGCCTTTGAATAATT 
NATATTCTTATTTTTCTTGNTCCCAGACTTTGTC 

CACTMCAGGCAGTCTTATTTGTTGMTGAATGCATGAMGGCTGGTTTTATGAAAGCAA 
AAATGTTTTTCATAATTAGTATTTGAAAAGATC^ 

AGCCTTTTTTTATGATGATGGCCTTTGATAAGTNTGGCAGTAAGAAAAAGAAAGTCACCA 

AATCTGAACGATTGAAGCTGCTACAAGAGGAGGAGGAGAGAC 

Sequence 1873 

ACTCCCCCAGCAAAAACCAMTGCCAGACACATTTTATATAAGAATGAACAATTAATCTG 

AATAATAAAAATAAGGCTTATTTATAAAGGTTAAGTTGAATAGTATATACATGCACATAT 

ATGCAMTATATATMTTCAGATATTTTATCTTTCTTAATGCTTACATGACTCTAAACTC 

TCACAATTTTAAATTAAAACATAAATATGACATAATTGTAMTTTTTCAGCT^ 

CANCATTTTACCATNATGNGGAAAAGATATTTCTTTTNCTTCTTTCTAAT 

Sequence 1874 

GAGGTACAAAGNCTAACNTTTTGTCANCACATAATCAATTGAAACCACACTCTAAAGTTA 
AATTAGTTCCTTC C AAATGGGGC AG AC AC GTGCTG ACC AATTAAG AG G C CC AAAG ACTTG 
GGAGTAGAGGATGMCAGGAATAAATTGAGAMTTATGCAGGAAAATTATTGAAGGAAGA 
ATGAAGACGAGAATTCTCAATGCTAAGTTCTGGAAGATGCTGGAAGAGAACTGAATCCAA 

Sequence 1875 

CCCTTAGCGTGGTCGCGGCCGAGGTACACACAGGCATTCACACCCCCAATACACACTTCC 

TCCTTCTATCTCCCTGTCTGATTTCCACTCATCCATTCTCAGCTCCTGTTTGTCTGAGGC 

CACATGCAACTGGATTTGTCAAGCCCCCTTTrCACAACTTGTTGTCACAGTCCATTACCA 
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GGTACAGCATGTGTGCTGGGCTAGTTTCCTGGCTGCTAAAGCTGCATGGTGCCCTTTAAT 

GATGGGAAGGAGGACATTAMTGTGTTGGGCTTAGTGTTTTCACTTGTGAACATCAGGGA 

GCANAGGGCATGCAAACTTTGCCCAAAGGCTGGACACGGTTTTGCNATAGAAATGAGCTG 

CGTGTANTAAATAACTGACCTTGGTAGATGCC GC AGCC TAAGCAACTTGATTACTTAAAG 

GTAAAAAAGTGAGCCGNCAACCTCAGGCCCATANGGTGGAGCTAGGGNTTGACCCAGGGG 

GAAAMGGGCTGCGTTTCCCMGGAGGTTTCGTCTNTCCCATTTGGGGGGCCCGCTCTTT 

AAAAAAfGGCTGGAATCCCTGAATTCACACCTGGTTTGAAGCCAAGTGGTGCCTGTAATG 

GTTTGGTCCTTTCACTTTTGGANGAA7TAGNAAAACCTGCTTGTCCCATCCI i I J IAATT 

TTTTATTMGAAAATGGGGAAGMNAAMCCTNGGGGGTTNCTTCAAGGGGAAAAANGTT 

TTTAAATTAAAAATTTGGNCCCTAANGGCNCTTACCAAACCAAGGGTTAAGCCNAAAGGT 

TANNCCCAANAAAGTCCAGGGGMTTTTTTCANAGGTTTCCCAAGGGCCAGGCNCTTNGN 

CCCCCTTTAAAAAAAGANCCTGGANGGGGCTTTCCCCTTCNTTAACCTTTTGGGTTTNTC 

NTTTTAATCNTNGGGGGGGGGG 

Sequence 1865 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGTGATGGCCATACTGCGTGCCGCCATA 

GCTCAAGCCATGTGCCTGAGGCTGTGCATGAGGGAGAGAAAGAATGTCCACTCCCAAAAG 

AACTGATTCAGGCATGAACAGAACCATTGCACATCCTCAGGAGGTTCTAGCAAACCTGCA 

CATCCATGTCTGCACTTAGACAACATAAACAGAGTGAGAATGCCTTCCCAGAGCACAGTC 

AGNAAGTTCMCNTGGGCAAACGACCCAGGAAGAAATTTTTCAGCTCATCCTTTTACAGG 

AAAATGTTAACCTTCNCATNGGAGAAGGACAGGGAGAAATTCAAGTACCAAAGGACCAAG 

GCGGGAGGACTCTTTTC I I I 1 1 ! I ICTGGCACGTTGGCTTGGGTTACCCTTNGGGGCCCG 

GCGGAACNCACCGGCTTAAAGGGGCCGNAAATTTCCCAGGCCACCACCTTGGGCCGGGCC 

C 

Sequence 1866 

CCAGCGGCCGCCCNGGCNGGCACTTTGCTACACNGNCGGGGGCCATTGAGACTGCCATGG 

AAGACTTGAAAGGNCACGTAGCTGACACTTCTGGAGAGACCATTCAAGGCTTNTGGCTNT 

TGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGA 

CTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCANCTGCAGCGGATTC 

CTCTGAGCGCTGTCTATCGCATCTGCCTGGGNAAGTTCACCTTNCCTGGGATTGTC 

Sequence 1867 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCACAATCAACAGGACTTGACACTCAGCTTATG 

TGAGAGAAAAATATACAAATACATTTATTGTAATCACATTTAAATTTATGGCTTTGGCAT 

AGAACGAGGGAGGGGAAATGTATTTGGGAAGGAAAGAGAAGATGGCTAAAGCCATGGACA 

GAGTTTGAATAGGCAAGTAAGAAAACAGGGTCAAGAGGCCGGGTGCGGTGGCTCATGCCT 

GTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGGTCAGGAGGTCGAGA 

CCATCCCAGCCAACATGGTGAAACCCCGTCTCTACAAAAATACAAAAAATTAGCCAGGCA 

TGGTAGTGGGCACCTCTACCCCAGCTACGTGGGAGGCTTGAGGTAGGAGAATCACTTGAA 

CCTGGGAGGTGGAGGTTGCAGTGAGCCTGANATCGCACCACTGCACTNCANGCCTGGGTG 

ACCAGAACCGAGGACTNTGNTTNAAAANNAAAAA 

Sequence 1868 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGGTTGGTAGGAGGAAGAGAAGAAATGATT 

GNCTCCCANAGGCTTNATGGGCTCCCAATTCATGATTCTTTCTCTGTGGCTAATTTTTGT 

TAAGTATAAGAATTCCAGGAATCTCTTAGGAATNGTGGAGACTGCTTTCTCCTGAAATAT 

AAAACATCTGCTCTTGGTCTG'NTTGGCGCTCCACTGTCTGAGGGGAAAACAGGGAAAAAG 

AGGTMTATAAAACAGACATTGTTTCAGACAATAAATCCCCCTTTACTCATTAATGANAA 

AATAAATTT 

Sequence 1869 

GCTGGGAATGAACAGCGGCAATATCACTAGAAAGGAGGGGACACATAGGGAGGCAATGAA 
TAAGTTCATTTAAAATTAAAAAAAAATTTC 
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TGTTTTTNTGGCTTAGGCCAGNTTTCCAAGAGATTTAANTCACTGGGGGANTGTTTAAAC 
TTTGGAAI I I I I I I ! GGTTCTTTTAAANAAATGGTTTTTTAAGAA I Mill I AAAAAACC 
GAAAAATAATGGCCTTTTCCCCATTTATTTTTC 

GTTTCCTGGGGATTTAAG I I 1 I I t I I I AAGGAAGAAAAAATTNG I I I I I I I NCCCAAAAA 
TTTCNTTCTTTGGGGAATTTAACNTTTGNAAAGNTCCCAATTTGGA I Nil HGNAAAAA 
TAATTTTTNAAGNTATTAAAG I 111111(1} ICCTTT 
Sequence 1860 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATGTTCTGGAGAGCTTGCCCATCAACACCAG 

GCCTGACATCCTTTCTGTGGGAAACAGACACATAGAGCCAAATAGCATGTCTCGGTAGTC 

A GTCATT AACATGAMTCTCATGATCGCCATTTTATAMTACAAGACAGTCATTTCTACT 

TC! I I I I ATCTTATTTGTAGCTTCAGCCTGTTC I 1 1 I I CTGATTTTAGGATTGAGGTAGG 

TCCTGTTAMCAAAAGNATTAGTATACACAACCTGATTGTCTGAAAAGGAGTTTAGGAAT 

TATTATAAMCCAAGCCTTTCCTAAAAACTTTACCAT7TTAAAAAMTANCM 

CATGAATTAAGAAMTCTCTTAMCAATGGATACCAATTGATTCTTCATCACCCAAAACA 

AGGGGAATTTTCCCTGGAGCCCTTTTCTTGGGCTTAACTTNGGGAATGTTTACCTGGANG 

AAAAATANCTTTCTTTCCCTTTTTCTTCCTTTAATATTTNTCCCCTC 

CC ATTGGCTTNAATTCCAGGNGGTAAAATC CCCCAAN NATCAACCTTTTGGTCCCCCCAG 

NTTCCTTCMCAACTTAACCTTCCTTTANGGGGAACCCCAGGGGTAAAAAAAATNGGGGG 

GGGCCNlAGNTAATAAMNTTMTTNGCCAMGGAACNTNNAMCCCCCCCTTTCCCTTCT 

TTCTNGGAACCCTGGCCCCNGG 

Sequence 1861 

CCCTTAGCGTGGTCGNGGCCGANGTACNCGGGGGAGACACATTCANAGGTGAGCCCAGAG 

CGGGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGANCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAAAGCCTCACAGCAACTAACACCAACCCANCTCTCAGAAGAA 

GGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTT1TCTTCACAAT 

TGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATTCTTCATCTCACAAAGGGA 

AATACTTACATANNGANGCAAGGGAACCACCGCAAAGAGATCTACAGNNTCTGGATCTTC 

CANGGATTAAGTGAAAATGGAGGGNGGGTTGAAATGGATANAGGGGTNTTAATTTTTAGA 

CCANGCTCCAGTGGAMTNAAAATTAATTCNTTTGGCCAAAATGGAAGCCAAGGTNTTCC 

CCC AN NG ACCC ACC AG ACTTC AAAGG ACCGGG ACC ATTAATTGGGG I I I I I I I I 

Sequence 1862 

CCCTTAGCGTGGNNGNGGCCGAGGNACAAANNTCTGAGTATGGGAACTTCCCTCCCCAAG 
TGGTGGGMGTTACAGNTMCTACAGCTTACTCAACTATCACTTCCANAGGTTTAGTGTT 
mMTATGGGAAAGAGGAGAMTCTCANGTCTMTCANGGTTCTGCCCATCAGCCTTTT 
CACTGAAACTTTCAACTGTGGTTTNTG mm GTG rTTTTTTTTl CCATC NTTTC AG AT 
TTTCCTTANGCNTGTNGTTTTGGCCTTTTCTTC^ 

TTTATTTTTTGGCATTTTNGNGGGTCNACCCTNTnvlCNCANGCCTTTNCMT^ 

CCATTGAANNNTTCCAAGCCTTGNTAMCNCNCTTGGCNMTTTTTTGGGNGAAAACCAN 

GTGAAGGANGGAAAAAAAANACCCANAAAGGNAAATTTTTTGCCTTGGTAAAAAAAAAM 

AAAATAAGGGGCNCCAGNGGTTGGCCCGNGTTGGGNCCTTCTAACTACNCCTNGNTNAAA 

TTTTCCCMGGNCATTTTTTTNGGGGNMGGGGCCTTGGAAAAAATTGGGGGTNGGGGM 

NNCNACCCTTNGGAAGGGGTTCCAANGGAAATTTTCCNGAANNAACCCAAGCNCNTGGGG 

NCCCANACCAATGGGGGTTAAAAAACCCCNATTGGTTC 

Sequence 1863 

CCCTTAGCGTGGTCGCGGCCGANGCCACTTNCTGTGTTTTGTTAAGTCATGAAAATTAGA 

TTTCTGATTCATCTTTATTTAGCATTTCACTATGTATGTATTTGTTCCTMTATTCAAAT 

CACrTGCTACTTGAAATTGMTTTCTGMGGATAATACTACAATTTAAAAATATn 

TTTGCCTA 

Sequence 1864 
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CCGGATTCCTCTGAGCGCTGTCTATCGCATTCTGCCTGGGCAAANCCTCACCTTCCCTGG 
GNGATTGTCCCTGGGNCAANNNAANAANAANGGNATNAAGGGCCCTTANGGNATCNTNCG 
NGGGGGGGG ATCCCCNNGANNAAANAAAAA \ rTTTTTTTTTI I NGTTCCCCGGNNNNGGA 

ACCCCCNANG NGGG NNCCTCCAGATNANMNNTTNTTTTTNGTGTNNTTTTTTTNNNCAG 

GGGGNNNCCCTTTTNTTTTAATAMCNCACCCCCCCNGNGANNAGAAAANAACCCCCCNC 

TATAAAAATATA NANANCA NTGNGCGNGGGGGGGGGGTTTATNTTNTNTTATNATAATGN 

TNTGGN ACNCCTTTTTTTTNANAAAAGGGGCCCCCCACAAAAAANNTTNANACTTCCGTT 

TTTTTTATAAAAAAAAAAAA 

Sequence 1855 

CC CTTAGC GTGGTCGCGGCCGAGGTACCTTGGGTGGCCAMTTTAATTCAAAACTTGGGA 

CAATTTTTCAGTTACCCAAGTTTACACTAATCTTAGCATAAMCTTTTAGCTT^ 

GGTAAAGATTAAATAAATTCTGATTTAATGTATTTTCTTTTTGCTATT^ 

CCCAAACAGTCTAAAAAGTGATGATACACTAATAAAAGACAGATTAACCCACAGGAAAGG 

AGCTATG GTATAAGTTTGGACTC GCCTTAATCCTAGGGCTTACC ATTATTATTATCTAAA 

GAATTAATTTAGGATGTAACTGNNTTCTTCTTTTCTTCATTAAAAAGNCAAAATCT^ 

CTTCTCTTCCTTTTATTAAGCCATTTTAAATTTANTGGTTTT^ 

GTGGTACCCCTGGCCCCCGGGCCGGGCCCGCTTCGGAAAAANGGGCCCGA 
Sequence 1856 

GG N ACCATGCMTATTAGC ACTAAATMTTTGG CCACCAMTTAAAGGAGGTATTCAAAA 
GMTTTTATAGATTCATAGTGAATTAGAAGCTTGGTTTTGAGGCTTGGCTATTACTCGAT 
ACTGGGACTTTCATTATAGCATTCCCTGTAGATTTGAGCAAGAAATTACATCTTCCCTCT 
CTCTTGTMCGTTCATTTACGCCATC 

GGAGCCTACCGCCTGCAAGGTTTCCCTTACTGTGGGCCGGGCTTGGGGNGGCCATGCCAT 
TCCTT 

Sequence 1857 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGGCACTCATTCTGCATGCTCCGAGAGAT 

GCACTTCCAGTTTCCGAAGAAGGGTCCTAGAATGCTTTTTTGCACCCGGCTTTT^ 

ATCATCATTCA7TTTCCTAGGCAGTTTTGTTGTTTCCTTTCTTCTGCAAA 

TGTCTCTCACAGACAAGCTAGAAATGCTGAAGAGCTTCTGATACTCTGGTTTTCCTGTGC 
CTCTGTCTTACTGTGGCTAAAAATAAAATACTTCTMCrrrC 

AGCCMTTTATTTTTCATTTGCTTTTGGMNNACCCTTCATACTTCCCTGGGTCCCCCAC 

CCCCTGGCAACATGGGAATTCCCTGGTGGGCTTGCTTTTCTTTTCCCAAAATGGCTTACA 

AGTGGCTTCAANTGGTTTGGACCTTTTrTTCAAMGGAATGAACCTCMCATTGGGTAAA 

CCTTAAATGGAAGGGAATNCAAAGTTCAAAATTATTTTTCAANGGGTGAACCTCGGTGGT 

TTCTTTGGGGTGGMTGGCCTGCCANGTTTCCCCAACAAAGGAAGTTGNTGGTNGCCCCG 

TNCCCTCTTGGTANGTTGGAAAAAAAANGGTTTNCTMGMCCATGGNTGGTTTTTCCTC 

TTCCCAGAANNAAACCTCTTGGGAAANGGCCTTGGCATTCCCAAGNANGGGGGAAAATTT 
AACCCCCTGG 

Sequence 1858 

CCCTTTAGCGGCCGNCCGGGCAGGTACCANGCACTGCTCTAGGTTTGGAGGTAGAGACAT 
TGGTGAGTAAAAACAGACATGGGCTCAACTTTCTAGAGCTTATAGTCCAGCAAGAGGGAC 

AGATATTMCCAAATGAATCAGACAAATGGCACTAAAACATTAAAATTGTGGTGAGTGTT 

ATNGATAAGGTTGATTTGCCCC 

Sequence 1859 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACTTCCATCAAGTCGAGGGAGTAACGCAAACTA 

TTAATAGTAGCCATCTATTMGGATAGTTCTGAGGTTTGGAATTTGTMCTGATTTTTAG 

GAGCTACGACATGAATATCATATCAGGTAGAMTACTCAGAGTGATCACCTTTTATGAAA 
GT^TTCTATCmCATGTCTA^ 

m I I GTCTCCAAGNCAGAGGGAAACTGACAAGTTTTATGTTTTTAAGTGCCCGAAAGTT 
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CCCAATTTNTAAAAAGGTMGAAAAAAAAAAATGGTNATTAATTTTTATG 
TTAATTTTATGTNTTTAA 1 i IN I ATGGTTTAA I I I I I GGATTAATTTTCCCCAAGTNCC 
CATTAGGGNCACCATNCCCTTTTAAAAMT7TTTCCATTAATGGAAACCCACCTTTTGGG 
GGGAAAAACCAi I ! I I f I TAAAAAGG1 III! I CCA I j I I f GGAAAACTTTAACCTTCCCC 
TTCCGTTCCCTTC 
Sequence 1850 

ACACACCAGCTGCCTCCAATCTCCCTTTGATAATCCTAGCCACATGCCACCGCGGGTGCT 

CTAGTGTAGGCTGGCACCAACCCCACCCAGCAAGAGCCAGGATCTGCTTCTTGAGGGCAG 

GCAGGTTTATCACACAGCGGGGTGCAGAAGAGTAGTATTCATCTTCCTAGTGTAACCACT 

TATAACTACTTn"CAGTGAATCAMTAGATTTTTAAGCMGAACATTGTAAAMTCTGC^ 

TAATCAAGGGTGGAGCAAAATGANTTAGCCAGGGCCACCCTAGCTCAGATGGGGTGGTAG 

CTGCCTCTGCTCCACAATGAGGTATTTACACTTTGCTCCCCACCCTCTCCTTT 

Sequence 1851 

CCCTTTCGAGCGGCCGGCCCGGGCAGGTACCAAGACTGGGAAAAACTGAGGACACTGGGG 

TAGTGTGGCCATGCACTGTCAATGGAGGAGAGGAAACAGAAAGAAACACTGGAAAACATA 

TTTTTTCGTTCATTGTCTTGTTCTCACATC 

TAAATTANGAAGAGGGTTATAAGGGTTAATTCTTCTTAGGCCGAACCTGGAANGGGGGCC 
AAANCTNGMGTTNAATTCCATTCTTGGGGATTTGAAAAACCTTACCTTTTACC^ 
GGAAAAAGGGGTTGGAATTNAAAAAAAGCCCCTGGGGCCCCCCCNTCCATTTTCCGGTTC 
CCAMGGTTCCANTTCAATTTTCCGGGAAAATTTT^ 

I I I I I I I I I I I CCTTCCCTTCTTCCAATAAAAGTTTGGAAAAAACCTTTC I I 1 1 ICAAAA 
AGGAACCGN I I I I M I I 1 I I CAATTTTAATTCCAAATTCNTTCCTTTGGGGTNAAAAAAA 
AACCTTTTTTNCCCAAGGGGTTTTGGTTTCCMTTC 
NTTCCTTTTCNTN Mill 
Sequence 1852 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAMTTTATTGCCTGCCAGGATTGGAATTCA 

TGCAGAGAGGAAGGATCCATGAAAAAAATAATCAAAGTCAGGAAAGTCTTTTTCTGTAAT 

CTTGTCTCATACAGTGAGTTATTTTTGTCTGGGTAGTTTACGGGGATGTGACTCCTTCAG 

TCATCTAACCGTAGATGTMGTAAAAGTCATTTTGCCAGGGAAATGAAACTCCACTTTGT 

TTACN I I f i ICACTTAAAAGGCTAAATCTGATTAAGCCTTTTAAAACCATTTGGTTCAT 

CCTTTAATTTCAGTATTTGTATGAATGCCCTATGGGAMGACATATGGGGATTTAAAAAT 

AAGAAACTTTGGGGCTAGCCAATCTTACCAATAAGNAGAAAAAGTGAAGATGCCTAAAAT 

CCAAGAAGNAGGCAGGGAAAAGTCTTATTTTCAANGTAAAAAAGCCTATTTTTGAATCCT 

GAAAATACCTGNNAAGGCCAGTCTTANCAGAAGNTATTTTTAATTTGGGGGAANGAATAT 

TTGATTGCAATNGCCTNAGTTNAAAAAAGAAAGTGGTATTTTTGCCTNGMTATTGG 

TGAAAGGTTA ! I I i I ANTCCATTTNAAAATTTTTCCTTATTANTAAAGTTTTNANGAAAG 

MTGGTTGGGGMCCTNATTNNTGAAAMNmTTTGGMTCCCNNGTGTAMTTTMTN 

AAA 1 I I I II ) NTTTTCCCTTAAAAAAAAAAAACCCC I Mil I'GNNGGGAAAAA 

Sequence 1853 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACNCAAATGAAAAGTTTGGAGNGCATGTCACAA 
GTTTGGAMTAATCTAATGTTGTA7TGACTTTTC 

AAACTAMTTTTGATATATTAAAGACAGATGTATAAAGCCCTATAATTTTTGAAATC 
ATCCACCTGACATTTATCTCTCATTCCATCAGCTTGGMCCATTTTGGGATMTTTGATT 
TCTAAATTTTTGGTATTTACTCAAATATAAATGGAATTATTTGGACTGCC 
Sequence 1854 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTACACGGTCGGGGGCCATTGAGACTGCC 
ATGGAAGACTTGAAA'GGTCACGTAGCTGANACTTCTGGAGAGACCATTCAAGGCTTCTGG 
CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGAC 
AAGACTCTCTTGATCTGCAAATACCGACTTCATCATGCTTGAGTTTGTGTGCAGCTGCAG 
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ACTGGAGAATGAACACATTTCCAGATACAATAT^ 
ATTTCCAAAAGATGAAT7TTAATGGACTTTTTC 

CT CTGAA GTTGCCCCCACTTAGCACCTGCGTATTATAACCACTTTAAACAATrATTTACA 

CCTTTTTGGATTAAAATTCMCNC7TTATGGTCTGTTTGCAGNAATATNAMNNTTANAN 

NCAATAAAAGGGTACCTTCGGGCCGGNGAACCACCGCTTAAGGGGGCGGAATTTCCCAGG 

CACAACTGGGCGGGCCGGTTAACTTAGGTGGGATCCCGGAGCTTCGGGTACCCAAAGCTT 

TNGGGCGTAAATCANTGGGGCCATMGGCTGGTTTTCCCTGGTGGTGGAAAATTGGTTTA 

TTCCCGCCTCAACCAATTTCNCCACCAACCAACCAATNACCGNAAGCCCCGGGAAAGCCA 

TTTAAAAAGNTGGNTTAAAAAGGCCCTTGGGGGGGNGGCCCNTAAATTGGAGGTGGANGC 

CNTTA AACCTTCMCANTTTAAAmGGCCGTTTNGCGGCCTTCAACCTGGGCCCCGGCN 

TTTTTCNMGTCCGGGGGAAAAAACCCTGGGTNTGGGGCCCAAGCCTTGNCATTTTAAAN 

TGGAAATTCGGGGCCCAAAC 

Sequence 1846 

CCCTTAGCGTGGNCGCGGCCGAGGTNCANCATANNTNATTACGATATTTTGTGATAAGTG 

CTGTGTTCAGGATGTTAAAGACATGACATGTCTGTGTCTAATCCAATCTCAAGATCCGAG 

GATGGGATCACCACGGNAGAGTTTCTTCAAAAAAGGTAAGTTGCNNTTNACNCAGNGTCN 

TTTAAATANATTACCGGGAAANAAANGGCNNTGGNTATTTGAAGAAGGGATGTTGGTCCT 

CCNCACAAGAACCAGGACT 

Sequence 1847 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTCCAGAATGCACTTNTCTGCCCATGTCAA 

CTGGAATCTTTGTTCTTGAAGACTATACTTTCTAGGACTCAATACCCTATAACTGCTTCC 

TACCCTCAAACACAAATACACACAGAAAACACTAAGCTTCCCTATCCAAGTGTATTTCTG 

GGGAGTTAGAGCCCACCAAATAGAAACTGGAAAGTATACTCAGGCCCGGGGNCGTGGTGG 

CTCANGCCCTGTNAATCCCCGGGCACTTTTTGGGGAAGGCCCGNAGGGCAAGGNTGGGAT 

TCAACAAAGGGTTAAGGGAGNATCCGGAAGAACCCATTCCCTGGGGCTTAAACAATGGGG 

TGGAAAACCCCCCCCGGAACTTCTTAACTTTAAAAAAATTACCAAAAAAAAANATT^ 

CCCCNTTGGGGCCGTTGGGTNGGGTTGNGAACCGCCCTTGNTGAAGTTCCCCCCAANCNT 

TACCTTCAAGGGAAGGGCTTTGTAAGGGGCANGGGAANGAAAATGGGGNGGTNGAAAACC 

CCCGGGGGGAAGGGGCCGGGAANCCTTTGGCAAGATNGGAGGCCCCGAAAGAAATCCANC 

AACCCANCTTGNCAANCTTTNGGANATNGGCCACCTTNCNAANGCCCCTTGGGGGGCGGN 

ACAAGAAGACCGAANGAACC7TCTTNGTCTTTANANAAAAAANAANMGGAAAAAAAAAN 

GGAAAACCTTGGGAANTGGAATTACTNCAANANTGGGGGGAAAG 

Sequence 1848 

ACTTTTTTTTTTTTTTTI I ANAGACAAGGNGTCGCTTTGTCATCCAGGCTGGAGTGCGGT 

GGCGCAATCAGAGCTCACTGTAGCCTCAAACTCCTGGACTCAGGGAATTCCCGCCCCCTC 

AGCCTCCTGAGTAGCTGGGACTACGGGCATAGGCCACCCGTANACAGCTAAATTTTCAGC 

AAACACCTTAACACAAGAGGAGCCCAGGTGNTGGGCCACCCAAGGTGCTCCCACCTGCCC 

CTTAAAACAGGTTAGGGAAAGNGGGNAT7TTTTGGGGGCTAAAAAGNTGGGCAACCTCAA 

AGGATNCCAGGGGTMGCNTTTTGTTCTAAAAANGTTAGGCCCCAGATAAACCAAAATCG 

GAAACCCCCTTGGAAAACGGGAAAAANGATTMTTNTCAAAAACCACCMGGAAACCAAA 

MCCCCATTGGGGCCCGGTGGGCCCAAANMGGGGCCGCCCTTAGNAAMNTTTTAAAAA 

ACCTNGGGNAAAGCCCGGTGGAAAAAATTTNCNTTTTGGAAATTTTTNTTTM 

AACTTGGACCAAGAAAAAGGTCAATTTTATNGCCGCNAAAAAAAA 

Sequence 1849 

GGTACTGGATAATGCAAAATTCACTTTGAAACT1TTTATTAGAATATTTGCTTG 

TAAAGATGGAATAGAGCAATATTATAATAAATGTGCATAGCCTGAATACAAAGGAGCTAA 

GAGATAACGGAATACATACATACTTGGCCAAAGAAGACAGGACCACCAATTATAAATATA 

GCCCTAGATTAT ATACA AAAGCAMTGGTCATTGCCATTAACATATTAATTGAAAGGTGA 

TGAAACTGAAAGTTTTTATTCMTTAAAGAAAMCACTGCCAAGGCTATTATTCTGGGCC 
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CATGCTGCACCTTTGGCACAGCGCGACTTCCCTGGCCCTCCCCCTGCGGACCAGTGAACC 

TCGCCCGAGGGCTCAATAAAGAAGATTTTTGCCCTCTTTTTCTCACCTCTCAGCCTTATT 

GATCCATGGTGCCCTTCCATTGCCTTTCATTGGTGCCGAAACCCGGGAGGGGACACCTCC 

TAAGCCCCCCCAGAGGCTCAGGGGGACTCCCCTNCTGGTCGGATCAAGTCCTCTCCCTCA 

GTCAGGTCAGGCTTCTCCTCCACGGNCATCTGNCCATTTCGTCCGGTTACTTGCTGCCAG 

GTCNCAGNTGCTGCAAGCTACTCCAG 

Sequence 1840 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGACATTTTGCACTCAGTGGTATCCCTAGG 

ACTTGTTTGMTACATTGCTGTAmATCTAAAAGGGCAMGCmCATTAAAAATAATC 

TAGTGGCAATGTTGCACAGCCCTMTTCTCTACTACATGAAMG7TATATTTTCAGGCCC 

AGAGACACAGGATTACAGGTCAGTGATAGGCAATGCATATTTGAAGTATACCAAAAGCAC 

CAAATAATGTAGCTGAGTATCCAGAAGGAACTGACATAAAATGCAGGGGTCTAATTACTA 

GAGTCATTGC CACAGAACCAGTCATCG ATGACTAAATTATGCACCTGGTTTC CTGGGAAA 

ATCTGCAGTTTGGGGAACATTTCACTACACTTCAGAGCATTTTAAG 

Sequence 1841 

CCC TTAGCGT GGTCGCGGCCGAGGTACTACCATGCCCAGCTAATTTTTGTATTTTTTGTA 

ATTAi him IGTAGAGACAGGGTTTCGTCATGTTGCCTAGGCTGGTCTCGAATTCCTGG 

GCTCAAACGATCTGCCTGCATCGGCCTCCCAAAGTGTTGGGATTACAGGTGTGAACCACT 

GNGTCTGGCTATATCTTCTGTAACACCCAAATGCCACCAGGCAAAGCCCAAGTTGAACCA 

GGAGGGAAAAAGGCCTGGCAGGATGTANGCCTTGCATNAGGATCTCAGAAACTTCACTAA 

NCAGTCCMTTCCTCTTTTCCCGAGGTCTAACTCTATGCTGAACTCTTTGCATT7TTATC 

TCACTTAATCCATATCACATGCACAGGAAGGAAGCATTC 

Sequence 1842 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTGCC 

ATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGG 

CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTGCTGGTCACAGAC 

AAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCC 

TGGACAAGAGACAAGGAGAAAGGCTTTAGGATCTACT 

Sequence 1843 

CCC TTAGC GTGGCGCGGCCGAGGTACGATCTCACCATAGGCCTGTTTTGGAAGCAAGGTT 
TGAATTTTCTTAAAGAAATITTGAATGTT^ 

AATCATTTATGTAAAGGGMGGMCACACTGATTTATTTAAMTTTGGGGAAATTGCGAA 
CCAAAAAAAAATG C ATTCC AATTTAC AAG TTACTTG ATTCTGTCATATG AAGTGGC AGTG 
TCCTTTTCCTTTCCTGCTTAAAAAAGCAGCTCTGGCCTGTGGAAGGCAAGTGGCAAATGT 

AAGCTTTATGGCAAAACCCACTCMTTGATTTAAAAATGCTTCCAGGAMCACTTGTGTT 
GGAA 

Sequence 1844 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCA 

ATGAGCGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTA 

TTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCACACTGGAAAGGCTTG 

CCTGAGCCCACAGTTTTGAATGCCTTACNATAAAGGATGAGGATGCACAACAAAAAAGCA 

ANGNAGAACCCTNGATCAAGTGGGGTGACCTGGGCCCATGGGTGCTCNTCATCAAGTGGG 

GGGMCCCCAAMTGGCTTITATTGTGGGACCTTCACCCAGGGTTAATTCGGAATTTTAN 

G N ACC ATTG N AAATTAN G GG AAGTTGGTTTTTG TTTTGG TGG AATG G GGCC AAAAG AAAA 

CCCTTATTANTTAAATTCCAAAAATTGGAAATT 

A 

Sequence 1845 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATGAGGTGTAAAATAACACGCTTTA 
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AGTTCTACTGCTGTCTTGGTTTTACAGAGGGGGAAGTGAGGCACAGAGAAGTTAATTAAC 

CTCTGAAGTGTTGCAGTCTAAGGCACAGAGACACAGTTCCAGGCAAGGTTCATCTGAATC 

TTAAGTCCTCACTCTTTGCCACCATCCTCCACTGCTGAGACCATCCCTGTGAGTCCTGCC 

GCTCTCCTCCCCTGGTCCATATTCACTGCTACTCAATGAGGCCAAGGAAGCCAATGGTCG 

TGTCCCCAAGAGGATATCTCTCCCCTCCTGAGAATCTTTCTCATACATCTCAATTCTGAG 

ATACAGATTG AG AAGCACC TCAGC AAATCCACTGCATGGAAGGCAAAACAACCTTGAT 

Sequence 1834 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTCTGCCTGAAGGCTGAGGGCAGTAGAATTA 

TTGACATTACTATAATACTGACCTCAATCGAGCTAACCTTTAAATTCTGAGAAACAGGTT 

TTCAAACAGGTTTATAGGCCAAAGAGAGTCTGGAACACCCTAAGGGCTTGGTTTTCCTGG 

CCAAGTAATCAGTCAAAGCTATTACTGTCACTCTGCCTTTTCCTTGTGGCTAGATAACAC 

AGCCCAAGTGCAGTTGCCAATTTCTAATGMTACTAGGTGTGGCCTCCATTTTATCCTGT 

GCAAGG GGATATTGGAAATCTTTGTTCGAAGCAATATCCACGAGAGAGGTGGCTTCATG C 

CTCAGAAGTTAAGGTGGATTTTAMGCAATTTAGGCTGCTTTTTAAC 

Sequence 1835 

CCAGANGCATGCTTTTNCGGGCGCCATTTNTNT^^ 

GAGGAGNGCNGTCGAAGTACCCAGNCTGCAGCTTCAACAGTTACNACATTGAGCCAACCG 

GANANACTGCCANGGCAGGAAAAAGCCCTGGAAAGCCCACGGCCCCTNTTTCCCTTGGGN 

CAAAGGCCNTANAGCTGGCTGCCAAAGCAGCCAACCAAAGGGGCAGCTCAGCTCCTGNGA 

GGCACCAGCAGTGACCTGATGCAGTNGAAGAGTTGATGTCTTTGACAACATACGGACACT 

GGCTGGATTACCTANATGACACANCTTAANTGCCAATTGATGAAATTAGGGGAAATGAAA 
AG 

Sequence 1836 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGTGGGTCGGCCACAGGGTAGGCCACTAT 

CCCCGTCCTGATGGATGNTTGCATTGTTTTCAATCTTTTGCTTTTCCAAATAAAGCCAGT 

ATGGATAGCTTGTGCATAGTTTGTGGTTTTGTTTTGTTC 

CATCTACACTAGTAA GAATT TGTTGTCAAAGGGTGTCTTGGTAACCAGGTATTATCCAAT 

GTCT CTGATTGGGAATTTTMCAGTTTGCATTCTCAACAGTAATGTCTGAGTGTGACTGT 

TTTTCCATANCTTCATCAAGTNGMGNGTATTGGCTCACTATGGACATTATTTAATTAAG 

NTNATTATTTGCATTTTCCCTTTT 

Sequence 1837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCCTACCACTACTCTACATCATGGAAGTC 

TTAACGATTTAGGGTAATACGATAATGAGAATACCAATATGGATCTATTAAATGAGGAGC 

TGAGTMGCTCCAAATTTCCCTCTAGATTGGTAAGTCTATAATTTATTATATGAAATTCC 

TAATTATTACCATACTAAGTTCAAMGATTTTAACCCAMTCCTTTAGTAACTGATAAAC 

CTCATTCTTAAGATT CTTGA CAGAMTAATCTTGATGAGCTTCTTCTCTTCATGATCTTT 

CCMTGCTGGTATAATTTTGAGGGMTTACTCTTATTTTCATTAATTCTGTTGCAAGGAG 

GAAAAGACTGACTCTGTGTTGGGGTTTCTTTTCTCTATAAGGCACAAGACCTAAATGTCA 

Sequence 1838 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCCTGAATGCGCAGAGAGAGAGTGAGAGAGA 

GAAGCTCAAAGAGGATGAGGTCTAGGAGACCCAGAGTGTTCATGGGATGTAACAATGAGC 

CAGTGCCCTTCCTCAGCACAGTAGTCTAGCAATGGGGATGCTCTGGACCCATTTAAAACC 

GGGTTACAGTGTAAAATTCCTAATGCATTTGCAAGTCTCAGAGCACCAGCAAACCAAGGA 

GGGCTCCTTTGTATGAGCCATGACCCAGAAAGGGGCTGTTAGCCTTGGGGCCTGTCATGG 

TAACATGGGCCACCTTTTCTCAGACAGGTCTGACACCATCATGAATTGTCCATGTAATGT 

AATTTGACCATGTAACTGACAACCCTGTGAGCAGCCACTGGTGNTCCTT 
Sequence 1839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACTCCTCACCCAGCATCCATAAAAA 
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TGGGGGAGTAAATANAGTGACCGATTATGCTGGAGGAAGAGGAAGTGAATGGGNNCCCAA 

NTNTAGGNTAGGAATGAAAAAATCCCTACCAATGTAAATCAGNATATAAAATACACAAAA 

GAGTTCATGTATGTGTGCGGGAAGGAAAGNTGATATTTNGGGGGTTGGGANGGTGANACA 

TG NGGGTNCCN AGTACATATN N AC AACTN NTTTANTC NCCNTNC CAAAGGTCATGGGGAA 

TGAGCATTCNTTAACATTTTTGATACNTCATACCTTAGACTTGACCCNTNGGACCTTTTG 

ATTGNNCATTGGGGAAAAAATT 

Sequence 1828 

CCCTTCGGCCGCCCGGGCAGGTACCTAAGGTGCAGTCTCTGCCTTAGAGTTGTAATCCAG 

GAAGGGGCTGCAAGAGAGACTCAGAAGATGTGGTCTGACAATATATAAGCACAATGTCTG 

ACCCTTAAAGAATGACAGGATTTCAACAGGCAGACAGGAGAGGAGGAGGAATTCTAAGCA 

MGGCTTTCACATGTAMCGGTGMTTTCTTAGATAAGGATCTGTTTTCTATATACCAGG 

MTAGTTTTGCTTGGCATTTGNAGGACGAGGAGTMGTTCCAMTGAAAACTTTAAAAAT 

GTTTCCCCAAAGTGTTCATANTGAAATTTTAAGGATGTGCCTTATGGACTGGGGAAATAA 

TCAAAA TNACATAAAATAA AAACATTAAAATANANCATTAAAACCCATTAAAAAATTAAT 

TACCCA i fTTTTTTTTn l CTTACCTTTTTAAAAAATTTNGNGGNCCCCCAGAAATTATT 

AGGCCTTTNGCCGGGGGGTTTTTTCCTTTAAATTTGGAATTA 

Sequence 1829 

GGTACATGCAATATACAATTATTTGAGATAATTAAATATATGAGATAACGTAGAAAGGGA 

AACAGAAAAGTTGTCTTAGCCTCCTAAATCAGCCTAATGCTTAACTGGAACCTCAGGTGG 

AATAGGCTGTTTAGCTCTAATAGTTAACAGGATCTCTTGTGACCCTCCATCAGTCCTGGT 

TGTTGTTTCTTCACAACTTGCTGTCTCAGAATTGTCTGTTGGGCCCTATTCTGGTCCTTG 

CCATGCTATGAAACCAGNCTAGCCTACATCCTMCTTCTCTTCTTTCTGAGACAACTTTT 

TCTAGGAAGCCCCTTCMTGGGGCTTCNTCCTTTCCCTTGGGGCTTCTCCTTTCCTTAAG 

NCmCT GCNCT TTACCCCAGCmNCAAATGGTNCTGGCTTTTCTTCCCCTNGNGGTAN 

TCTTCAANTTTTGCTTCNACCCCCTCTTCNCTNGANTGNCTTCCCNGTCCTAGGTGGTTT 

NCCCGANTCNTTCCAAAAA 

Sequence 1830 

CCCTTCGCGGCCGAGGTACGTCTGCACCGTGTGGGTGTCTTCACTGGGGGAGTCTGGATG 

CATATGCACTTACTTCCCCCACCCCTATTAAATATGGAGCAGCTTTTCAGGACTCTGTGA 

CTGCCTTCTCCTCAGGGTCACATTGAGTTTGAATCTGACCCAAGGTGCAGGAATCCTGCA 

ATGGGGAAATAAAAGAATATACAGAACGGGGTCAGGTCANCTGCTCAGAGGCCAAAACCC 
CTACAGCTGCTT 

Sequence 1831 

ACTTTCATCATGACCCCAGAAMCCACCMTTMTGCCACTATTTTAGGACTCATTTTTC 

ACTCTTGCTATTCATTTATCTTGCAATCTCTTAGTCTGTAACCCTCTTCCGCTATAAAAC 

TTTTCATAAATATTTACAGTGGMGCTTCCTGTGCTTTGGCTTATCAAGATAAACTCATC 

TATCTCATTTCTATTTGAAATAAGTGTGTTGAMTATCCTGTTTCCTGTAGAATTCTCCT 

ATC CTCTTCTTTGTTG N AAGTTT AAAAG CTTTTTATTTC TTTATTG G CATTTTAATG G N G 

CTCAGAAAGA 

Sequence 1832 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTAACTGTGCTAGGCAGGGCAGCCCTGJG 

AGTTCTACTGCTGTCTTGGTTTTACAGAGGGGGAAGTGAGGCACAGAGMGTTAATTAAC 

CTCTGAAGTGTTGCAGTCTAAGGCACAGAGACACAGTTCCAGGCAAGGTTCATCTGAATC 

TTAAGTCCTCACTCTTTGCCACCATCCTCCACTGCTGAGACCATCCCTGTGAGTCCTGCC 

GCTCTCCTCCCCTGGTCCATATTCACTGCTACTCAATGAGGGCAAGGAAGCCAATGGTCG 

TGTCCCCAAGAGGATATCTCTCCCCTCCTGAGAATCTTTCTCATACATCTCAATTCTGAG 

ATACAGATTGAGAAGCACCTCAGCAAATCCACTGCATGGAAGGCAAAACAACCTTGA 

Sequence 1833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTAACTGTGCTAGGCAGGGCAGCCCTGTG 
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Sequence 1821 

GGTACAGNNTCTGAGTATGGGAACTTCCCTCCCCAAGTGGTGGGAAGTTACAGNTAACTA 
CAGCTTACTCAACTATCACTTCCAGAGGTTTAGTGTTTTTAATATGGGAAAGAGGAGAAA 
TCTCAGGTCTAATCAGGGTTCTGCCCATCAGC I I I I I CACTGAAACTTTTCAACATGTGT 
TNNGNTTTTTGGTTN I I I I I I 1CCATCTNTCCAGTTTCTANCCTGGTGTATGCCTTCATC 
CCTCCGCGGTTCNCCATTCCTATTTNTTTATGGCTNTTTTGGGTNCCTCCCTTTACNCAG 
CCTTCAATGGTNCTNCCATGAAGTTTCMNGCTNGTACCNCCCTGTCMTTTTTGGGGGA 
AACCAGTANGAGGAAAAAAAACCAMTAGGAAATTTTTGGCNTTGGAAAAAAAAA 
Sequence 1822 

ACGCGAGGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGG 

TGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCANAAGAAGGAATGTCAAAAT 

GTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGT 

GCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAAATACTACATAAGA 

AGCAAGACCACANACTCAAGACGGACATAATTGGAT 

Sequence 1823 

GGTACAAAAGGACAGGCACTGACTAGCAGGACCCTGGCAGAAACTATGTCCCTNCCCNAA 

CCACCCACCCGTCAGGAGTGCAGAGCTCANNTGTGGCCTGGGGAGAAGAGTCACATCATC 

AATGGCAACAGGACCTTTCCCACGANTTNTCTGGAAATACTCCAGATTCCTGCCACTCTG 

GGAATATTNTTTTGAGTCTCATGATATTAAAAAAAAT 

Sequence 1824 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCATGTTAATCCAGGGAGCAAGGTAAAGC 
TGTCACTTTCATTATTCACATGACCACGAAAATAAATTGTAI I I I I I II I I 1 1 ACAAATT 
CTATTCTTCCAATGTGATATTAATTATMCTATAGGCATTTACCTTTATGGTGAATCTAT 
TTGTTCCACTAAATGATCCATAGGCCTCCTACTATGATGGAGACAAAAAGATCTTTGAAT 
ACAAAATTCAATCTAATTATTrGGCTATGAAMCTAAATGTTTATATTATCTCNATTTAC 
CACATAAAGTTrrGTCANGNTCTACATTANCCCTATTTCCACAGGANGCCTTTACAAAAG 
GTCATTGGGAAAGATAGCAGATGTTAAAACTTTTCNTA I I I 1 1 AATTTT AATTTTAATT A 
AAAACCTTG GTAT 
Sequence 1825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCACCTCTCCTTGTTGTCAGTAGT 

TTCCTTTCTGCAGACAGGAGTTCCATGTGCTGGGAAGAGGGCCATTCAGAGCCTCGTATT 

CTCATCCTCTCAGTTTAGCMTGCGAGAAGAAAAAACTTTTGTCTCACAACCTCATATAC 

MTCTCAGGAAATAGGCTCTTATTTTCTGGCTTGAGGCTGTCCAGAGGCACCAGGCACTG 

TNGATGGTCTCACTTTTCTGTCCTGGATCTATCTGGTGGGGGCCCAGACAGCANGGATCT 

ATTTTCANGAAAATATGGCCGAGGAGAGGNAAAAAACTTATGTGGGCCCGTAAAAAAACA 

GGCGGNTTTTTCAAGGTGGGGCTATTCCCCCCATTCCCACNATTCATTAAAACCI I I I I ( 

NTTGNCTTGANGGCTTTAAAAAGG 

Sequence 1826 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACATGAGCCAGCAGCTTCTCCTGATGCACA 

GTGCAAGAAATGAACATAAGTGGTAATAATAAATATTCAGTGAATGAATGTAGGCCTCAC 

ATATCTTTTTCCCATAGAGAGATTGAGGTTGGTAAGTAATAACAGATCTGGTGACACTGT 

CTTCTACTTTAGAGACCTGATATTGGCTAGAGGTGGGGTAGGTAAAGGGGAGGGAATAGG 

CTTTTATTAGGTTGGTGGGTAAMTTTGCTGTTTTCTGAM 

AGCTTTACAGTGTTCATTAGTCAATTCTCATTAGCCCAATGATTCCATTTATAGACATGT 
ATAATCAAAATNCCCAAGCAMGATTTACATTTC 

TTATTTTATAAATANCAAATGCCAATTGGAACATTAATTAAGTTATTNTAl I I I TAACAC 

CGTTAATNGTAAATTAAACACCAAAATATTTCAATGGGTAT 

Sequence 1827 

CCCTTTCNAGCGGCCGCCCGGGCNGGTNCAAACAAACAGCCCACAACAATTCTNTAATGG 
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G TTCTTG AAAGAAAA 
Sequence 1814 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTG 

CCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCT 

GGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAG 

ACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGC 

GGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGT 

C 

Sequence 1815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGCTAGACACTGTTCTGAGTGCTGGA 

GAGATAGCAGTGAATGAGACAAGACTATGTCTATGCTCGCCTAGAGATTTCATTTTCAAA 

GGGTAAGGATAGTGAAGAAATAACCAAATAAATATCTACGATTGCTCCACATGGTGAAAG 

GTGCAATACAGAAAAACAAATCAGGATGCAGGGATAGAGAGGGAAGCAAGTCACAGGTGT 

TGGACACTGTCTGAAGAGCGCCCCCGTGAGGTCGGGAGTTTTGAGGGCCATT 

Sequence 1816 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCfTAACTGTGCTAGGCAGGGCAGCCCTGTG 

AGTTCTACTGCTGTCTTGGTTTTACAGAGGGGGAAGTGAGGCACAGAGAAGTTAATTAAC 

CTCTGAAGTGTTGCAGTCTAAGGCACAGAGGCACAGTTCCAGGCAAGGTTCATCTGAATC 

TTAAGTCCTCACTCTTTGCCGCCATCCTCCACTGCTGAGACCATCCCTGTGAGTCCTGCC 

GCTCTCCTCCCCTGGTCCATATTCACTGCTACTCAATGAGGCCAAGGAAGCCAATGGTCG 

T 

Sequence 1817 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTG 

CCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTNT 

GGCTCTTGACAAAAATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAG 

ACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGC 

GGATTCCTNTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGT 

CCCTGGACAAGAGAC 

Sequence 1818 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCAGATCACAGGGGCTGAAAGAGAACTCT 

GCTCAAGGATCTGTCAAAGGTGAGAAGGAAAAAACACTTTTGATGATCAAGAAGGATCCA 

AAAAGGAGCAACTATGCAGATGAGAGCATTTCCATTAGTCTTAAAAAAAAAAAAGACCTA 

CTATATATTGATAAATTACTTACTAATTCTAAATTAATCAGGATACATTTACTATATGCT 

CTGTGCTGGGTGCTAGAGGGTCAGGTTAGATAGAGATGCAAAGATGACAATAATAAAAAT 

GTTAGTGATGATTATAGGTAA 

Sequence 1819 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTTTTAACTGTTATGGATGTATAAG 

CACTATCTATGATGGACGAGGCATAGTGCATCTCCTAGGCCGGAAATGTTTCACTCACTA 

ATGAGCTGGACAATTCTACTCTGTGMTTTAACTTTCCTGACTCCCTTATGCAGGTTAAT 

TrTGGTAACATATCATATTTTACTCTGGCTTGGTGGGATTAGGTGGGAAATTACAGATTG 

CATCAACAATTTGGTCTGCCTGGATACAATTTGGTCTGTTTCAGTCACAGCCTGGGTCAC 

ACCTGTTGATATATATTTTTAA 

Sequence 1820 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCATATTATTCCATTTCAGCCAAAAGAGAG 

CTACTCCCATTCAGGTGCATTTTAGTTTTATTTTGGCTTCGTGATTGCCATTCCT^ 

TAG TAATAG AG AAAGCCGTGATATGC AGATAGAC C AGATGGTCATGTTGAC AGATTG AG A 

ATTCACTTCCTACTGCCTCAGAGCAGGTGTAAGATTAGGAGTGTCTGTGTAGGGGCGTGT 

GTGTGCTTCGTGTGCATGTGCGTGCACATCCAGGCTGCACAGAGTGCTGTTTGAGCAATG 

GG AATG ATTTC I IN) IGAAAT 
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TTCTT AAAAT TG 1 1 \ I I AAAAGCAAAAGATCCCAAAATACCAGTTGTCACCATTTTAAAA 

GGATATTTTAAAAGATTTCTTTTATGGTTATTCAGTAAGAAAMTGAAAAAGTCAGAM^ 

TTTACTTCTCTCATTTTTTAGCTGTATATC^ 

CTACAACAGTCAAAA 

Sequence 1807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCTCAGAAATGTGACCAGCAATGTAAAC 
CG ACAGA ACCAATGGCTTTTTAGAAAATAACAAAGTATTTCCGATCCTTTTTT^ 
GAATTTTCTCCCAGCACATCCTATTTCCAATTGTGTGCAAAAAACCTTCCAGCTTACAAA 
TGTTAATTCGGGGGTTGGCAAATAAAGGCCCAGAGGCCAAATCTGGCC CACCACCTG CTC 

AGTCTGCAAGCTAAGGATGTTTTCTTACATTTTTAAATGGTTGGGGAGAAATAGAAAGAG 

TATTTTTGA 

Sequence 1808 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTTTCAGGCCCTCACTGCGTGCCGGAGA 
TCCACTAGAATACAAGATCTGTTTCTGTGTCTTTGAGGGACATGTATCCAGCAATTAGTT 
ACATC AGTCCCT TGTAGATGTCAA7TCCAGTGTCACAAATTTCTTGTTTTGCAACGTTGA 
GCAAGI Mill iCAATGTTTCTAAGCCTCAGTTTTTTGCCCTACAAAATGTGGTAATAAT 
ATTTAACCATTAGTAATG7TGTGAAAATTAAGCAAAAATACATGTAATATATTTAAC 
Sequence 1809 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAACAGGCTACTGCTATTAAGGATT 

GCACAACTTCTGGGCAAGGCAGAGGTGGGTTTGGCTTTTTAAAAATTTTTTCAGCCTGTC 

CTCATGGAACTACATATTCTTTTCTAAGMCTTTTCATCCTAACCTCCCTACTCACATCT 

TCTAAGTGTCTCTGCTCTGGTGGGAATGTGATGGACAACACAGAGCCATCTCAGAAGCCT 

CTGTGGCCACCACCAGGCCGGCCAGGGTGCAGGGGGCCACTCCCTGGGCAGCCATAGGGT 

TCTCAGCAAGGTGCATTCGTCGTCC 

Sequence 1810 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGGGG 

GTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCT 

GTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGA 

ATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTGA 

AATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATAC 

TACATAAGAAGCAAGACCACAGACTCAAGACG 

Sequence 1811 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGAAAGATTTAACTGCTTTGAAGTGGATATAA 

ACCAGAGACCTACTGAAGTCATTTATCTGACTCANTGTGACTGCTCANCATTTGTAGAAA 

TTGAGTATAGTGAGAGTATAGTGAGGCCTGGAGATTTATGAANTCATGAGGAAGAGCCTT 

CCAGGCTCTGATCCGMTGAMTTCMTTACAMTGGATTTGAGATGAATCTTAATACAA 

AAAAACAGTGTGACAGTGTCCTGANGAATGGGTCTACAGAGCCTTTGGATAGCTGAATTG 
TAGA 

Sequence 1812 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGCTACACGGCCGGGGGCCATTGAGACTG 

CCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCT 

GGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAG 

ACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGC 

GGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGT 

CCCTGG 

Sequence 1813 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAAATTTACTTAGACATCCAGGCCAGACGTG 

AAGAATTTCTCTGTCAGATCTAGTAAGCTCCATCAATTTAACATTTTGGCTTCTCTGGGG 

CAAAGAGAAGACTGCCAAACAGCACTGGTGCTGGGGGGGCACCACTGGTGACATGTGGCA 
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ACCAGAGACCTACTGAAGTCATTTATCTGACTCAGTGTGACTGCTCAGCATTTGTAGAAA 

TTGAGTATAGTGAGAGTATAGTGAGGCCTGGAGATTTATGAAGTCATGAGGAAGAGCCTT 

CCAGGCTCTGATCCGAATGAAATTCAATTACAAATGGATTTGAGATGAATCTTAATACAA 

AAAAACAGTGTGACAGTGTCCTGAGGAATGGGTCTACAGAGCCTTTGGATAGCTGAATTG 

TAGAG 

Sequence 1800 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCACTATCGCTGGCTAATTTTTGTATTT^ 

TCCAGAGACGAGGTCTCACTGTCTCACTGAGCTCAGGCTGGTCTCAAATTCCTGAGCTCA 

AGAGATTTACCAGTCTCAGCCTTCCAAAGTGCTAGGATTACAGGCATGAGACACTGTGCC 

TGGCCAGTAATTTTGTTrrATTATATTMGGTGAGGTTTATACCACCTTCTTCTGAT^ 

AGAAGTAATACATGCTCATTATGTAACACTGAAAATGTAAGCAGTATAAAAAAGAAAATA 

AAAAAGAATATGAAAATCAC 

Sequence 1801 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAATACACCATCCTGGTGGATCTGGCGC 

AAGGGAACTCCACACAGAAAAACACTGCCCTCACGTTATGAAAGGATTCAACATTATTCT 

CTCTTTTGAAAGATMTTGGCTTCAAAGMTMTTGAMGTTAGAMCTTGGG 

CAGAACCAGGTAATATCTCTACTACTCTTTTGGGMTTAGTCTTGAACTGCAGCCACTGT 

GAAAGCTTCTGGTGTTATTTAAATTAATTCTTGTATTGNTATTAAACTT 

Sequence 1802 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGATMTGCAAMTTCACTTTGAMCTTTTTA 

TTAGMTATTTGCTTGCCTMTTAAAGATGGMTAGAGCMTATTATAATAAATGTGCAT 

AGCCTGAATACAAAGGAGCTAAGAGATAACGGAATACATACATACTTGGCCAAAGAAGAC 

AGACCACAATTATAAATATAGCCTAGATATATACAAAGCAAATGGTCATGCATTAACACA 

TTAATTGAAGGTGATGMCTGMGTTTTATCAATTMGAAAACATTGCAAGCTATATTCT 

GGGCCCAATTTTAAAAGTAGAAAAAAAA 

Sequence 1803 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAAGAATTTGCACTGAGTGAGATGCAGGTGG 

TGTTTCTGAAATGGAAMGTAGCCAMTCAGAAATTTATTAGTAGGAAACACAAAAGGAA 

TCCAAGGGATGTTCATCTGTAMCCTGAGAGAAGGTATTTTAAAACTGTCGCTGTTCACA 

TTGGCAGGTGACTACTCACTCTAATAGCTCCTTCCTGCCTCTGGTGATACTAATGGACAG 

GGCAAAGTTCCCCAGCATACCCCATTACAGCCTGCAGCCACAGGGAGTTAGCGAGGGCTA 

CACCCCTTTGCCTGGACA 

Sequence 1804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGACGTTAAGCAGCTTGCCCAAAGTAAGG 

CATCTCTGCTAATTGACAGAGCTGAAATTGAACTCAGGAACCTTCTAGATTCTATGTATT 

TGGCTTTTCACAACATCATTCTTGTTTTCAATCCTTGTCACTATCTCTGCTGTGCCTGAG 

ATTCCCAAAACGAGTTGTGGTTAACCCAGAGAATAACCCTTCAGTGCCTGATGTTGGTGG 

AGAGAAGAATTGCCTAGTTACATCTCATATGGCTCAGCAGGGGAGAGGAGTGCCCTCATG 

G 

Sequence 1805 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCGGGGACTCTTTCTTGAAGTCCAAAGGAGAA 

TCCTCAAAGAATCTCTGMGAAMTTTGACTCCACTGATTACCATCTGTTGGTGACACTC 

TGCTTCAATTATTCTrTGTTCTGAACTCCMGGACTGTTTTAAGTTCTACAATGTCTGGC 

AGATTGAGGAACAAAGATAAGGGAGAACAAGCAGAAACTGGTCAGAGGGCAAATCCAGAC 

AGMCCTTTGACTTGGTGTTGAAAGTGAAATGTCATGCCTCTGAAAATGAAGATCCTGTG 

GTATTGTGGAAATT 

Sequence 1806 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTGGCTTTAGTTTAAAAGATATGCTTCA 
TTACTTCATGCCAAATAGTCAATAAMGGTTTGTAATTCAACATCAAACTGGGTAAGTCC 
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AATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGAC 

TTCACCATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATC 

TGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCC 

ACTGAAGTTCCTTATGCT 

Sequence 1 793 

NTmGNTCGCCACMTmGACCTAGGCAGGAAGCTTTACAGCTTGAGGCAGmCATG 

GTCTGAAGACAAACTTCTTGTGACTTGCTGCCGGTGTTGGACTGCAGGAGAGAGCCTCAC 

TGGGTCAGGAGCACGAGAACAAAGTGGATCCCACTACCACATC CCACCCCTCCTGTTTCA 

GAGGCAGATCATGGGACCAGGACTACTGAGAGTTCCATGGCCCTACCCATCATCTGAAAT 

GCCCAAGAACTTCTCCCGATTAACAAAGGTCAAGCATAAACTCTATTGCCACCACCACAG 

CTGGTTCTCACTTTTA 

Sequence 1794 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTATGAATGTTATACCAGAACTTAG 

GAGGAAAAAATTTTTGAGCATACTGAATATTAGGMTTGGATATCTCCCTAAATTATTAA 

AGTTCATCTTCCATAMTTCTGTAAMCTGAATGTAGTATTTCCCCCTCTTCCCATGCAA 

GTAACTGATATCACTTTAGAAMCCTGATATGMCATTATTTGTTATTGTGCTTTTATGA 

AGAATTCTGTCTAATCTTCTCATAAGAAGAAAGAATTAGAACCAAAAATCTAATTATCAG 

ATTTAGTMGGATGTAGGCAAGAATCCACCTATTTTTTTCATTTATGTCTTTCA 

ATCACATTCTATTATT 

Sequence 1795 

GGTACGCAACATGACATTGGCTGGTGTAMGATCTTACAATTATTTTTAAMTTTCATTG 

TA7TCATTTGATTATATAGTTTCTTGCCATCACMCAAACACTCCTATTCATGTCTAATT 

CGATACCTGGTGAGTCCACATAAGCATTTGGGTCCCCACTGATGAGAGCACCATGGCCAG 

GTCACCCACTTGATCAGGTTCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAGGCAT 

TCAAACTGTGGGCTCAGGCAAGCCTTTCCAGTGTGATCATATTAATTTTATATTTTATGT 

GTTAACATGTGCCTCCAATAACTTGCTTTCCTTGCTCACCATGGTGATGCATTTTTCCT 

Sequence 1796 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGATGAAAAGTTTGGAGGCATGTCACAAGT 

TTGGAAATAATCTAATGTTGTATTGACTTTTCAGGGTTCTATTAGTGAAAACACAATCAA 

ACTAAATTTTGATATATTAAGACAGATGTATAMGCCTATAATTTTTGAAATCAGTATCC 

ACCTGACATTTATCTCTCATTCCATCAGCTGMCATTTGGATATTGATTTCTAATTTTGT 

ATTTATCAATATAATGAATATTGACTGCCATAATGATGTCTCAATGACATTTCGCAGCCC 

TAGAGTAACTTACAAA 

Sequence 1797 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAAGCTGGCTGCTATTTCGGTGCCCAGCT 

CTGCCGCTTCGAGGAGTTGCAGATCAAACTCACTTTCTTCACACAGGCTCCCAAAGCTCA 

TATCAGAGAGCTGGCATGACTTCTCTATCAAACTGAAAGTTTCAGATTCACAAAGAAGTT 

CGGTCMGTTTCGAAGTTGAGACAGTTTTGATTTTAGGACTTCAGGAACTGGAGGAAAGT 

MTCTTCATAGGAACCATTGTGAAGAAMGATTTTTTAAATCGTATTG 

Sequence 1798 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC rTTTTTTTTTTTTTTTTTTTI TGTAGAGATG 

GAGTCTCTATGTTGCCCAGGCTGGTCTTGAACCCTGGGCTCAAGCAATCCTCCTGCCTCG 

GCCTCCGAAAGTGCTAGGATTACAGGCGTGAGGCACCAGGACCGGCCAATAAGATGTATC 

TTTACATGCATTCCAACACTCTCAGTCTTTCCTCACACACGCGCTGCTAAGAGAAGAATT 

CAGCGCTACCAAGAGAAATTTTCTCCAGGGCTCCTGCCTTCTGTGGTGAAGTTTCATCTT 

G ACTGAAAAATAGATTCGGG • 

Sequence 1799 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGAAAGATTTAACTGCTTTGAAGTGGATATAA 
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ccatggaagacttgaAaggtcacgtagctgagacttctggagagaccattcaaggcttct 

GGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAG 

ACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGC 

GGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGT 

CCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGT 

CTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAAG 

CATTCCATGGAAATACACCAGTGNAGAMTTCCTTGAMTTTTGNAAAGTTGTCTGGGGT 

TTAATGTTTNAAGCCTTTGTTCCAGCTATCC 

Sequence 1787 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAACTGCTGTCCCCAAATAAAGAACTTACATC 

AACAAGGAATATAAAAATGTTATTTAGGACTTCTGTTCTCAGATGTTTAATACAAAGGAG 

AGATTGTTGTGCCAGGGAACAAAGTGATCCAATATCCACGAAGCCAGAATTCTCCTACTG 

CACATTTTGTTTCCAAAACACTMGGAATACAGCAAGATTTCAAGTTGGAGTAAAGAAGC 

TACTTCTGGAAACAAGAGAGGAGATAACTGAGGACTTTCACAGAGGGGCTGAAATCCTTC 

CCGGAAAACTGTGCTCATCAGGGAACCTCAGCCTAGGGGGCAGCGAGGGTGGACGGTGAG 

CTGACCTATCCCCAGACATGTGGAATAGGTATTGGGTGTGCGGGGGGTGCAGTGCAGAAT 

GAAGGCTGGGAGTTGTTAAAGCTACAGAATATTCTAGTAGCATACCACGGGGAACTCANG 

GACCTCAAACGTTTTTCAAAAATTMCCCTTTGGGCTCAGAGTTTCAGGCAGTCCAATGT 

AATTTTACTTCCACTGGGATT 

Sequence 1788 

CTCCAGCTATACTGCCCAGGAATCACTCTACCTCCCCCATCCCTGTTGCTGCTGCACCTC 

AACCTGCTACTTGAAACCACAGGCCCAGCAAAGAAACTGTGCTCCAAGTGCCCAAACCAA 

TTCAGTTCCCTGTTCCGCAGGAATCAGAGCTTCAGCATAGGGAAGCAGCCATGACCCCAG 

CATCGAAGCCCATGCTGTGCCTTGCCCTTAGGAGACCAGGTGCTCTCATCTAGTGGAAAA 

GCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1789 

CCCTTNCGAGCGGCCGNCCNGNCAGGTACCACCTATGAAGAATTCTGCCTAAAGATATTA 

AACCTGMGCTTATNAAATCTGTAAATCTGACTACGACTTGACTGAAAATTTAGTGGCAA 

AGGAATATAGTAAATGACATCACAAGGATATAGCATCCAAACCCAGAAAGCGGATATTCT 

TTAGGATAAATGACCCAGTTCCCTCAACAATGAAATGGCCTGGAATAGAAAAAAGAGGGA 

GMCTTAAAATAACATACCMCGAAATATNNGCACATGGATCCTGTTTTAATATGGATTC 

AGAAATCCAATTCTGAAATGACATTTTTTAAAAATCANGAGGCCCGGGCGTGATGG 

Sequence 1790 

TCATGTCCTGGGAAACCCCTCAGTCCTGGGCAAACTGGAGACCGGTGGTTATCATACAAA 

GAGAAMCCAAATAAGACTAAAATTATGTCCAMCACTTTCATTGTGGCTAGGAACACAA 

GTTGAACACCCTAATAAGGAACACAAATMTAAAAGCTTGCATTATTGAGTGCTTATATG 

AGGTAAGTATTATACTATTATCTCCATTTTAAAGATAAGCAAACTGAGACATAGTAAGGG 

TAAATAAGTTAGTTAGTGAAGGCACCAGMTTTAAACCCAGAMGTTTGGTTTTAGAGCA 

TACACTACAATCAGCACTG 

Sequence 1791 

CCCTTAGCGTGGTCGCGGCCGAGGTGC I rTTTTTTTTTTTTTTTTTTTn I NGAGACGGGG 

TCTCCCTATATTGCCAAAGCTGGTGTCAAACTCCTGGGCTCAAGTCTNTCCTTAGCTTCC 

TAAGTAGCTGAGACCAAAGGCACAGGCCACCGTGCCTGGCTCTACTTCTCACCTTAACTA 

AATAACCATCCACCTGAGAAATAACATNTACATGTMGCTTMTTCAAATATTCAGGTTT 

TGTGATCCTNAAACGTGMTGATCANAATCACCTAGGGAGCTTTTTGAAAAAATTAAATC 

CCCCCTCTACATCAGTTTCTACAGGGAAGTTTGGGAATTCATGTCTTAAAAAAAAAA 

Sequence 1792 

NTTTTTTTTC G GC C GGG G GC CATTGAGACTGC C ATGGAAG ACTTG AAAGGTC ACG TAGCT 
GAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAAC 
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TGTTAGTGAGTAAATAGAGTTAATACTATCCTG7TTTTTATTTTTATACCTCTTA 

GGAAACAAAAAAAAAACCTTAMTCAAACCTAAATTATTTTGNGTCTTT^ 

TCCATTCATTCTTTAAATGCCAGCTCCAGTGACACTTTNTTTGTGAAACTCTCCCTGCCC 

AGTCACTCTGAGCAAGAGTTAAGTATACCATAGAAAGATATTTAAATTTCAATCACTCCT 

CTTAAGACTCCTTCTTATAATCTATTGGAACCATTCCTTCTTCTCTGCCTTTCCTACTA 

Sequence 1782 

ACACAGCATGCAGGCTGCAGCCTGGGCCCCTGCCAGGCAAGATGTAGGGTGTGAGGTTGT 

GCTCTGCCCCATTCACTCTGGAACAGCTCCGCCCTTGAGTCCAGGATATTTTCTCAGTGC 

CTCCACGCATTTGACCATCCAGAAAACATCCCAACTCAGTGTGCCTCGGCCACCATAAAT 

CAGCCAACCACACATGCTGCCCTCAATGCTTCTGAATATCAAGGGAAAGGATCTGCCTCA 

TCCTGCCCTGCTCCTGAGGCTTGCGCATTGACGCTTGAGTTATGTCATTATTTTTTTAAG 

TGATAGAAATCTAGTCAATGATTTGTAGCAATCACCACTGTGCAACGTATGCCAAAAAAC 

TCTGTCTATCC7TACAGAAGGAGGGAGAAACCTAGCAAATTAGTCTGACTTCCTTGACAC 

AATTCTGTGGTGGG C CAGTATTAGGTAAG GCTAAAATCAGGTGCTGTGATTAAAAGATTA 

TGACAATGTGAAAAAGTCAGTCATTCACATAMTTAAGAAAATGTTTTCAAAGGAAACCA 

AGAGAGGCACATCCTTGGGAGGTCAAGGGTCC'CCCAGAGGTCAAGAAGGGACAATAAANG 

GCATTAAGGTTTAGAAAGAMTAGGCTGTCACTATCCCCCTTTTTTNT 

Sequence 1783 

CCCT TAGCG TGGTCGCGGCCGAGGTACGCAACATGACATTGGCTGGTGTAAAGATCNTAC 

AATTAl J I I I AAAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAA 

ACACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTTGGGTCCCCA 

CTGATGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGTTCTCTTGCTTTTTGTTGTG 

CATCTCATCTTATTGTAGGCATTCAAACTGTGGGGCTCAGGCAAGCCTTTCCAGTGTGAT 

CATATTAAATTTTATA 

Sequence 1784 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAAAAACTTGTGGCCATCTCATCTATGCCTG 

CAGGCAACTGAAAAGCAGTGATTTGGACCTTTTTCGAGTTTGGATGGGAGTGTGGACAGG 

GCGGTTAGGGGGCTGGGCCCAGGTCATGTTTCAGTTTCTAAGCCAGGGGTTTTACTGTGG 

AGTAGGACTGTTTACTCGTTTTCTTAANACTGCTGGGTGCTTTTGCTTGCTCCTTGGCTC 

TGGGCCCTCTTTTTGGGCTTTCTACANTTTGGGGAATGNGCGGGTTTTCTNGGGTGGGGG 

AACTAAGGGNTGNACCCGGNTTTNGGCCTTGGNAAGGGGGATAAAGGGCNTTACCCCTTG 

GGCTTCTTTCTTCTTTGGGCCTTGGGMTTCTTCNCAGCCCTTTGCNAANCCGTTTNGCC 

TTTGGAACTTNTTGNCTTGAANAAGGAATTANNCCNAGGGCNCCATTGGGGNCAAGNCGG 

GGCNTGGGTTAAAGGAAAATAANGTTTCAANTTGGGGGGG 

Sequence 1785 

ACTTTAAGAAGTAATGCCCTTGAGTTAGAAAATCATCATTTTAAAATCTCTGATGATATA 

ATGGATTTAGGCAATAATCATCAAAAAACTAAGTTAAGACTACAACCTGTCAACCAAATA 

CCATGTGTAGACCTTGT7TGGATATTGACTTAAGCAAATAACCCTACAAAGACACTTTTA 

CAATCAAGAAAAACTGAATGGGACTGCGCATGGTGGCTCATGCCTATAATCCCAGCACTT 

TGGGAGGCAGGTGAATTGCTTGAGCCCAGAAGTTTGAGACTAGCCTGGGCAACATGGTGA 

GACCCTGTCTCTAATATMTTTAAAAAAAAGAAAAACTGAATGTGAACTGAATATTAGAC 

MTATAMGMTATATTTTGTTGTGmGACAMGAAMTGTGGTGGTGGTTAAMGGM 

TGGAAAATGACTTATCTGNTTATGTCTGGTTTCCCTGGTATTCTATTTGGCCTTTTTGAC 

TGGTGTAGCCGTATGCATATGTTACCTCTTCAAAATATTGATNTACAGCTTAAAAAATGA 

^^[N^^^AAATTTNTGG NCTTTTTTNMTTTTTTNTTACTGN AN AACC NTAAAAG AA 

ATCl I I I f AAATNTNCTTTTAAAAAATGGTGACCACNNGGNATTTTTGGGGATCTnTGC 

TTTTAAAA 

Sequence 1786 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTG 
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- TATTTAAC C ATT AG TAATG TTGTTG AAAAATTTAAG C AAAAAATAC C ATGTAATATATTT 
TMCCAATGCTTGGTGGTTCGTTMTGGCTTTAATATATGGCTAACCTANCTTTATATTA 
ATTTGTTGGTTGTTGGTGTTAAAACATGCATAAAGGACAGCAAGGGTACCCrr 
Sequence 1776 

GGTAC GCGGGTGAGATGG CAAATATTTATTAATC ATCCAACTGTGTATC AGAC ACTAAG A 

ATAAGCTGGGAGGCCATGGCAAGTGAGGTCACCACAGTCCCTGCCACAGTGGAGGTTATG 

GTATACAGGTMGGCAGGGMGAGCACTGCAMGGGTTTGCCCATTGCATCAGTCATTTA 

TTTATGCACATGTTGATTCAMCMTTAATTTCTATGCCAAGCTGTCNTTCAAGGTGCCT 

GGGAGGGAAAATGAAAGCCGTTACCTGCNCCGGGCCGGCNCGCCTCTGAAAAGGGGCCGA 

ATTTCCAAGCACCACTGGGCGGGCCGGTTACTAAGNTGGGAATCCCGNAGCNTCGGGTAA 
CCAAAAGCCTT 

Sequence 1777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGATMTTTTTCTAGTCTAGAGCTGGATGA 

GAACCTGCTCCGTTCTGCTACCTTGTCAAACCCACCTACACCCCTGGCAGGGCAGATCCA 

GGGGCAGTTNTCTGCCCCAGCCAACGTTGGCCTTACTTCTGCCACTCTGATCAGCCAGAG 

TGCACTTGGGGAGAGAGCCTTNCCAGGACAGTTTTCATTGGACTTTCATGACGGGCAAGC 

CATGCCTTTCCAGAGGCCACMTTTCTTGCCCAAGCTTNGCTTGAAGCCAAGGGGCAGNA 

TGACCCTAATTCACCCTTACGNACAG NCAAAATACAAGTCAG TTNGATTC AACTNACAAC 

CTCTCTTNMCCCCNTATGGGGNAAGGCCCMTTTATTGAATTAGGTTGGAGGCCATTAA 

TGGCCCGNTTTTCNCCTTAACCAAGGTGGMCCCATTATTCAACCCTTTTTTCCCCCAAC 

AACAAAACAATTCCGGTAACCCCT 

Sequence 1778 

GGTACACTGAGCCTAGAATATCTTGTGGGGTCAAAAGGTAAGGCAGTGCTCAAAAAACAA 
CAGTAAAATG GCAAAAATACATAG AACCCAACTTG AAGG GCATCCTAATGTAAAATCTAG 
AAAAATCTGAGCACAAAATGTATTATAGTCATGGGTTATAACCAATATAATGAGAATCCA 
AGAGTCCAG ACTG ATTTTTAAAAAATTGCATTTTTTCMTAT^ 

TATAGTAACATTTTAATTGACAAATGTAGAAGTAATGATGGAAGTAGAAAATCACTGTTT 

GGCACACACTGTAGTAATAACTGTTTCAGACAAGAATTATCCACGAATGCTAAAATTAGT 

TTTGGTGAAAGGTNTGATGAGAAACAAGGATTCTTACATAGGGTCCAAAGCATCTNCTGA 

CAAGATACTTATTCATTNCACNGGAAAAAAAAAATAGA 

Sequence 1779 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACTCCTCACCCAGCATCCATAAAAG 

CATGCTGCACCTTTGGCACAGCGCGACTTCCCTGGCCCTCCCCCTGCGGACCAGTGAACC 

TCGCCCGAGGGCTCAATAAAGAAGATTTTTGCCCTCTTTTTCTCACCTCTCAGCCTTATT 

GATCCATGGTGCCCTTCCATTGCCTTTCATTGGTGCCGAAACCCGGGAGGGGACACCTCC 

TAAGCCCCCCCAGAGGCTCAGGGGGACTCCCCTCCTGGTCGGATCAGTCCTCTCCCTCAG 

TCAGGTCAGGCTTCTCCTCCACGGCCATCTGTCCATTTCGTCCGGTTACTTGCTGCCAGG 

TCGCAGTTGCTGCAGCTACTCCAGTCCAATTCGGCCGACGCTAGATCAACTTGAGATGCA 

Sequence 1780 

GCGGCCGAGGNACTCCAGCCTGGCTGACAGAACAAGACCCTGTCTCAAAAACAAAAACAA 

MCAAAGTTTCTTGTTTGTTAATCATCAGCTTGTTGATAGAAAACTCACAGAATTGGAGA 

AA TATTTA CTATTCCmcmCTGCTMTACCACTMTCATTTTCTATGAM 

TCTTTTT1 (GGAACTTATGMTAATGTTAGGAMTGGGAACATTGGATGTTTTTAAATGT 

ATACCATATAANCCTTCCCAAAATTAAATTTATTCANGGGTGATCCCAGGTTAGGTTAGG 

ACCCTGTGGACCCTCTTGAAAGGCCTCCCTGCTTTNCTCAATCCCTTCCCCTTCCTGCNT 

GGNGGAATTTTGGTTGGTCCTTTCCCCCTTCCTGGCTTCCATTTNCCCCCC7TTGGGG 
Sequence 1781 

rTTTTTTTTn I AAACCTTGGAGAATATGTATTTCATCTCCCAGGATGAGAGCCAACCTA 
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CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGAC 

AAGACTCTCTTGATCTGCAAATACNACTTCATCATACCTGANTTGATGTGCAGCNTGCAG 

CCGGGATTCCTCTGAGGCGCTGTCNTATACGCCATCTGCCCTGGGCAANTTTCACNCTTN 

CCTTGGGATGGTCCCNTGGACAANGAAGACAAAGGGAGGAAAGGCNCTTTAGGGATNTTA 

CTTGGGGGGG 

Sequence 1771 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGCGGGAGTTTTAATTTTTCCAAAGTATCAT 

ATGAATGGAATCATGTGATATGTAGCCCATGAATCATGTATATGGGTTTTTCACTTAGTA 

GAGCACATTTAAGATTCATCATTG^ACTATGTGMTCAATAGCTGGTTCCTTTTATCNN 

TCCGCAGCTCCTACTGCACTGAGGAAGCACGTTGTTCTCCATTTCCCTGGGGGGAGACCA 

TTGNATT TGGG CAGTTTGGAACCAAAACACCATGGACTGGGGAAGGCTTTACACAACAGG 

AAAATTTATTTTCTTTGCTGGGTCNTAGAAGGGCTTGGGGNAAAGCCTCAAGGTGCCATG 

GCTGCAATATTTNCATTCTGGAGGG 

Sequence 1772 

GGTACGCGGGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTNCAGGAGCAGCCCCACG 

CCCTGTATGGTCGGTGTCTAGAGCCTNACAGCAACTAAANACCAACCCAGCTCTCAGAAG 

AAGGMTGTCAAAATTGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTNAC 

MTTTGNAAANTGAAATGTGCTGAAGGAGGTGAAATCCATGCATTAATCTTCANCTCACA 

AAAGGGGAAAA TACTTACCA TAAGNAAGCAAAGGACTCACAAGACTCTAAGGACCGGGAC 

ATTAAATTGGGA I I I I I I I I IGCCATTGGCCCTGGGAAAAGGAAANGGGTACCCTGCCCC 

GGGGCGGCCCGCTTCGNAAAGGGGCCGNAATTNCAAGCNACACNTGGCCGGGCCCGTTAN 

CTAGGTNGGANCCCGAGGCTTCCGGTTACCCAMGNCTTTGGGCGNTAAANTCATGGGGT 

ACAATTMGCCCTTGGCNTTCCCTTGTGGGTGGAAAAAATTGGTTTATTTNCCCGNTTCA 

ACAAMNTTTCCCACCAACCAAAACNAATTAACNGGAGNCCCCGGGGAAAGGCCCATTAA 

AAAGTNNNTTAAAAANGCCCCTTGGGGGGGT 

Sequence 1773 

CCCTTTCGAGCGGCCGGCCGGGCAGGTACCTGCCTTGTTCATATCCAACTAATTTrTT^ 

GGCTAATTMGTAATAATAATCAAAACACTTMGGTTTTAAAGGATGAATGACCAGTTGA 

GAGTTACTTCTTATTTGCTCCTAAATCCAATATATTTCCTGATCAGTCAATAACACTTAG 

AACATCTAGTTA TAAT TGGTAATACAATTGTTTAAAAAATGATAATTAAAAGGACTAAGA 

CTATATATGGTCTTTTGAGGGGATAACMTTGAA7TATTTAAACAAAGTATATTAGGATA 

ATAAMCACGAGAAGTCAGTCCAGTGGTTCAATCCATTATTCAGAATTTCATTCTGTTTA 

TAATTMGCAACAGTGACCTTCAGGTTAGTCTTCCTTAGCTGTTAACAACCAGCTGGAGA 
AGCTGAGGGCTA ( I i I I GCA 
Sequence 1774 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNTTTTTGTTNC I rTTTTTTTTI lA AGATGGA 
GTCTNGCTTTGTCCCAGGCTGGANTGCAAGTGGCATGANCTNAGCTCTCTGCAACCTCTG 
CCTNCCGGGTTCAAGCGATTCTCCTGCCTNAGCCTTCTGAGCNAGCTGGGATTACAAGTG 
CCGCGCCACCATGCCTGGCTAATTTTTGTAT7TTTGGTMGANACGGGGGTTATCACANT 
GTATGGCCANGCTGGTNCTTGGAACTNCATGGACCTTGTTTAATCTTGCNCGAACGTTTG 
GCC ATCCCCAA A AATGCC TGGGGATTTACAAGGTGGTGGAGCNCACCCGGGGCCTTGGGN 
CTAG TTTTTTTTAA I I I i I CNTAAAANAMTAAGCCCCACCNCTTTTTAAGTCAAAATNA 
GGAAi I I I I II 1 lAl I M ! I I AAAAAAAA I 1 I 1 1 ! i I AAGCTTTTCCCCAAAGGCTTTTA 

ATGGMGNNGCTTTTCCCCCCTTTTTACNTTTCCCCTTTTTTTAAA^ 
Sequence 1775 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTTTCAGGCCCTCACTGGGTGCCGGAGA 
TCCACTAGAATACAAGATCTGTTTCTGTGTCTTTGAGGGACATGTATCCAGCAATTAGTT 
ACATC AGTCCCT TGTAGATGTCAATTCCAGTGTCACAAATTTCTTGTTTTGCAACGTTGA 
GCAAGI Mill tCAATGTTTCTAAGCCTCAGTTTTTTGCCCTACAAAAATGTGGTAATAA 
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TCCAGGAAGGGGCTGCAAGAGAGACTCANAAGATGTGGCCTGACAATATATAAGCACAAT 

GTCTGACCCTTAAAGAATGACAGGATTTCAACAGGCAGACAGGAGAGGAGGAGGAATTCT 

MGCAAAGGCTTTCACATGTAAACGGTGMTTCTTAGATAAGATCTGTTTTCTATATACC 

AGGAATAGTTTGCTGGCATTTGAGGACCNAGGAGTAAGTTCAAATGAAAACTTTAAAATG 

TTTCCCCAMGTGTTCATATGAAATTTTAAGGATGTGCCTATGGACTGGGAATAATCAAA 

TNACATAAAATANACNTNAGTNACATAANCCATAAAATAATACCA I HUN I CTACTTT 

TAAAATTGGGCCCAGAATATAGCTTGCGGCGNT7TCTTAATTGGATAAAACTTCAGTTCA 

TCACC 

-Sequence 1765 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATACTTGGCCCTCTATAATTCTGGGTGTAATG 

TCAGTTGGGTTCAGGCACATTACCTGCAGCAGCAACAAACACCTTCCTATCAAAGTCTCA 

ATTTCCCACTCTAAMTACCMTATGTCAGTGTTGMGTTAMTTAGGTTTCTAACCCAA 

TGCAGGGAAAAAGAGAATTGATGGCAMGTCCTTGATATTAATTAGGTGAGTAAATGTTG 

AAAATGACATTTTNAACAAATATGAAAAGATAACATGCCGGNCAGGATGTCCANCAAGCC 

AAAGAGAAAGGCTTTCCTGAAAAA 

Sequence. 1766 

NGGCCCGAGGTACNCGGGAATCATTCCTTCNACAACTGCTGCATGTCCCTGTGGGTGAAA 
CAGAACAATCGCTTGCCCTCTCTGCCAGCAGGACTGGGTGGTCCAAANAATCNAGCAAAT 
GAGAGTGGTNNCGAAGGCTTCTTAAGCCGCANGTTTGTTNCANNAAGCCCTGNGTGGAAT 
CCTTGTAAATNACAGTGCCCTTACAAAGGCTTANGAACCAACTACCATGGGGGATGAAAT 
TrCTTTCAMTAAGGGGGCCCGAANTNGGATCNTGTGGGTCCCTTTGGGGGACTTCAATC 
NAAAAAGGCCTTTGGGGTTTTTANGNAAA I MM I GGTCAAAG 1 Mill I ATTNCTTTCA 
NGAAAAANTTTNTTCTTGGG N CMTTTNAMGN AMGAATTAMTTTTTATTTAAA 
Sequence 1767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACAGTTAACCACAAAACAGGCCTCTCTGA 

AAAAGCCATTGCCATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGT 

GTGAGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGATCACTTT 

CACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCACCTGCAAGCTATGGTAT 

ATTTTTGCAGCTGTGTAGAGCTATGTGGCATGAGAATGTGGGACTTATAAATTGCTGATC 

CAATAAATAGACATTATGGGCAACAGTGTCTTATCAGCTAGTGTGTACTAAGGTTTCAGG 

AACAGTTGTTCTGACCTTACTATCCAACGAGGAGTAACTGATTCACTTCTCAGAGGTATA 

TTAACCTMTTTGGACATCACAGAATGCCTGAAAAATAATTCTTCANGTGCATTAAACCA 

GTCCCCTGGATCTATTAAAGTNAGCTTATTCACNCNNNNANAANANNNNGNAAAGTACCT 

CGGGCCCGCGACCACGCTTAAGGGGCGAATTCC 

Sequence 1768 

GGTACAGATGGTGCAGCTTTATAGCTGTCTCCAAATACCAAATGCCAAACTGCTCCTTTG 

ATAAGGCAAGGCGGTGTAAAGGTTTAAATATAGCCTCTTGGTGGAATGTCAGTGAATGAT 

GGATCCCAGTTACAAACACACCAAAATATTCTNTGNTTTAMCATTTTTTACAACCATGG 

TTGTCGAAGGATTCTATTATNCAAGGNAAATTATGCATGGNG 

Sequence 1769 

ACGCGGGTAAGAGAATCAAGCCAGTTAACTGTTTGGTGAGATCAGGTCTGTGGGATCTGA 

GGCTTATACTGGTATTTGGGTCCTAACATTTATTTTCTAATGTAAGTTTTAT^ 

TTCTTTAATAGGGAGAGTTTAATGAGGTATTGGGATTGTTTAAAGGCCTAGTGAATGCCT 

GGTGAGAGTGATCCTTGCTAAGAATCATAAATGAGTAATGCCTTCACTGCACTTCAAGAA 

ATGATGAGCTTGTCAAAACAGANGTGAGGAATTTAGTTTGCATCTTAATGAGCAGATACT 

CTNTTTCTTNAAAAAAAAAAAAAAAAAAGG 

Sequence 1770 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTACACGGCCGGGGGCCATTGAGACTGCC 
ATGGAAGACTTGAAAGGTCACGTAGCTGANACTTCTGGAGAGACCATTCAAGGCTTCTGG 
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NAATNGGTTGAANGGTTAAGAANTTTTTGGGAAAACCCCACCACCCTCCCTTAANTTTCC 

TAnTAATTA 

Sequence 1758 

ACCCTGACCCATGAACACCTGGCCATGACCTTTGACTGCTGTTACTGTCCACCTCCCCCG 

TGCCAGGMGCTATTTCCAAAGMCCTATCGTGATGAAAAATTTATATTGGATTCAGAAA 

AACGCCTATTC CCAT AAAGAAAACCTTCAATTAAATCAGGAGACAGAAGCCATAAAGGAA 

GMCTGTTGTATTTTAAAGCTAATGGTGGAGGGGCTTTGGTGGAAAACACAACCACTGGG 

ATTAGCCGAGACACACAGACGTTGAAGAGGCTTGCAGAAGAGACTGGCGTCCATATCATA 

TCTGGAGCCGGGTTTTATG 

Sequence 1759 

CCCTTAGCGTGGGCGCGGCCGAGGTACCCCCCCCTTTTTTTCAGATCAGAACACTGAGGC 

T CAGG GAGGCAAATTAAAC7TCTCAAATGGAGCCAAAATCGGAACNAGCATGAGTTCTGG 

ATTTTATGCTNCACACAmATAMCTAGGAAATTTCACCCTTGMTGGGAATTTCTC 

TTGAAATGTTGGAAGGTCTCAACCCCTGTGTTGAGTTCTCACTGGGCAGGAGCTGAGTCG 

AGGCTGCTCTGCATCCTCTCCTGTCTCCTCTTGACTTGCTCCACTCACTCTACTGAGCCT 
GGG 

Sequence 1760 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCGGAGGGGGCAGAAACTGACATCATGGAGT 

GTCAGGCACGGTGCTGGTGCTATGCATACACTCAACAAGGGCCTGGGTAATGCAACATGG 

AGMGGGAAAACTGGGGGGCAGMCMTTTTGTCGTCTGAAAGCCTTTCACAGAGAGGCC 

CTGAACCCATAGCTCTCCTTCTCTGAGGACAGAAAAGGAGGAAGTGTGTCTGTCCTGCAN 

TATGTGGGATGGATAGATGGATGCGAAATTAAGCACTGAAGTGGGTTGCTTGGAGAGGCA 

ATGACTGCCCCCTGCCCTCACCTGAAAATCCTTAAAGACANAAGGGATCATCCGCCCANG 

AAGCTGAGGCTGCAGGATAAGCTGGCCTTTTCCTGAACAGTGACAGTTGGAGCGTTCACC 

CTCACTGNNCTTGTCAGAGTTACAGGCCAAGAAAGGAGAA 

Sequence 1761 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCAGATCACAGGGGCTGAAAGAGAACTCT 

GCTCAAGGATCTGTCAAAGGTGAGAAGGAAAAAACACTTTTGATGATCAAGAAGGATCCA 

AAMGGAGCAACTATGCAGATGAGAGCATTTCCATTAGTCTTAAAAAAAAAAAGACCTAC 

TATATATTGATAAATTACTTACTAATTCTAAATTAATCAGGATACATTTACTATATGCTC 

TGTGCTGGGTGCTAGAGGGTCAGGTTAGATAGAGATGCAAAGATGACAATAATAAAAATG 

TTAGTGATGATTATAGGTAAGAGGAAAACAAAGAAGAGAATAATGGAGGAGGCTTAGTAG 
GAGC 

Sequence 1762 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGGGG 

GTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCT 

GTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGA 

ATGTCAAMTGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTTCACAAT^ 

AAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTNAGCTCACAAAGGAAATT 

ACTACATAAGAAGCAAGACCACAGACTCAANACGGACANTAAATTGGGA ) MINI I NCC 

CATGGGCCTGGGAAAAGAA 

Sequence 1763 

CCCTTAGCGTGGNCGCGGCCGATGTACAAGAATCAAGAACAGCTGGGAATGAACAGCGGC 

AAT ATC ACT AG AAAG G AG GG G AC AC AT AG GG AG GC AATGMT AAGTTC ATTT AAAATT AA 

AAAAAAAAMTTTGTTGNG11TTAAAAGGAAAGCGAAGTGGANAGAGAMCACACCACTN 

ACAACAACAACAACMCAACAAAAGCACAGMTNGGATTNGGAGATTTGCCTGAGACANT 

GAGTGTAGTTTAATTTCATCAAGCTCCAGTGTNCTGAAATGA 

Sequence 1764 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAAGGTGCAGTCTCTGCCTTAGAGTTGNAA 
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TTTTACAGGGTAAGAATTGTTTTAATTATGTGGCAGCTTTTCTCCAAACATGAAGAGAAA 
CATTAGAAATACGTTTMTAAAATTCTCTATTATTTTGNTTTCTTTCAGTT 
TTCTCGACTTATTGA 
Sequence 1753 

GGTACCAAMCTTGTCCGAAAATTATAGCTAAAGTTTTCTCACTTTTCCTGTCTTTCTC^ 

CTACTGGGMGGCATTAGGAATGGMTTATCTGAGCATGCAGMTTGTGTTTTATTTGCA 

ATAGGTGAGTATTAACAAAAATGCATAGGTGTGCATCTATAAAATTTATCATATACACTC 

AGTATAGACAAATACTTATGAAACATTAGAAAATCAGCTGAATACCTTGTTAATACACAG 

TATCATTCAGCATAATTGAGTTTCTAAATT7TAATAAGTTCTCAGGCGATGCTGATACCA 

GTGGT 

Sequence 1 754 

GGTACAGAGMCAGGGTGGGTGGMGATCGCTGAGAGGGAAGAAGACATTTTGGCTGCTC 

AGGAGCAGCAGCAAAGGGAAGAGGACCAACTGCTTCCAGGAAAAAGTGAGCGAGGCACAA 

TTTATATATGCTGATTAMGTTATGAACTGTATAATTAAGTCTTCTTAAGAGATAAGATG 

CAAGTCAGCAGTGAGATAGGCACACATAACACACAGAGGGGATTTAGAAAGAATTCCAGG 

CTACCACTTAGAATTGTATTTCTCTCTCTCCATTTTCTCTCTTTCTCAGTCCTTACCTM 

CCGTTCATCTCTTCCACATACACCGCGGCAGAACAAGACATGGCCCAGAGATATAAATGG 

ACAGTGCCCAATTAGCAGAGTACCTGCCCGGGCGGCCCGCTCGAAAGGGCGAAT 

Sequence 1755 

GGCCGAGGTACTATAGGTTAAATTATGC I MM I GGATCCTTTGCAAAGCAAAAGCCTGA 

TCTGACATGGTTGACTTAAAAACTTGGTGCAGGTTGTTTCAGCAATGTGGATGGAGAAGC 

ATATAGGAGTTTATTACTGATTACCTGGATGTGGAGAAGTGACAGCTATATGTGCTTTAC 

AGGAAAGATGGCGTGGGTTTTATTTATACACAGCCTTGCCTAGAAAGGGTAAGAGATGGT 

TTGTAGGGACACATAAAAAATAAGGTCATGTAAATCAGAAGTAGGTGGGAATGTCTACAG 

TAATTCTCTTCATTTTAAAATTTTTAGGTAAGT^ 

TGCTTGCCATATTGCTTGCCATTATTACAAGAGGGGAATGTTAATAGTTTATCGTATT^ 
ATAAAGTATTTCTTGAMTATATTTCCAGGTAAATTAGTmMGTATTMTCA 
TTTGGGGAAC 
Sequence 1756 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCATGGTGAGCAGGTGTTCTGAGGGAAGAC 

AMGGAAAAGCAGAGGGAGTGTTGACAATTCTGAGCTTCCATATGGCAGACATTCGGGGC 

CTGTTGGCATGGTCCTCAGAGCAGCAACAACAGCATCAATTGAGGTTCATTAAAATGCAG 

AATCGCAGGTTCATGTGGACCTACTGAATCAGAACCTGCATTCTAACAACAGTTTTCAGT 

GGTTCTTCCGCACATTAAAGTTTGAAAAGCACTGGTCTGGAGGAGGAGGCTCTACAAAAG 

GGTTGGGTATTGAGGAGCCGAAAAGACAACCTGGAACTGAGATTCCCAGGGATGACCTGA 

AAACAAGCATTTCAAAAGCTCAGAAMGCAAGATTTTMCTACTCTCATTTTATAT^ 

GCAACTACATGTTCAAGATTTTACAAAATAGTCTCAGTTTTCAAACACTCTGTTTCCCTT 

TTGCAGATCATGGTATTATGGATGGNCTTGGGGCCACAAGGATAGACCCATGGGTATTTG 

GG AATG AGTATG C AGAGGGGTAAG AATACTGG AAAATTTGTT ATTATTGTGGGGTAT NGG 

NGACCGGGCTTAGTTTANCATGAMGGACCTGCTTGANTTGTTTTGGGGGTTGGTCCCGG 

CTTGATCCNTNTTGAACCACCTGAAAAAAATT 

Sequence 1757 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGTGTCCCCAAACCACCAAATTCTGAATG 

CCCTGAGCTGGCTGAATGTAGACCAAAGACTGGGTGGCTGACCATTGGGAAGGCACTCGA 

CACTGTGGACAGGTTAAACGGTTGATCCCCAGCTGTTCTGAATAAATGTCCACATGGGTT 

GATTGTAGAGCTMGTGAAGCAACTCCAGTGGAMGGCCACCTTTTGAAACTACTGAAGC 

CACAGAAGGTGTCGAAGATGAAGTTGGTGTAGTAGAGGAGGCTGCTGAGGATGGTAACCG 

TTCTCCAGACTCCATATTGTGATCAATGTGGTCAATCTTGTGACATCACTTGTTGGGAAA 

CCTTTACTCTCGAACTGAGAAGTTGCGGGGAGAATGAANAl Mil I GCCCTTTTTCCCCA 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTAGCCTGGGCGACAGAACGAGACTCTGTC 
TCCAAAAACAAACAAACAAAACACAGAMTACTGGGAATAAMGTATTTTTGAA^ 
AGATCCTCTTTTATTAAGAAAGAGGCAGACATCTCACACTTAGGAAAATCTCAACCCTTA 
AAGAGAGAMTGAAATAGAAATTTTACAAATCAA 

ACAGA t f I i i ATCAAAGAAATTAAMTTTCAG A7TTAACGTGGAAAATATCTGAAAAATG 
TTGTGATTATGAATAAG C CTTATGAC ATTTCTGCATCACTTCCTGACTTATAGAC CTATT 
TCTCTAAATTGATATTCATTCTACACCAATGAACCACTAAAGGCCTTGGTCATCAAGATT 
CCAG AGGGGGATTTCTATTCATATTTTGCTATGAATCACCAAACTGNATGAAAAGGTAGT 
TTTTCCATTTCTGNAAATATAAGTTTAATAAAAATACACCCCNGGTTAACACNCCCGGGC 
CCAAT GNCTTA GTCAAATTACCMCCTTTAGCCATGTTT7TCCTATCCCAAAAAATTCAT 
TTTGGt MM iGGGGGACAGNGGGNGGAATGNAAAACCATTTAATTTACCTTAATTTTTC 
ATTT 

Sequence 1749 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTAMTAATATGTGAATTACAGAATTATTTA 
TCTCAAAATAAATTTAAAAATAGGTAACACTAAACAAATATC 

GTTTGTAGAATATAGTAAAAGTAATGATTAGTGAGAAATGTATAGCATTAAGTGCATATA 

TTCGAAAATATTAAAGACGTAAAATCAAGTGTTCAGCAACTAGAGAAAAAAGACCAAGTT 

AAACATAAAACAAGGAGAATAAAATAAATAATAAAAGGGGAGAAAATCATTGAAATGGAA 

AATTGGAAMCAATTTAAAMTCAACAAAACTMCATTGTATTCTTTGAAAAGATCTGAA 

AATTTCTAATCCTCAATCCAAGCCAGTCCAGCCACAAACAAAATAGAGAAGACAAAAATT 

TATNAAACCAGAAATAAAAGAAAAAAAGAGTAGTCATTACTTTCTATATCATGTATATTA 

AAAGGATTATAAGAAGTACCTGCCCGGGGCGGCCGCTCGAA 

Sequence 1750 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGCATGCAGGCCGCAGCCTGGGCCCCTGC 

CAGGCAAGATGTAG GGTGT GAGGTTGTGCTCTGCCCCATTCACTCTGGAACAGCTCCGCC 

CTTGAGTCCAGGATATTTTCTCAGTGCCTCCACGCATTTGACCATCCAGAAAACATCCCA 

ACTCAGTGTGCCTCGGCCACCATAAATCAGCCAACCACACATGCTGCCCTCAATGCTTCT 

GAATATCAAGGGAAAG GATCTGC CTCATCCTGCCCTGCTCCTGAGGCTTGCGCATTGACG 

TTTGAGTTATGTCATTATTTTTTTAAGTGATAGAAATCTAGTCAATGATTTGTAGC^ 

ACCACTGTGCAACGTATGCCAAAAAACTCTGTCTATCCTTACAGAAGGAGGGAGAAACCT 

AGCAAATTAGTC TG AC JTCCTTG ACACAATTCTGTG ATGGGCC AGTATTAGGTAAGG CTA 

AAATCAGGTGCTGTGATTAAAAGATTATGACAATGTGAAAAAGTCAGTCATTACATAAAT 

TAGAAAATGTTTTCAAG 

Sequence 1751 

CGCGGCCGAGGTACAGTGCACACACACACACAAGCTCATGCATCCATACGCACAAGGTGC 

TGGTAAGCATGGCTGCTCAGCTCAGGATTCTCAGATCCAGCAGTGCAGAAAGTCCTCAGC 

TTTGTCTGTATACATGTCCACCAAGACAGGCTTGCAATTTGTATTmAACCACf 

GGGTCTAGGAGCCAATAGAAACCACAGAACTAAAATTACCAGGTTCAAATTGCTGGACAA 

ACTTTAGACAAGGATGAATAGAAAATGAATGGTAGACAAAACAGAAGCTAATGCTAAGAT 

GCAATTTTATAGCTGGATGATCTCTAGTTTCTTTTTATMCTTGCATGA 

ATGTTCCCAGAAAGAAGGCTCCAAAGAACTTAGGAGATTCTACCCAGGGAAAACAGAATG 

CNAGCAGCTCGGGCTGTTTGAATATGCTAGACTGTCTTNCAGACCAGTTTANGTTAGAGG 

ACAGAAAAATGAGAAGACAGGGCCTGTACCTGCCCCGGGCCGGGCCGCTCGAAAAGGGG 
Sequence 1752 

GAGCGGCCGCCCGGGCAGGTAC l I I M I 1 1 I I C M M t M M M M II I I GGATTTTTAG 
TAGAGACTAGGTTTTACCGTGTTAGCCAGGATGGTCTGGATTTCCTGACCTCGTGATCCG 
TCCGCCTCGGCATCCCAAAGTGTTGGGATTACAGGCGTGAGCCACGGAGCTCGGCCATAG 
GCCTGTTTCTTATTCTATATTCCTGTTAATGTAAACCTCCTGAGATTGGAAGACAATCAG 
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TATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAA 
TGTCAAAATGTCATGTTCMTTTTACATTCAGTC 

ATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACT 

ACATAAGAAGCAA 

Sequence 1741 

CCCTTAGCGGCCGCCCGGGCAGGTACTAAAATGTGGAGCTCACAAACAATTTAGAGCCGG 

TCTGGTGGACTTGTGGTCCGAAGACCTGGGTTGTGCCCTGGCCTGGCTTCCCTCTGGCTG 

TGGAGCCACAGGCCTGTAACTTAAGCTTCACTCGGCTCCATTTGGGCAGTCAGGGCCGTG 

AGACCCCCTTTGCMGGTGGTTGTGACTGCGGCGTGAGAGAATGTACATGAAGGTGCTTT 

TCGCAGTATACAATGCACTTGTTAGCAGTGCTTGGCCTTTTCAGTGTAACTAA 

Sequence 1742 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACATTCAGAGGTGAGTCCAGAGCGGGT 
AAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGT 
ATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAAT 
GTCAAAATGTCATGTTCMTTTTACATTCAGTGCCT^ 

TGAAATGTGCTGAAGGAGGTGAATCCATGCACTAATCTTCAGCTCACAAAGGAAATA 
Sequence 1743 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTAACAAATCAACCAGGTCCTGTTG 

AGCTCTGGGTTTATTGATAAACTGGAAGAAAGCAGAAGGGAAAAGACAAAGAAAGTAAAA 

TATGGGGTTAATCAGGTGAACTAAGCAGGTGTGAAAGTGGAAGGGAAAGTAGATTATGAT 

GGAGTTATGGATCTAAAGGAAAGTTGGGACAAGAAATGTGTCAGATCTGGTCTAGGGGAC 

CAATACTAAGGAGAGAGGTTTAGAACATGAGGATAGGAGGCTGGGAACACAATTGTGATA 

CTTAAATTAGAAAATGGAAA 

Sequence 1744 

CCCTT TCGA GCGGCCGCCCGGGCAGGTACGCGGGTCAGTCAGTGGTTCATTGCTGACGAA 

GTCACTTTTAAGTCATGTTTTAGAAGAACTACCAAGTGTGGCAGGTCAGGCATGTGGCAG 

GACTGTTTCTGAGCACAGATGAATGGATGAGCACCTGGCCCCACTGTGCCCAGTTGGTCT 

AGC TTCCCA CTTGGCCACCTACGGTCTGCTGTGTGGACCTTGTCTGGCAGTCTCCTTTAA 

TTTATTTTTTATTATTTTTTTC 

Sequence 1745 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGGGGGT 

AAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGT 

ATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAAT 

GTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTGAAA 

TGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTA 

CATAAGAAGCAAGACCAC 

Sequence 1746 

CCCT TTCGAGCGGCCGCCCGGGCAGGTACGTTATTTATTCCTTATTTCAAAAAAAAATAC 

TTTTGTGAACAGGTGAGAAAAGGAAAAAAAAGAGAAGGAAGGGAATATCCTAAGGAATAG 

AGGCCACAATTAGAAGAATGATAGAAAGAATATGCAGGTTACTAGTCAAACAATTAGAGA 

ATATTTACCAGGAATAAATGGTGTGTGAATCAACTTCTTAGAATTCTAGACTAGTGATAT 

TAMTTAMGAAMCTCTMGTAAACCCACATATCCTTTGTTGTGCTGGGCAATAATGAT 

ACGTGTGTTTAAATT 

Sequence 1747 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCGTMTTTAAATAGGCTMGTTTAA 

AGGATTATGATGCTGTGATAGAACAATATAMTATGTTTAGAGAATCTAAACTATTCTAG 

GGCTGAGGGCGAGTAGCCAAAGTAGGACAAAGTTGGAAGAGAGTCCCCCTCTGGTGTTCA 

GACTTTATTGGAGAAGTTGTGGCTGCACGACACTGGATGATGTGGAAGTTTGCTGGCGTG 

CCTCGGGCCAGAGCTGGTTTAGAATTGTCTGATAAACAGGAAACGGTCCTCTGGGA 
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AANAAAAAAACTTTGl I I I I I I I I I AAAAAACNAANGTTGGNAAAAAAAAATTT 
Sequence 1733 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTAAATCTCTCAGCTAAGTTAAGCTATAAAT 

TTGATTAGGNNGACTTGGGCAMTGCACCATAAAGTCCTTTCCAGAGAAGGAGTTCACTT 

TTCATAGG TTN TACTTGAAGGAATTGTCCMGAAGGTTTACTGTATAAAGGAAATTGAAC 

A CAGM GGMTGAAAAGTAAAAATTAMCCTAAMTTTGCAGMGAAAACACTACAGAAA 

ATTITTGTGACCTGGGGmGGCAMGATTTCTTAAATATGACACCAGAAGCACAGTCTA 

TAATGAACGTATTAGTTTATTGGGTT 

Sequence 1734 

CCC TTAGC GTGGTCGCGGCCGAGGTACAGGTAAGGGGGAAGTTCCAAAGCTGTTAGTCAC 

CTTGTTTTCATGCTGATCACCCAACCAGATCTAATGTTTGATGTTCTAAGAACTTTAATG 

TTTTGGAGGAMTATC TTGTG GCCTTCAAAAAATCATTCTGTGAAATAGTTGTTTCTACC 

TACATTCGTCTCATTAATTTTTCTACATACAGCAGAATTCTGCATATATTAGAGGTAACT 

CANTCAGGGTGTCATGGANGAAGGTGACCCATGGTTCACCATCTTGCCNATNNAAAAACC 

AATANGAAGTCATCTAACCATCATTCGGAGGGATTGAGGTCTTGTCATAGGGGAGAACCA 
A 

Sequence 1735 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGTGACTTATTGCACTTGAAAAGTCACACACG 

ATGAACATTCTGGCMGAGCTGCAGTGCTTTGCAGGGACACAGCAGTGTTTTGTTTTCTG 

CTGGCAATGGACAAGCATTCGGTGAGAACCAAGGTGCAGGGTGTTAGGGAGACAGACCCA 

NGGTCTGGAGGCATAGAGCTTCCATGACAGACTAGGAAGGGAAATGGTGAGAGTCACACA 

TAAATAAGGACAAGTTCACCAACAACAAGATCATTATGGTGAGACACAATCCAAAAACAA 

GTAAGACNAATTCACAAAATAAAA 

Sequence 1736 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCTCGCGGCCACGTGACCGACGCCAAC 

ATGGCGGCGCCCAGTGGCGTCCACCTGCTCGTCCGCAGAGGTTCTCATAGAATTTTCTCT 

TCACCA CTCWCATATCTACTTAGACMGCAGTCMGCAGTCMCAMGMNAMTTTC 

mm fCGGAGACAMGAGATATTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCA 

GCTCATCCGGTTCCTAAGCACATAAAGA 

Sequence 1737 

AGCGGNCGGCCGGGCAGGTACNGGGAAAAGTGATGACAGCGTGACTATGTAGAGTTATAT 

AAACTATGTAAAAAGTCNTAAAAATGTGAGNGGAGTGAATTTGTCACCTCGATTTTCTTT 

TCCCTTAACCACTCTACTTTCCTTCTCTCTCCATCTGTAATGCTATGCAGTAACTTCAG 
Sequence 1 738 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAGAGCCAGAAGGCTGTTGGTGAGATGGAG 

CAGTCACTGAGCGGGTCACCAGGAGMCTTACTTTATGAGATCTGCTGCTAATTTCTGAC 

TTTGGGCAAGTCACCTCACCAGTCTGGGGCTAAGATTCACTCCTCATCAGTAAAATGAAT 

ACTTTGGATGAGACGGGAGGTTTTCCCATTCTGATGCTAGGATCTTGTTCATGAGTTAAT 

GAAGACAGTTGAGGAAGGTMGGAGCTATTTCTACTTGATTAGTGAGGCTTCAGTCTATT 

TCAACATTTCAAAGTTTTTCATGATAATT 

Sequence 1739 

CCCTTAGCGTGGTCGCGGCCGAGGTAC \ I ( I I M I I I I I I It M I M I I t M IGTTTTTT 
TATNGA AAAA TTNTAANGTNGTTNATTNANNANCTANATTTNNGAANNATNTTTTTAATA 

TNTCNATTTTNTNNATTTTGCTMTNTTMNATGGGATTNAACTANNAAAGCATAAATAT 
NTNN^AAAAAANATN 

^ TTTT AAAAAAA TTTG C T AC C AAAAAA NTTT AAAATC AAAA N AC AT AT ATTT AAAAA 
Sequence 1740 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACACATTCAGAGGTGAGCCCAGAGCGGG 
TAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 
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GAATGTCAAAATGTCATGTTCM 

GAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAAT 
ACTACATAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGA1 MUM 1 GCCATG 
GCCTGGAAA 
Sequence 1728 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGMCACAAGAGCAAACAACCAGGGGTTTT 

GAAACTAAAAGTTAAAGCAAAGTMTCCCTGCTCMTTTCTGTCCTTTTTCCACTMGTT 

ACATGCCTCCCAAACAATCCATAAATAATCTATCAAAGGAATCAAAGATAATGTTGAAGT 

ATTACCTGTGGCACTTAAGAAGCTGCTAGAAAATTTGATCTTTCAGAGAATGCTGGTGAG 

AATAAGTAAATGCTAGAGMGGTCTCMGTTGTMGACTTCATGATTTCAAATACACAAA 

TACAAAGAATAAAAAATGGTAAATTTTTTCAA^ 

TTTAATATGAAGCA I Mil iGGTCAMGAAMCATTTTCTCCAATTACAGTATCTTTTAA 

AAAGACNGAGTGAAAAACAAAAAAG 

Sequence 1729 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAACTGCGGTTTCCTGGCGCGCTCAGAC 
GTCTGATGCTTTGCTTGCCTTTGTAMGTCAGGTATC 

AATTAACGGTTAATTGGTTTCACAGAGCAGTATTGCAGTTCTTTTGTGAGGATGCAGAAA 
CTTGTGTAAATTAGCTTTTACCTGTAAATCTGTCGGGATGTTGAGTATAGAACAACAAAT 
AAGGTGTATGGCACTGCTTTTACAA 
Sequence 1730 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAATACACCATCCTGGTGGATCTGGCGC 

AAGGGAACTCCACACAGAAAAACACTGCCCTCACGTTATGAAAGGATTCAACATTATTCT 

CTCTTTTGAAAGATAATTGGCTTCAAAGAATAATTGAMGTTAGAAACTTGGGTC 

CAGAACCAGGTAATATCTCTACTACTCTTTTGGGAATTAGTCTTGAACTGCAGCCACTGT 

GAAAGCTTCTGGTGTTATTTAAATTMTTCTTGTATTGTTATTAAACTTT 

TTGT TTATCTC CTCAA CTANGGTTTGTGTTCCTGAGNAGGCMGAACTATGCTTATATAT 

TTTTANAAAATATTTTCCACCATTATTTTAGC^ 

CAATAMCATACTGGTGAATTTTGGNTAAAAAMGCCANGCCNTNAAATTTGCTTTTTAA 
AAA 

Sequence 1731 

CCCTTAGCGTGGTCGCGGCCGAGGACAACTGACATCTCATCACTGAAGTGTTATGAATTG 

ATCAGCTTGGATATACACTTAGGTCATAATACTAMTATGAATATTCGTTTTTTTCCATA 

ACCATAGGGTGTAATCATATGCCTATGATTCTGTATCCTCTACTTTATCCATCTGAATGC 

TTCTCGATCCACTCATGCAAGATGTGTAAAACTCATCATGGAAATAATCTATACTAAGCT 

T TCAATAT HTGACATA 

CTTTTn i ATATTGCTA AGTCAC CACAATATTTATCTTAAAAAGCAATCTTATTATTCAA 
GTATAAAATTTCAAGTA I I 1 1 I ICAGGATCCCTACAATTCGCCTGGTTTTGGGTGGATCA 
TTTAGTCTTATAAATAAATTTTTTNGGGGAATGGGCAATTTT 
Sequence 1732 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACTCTTTCTTGAAGTCCAAAGGAGAAT 

CCTCAAAGAATCTCTGAAGAAAATTTGACTCCACTGATTACCATCTGTTGGTGACACTCT 

GCTTCAATTATTCTTTGTTCTGAACTCCAAGGACTGTTTTAAGTTCTACAATGTCTGGCA 

GATTGAGGAACAAAGATAAGGGAGAACAAGCAGAAACTGGTCAGAGGGCAAATCCAGACA 

GAACCTTTGACTTGGTGTTGAAAGTGAAATGTCATGCCTCTGAAAATGAAGATCCTGTGG 

TATT GTGG AAATTCCCAGAGGACTTTGGAGACCAGGAAATACTACAGAGTGTGCCAAAGT 

TCTGTTTTCCCTTTGACGTTGAAAGGGTGTCTCANAATCAAGTTGGACAGCACTTTACCT 

TTGTACTTGACAGACATTGAAAGTAAACAGAGATTTGGATTTTTGCAAACTGACGTCAGG 

GANGCCCAAmGGTTTATGCATNCTTAAGGTGANTATmGTAGTAAAAAAAAATTNAG 

ATGCNAAAATANGGTAACTATNNTTCTCTAATTGGACCTTTGGTATGCCTTGGGGATTGA 
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CGCCGGTGATCACCGTGGGCGCCGGGTCCCATGACGGGCAATCCACCGGC 

GGCACCCGGGCGCTGTATGACGGCGTGGCCAATTATGTGCCGTATGACTT 

TTACACCGGACTCCGGCATTTAACGCTCCTGGCCATTAACCGGACCAATC 

AACGTGGCGCCAGCACCGGCCGTGCGCAAAACGTGGATATTTACGGCCCG 

GCCGTGGGCAAGGCGGGACTGGCGGCGGGTACCCATACCGATTACGGGTC 

CGGCAACTGGCTTTTAATGCCTTGAAACGGCCTTGTGGGCGGGCTGGCGG 

TCATTACGGGTTGGGAATGCCTTGTC 

>Sequence 3010 

AGGTACTCTAAACTCAGATGGCTTATGACTAGAAAAGGTCACACCTTTTA 

AAGACGCAGCTGCGTTCCCTCAGCTGTCAGGCTTGCTATTCGCAAACTCT 

GTTACAAGACACCATCTTAGAAGAATGTTCTGAAAAAGCAAGATGCAATC 

AAACAAATATGTCGCCATAAATAGGAAGAAAAGTCTTAGTTGAAATCTGA 

TTTCTTGGGAAACATTTTAAAATGTATTTCTTTCAAAAATAAAAATATAA 

CAAAACAAGAAAAGAACTACCTTCGAAATAAATATACTCGGAAATTGCAG 

ACTTGATTTAGATTTCTTCCTAGGAAAGAAAAACGTTTAAACCAGAATCA 

TAGACACCTATAGCTGGAAGTGCCCCTACAACTATTGAGCGCAGGTGAAG 

AAACTGAAGCCAAAAAGGTGAAGTCACTGGCTAGAATCTGCACAGCAGAC 

GTGGAGGCCAGGATGAGATCCTCGCCCAGTGCTCTCTTGGTTACCATGCT 

ACCTGTCCTGTACCTGCCCG 

>Sequence 3011 

CCGGCAGGTACCAGTTTTATCACCTAAATGCCGCAGGAATAATTATATCA 
TTTACTATAGATTACTGGGCTTTTTGTTC^ 

CTGCAAATATAAAAGATTGTGTTACATAATTCTTTAGGTTAAACATGAAA 

TGATGGAAGAAGACTTCAACTTCCAGGAGAGATTTATTAGCTAGTGGATA 

CTCAGTGCTCCCACCAAAACCACTAGAAAAAAATGTATTTAAAACAAATA 

AATCAACTAGTTCAAGGAAATAGAGAGCTGAAAAGGCAAAGAGACCTTGA 

CGAAGTAAGACTCCAGATAAGGCAACACTTAGTGAGGTGAACTGACTNTT 

AAAGACTTTATCCTTGGATGCATTTCATAATTCTGGGCATGTTTTANGCA 

GAATAACAGTATTTAAATCCTGTAAAAAGGAATTCAGTTTGCAGATGCAA 

AATAAGGTTGTAAATCAACTGGCCTTGAGAAAAGGTGGGCAACAATCCTT 

TTAACCTGAAGTCTTAAAAGCCAGACAGCCTATCTTAGATATTAGTCACA 

AGGG GACCG GAAAATTGCAAGGGAGAGTCCAAAAAAGGTTGCCAAGGTTG 

CTTGG l I 1 i i GAAA AATCCAGGCA AGTACCTTGGCCGGT 

>Sequence 3012 

CCGGGCAGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAAT 

TGTTAAGCATTCGGCCACACATGTTTCTTCAGCTCCCCCACCTCCTCCCT 

ATCCTCCCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATT 

CTGTATATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCA 

TGCAAACCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCC 

CCTCTGCAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTAG 

CTACTATCACCTATTGTGAACCTTGCATATATGGATTCATAGAACATGTG 

TA i i i IT! GGGTTTGGCTAC ATTTGTCTAACATTTCCGC ATACCT 

>Sequence3013 

CCGGGCAGGTACTTTATTTTTI 111111111 11' I'l T TGGG AGTCTTTAAG 

ATTATCTCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCA 

CTTTGGGAGGCCAAAGCGGGAGGCCAACACTGGGCTACCCAAGAGTTGAC 

CAAAGGTGATATTAATACATATGCTTACTTATTACCTTGTTCGCACAGTT 

CTAGTGTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAA 

CTCTCTCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATCA 

TAAAGCCAACAAGCAAATATGATGTACCT 

>Sequence 3014 

ATCGATCTATACTATTGGCGAATGGCAGCTCCACCGTGGTGGCGGCCGAG 
GTACGCGGGTCCTCCAGCCCCTCATGGGAGCCGGACTCCCTGAGACTCAA 
GAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGGAA 
CACCCCCCCCTTCTCCCAACCACAGAAGATAATGCCAGGGACCACCAACA 
TGGGCATGGNGCTGTGATGCCAATCTTAAGGGAAAACACAAGTAAAATTG 
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GCTCCAGGACTGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGACTNTGAG 

GCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCG 

CAGGTTTCAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGCAGGGCT 

CACGGTGAAGCCCTCTGGAAAGCCCCGGAGGAAAGTCAAACCTCCGATAT 

TTCTCCCTCGAGTGGCTGGGAAACTTGGGCAGAGACCAGAGGACCCAAAT 

GCAGACCCTTCAAGTGAAGCCAAAGCAATGGCTGTGCCCTATCTTCTGAG 

AAGAAAAGTCAATAATTCCCTTGAAAGTCAAGGGTAAGATGATGATTCTT 

TTGATCGGAAATCAGTGTACCTTGCCC 

>Sequence 3015 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 

GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 

AGGCATTAAACAAATTCATTTAGAATCTCAAGAAAGAAATATCTAACAGT 

ATAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGCTT 

CACCCGCATTAGCTAATCTTGTGCAGTGAGGAGGTGCAATTCCCTCTAGT 

CTCCCGCGTACCTGCCCG 

>Sequence3016 

CCGGGCAGGTACACAGATCCCAGTTATCAACATAGCCAGATGGCTGGTGG 

TAGAAGCAACCCTGTCCCTGTAGCACCTCTCTGTGTCCTGCTCAAAAGCA 

TTAAAAGATCATTCTTAGATAAGAACAGAGACAAAGGATATGTCTTTAAC 

ACTTTACAGTCTATAAAGTTTTTCCACAGCCACTGTCTCACTGAATCAAC 

CCCTAAGAGACAGAAATGAAAATCGCTGTTTTTACAAACTGAGAAATTAC 

GGGCCTTTGAAGTGTTTCACAGCCTTCACAGCCCGCTGGTAAGAAGCAGN 

AGATCAGGCCTTGGACCTGGGTCTTGTGATTCCAAAGCCCATGATCCTTC 

GGATTCATCAAGGCTCCACTCCAAGTGCCTACTGGGACTGCCTT 

>Sequence3017 

ACGTACGCGGGGAGAACACCAGGTGCTGTTCTCAACAACGTCCGGCGCTT 

GACCAGTGCATTGAGAAGGTTGGTCCCCAATAACATCTATCTCAAGACCA 

CTTTCCACAGCCTTTTAATCTCCCACTCCCAGTCCTCTCTCTTTGTTCTC 

TTTCCACTCTGACGAATTAAATTTAGCCCTTATTCTTTTTCTTGCTTTAG 

AAAAGTTCCTCGAAGTTTAGACGTGTAGAATGTTAGTGTCCTCAGCATAT 

CTCGCCCAAATCCCTCCTTTTATAGGTGCAGAGACTGAGGCCCACAGAGG 

TTAAATGCCAGGCTCAAGGTGGACTGGGCCCCGGGTTTTTAAAAATAATG 

GATCCCCCCGGGGCTTCAGAAAATTCGGTTTAAAAGCTTTTTCCACCCCC 

GCA 

>Sequence 3018 

AGAAAGTGGCGCAGCAATGGAAAGTGTCGCGCGAACAGCAGGACGCGTTC 

TCCGTTGAATCGCACCGCCGCGCCATCGCCGCGCAGCAAGCCGGTTTCTT 

CAAGGCCGAAACGACGCCCGTCGAAATCATCACGCGTACGCCGAACCTGG 

CCACAGGCCAGGTGGACGTATCGCGCCGCACCGTCGACACCGACGAAGGC 

GCGCGCGCCGATTCGACGCTGGAGTCGCTGGGCAAACTGAAACCCGTGTT 

TGCCGCCAAGGGCACCGTCACGGCCGCCAACAGCTCGCAGATGTCCGACG 

GCGCCGGTGCGCTGCTGATCGTCAGCGAAAAAATCCTGCGCGAACATAAC 

CTGACTCCGCTGGCGAAATTCTCCTCGTTCGCCGTGCGCGGCGG 

>Sequence 3019 

AGGTACGCGGGTGACTGAAAAGGGCACAGGAGAACTTTCTGAAATAATAA 

AAATGTCCTATATCTTGTTTTGCATCGTAGTTACACAGGTGTAGACAGTT 

GCTAAAACGCTAAAAACTAAATGTGTAAGATTTATGCATTTTAGTGTATT 

TAAATTATAACCCCCAGAAAGCATTGCCTCATTTTTTCTGGAGGGTAAAT 

ATGCTCGTTAGGAGCATAAGGGGATGATTTTGAGAAACCCTTGCCCTGTC 

ATTCTGTCAGTAAACCGCCACTAACTTTTCTGGTTTCAAAAAAGCAAGGT 

CCATTGATGAAACTCCTTTGTGCCTTAGTGACAAATAACATTGATAAGGC 

CTACTGTCAACAAGAGTGTGGTTTGTTATATCTTTTGTTTTTAGT 

>Sequence 3020 

CCGGGCAGGTACGCGGGGGCTCTGCTTAAAACTCTTCAGAGGTTCACCAT 
CGCTTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTC 
AGGACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTAC 
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GATCCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGT 

CATGAGGCAGTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGT 

TAAATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCC 

TTGCAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGA 

CTGACGGGATGCATTGATGTGTTTCCCAAGACATCCAGGAAA 

>Sequence 3021 

AGGTACAAGGCA I 11 ' 1" 1 GCTA ACTGTA ACTTCCC ACTTA ATC A AC AA A AA 

CAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTT 

ATTTCrCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

ACGAG 

>Sequence 3022 

TCTGATCCTAGGATTTTTTTTTTCCCTGCTTTGGCTGCCTCTGTTTTGGT 

TCATGTGTCAAGCAGAGACGGGGAAAGCCAAACGACACAATGAGCGTTCT 

CAGAAAGGAAACTTCTTCGGAATGAAAAGCTTTGGCCACATTGGAAAGGG 

TAGAAGTC 

>Sequence 3023 

TGTTGAGCTAAAAAGGCTCATGCTAAAAGTGCTCATGGTAATCTCGTAAA 

AAAAAGGGCTCGACGATATGACTTGGACGTTTTTTTTCCAATTAAGGCTT 

TCCGTCTCTCCCCTCTTGAACTGTAGGCCATTCAACAAAAAAAAATTCCG 

AACTGTCTTCAAAGGTTCAAGTAGTGTTGTGTCTGAAAAACTCTCGTACC 

AGTGTACCTTATTAAAAAGAATAACTCAAGGGCCGTTTTTTCCACCTCTT 

GTGAAAAGACTTCCCCTTTCGTTGGCGGCTTTCITCCTTGTTTTCCGGAA 

CACCCTTGTCCCGCTTTTACCCCGGGATTAACTCTTGGTCCCGGGCCCTT 

TTTCTTCCCCCTTTCC 

>Sequence 3024 

AGGTACAGAGGGCAAGGAAGGAATTTTTCTGTAATTTGGAAAAATGGGAA 

CTGTG AGAAA GAAGGAGTTGGAAGCTCATACTTAGGGAGCATCTACAAGG 

ACGTCl'l ill C ACGTTGGTTGG AATATCC AAATC AAGG ATTATTTCAG AA 

TCACCCAGATGATTAAAAAACTACTGAGATCCAGGTTGTATTTCAGCAGT 

TCTGACAATTGCTCTGGGTCGAAGCTTGAATCAGTAGTTAAGAAAAACAA 

CAAACAAAACAAATTTTGGGGCTTTTCTCACTGATTTACAGTTAAAGCTC 

ATTTACTCTTCCTATGACTTTAGATGGAGGATATTTCCAAGTCTTCAGGA 

TGGAGACATGGNAGGGAAGTGAGACTAGTGATGTC 

>Sequence 3025 

AGGTACACTCCAGTATGTAGATAACTTTTTGTGTGTAGCCCAACCTGGGA 

GACATCTGATCAAGTTACGAAAAAGACCCTGAATTTCCTGGCACACAGGG 

GATACAAAGTGTTCAAAAAGTAGGCTCAAATCACCCTTCAACTGGTTTAA 

TATTTGGGGTATATTTTGATCCCCCAGGCCTGGCAAATATCCCCAGAATG 

GTGCAAGATATATATGGTTTAGGAGCCCCCAGTACCTGCCCG 

>Sequence 3026 

CCGGGCAGGTACTGGGAATGACTGAGTAGTCACAAATTCAGAGAGCTGCT 

GGGAGGTAGATGAGTTGGGGCTGGGAGGTGTCCATGGGATTTGGGGGCTT 

GAGGGTCACGGTCACCTCAAGAGAGCAGGATGGGGTGGAGAGCAGGTGAG 

GGGCGATCAGAGAAACAAAGGGAGTGAGTGAAGGCAACTCTGTCTTTGAG 

GGGACAGCAGAGCAAGCAGGCTGAAGGTCTGGGCGCAGAATGTGGTGCAC 

AGGAGGTGGGTGGGAGGGAATTTACATATCACCCATCTGACCTGCTTTGT 

GACCTTCTCCAATATTGTTGTAGAGAAGAAATAAGAGAACACGTGTGGCC 

AGACACCATGGCTCATGCCTGTAATCCCAGCACTTTTGGAG 

>Sequence 3027 

AGGTACTGTTGAGGGACTCACCATAGATCTGAGGGAGGAAGGAGCTTAGA 
TTTGGGAAACACTGGGGTGGATCCCTCTTCTGTTGAGTAGGGGCACTTAA 
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GACACCCTGCTGTTGTGTTGTTCCTCCAGTGCTAGATCCCAGAACAAAAT 

TACTTCCTCCCACCACCTTTCAGATTTCTCCTTTGGTTGCCTCTTGCGTT 

ACTTTCAGGGTTTACAGTTGAATTAAACAGGTGGGAAGAAAGAGGTCTCT 

GCCATCTTTTCTATACCAGAAGTCTCATACAGTGTATTCAATAACACTAT 

TAATTAAAATTAATAATACTATTACAAT TAAAA TAATTACTTTAATTATT 

ATTTTCATCTGTGTCTTATTTTATGTGTATTTTTACAG 

>Sequence 3028 

AGGTACTTAAGAGTGTGGCCTGAACCCAGCAGGGCCTTGGGTGAGATCTC 

AGCTCAGCTACTTCATAGTGGAGACACCGTGAGAAAGCTATGTAACTTCT 

CCAGGCCTCAGCTTCTTCAGCTGAAAATGGAGCTTAACAAAAAAGCACTT 

TCCTCATAGGGTTATCATGAAGAGTAAAGAAATCAGTAAGTTTAAAAGTG 

CTAGAACAGTGGCTGGTGCCTGGTCCATACTCATTAAATGGTTAACTCAT 

TAGCCAGTTGTTGGACCTTGCCCCGGGCCGGCCGTTTTTAAAAACTAGGG 

GGATCCCCCCGGGCCTGGNAGGGAATTTCCAAATTCAAACCCTTATTCGA 

AACCCGGTCAAACCTTTAAGGGGGGGGGGCCCCCGGAACCCCAAATTTTT 

TGGGTCCCCTTTTTAAGGGGGGGGTTAAA 

>Sequence 3029 

CCGGGCAGGTACAAAAATGACCGCAGCAGCATATTTCCTAAGATCCCTGA 
AAACAGCTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAG AATGA T 
GGATATTATTCTACCCCATTGAAACATTTCACACACAAGTTTTGTGTTTT 
ATTTTTATTTATTTATTTATTTATTTTTCA 

TCACACATAGGTTTTTGTATAGAAACAGCACTACATTTCTGTAAGGGGTG 

CTTTTTCAAGATATCTGTGTTCACTAGTTGTAGCCTGCGACTGGAGGGCT 

CTGTGTCAAGCATTCCACTTGCTACTGATTCCTACCATACCCCTCTTTGT 

TCCCAGAACATTGTACCTCGGCCGCTCTAA 

>Sequence 3030 

AGGTACGCGGGTGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCAT 

GTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAGC 

ACACTCAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTCC 

TCCCAAGAAGAAAGTGGAGAGAGCATGAGTCCTCACATGGAAAACTTGAA 

GTCAGGGAAAAGGGAGGCTTACCAATTATTTGGGGCATTGGGTTTAAAGT 

TTTTCCTTGGAAATTAAGTTCCAGGGTTTGGCTTTTGGGGTTACCCAATT 

A 

>Sequence 303 1 

AGGTACAGCCCTGAGCTGCATCATTTAAAGACCAATTGTTAAGGACCAAT 

CTGAGGGCCTGTGCATTAGTTAAAACTCCTTATCTGGTCATAGAGGGTGG 

TGTGGTTTGGACGCGTTCCCCTTGTCTGTGCAATTCCCAACAGAGGCAAG 

TGCGCATTTGAGACAGGTTGAGGGTTCAAGCTGTCCAATCCCTGCTCATC 

TGCAGCACACCAAGGAATGTGGACTAATGAAAAAAAAACTGCATGCATGC 

AAGGGCCCTTACACTGGCTTGGATTTTTTCTAATCTTCACAATAAACTCT 

GTGTTGAGAAAAAATTCCTGGGTGTAAACCCCCCCACTTTTGGAGGGGGG 

ATAAACGCCAAATCACCTTAAGTTCACGGGGTTTTAATACCAACCCTGGC 

CC 

>Sequence 3032 

CCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACA 

CACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCT 

TAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAAC 

ACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCGTGGAAT 

TTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCAACATTC 

ACCTTCTTGAATCCTTAAGAAATACAGAAAGTTCAAAATAGAAAAACATT 

ACCAGTTTTCAGGATACCAAAGGTTGAAAACCATTTTGGGAATTAACCCC 

TACATTTTTAAAAAAAAGAATTTTGGAAAAATTCACTGTGGCTTGGAAA 

>Sequence 3033 

AGGTACTGTCTTTTGAAAGCAGAAAGGTAGAGCAATCATTAGGGTGGCAC 
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GAGGGCATTGAGAGTGCTATGCATTGTCATTTACTCAATAAGTTGTAGTA 

TTAAAGACGGCCCACGGGTGTGCATCAGGCTGTATGGGTAGGAATATTCT 

AGAGGTTTTTCTTTCCTGGGCTTAATTCCCCAACCAGATAAAATACCTGA 

TGTTTAAAATTTTGGG i 1 ITI AAAAAAATCACCCCAAGAAACCTTCTGTT 

TAACAAGTCCCTATATGTACCTGCCCG 

>Sequence 3034 

AGGTACGCGGGGGAGATTCAAAGCATAGCATGTCTACCTGAACATCCTCA 

GATCCTGCTGACATCACCAGTGGAGGTCCTCTGCTGATTGATATAAATCA 

TTTTCAAATCCAGCAATGCATTGATGACTGTTAATTCCATGCTCCTCAAA 

CTTGCCCAGAAATGCCTCTAATAGGTAAGGGAAAGAGAAGATACCTCAGT 

ATGTATCCTATGGCAATGCATCTCAAAAATGATACTTATTTAAAGACTCT 

GTTTTTAGGTAAAAAGAAATTATTCAAATGTATTCTGAAAATGTTATTGG 

TTTTAATATAAAATGATATGTTCTCCAAATCTTTAAGTGGGATTGAAGAT 

CCAGGAAGATGTATCTTGATATTCTTGATCATTA 

>Sequence 3035 

AGGTACATTGACAGTGCTTCTGGTTTCAGCACACATGGAGATATAGAATT 

GAAATTGCTCTGCTTTCTTTACAAATGACTCAGAGTGTGCTTGTTCTTCC 

CTAAAATGTTGCCAGCATGTAAAGGATTTTCAATGAGCAGTGCAATAAGC 

CAGCAACTGGGAAGGCTTGGAGCGGCACTGATATAACGTGGTGCTGTCAC 

ACAGATAATCAGGGCTGGAGCCAAGTCTCGGTAGCGCTGTGCATTATCCT 

GGTCACATACTGGAAGTTTTGTTTATCCAACTTGGTTGCTCTTGAAGCTG 

GTGAGAGCCCTGCCAGGATGTGGAGTGGACTTCCTAGCAGAGGCAGTACC 

TGCCCG 

>Sequence 3036 

CCGGGC AGGTACC ACC ACGCCTAG ATA ACTTTTTGTA 1 1TH AATAG AG A 

CAGAGTTTCACCACGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGT 

GATCTGCCTGCCTGGGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCA 

GCACACCTGGCCGTTAAACTAGTTATTTTAATCATGCTACACAAAGAAGA 

CATTTCTCCAAAGGAAATATATAAAGGGAAACACTGTTGAAATAAATGGA 

AAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAACAAGTGGAAATTG 

TAGAACTGAAAATACAATAACAAAATTTACTGGAAGGTCTCAACACAATG 

AAGATGACTGAGGGAAGAGTCAGTAAATTTGAAG 

>Sequence 3037 

CCGGGCAGGTACAAAAATGACCACAGCAGCATATTTCCTAAGATCCCTGA 

AAACAGCTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAGAATGAT 

GGATATTATTCTACCCCATTGAAACATTTCACACACAAGTTTTGTGTTTT 

ATTTTTATTT ATTTATTTATTT A 111" ITC ATGTCAATG AATTC AAAGG A A 

TCACACATAGGTTTTTGTATAGAAACAGCACTACATTTCTGTAAGAGGTG 

CTTTTTCAAGATATCTGTGTTCACTAGTTGTAGCCTGCAACTGGAGGGCT 

CTGTGT CAGGC ATTCC ACTTGCTACTAGTTTCCTACC ATACCCC 1" 1" r 1 " 1 T 

GTTCCCAAAACATTTGGACCCTGGGCCCGTTCTTAAAACTG 

>Sequence 3038 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTTAAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 
>Sequence 3039 

AGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCCAACCAC 

TCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCTTTCTTGCT 

CAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCATGTAAGC 

AAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGGGCATAATTTTTGC 

CCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGATTTGTGA 

ATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTAGGAGCA 

AAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGGCAAACC 

ACCAGTGGCTGAAACTTGTACCTGCCCGGGCGGCCGCTC 

>Sequence 3040 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 
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CCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTGC 

CTTCCTAAAGTGGGAGGAAGAAAAAGGCTG 

>Sequence 3041 

AGGACGCGGGGGAGTGTAAAATATTTATGTGGCTTTTCTCCTCGCATTTG 

CTAGCATGAATGCAGGGGCATGAAAGTCTGAATAGGGCTTTCAACCATCA 

CCTGGGGCTTAGAAAATGAAAATCAGAGTTTAGGATACGTCAAAAAGGGC 

CACATTGTAGAGTGGATAGCAATCCATTCAAAAGCTCAGCACTAACAAAT 

ATTAAACTTCAGATTTAAATCAATTCAATTATTGATTCAAAAAAGTTAAT 

GCGACCTTATCATAACTCCTGGCCAAAAGAAAATATCACTTCTTTTGGGA 

AGAATATAGCATCATTTAGATCCTCAAATGAATGCTACACATGGTCAGAC 

GAAGTGTTTAACAGCCAATCAAAATAATCAAGT 

>Sequence 3042 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCTCT GCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTACTTG 

TTTGCATCCGAAGGACAGGGACTACATGACCTCCTGCTGTGGTCACCAAG 

GAATCACATTCAAACnTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTTTCTCAATACACCCTTTGCTT 

TAACCAGGGGGACCTTCCACTGTCCTCTCTATGTGTTATATTAGTTCCTG 

ACTGTTAGTACCTCC 

>Sequence 3043 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTTTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGGTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTTCTTGAAATTTGCAAGGTGTTTGGGTTTATGGTTTAAGCTTTGTTC 

AGCTTTTCA 

>Sequence 3044 

AGGTACAATTTGCATGCACGGACTTCTACATACAGAATACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGCCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAACAATGTTGC 

AGCCAAAAGGGCATTTAAGAAT 

>Sequence 3045 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGGCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGA 

CATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATAT 

GTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAG 

AGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGA 

TGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAA 

GAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAA 

GCCGGCTTGTTGCAACCTGCAAGAGGACCCTCACTTGAAGCTAGCCATAC 

TGGGCTTC 
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>Sequence 3046 

CCGGGCAGGTACCCTATCCAGAGGGTTCTACCCCATGTAGAACCTCTCTT 

TTCTGTTCACCTGATTAGGTGTAGAAGTAGCCAGTCAAATTCATCCTCGC 

TGCCA CTGTTA TTTCTGCCCCACCTCTAAGCATTTTCTTCTTTCTCATTC 

ACCACT I TIT! A A ACATGTGTAATACATCAGTAACTAATTTATA ATATTC 

CACTCCAATCCATCAACCTCAGTAAATTTAATATTCACATCATCAGCCCT 

TCATATCCATACATTACTTCAAATTCTTTATTCTGTTTGACTCCATGGAT 

TTGCATCACCTCTCCACAGCAGCAAGGCCAAGACCCAAACACTGAAAGTC 

TCTGAGGGCTCCATCTTGAGCCTCTTGAGAATCTCTAACTGGAACCACTG 

CCACTGCCATTTCTTTCAATTCCCCACCACGCCTGATTTCTACTGTCTCT 
TGTT 

>Sequence 3047 

CCGGGCAGGTACCACCTTGAGCCCGGCATTTAACCTCTGTGGGCCTCAGT 

CTCTGCACCTATAAAAGGAGGGATTTGGGCGAGATATGCTGAGGACACTA 

ACATTCTACACGTCTAAACTTCGAGGAACTTTTCTAAAGCAAGAAAACGA 

ATAAGGGCTAAATTTAATTCGTCAGAGTGGAAAGAGAACAAAGAGAGAGG 

ACTGGGAGTGGGAGATTAAAAGGCTGTGGAAAGTGGTCTTGAGATAGATG 

TTATTGGGGACCAACCTTCTTAATGCACTGGTGAAGCGCCGGACGTTGTT 

GAGAACAGCACCTGGTGTTCTGGGCTTGGGTGATTGGGTCAACCCCCGGG 

TACCTG 

>Sequence 3048 

CCGGGCAGGTACCTTCAGGCCTGGGGCCTGTGCCAATAGAGTATTACTGG 

ATATAGGAATAGCTCTGACACCTCAAGGTCACCCTAGAAGTTGAAGGATT 

TCAGGGCTCACATATTTTAGACTCAAACTTCTAGAACACTGTTCTGACCC 

AGCTGAGCTATTGAAGATAGTTTTCACGGCACTGCTATCCTTGATTGACC 

TCCTAGGGGATCTGTCTCTCTTGAGAATAGGCCTCAACTCTAATTTCCTT 

GGGCCCAAGACCAAGAGTGGGCAAGGGGAGCCTAGCCTGCACCTTGCCAC 

CTGGTGTTGGCCATTATCAGGGTGCCAGGAGCTGAAGTGGCACATGTTAG 

TGTCTACAGAGTGCCACGTGGGTTAGTGCTAGGTCTTCCAGGAGGCTCAG 

CCACTGATGACTTTAAGGCATGCAGGTCTCCAGCATGGCTGCAGGAAAT 

>Sequence 3049 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 

CCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTGC 

CTTCCTAAAGTGGGAGGAAGAAAAAGGCTGCACCTGTCTGGGCTGAAGGT 

CTGGGCAGAACACTAGCAAAACTTTTAATAAATCTTCATGTTACCACCCC 

AAACTCATTAGGGCCCT 

>Sequence 3050 

AGGTACGCGGGTCGTTGTTGTTTATATCTAAGAAAGAAAAAAATGAATAA 

TTATCT GAGTTTCCTGAGCTTTATGACCAATAGCATTGTTTCTCAATATA 

Mill ICAATGGATGGGTATATCAGAGCAATAAGCTAAATTATGCTGTAG 

TAACCAACCACCGCTTCATTTTGGTGAATTGACATAAAGATTCATTACTT 

GCTCACACTAAACTTCCTCCTGAGGTTTGGTTCTGTGCTGCATTTTGAAT 

TGCCTTCACTTTGGAACTTATCATGGGGCAGCAGTTACTATATGGATTTT 

TATTGATCACTGTGTATAGAGAAAAAGAACATCAGGGACTCTTCTGGCAA 

CAGTTAATTGCTCCAGTCTGGAAATGTTGCACAACTCATTGTCTGGAATT 

AGTTGCAAGGCAACATTCAATCACAAGAAGGAGACAAAN 

>Sequence 305 1 

CCGGGCAGGTACAGTGACATGATCATAGCTCACTGCAGCCTTGAACTCCC 
TGGGCTCAGGTGATCCTCTCACCTCAGCCTCCTGAGTAGCTAGGACTACA 
GGCATGCACCACGACGCCTGGCTATTTTTTCTTCTTCTTCTTCTTTTTTT 
TTTTTTTTGGTGGAGAGGGGGCTTTGCCATGTTGCCCAGGCTGGTAGGAT 
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CTGTCCTTTTTAACAAGGAATTAGAAAGGGCTGCTTCGTATATCTTCATG 

ACACCTAACAAGCTGTTTTCTCTCTTTGTTCCTTCAGAAATGCATGCAGT 

TTAATTTTTCTTTACCTATACAGGATAACTCTTATCATAACAAACAAACA 

GTAAGGAAAACATAAATACGAAAGCAAACATTACCATAAATTCACCCCCA 

GGATCACAACTTGGACCATTTT 

>Sequence 3052 

TTTCCTCCCCGTGATTACGGCCTGCTGGCTTCTCCAGGACTGGGTTAAGG 

CACAGCTAAAGCTGTTCTCTTGGCCCTGCAGAGCCAAACCCTGGACCTTT 

CCAGGAAATGGATAAATACCATTTCACTTCATTCATTCACTGCTGCCTGT 

GGTGCCTGAATACATACCCTGTGGCATCATCTGTGAGTTATCCACACTTC 

CCACAGCAGATGCATAGGGAGGAGGTACCTGCCCG 

>Sequence 3053 

CCGGGCAGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATG 

GGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAAC 

AATGGAGGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTG 

CAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAG 

ATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAA 

AACATCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATT 

AACAGATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGA 

CCTGTGACCACAGCTG 

>Sequence 3054 

CCGGGCAGGTACCTGCCCTAGCAAACTCTCCTAAGTGGAGAATGAGGCCT 

GGGTCTCTTGACAATTAAAGCTTTGCTCTGTTCTTGGACTAAATCCAGAC 

ATAACCACGTCAGGCTCCTCATCTGCTGGGAAGCAGATTGCACTGGATTT 

CACAGTCACGGAAAACTTTTGACTGTGTGTACCT 

>Sequence 3055 

AGAGGCAGTCCTGGATGAATTCAGGCTGCAAAGTGCCCTGTGACCTGGCC 
CTTGGGAAGCCACGCTCTGATGAGGTTTGCAGATCTCCCCGCAATCCAGG 
GCCAAGCATGAATGAAGGTGTTAGGCATTTCAAGGATGCGACTAGGACGT 
GCTGCTGTCTCAGGTTCACATTATACTGAAATAAGGTCCTGGCCAGACAG 
CACCATATAGTTAATTGAGGTGTTTGGGAGATACTCAAATGGGTGTTAAT 
-ATTTCCCAGGCAATATTTTCAAGGCTCAGAGCCTCTATTCAAAAGATAAC 
TGAAAGGCTAGCAAAGGGTATTGCAAAGGTATATTCTGATTTCTGACAGG 
AAGATCGATGGATGGACAGTGAGAGTATAAAGACCTTAGGGTTTGGGGTT 
CTGATTTGGCCTTGGTCTGTTGA 
>Sequence 3056 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 

AGTACCTGCCCG 

>Sequence 3057 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATATCATTTTATATTAAAACCAATAACATTTTCAGAAT ACATTT GAAT 

AATTTCTTTTTACCTAAAACAGAGTCTTTAAATAAGTATCATTTTTGAGA 

TGCATTGCCATAGGATACATACTGAGGTATCTTCTCTTTCTCTTACCTAT 

TAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCAA 

TGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCCA 

CTGGTGATGTCAGCAGGATCTGAGGGATGTTCAGGTAGACATGCTATGCT 

TTGAACCTCCCCCGCGTACCTTGGCCGCTCTT 

>Sequence 3058 
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CGGG CAGGTACCCAACAATTTGAGTAACGTCACTTGTCAGAAGGAGACAT 

TTTTGAGTCATGCCATAGATTTGAGCCCTGCTCCATCATTTACTTGCTGT 

GGGACTT TGGAC CTGCATCCACCCTCTCAGAACTTGTGTCTTCATTGTGT 

ATCACCTATTTTACAGATTGTTGTGAGATTAAACAAGGTAAGATACAAAA 

GGGTCCTAATACACTGACTGTTAAAACTGAGCAGTGACTTAGAATAATCT 

CTTGAGCAGTCCAGGGCACATATTGACCTCTTAAGTCTCCTTTAGAGTTA 

TAATATTAGCATAATAACACTGAGCTTTAAGAAAAGTCTTTAAGCCAGTG 

ATTCCTGTGTATATACCCTCCAGAGGGATTCCAAATCCCCAGGAACTGAA 

TGAAAGTCATGGTTGAATGCACTCGTATGCATN 

>Sequence 3059 

AGGTACGCGGGGGGAGCCGGGCTCCCTGAGACTCAAGAAAATGCACCCGA 

CCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGGAACACCCCCGCCTTCT 

CAACAACCACAGAAGATAAATGCCAAGGGGACCACCAACATGGGCATGGG 

GCTGTGATGCCAATCTTAAGGGAAAACACACGTAAAATCGGCTCCAGGAC 

TGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGACTTTGAGGCGGGATCTC 

GAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCGCAGGTTTCAG 

ACATTGAATCCATGATTGCAGCCCTGAGGGCCGCAGGGCTCACGGCGAAT 

CCCTCGGGAAAGCCCCGGAGGAAGGCAAACC7CCCGATATTTCTCCCTCG 

AGTGGCTGGGAAACTTGGCAAGAGACCT 

>Sequence 3060 

CCGGGCAGGTATATCAGTAACTATTATGAGATGTTCTGCTGTGATCACGT 
GGCCTGCCTGTCATCAGGAAAGGGAGAAAATGGAGGGGAGGACT 
>Sequence 3061 

AGGTACTTli*l"iTri"!"n 1 1 1 ITiTlTlTnTGGGATGGAGTCTTGCTGT 

CACCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAGGCTTCGC 

CCCCTGGGGTTCACGTGTGTTTCTAATTTTTAAGGCCCTACTTTAATTTC 

TACTGTC ACTAAATA A AA AAG AACAAAAGCTTTTTC V ITl'A AAAACCCTA 

GACATCATGTTCCTGCTTCTGCTGGAAAAAGAGACAGGATATCACCATCT 

CAAACCAGCACCTTTCAGCAACTGAAGCCTTTTTGTCCTCACCCTGAGTG 

TTAAGACAATGGCTCCCTCACACATCACAGGCCCTGGAAGTGCTACAACA 

GCTGAATGGGTTTTCATGGGACATAAATCACTTTCCCACTACCTGCCACC 

TACAAACCTACTTCTTA 

>Sequence 3062 

CCGGGCAGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATT 

ACCCATAAACACACAACATGGTTCTGTTTTGCTCCTAGCAATCCTTAAAC 

CATTGCATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGA 

TGCCCAACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAA 

TGTCTGGCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCA 

CTGTGAGGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGAT 

AAATAAGTGACTTGCCCAAGACAACTAGAGTGGTTGGCACCATGATGGGA 

TTGGTTGTCTTATTTTTCAGTTGGTACCT 

>Sequence 3063 

CCGGGCAGGTACTGTTTCTCCAGCTACAGTCTGTCACAGCTTCCCTTGGC 

TAGGAAAGGGAAATCCCTTGACCCCTTGCACTTTGTGGGTGAGGTGACAC 

CCTGCCCCAGTTCGGCTCACCCTCCGTGGGCTGCACCCACTGTCCAACCA 

GTCCCAGTGAGATGAACCAGGTGCCTCAGTTGGAAATGCAGAAATCACCT 

GCCTTCTGCTTCGATCTCGCTGGGAGCTACAGACCAGAGCTGTTCCTATT 

C AGCC ATCTTGGAAGCAACCAAAAGACTGATTTTTAAATGGAAAAAAAAT 

GTTTTCCTGACAGAGTATAAAAATATAAAAGAGTATCTAACCCACTGCAA 

AGAGAGGTCTTATGAAATTCAAGGGGTGAACCCTGGCTTTCTGTGAAAAG 

AAAGGCCGTCTT 

>Sequence 3064 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 
TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 
CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCTGCCAATTACCACCATGC 
AGGAATTTGGCCTAGTGTGCTCAGCTCCTCCTGTTTTTACCAGAAGCTAG 
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GAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCCA 

CTCTGAAAAAAAAGCAAAACACCGTGTGGGCCAAATAAAACATTTGCTGG 

CCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTTG 

TTCATTTCTCTCTTGTGGTACCT 

>Sequence 3065 

AGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATTACCCAT 

AAACACACAACATGGTTCTGTTTTGCTCCTAGCAATCCTTAAACCATTGC 

ATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGATGCCCA 

ACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAATGTCTG 

GCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCACTGTGA 

GGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGATAAATAA 

GTGACTTTCCCAAGACAACTAGAGTGGTTGGCACCATGATGGGATTGGTT 

GTCTTATTTTTCAGTTGGTCCTGCCCG 

>Sequence 3066 

AGGTACCCAGCAGAATTCTCACATGTGCTTATTTTGAAATTAAACCAATG 

CAAAAGTTTTTACCCTGAGGTGTTGCTAATTCATGAACCT ATTCT CTTGA 

CAGTTTTTCCCTCCAATATAACCTATATCTTATTAAATGTCTTTTCTTCT 

TCTAGATTGTTTCCAATAGTAGCTCAATTTTAGCTTTGTTCAGGCTCCAA 

ATTAGAAAAACGCTGAGATTAGCCAAATATTTGAACACTGTAAGGTATTA 

ATCAGTTTAATCTGAAAAAAAAGGTATAAGAACACTTCCTACAGTTCCAG 

AAGAGTGAGCTGTCCTGGCTGAGGGTTATTTCATAAGCACCTACATGTAT 

GGACACTAATGGTGAGTCATCACCAGAGGAAGATGAAAAATCTGGACTCT 

GT ATTTGTGTTG A 

>Sequence 3067 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 

TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 

CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCT GCCAA TTACCACCATGC 

AGGAATTTGGCCTAGTGTGCTCAGCTCCTCCTGTTTTTACCAGAAGCTAG 

GAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCCA 

CTCTGAAAAAAAAGCAAAACACCGTGTGGGCCAAATAAAACATTTGCTGG 

CCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTTG 

TTCATT 

>Sequence 3068 

AGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCCAACCAC 

TCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCCTTCTTGCT 

CAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCATGTAAGC 

AAAGTGCCTTGAAGACAGGAAGCCAGGCATTATAGGAGCATAATTTTTGT 

CCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGATTTGTGA 

ATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTAGGAGCA 

AAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGGCAAACC 

ACC AGTGGCTG A A ACTTGT ACCTGCCCG 

>Sequence 3069 

GCTCGACACCCTGTCGATGGGCATGTCGGCCGACTTGCGCGCCGCCGTGC 

TGGAAGGCGCCACCATTGTGCGCGTGGGCAGTGCCATCTTCGGTTCCCGT 

AATTACTCTCACTGATTGAATGAAAGAATCACCATGACGACAGAATTGAA 

CATCGTCTTCGTGGGCGGAGGCAATATGGCCGCCGCCCTGATCGCCGGCC 

TGGCAGGCAAATTGACCCTGGGCGGCAATATCCACGTGATCGACCCCCAT 

GCGCCGGCGCTGGAAAAATTGCAGGCGCAGTTCGGCGTCACGACGGCGAC 

TGCCGCCGGTGAAGCGCTGCGGGGCGTGGACGTGATCGTGCTGGCCGTGA 

AACCGCAAAGCATGCGCGAAGTGGCGGCGCAATTGCTGCCCTTCCTCGAT 

GGAGAACGGGCGCCATTGATCCTGTTCGATCGCGGCCGGCATCCGCGCGC 

>Sequence 3070 

CCGGGCAGGTACGCGGGTAAGCGAAAAGCTCTTTGCCCAGACCATGACTC 
AGATAGTTCAGGTAAAGATCCTAGAAACAGCCAGGGGAAAGGAGCTCACC 
GACCAGAACATGCCAGTGGTAGAAGGAATGTCAAGGACAGTGTTAGTGCT 
AGTGAAGTGACCTCAACTGTGTACCT 



Page 199 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



>Sequence 3071 

GGGGCCATTGAGACTGCCATGGAAGACtTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTG 

>Sequence 3072 

CCGGGCAGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAAT 

TGTTAAGCATTCGGCCACTCATGTTTCTTCAGCTCCCCTACCTCCTCCCT 

ATCCTCCCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATT 

CTGTATATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCA 

TGCAAACCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCC 

CCTCTGCAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTCC 

CGCGTACCT 

>Sequence 3073 

AGGTACGCGGGGAGGTTCGACAGGTTGGGTGTCTGCTCTCAGCCTGGGCT 

CCCGCAAGCGGGGGAAGCAGCTCCAGCTGGGGGGAAGCGAAAAAGGGACA 

GGACCTTCAGAGACAGCCCACTGAGGGCTGAGTGTGCATTGCTGGGCTTC 

TGGAATCTGTGGTGAGGGCCGGTCCCCCAACTAATGAGCAAGAAATAGCC 

CCTCAGAAACCCACTTGAGGCCAGGCGCGGTGGCTCACGCCTGTAATCCC 

AGCACCTTGGGAGGCTGAGGTGGGCGGATCACCTGAGGTCGGGAGTTTGA 

GACCAGCCTGACCAACATGGAGAAACCCCGTTTCTGTTAAAAAAATACAA 

AATTAGCTGGGCGTGGGGGCACATGGCTGTAAACCCAACTACTTGGGAGG 

CTTAGACAGGAAAATTGCTTGAC 

>Sequence 3074 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

AACCTAGACAAGTTCCCTAAGCTTATGGGTAAAAATGGAGTCAAAGAGAA 

GTGCCAGTATCCAATCTTCAAATATTTCGCTGAGGATCACATGGAATTTA 

AAAAGAAACGCTCCGAACAGGAAAAACAATTGGCCAAGCCTTGGGAAGGA 

AGACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCT 

TTCGAGGTTGAACAAGGTGAAGGGGGACCCTCACATGGGAACAGCGTGAT 

GGAGGCAGTCTGGCTTATGAGCTGGGGAGTGAATTGTGTAAACATTTATT 

GAAGTCAGTTTGGAAGTTGGCAAGCCACAAAAAGCCACTATCTGAAGAGC 

TTGTTGAAATTTAGCCCTT 

>Sequence 3075 

AGGTACTAGGTGGTTCGCCTGTCACTGACACCGTCATCTCAGAATGCCAA 

ACTTTTGGAGGAAGGTTTGAGTCTTCCAGGCTGTCTTCTTCCATTCTTCT 

GTAGCTTCGTTACCCTCCGTGGTATATTTATAATCTCACAAAAGTGCAGT 

TACAGTTAATCATTTCTTTAGGCAGCGGGGAACATCCTCCCACTCAGGGG 

TTCGGCCTTTTCCACCTACTGGCGTCCCTCCCGCGGTACCTTGCCCCGGG 

GGCGGCCCGCTTCTTAGAAACTAGTTGGAATCCCTCCGGGGCCTGCAAGG 

AAATTTCCGATTATCAAAGCCTTATTCGGATACCCCGGCCGAACCCTTCT 

AAGGGGGGGGGGCCCCCCGGGAACCCCCAACCTTTTTTGGTTCCCCCTTT 

TAAGTGGAAGGGGGTTTAAATTTGGCTGCCGCCTTTGGGCGCGTAAATTT 

CAATGGGGCCAATAAGCCTTGGGTTTCCCTTGA 

>Sequence 3076 

AGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATTACCCAT 

AAACACACAACANTGGTTCTGTTTTGCTCCTAGCAATCCTTAAACCATTG 

CATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGATGCCC 

AACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAATGTCT 

GGCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCACTGTG 

AGGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGATAAATA 

AGTGACTTGCCCAAGACAACTAGAGTGGTTGGCACCATGACGGGATTG 
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>Sequence 3077 

CGGCCGCCCGGGCAGGTACCTTCTCAGCCAGCAGTTAGCCATTGTGGAGG 

TGCCAGGGGAGTTAATGCCCTTAGGAGCAACTCTTGGTCCTTGGAGGCAG 

GAGTCAGCACCCACTGAACGTCAGCATACATTTCCCACCTTCCAGCCCTT 

CCAAGGGATGATCCTCAGAAGTGTGTTCTGCTGGGTTCCTCCAAAGCTCT 

CAGTGAGACCCAGCTCCAGTTGCCCATAGTGGCAACCCAGCTCAACCATG 

CCCTCCTAACACCTTTTCTTTCTTCCCTGACCTTTCTGCCTGCACTCAAG 

TCTTTTCTCAGTTTGCAAAACCAGGATACACAATATTTAGTATCTCCCAA 

ACGTAAAA 
>Sequence 3078 

CGGCCGCCCGGGCAGGTACCTTCTCAGCCAGCAGTTAGCCATTGTGGAGG 

TGCCAGGGGAGTTAATGCCCTTAGGAGCAACTCTTGGTCCTTGGAGGCAG 

GAGTCAGCACCCACTGAACGTCAGCATACATTTCCCACCTTCCAGCCCTT 

CCAAGGGATAGATCCTCAAAAGTGTGTTCTGCTGGGTTCCTCCAAAGCTC 

TCAGTGAGACCCAGCTCCAGTTGCCCATAGTGGCAACCCAGCTCAACCAT 

GCCCTCCTAACACCTTTTCTTrCTTCCCTGACCTTTCTGCCTGCACTCAA 

GTCTTTTCTCAGTTTGCAAAACCAGGATACACAATATTTAGTATCTCCCA 

AACGTAAAATAAGTGGAGTGCAAAATTCAAAGAAAATTCAGGATGCATAG 

TAGTGTTTTAGAGAACAACATGGGGCTGTCATGATATA 

>Sequence 3079 

CCGGGCAGGTACACACACTCTCTCCCCATATCTCATGGCTCTGTGCATAA 

ATGGAGTGGGCACAGGGGTGGGGCATGTGCCCTGATGGCTCTTTGCAAGA 

CTGTCACTGTTCTGTCTTGGGAGGTATAAGGTGAACAGGACCTTAGAAAT 

GCTGGGAGCAAGCTCTTAGTAACAAAGGCTCTTTGTGGTCAGGACAACAG 

AGGGTCTATTGCCATCTTCTCAGAACGCAGGAGCTCCCGCCAACAGGTGG 

GGAAGAAAGAGGAGCTGATGTCAGCGGTGCTAAGCTGTCATCCCAGGGCA 

AATGTGAGGCTGAACATGGTGAAGTCTACAGCGAACCACCCGGGCTAGCT 

GCCCTATGGTACCT 

>Sequence 3080 

AGGTACTT TTTTTTT TTI rTT TTTI 1 1 1 1 TGGGAGAGAGAGAGATGTTTT 

ATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCAC 

CCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCTG 

TTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACAA 

TGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTT 

TTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACC 

TGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGG 

>Sequence3081 

AGGTACGCGGGTGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTTCA 

TGTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAG 

CACACTCAATGTGGCTTTGCCCAAATTTACCCATTTAGGTAAATCTTCCC 

TCCTCCCAAGAAGAAAGTGGAGAGAGCATGAGTCCTCACATGGAAACTTG 

AAGTCAGGGAAATGGAGGCTGACCAATTATTTGTGCCTGGGTTTAAATTT 

TCCTTGAAATAAAGTTCAGGTTGGCCTTTGGGTTTACCCAATAAATGGAC 

ATGAGGGTAGATTGAAGTTATGCTTAATGGGCCCGCCAAAATTATTCAAA 

CTTTTATATAAGTC 
>Sequence 3082 

AGCGGCCGCCCGGGCAGGTACAGTGGCAAAGTTTCTACGGGCAACCGTCC 

ATGTTTGCCCAGCTGAAAACATAACTGCTTCTCCCTCAGCCTCACCACCC 

TTCCCCTTGGGGAAGACCAACACCCCAATATTGCCTCTAGAAGACTCAGC 

CGGCCAAATCCTACTTTCCACC 

>Sequence 3083 

AGGTACCCATGAACATAGTTTTTACTCTTTTTAAAAGCTGTAGGCACTGG 

AAGGTCAGTGTTCAGCCATGACAGTGGAAGGTCAGTGTTCAGCCATGACA 

AGGCCCAATGTCATGGGCCCTCTGTCATCATCCTTTGTCCGTAGTGATCC 
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CCAAAACACTTTTGGATGGCTTTGTTTAAACAGAATTTTTCCTGCAGCTT 

CTTTTGGGGAGGTAGCTTCTTGAAAAGGTTTAACCCCCTTGACATGTTGA 

TGAAAGAAACCAGTGAGGCCTTAAGGAGGCAACGTAGGCCCTTTTGAAGC 

AAAATAAACTCTTGAGCAAACTTGGGTTGGCCATTTGTCAAGGTTCCCCC 

TTACCCAAAGTTATGGCGGTTTTGATTTTTTTAAAAAGGGATTTCCCCCA 

AAAGAGTTCTATTTTTAGGCACTTACCGAAAGGCCTTTTAAAAAATTGTT 

AATTTTCTGGTCTGTTCAAAGGGGTCAGGGAGCCAAAGAATCATTTTTCT 

TTGGGGAACCCTTGTTTGGGGTTTTGAAAAGGTAGATTTGCCAA 

>Sequence 3084 

AGGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCAGGGTTTTGCA 

GAATATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATAAAGCAA 

CAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGA 

AACTTTGCCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCTTGGCAT 

CCCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAAAAGGGC 

ATAACTGTGGGAATACTAACCCAGAAATTGGGATCAGAACCCATACCAAC 

CATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGACCAAGCT 

GCCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCCACTTAA 

ATCACCCTTGGGTAACCACTGAAAGTGTTAACTCCACATTAGGTTAAG 

>Sequence 3085 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGCTAGAACCAC 

TTCTTTTTTCCCGCGTACCT 

>Sequence 3086 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 

CCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTAACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTG 

CCTTTCTAAAGTGGGAAGAAGAAAAAGGGTGCCCCTGTCTGGGCTTAAGG 

TTTGGGCAAAACACTTCCCAAACTTTTAATAAAATTTTATGTCACCACCC 

CAAAATT 

>Sequence 3087 

AGGTACGCGGGATTGCTATGTTGGATGATTTGGAGCATGCAGAGGCAGAT 

ACAGTAGTAGAATCAGCTTTCTGCCTCCATCTTTTACTCCGCTCCCTGTC 

G CTCT TTAACTGAGCAGTTTTTCTCTCTCAGTCTCCCAACTTGTGTGAGT 

GTTTTATATTCTACATAAATTGAGGGTGGAGGGCAACTTCTGGTTGTGTT 

GAATGAGGAGATTGGCAGAATTGACAAAAGCAAAATGAAACAATCTCAGC 

ATTCTGGAAAAATTGAGCAGGGGCATACAACAATCTGAGAAGTATTTATG 

CCTGTAACTGCTGAATTTCAGGTGAGAACAGTGAGACTGTATGGCATTTG 

GCCTGGAGCTATTCCTATGCCCTCTCCCATCTGTTTGGTAAAGAGGTTCT 

GTCCAGCCACTGTCAGCTGTGAGGACCAACAGCTTTGCTGTGTGGGTG 

>Sequence 3088 

CCGGGCAGGTACTGGTTTGACAACCACCTGTTTCCAGCTCCACAAGCTAG 

CATGTAATTCCCTTGGTGAGAGTAATTCGTTCAAGGATGAACTATACAAC 

TCAATTTTCATAGAGTTGTTGGAATTAACTGGCAAAAGGCTATCTTTGCA 

ATTACACTTAGTTGCTGTAAAGAAATGATGTTAAGCCCTTGGAACTGGCT 

GGAAGGTCACCATTATTGGGTTAAATTGTGCCTGGGCATTAAAGTAAGAA 

AAAGAA GGACC CTGAGGACCCAAGCTGAATTTTGGGCCCACCCATTTGAG 

ACAACAATTTTGAAAAACCAGGGTCAAACTTCACAAGATTTTTTCCTCCA 

A ATTAT TTTGAGGGAAAAATAAGTTAAACTTTTTTTAAGCCCAAAAGCTT 

ATTTTTGGGATATGCTGGCCCCCTTTGGCAATTATAAAAGAAGATCCTTG 

GAAGTAAATGCCCCTAAATTTTTTTACCAG 

>Sequence 3089 
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CCGGGCAGGTACACCTGCATTAGGGACAAGAAATCTCTATGTTGAACAAA 

TACTGCAGGTGGTGCTGATGCTAAACTTTTACAAACATTGGTTATACAAT 

TAATCAACAGTTATTTGATGATTCAGCACACAAATAACTCTTTGCAACCA 

GGTTTACGTTACTGGGAACAAACTAACTAGGTTTCCCCAGGTGTGGAGAG 

CTTTCACACAATATACCCTAACTTACATAAACAAAATTACCCAGGTAAAT 

ATTTACTAAACAGTTTTAACATAAATGATAGTGATACACAAATTTGAGTA 

ATAATTCAAGAAAATAAGTGCACAATTAGGCTGTTAACTGCTGTTTATCT 

GTTTAATGTGAAATACCCACTAGCTTTCCTTCCACCTTTACCCTAACTTC 

CATTAAATCCTTCAACCCAGCCACCAACATATACCCACCATACTTGCCAC 

TCTGGCCTTAAA 
>Sequence 3090 

AGGTACTTCTGTCGTCAGATGCAGGTGGTTATGAACTTGGATGCAGTCAG 

TAGCCAGAGACTTGGCCATCTACACTCTTCAGCATGGGTCCCCCTGACCC 

TAAAAATCATACAGTCCCTGGGCCAAAATGGCCTCATCCAATCCAATGTC 

CTGTCCAGGGCTTGATCTCTTCTATTGCAGTTCTAATGGTTGTCCAGCAT 

CTTCTTGAGCGTCAACATCACTTGTGGATCCTGGACGCGTACCTGCCCG 

>Sequence 309 1 

CCGGGCAGGTACTCCTACAAACTTAACAACTTTAGCTTTTCGGGGAACAG 

TGGTGGTCTCCACAGATAGCTAGAATCTTCTAAGATGAAAATAAACTGTT 

TCATCCAGCTGCTTTCTGCCTGTTAACCTTTGCCACTTCCATTCCTTCAA 

GTGGGGAAATCCCCAGGGTTGTCTTGTATTACACACATCCTTGTTAAGTA 

AATATACCACTGTTGATTTCTTCTTCCAGTGCAACATTTGGATTAAATAA 

AAATCTTTAGTTTTCAAAGCAAAAAACACAGAATGAAATGGTTCCT 

>Sequence 3092 

AGGTACT1 rTTTTTTTTTTTTTTTTTTI 1 G TTTTTATTTTTAGTAG AG AT 

GGGGTTTTGCCATATTGGCCAGGCTGGTCTCGAACCTAAAATGTGAACTA 

TAAAATAAGACTAGACAGCTTTACTGATTTTTGTGGTTTATCATATGAAA 

ACAGAATTTTTGAAAAGCGTGAAAAATCAAACCAGTTCATTCCTTTTTAA 

AATTACTTTGGGAGGCCGAGGCGGGAGGATCACCTGAGGTCGGGAGTTTG 

AGACCAGCCCGACCAACATGGAGAAACCCCCGCCTCTACTAGAAATGCAA 

AAATTAGCTGGGCATGGTGGCGCACGCCTGCAATCTCAGCTACTGGGGAG 

ACTGAGGCAGGAGAATCGCTTGAACCCGGGAAGCATATGTTGCGGTGAGC 

CAAGATCGCACCGTTGCACTCCAGCCT 

>Sequence 3093 

TGGGGAGTGATACTTAGGGAGTACTACTCAAGGGCGAATTGAAGCGTGCT 

CCACCGCGGTGGCGGCCGAGGTACCTCAGTTGGAAATGCAGAAATCACCT 

GCCTACTGTATTGATCTCGCTGGGAGCTGCAGACCGGAGCTGTTCCTATT 

CAGCCATCTTGCCAGCAGGTATTTCTTTATAGCAACACAAGAACAGCCTA 

ATACAATTTCCAGTATCAACGGGCTGTTACAAGATCCCCCTACCCCTTCC 

CAGTGGGATGGAGACAGTGGAGTGTCTAAACTTTCAACATCGTCCAGAAG 

TAAAGAGGCCACTCGCTCCCTCTTCCCTCTGGTGTCAATGGAGGCCATGT 

GGAGAACAAGAATGAGACACTCCTATTCTTTCCAACTAGGATGGGATCAG 

TAGAGGCCTAGTGGGGAGCCAAAACTCCTAATCCCACCATGCAGTAACAA 

GGAGGCCCCCATCCCTGGTGCCAGTAAAGGCTG 

>Sequence 3094 

CCGGGCAGGTACTCACAGCTGTATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAG 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTG 

ACTGTTAGTACCT 

>Sequence 3095 

ACGCGCACCGGCGTGAGCTGGCAGTGGCAACGCAGGCGGCGGTGGCCGCT 
GCGCTGCCGCTGGAACAGCTTAGTTCTTGACGTGCAGCCAGCGCGCGTGC 
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GCGGCGCGGGCCAGGTAGTCTAGGATGAAACCGAGTATGTCCGATCAAGC 
ACCGAAGGGGGGCCATCAGTTCCGAATACGCGAGGCGGTCGCGCGTGTCG 
AGGATGAAGTAGCCGAGGCCGGCCGAGACGCCCAGCATTTCCGCCGGTAC 
CAGCACGATCCAGATGATGCCGATGGCCAGGCGCACGCCCGTCAGAATAT 
>Sequence 3096 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATC 

ACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACG 

ATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCC 

AGGGGGACCTCCCACTGCCCTCTCTATGTGTTCTATTTGTTCCTGACTGT 

TAGTACCTGCCCG 

>Sequence 3097 

CGGGGACCCCGGAAGTTGCTAAAACGCTAAAAACTAAATGTGTAAGATTT 

ATGCATTTTAGTGTATTTAAATTATAACCCCCAGAAAGCATTGCCTCATT 

TTTTCTGGAGGGTAAATATGCTCGTTAGGAGCATAAGGGGATGATTTTGA 

GAAACCCTTGCTCTGTCATTCTGTCAGCAAACCGCCACTAACTTTTCTGG 

TTTCAAAAAAGCAAGGTCCATTGATGAAACTCCTTTGTGCCTTAGTGACA 

AATAACATTGATAAGGCCTACTGTCAACAAGAGTGTGTTTGATATATCTT 

TTGTTTTTAGTGACTAAATTTGTAGGAATGATATTTTCATGGGATTACTC 

AATCTGACCCACCATTAGTTGCACGTGACAAGAAAGCTAAATTGGCAGAT 

GTTTGTGCTAGA 

>Sequence 3098 

AGGTACGCGGGAGCTGTTTCTCAGAGGAAGCAATGGAGGCTTGCTGGGAT 

AAAGGCATTTACTGAGAGGCTGTTACCTAGTGAGAGTGATGAATTAATTA 

AAATAGTCGAATCCCmCTGACTGTCTCTGAAAGCTTCCGCTTTTATCT 

TTGAAGGAGCAGAAATTGTCACTTCCAAGGGACATTTATTTAATTAAAAA 

GAACAACCTGTGCCAGTGCCAATGACAGGCATAAGTCATAGGTTCTCCCA 

AGGTCTTAACCCCATTCCCTGTGGAAAATATCAAAGTTTCTTGGGGCTTT 

TTCCTCTTGTCAATGTTAGCCCTCCAAACTTTTCCTCTTGACCCGGGGGT 

GCCATTTATCTTTTCCTGCTGGGTTTTCTTAAAATTTGGCCCAGGTGGGG 

CCAAAATTTTGGGATTCCACTTTAACCTTTAAATTATTCTGGGTTAAAAT 

ATTTGTGTGGGACCCCCAAACAAAATGTTCTTTTTTAAGCCACCTTGTTG 

GGGGGTCACAAAAAAGAAAAAT 

>Sequence 3099 

ACCGGGCAGGTACCATGCTTTTCCTGTAGTTGAAAATCTACCATCAAACA 

TGCTACTACCTAATGACGAATTCAGAGAAGGTAAAGAAAGTATGTAAACC 

TTTCCCTCACTGGTGGCCCTTATTAGCTTAAAAATGTAGTCTTCATATAA 

TATAGCCAGGACATTTATGGCAAGTCTAACATTTTTAGACTAAAGAAAAA 

AGTGTAATTACTATATTAATAGAAAGACTTAATTATCTTTCTATTCCAGC 

CACTGAAGTTATTATGACAGAATTGTTATACAAAGGTAACATAATAACAT 

GTAGCCAAAATATATAGGAGAAGATATTATAGAAATATATTGGACAATTA 

GTTAATAAATGTTATTTTTCAAATGTTTATGACATTTGTGACATTGGTCA 

GCTTT1T AT AA' 1" IT ITATTAT ACT 

>Sequence3100 

AGGTACTTCTGTCGTCAGATGCAGGTGGTTATGAACTTGGATGCAGTCAG 

TAGCCAGAGACTTGGCCATCTACACTCTTCAGCATGGGTCCCCCTGACCC 

TAAAAATCATACAGTCCCTGGGCCAAAATGGCCTCATCCAATCCAATGTC 

CCTGTCCGGGGCTTGAACCTCTTCTAATTGCAGTTCTAATGGTTGTCCAG 

CATCTTCTTGAGCGTCAACATCACTTGTGGATCCTGGACGCGTACCTGCC 

CG 

>Sequence 3101 

CCGGGCAGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAA 

ACTTGGCCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTT 

TTTCAGGTTAGCTAGGCCAATTCCAGGTGCTCGTCCTACCTTCTTTCTCC 
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CATTTCTACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGC 

TTAAGGAAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACT 

AGTTGCCTTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCT 

TCTGGCCTTTGGGTGCACTGAGGCATCTTGCTATTGTCTAT GGTTATGCC 

ATAGCTGCTAGTCAAAAGGCTCACATTCTTTTTTATTATTAl 1 1 1 1 L til 

GACAGAGTC 

>Sequence 3 1 02 

AGGTACCCTTAAAGAGCCnTTTCAGAGATTTCGTTTTTCCTAATTGCAAC 

CCCACACAATCCATAACATTTGAACGCTGGTGATGTGCTCTGTAGCAGTG 

CTGTGTGTTGTGGACCCCTGGAAGCCTACGCACCATTGAGTATTTGATAT 

TTTTTTTGCCCCATCCTCAAGGAGCAGTTGTTGCTCCTTAGGGGTAAGTC 

GCCCCTGCTGAGAATGCATGCTCTCGATAATGCTGCTTCACATTGGTCAT 

TGTGGAATATTTTTATAAAAGAGAGGATCCATTTCCAGCTTCTTTTCTGC 

AGGAAGAGAACCTGTGGTTATGTCTTACTCCCCCATTTTGTAN 

>Sequence3l03 

AGGTACGTGTGCGCATGCATAGTCTTACCCCACTACACCACTGGGCACCT 

AGCCCAGACATTGGGCTAGATGCTTACATATATTATTTCCTC AGAGGAC C 

TAG ATTAATATACATATTTCC AGG AATTATATCC ATTTATTTA'l" 1* rrrt T 

CTAGGGTGACCTTATTTTTTACCCTGTAGCCAGTGAAAGGTAAGCCTGTT 

TTTCTTGACTTAGTGCTGTAAACAGCCAAATGACAAAGTGACCGCCTTGC 

TGGCACAGCAGTGCTTGCCCACTGTGACATTTCCCCTCAGCrrCTTGATT 

TTTCTGCCCCAAAATGCAAATACTACAGGACTCCCATTAACTGGTTGAGA 

G 

>Sequence3104 

CCGGGCAGGTACCCTGGCCTAGATGCCAGTAGCATATTCCCCAGTTGTCA 

AAACCAAATAGTTCTCCCAGCAATGCAAATTATCACCTCATGTGTGCGTG 

GTATTGGGGGTGGAGGAACATTGTCACAGTTGGGGACTACTGGGCCGGAG 

GTCTGTCTGTGCAAAAGGGGAATCTCAACCATCACTCTGTAGTCACAAAA 

TGAAAATAAAAGAAAAAGCTATTTTTAACATTTCATATTCTCTCTCTGCT 

TTTCACATTTTGCTITCTACTTGCCAAACTITCCCCATTATCAGAGCTCC 

TTGTGTTTCCTAGCCACCTTCAATCATCTCGTGTCTCAGTAGAA 

>Sequence 3105 

CCGGGCAGGTACCTGGGACACCAGGCAGTAGCCCTGGAGTAAGATCAAGT 

GGGAGACACATATTCCTCCCCTAATGGGACTGCAGTGTGCATTCTGCCTG 

TCAATCCATTCCTAGCATTTGTGGGCAAAGACCCAACATCCCCCTTTAAA 

CACAGATTCCAGGGTCAGGCTGGAAGGCTCAGAACTAGGAAGTCACGCTT 

AAAACCTTTAAGTTGGCCTCTAAATCAACAAAAATTCACAAACAACCTTA 

TTTTACCACTCTACAGTAAAAAACAAACAAACCCTGTATAGTTTGAAAAA 

TAATAAATATAATGCATTCATATCGATTAATATTAACCGGCCAGGAACC 

>Sequence 3106 

CCGGGCAGGTACACTTCCCCCTCCTCCTCCCCCGACCATGCCTGAATTCA 

GACCTCTAGCCCTTGGATCTGTTATCTGACCCAAGAAGTCTTGTCAATTT 

TAGAAGGCTATCACCTTTTAACAGCCATTTCTGCTGCTTCCTGCACACTT 

TCTAATTTCTCCTCTGCTTTCCCTGGAAATCTGATGCTTGACTTGGACAC 

AATTCAACCCTGTCTCCTTATAGAGACAGCTGCTGAATGAATGCTAGAAA 

TTTAAATTCTGCTTTTAGCTTAGGGTTCTCTGCCTTCTTTAA AAAAGTAT 

TTCTAG AAA AC ATATAC AATAT ATGCTGCTGC AG ATTC ACC rTTTTI 1 T 

>Sequence3l07 

CCGGGCAGGTACATGCAGGAGAAGTCATTCTCAGGAAAAGGTGAGTGTGG 

GACCAGGCAGGGAAGCCAGTTTCTGTCCTTTATTTGGAACTATAATCAAG 

GCAGACAACCACAGTAAAGAGATGCAGAGGCAGGGAGTAGTGTAAAACCA 

CCTTACACACAGCTTCCTGGCTTTCCCTTCACTTTAGGTTGTAGCTCAAG 

TTATTCTTGGGCTAAAAAATAAGCTCTGTTGGCCCAATTAAACCAGAATT 

AATCACCAATTCCCCATCTTTATCTGGTAATTTTAGTTCAACATTGCTCA 

GCTGATGGCTCATTAAGCCAAGAACTCTCCCAGGTCTCAGTTACCATTTT 

CAGACAA 
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>Sequence3108 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCCCT GCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGTATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAA 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTC 

>Sequence3109 

AGGACl'l"l'l"l"i ri i:i l l i rrri'I"ri'|-rrriCAATGGAGACAGAGTCTTGC 

TCTGTCACCCAGGCTGGAGTGCAGTGGCATGATGAATGAGTGAATGACTT 

GAGTCAGTGAACGTGAAAATGTTTGGTAGATTGTAATACGCCGATATTGT 

GTAATACGTAAAATACTATTAGGAACTACAGCAATGTCTTATATTCCCAG 

CTAGGCCATGCACAGGAGGCAGTGTGCCACAGCACACTGAAAAGGTGGCC 

AGCCCTCACTCAGAGCCTGCCTTCACCACCTGCCCG 

>Sequence31 10 

CCGGGCAGGTACCCAATCCAGAGGCACCATTTGCAATCTAAGAAGAGCCC 

AGAGGAGAGGAAAATTGGTAATGAATCAGTGGGGAGTCCACGAAGGCAGA 

GGGGCTTTGGCACAGCCCAAAAGACAGACAGAAATGAAGCTCTCAGGACT 

CAAGAGGAGCCTCATTCCAGGCAGAAGAAGGATCATGGAAACCACACAAG 

CGGGTCCT 

>Sequence 3111 

AGGTATCGTGTGCGCATGCATAGTCTTACCCCACTACACCACTGGGCACC 

TAGCCCAGACATTGGGCTAGATGCTTACATATATTATTTCCTCAGAGGAC 

CTAGATTAATATACATATTTCCAGGAATTATATCCATTTATTTATTTTTT 

TCTAGGGTGACCTTATTTTTACCCTGTAGCCAGTGAAAGGTAAGCCTGTT 

TTTCTTGACTTAGTGCTGTAAACAGCCAAATGACAAAGTGACCGCCTTGC 

TGGCACAGCAGTGCTTGCCCACTGTGACATTTCCCCTCAGCTTCTTGATT 

TTTCTGCCCCAAAATGCAAATACTACAGGACTCCCATTAACTGGTTGAGA 

GGCTAACGCTCAACTGCAACTTACCAGTCTTTCCTGTGCTGCTTCTCTTT 

CCTTTCCTACC I "J TTTTCT 

>Sequence3112 

CGAGCGGGCGCCCGGGCAGGTACCCTCTCTGTTCCCCTCCCTCCACCCTT 

CCCCTCCTTTTCTGT I" 1 "l "I AAG ATA AAGTGTTG ATTTGG AATTCAGC A AC 

TGCAAGTCCATTTGAAAGAAGTCAGTTTTTGTTAGAGGCCTGGATAGATC 

TATATGTTGTTACCCAATTCACACGTGAACCATTCTGTGGCTGAACATAA 

GAAATTGTGCATTTATTAACGTTGTGCTTTAAGGTGGAATGCTGAAAGCA 

CTTGGAAAGTTATTTGCCAGAGAAGAGCTTCACTGAAAACATTTTTTGCT 

TCTATT TTTG CCCTTGCTG AAA' n • H Tl ' FGGGCTATGGTAC ATTTCCTCC 

CTTTAATTTTGGAATTCTTACATTTCGATCTTATTTGGTAGCCTTCTTAG 

AACCTTGCTTAGGTAGCTCCATCTGGGTGTTCTCAAAAAGGCTCCTTATT 

T 

>Sequence 3113 

CCGGGCAGGTACTCAATAAAATAAGAGATACTATAGTAAAACTCTTACAG 

GAAAAATTATTAGAATTTGTGCTATACCAAATCAATTTCACAAAAATGAA 

CTGCCTGTCCACTGTTTTTCCACAAAAAATCCAGGCCATCTACACCTTGC 

TGGAAGGATGGAACCTCAACTGCTATACTCCTTAGATTGCTATACAGCAA 

TCTAAGTGGCCCCATCACAGCTCCTCTCCTTGAACATTTGTTGAGATCAA 

GTTGCAGCTGGGCCAGGCACAATCGGTCACAGTTAGACAGCTGAGGGCAT 

TCCAAAGAGTAGTGTTCCTTCCTCCACATTATCTGCCAAAGTAGTCA 

>Sequence 3114 

CCGGGCAGGTCAAGACTGTAATGAGCTATGATTGCACCACTGCACTCCAG 

CCTAGGCGACAGAGCTAGATTCCATTTCAAAAAAAAAGGTGATGATGGTG 

GGGCCCGGCATGGTGGTTTACACCTGTAATCCCAGCACTTTGGGAGTGCT 

GAGGTGGGAGAATTGCTTGATCCCAGGAGTTCGAGACCAGCCTGGGCAAC 

ATTGAAAGACCCCGTCTCTTAAAAAAAAAAAAAAAGAGAGGTAATGGTGG 
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CTCCCTTTCTCTCATCAACACACTCTGGGGGATGAAAAGGATGATAATGT 

CTATGTGTGTGATAGATTGTAGAACGACTGCCACTGTGTTGAGCGAAGAA 

AAGGAGTATGTCTGCTGAACAGATTAGCTTCTGGTCTCCAATCAGTATGT 

GTGGTGGCGTAGGGGGACTG 

>Sequence 3115 

CCGGGCAGGTACTTGATCGAACACCTCTGATAGTCCGAGTATGGTTACCT 

CAATAAGTAACCATTCCTCTTGCTCCAAGCCTGATGGGAAGGTAAACATA 

AGAATAGAAATTTCTTGAGCTGAAGTGAAGTGAAGGAACTCCCTCCCGAA 

AACCATGGCATGTCACGAGGAACGTTTATTGTAGGTTAGGCGGTCTGGTG 

CCTCTAGGGGGGACAATCAAATGATACAGGACCTCGAAGAGTCTTACTTT 

GGATTTCTGTGGCTTTATAATGTAGTATATTATGTAGTTCATTGCTGTGG 

CTTTATGCTTTTTTATTATTTACAAGTGATTTACTGATTTGTGAGCTCTT 

GAAACTGTGTCATTGCATGTTATGTTTACCCTGATAGTTGCATTTGCTTA 

TAATTCTTTTTGCTT 

>Sequence 31 16 

AGGTA CTTTTTI 111111 ITTTTTl 11111 1 T GTTTTGAGATGGAGTCTC 

GCTCTGTTGCCCAGGGGAGCGCAGTGGCGCGATCTCGGCTCACTGCAACC 

TCCACCTCCTGGGTTCAAACAATCCTCCTTATTTTTAAAAAGAGAAAAAC 

CACCTTAAAAAAGTAAAGGGATTTGCTCATAGAACACATGGAAAACCAGA 

AACCAGGAAGAAAATGAACATACAGTTTTCAAATCATGTGTTTTCATACA 

AAGTATCGTATTTAAAACTAAAAACAATTCTGAAATTAGTAATAAACCCA 

TTTTCACAAATAAGGATCTAAAGCTTAAAGAACCTGCAGGCATACAATTA 

GTCAACAGCACAGGCAGAACAGAAACTCTGAGTCTATGTGATTCTAGAAC 

CCACTTCTCACTG 

>Sequence 3117 

CCGGGCAGGTACGCGGGTGCTCTTGAGTCGGCAGATGTTGTAAGGGACTG 

TGTAGATCAACCTTTAGGACAGGAGGTAGCACCTAAAAGTGAGGACCAGC 

TGTGGTGGTGGCAATAGAGTTTATGCTTGACCTTTGTTAATCGGGAGAAG 

TTCTTGGGCATTTCATATGATGGGTAGGGCCATGGAACTCTCAGTAGTCC 

TGGTCCCATGATCTGCCTCTGAAACAGGAGGGGTGGGATGTGGTAGTGGG 

ATCCACTTTGTTCTCGTGCTCCTGACCCAGTGAGGCTCTCTCCTGCAGTC 

CAACACCGGCAGCAAGTCACAAGAAGTTTGTCTTTAGACCATGAAACTGC 

CTCAAGCTGTAAAGCTTTCTGCCTAGGTCAAAATTGTGGCTATCAGACTA 

AAT 

>Sequence31 18 

CCGGGCAGGTACCCAACAATTTGAGTAACGTCACTTGGCAGAAGGAGACA 

TTTTTGAGTCATGCCATAGATTTGAGCCCTGCTCCATCATTTACTTGCTG 

TGGGACTTTGGACCTGCATCCACCCTCTCAGAACTTGTGTCTTCATTGTG 

TATCACCTATTTTACAGATTGCTGTGAGATTAAACAAGGTAAGATACAAA 

AGGGTCCTAATACACTGACTGTTAAAACTGAGCAGTGACTTAGAATAATC 

TCTTGAGCAGTCCAGGGCACATATTGACCTCTTAAGTCTCCTTTAGAGTT 

ATAATATTAGCATAATAACACTGAGCTTTAAGAAAAGTCTTTAAGCCAGT 

GATTCCTGTGTATATACCCTCCAGAGGGATTCCAAATCCCCAGGAACTGA 

ATG 

>Sequence3U9 

AGGTACAGCTCCCACCAGATACTCACTTGGTGAATTGAAAGAGGAGCTGT 

AGTGAAAATACTGTCTTAGGAAAAACACAGCTCTTGATTGAGGCTATCAG 

CAGGTTAATGAATAACTGTTTTCAGACAACATTTCACCCCTAGTTTGAGC 

TGCTCTTAGAATGAATGTGGCCAGGTTAATGTGACCAGCAGACATAATGC 

AAAACCAAACTAAGGTGGTAAATTGGCATCTTGGCTTTGTTGCACATGCA 

GGAAAGATCCAGGACTGGTGTCAGAGGTATACTGTCTTTGGCAGAAGAGT 

GCTTGTCCATAACCAGAGTACCTGCCCG 

>Sequence3120 

CCGGGCAGGTACCAACTGAAAAATAAGACAACCAATTTCATCATGGTGCC 

AACCACTCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCTTT 

CTTGCTCAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGGCAT 
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GTAAGCAAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGAGCATAAT 

TTTTGCCCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGAT 

TTGTGAATTACTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTA 

GGAGCAAAACAGAACCATGTTGTGTGTTTATGGGTAATCACCCAGTTTGG 

CAAACCACCAGTGGCTGAAACTTGTACCT 

>Sequence3121 

CCGGGCAGGTACGCGGGAATTTAGGGAAGAATCATCCCACTTTTTGTATT 

GAGAACAGATTTGGGGAAGTAGTGGCAGGAAAGTGTAGAAGTTGGAAGAT 

CCTTTAGTAGGAATATCCTCTTGCAATAATACGATGTTGATCCAGGATCT 

TAATTATGGAAGCATTAAGTAGAACAGATTTGAAGATGCACTTAACACAA 

TTTGCGGTGCACTCTGAAAAAAAAATGAAATGAGAGAAATTAAAATGACT 

CCACAGTTGCTGTCCTGAGTATCTAGAAGAACGAAGTTGTAATTTACTTG 

AATGGAGAAGACAATTCGGGGAGCACGTCTGCATGAAAAATGAATCATCT 

GGTTTGAATAAGTTAGGTTGAAGATCTAAGAGAGACAAGTACTCATAACA 

TATTAGTC 

>Sequence3I22 

TGGCGATACCGTAGGCGCCGTGTTGAGCGCCCATCCCGACATCGCAAAAG 

TCTCCTTCACCGGCTCAACGGCTGTCGGCAAAATGATCCTGCGTACCGGC 

TCTGAGACCTTGAAGCGCGTCACTCTGGAACTGGGCGGCAAATCACCGGT 

GCTGATTCTCGATGATGCGGATCTCAAGACCGCTGTGCCCATGGCTCTCC 

AGGCCGGCTTCATGAACAGTGGCCAGGCGTGCATTGCCGGCACCCGAATC 

CTGGTACCTGAAAATCGCCTTTATGAAGTTGAAGCGCTGATGATCCAGGA 

GGCGGCCAAAGTACAAGTCGGTAATCCCCGTGAGCCAGCCACCGCTGTCG 

GCCCCATGGTCAGTCATAAACAGTGGGAGCGGGTGCAGCGCTACATTCAG 

ATCGGGATTGAGGAGGGCGCGAATTTATTGGCAGGA 

>Sequence3123 

AGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAAACTTGG 

CCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTTTTTCAG 

GTTAGCTAGGCCAATTCCAGGTGCCCGTCCTACCTTCTTTCTCCCATTTC 

TACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGCTTAAGG 

AAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACTAGTTGC 

CTTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCTTCTGGC 

CTTTGGGTGCACTGAGGCATCTTGCTATTGTCTATGGTTATGCCATAGCT 

CCTAGTC A A AAGGCTC AC ATTCTTTTTTATTATTA 1" I TTTTTTGACAG AG 

TCTCGCTCTGTCACCTAGGCTAGAGTGCA 

>Sequence3i24 . 

CCG GGCA GGTACTGATCTAACCAAGATATGTTGTTTTTCTCATCCACCAG 

TCACTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGT 

GAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGATACATAAAA 

AGGGTAAAGTCAGGATATTTTAACAAACCTATCAAGCTCTAAATATAAGC 

CTCCTTGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTT 

GCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTC 

AGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAA 

AAGCAGTAAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCA 

GCTCTTCAGTTGTTGATCATTGTCTATTGTTCT 

>Sequence 3125 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

>Sequence 3126 

CCGGGCAGGTACAGGTGAAAATTGAACCATGATCAGCCCGGATCTCTGAC 

GGACTATGATCAGCACAATTTCCAGCCAATTCTTATAACTCTTAAGAGGG 

CAATAATCTTGAGACACAGATATTTAGCGCCTCTTCCACATCCAATGTTT 
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TCTACCATGAAATCATGTCTTTGTAAAATGATGTGAAAAACATTATAATA 

CATTTTATATAAGTAGATTTTAAAACTGTGATGAATTTCTAGCACCAGTA 

TGAAGACAGAATTAGAATGCTATTGATAATT TCAA ATAAAAAAAGAAGGC 

ATGCTTGAATACTGAGAAGAGATGTAATGCATTTTCTAAACAAAGCACAC 

AGTTAATTAGTATTCATGATTTCATTTGTGTTTCTCTGAACTCTGATAAA 

TAATTAAGGGAAACTGCATTAATTTCATTCATAATATT 

>Sequence3l27 

AGGTA CTTTTT n rT TTT TT TTTTTTTTn 1 GCCTGGAGAG AGAGATGTT 

TTATTTTTGCCAAAGCATGTGGGAGTAAGTAGCAAACATCATGACACTTC 

ACTCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTC 

TGTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGAC 

AATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGG 

TTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGA 

CCTGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGG 

TGATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCCAGCT 

GTTGACATTTTATTTTCTGCATAGTTCTGAAGCTGCAG 

>Sequence3128 

GGAGCTCACCGCGGCGGCGGCCGAGGTACTTGTGACCCAACGACCGGCCC 

AAACGCAGATGCATACTGATTCCAGACTCTTCAGCAATCCTTCCCTTATC 

TGGGGCAAAGGCTGTGATGCCTACACAGTCTCTGTCATTTCATCCCTGAT 

GCTCCAGTTTTTAGGAGAAACCACCTCGTCATGTTCAAACTTCCAGAAAT 

GGTGGTCCTGTGGAAAGAATGCTAGGCCAGCAGCTAGGAGACCTGCTGTG 

AGTCCCAGCCCTGCCCATCACAGCTATGTCAGGTGGTTCATACATGTTGG 

GCTTCAGGTCCCCATCTATAATCAAAAAGTTTGTTTCTAGCTTCAACAAT 

CTATGACTATTATTTCCGTTTACTGATAGAGTAACTAATTACTTCATTAT 

AGGTTTTCAAGACCAGTTACCTCCTGTTTGGTTCAATTAGCAAAATGCCA 

ACATGATTGTCATTGAATTTGG 

>Sequence3129 

AGGTACATGTGACCCAAGGACCAGCCCAAACGCAGATGCAGACAGATTCC 

AGACTCTTCAGCAATCCTTCCCTTATCTGGGGCAAAGGCTGTGATGCCTA 

CACAGTCTCTGTCATTTCATCCCTGATGCTCCAGTTTTTAGGAGAAACCA 

CCTCGTCATGTTCAAACTTCCAGAAATGGTGGTCCTGTGGAAAGAATCCT 

AGGCCAGCAGCTAGGAGACCTGCTGTGAGTCCCAGCCCTGCCCATCACAG 

CTATGTCAGGTGGTTCAGACATGTTGGGCTTCAGGTCCCCATCTATAATC 

AAAAAGTTTGTTTCTAGCTTCAACAATCTATGACTATTATTTCCGTTTAC 

TGATAGAGTAACTAATTACTTCATTATAGGTTTTCAAGACCAGTTACCTC 

CTGTTTGGTTCAATTAGCAAAATGCCAACATGATTGTCATTGATTTTG 

>Sequence 3 1 30 

AGGTACACTGATCITAAAACAGCTCTGGCTGTAAAATCACTTTGCTGGAG 

TCAATGAGGTAAGAGGCTAGAACACAATACTAGGGATCTGACCCCTGCAG 

GCTGGCCATGATCCATCCCTCAGGCCGCCTTCCCAGAGCAGAAAAATCCA 

GGGAGCCACTTAATGAGACGTTCTCTCTAATGTTTTCTTTAACTATGACA 

ATTGCAACTGAAATTTATCAGGAGCTTGTACCCCTC CAAAA TCCTCTCTC 

TTTCTTTCGCTGTGCCTCTATCCCTCTTGCTGCTACTCTTTTAACTGCTT 

TTATGCACCAAACTTCATGGTTTTTTTITrAACGGAATGATGTTCTrGGG 

GAAGAAAAGATTTAAAGATATCATGGTAACACCAATGAAAATTGTAAAAA 

AGTCCAAATTTAAAAGTTAAAACCTTGGGTTCTACTTTTAA 

>Sequence 3131 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 
ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 
. GCACGATCTGTGAAACCTGTATTTATATTTTCTTCAGCGTATTCTTGTCG 
TGTGTGTGTCCTACACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 
CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 
ATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 
TGCTTTTTATAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGA 
AATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGA 
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>Sequence3132 

ATGGGGCGAAGAGGATCTCCACCGCGGCGGCGGCCGGGGGCCATTGAGAC 

TGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCA 

TTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAG 

GAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGA 

CTTCATCATGCTGAGTTGTGTGCACCTGCAGCGGATTCCTCTGAGCGCTG 

TCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGAC 

AGGAGACAAGGAGAAGGCCTTATGATCTACTGGGGGAGTCCAGAGGAACA 

GTCTCTTATGTGCCGCTGGAACCCATGGTCCACTGAAGCTCCTTATGCTA 

CTTTCACTGAGCATCCTATG 

>Sequence3I33 

CCGGGCAGGTACl'lll'I'l'I^n'ri'rnTrrn'l'ni'l'I'CTGAGACGGAGTC 

TTGCTCTGTCACCCAGGCTGGAGCAAGACTCCACTTGTGAAAATTTTCAT 

CAGTTTCCTCCAGATGTAAAAGAATCTCTTCGGCACACTCCTGGGAAGGG 

GCACCCGTGA TTI 1 1CTCCTTCACGCTCTGGAACAACCGCCTCAGCATCG 

CCTGCAGCATCGCCTGGTCCTCGCTGGAGAAATGGGCCATCTTTGGGGAA 

GCAGGGGTCCGCGAGGTCTCGCCTCTGGTACCT 

>Sequence3134 

CCGGGCAGGTACATATAGGGACTTGTTAAACAGAAGGTTTCTTGGGGTGA 

TTTTTTTAAAAACCCAAAATTTTAAACATCAGGTATTTTATCTGGTTGGG 

GAATTAAGCCCAGGAAAGAAAAACCTCTAGAATATTCCTACCCATACAGC 

CTGATGCACACCCGTGGGCCGTCTTTAATACTACAACTTATTGAGTAAAT 

GACAATGCATAGCACTCTCAATGCCCTCGTGCCACCCTAATGATTGCTCT 

ACCTTTCTGCTTTCAAAAGACAGTACCT 

>Sequence3135 

CGGATGTTGACGCTAATCTGAAATCCGGCGAATTGGTGCTCCGCCACGGT 
GGCGGCCGTTCCTAGTCACATTTGTTGTTGCAGCATGTTATCAGTAGAGC 
TATCTTTTACTCTTAAAAATGCCCTGGTGGGGATGA 
>Sequence 3136 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATATCATTTTATATTAAAACCAATAACATTTTCAGAATACATTTGAAT 

AATTTCTTTTTACCTAAAAAC AG AGTCTTTA AATAAGTATC A TTTTI GAG 

ATGCATTGCCATAGGATACATACTGAGGTGTCTTCTCTTTCTCTTACCTA 

TTAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCA 

ATGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCC 

ACTGGTGATGTCAGCAGGATCTGAGGATGTTCAGGTAGACATGCTATGCT 

TTGAATCTCCA 

>Sequence3137 

GGAGTGACCTTTATGTANTCGGCGAANGATGCTCGCCACGGTCGCGGCCG 

CCCGGGCAGGTACTAGCTGANNNTGCGATATTTCATAATAGCTCCTACTC 

CTTACTGAGTGTCATCATCACCAATGTTATGATTGCCACGATTTATTGAG 

TGCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCA 

TGTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGT 

GAGAAAACTAAAGACACTAATAATTTTTAAAAATATATCCACAGTTCTAT 

GATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence3138 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAAA 

AGATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTG 

TTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACA 

CATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATT 

AAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGA 

GGTGGAGCCTTCAGAA 
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>Sequence3139 

AGGTACCCTAATCCCACGGAACTTCCCTTGAACCAATACATTGCCACCTC 

CCCACTGAGAGATGCCAGACTCTTCTCCCAACTCTCCCAACCACCTTAAC 

CAAGTCAGCCCCTCCCACATAGTCCCTAGTTAAGATCAGAATGAGCTTTA 

TCTGCTTCTTAAACTTTGTTGTTCCTACCTCTGCAATCCCTCTTAGGCTA 

TGGAACTACTGCGGGATGAATTCACCAAGCCGCAGCTGGGACTGCCTTTG 

TACCTGCCCG 
>Sequence 3140 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCGTGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGAGGAGAGAGAATGTGGGGTG 

GGGATGGATGATGAGACTGAAGAAGAAAGCCAGGTCTAGATAATCAGTGG 

CCTTGTACCTGCCCG 

>Sequence314l 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTTAAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 

>Sequence 3142 

GAGGTTANCNTTTTACTACTATAAATTGGTCTAGCAACACCCCGGTGGCG 

ACCTCTGTCTAAATTTCTGAATCCCCTCTTACAAAGACCCAATACAGCAG 

CATGGCCATGCAGCTGTGCTCACATGTCACCCCTGCACTGGCCAGGAACA 

CATCTATCTTTCCTTTGGGTAGGGTCACCCAACTGCTCTGCCACTTCCAG 

CTGTGAAAAGGCATCTATGTGACAGACCCCTCTGCAGTTTGAAACTGTGT 

GACAACTTTAACACCCAACTCAGCATCTGCATGGGTTTCTGAGAATTACC 

TATATCTTTTGTGGTCTCTITGCTGATTCrCTGTTTCATTAAAAAAAAAA 

AAAGTGACTCGTGATCCCTGAGTTCCTATATAGCCAATTTTACTCACTAG 

CTAAAGAAACACTGGATTTAAAATGACAAACCTAGCAACAATTAGGCA 

>Sequence 3143 

ATGTCTTCAATTCACTAAGCANATTTCTCTTTATATCATCAAGTCTATTG 

TGAATATACATCATTCTTCTAACTACCTTAAATTTGTATTAT ATCTC TAA 

ATACnTTTATTACACTTATACATTATTTTTTAGTAATATTTC 

TAAGTAGGTCGGCGCGCGCATCACTTACGTTGAGTCGAATCTCCACCGCA 

GCGGCGGGCGCTCGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCAT 

AGTCAAGAGCTGGAAGCAACCCAGCTGTGCATCAATGGGTAGAATGGATG 

ACTAAATTGCAGCGTATTCTTACAATAAAATACTATAGAGCAATGAAAAT 

AAATAAACTATGGCTATTTGCAACAACATGGATAAATCTTACCAACAATG 

TTAGACCAATGTACCCAAACCAAAAAATACACATGTTCTATGAATCCATA 

TATGCAAGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTG 

ACGAAAGGACTGAGAGAGTATTGCAAAGGGGGCTCCCGCTGTTCGTAATT 

TCTATTTCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGA 

AATTCATTG 

>Sequence3144 

AGGTACCCGCTTGTGTGGTTTCCATGATCCTTCTTCTGCCTGGAATGAGG 

CTCCTCTTGAGTCCTGAGAGCTTCATTTCTGTCTGTCTTTTGGGCTGTGC 

CA AAGCCCCTCTGCCTTCGTGG ACTCCCCACTGATTC ATTACCAA 1 1 L 1 1 

CTCTCCTCTGGGCTCTTCTTAGATTGCAAATGGTGCCTCTGGATTGGGTA 

CCAAGACTTGCAGTGCCTTATTTTGATACCACTAATATGAGACCATGTTA 

TATGCCTCTTGAGATATCATTCCCTTTCTAGCCATAGACAGTGATAAGCA 

TGCGTATAGAGGGTAAACGTACGACTTTGAGGTTCATTCCTCTCAATAGA 

CAAAAGTAAAAGTATGCTAAATTTCAATCCTTCACACAGTAAAT 

>Sequence 3145 

GTAGCGATTTGTAATCGCGAATTGGAATTCACCGCGATGGCCGCCGAGGT 

ACAAGGCATTTTTTCTAACTGTAACTTTCCACTTAATCAACTTTAACAAA 

AACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATTACAC 
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CACAAAGGTA i i l l ICAATGGTGATTTTGCGGGAGTGGGGTAACAGTTTC 

GAAAGCAACATTGT CAGAA ACATAATTGATTTTTAAAGGTTCTTTCTGGT 

GACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTTATT 

TCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCCAAT 

TTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTAGTT 

ACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAATAGG 

AGGAATCCCTGAGCACTGGGTCCAAACAGAAAATTAATCTCTTTCTTTAA 

TTGCT 

>Sequence 3 146 

CCGGGCAGGTACTAACTTGGTCAGGGCAGGGTGACACATAAAATTAACCA 

TCACAGGGAAGGGTAGGGCTGGAGAGGCAGACTGTGGCCAGGTTACAATG 

CGCTGAG GCTAA AGAGACTGTGTTTATCCTGTACGCCAGTGGGTCTTACT 

CTG AAGTC IT1 1 GGGTGGG ACATTC ATGG ACTTCAAGAG ACCTGTG AATG 

CCCTAAGATTATAAGTAAAATCTGTGAGTCTGTAACTAAAGCTAAAGCTA 

TTTTTCTGGGGCCCACCATCTAAAGAAGATTCTGAAGCCTTAGGGTAGCC 

GTGGAGGAGACATGAAGGTCCATTTTGCATGGTAGAACCCTGCCTGGCTC 

TTGCTACAGTGTGGGAGGACAGGTTTGCAATGTGGAGGTGTGGCACGCAT 

G 

>Sequence3147 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTTAGAATACACATTTCCCACCTTGCCCAACAGTTGAAATAAAAAAA 

A A A A A A AA AAAGTTCTCTTG CCCGGGCGGGCCGTTC 

>Sequence 3148 

TCCCAGTTCGGGGAAAACCTGGTCCGTGCCCAAGCTTGCAATTTAATGAA 

ATCGGGCCCAAACGCGCCGGGTGAGGAGGCCGGTTTTTGGCGTTATTTGG 

GGGCGCCTTCCTTCCCGGCTATCCCTTCGGCTTCACCTGGACCTCCGGCT 

TGACGCATTCGGGTTCGGTTTCCGGCCTTGCCGGGCGGAGGCCGGTTATT 

CAGGCTTCAACTTCAAAAGGGCCCGGGTAAAATTACAGGTTTAATTCCAA 

CCAGGAAAATTCAGTGGGGGAATAAAACGGCCAAGGGAAAAAATAAAT 

>Sequence3149 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTTATATGATCA 

CACTGGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGAT 

GAGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCC 

ATGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGT 

ATCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATA 

TAATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTT 

>Sequence 3 1 50 

AGGTACAAAAATGACCACAGCAGCATATTTCCTAAGATCCCTGAAAACAG 

CTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAGAATGATGGATAT 

TATTCTACCCCATTGAAACATTTCACACACAAGTTTTGTGTTTTATTTTT 

ATTTA TTTAT TTATTTATTTTTCATGTCAATGAATTCAAAGGAATCACAC 

ATAGGT 1 " I TrGTATAG A AAC AGCACTAC ATTTCTGTAGG AGGTGCTTTTT 

CAAGATATCTGTGTTCACTAGTTGTAGCCTGCGACTAGAGGGCTCTGTGT 

CAAGCATTCCACTTGCTACTGATTCCTACCATACCCCTCTTTGTTCCCAG 

AACATTGTACCTGCCCG 

>Sequence3151 

CCGGGCAGGTACGCGGGTGGCCCGAAGTTAGATAGATGAGGAGGGTATTT 
ATCTGAGACAAACACTGGGAGGAAATTTCAACCAGAAGGAATATTAGCAT 
GTGAGAAGGCATAGAATCATAAAAGGCATGTTGTGTTAAGGGAGCTACAA 
GTAGCACAATTTGGCTAATGTGTACAGTGAGAAGAGAGTTGTGGGCAGAT 
AGG TTGGA AAAGAAGCCGTGAGTTAGATCATGAAGAGCCTCGGTAAGGAG 
TTTGTTTTAAAAACAATTACTGAAAGATTCGAAGCAAACACAATATTTAT 
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AGGTTGGAAATATTGCCAGAATGGAAAAAAAAAAAAAAAAAAAAAAAAAT 

GTTCCT 

>Sequence3152 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCAl l l l i AAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 
>Sequence 3153 

CGAGCGGCCGCCCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAA 

GGATGAAGTCAAGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAA 

GGACCAAAGAGAGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTTA 

CAAGCTTCCATGAAAGGGCTTGGACCAACCCAGTGGTGAAAAAAGCATCC 

ATCTGGGGTTACCTTTGGTGCTTGCCCATAAATACACACCCATCAGAACT 

TTGGTTGAACTTTAAAACTCTACAAGAATATTTTAATCTTTCTTCACCAA 

TTCACTTGGAAGGGCTTGGGAAGTTTCTTGCAATTCACCGGTTGCC CAAG 

CAATGGGTTCAAGGTTTTCTTGGGTGGAAGGAGCCCTTCCnTITGCTTTT 

TTAAACTGGAGGGGGCTCTATTTGTTTGCGGCCATGGGGAGAAGATGAAT 

TAAGCCATGTAAACCTTGGCCCCCTTCTAGTTGGAACACTTTTTAATAAA 

AGGTCCACTAAAATCCCC 

>Sequence 3 1 54 

CCGGGCAGGTACACTTCTAGATTGCTCAATGAAAAGAACTCTCAATCCAA 

AATTTATGTCTAGCAAAGATATCCTTCCAGAGTGAAAGAGTAATAAAAAG 

AGTCTCAGATGAAGCAAAGCTGCTTTAAAAGAATTGCTTTAAGAGAGTTA 

GCTAGAAGAGAAATGATACCAGAAGAAAACTTGATATATTAGGAATTATA 

GAACAGCAATAATGTATATACCTGGGTAAACATAATAGATGATGAGTTCT 

TCTAAGTAACTTTGAAAATTGAAAGCAGAAATTTTAACATCATTTTAAAA 

CAATTTATTTCAAAATAATAGAAGAAAAGCATGAAACTGGCAGATTGGAG 

GCATCGTTAGCATGCCCCCCCCACTTGGAAAGAAAATATTAATAGTGTGT 

AGAGATTCACCCTGAACTTTTTCCAA 

>Sequence3155 

AGGTACCTGGAGTCATGGTGAAAAAGGAATCGTGGTTATG TCAC TGGATC 

AAAGAAAAAGGAGAGGAAATCAGAAAAATGACAATAATTTTTTCCTTGGT 

ATAGTCCCAGTAAAGGATAAACAAAAAGGAATTATTCCCCGAATGCCCCT 

CCTCTTTATGAATACACAGTATACCCAGCTGGCTTGACTATGATCATTAC 

ACATCTGCACTGCATCCATGCATTTGCAGCCTTTTGACAATACATATGGC 

CCATATGCTTCAAGAGAGATGAAATGCTTGTCTCAGTTAATCTACATGTC 

TACTTCTGGCTTCAATCTTAATCTTTCAGATGTTCACAAATCAACAAGAT 

AATGTTTCTAGAGTAATGTGGGAAATCAACAACCTCAGATATAGATACTT 

CACAGGGAGA 

>Sequence3156 

CCGGGCTGGTACGCGGGGAGGTTACTCGTAGGACCTTATACGGCAACCTC 

CCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGCCTCTTTAA 

ATATACACTTCTCTGTAGTGTATGCTAGAAATGGAGTGGCTGGAATAAAA 

GTGGCTGAATCATCTTCAACTCTAGTAGCTGAGACCAATGATGCTGACCT 

CCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATA 

TTGTACCT 

>Sequence 3157 

AGGTACTTTGTGGGTTGAGGGTAGGAGGCTAAGACTGCCAGGGAGGAGGT 

CCCGGCTTCCTGCTCCTACCGGGGAGCAGCAGGTGAA ACTCT GACCACGT 

TACTGCAATCCTGACATGCTCCAGTGGAGTGGCGACATTTTTCTTCTCGA 

GGCAGCTTTTGGGGATCTGTATTACTTTCATGTGGACCACTTGCTAGTTT 

TGATTTC AATG ATAATTTCTTCCTTCC [TTI 1 1 T ITT TTCAAGCCTGTCT 

TCATAGTGATGACAACACATTTAACATTTGTTTTGATTTTACCCTCTCCT 

CTCTCCCCACTCTAAGTCTGCAGCCAGGAGAGCAGGGACGTCCTGTGCGA 

ACTGTTAGACCACCACAACCACACTTTGAGGAGGAAAGCCCATGGGGGCC 

CTGGCTTGAATGGCTGG 

>Sequence 3158 
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AGGTACGCGGGGAAGCTAAAGAGGAGATCGTTTTTATTTCATAGCGAGAA 

ATGGCTTCCGGGTGCTGAGTAGAAGGGGCAGGCATGTTTGGTAGTGGGCT 

CTCCAGCCCTAGAAGCATGCACGCAGAGCCTCTGTAGGAC I TTTTTTTTC 

TTTTTTTTAAGACAGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAATGG 

CGCAATCTCGGCTCACTTCAGCCTCCACCTCTCGGGTTCAGGCGGTTCTC 

CTGCCTCAGCCTCCCGAGTGGCTGGGATTACTAGGCACCTGCCACCACAC 

CTGGCTAA ITTT I ri'i ri'GTATTTTTAGTAGAGACAGTGTTTCGCCATGT 

TGGCCAGGCTGGCCTCGAACTCCTGACCTCGGGTGGTCCGCCTGTCTCGG 

CCTTCCAAAGTGCTGGGATTACAACT 

>Sequence 3159 

CCGGGCAGGTACGCGGGAGACTCATTAAAGCTCCTAAATGTATACATATG 

TATCAGAAAGGAATGTGAACTATTAAGGAAACTTGGTAGACAATGAAAGA 

ATTTGGAAATCTGAAGGCTTTAAGAGGCAGAGTTGTAGATCAACCCCTCA 

TACCAAATAATCAACTCCAAAGTAAAACTTTGAATATAAACTAACTGCAA 

AAGAAACCTTCGCGATATGTAATAAGATGGCACACGCTGTGCTTCTGAGG 

ACATGTGTGGATGCCTCCCCCACGTCCT 

>Sequence 3160 

GCCGTTTAATGCGACGCCTATTCTGAATATCGGGCGAATTGGTGCTCGAC 

AACGGCGGCCGGCCGCCCGGGCAGGTTTTTGGAGTGCTGTGTGGAGTCCT 

TTTTTTACTTTTGTTCCTGAGAAAGAGAGATTCACAAACTTCCCACATTC 

TTCCAGTGGCATCTAAGGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAA 

TAGACTGAAGCAAACCATGTCCCTGATGCTTCCTGCCCACCACCATCCAT 

TCTTTCAACCAACAGCTTCTCCGGGCTTTCACGTGCCATGCACTTTGCTA 

AGAGCTTGAGGGAAATACAGCAATGAAGAAGAGATGATTTCTGTTTGGAC 

CAGTGCTCAGGGATTCCTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCC 

CTACAATTTTTTCCCTGTAACTAAAGAAAATAGCTTCTCAATGTAACTAA 

ATTTTATCTCATACGCAAATTGGAATGTATACCCTTTCACTC 

>Sequence 3161 

CCGGGCAGGTACATGGCAACTGAGGCAAAGAGCTCTTAAGTTACTTATCG 

AAGAATATCCAATAAGTAGGTGGTAGAGCTAGGATTTACACCCAGCAGTC 

AGCTTTATTTTCAACCATGCAATGCCTCCTTAACAAAGGAGATAGGTTAG 

GAAAGGCAGATCTGGGCAAGTGTTGTATTATACAACAATAAAAAGGCTGT 

GGGGTCAAAAGCTATGGCTGTTAAAAGGTTAGGGTAACAGCCAGAAGAAT 

CACCCTTAGGAAGGTTAAAATTTAGGACAACATCTATGATCCTTCCCAAA 

CCTTAAATCTTCATGCTTTTAAAAAGAATTTCCTGCCCAGGCGTGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGGGGAGGCGGGCGGATCACCT 

GAGGTCAGGAATTCCAGACCAACCTGGCCN 

>Sequence 3162 

TGAAATCGAGCAATTCTGAATATCCGGCGAATTGGTGCTCCGCCGCGGCG 

GCGGCCGAGGTACAGGGGTTTGAGAAAGAATGCTGGAAAGGGCAGCCTTT 

AAGTGTTTTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCT 

AGTGAGGAGGTGCCTAACACAGTGGTTTCAAGCCTGACTGACCACAGAGT 

TACCTTGGTAGCATATTAAAGTCCTCATTCCTACATCTCACCCTAGAGCA 

CCTGTTTTCAACCTTAGATGCACAGTAGAATTAACTGAGAAACTTTTAAA 

GCCATCATTATCCAGGCCCAAATGCAGTATTGTTAAATCAGAATTTCTGG 

GGATGTTGCTCAGGCATATTTTTTAAATTTAATTCCCTGGGTATACCAAG 

ATTGAAACTTGACACTCTATATACTGAATCAAAAGCTCCATGGGCAAGGT 

GTAGGAATCTGTA 

>Sequence 3163 

CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTG 

TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 

CTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTC 

CCGGGAC 

>Sequence 3164 

CCGGGCAGGTACCTGGAAAGATGAACAGGATTGCAGCAGATTTAGACAGG 
TAGAAGGAGAGAGATTCCAAGTGGAAGGATAAAGGAGAGGGAAGAGAAGC 
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AAAGAGTGCAGCTTCCAAGAAGATTTTCTGGTTTCTGGCACTGGTCAGAG 

ATAGCTTGGGAGGAAATAGGCAGAGAGGGTTTTGGAGAAACAGAGCTGCA 

AAGCCAAGTTAGATGTTAGGTGAGTTGAAAAAAGAACTTATGGCAAAAGC 

AGAGGGAGGGAGGTATTTACTCTGAACAGAGATGACAGGGTGGGGAGGAC 

AGATTGTTTTGAGTAGGCAAAGGCCAGGAGCATGAAGCAAGCTAGGAATT 

GGGAGGCTGGCCTAGAAGCATGCGCCACCTGGGAAAGGGACAAAAGTTAA 

AGTATGACAAACCCTTTGTGTTCACCAAATTTC 

>Sequence3165 

CCGGGCAGGTACCACATCCCTGTCATTCAACAACTTCCCCTTCCAAGAGG 

GTGCTGATCACAGACTTTTTACTGTAATGGGGCCAAGAAGAGACAGTTAC 

TTAAACTAATAGAGTTCTTTTTATAACAAGAGACTGCAGATATCGCTACA 

GAAAGAATACCGGTTGTATGTTTCCTGAATTATTACTAAAAACATTTGTT 

TAAATGTCTCATATATAAAGGTGATGGCCTTATCTCTGACAATGAATTAG 

GGCCTAAGGAGAAAGCAAATTGGAACACTGTTAACATTAAAAAGTCAGCT 

AGTCTTTGAAATACCATTATAATACTACCTTGGAAGATACAGCAACTCAA 

ATCTTGTTCN 

>Sequence 3166 

AGGTACTCTTGGTTTTTTAAGACAAAGAGCGAATGCTCCCCTGCCAGGAT 
TGACTTTTGGCTCTTTTTTTTCAA 

CATAAAATGCCAAGCACCATGAACAGGGCTCCATGAAGGGGCTCAGAGGT 
AGGAGGGCTGTGATTAGGAGAAGGCTTGGACTGATGGGCAATTTGAGTGC 
TCAGAATTAGAGTGAGGGGGTGGGGGT 

>Sequence 3167 

AGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTATTTTTA 

AAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAAA 
CACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTT 
GGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGT 
TCTCTTGCTTTTTGTTGTGCATCTCATCTTACCCGCGTACCTGCCCG 
>Sequence 3168 

CCGGGCAGGTACAAGATGCACACAGAGGGAAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCNAGTGGTGGAT 

GGGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAA 

CAATGGAGGCTGTGACCGCACCTGTAAGGATACTGGGGGGGGTGTCCACT 

GCAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAA 

GATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAA 

AAACATCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTAT 

TAACAGATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGG 

ACCTGTGACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGGGCTTG 

CAACCGAAGGTACCT 

>Sequence3169 

CCGGGCAGGTACTCACAGCTGCATCACGCTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCGGTGGTCACCAAG 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTG 

ACTGTTAGTACCT 

>Sequence 3170 

AGGTACTTTT T n rTTTTTTTTTTTTTTTI t' GGGGTGG AGTCTTGCTCTG 

TCTCCCAGGCTGGAGTGCAGTGCTGCTATCTTGGCTCACTGCAAGCTCCA 

CCTCCTGGGTTCACACCATTCTCCTGTCTCAGCCTCCCGA GTAG CTGGGA 

CTACAGGTGCCCGCCACCACACCCGACTAATTTTTTGTATTTTTAGTAGA 

GACGGGGTTTCACCATGTTAGCCAGGATGGTGTTGATCTCCTGACCTCAT 

GATCTGCCTGTTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCA 

CCATGCCTGGCCTCTCACATGCCTTTTACTCCTTTGTGGTTGCTGCTCAT 
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CTTTCAACTTTCCTTTCTAATTTGTCAAATGTTTTCCTATTTCCAGCTTC 

ATTAGAAGCTGTAGCATCTTTGCATATTTCCTGTTAACAATTGGCTTGGT 

CTATTTCTCTGTAGAACACCCAGAGTCCTGAAAGTAGTAAAGACCTTGGC 

CTTGAAGCAGGAGACCAGGGTTCAAGTrTCATTTCTGTCATTTATGAGAT 

GGGTAGCACAGGAAAGTTGCATCTCTATTTTAGGCTTCAGTTTTCTTACC 

TGGAAAN 

>Sequf»nce317l 

AGGTACAAGGCATTTTTGCTAACTGTAAGTTCCCACTTAATCAACAAAAA 

CAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTrAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTT 

ATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

AGGAGGAATCCCTGAGCACTGGTCCAAACAGAAATCATCTCTTCTTCATT 

GCTGTATTTCCCTCAAGCTCTTAGCAAAGTGCATGGCACGTGAAAGCCCG 

GAGAAGCTGTTGGTTGAAAGAATGGATGGTGGTGGGCAGGAAGCATCAGG 

GACATGGTTTGCTTCAGTCTTTTGGCTGGGAGAAAGGCCATTTAGGAAG 

>Sequence3172 

CGAGCGGCCGCCCGGGCAGGTACGCGGGAGACTGAGTGGGGTCACAGCAC 

AGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAATCACACCTCTCCTGGC 

CACTATCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTT 

GAGGACCAGCCTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTTTTGA 

AGGATTCCAGGCTGCGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTG 

AGACTGACCACCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATT 

TCAAGGCAGTCAAGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCA 

TCAGCCTTATATCTCACGGAAGTACTTTGCTACA 

>Sequence3173 

CCGGGCAGGTACAGATGCAAAAACTCAGGTCCACAAATGTCCCGTGGCTT 

ATCTAAAGCTACACAGCTAGAAAGTGTCAGGACGGGAATGAAACACAGAG 

AGTGACCTGTCTCTGCGCCTGTGCCCTGTCCATACTTTCTGTCCCCAAGA 

GAGCAACACCATAGATCCAAACCAAAACCCCAAAAAGCGCAACTCTAGGA 

AATGCACAGGCTCCACTTCACTCCCAGGAGATTCCTATGGATCTATGGAA 

GAAAATGAGGCAGTGACCGAGGAATTTAAACTCTGGGGTGAAATCATTTC 

CTCCCAATTATTCTTCGTCTAATGACAAAGATGCACCACTAAAAAAGTGA 

CCTATGCCCTCTAACACTCTGAGAAGATCTGAGTCACATGGCAATTCTAT 

TTGTAACATTACAAGATTATAGAGGCCAGNTTTCCCTTCCTCCTCATTTT 

CTTCTCCCCCATGACATTTTTAGAAAGTCACATTCATTTATTTTATCATT 

AGCTATATGCCTTAACCCTGGCCTTAAGTGCAGAGCCTGCTTCACTCTAC 

TGANATTAGCTCATTCCTCTGCAGGTGGACCCCAGATAATCTAACATGTC 

TTCCTTCCCACATAAAGGACCTGGTTGC 

>Sequence3l74 

AGGACAGAGGGTCTGCAATCATGGTGCGGCCACAAGTAAAATATGAGTAG 

TATTTATGCTTTTCTACACTCTCATATGTATTGCCCAGCTTATTTACTTA 

TTTACCTGTTTACTTATTAAAACCAACCCCCACCTTCAGTGGATGAATAT 

TTGCCAACTCAAATGACAGTAAAAAACGGTGCAGTGGCTCACGCCTGTAA 

TCCCAGCACTTTGGGAGGCTGAGACAGGCAGATGGCTTGGGGCCGGGAGT 

TTGCGACCAGCCTGGCCAACATGGTGAAAACCAGTCTCTACTGAAATTAC 

AAAAAGTAGCCGGGCATGGTGCCACATGCCTGTAATCCCAGCTACCTCGG 

AAGGCTGGGGCACGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAATG 

AGCTGAGATTGCACCACTGCACTCCAGCCTGNGTGACAGAGTATGACTCT 

GCCAAAAAAAAAAAAAAAAAAAGAGTAGAAGGAATTATAGCCACAGAATT 

TTCCAGGGCAATTCCAGAGGAGACCCAACAACTGTTAGGGACTATGCCCC 

TATTGTTAAAATGTCTATATAACCTCTGAGGCTGATGACTTTGAGAACAC 

CTACACTGACTTGAAAATTCAA 
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>Sequence3175 

AGGTACCCATCAGGAATATCCGGCTCAGAAGCCAGGGCCTCAGAGACTGT 

TCTCTCACTGAGACCTAGAGAGGGAACTCCCTGTGTTATTCTCACTGATG 

GCCCAGGAACCACCCTTGCAAGTCATGACCACCAGCATCATGTAGCACTG 

GAACTGATCTGGGCAATGACCTCTGTCTAAACTTCTGAATCCCCTCCGAC 

AAAGACCCAAGACAGCAGCATGGCCATGCAGCTGTGCTCACATCCCACCC 

CTGCACTGGCCAGGAGCACATCTATCTTTCCTTTGGGTAGGGTCACCCAA 

CTGCTCTGCCACTTCCAGCTGTGAAAGGCATCTATGTGACAGACCCCTCT 

GCAGTTTGAAACTGTGTGACAACTTTAACACCCAACTCGGCATCTGCATG 

GGTTTCTGAGAATTACCTATATCTTTTGTGGTCTCTTTGCTGATTCCCTG 

TTTCATTAAAAAAAAAAAAAGTGACTCGTGATCCCTGAGTTCCTATATAG 

CCAATTTTACTCACTAGCTAAAGAAACACTGTATTTAAAATGACAAACCT 

AGCAACAATTAGGCAAGCTCTCATCAGGACTCCATGCAGGGCTGTGTGAT 

TGCCTAAAAAAGTCTTN 

>Sequence 3 1 76 

AGGTACATATACCAACTGTCAGTCTGTGGTAACGTAACCTTAGACGCTGC 

CTGACCACAAAGTTTGGAAATTATATTTAACCAAAAGAAAATAAATAAAT 

ACAGCAGGTTACCTTGTGAAGAAATGCCATGTGTTCTAAACAAATTAAAC 

CCACGGTGTGACATTTGTATCCATCTATGCTTTTGAATTGAGGGGATTCC 

TTTAGTTATAATGTGCCAAGTGAGATTAGTAACCAACAGGAGGCTTAGAA 

AAGCAAATCCATACTGGTTCATCACACACAAGAAAGAAATACCTGGCTAA 

AATGAAATCACTACAGAAGCATCGAGGACATTGTTTTTTAAAATGGGACC 

CTGCCCG 

>Sequence 3 1 77 

CCGGGCAGGTACGCGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACA 

AGATTAGCTAATGCGGGTGAAGCTATTGGAGTGCTTCTGAAGAAATCAAA 

ATTTTGTTATTATGA7TATACTGTTAGATATTTCTTTCTTGAGATTCTAA 

ATGAATTTGTTTAATGCCTTATTGGTCCATTCCTGCATCTCTGCTTCCAG 

AAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCTGCTGCTTCCTC 

AGAAACAGAGATGGTACCT 

>Sequence 3178 

AGGTACGCGGGGCACCGGGCACTGTTCTAAGCCCTGGAGATACATCAGTG 

AGCCAGATAGACACATTTCTTGCTTTCATGGAACTTAAATAGTATATGTA 

ATCAACCTGTTTTTCCATTTTTTAGAACAATGAAGAGTAGGG CAGG AGTG 

GAATGAGGGTCAAAAGTAAGCCTTGGAGTCCTGCCCCAAAGTTTTCTAAT 

TAGATTATGAAGGAAAGACCTTATGCAACTAAATTACCCATTTGGGTCAG 

GTGTAGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGTCAAGGCAGG 

AGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTGGCAAACATAGGGAGA 

CCTCATCTCTATAACAAATTTAAAAATTGGTAGGGCATAATGATGTGCAC 

CTGTGGTCCCAGCTACTCAGGAGGCTGAGGTAGGAGGATCATTTGAGACT 

GGGAAGTCGAGGCTGCAGTGAGCTGTGATCGCGCCACCGCACTCCAGCCT 

GAGAGACAAAGGGTCATTTGTGTCCTATTGATATTTGTAATAATTAATGG 

TCTTGTTGCCCCTTAGGGTTGCTTTCTTTTCCTTTTTCCTCACTCTC 

>Sequence3179 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

>Sequence3180 

CCGGGCAGGTACCTTGCCCTGAGGAACCTACAAGTTAGCCTCCCTCTAAT 

CCTGGCATTCAAAGTCCTCCACCTTCCGAATTACACCTGTTTTTTCAGGC 

ATTGTCTCCCACTTTCCTAGCAAGCCTTTGGCTCCAGGAAACTGTTCTGT 

TCATTGACGACAGAATGTATTTTGTCCCGTATGCCTCCCTTCAATCTGAA 

GTTCATTTTTAGTAATTTTTTTTATTAGCAGTGACTTTCCCCATTTACTA 
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ATGCCTTTCTCTTTAGCTCATTTAGAATTCCCTGGAAGTCATCATGTTTT 

CCTTCTGAATTGCTATCA 

>Sequence3l8I 

AGGACTAGCTCCCTTACTTACTAATCATAGAACTGTGGATATATTTTTAA 

AAATTATTAGTGTCTTTAGTTTTCTCACTTGTAAAACACTGAACAGAGCT 

CCTGTCATTCAGAGCTGTTGTCAACATGACAGTTAAGAGTGTAAAGCACT 

GACCTGGGGCCTGCATGTAGTAGGCACTCAATAAATCGTGGCAATCATGA 

CATTGGTGATGATGACACTCAGTAACTAGTAGGTGTTATTATTAAAAGTC 

GCAAAAACAGCTAGTACCTGCCCG 

>Sequence3182 

CCGGGCAGGTACGCGGGTCTACGTGGTGGTTGGAGCTGCCAAGGGCACCC 

AACCTGGTCAACAAATTAGTGTGCTCAGCCAGAGGCAGTCCTGGATGAAT 

TCAGGCTGCAAAGTGCCCTGTGACCTGGCCCTTGGGAAGCCACGCTCTGA 

TGAGGTTTGCAGATCTCCCCGCAATCCAGGGCCAAGCATGAATGAAGGTG 

TTAGGCATTTCAAGGATGCGACTAGGACGTGCTGCTGTCTCAGGTTCACA 

TTATACTGAAATAAGGTCCTGGCCAGACAGCACCATATAGTTAATTGAGG 

TGTTTGGGAGATACTCAAATGGGTGTTAATATTTCCCAGGCAATATTTTC 

AAGGCTCAGAGCCTCTATTCAAAAGATAACTGAAAGGCTAGCAAAGGGTA 

TTGCAAAGGTATATTCTGATTTCTGACAGGAAGATCGATGGATGGACAGT 

GAGAGTATAAAGACCTTAGGGTTTGGGGTTCTGATTTGGCCTTGGTCTGT 

TGAATGATTGATTCATTCATTCAACAAATATTTATACAACACCCACAGGG 

GGCAGGCATTGTGCTGACTGTGGAAGATCA 

>Sequence3183 

CCGGGCAGGTACTTAGCACATGCCAGGAACTGTTCTAAACCCCTTCTGTG 

CGTTAGCCCATTTAATCCTCATAGTAACTCAGTGCTATCTCTGATATCCC 

TGTGTTACAGTTGAGGGAACTGAAGTATAGAGAAGGTTGAGCAATGGCAT 

GCAGGGCATAGAGAAGGGTAAGGACGACTGTAAACAGGTCAAGAAGTGGA 

AGGTCAGATAATTTACCCTGATTGCACAACTGGTAAGTAGTGGTACCAGA 

TTGAGGCTCAAGTCTTCACTCTCACAGCAGGGTACTTTCTGCAACTTCAG 

TTTCTTATTACCATTTCTGCCACTAGCATGCAGAAGACGCTAGATGATTA 

TTGAATCAGTGAGTTTCTCATAGGTAAGATGGAAATGATTCTTAGTAGGG 

TTTTGTGAGAATAAAATTGGAAATTGTACATTTCTTTAACATATTTTGGG 

TAGTAATAGCTATTATGATGCTAGTGGATAACACAAGAGTTCAAAGGTGA 

CCAGTTAGATGTGGAGGAGGGAAAGAGTTGTGTAAAAGATGATGAGTGTT 

CTAGCCTGATGGTGAGAGGACAGTATTAATGGAN 

>Sequence3184 

AGGTACGCGGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACAAGATT 
AGCTAATGCGGAAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCT 
GCTGCTTCCTCAGAAACAGAGATGGTACCTGCCCG 
>Sequence 3 1 85 

CCGGGCAGGTACAGAAAGAGGTTTGTCTGACTTAAAGTGATTTGTCATCT 

TTCTTTTCCACTCTCCTAATCATGATCTGTTCCCCCTCCTGGCCCAATAA 

CTTAATGCTTGTAAACTGAGGTCCACCCATTTATGGAAAACTCTTTAGTC 

ACAGAGTTCCCTAACACCCTCCTCTGTCCCTGTGACAATGTATTGAAAAT 

AACAGTTGAAGCCCCTCTAGAGGGTGGTCCAAGTTGACTAAATGGGTAGC 

AGTGAACAGCATTAAAAGGAAAAGAAATAAAATAACACACAGAAAATGTC 

ATAGAGCAACATACAGCAAAGATAGTTTTTATAAAAAGTGGTTTTTAATT 

ACACATATGCCATATTTCACTGAATCACAGTCATCATTTATTGGAAAATG 

CAAAACTTTATGTATCACCCAGAANGAAAAAAAAAAAAAAAAAAAAAANA 

AAANANNGGTCCCT 

>Sequence 3 1 86 

TGCCTTGTAGCGGCAGCCGGGTCGGGACCAGGTGTAGTTCTGGTTGCCGT 

CGCCAGCCACGCCGTCCGCCGTGCCGCCGGCTGTGCCCGCGCCGGCGGGC 

TGGCCGTACAGCGCGGGCGGCCCGGCCGCGTAGATGCCGTCCGCGCCCGT 

GATCTGGTCCACGCCGTACACCACCACGGCGCCAGCGGCAAAGGCCGGCC 

CCAGGGTGGTCAGCAGCTGCTGTCGCATGGTGGCGGCCGCGCTGAAGCGC 
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GTGGCTTCGTCCGCCGCGCTGCTGCTGAGCACGGGACTGACCGTGGCGCT 

GATGGCGTCGGCCAGCGTCTGTTTCGCCTTGAGTACGAGGCCCAGCTGGC 

CGCTCTGCAGCGGATCGGCGATGCCGTTGAGGCGATCGAGGATGTAGGCG 

GGCGGCGCATAGGTGGCCGAGAGGAACTTGTTGATGGCGTCNAGACAAGT 

TTTGAGCCACAGGGTTCAGGTCAAGCTATTGAGCCGTAGCGCATGCGGCG 

TATTGGTCGGAAT 

>Sequence3l87 

CCGGGCAGGTACCTTGCCCTGAGGAACCTACAAGTTAGCCTCCCTCTAAT 

CCTGGCATTCAAAGTCCTCCACCTTCCGAATTACACCTGTATTTTCAGGC 

ATTGTCTCCCACTTTCCTAGCAAGCCTTTGGCTCCAGGAAACTGTTCTGT 

TCATTCGACGACAGAATGTATTCTGACCCGTATGCCTCCCTTCAATCTGA 

AGCTCATTCTTAGTAATGTTTTTTATGAGCAGTGACTTTCCCCATTTACT 

AATGCCTTTCTCTTTAGCTCATTTAGAATTCCCTGCAAGGCATCATGCTT 

ACCATATGAATTGCTATACATATGACTGAATGTGTGTCAAATCATAAAGC 

AGGCGAGCTGTTGACTAATTTACTTGTTAATATAAGAACCTCAAACCATA 

TAGAACACTAGATCCCCCGGGCCTCCAGAATTAGACATGAAGTCTAATCG 

TACAAGGCACCACCCTAGTAGGCCCAGAACCAACCTCACGTACCCATCCT 

CAGCGATATATACCCCCAAGATACTATTATAGAAAATTTTATTATCCGTT 

CTAGAATAATCATCACCACACATAACCGACTCAATAACACGATCAATACA 

ATCCAGCCGG 
>Sequence3188 

CCGGGCAGGTACCAGCACGTGCAGAAAAGAAAGAGTCTCCGCTTGTCTTT 

GTCTGATTCTCCTGTCCTCTCCATGGAAGTTACATTTTCTGTAAAGGATG 

AGCTGAAAATTCTCCTGGTCGTTGCCAGTTGAACTTCTGCTGTGCTCTGG 

GAAGGCATTCTCACTCTGTTTANTGTTGTCTAAGTGCAGACATGGATGTG 

CAGGTTTGCTAGAACCTCCTGAGGATGTGCAATGGGGGG 

>Sequence3l89 

CCGGGCAGGTACACAGCACCCCCTGGAGTTGGCAATGCGGAGGCTCTGGC 

TGTTGATCCCAAAGAAGATTTAAATTGCAGTCCATTATATTTTTCTCTCA 

GACTTCTGTTTCTTTGAATATTCCAAATAGATTAAAATATAATCTGGAAT 

CTTAAGTGCCTTAGTCCTATTTAGGTAACAATACTATCTAAGAAAAACTC 

TAGAAGAATTCACAACAAATTGCTAACTATAGTTATCTCTGGCAGAGGAA 

GTAGCATGGGAAAGGCGTGGGAAAATTTTTTACTTTGACTTTTTTTT^ 

CTGGGTCCT 

>Sequence3190 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGTAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAA 

CATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTAGAAAGAAGAAAAAGAAAAANAAAGGTCCCTCG 

>Sequence 3191 

AGGTACAGGGGTGGGAGAAAGAATGCTGGAAAGGGCAGCCCTGAAGTGTT 

TTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCTAGTGAGG 

AGGGGCCTAACACAGTGGTTTCAAGCCTGACTGGCCACAGAGTTACCTTT 

GGTAGCATATTAAAGTCCTCATTTCTACATTTTACCCTAGAGCACCTGTT 

TTCAACCTTAGATGCACAGGAGAATTAACTGAAGAAACTTTAAAGCCATT 

ATTTTTCAGGGCCCAATGGCAGATTGGTTAATCAGAATTTTGGGGGTGTT 

GCTAAGC nT TTTTI AAATTTATTCCCTGGGG ATCCC AG ATTG AAACCTG 

ACACTCTATATACTGAATCAAAAGCTCCTGGGGCAAGGGGAGGAAACTGT 

ATrTTTTAATTCCATCTTGAGCGGGCCGCCGGCAAGGTACCGGGATCTTT 

TTTTTTTAAATGGGATTTTAACTTTTGAAAATAAAAAAAGAATTTTGTGA 

GAAACCTTACTGGTTTTAAGGGTTTGAGGAAAAAATAACCCCGCAACACT 

TTTTGGAATGGTTGATTTTTGGGAGTGTAGCTN 

>Sequence3192 

AGGTACAGGGGTGGGAGAAAGAATGCTGGAAAGGGCAGCCCTGAAGTGTT 
TTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCTAGTGAGG 
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AGGTGCCTAACACAGTGGTTTCAAGCCTGACTGACCACAGAGTTACCTTG 

GTAGCATATTAAAGTCCTCATTCCTACATCTCACCCTAGAGCACCTGTTT 

TCAACCTTAGATGCACAGTAGAATTAACTGAGAAACTTTTAAAGCCATCA 

TTATCCAGGCCCAAATGCAGTATTGTTAAATCAGAATTTCTGGGGATGTT 

GCTCACGCATC 111 TTI AAATATA ATTCCCTGGGTATACC A AG ATTG AAA 

CTTGACACTCTATATACTGAATCAAAAGCTCCATGGGCAAGGTGTAGGAA 

TCTGTATTTTTTAATTACCATCTCCCAAATCTACTTAGTTTGTGGAGCAG 

CGTTTGAAATGGACTTGTGACAGGTATGGATGAAGTGAACAAGAGACAGT 

AGAAATCAGGCGTGGTGGGGAATTGAAAGNATGGCAGTGGCAGTGGTTCC 

AGTTAGAGATTCTTAAGAGGCTCAAGATGGAGCCCTCAAAGACTTTCAGT 

GTTTGGGTCTTGGCCTTGCTN 

>Sequence3193 

CCGGGCAGGTACIIl-n-l-IlTrrril-ri-lIU-iGGAGTCTTTAAGATTATC 

TCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAAGCGGGAGGCCAACACTGGGGCTACCCAAGAGTTGACCAAAG 

GTGATATTAATACATATGCTTACTTATTACCTTGTTCGCACAGTTCTAGT 

GTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAACTCTC 

TCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATCATAAAG 

CCAACAAGCAAATATGATGTACCT 

>Sequence3194 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 
GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 
AGGCATTAAACAAATTCATTTAGAATCTCAAGAAAGAAATATCTAACAGT 
ATAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGC 
>Sequence 3195 

ACCTTGGCGCCAAGCCGCGCCAGACCTTCATGCAAGTGATTTTGCCGCTG 

TCGGTGCCGGGGATTGCGGCGGGTTCGATCTTTACGTTCTCGCTGACCCT 

GGGGGACTTCATCGTGCCGCAGCTGGTGGGCCCGCCGGGTTACTTCGTCG 

GCGGTATGGTCTACGCGCAACAAGGCGCTATCGGCAACATGCCCATGGCC 

GCTGCATTCACCTTGGTGCCAATCGTGCTGATCGCGGTTTACCTGTCCAT 

CGTCAAACGTCTGGGGGCCTTCGATGCACTCTGAAAAAGCTTCGTGGAGT 

CTAAAAATCGCGGCCTGGGGCGGGTTGGTTTTCCTGCACTTCCCGATCCT 

GATCATCTTCCTCTACGCCTTCAACACCGAAGAAGCGGCGTTCAACTTTC 

CACCCCAGGGCTTCACCCTGAAGTGGTTCAGCGTGGCCTTCTCGCGGCCG 

GACGTGCTGGAAGCCATCAAGCTGTCGCTGCAAATCGCCGGCATCGCCAC 

GCTGATTGCGATGGTACTCGGCACCCTGGCGTCGGCGGCGTTGTATCGCC 

GGGAGTTCTTCGGCAAGCAAGGCATCTCGCTGATGCTGATCCTGCCGAT 

>Sequence3196 

AGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTGGTTTACTTCTCA 

GATAAACTCAGGAAGTTTAAATGGCATTCTGAGAATCTGTAGCTGCAACA 

TAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTG 

CTAGCTTGGACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGGGGTGG 

CACAGTAACAACCATTTGTTTCTCAACAAGAATCTGATAATGTTGCTTGA 

ACCTCCTGAACCAGTGCTGCATGCTCTGCTTCTTCATATGTTTGTCCTTA 

GATTTGACCAAAAACAATAACTGATAATGTAATACAGATTCCCCAGCTCC 

CTGTGAGCTGGGTTGAGCCCAGGAAGTCTGTACCTGCCCG 

>Sequence3197 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCGTGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTGGGGTG 

GGGATGGGTGATGAGACTGAAGAAGAAAGCCAGGTNTAGATAATAAGTGG 

GCTGGTACCTGCCCG 

>Sequence3198 

CCGGGCCGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAG 
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TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTCAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTG 

AGAAGTTTGAATGTGATTCCTTGTTGACCACAGCAGGAGGTCCTGAAGTC 

CCTGTCCTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGG 

AAAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGC 

CCTGCTCAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCA 

GCTGTGAGTACCT 
>Sequence3199 
TAGGTGAAGAGTGGCGGN 
>Sequence 3200 

AGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTGGTTTACTTCTCA 

GATAAACTCAGGAAGTTTAAATGGCATTCTGAGAATCTGTAGCTGCAACA 

TAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTG 

CTAGCTTGGACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGGGGTGG 

CACAGTAACAACCATTTGTTTCTCAACAAGAATCTGATAATGTTGCTTGA 

ACCTCCTGAACCAGTGCTGCATGCTCTGCTTCTTCATATGTTTGTCCTTA 

GATTTGACCAAAAACAATAACTGATAATGTAATACAGATTCCCCAGCTCC 

CTGTGAGCTGGGTTGAGCCCAGGAAGTCTGTACCTGCCCG 

>Sequence320l 

CCGGGCAGGTACCTGGATAATGGTGACTGAATGATTGATGGAACTGACTT 

TTTGCTTTCCTTTTTTCTTTCTCCACTGGTGGCCCTATGTTCCTATTAAG 

AGAATCTTCCAGCCAGGCGTGGTGGCACACGCCTGTAATCCCAGACTTTG 

GGAGACTGAGGCAGGCAGATCACGAGGTCAGGAGATTGAGACCATCTTGG 

CTAACACGGTGAAACCCTCTCTCTACTAGAAATACAAAAAATTAGCCAGG 

TGTGGTGGCACGCGCCTGTGGTCCCAGCTACTCGGGAGGCTGAGGCAGGA 

GAATCGCTTGGGCCGAGGAGGCGGAGGTTGCAGTGAGCCGAGATCCCGCC 

ACTGCACTCCAGCCTGGGTGACAGAGCAGGACTCTGTCTCANAAAAAAAA 

AAATCTTTCTGCCTGTTTTTTGAAATAGCCGCAGGAGTGAGGCAATCTCA 

GCTCCTGCTCACACATCTTTTTGTAGAATTTCCATCA CAAA GAATGGTTA 

TTAGAATCTCTACTCTTGGCCCAAAGTGTCTGTTTGCTTTTCTCCCAATC 

AGGAAATCACACTTGTTGGATCTTGATCTTAATCTCTTGGACATGC 

>Sequence 3202 • 
CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTG 

TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 

CTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTCACCACTGCTTC 

CCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACC 

ACTGCTTCCCGGGACTCTGCGTTGTACCT 

>Sequence 3203 

CCGGGCAGGTACCTTGAGTAACATTGGGAAGGACCACTCATTGAATGAAC 

CATCAATCAAATGATACATACTGCATCCTTCCAGAAAACATCTCAAAGCA 

CTTTGCAGATGTTAACATTAAAGTTAAACTGAGTGTAAGGGAGCCTTACA 

AAATAGGCCAGCTTGAATGCCTTATCCAAAAATGTAGAACTGCTTCAAGG 

CAGGTGTCAGTGTTTTAAAGAAATTGAAGCATCTTGGGTTGAAAGAAAAA 

TAAGAAAATCTCTATGGATGTAAAGATCATTCCCAGTTCAAAAGCTAAGG 

ATGGGCAGCAAGGTCGTGTCCTGGAAAATGTAAACTCTGTCAAATTTGTA 

ACCAAGATCCAGGCATCCTCCCTGCTGGAAGGACCTTACTTTCTGTTGAA 

ACAAGCAGGCTGAGCACATAAAGAATTGGACCAT AGGAGT GTTTTTTTAT 

ATGTATAACTGGTGGGTTGTTTTTTC^^ 

TATTCCTCCCTCTTTTGTATTTGCGCGTAATGGGA GATTT GTAAATTATG 
TAGAATATTAGTTTTTGTCTAGATGGTTATGTAGGTTTTCCCATTTCGTT 

TGTTTTTTTT 
>Sequence 3204 

CCGGGCAGGTACGCGGGGGGGCAATAGTGAATGAATGGGACCATCTGCGT 
GGGTCCCTACACGAGATGCTTGGAGGGGCTGGAGGTGGTGAGGGCTGCAG 
GAATGGCCTAAGGTTGGAGAATCCCAGCCCTGGGTCCTCCCTGCCTGGCT 
GCCCCACCAACCATCTGGCTATTGTCTTAGCTTTGGTCAATTTTACAGCC 
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ATTGGAATCTTTATTTTAATTCTCCCTTCCCACCACATAATGTCTCAATC 
CACTATAAACATAACACACATCCCTGTCTTTCAAATTCCTTTTTTTATAC 
TTTCTCA ATTAC ITTT fiCCC ACCCG ATATATTTATTTCTTTACCACTC A 
TATACATTCCn " IT ICTTTTATACTTTTAG 11 nTTTTCTAATCTCCATT 
TCCATTACTATTCTTCITATGTCTTTATATTTCCTCAT(nTrCCGTAA^ 
ATATTTCTTATCTAATAAATCCCTTTCTCCATCCCTTTTTACAACCACCT 
CTTTTTATCTACAATTTTTTTTTCCTCCACCCTCTCTCTTTATATCCCTC 
TTTTTATCACTACCCACATCACAAATGGTATATAAATCTCTTTCGCATCC 
CTTCTTTTACATATCT 1 TTACTC ACTCAC ACTGTCTTCATATATTTT 
>Sequence 3205 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTA GGTCAG CTGCATCATCAGCTTTAAAAGCCC 

CCAAATATTGCTGAGCTTGCl Tl 11 1 AAA ACTTCTCTTGC AAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCAGCTTGGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGTGATG 

GTGGTTTTGAGTGCTTCTCTCAGTGCAGGGTGAGCCAGGTTTCTCAGTGG 

CATTAGATATATACTCCATGACATTGGGACTCCCCCCGCGTACCT 

>Sequence 3206 

AGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAATCAACAAAAA 

CAAAAACACTCATTTCTGAACATTCAGTCTCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTT 

ATTTCTCCCGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

AGGAGGAATCCCTGAGCACTGGTCCAAACAGAAATCATCTCTTCTTCATT 

GCTGTATTTCCCTCAAGCTCTTAGCAAAGTGCATGGCACGTGAAAGCCCG 

GAGAAGCTGTTGGTTGAAAGAATGGATGGTGGTGGGCAGGAAGCATCAGG 

GACATGGTTTGCTTCAGTCTATTGGCTGGGAGAAAGGCCATTTAGGAAGG 

G 

>Sequence 3207 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 

ANATTGGAATGTATACCCTTTCACTCTGAATTGCTTGAAATATTCCAGGA 

GAAATAAATACAACTCTGTGTAAGGTCTTCTAAAAAAGCAGAAGTCAAAG 

TCACCAGAAAGAACCTTTAAATCAACTATGTTTCTGACAATGTTGCTTTC 

GAAACTGTTACCCACTCCCGCAAATCACCATTGAAAATACCTTTGTG 

>Sequence 3208 

CCGGGCAGGTACGCGGGATTTTTATACAATTAATGATATTCTCAATAGTA 

ATCTTTGTGTGTGTATATATATAGAAATAAATTCTAAATGTAAGTTAATA 

TATTTATTATTTTTCTAAACATATATAAATATATATATGCACACAGGCTA 

TTTAATTTTATTAGATGATGCTATTTTAATTCAGAAAAAAATGACATTTA 

TATTTTGATTTAGGTTAGTATAAGCCCTTAGAGGTGTTTTGACAACTCTC 

TTAATTTGTGGTTTTACTGTTTATTTGATTTT^ 

TTTGTTTTACCAAGCATTTAATTTGGCAGTGAAAGAACGTCTGACAGAAG 
TTTGGTTAGTCAATATGGCTAACTGCACATCTTGATTGAATTGAACTTTT 
ACCTGTTTCTCTTC ATTAAAAATG ATTTTA AAC A I ITTT rTGTTTTTATC 
CTTCCGTT ATTTGTCCCTTTATTTATACCC A A AC A nTTTTI GTTTTCCT 
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TATGACCTTATTGCGTTTTACCAACTTTTTAAAAC 
TCACCACTATGTTTATTATTATGGCCCTTTAATCCCATCACTTATTTTTC 

ATTTTTTTTTTTCTTCCGCCCCG 
>Sequence 3209 

CCGGGCAGGTACCTAGCACCAAAACGTGTTTTGCCACATTATGAGGAGAA 

ATTAAGACACATGCAAATGGCCCAGAGTTTGGTGGTTTGGCAGTCACAAG 

GAGGAAAGAAATGTGTGACTCCAATAAGAGTCCCTCTATAGTCATTTGGT 

TCCCTCGGCCCAGAAAGACAAAGGGGAGTTTATTCAGAGTGACATAAAAG 

AAGGGTCGCACAAGCAAATCAGTGACGGNGCANAGCATTGATGGTTTGAA 

GGAAAACATGCATTATCTTTTCTTAACGGTGTTCAATGAATTTCCTTTAT 

TATTCATTACATTGGCCAACCAGCCTCTAAGGACTTTGGGCAGCCCAATG 

GAAGGCTCTCAAAGGCCTTTGAGTTTAGCTTTTGGGCTTACGATGGTTTT 

AATTAGCCACAGGGAGAAAAAAAGCCATCCTGATGTGGGACTCCTGAAGT 

GCGTCCTACTGAAAGCCAAATGGAGAACTGAGGAATGTCATCCTCTCCAC 

CCAGTCATGTACCT 

>Sequence 3210 

CCGGGCAGGTACGCGGGTCATCATCATAGTGAGCCCAGAGAGCCACTGCC 

CAGCAGCATGCTCACACCACCTACCCTAGTGTAGGTAATAGGTCTACGCT 

AGGACCCCGTGCTGGGCTCTCAGCCCATCATGAGATTTTGGTGGATTTAA 

TGGCAGGTAGGAACTTATTTATAGTGGACTGATAATTGCTTTATAATTCC 

TTGGTAATGACAGCTCAGGGAAGGTTTCACAAGGTCATGATCAGGAGACT 

TGAATTGTTACTGGATGTAGGAATTGTTTCACTGCTCTTAACTTGCTCAA 

ACTGGGGCAGGTTCCAGGAACTTGAACTAAAAATATCTATTTAAGCCTCT 

CTCTCTTTCTCTCCTCCCCAACITTTTTCTGAAAGCCTTGATTTCTGCAG 

ACAGAACTATGGTTTTTGGCATGTTGGGTCAAGACGTGTTTCTATAGGAA 

ATGCTTGCACGTGGCACTGGCTTGGTGAGTCAAGCTT CCTGA GCTTCAGA 

CCGTTTGTCCTGTCATTTGTCCTGCCAACACTGTATGGTTTTTCTCTAGC 

ACGGCTTCAGTTTTGTTCTCTGCACAAAGCCTTTGGTGGTTCTGGCCTCT 

GCCCTCCAG 

>Sequence 3211 

CCGGGCAGGTACAAGGCCACTGATTATCTAGACCTGGCTTTCTTCTTCAG 

TCTCATCATCCATCCCCACCCCACATTCTCTCTCCCCATCAGGTTTGTGC 

AAATGTTGTTTGGGATACTCTTCTCTCTTTGGAATCCCTCCTGTTTGGAA 

TACTCTTCTCTTCTTGCCTTTGGCATCTCCTCACCACGCA CGTTC TGCTA 

ATTCCTAAACTGCTTATAGATTGTGGCTTAGCTTTGACTTTTTTCAGGAT 

GCCTC 

>Sequence 3212 

AGGTACACACTGAGGACCTTTCATCCAGCACGTGTGGAGGCTCCTCGAGG 

GGACTCGGAGTGAAGACAGACTTGGTCTCTGCCCCCTCGGGTCTTACAGT 

CAAGCTCCAGTTGAAGTGTGGTCATTACTACAGTAAATGAAGCACAACCC 

ATTATTATCTCTGCCTCAGGGGATCAAGAGGAAGTTTCTAGAGTAGGAGA 

CATTTCAATCAGGGCTTGGGGAGCCTGCCAAAGGGAATGAGGGCACGTCC 

CACATGAAGCAAAGGCATCTGAGTTCATGGCCCCGCTGGGGATTGGCAGG 

CATGAGTTGCAGCTGCAGGGCAATAAGCGTAGGGGAGTGAGTGGAGAAAC 

CCAGGTGGGGC 

>Sequence 3213 

AGGTACACACAGTCAAAAGTTTTCCGTGACTGTGAAATCCAGTGCAATCT 

GCTTCCCAGCAGATGAGGAGCCTGACGTGGTTATGTCTGGATTTAGTCCA 

AGAACAGAGCAAAGCTTTAATTGTCAAGAGACCCAGGCCTCATTCTCCAC 

TTAGGAGAGTTTGCTAGGGCAGGTACCTGCCCG 

>Sequence 3214 

CCGGGCAGGTACGCGGGACAGCAGCCAGCCGGGACAGCCAAGTGGTTCGG 

AGAGAAATTGCTAAAGCCCTTAGCAAAAGCTTTACGATGC ACTCA CTCAC 

CATTCAGATGGAATCTCCAGTTGACCAGGACCCCGACTGCCTTTTCTGTG 

AAGACCCCTGTGACTAGCTCAGTCACACCGTCAGTTTCCCAAATTTGACA 

GGCCACCTTCAAACATGCTGCTATGCAGTTTCTGCATCATAGAAAATAAG 
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GAACCAAAGGAAGAAATTCATGTCATGGTGCAATGCATATTTTATCTATT 
TATTTAGTTGCATTCACCATGAAGGAAGAGGCACTGAGATCCATCAATCA 
ATTGGATTATAT 
>Sequence 3215 

AGGTACCTTGCCTTTGGTTACCCCTTCTCTTTACAAGGGCAGGGTAAAAT 

ATGGGGCTCAGCTAGGCTGTGGGAATAGGGAATGGTGTGGGAGAAGCTTG 

GGCCTAGGAGCAACATCTGTGGGACTCTTCCTTCTATGCCCTTCTGAATC 

TATTGAGAAGGATCAGCTAACTCTTTGGTGCTATGCTATTAGAAACCCGG 

AATTAAAATAGAATATTTCTTAAAATGGAAGGGCTTGCAGTTAACTCAGG 

TCTGTACCTGCCCC 

>Sequence32l6 

AGGTACATTTTTAGCTAGTTACCACATGGTGCCAAAACCCTGTAGCACTC 

CGTTAAGACCATC TGTTA AAATGGCT GTCA GGTATCATGTAGATAATTGA 

CTGGTTTTCTCACCTTTTAATTAGTTATTTTGTCATTGTGTTGACGCAAC 

TTAGGTGAAAGGTTTTTCTTTCCTAAGAACTCATAGGTCATTTGCACTTA 

CTCAGTTACAAATGGCTATTTGGGGGGCACTGACGTCATGAATGATTTCA 

TCTTACAGGTCAGAGCTATCCTATCTCCCANAACAACTTTTTCATCTTCT 

AAGATGATGAAGGTCTAATTAATCTTGGCCTTCACAACTGCTCTCTCAGC 

ACTGGAAAGAGCCATTCTCCTTTATACTGCATCTAAGCAATTTACATTAA 

AATAAATACGTTTCAAAGCTCTATATTCATACTGAGGTTTTGAATGAAAA 

CAGGGAAGAGAGAACCACTTCTTTATAATGGACAATGAACTCACTGAATC 

ATGTGCTGGACTTTTAAAGGGTAACAAATCAACCCTAAAAATGATTTAAA 

AAATCTTATACCAAATTGGAGGCTTGGTTATCACACATTACAAAGAAAGT 

ATATTAAACTATTCAAACT 

>Sequence 3217 

AGGTACAAGTCTGAAGCCAACCTTGATTTTTTTGAAGGGATATACACTAA 
ATTATAGAAAATTATTTTAATATCAAGAACAAATGGCTAAGGGGACAGGA 
TTTACTGC ATGAGTTTTAGCACTG AG' mTI CTG AGTC ATCTAGGGG AAG 
GGAGATGGGTAAAATTGTAACAAATGGCAAAATACACACACAAAAGGTTT 
TCTTAAATAACAATAGCACTGAAAAAGAGGTAGTCCGGAAGCCCCAGTCA 
TTGCCTTATGTCTCTTTAAATCATTCTTCAAGTGGAGATTTATTTCGACG 
CCATTCTCCTGCCTCAGTCTCCCGAGTAGCTGGGACTACAGGCGCCCGC 
>Sequence 3218 

CCGGGCAGGTACCCATTAAGTAGTTTTTCGACCCATAAACTCTCCTGTCC 

CAGTAGTTCACAGTATCTGTTGTTCCCATGTTTATGTCTGTGGGTGCTCA 

ATGTTTAGGTCCCACTGATAAGGGAAAACGTGGTATTTGGTTTTCTGTTC 

CTGCATTAATTTGCTTAGGAAGGAGGATTTTCTTAAACATCAGTCTGCCT 

TTTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAG 

CTTAGAAATATAGGTATTGAGGGGCCACCACACCAGGCTGACTTCTTGAT 

CTTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCT 

GAGACCT 

>Sequence 3219 

AGGTACTl lil'lUl^-ll'lJ-m'rnTl-lTrrm-l-rrGAGCAGCTAAAAT 

CTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTA 

GAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTA 

TTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAG 

TATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATA 

ATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTACTAT 

AAAAAAATTACCATAGGCCATTGACTAAACCACAAACATATACTTCTCAC 

AGTTCTGGA 

>Sequence 3220 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAGGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 
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TCCATTGAGGCAAAGGTTTCCTTCTATCAATACACCCTCTGCTTTAGCCA 
GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 
AGTACCTGCC 
>Sequence 3221 

GGGGCCCTTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GG AACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AACTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCATTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTC 

>Sequence 3222 

AGGTACGCGGGAGGATGGACAGAGTAAGCACACGTGTTAGATAGAAAAGA 

TAGAAAAGAATTGCTGTTTCCTGATAAAAGACTAAATAATGAGAAAACAC 

TTAAACTACCGAACACCTGAAAACACTGAATAAAATTTGAAGCCATCTTT 

TTTACAAAAAATAGCTGGAAACTTCAGGGAAAAGAAAGGGGATAATGTTC 

AAAGACCAAAAATGGCCTCTGTAGCAGTCCCCCAACACTTTACTTCACAA 

CTAACTGGGCTAAGTCTCAATAAACCCITAAAGGCAATGTTTCGTTTAGG 

TTTCCTCCCGTGGGAACAAGGGGAGTTCAAAGTCCTTGGGGAATCTCCCA 

GCCGTTAAGGTTCTTCCTTTTATCCAAAGGTCCAGGAAACACTTCTAAAA 

AAGGCCTCCAATTCATTCAGGAAAAATTGGGGTCTAGAACTGGGGAAAAC 

AAAAAACCTTTATCTCCAACAGGGTCACCTTGTGGGTAAAGAATTAAAAT 

ACATTCCTTTGGTTTTTCTTGCACTTGGGGGCTTCCAA 

>Sequence 3223 

CCGGGCAGGTACAGCATGTATGGCCATAAAACCACTCATCACACTACTGA 

AAGACCCTCTGCCTCACTCTATGAACAGCACATGGTGAGCCCCATGGTTC 

ATGTCTATAGAAGTCCATCCTTTGGTCCAAAGCATCTGGAAGAGGAAGAA 

GAGAGGAATGAGAAAATAAAGGAAGTGATGCAAAAACAATCTTCCAAAGA 

AAGTCTTTTGGGAACAAGGAAAATATCATTTCACCACCCCCACAGGTGTC 

AAAATATTGAAAATACCAAAAACTCACTGAATCGCAATTCCAACAGTAAA 

TTTTTTTATTCCTTTTCCAAAGAATGCCCAAGGCTCAA TTTGT AACACGA 

AAACCATTTTTTAAGAAAAAAAAGAAAAGTGGTAAACTTTTCAAGCAAAC 

TTGGGGAAATTCAACAAGAAATTACCCTAAAGGGAAAAAAAACAATTTGG 

CTTCAAGGCTTTCCCAGCACCTGGATAATTTGGAAGGCCAACCATTTAAT 

TCCTTGGGAAGGCCCCACCGAAAAGAAGCCTTGAAAAT 

>Sequence 3224 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTG CTCAGGG ATTC 

CTCCTATTAG AAATCAAAGAGGCTTCC AAAAGCCCTACAATIT H 1'CCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 

AAATTGGAATGTATACCCTTTCACTCTGAATTGCTTG 

>Sequence 3225 

AGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGAGGACAC 

TGTCCTGGAGGTGACAGAGAGCAACACGAGATCAGTGGTGGATGGGGATA 

AACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAACAATGGA 

GGCTGGACCGCCCCTGTAAGATACTTCGACAGGTGTCCACTGCAGTTGTC 

CTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAGATATTGAT 

GAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACATCGT 

GGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACAGATG 

AGAAGTCTTGCCAAGATGGGGATGAGTGCTCTTTGGATAGGACCTGTGAC 
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c 

>Sequence 3226 

CCGGGCAGGTACTACGCTCTTGATACGAAAAAATCTTATCACGTGCCCAG 

CCTCTCTCACAGTCAGAAATAACCATGTGACACAGTTCTAGCCAACGATA 

ACATGGATCAGCTACATGAAAGAGGGATG ATGGTATTGG AAGCTI 1 ' I GTT 

TTACTTTTAATAGGGAAATAAAATTACAAGTTTCATTTTGATATGAACAG 

GGGATGGAAATACTGGGTAGAAGAGCGTGGTTCCCTGGCAAAGGCTACCC 

CCTCAAGCCTGGAAACCCACAACCTTAAATGATAAGAGGCAATTCCTGTT 

TTTTGCACCTTGAAAGTTGCCITTTGGCCTCCCATGCCCTCCCATCCTGT 

ACCTCG 

>Sequence 3227 

CCGGGCAGGTACAAGCCCTGGACCTGGCCCATTCTTCATGTCCCCTTCCC 

AAGCCTCCAAGCCCACATGGGCACTTGCCAAGATCAGAGCTCCAGGGGCC 

TCCAGGGACGGGGTTTTCAGTCCTTTGGGACCATGATCCACATAGATGAA 

ATTGATCCCTAACTTGAGAAACCAGGGAAACCACCCCATGTAAATGGCAA 

CAAGCCAAGCCACCCAATCTGATCATCTTAATGGCAACAAGCCCAAAACA 

CCCCAAGCTGATCCATCCTAAATGGCAACCAGTCCAAAACACTCCCATGT 

GGATCCAGTTCTAAATGGTCAAACATGCCCTAAAACATCCCCAGTCGGAT 

TCATTTTTAATTGGCAAACAGGCCCATAACCAACCCCAGTCGAATTCAAT 

TCTTAAATGCCATACAAGACGCATAAACCACGCTCAAGTGGATTCATTTC 

TGAAATGGCAAACAATCTTCAAAACCACCCCAATTGGATT 

>Sequence 3228 

AGGTACCCAATGAAGTGAATGTGCCCCCACAACATTTAACAGTCTTTTCA 

GCAGGAAAGGGAAAACGACTGCGAAAATGTAAACAATTCCTTGCTTCAGC 

TACTTGTTAACTATGGCTGCAGCTGTCTGAGCCAGCTGTCCAGTGGTAGC 

CTGATTCCTAGCGTGCATCTGGAACCAGTGGAATAATGCCAATAAAGAAT 

AAGAAAGGACCAAATATGCTAGTGGAAACCAACTAACCATGCTAAGGCTT 

CCACCTCCATATGTGTGGAGGGAAAGCCCTAACTCTGCCTCCTGGGAATG 

CCAGTGTCTCCTTCTTAGTCAGTTAATTTTACAACCTTTCCTTGTTGCTT 

CC AGTCCTCCTGTCTTTTTAAGTCTTGCTGTGTTTCCA A AACTTA'ri "1 " IT 

TTTTCATAAATCATTATATTGCTTTCCCACTA 

>Sequence 3229 

GGTGCCTTAAATGAAGTGGAGCCTTAACCTCCACATTTAAATTGGCGTTT 

GCGGCTTCACTTGCTCCCGCTTTTACCAGTTTAGGCGAAAACCCTGTTCG 

TTGCCCACGCTTGCCATTTAATTGAAATTCGGGCCCAAACGGCTGCCGGG 

AGAGGAGGGCCGGGTTTTGCCCGTAATTTGGGGCGGCTTCTTTCCGGCTT 

TTACCTTCGCTTCACCTGGACCTTCGCCTTGGCGCCTTCGGGTCCGTTTT 

CGGGCCTTGCCTGGCCGG 

>Sequence 3230 

GGGGAAGAGCCGACTCACTACTATAGGGCAGTCGAAGCTCCACCGCGGTG 

GCTCGCCCGGGCAGGTACGCGGGGTGGGGGGAAAATGTGTATGTGAGAAT 

GATAAAATACATTGTATGCATATATGCACTGGGTCACTGAAATATGTATT 

TCCTACTGTGGATCATGGCCAACAGAGTTTGAAAACCTCCATTCTTTGAG 

GTAGAAAAGCTGACTGGAGTATCTACCTTGGTGGTTGGAGCTGCCAAGGG 

CACCCAACCTGGTCAACAAATTAGTGTGCTCAGCCAGAGGCAGTCCTGGA 

TGAATTCAGGCTGCAAAGTGCCCTGTGACCTGGCCCTTGGGAAGCCACGC 

TCTGATGAGGTTTGCAGATCTCCCCGCAATCCAGGGCCAAGCATGAATGA 

AGGTGTTAGGCATTTCAAGGATGCGGCTAGGACCTGCTGCTGTCTCAGGT 

TCACATTATACTGAG 

>Sequence 323 1 

CCGGGCAGGTACAGAAGAATTTGAAAAACACAGCTGCTGAAGAACATGTT 

GCTCAAGGAGATGCCACTCTTGAACATTCCAGAGGTTTAGACTCCTCACC 

ATCCTJAAGTTCATTGACTGTTGTGCCTCTGAGGGAATCGTATGATCCAG 

ATGTAATTCCTCTGGTTGGACAAAGAAACTGTTTTGGAAGGTAGCACAGC 

CAGCACCTCCCCTGCGGATCACTCTGCTCTCCCTAACCAAAGTCTGACTG 

TTAGGGAATCAGAAGTCCTTAAGACAAGTGACAGCAAAGAAGGTGGTGAA 
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GGTTTCACAGTAGATACACCAGCAAAAGCAAGCATCACTAGCAAAAGACA 
CATTCCAGAAGCTCACCAGGCTACTTTATTGGATGGTAAACAAGGAAAGG 

TAATTT 
>Sequence 3232 

CGTTGAACCACTTTGGGCGAATCGGAGCTCCACCTCGGTGGCGGCCGAGG 

TACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCTCTG 

GGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAGG CCAGCT ATTATTT 

CTAGCCTTCTCTGTCCATTGAGCATTGTTCTATCTGCTTCTTTTCAGTAG 

TTATTTGCCCTGTAGTTTTCCTCACATGTGTGCACTGA TCAA TACTTAAG 

CCTGAAACTGTCTGCAGCACTCCAGATCTITATTTCTCTTTTACTTTGCA 

ACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCCTCA 

GCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGAATT 

CTAATTGCATTTGCTGTCCCAAATCCTCTTTAACTCATTCAGACCACTGA 

GCTCTGGATTTTTCCTCTCTGAGCTGCAGCCT 

>Sequence 3233 

aggtacaatataggcagacagtttgccttcagaaattcagaaatgcagct 

tttgagggaggtcagcatcattggtctcagctactagagttgaagatgat 

tcagccacttttattccagccactccatttctagcatacactacagagaa 

gtgtatatttaaagagck:cattttctgcaggatgtttataaatagttcct 

ggcaaaggaggttgccgtatagggtcctacaagtaacctccccgcgtacc 

TGCCCG 

>Sequence 3234 

AGGTACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCT 

CTGGGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAGGC CAGC TATTA 

TTTCTAGCCTTCTCTGTCCATTGAGCATTGTTCTATCTGCTTCTTTTCAG 

TAGTTATTTGCCCTGTAGGTTTCCTCACATGTGTGCACTGA TCAA TACTT 

AAGCCTGAAACTGTCTGCAGCACTCCAGATCTTTATTTCTCTTTTACTTT 

GCAACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCC 

TCAGCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGA 

ATTCTAATTGCATTTACTGCCCCAAATCCTCTTTAACTCATTCAGA 

>Sequence 3235 

AGGTACTTTTTTI I T I 1 nTT T TTT f GTATCCTC A A A AA AC AT AT ATTTG 

CATGTGCCAGGAAAAGGTAAGGAAAAGGGAACCTTCATGTGCCAGCCCCT 

GTGCTGAGCCCTGGAGCTGTAGAGATGAGTGAGGTGGATTTTTTGTCTGT 

AAAGAGTTTGCCGATGGGACCAAGTCTGTCATCTCTCTTTCCTGGCCTGA 

CCGAGGACAAGCACTTTTTAGTAACCCTGTGAATACCGATGCATCCCGTC 

AGTCAGCAGCTGTTTGCGGAACACCAGCTGCAGGCCAGGCACCGTGCTGC 

AAGGCGTAAATTTGTTGCTGAACATGACTCCCITTCAGATGTTCAGGATT 

TAACAGGGTAGTAAAACGAGGGTTCCAAAAAGGGCCTTAACAATTGCTTT 

TGTAATTAGGGAGGGTTGGTTAAAAGAAATTAAGCCTTAAACCAACTGGG 

>Sequence 3236 

CACATACTCATCTGTAATCAATATGTCTAGTGAAATTATTAAATATATAT 

GATATCATCATCTTACTTATACATGCTAATTAGTATTCATCATCGTAGTC 

GTTATCGATATACATCGATATCTATTTTACATATATCTCATATATACGCT 

TACATTTTATATATAATGACCGAGGTTTGGCTCCTACTCTACTAATATAA 

ATCGAAGCTCCACCGCGGTGGC 

>Sequence 3237 

AGGTACCCAATGAAGTGAATGTGCCCCCACAACATTTAACAGTCACATCA 

GCAGGAAAGGGAAAACGACTGCGAAAATGTAAACAATTCCTTGCTTCAGC 

TACTTGTTAACTATGGCTGCAGCTGTCTGAGCCAGCTGTCCAGTGGTAGC 

CTGATTCCCAGCGTGCATCTGGAAGCAGTGGAAGAATGCCAATAAAGAAT 

AAGAAAGGACCAAATATGCTAGTGGAAACCAACTAACCATGCTAAGGCTT 

CCACCTCCATATGTGTGGAGGGAAAGCCCTAACTCTGCCTCCTGGGAATG 

CCAGTGTCTCCTTCTTAGTCAGTTAATTTTACAACCTTTCCTTGTTGCTT 

CCAGTTCATCCTGTCTTTTTAAGTCTTGCTGTGTTTCCAAAACTTATTTT 

TTTTITCATAATTCATTATATTGCTTTCCCACTATAGCTCTTCTTACCAC 
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TTAGA 
>Sequence 3238 

AGGTACATGTTGCCTTTCAGCTAGTGCAGAGGATGGAAACCAGAGTGGGC 

TGATGATTGGATGCCAGGCCTGAGCCAGGTGAGTCCTGTTCTCATTATAC 

TGTAAAGTGAGCTGCTCCAAGCCTCCCTGATTCTTATCACTCCCAGTCCC 

TGCATGGGTCCCTGAGAAGGTTAATCTTGCATTTAAGCCCTCATGCTGTT 

TATCCCTCTGTTAAGCCATTACTTCCAACTTTTGCAGTTGTAGTTCTAAT 

ATTATACTTTCTATTACCATGTTACGATTCAAATGCGTTTAAGGTACTCC 

CATAAAAAAAGTAAAATTTGGGTGGAAACAACAAAAGGTGTATTTGTCCA 

TACCTTTTAAACCTTTTTGGTCCCCTTTTATCCCAGGTTGTGCGCAATTG 

ccrrn "i aaggtccc a agcgctcccc aatttctcctag actttggctttc 

A ATGGC ATCCCTGGGC AC 1 " I"rGCTCTTACTTCAA AAACAA ATTCTTGT 

TGCTTACCCCCAACCCTTGTACCATCTTCTGGTTCCA 

>Sequence 3239 

TTCTACTGTCAGCTATATTTCTTTTTTTACTTTTCTATTCACTTATAACG 

TAAAAAAAATTTTATTTTATTCTGTAGTTGCATACGCTTGTTTATCGGTT 

GCATATAATATATATTATTTTTTGGGTGGGCGCCTATCGACTCATATAGG 

CGAATTGGGAGCTCCACCGGGGTGGCCGGCCGCCCGGGCCAGTACCTCCT 

CCCTATTGCATTTGCTGTGGGAAGTGTGGATAACTTAACAGATGAATGCC 

CCAAGGCAATGTATTTAAGCACCCACAGGGCAGCAAGTGAAATGAAATGA 

AAGTGGAAAATGGGGTATTTAATTCCATTTTTCCTGGGAAAAGGGTCCCA 

AGGGGTTTTGGGCTTTCTTGCAAGGGGGCCCAAAAAAAAAAACCAAGACT 

TTTTAAGCTTGGTGGCCCCTTTAAACCCCCAATTTCTCTTGGGAAGAAAA 

AGCTCAAGCCAATGGCCCGTTTAAATCCACCGGGGGGGAAAGGGAAAAAA 

CCCCC ATTTC i'i T H T 1 A A AGGGGGCCTTATCCTTCGGGCTTTA A AGGGT 

GGGGTTGGAACCAAAGGGGTTGGAAGAGGTGGGGGTTCAAATTTTTAATT 

GGCCTTGGTTC 1 1 11 1 A ATTC A A AGTTT ATTTCTTGGTTTCCCTT AA AA A 

ATAACCTTGGTGGCCCTCCTTGGAACCAATTTGGAATGGGCCTTAAATTA 

ATTTTTCCCAATTTAATTTAATTCAAAGGGGGGCCTTTTCCATGGGTGGG 

GGTGGG'l"! lTTrAAGAGGCCCCTTTCCTrAAAAl"ri"l"l"l"l-ITTCCTACCT 

G 

>Sequence 3240 

CCGGGCAGGTACAGAGCACCAGGAAGTTACTTAAAAACATCTGCAGGAGG 

AC ATTGGTAGCCTTTACTAATAC AGC AGTCTCT1 Tl TT G AGTAGTTC ATT 

AATTGTTAGAACACAATAGCACTTTTGAAATAAAAGAAACTAGCATCCCA 

GATTGAAAGACTTACTTGCCGGCAGCACATGGGCTGCTGTTAGAAGAAAG 

CTAACTTGGCTGGGTGCAGTGGCTCATGCCTGTAATCCCAACACTTTGGG 

CGGCCGAGACGGGTGGATCACCTGAGGTCAGCAGTTCGAGACTAGCCTAG 

CCAACATGGCAAAATCCCATCTCTACTAAAAATACAGCAATTAGCCGAGC 

ATGGTGTCACGTGCCTGTAATCCTAGCTACTGGGGAGGCTGAGGCAGGAG 

>Sequence 3241 

AATGAACCCAAATGACATAGTCTCTGACTAATTGGTGCTCCACCG 

CTGCGGCGGCCGCCCGGGCAGGTACTATCTG Ll'l'llGCGACTTTTAATAA 

TAACACCTACTAGTTACTGAGTGTCATCATCACCAATGTCATGATTGCCA 

CGATTTATTGAGTGCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACAC 

TCTTAACTGTCATGTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAG 

TGTTTTACAAGTGAGAAAACTAAAGACACTAATAATnTTAAAAATATAT 

CCACAGTTCTATGATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence 3242 

AGGTACGCTTCATTTCCTCCAGCACCTTGAAGACAGCTTGGCATAGAAAT 

AATTGTTGAATCAACATGTGCATAAATAAATGACTGATGCAATGGGCAAA 

CCCTTTGCAGGCTCTTCCCTGCCTTACCTGTATACCATAACCTGCACTGT 

GGCAGGGACTGTGGTGACCTCACTTGCCATGGCCTCCCAGCTTATTCTTA 

GTGTCTGATACACAGTTGGATGATTAATAAATATTTGCCATCTCAGTGAG 

TGTATGGACATGGTGAGTACTCTGCCAATCCTCCCAAATCCATGCCTGCC 

ACACCTCCACATTGCAAACCTGTCCTCCCACACTGCAGCAAGAGCCAGGC 
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AGGGTTCTACCATGCAAAATGGACCTTCATGTCTCCTGCACGGCTACCCT 

AAGGCTTCAGAATCTTCTTTAGATGGTGGGCCCCAGAAAAATAGCTTTAG 

CTTTAGTTACAGACTCACAGATTTTACTTATAATCTTAGGGCATTCACAG 

GTCTCTTGAAGTCCATGAATGTCCCACCCAAAAGACTTCAGAGTAAGACC 

CACTGGCCTACAGGATAAACACAGTCTCCTTAGCCTCAGCGCATTGTAAC 

CTGACACAGTCTGACTCTCCAGCCCTACCCTT 

>Sequence 3243 

AGGTACCATCTCAAAGAACACCTGTATGTATGCAACGTATTTAAGCAGAA 

AGAATGGGCTCAAGATAACCCTTGATTCTAGTTCCCTACAGCATACATGT 

GAATGGGAAACATTCATAAGTTCCTATTTGCCAAGGGCATGTAAATGTGA 

TAAAGCAGATCCGAAGACACATGGGAGTGAGACTAGGAAAGTATTAAGAA 

CATGGGCCTTGACCGGGCGCAGTGGCTTACGCCTGTAATCCTACCACTTT 

GGGAGGCCGAGGCTGGTGGATCACAAGGTCAAGAGTTCGAGACTAGCCTA 

GCTAAGATGGTAAAACCCCGTTTCTAAAAATTAGCTGGGCACAGTGGCGG 

GCACCTGTAATCCCAGCTACTTGGGAGGCTGGGGTCACTTGAACCCTGGA 

GGCGGAGGTTGCAGTAAGCTGAGATCACGCCACTGCACTCTAGCCTAGGT 

GACAGAGCAAGACTCTGTCAAAAAAAAATAATAATAAAAAAGAATGTGAG 

CCTTTTGACTAGGAGCTATGGCATAACCATAGACAATAGCAAGATGCCTC 

AGTGCACCCAAAGGCCAAAAGGGATGGATTCATCAACAGTGGGAGACCGA 

AGATTGTCAGAAGCAACTAATGAAACAAAG 

>Sequence 3244 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

GATTCCTTGAAATTTGCAAGTTGACTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCACAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAC 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCG CAACAA ACTTGGCTATTCCCTTGCCCGTGGG 

AGTATTGGTTTTTGAGAGTCTTTTT 

>Sequence 3245 

CCGGGCAGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTA 

TTTTTAAAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCAC 

AACAAACACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAA 

GCATTTGGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGA 

TCAGGTTCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAG GCATT CA 

AACTGTGGGCTCAGGCAAGCCTTTCCAGTGTGATCATATTAATTTTATAT 

TTTATGTGTTAACATGCGCCTCCAATAACTTGCTTTCCTTGCTCACCATG 

ATGATGCATTTTTCCTACTTTATGTCCTCGCTCATTGATTATGATGAGCT 

GCTGACTATTTGAACCTGGTACTTTTACTTGATCACCTCTACGCAGTTTC 

ACTCCCATTCATTTCCAGTTTCTCTTTTATCAGTGTCCTCTCTCAGTCCT 

TATAGGCCTAGATGTTCATTGTGGTTTCAGCATCTATTTGATCTCCCCTC 

TCGTGTTTCATTAGCATTTCTTCAATAGTTTCTCAGGGTTATTTCTCATG 

ATTCAGCCATTGTATACTTCTTAAAACT 

>Sequence 3246 

CCGGGCAGGTACGCGGGTGTTCAGGGAATTACAGCATAGATATGAAAGAT 

GTCTGAAAAATTGGAAATATCAAATAAAAATTAAGAAGCCTAAAACTACA 

TCAGATTAATATGTAGTATAGTCTTTCACATCTGGC CATGA TGGAATGGA 

GCAATGGGATTATATATACATGCTCACAGTAAACAGTTTTCAGATATTGA 

ACAACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAAC 

AAAACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTCCAGTTTG 

CTGCTTGGAGAAAGTTCTCAGGCTGCAGCTCAGAGAGGAAAAATCCAGAG 
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CTCAGTGGTCTGAATGAGTTAAAGAGGATTTGGGGCAGCAAATGCAATTA 

GAATTCACAGGGCACAGGTGAGAGGAAGTGTAGAGATGGAGAGGGTTGTG 

CTGAGGGAAGAGAGAGAGAGCGAAGAGAGTACAACTACAGAGAGAACAAG 

TTGCAAAGTGAAAGAGAAATAGAGATCTGGAGTGCTGCAGACAGTTTCAG 

GCTTAAGTATTGATCAGTGCACACATGTGAGGAAACTACAGGGCAAATAA 

CTACTGAAGAGAAGCAGATTGAACAATGCTCAATGGA 

>Sequence 3247 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATATCATTTTATATTAAAACCAATAACATTTTCAGAATACATTTGAAT 

A ATTTCTTTTTACCTAAAA AC AG AGTCTTTAAATAAGTATCA I "1 " 1 1'IGAG 

ATGCATTGCCATAGGATACATACTGAGGTGTCITCTCTTTCTCTTACCTA 

TTAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCA 

ATGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCC 

ACTGGTGATGTCAGCAGGATCTGAGGATGTTCAGGTAGACATGCTATGCT 

TTGAATCTCCAAACTTGAACGACATTATGACTGTGCTCATAGCCAGGCTT 

GCCTTGCTTGTGGTCATTGCTGTGGATCAAGGTTGTTTTGCCTTCCATGC 

AGTGGATTTGCTGAGGTGCTTCTCAATCTGTATCTCAAAATTGAGATGTA 

TGAGAAAGATTCTCACGAAGGGAGAGATATCCTCTTGGGGACACGACCAT 

TGGCTTCCTTGGCCTTATTGAGTAGCAGTGAATATGGACCANGGGACGAG 

AGCGGCAGGACTCACATGGATGGGTCTCACAGTGGAAGATGGTGGCAAAG 

AGTGAGGACTTAAGAATCAGATGAACCTTGCTGGNAATGTGCCGCTGTGC 

CCTT AAATGCACACTTTAGAAGTTAATAACTTGTATGGGCATACTTCCCG 

TTTT 

>Sequence 3248 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAGGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3249 

CCGGGCAGGTACTTAGCACATGCCATGAACTGTTCTAAACCCCTTCTGTG 

CGTTAGCCCATATAATCCTCATAGTAACTCAGTGCTATCTCTGATATCCC 

TGTGTTACAGTTGAGGGAACTGAAGTTACAGAAGGTTGAGCAATGGCATG 

CAGGGCATAGAGAAGGGTAAGGACGACTGTAAACAGGTCAAGAAGTGGAA 

GGTCAGATAATTTACCCTGATTGCACAACTGGTAAGTAGTGGTACCAGAT 

TGAGGCTCAAGTCTTCACTCTCACAGCAGGGTACTTTCTGCAACTTCAGT 

TTCTTATTACCATTTCTGCCACTAGCATGCAGAAGACGCTAGATGATTAT 

TGAATCAGTGAGTTTCTCATAGGTAAGATGGAAATGATTCTTAGTAGGGT 

TTTGTGAGAATAAAATTGGAAATTGTACATTTCTTTAACATATTTTGGGT 

AGTAATAGCTATTATGATGCTAGTGGATAACACAAGAGTTCAAAGGTGAC 

CAGTTAGATGTGGAAGAGGGAAAGAGTTGTGTAAAAGATGATGAGTGTTC 

TAGCCTGATGGTGAGAGGACAGTATTAATGGAAATAATTAATTTGGAAAG 

AGAAGCCAGTTTGAAGACAGGCATTCATGAGNTTAGCTTAGGAATCATTG 

TTTTCAATTTTATGCTAAGAAAACAAAATTACCAAGATCTGGAACAAACC 

ATTTACATTATGGGCATCrTTTTGTCCATACTTTATTTGATGTAAGTAAA 

CAATGCCTCACAAAATCACTTCACTTACCTATGAAGCTTCTGGGACCTGA 

CCGAAAACCTCATGTGATATGAGAAAN 

>Sequence 3250 

AGGTACCGTAAGGGGAGTTTTGTTCCTACTGCCCATGAGTCTGTGGTCCC 
ACATGTGTTGCTTCTGTCCATGTCATCATTTGCACAAGGATACATGTGAA 
TGCTGCATTTATGCCTTATTTCTAGATACATGGGGAACTGGAACTATGTT 
TTTAGCTGAAGGTTCTTACATCAAAATTATGATATTCCTAACACTGCTTC 
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CCAGACAAGACCCCCAGAGTATGTTTTGTTTTGAGACAGAGTCTTGTTCT 

GTTGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCT 

GCCTCCCAGGTTCAAGCGATTCTACTGGCTCCCTAGTAACTACAGGTGCA 

TGCGTGGCTAATTTTTGTATTTTTAGTAGACACGGTGTTTTGCCATGTTG 

GCCAGGATAGTCTCAAACTCCTGACTTTAAGCTGTAAGTGATCTGTGCGC 

CTGGCCCCAAAGTATATGTTAGACTCACCATGTTCTATCTACATTCAAAG 

ATCTGTACACATTNTACTGTGAGTGATCAGTGTGCCCGACAAGACAGGAT 

TACTGCAATGTTAGTTTCAAAGCACTCAGGGCCGACTCAGTGGCTGCAGA 

AGCACCCCCAGCATTCTTGAGTTACAGCTGGGCTGAATACCTGTCCGGGC 

GGACGGTCGGTCTTG 
>Sequence 3251 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTCCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACNAGTGAGAAGGAAAGAGGCCCTC 

ACCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAT 

GATTGTGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGT 

GTTTTATGGCAGCACAAGGTAACCCAGATGATGCTGTTCACCACTGGGTG 

GTCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCT 

TGCTGGTCACTCTCTTTGGTCCTTTCAGATGCCTTTCTTAGTGGTGCCTC 

TACCATGCCCTTGACTGCATGCTTTTCTGTCAGAGGAAGGGTGAGTAAAG 

TACCTGCCCG 
>Sequence 3252 

CCGGGCAGGTACAGGAGGCAGCTTTTTTCTGCTCTCTGTTGACTTCTGAA 

GCCAGCCTCATGATCGTTTCTCTGCTAGCTTTTGCTTCCATCTCATGGAC 

ATTTATAGTCTCTTCAAAATAACAATTTGTCCTTTCACGAATTCATTTTC 

TTTGCGCAAGTCTCTAAGCTTTAAAATTAAATCTTCATCTGATGCCTTGT 

CATTCCTCTCATCTGGATCCAAGCAGTCACGCAGTTGAGTCAGAAATTCC 

TCATGTTTCCTGCAATTCTTTGAAACTTGTTTCTTATTCTCCTCATTCTC 

TTTTGAACACTCnrGTAATTTTTCATTTAACTCTACAACTTTCTTCTTTA 

ATTCCTGGCTCTCCTTGATTGCAGCGTGAGCTGTGATTTCTGTTCTGATT 

TTAGAAGTGGAAAGTGCTGCTGATTCTTCTTCTAGCT CCTGA ACTCTGTC 

TCTCAGAGAGGTAAGGAGAGATGATTGTCTGGCATTGTTTTCCTTGTAGC 

TCTCCATATCAGCTTTCAATTCTTGACAAGAGACTTCTTTAGAAAGCATC 

TTGGATCGGAGGTCTTGAAGCTCAGACTGAGCACTTTCAAATTTGACCAA 

CGTTGCTGCAAGTTCACTTCQAGCAATTTGAACCACAATTCCCATAGGGG 

TTTAACTGGCTACGCGGGACCGGGACTTCCGAAAGA TGATC GTGAGTTTC 

TTGCGGGGACAGTTGAGCTTGACACAATTCCCCCATGTTTTGGAACTACT 

CCAGATACACACGATTCCCCGTGGGCCCCGATGCCACTGCCAAAGGGGGA 

TCTTAACCCGACTGGG 
>Sequence 3253 

AGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGAGGACAC 

TGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATGGGGATA 

AACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAACAATGGA 

GGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTGCAGTTG 

TCCTGTTGGATTCACTCTCCAGTTGGATGGGAGGACATGTAAAGATATTG 

ATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACATC 

GTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACAGA 

TGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGACCTGTG 

ACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGTGCTTGCAACCGA 

GGGTACCTGCCCG 
>Sequence 3254 

CCGGGCAGGTACGCGGGGCTGCTTAAAACTCTTCAGAGGTTCACCATCGC 

TTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTCAGG 

ACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTACGAT 

CCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCAT 

GAGGCAGTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAA 
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ATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTG 

CAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGACTG 

ACGGGATGCATCGATGTGTTTCCCAAGACATCCAGGAGGGGATATTGGCG 

CAAACAAAGCCTTGAAAGCTCCATGATAGAGATGACAGAGCTATAAGATG 

AAAGCAGCCCAAATGCCTGAGTCACCAATGTTTGAAGNAGAGCTNTCCCA 

CGAGAGGTACCT 

>Sequence 3255 

AGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATAAGGT 

GTGGACTCACCAAAGACAGTTCCAAGGTCAATTTCACTCTGACACACTCT 

CTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTGTTGTAT 

AAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGGCCAAAT 

CAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCCATCGAT 

CTTCCTGTCAGAAATCACAATATACCTTTGCAATACCCTTTGCTAGCCTT 

TCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGCCTGGGA 

AATATTAACACCCATTTGAGTATCTCCCAAACACCTCAATTAACTATATG 

GTGCTGTCTGGCCAGGACCTTATTTCAGTATAATGTGAACCTGAGACAGC 

AGCACGTACTAGTCGCATCCTTGAAATGCCTAACACCTTCATTCATGCTT 

GGCCCTGGATTGCGGGGAGATCTGCAAACCTCATCAGAGCGTGGCTTACC 

AAGGGCCAGGTCACAGGGCACTTTGCAGCCTGAATTCATACACGACTGCC 

TCTGGCTGAGCACACTAATTTGTTGACCAGGTTGGGTGCCCTTGGCAGCT 

TCAACCACCACGTATATACTGCAGTCAACTGTTCTACCTCAAAGAAATGA 

GGGTTTCAAACTCTGTTGCCATGATTCCACAGAGGAAATACTTATTGCAG 

TGGACCAGTGCATATATGCATACAATGGATGNTATCATTCTACATACACA 

TTTTACCCCCACCCGCGTTACTGACCGGACGGG 

>Sequence 3256 

TGAATTAATTNGCTTAAGAAGGAGGATTTTCTTAAACATCAGTCTGCCTT 

TTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAGC 

TTAGAAATATAGGTATTGAAGGGCCACCACACCAGGCTGACTTCTTGATC 

TTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCTG 

AAACCTTGAGGGAGGGTGCATTCCTCTGATTTTTGTGCCTCTGCCAGCAG 

TCTGGCTTCTAACAAAATGGTCAAAGGATGCTGACTCACATGAAGGCTTT 

GGCAAAGTGTTCCAAAAGGAAAGAGGAAAGGACCAATGTTCTAACTTCTT 

CAAAAAGACTCATAAGACAACATTGGCTTCCAGCCTTGCCAAATGGGGGA 

AATTTTGTTTTTCACATTCACCAAGGAAAAGGTGAAACCCCTTTGCCGGA 

AAATAACCCGGAGAGGTTCATTAATTATAATAAAGATATTGGTTCATTTT 

AAAGGTAAAACCCTTACCCTTTTGGGGGGCAAAAGAGGGCGCGGGGGAAA 

AAGGGGAAAAATTTTTGGATCTCTCAAAAAAAATTTTTTTTAAAGTGTCG 

TTTCTTCCANCCCCCAAGGATTAAAACAAAAATGTTTTGGCCCTTTATTA 

AAT 

>Sequence 3257 

CCGGGCAGGTACGCGGGATTTGTGTGACCTTCCACCTTAATTTTCATCAC 

ATGTGGACTCTAGTATCACCTGGATTATTCAGATTGATTTTCTTACTTAA 

ATTCAGTAGAAAAATTGTGAATCTGACTATGAGCGGGAGGCAGTATGAAC 

TCATTAAATATGTATTCCTGTTTGGAGAAATATTCGCTGGATAGCTAGAA 

TTTTAGATTGGGAAATCAGGTTTTACATCAGCAATCAAATGAATAGTAGT 

TTAGAAGTTTTATTTTTTAACTTCTCATTCTGAAATAATTTCAGATTTAC 

GAAATAATTGCAGAAATAGAACAAGCAATGTCAGCTTTCCCAGTGTTAGC 

ATTTCATATAACCACAGTACCT 

>Sequence 3258 

>Sequence 3259 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 
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TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 
AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 
CAGCCAATGTCATGTTGCGTACCT 
>Sequence 3260 

CCGGGCAGGTACCTGGTGCAGCCCATATCCATACACAGTCTAACTCTGGA 

TCCCACACTCTAAACCGCGATGCAGTAATACCTGGTTTCAGTGCACCTCA 

GATTCGTCCTCCTAGGCTGCCGCTGGAAGACTAGCAGCTCTTCATTCTGT 

TTTCCTTTTCATTGTCATAGATTATTTGTTACAACTGTCTGTGGAATGAA 

ATCAGAATATTTTTAACAAATGGATATAAATCATGCGTCATTTCTCTATG 

GCTAACATGTGTCTCCTTAAGTTGAAAATGAAATTCCAAACGGACTAGGC 

TATATACATGATTGTTTTCCACTCTGCCTCCCTTTTAAAGATGTCACAAC 

CTGCCATTTATAATGCAGAGCGGTTTCTCGCTCCA TCTCT CCTATTTTCT 

AACCCGTTAACAAAAACCCTCCTGCAGACAGCACCTTTTG 

>Sequence 3261 

ACATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCCATC 

TTACTCATGGAAGGTGTGCCAAAGAGCCTGAATTACGGTGGTGTGAAAGA 

GCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACATCT 

GGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACAGCA 

GCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATTGCTAAAGCCCTTAG 

CAAAAGCTTTACGATGCACTCACTCACCATTCAGATGGAATCTCCAGTTG 

ACCAGGACCCCGACTGCCTTTTCTGTGAAGACCCCTGTGACTAGCTCAGT 

CACACCGTCAGTTTCCCAAATTTGACAGGCCAACTTCAAACATGCTGGTA 

TGCAGTTTCTGCATCATAGAAAATAGGAACCAAAGGAAGAATTCATATAA 

TGGTGCAATGGCTATTTTATCTATTTATTTAATTGGCTTCACCATGAAGG 

AAAA 

>Sequence 3262 

AATNCTATTATGTGAATGTAAACCTATATAATAT ATTTA GCCATTTTCTC 

AGTTGGATATTTTGGTTATTTCTATGTTGTCACAATTTTAAATCACATTG 

AAATAAACTAGGCCCCTTTGACTCCTTTCnTCTCTCTTACTCCATGTGG 

TAGACTAAATGTGGCTGCTAAGTTTATTTCTCCCGCTATGTCTTCCAGCC 

AATTCTAGATTTGAGTCAATTCTAGAGACCACCATGGTGGAGAGTGCATA 

TGCAGGCACGCCAGTTAACTGATCTGGCCGAGCCCAGCCCTCCAGCCATC 

CCTGGCAAGGTGTCAATGTGAGTGAAACCATCTTTAACTCTGCATATTAA 

CTTATTCTTCAGCTGAATTATACCAAGAGACCTGTCTTCTGATGCTACAT 

TGAGTGGGACAATCTTCCAGCTGAACGCTTGCCACATTCCTTGCCACAAA 

ATAATTAAATATTAATTAAATGGGTGGTGTTTTAAGCACCAAAAAAT 

>Sequence 3263 

ACCTTCTCACACCACATCTTCCAGGATTACACTTTTATGCTACACCTGCA 
CTGATCAGTCITCTACTCCAGTCTTCATTTTGTCTTCGTAAAAATGTTGA 
GGATGAATGCTGTTCCACTTTCCTTTCCTATAGCGAGATGGCCTCCCCGC 

GTACCTGCCCG 
>Sequence 3264 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAAGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 

AGTACCTGCCCG 
>Sequence 3265 

CCGGGCAGGTACAGAAAGTTCACATGAGAATGCCAAAGTATCTTGTATTC 

TGCATATCTTACATTGTGATGGAAAAGAAAAATTCA GAAATA TTAAAACA 

TATTTAGTTTTATATTTACCATGATTATAAGTCTCCAATTTTTCTTCAAT 

ATTCTAATAATCTTGTCTTCCAAAAGTAAAATAATAATTTTCACAGAAAA 

GCAGCCAAGTACTGAAAATAACAGCTACAGTTGTTTTTTGATAAACATAA 
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TGAGAAACCATTAAGCAATGCATTTATTTAAAAAATTAGTTAATTTTATG 

TAAAGTTTATCCAGTCAAATGAGTATGTAGAATAATTTATTATAACACCT 

TCATAGTCATTCCTGTATTACAGAAATCTCTTTTAAGTAATGCAAAGAAG 

TTGG ATG ATTT A TT iTVV VAC I TTI " f fACTTTCC A A AT ATA AATTCTTC A 

AAAGACAGTAGATAGTCTCACCCCATCAGGAGTCTAGCGTGTGCCTGGGC 

AGGCGGTAATGCTCAGGTTTGGAACGGAGCTTCTTTNCTGAGGGTTGGAT 

ACTTNCACTTGGAGGGCGACTTTTAAGCTTTTTCTCTTTTATCTGTGCAC 

ATACTTTCTCGCATATTCTTCACTCTCTGGGGGTTGCTATAC 

>Sequence 3266 

GAGCCTATCGACTCCATATCGACTACTATGACTGCTAGATTGGAGCTCCA 

CCGTGGTGACCGACGCCCGGGCAGGTACGCGGGACAAAAGCCCAGAACAC 

ACATGCTCTCAGGGGGCCCACCAGGGTTAAAGAGACTGAAAAAATAATTT 

TGGCTGCGAATTTAAGTGAGGATGAACACCACGAGGAGCTTCATATGCAG 

AAATGAAGTCCTGGCTTTCTTAAAAAAAATAAAAACACTAATGCCTCAAC 

AACAACTACAACAGAAACCCTTTGGGTTTATTATTTCAAGCCAGGTCATG 

CTAGTTTCACAAGAGTTTGTGAAAATGGATGCACATGAATAGAGCCTTTA 

AAAACTCGTGATTAAAGAGAAAGATTTCACAGTTGATGGTTTGGTAGATG 

GCAGTCATAAAAACAATTNGCTCTTTGTATATGTATTGGTTTAAAAAAAA 

GTTTA TT 1 TTCTAACGTCCTGC ATTATG AAACT 1 " 1TTT I ' 1 "1 TA AATGCAC 

TAT r ITTT'l CCTTC ATCTATTGTC AATTTCTTTGG A AG ATAAA ATTTTC A 

AGTGCAGGGAAAACTATTTTATTTTTTTTGAATTTACAGGCTTCCCATGG 

TTTGGAATCATTTTGGAATTGGCTTAAAACCAAATATTTCCAAGGTCCCG 

TCCTTTTTTATGCCAAACCCTTGTTTTTGGTCATGGCTTTAAACCCTGGG 

AATACCCACATTTTCTTTCCAAAAAAAAATGGTTCTTTAGGCAATTGGAA 

AAAGGCTTTTGGACCTTGCnTrCCACCTGGCTTTTCCGATTGGACTTGGG 

CCCAGGTTTTTTCCCCGCAATTAAATTCCTTTAAAGAAACATTTGGTCTT 

TGGCACG 

>Sequence 3267 

AGGTACTGAGAGGAGAACACACAAGCAGACAGATGGAGGTGTCCACAAGA 

CAGTTGGGAGTTTGAGTCTAAAATTTGAGGGATTGATATAGATAGTTATA 

TTTGGGGTTTCTTCACTGATCAGTGTTAGTTAATAGCCTAAGAGTAAATG 

ATACCTAGATTAAGAAGAGCAGCGGGCTGTGGACCGAACTTTGGGCACAC 

CATCAATGACGAGTTACCCATGAAAAAGCCATTAGAAGAGTTGATGGAGC 

ATGAGGAGACCATGAGAGGACAACGTCACAGGAGTTGGGAAGAGGGAGTG 

AGCGACACTGACAAGTACCTGCCCG 

>Sequence 3268 

CCCCGCCAGGTGCTTACTGTCCCAACTACACGCACTTCTTCCTTACTTCA 

CCACGCTGGATTGGTCAGCATGGCATGGTCAGCTGGACTGGTCAACATGG 

CATCCTATGTTTTGGAGTCTAACTGGCGGGGTGTCCTGCCTCTTCCATCC 

ACTTTGCACAAGTTACTTATCCTCTCTAAGCTTCAGTTTCCTTTTCCTCA 

TCTAAAGAATGGAAACACGTCTGTTAGGATTCTTTGATTGCAAGCAACAG 

AAACAGATTCACTTTTGCCAGAAAGGGTAATGTATTGGAATAATCTTAGT 

TCTCTGCCAAAAACAAAGGAAAAGGCCTTGCAAAGAATGGAAACTAGGCA 

ACTCCATGGATCGAGATGACAGAAGAAGTATATTCTCCTCAGCATTCTGA 

CACCAGAATGACTCCACCCTAACCATTTGTCATCCTGGGTTCTCACAGGG 

TAAACTAGATTGGCTTACCTTGAGTCATGTGTCTCCACTTTGGTAGGAAA 

GAGGGGTAGGGGATTTTGACTGACAGGCTCCGGAACCACAAGGACTGGGG 

CAGAGGCAACTACTTAAAGAAAAATTGGAGTGCTGCCTCTCCCCAAGAGG 

AAGACCAAAACAAAAAACACCAGAGAAAAAATTCCNCGGGCCCCTTAAAA 

AAAAGAATACCCCCCGGGGGAAAGAAAAAGAAAAAAACCTTTTATATGCG 

AAAAACCTGGGGGGGGCGGGGCCCCCCCTTTTGCCCCTTTTAAGGGGTTA 

ATGCCCCTTGGACCCCCTAATAATAANANTTTTTCTCATANC 

>Sequence 3269 

AGGTACGCGGGGCTGCTTAAAACTCTTCAGAGGTTCACCATCGCTTCCAG 

AAAAAGATCAATACTCCTGACGCGGCAACCTGTCGAGACTCAGGACCGCT 

AGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTACGATCCAGCT 
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GGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCATGAGGCA 

GTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAAATCCTG 

AACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTGCAGCAC 

GGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGACTGACGGGA 

TGCATCGGTATTCACAGGGTTACTAAGAAGTGCTTGTCCTCGGTCAGGCC 

AGGAAAGAGAGATGACAGACTTGGTCCCATCGGCAAACTCTTTACAGACA 

AAAAATCCACCTCACCCATCTCTACAGCTCCAGGGCTCAGCACAGGGGCT 

GGCACATGAAGGCTCCCTTTCCTTACCTTTTCCTGGCACATGCAAATATA 

TGTTTTTTGAGTATATAAATCAATGAATGATGAGAATATCTTGCAACTCC 

TTCAAACCGACAGGTCCACAAGATGATTTGGCTCTGACCTTGACAACAGA 

AATACATTCTTAGAGACTCTGGAGTCTAAATAGAACTTGGGGGATCCTTT 

AAAAATCAACGCATACTTGGTAGGGAACTGACCATGCCACAATTGCTTAG 

AGTTTTGCTCAAAGGCTACTGCTTCTTAACTCA 

>Sequence 3270 

AGGTACTGAACTGGGAGGGTTTTAGTCTGATAGCCACAATTTTGACCTAG 

GCAGGAAGCTTTACAGCTTGAGGCAGTTTCATGGTCTGAAGACAAACTTC 

TTGTGACTTGCTGCCGGTGTTGGACTGCAGGAGAGAGCCTCACTGGGTCA 

GGAGCACGAGAACAAAGTGGATCCCACTACCACATCCCACCCCTCCTGTT 

TCAGAGGCAGATCATGGGACCAGGACTACTGAGAGTTCCATGGCCCTACC 

CATCATCTGAAATGCCCAAGAACTCCTCCCGATTAACAAAGGTCAAGCAT 

AAACTCTATTGCCACCACCACAGCTGGTCCTCACTTTTAGGTGCTACCTC 

CTGTCCTAAAGGTTGATCTACACAGTCCCTTACAACATCTGCCGACTCAA 

GAGCACCCGCGTACCTGCCCG 

>Sequence 3271 

>Sequence 3272 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCACGATCTGTGAAACCTGTATTTATNATTTTCTTCAAGTGTATCTCTTG 

TCCGTGTGTAGTGTCCCTATAACAATACCAAATAGAAATACTTTTCCATA 

ATCTAGAAGTATTCACTTCTCTCAATATGGAGCTAAGATGGAGTCAGTTT 

TGATACTATTCACTGCATTTCATTTAGTGGGCTGGCTTTGTCATATTTTA 

CTCTATGTATTGATAATTAAAATTTATGTGTGGATTTGTTAGAGTCATTC 

CTAAGAAGTCTATCAAGTCATTTAGTCCTGCTCTTCTGATATTGCAATAA 

GTATTGGATTCATAAATTAAATTCTCTGTGGTAGTCGTATATAAGTGAAA 

CTATACTTAGTAGTAGTCATGTGAACATGTCGTACTTAATGTGATACCTT 

TAGTCTAGGCACCCTATTGAATTATTATTGTTCGTGGAAGTATATATGTA 

TCGGATACTCTCTTTTCTATACTATAGTAATTACAGATATATGCTAGTCT 

GATATTCGAATGGTGTTGATCGAGTGGTTGTATGCTACGGCGCTACTAGT 

GTGTGTAAATATTATATCGTCGCAGATGTGCGTTATACTGAACCGATCAT 

ACTATTTAACTCCGTGTGTCACGTATAGACATAGTATACGATGTTACAAC 

ATCATGAGTCATTCTCTCTGTGTTCACATTCCGACACATATTATTCGGAA 

CGTATTGTCCACAGTTCATTCCATCCATAGTATATACTTAGTATATAGCT 

GTATATGTGTATGTAGCGACTGCGTACGATTCGGAGATTTCTGATTCTCT 

AACTATGTGTGTGACTGAATTCAATGTGTACATATACATATAGTGTGTAT 

ACTGTATTAATAATTATTATATACATATGCTTTCATCCA 

>Sequence 3273 

CCGGGCAGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCAC 

ACATACAAGCATNGATAACTGGCTTCTCATTACCTGAATACATTCTTCTG 

TCAGAGCAACAGACTCAGCTATGCTTCTGGCAAAA TTGT TCTTAATTCTC 

TATTGATTAATTTATTCGGTAAGTATTTATTGGGTATTTTCTGTCTGAAA 

AGTGCGATTTCCAGGGCCTTTATGTGTCTCTGTGTGTGGGTGTATAATTG 

TATGCATTATAAACTGATACTATTCTATAATGTAATGTTGAATTCTGGTA 

AGTTAAGATCTGCATCTTGAATCTCTAATATCGTTATTATAATACGATAT 

AGTCGCCGATGACTGTAAAGGGTCTATCGACTGAGTCAAATGGTGCTATT 

CAAGTATTTTACTATTTTTAAATATAATGTGAGTTCGCGCATAGAAGTGT 

GAATTAGGTGATTATGAAAAAATGATTAGTATTGTACTCGAGAGGTGTAA 
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TTCGTGATAGTGGATCTTCATAGATTATTGAAAAGTAGTGACTCAATGTG 

AATAACATAGATATTGCACTGAATGTTTATTACCTACATGTGATAGTTAT 

CAATGGGTACGAGTGCTAGATTGGTAATATTCACGATTAATATGAATCTG 

TTTATTGGCTTTGATAGGAACAGTATTATCACTGTGTAATCTACGTTATA 

ATTTGTAGGTTGAAGAAAAAGTATACTGTCAGGCTTTATTGGTTAATTTG 

GTAGTTCGAAACTAGTGTTTATGATAATTATATACTGACAAGTTGATGAT 

AAACTGGAGCAGTTACGTATGATCAGTATTGGTGGCTGACGGTTTATGCT 

GCCG 

>Sequence 3274 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3275 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 

GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 

AGGCATTAAACAAATTCATTAGAATCTAAAGAAAGAAATATCTAACAGTA 

TAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGCTTC 

ACCCGCATTAGCTAATCTTGTGCAGTGAGGAGGTGCAATTCCCTCTAGTC 

TCCCGCGT 

>Sequence 3276 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCnTGAAGTCTTAACT 

GCACGATCTGTGAAACCTGTATTTATNATTTTCTTCAGTGTATTTCTTGT . 

CGTGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTA 

TTCATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCAT 

TCATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTAT 

TTGGCTTTTTACAGCCTCCCAAGAAGCCATCTGCCTTCGAGCCTGTCATT 

GAAATGCTAAATTTTGTTCCTAATAAATCGTTGTGTAGTTGAATAATGAA 

CGAACCATTGTAGAGCTGGTCATAAATTTTTATGTAACCTAGTTAACTAC 

TCTTTCTTCGTATACCGTTTTGTTTATACACTCTTTATATACTTGACAAA 

TTAATGTTTAAGAGACTTAGAAGTAGTTTAGTTTCTACAATTTATTCTTA 

TTG CTG ACT AT ATCTTCTC ATACGTTCTA ATATCCGCTATAC rTTTTTCG 

AAAGTTGACACATCCTACTCGTATTCTATTTTATACCACCTAATTTTCCT 

ACATTAACTATCTATGCACATATTTCAAACTATCCACTTTCTCCATAAAG 

TAAAATCTAAATGACGTATATAAATTTGCTTCATATACGTGTATCTTATT 

ATGA(nTGCTGTTTCATTATTATAACTTTCATTAGTATTTCTTATCTATT 

TTAGGTGGCATAGATATTACC 

>Sequence 3277 

CCGGGCAGGTACTCAATAAAATAAGAGATACTATAGTAAAACTCTTACAG 

GAAAAATTATTAGAATTTGTGCTATACCAAATCAATTTCACAAAAATGAA 

CTGCCTGTCCACTGTTTTTAACAAAAAATCCAGGCCATCTACACCTTGCT 

GGAAGGATGGAACCTCAACTGCTATACTCCTTAGATTGCTATACAGCAAT 

CTAAGTGGCCCCATCACAGCTCCTCTCCTTGAACATTTGTTGAGATCAAG 

TTGCAGCTGGGCCAGGCACAATCGGTCACAGTTAGACAGCTGAGGGCATT 

CCAAAGAGTAGTGTTCCTTCCTCCACATTATCTGCCAAAGTAGTCATCTA 

CCTTCAGGCAGAGCTAACCCAAGGCCTGTCCCTGAAAAAACTGCCTGAGA 

CTTGGCTTCTTTGCACTACAGTCTTAGATCACTGGAAAGTCAGATCACCT 

GAAAATTCAAGTGAGATCAGGTCACAGGGCTATTN 

>Sequence 3278 

TACAAACTATAATGGTGCCTTTAAGGAGGGTTTATGTGAGCGGCTTGACA 
TAAGTGCATGGACTAGGCTAGGTTCCTGGAGGGTAAATTGGTTATAATGC 
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TTAATAATATTCACTACAAGTGTAATAGGTAGGGGGGTATAGAGAAGTTA 

TCGTTCTTGGAGTTCACTAATGAATTGTAGTATTCATCACCATGTAATTG 

TGATGTGAGCATTATTCTGGACTGCATCACAAGAGTTGTAATACTTGTGG 

GTGCAGTCTCATCGTATTATGGTATGAGTGACAATGTATCGGTGGGAAGG 

ATATTTTGATCTATTGAGGATCGTCTACCTGGTTGTCGAGCTGGCAGTAG 

ATAGGATTTACAGGCATAATTTGAAATAGTATAGAGGCAATTAGCGTAAT 

TCTTAGGGTTTATAATAGAATTTCCTAGATTGATAGGGTGTTTACG 

>Sequence 3279 

ACGGGCCAGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCT 

TGAATTTAGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCA 

CAATCTATAAGCAGTTTAGGAATTACAGACGTGCGTGGTGAGGAGATGCC 

AAAGGCAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGA 

AGAGTATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTG 

GGGTGGGGATGGATGATGAGACTGAATAACAAAGCCAGGTCTAAATAATC 

AGTGGCCTTGTACGT 
>Sequence 3280 

AGGTACAACAGGCTTGTAGTTCTTTGTGAAGGATGCAGGCAAGAGGGATG 

TCCAGTTTAGACGGGCCCTGACAGCAGCAGCCTCTTCCACATCAAGTGAA 

GTGTGATTGTTAACGATCATTGCCTGCACAAAGTCATAGTTGCCTTTGAA 

GTAGTCCACCCAATACTTCATCATGACATAGCGGGGCAGGATTGGGGTGT 

TCACATTTTGCTGATAAGATGGTGTGTTAAAATCTAAAGCTTGAAGAACT 

GGATAAATTAAAGCTTGTAGTTTGAGCTTATTTTTTTAGGCTGGCATCTT 

GAGTAAACTGTTGTCCAAGGGCAGCAGCCAGATTTCCACCAGCACTGTCA 

CCAGAAATGCAAATTCTGCCTGGATCAACCATATACTTCTGTAAGACTTC 

TGGCTTCAGGAAATACTTTGTGGCCCGTACCTGCCCG 

>Sequence 3281 

AGGTACAGAAGGCATGAAAGGCTTGGGGCAGACCTATTACATTCCTCATC 

TTCTTACAGCCCAAGAGAATATAGACTCAGAGATAATGATGCAGAATCTA 

GAGTTCTCAAATCTGGGAGAAAACCTCAGGCTCTGGGATTTCCTGTAAGC 

CCTGCAACTTCTTTCTCTCCACTCCCCAGCCCAGAAAAGCTAAACCTCAT 

GAAACTTCATTTAATGAGAAGACTTGAGAAATGAAACACTCGGACTTGGA 

AGTATATCGTGAAGATTATTTGGTCTTCTTTGGTTCAAAATCATACGATG 

CTTCACTATTACCATTCAGAGCATCACAGAAGATTTCCAAGTATCTTAGG 

CCAAGTGTGGTGGTTCACACCTATAATCCCAGCACTTTGGGAGGCCGAGG 

TGGACAGACTGCCTGAGCTCAGGAGTTCAAGACCAGCCTGGGCAACATGG 

TGAGATCTGTTATACCTAACAGCTTTGTACCTGCCG 

>Sequence 3282 

CCGGGCAGGTACTGGGAATGACTGAGTAGTCACAAATTCAGAGAGCTGCT 

GGGAGGTAGATGAGTTGGGGCTGGGAGGTGTCCATGGGATTTGGGGGCTT 

GAGGGTCACGGTCACCTCAAGACAGCAGGATGGGGTGGAGAGCATGTGAG 

GGGCGATCATACAAACAAAGGGAGTGGGTGAAGGCATCTCTGTCTTAAAG 

ATACTGCTTAACATGCAGGCTATTGTTCTGATACATCATGTTTTTCACTT 

GAGGTGATATTTAGTAAAACTACTAATTTCACTAATATGCACAATTATAT 

TCTATTATCAATTACTAATTAATATCATTTTCATTATTAGTAGGTATCTA 

GTATATATCTCTTTTCTCTAACACTTATCTAACTTCTGAATCTATATAAA 

TATATATCCTTATCACAATAACTTATATAGAATCCATTATGTATCTATCC 

TCACTAATTCCTCATATATTATTCATAATGCATATATCTTAAAATCATCA 

>Sequence 3283 

CCGGGCAGGTACGCGGGGGAATGATATTTTCATGGGATTACTCAATCTCA 

CCCACCATTAGTTGCAGGTGACAAGAAAGCTAAGTTGGCAGATGTTTGTG 

CTAGAAGCTGTGGGTTTACGTCTCCTTGGGCATGTGTTCCAGACATACCA 

GTGGCTTGGTATTTAAACATCATGCTCAGGTGTGCAGGGTAGTTTTTGAG 

TTATAATAGGTATGCAGGCGCTGTGGGATTACTTGGTTGTTTATGCAAAA 

ATTATTTTGCACTCACTTCTGAAATGAGTGTTAGTAGAATCATCTATAGA 

GGAGGTAGCAAGGCTTTGAACTGAGATACCTGCACTGTTTGCTGTAAATA 

TAAGTCTAAAATTGAAACCAGGTTATTAGCATTTTCATTGCCATGATAGA 
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GTGGGCATGGAATGATTTCAGGAATAGAATAGTTTGGGGATAGCCTCTGA 

ATATATTTTCTCACTTCAGGGGCCAACTAGGTGCGGGCTT 

>Sequence 3284 

CCGGCCAGGTACTAACAGTCAGGAACAAATAGATCACATAGAGAGGACAG 

TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTAAGTGGATCGTAGGCAAACTGAAAGGACCATAACACCTTGCTGA 

GAAGTTTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCC 

CTGTCCTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGA 

AAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCC 

CTGCTCAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAA 

CTGTGAGTACCT 

>Sequence 3285 

CCGGGCAGGTACACCTGCATTAGGGACAAGAAATCTCTATGTTGAACAAA 

TACTGCAGGTGGTGCTGATGCTAAACTTTTACAAACATTGGTTATACAAT 

TAATCAACAGTTATTTGATGATTCAGCACACAAATAACTCTTTGCAACCA 

GGTTTACGTTACTGGGAACAAACTAACTAGGTTTCCCCAGGTGTGGAGAG 

CTTTCACACAATA TACC CTAACTTACATAAACAAAATTACCCAGGTAAAT 

ATTTACTAAACAGTTTTAACATAAATGATAGTGATACACAAATTTGAGTA 

ATAATTCAAGAAAATAAGTGCACAATTAGGCTGTTAACTGCTGTTTATCT 

GTTTAATGTGAAATACCCACTAGCTTCCCTCCACCCTTTACCCTAACTCC 

CATAAAATCCTCCAACCAAGCCACCAACATATACCCACCATACTTGCCAC 

TCTGTCCTCAAACTCCTGTTTGGGCATTTGCTCCTGGTTCTTGAAACTTC 

ATTCTGACAAAGCTGAATAAAATTACCTCCTTAGAAAACAGTCTGTTCAT 

GATTAAATAACTAATAAATAGTTGAGCCAGAATCTGAACGCAAGCCTATC 

AAAA GCCTGAATGAATTGAGGCAGGTACACTGGAATTTGTTCTGCCACAG 

TTTTAAATCCATACACTTTTCTTTGGAGGGCAAAAGCCTAATTATTCTTG 

TCTTCCGAATTCTATTGAAAAATTGAATGGACCTCTTAAAATTCTGGACA 

TTAAAAAGGTCACCAAAAGCT 

>Sequence 3286 

CCGGGCAGGTACTAGCTGTTTTTGTGACriTTAATAATAACACCTACTAG 

TTACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGT 

GCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCAT 

GTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTG 

AGAAAACTAAAGACGCTAATAATTTTTAAAAATATATCCACAGTTCTATG 

ATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence 3287 

AGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCA 

CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 

TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 

CTCTGCGTTGTTACCACTGCTTCCCGCGTACCTGCCCG 

>Sequence 3288 

GAGTGGCATCGACTACTATATGGTGAATGGCAGCTCCACCGTGGTGGCGG 

CCGCCCGGCCAGGTACGCGGGGGGACAGGCCATCTCGCTATAGGAAAGGA 

AAGTGGAACAGTATTCATCCTCAACATTTTTACGAAGACAAAATGAAGAC 

TGGAGTATAAGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGG 

AAGATGTGGTGTGAGAAGGTAGCACAAGTGAAGCAGATATACAGGAGATA 

GGGAAGGGAAGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACA 

CA 

>Sequence 3289 

ATGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACCAGCCTCCTTGTTTGC 

CATCTGAAGGAAACAGGGACTTCANGAACCTCCTGCTGTGGTCACCAAGG 

GAATCACATCTCTAAACTTCTCAGCAAGGGTGTTATGGATCCTTCTCAGT 

TTTGCCTACGATCCATTGAGGCAACAGGTTTCCTTCTCTCAATACACCCT 

CTGC 
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>Sequence 3290 

GGGCAGGTACTAGCTGTTTTTGTGACTTTTAATAATAACACCTACTAGTT 

ACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGTGC 

CTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTC TTAAC TGTCATGT 

TGACAACAGCCCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTGAG 

AAAACTAAAGACACTAATAATTTTTAAAAATATATCCACAGTTCTATGAT 

TAGTAAGTAAGGGAGCTAGTCCT 

>Sequence 3291 

AGGTACAATTTGCATGCACGGACTTCTACATACAGAATACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGTCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAGCAATGTTGC 

AGCCAAAAGGGCATTTAAGAGTACCTGCCCG 

>Sequence 3292 

CCGGCCAGGTACCTGGATGAAACTACACTAGTGGTGGTGGAGATGGAAAG 

GGACAGATTCAAGACAGATTAGAGAAGCAGAGGCATCAGAGCCTATTGAA 

GAACATGATGAAAGCCATGGTGAAAGAGGAGATATCAAGGACGGTGTCTG 

TATTTCGGGCTTATACAACTGGCTGTGGATAGTGCTACTCACTCCAGAAT 

GCTCAGGGAGTTTAACATATTCTGTTTCGTGCATGAACAAGGAGGCTAGT 

AGTAGGGTAGAATTCTTGAGAAAAGTGGAAATGGATTGAAGTTGCTACCA 

GGGAGTATTGAAGAAAACATGGATTAAGAAAATGTATAA ATGTT ACTATG 

AAATTTTGAAGATTGGGGATTGGAGACTATGAAATCATAGTTTTATCAGT 

GGGAGAAAGCATAATTTTATTCAATAAAACTTAGCTACTTAGAAAATAGA 

GAATGTAATAGTTGAATCAAGAGTAAGATTTTAAATATTGTCTGTGAATG 

GTAGACCAAAGATAGTGTATTATTAGAAGTTATCCCTGTTAATGAGGGGT 

ATGCCTGGACCCTATGATTTCTTTAAGGATTGTACAATGTTTAAAAGGCC 

AAAGAAAGAATCCAATACCCGATATTCCAAACACTAAAGTTAATTTGGGG 

GATTTAAATCATGGATTTTAATGTGTTGTAGGCCAAACAAAACTGCTACC 

TTTTGGAAAAGGAGAATCCTATAGGGTGGTCCTGGTCTCTCTATAAATAT 

GGATTCCCCCGGCTTAAGGGATTTATATAATCTTAATAAATCCAGTTCG 

>Sequence 3293 

CCAAAGTGTTGGGATTACAGGCATGAGCCACTGCACCCAGCCAAGTTAGC 

TTTCTTCTAACAGCAGCCCATGTGCTGACTGCCAGTGAAGTCTTTCAATC 

TGGGATGCTAGTTTCTTTTATTTAAAAGTGCTATTGTGTTCTAACAATTA 

ATGAACTACTCAAAAAAGAGACTGCTGTATTAGTAAAGGCTACCAATGTC 

CTCCTGCAGATGTTTTTAAGTAACTTCCTGGTGCTCTGTACCTGCCCG 

>Sequence 3294 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAGGACCATAACACCTTGCTGAGAAGTT 

TGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCAGAAGTCCCTGTCC 

TTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAAT 

GCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCTC 

AAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTGA 

GTACCTGCCCG 
>Sequence 3295 

AGGACGCGGGGGCTTAAAACTCTTCAGAGGTTCACCAAATAGAACTTTGG 

GGAATCCTTTTAAAAATCAAACGCATACTTGGTAGGGGAACTGACAATGG 

CAACCAGTTGCTCAGAGTTATTTGCTCAAAGGCCTACCTGCCTCCTAAGC 

CTCACTGTTCTTCATCAACTGTCAGGGGTTAAACTTTCAAGAGCTACTCC 

CAAAAGAGCTGCAGGAAAATTCTGTCTAAACAGCCATGCAAAAGTGTCTG 

GGGATCACTACGGACAGAGGATGATGACAGAGGGCCCATGACATTGGGCC 

TTGTCATGGCTGAATACTGACCTTCCACTGTCATGGCTGAACACTGACCT 
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TCCAGTGCCTACAGCTTTTAAAAAGAGTAAAAACTATGTTCATGGGTACC 

TGCCCG 

>Sequence 3296 

AGGTACAAGCTCCACTGGAATAAAAAAGACTGTGTGGAAGTGAAGGGGCT 

CCTGCCCACAAGTGTGTCACCCCGTGTGTCCCTGCACTGCGGTAAGAGTG 

GTGGAGGAGACGGGTGCTTCCTAGATGTCACTCTGGCATTCACCTCTCTT 

CAGGACTGCAAGGGGCCTACTCTGTCACCTGTGGCTCTTCCTCTCCTCTC 

AGGAACAAACAACAAAAATCAAATGACTCTGCTTTTGGGGATGTCACCAC 

CATCAGGACAAGTGTAACCTTTAAGCTAAATGAAGGCAAGTGTAGTTTGA 

AAAATGCTGAGCTGTTTCCCGAGGGTCTGCGACCAGCACTACCAGAGAAG 

CACAGCTCAGTAAAAGAGAGCTTCCGCTACGTAAACCTTACATGCAGCTC 

TGGCAAGCAAGTCCCAGGAGCCCC 

>Sequence 3297 

AGGTACGCGGGCAAGGCTTCCTCTTTAAAAATCATACATTTAATTCGGGT 

AGGGAACGACTTGGCTTCTTTGTTCCTGTGAAAGAAGTATATAAAAATGC 

CCCCTTAGTAACTATGCAGTCAGCTTACTATCTCAGCAAAGTCATTGTGA 

ACTTCTTCCCTGTCTCAGGTTGGAAATAGGAACCAATTCAAGGTAGATTA 

AAGACITAGGGCCGGGCGCAGTGGCTCATATCTGTAATCCCAACACTTTG 

GGAGGCCGAGGTGGGTGGATCACGAGGTCAAGAGATCAATACCATCCTGG 

CCAACATGGCCCGTCTCTACTAAAAATACAAAAATTAGCTGTGCATGGTG 

GTGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCAGGAGAACCACTTGAAC 

CCGGGCGGCGGAGGTTGCAGTGAGCTGAGATTGCGCCACTGCACTCCAAT 

CTGGTGACAGAACCAGACTCCGTCTCAAAAAAAGAAAAAAAGACTTAAAT 

GTCAGACCTGAAACTATAAAACTACTAGAAAAAACATAGAGAAAACTCTT 

CAGAACATCGGCTTAAGCAGATAATTTATGGATGAAATCTCAAAAGCACA 

AGCACCAAAAGCAAAAATAGTTGAGTGGGCTATAACTTCTGCACAGCAAA 

AGAATCAACACAGTGAAGAGACAGCCCCCTGGAGTGGGAGAAAATATTTG 

CCAATTACTCACCTGACAGGGAACTAAGGTGCAGAGTATAGAAGGAACTC 

ANACTCCTCAAAAGTTAAAAAATAATGGCCTTAAAAATGGGCAAAGGACA 

GAATAGAGACCTACAATGGGTTAAATGTTATTAAAAATGCTCAATTTCAT 

GATCAGGAAATGA 

>Sequence 3298 

AGGTACGCGGGGGGAGTCCCCAATGTCATGGAGTATATATCTAATGCCAC 

TGAGAAACCTGGCTCACCCTGCACTGAGAGAAGCACTCAAAACCACCATC 

ACCAATAGCGCTACTAAAGACAGTGCTTTGGAGCTTCCAAGCTGATAGAT 

TATCCTTTCTCCCCACCCTCAGATTTCTCCAGTGTCTCTGGCACTTATAG 

TCCATGTTTGCAAGAAATATTTTATTATAGTGCTCTGAAACAAATTTATA 

AAGTTTGCAAGAGAAGTTTTAAAAAAGCAAGCTCAGCAATATTTGGGGGC 

TTTTAAAGCTGATGATGCAGCTGACCTACTGGAGACAAAGGCAGTGGGAG 

GGCCCTTACTGGTATAAATAAATAGGAGTCTCTGGTACCTGCCCG 

>Sequence 3299 

CCGGGCAGGTACGCGGGGGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAG 

GTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAAGAAACA 

AGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACA 

AAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAA 

AAAAAAAAAAAAAAAAAAAAAAAGGTCCTTGGCCGGTTTTAAACTAAGGG 

AATCCCCCGGCTGGAAGAGAATTAATTCAAGCTTAATGATTCCCGCCAAC 

TTGAAGGGGGGGCCGGTGCCCAACTTTTGGTTCCTTTAAGGAAGGGTTAA 

TGGCCCCCTGGCGGAAACATGGGCAATAGTTGTTTCTGGGGGAAAATGGT 

ATTCCGTTAAAATTTCACACACAATTACAACCGGGAACCTTAAGAGGTAA 

AGCTTGGGTGGCTTATGAGGGGGCTTACCTTCATTTAATTGCGTGGGCCT 

ACTTGCCCGTTTTCCAGACGGAAAACCTGTCTGCCCATTGGAATAAGTAA 

ATGGCCACCCCCGGGGAAAGCCGTTGGCGTTATGGGGCTTTTCCGTTTCT 

TGTTAATTGATCGTTGCCTTCGGCCTTCGTTTGGGGGAACGGTTTACTTA 
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CTAAAGGGCGGAACCGGTTTCCCAGAATTCGGGGTAACCCGGAAAAACTT 

TAACAAAGGGCCCAAAGGCCGGACCTTAAAAGGGC 

>Sequence 3300 

AGGTACAGACATTCCCTCATTTTACTCCATTAGAATTCTGGACCTCTTCT 

GTATTTCTTTCTGGGCCCTGCTACCTCCTAATCTGCATCTGGTGCTGGGA 

ACCCAATAAGCCCAGCACAATGCCAGTGTGAGGCATTCTGAGATCCGGGA 

TTGGGTTGTGAGACTCCTGACTGAATTACTAGCCTTCTGAGCAAGGCTAC 

CTCTTTAGACCCTTCTCCAGTATAAGCTGCATAAGCTCTGGCTCATTCCA 

CAAACTCCTGCACCTAATCATGTTCCTGGACCTCAGACTGTACCTGCCCG 

>Sequencc 3301 

AGGTACGCGGAAATGTTAGACAAATGTAGCCAAACCAAAAAATACACATG 

TTCTATGAATCCATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTC 

TTTTGGGAAGGAGTGAGGAAAGGACTGAAGAGTATTGCAGAGGGGGCTCC 

GGGTGTTTGTAATTTCTATTTCCCAGTGCAGGTGTGGTTTGCATGAGCAT 

GTTCACTTTGTGGAAATTCATTGAGCTGTAACTAAATATACAGAATTATT 

TATGAATGAAATGATATATAATTCAGTGGGAACCTGGGAGGATAGGGAGG 

AGGTGGGGGAGCTGAAAAAACATGTGTGGCCGAATGCTTAACAATTGTTA 

TTGTTAGGTTATGGATACCCGGGGGGTGGTTGTACCTGCCCG 

>Sequence 3302 

AGGTACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCT 

CTGGGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAG GCCA GCTATTA 

TTTCTAGCCTTCTCTGCCATTGAGCATTGTCTATCTGCTTCTTTTCAGTA 

GTTATTTGCCCTGTAGTTTCCTCACATGTGTGCACTGA TCAA TACTTAAG 

CCTGAAACTGTCTGCAGCACTCCAGATCTTTATTTCTCTTTTACTTTGCA 

ACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCCTCA 

GCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGAATT 

CTAATTGCATTTGCTGCCCCAAATCCTCTTTAACTATTCAGACCACTGAG 

CTTCTGGATTTTCCTCTCTGAGCTGCAGCCTGAGAACTTTCTCCAAGCAG 

CAAACTGGAGCAATATAGAGAATACCAATTTTAATTGT TGGTT TGGTTTG 

GTTTTTGGGCTCCAAGGAATTTTTGGCTAGCACTGCCTATTTTTGGTGGT 

CAATATCTGAAAACTGTTTACTTGGAGATTGATATATTAATCCATGGCTT 

CCTTCCATCTGGGCCAAGGGGAAGACTATTCTACATATTAAACGGATGGA 

GTTTAGGCTCTTAATTTTATTTGATATTCCCAATTTTAGACATCTTCAAA 

CTAAGCTGAATTCCCTGAACACCCGGTACCTTGCGGGCGGCCGTTTAAAC 

TTAGGGAACCCCCGGCGCAGGATTTAAATTAAGCTTTCC 

>Sequence 3303 

CCGGGCAGGTACCCATTAAGTAGTTTTTCGACCCATAAACTCTCCTGTCC 

CAGTAGTTCACAGTATCTGTTGTTCCCATGTTTATGTCTGT GGGT GCTCA 

ATGTTTAGGTCCCACTGATAAGGGAAAACGTGGTATTTGGTTTTCTGTTC 

CTGCATTAATTTGCTTAGGAAGGAGGATTTTCTTAAACATCAGTCTGCCT 

TTTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAG 

CTTAGAAATATAGGTATTGAGGGGCCACCACACCAGGCTGACTTCTTGAT 

CTTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCT 

GAGACCTTGAGGGAGGGTGCATTCCTCTGATTTTTGTGCCTCTGCCAGCA 

GTCTGGCTTrTAACAAAGTGGTCAAGGGATGCTGACTTACATGAGGCTTC 

TGGCAAAGTGTTCCATAAGGGAAAAGAAAGGACCAGTGTCCTAACTCCTC 

CAGAAAGACTCATAGGACAGCATTGGCTTCCAGCCTGTCAGAGTGGGGGA 

AATCHTGTTTTTCACATCCCCCAGGGAAAAAGGGAAACCCCCTTTTCTCG 

GAAATAACCAGTGGAGGCTTTTATGATTTTTAATAAGGATTATGGTCCAT 

TTAAAGGTAAAACCTTACACTCCTGTGGCCCCAAGAAGGTGAGTGGTTCT 

GAAGCCAACTTTCTCCCAACCCAAAAAAAAATTTTTTAATAATGGGTCGT 

TTTCTTCCGCCCACAAGATTAAACCCAAAGGTGTTTGCACTTTCTATACC 

ACCGTAAACCG 

>Sequence 3304 

CCGGGCAGGTACTAACTTGGTCAGGGCAGGGTGACACATAAAATTAACCA 
TCACAGGGAAGGGTAGGGCTGGAGAGGCAGACTGTGGCCAGGTTACAATG 
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CGCTGAG GCTAA GGAGACTGTGTTTATCCTGTAGGCCAGTGGGTCTTACT 

CTGAAGTCTTTTGGGTGGGACATTCATGGACTTCAAGAGACCTGTGAATG 

CCCTAAGATTATAAGTAAAATCTGTGAGTCTGTAACTAAAGCTAAAGCTA 

TTTTTCTGGGGCCCACCATCTAAAGAAGATTCTGAAGCCTTAGGGTAGCC 

GTGGAGAAGACATGAAGGTCCATTTTGCATGGTAGAACCCTGCCTGGCTC 

TTGCTGCAGTGTGGGAGGACAGGTTTGCAATGTGGAGGTGTGGCAGGCAT 

GGATTTGGGAAGATTGGCAGAGGACTCACCATGTCCATACACTCACTGAG 

ATGGCAAATATTTATTAATCATCCAACTGTGTATCAGACACTAAGAATAA 

GCTGGGAGGCCATGGCAAGTGAGGTCACCACAGTCCCTGCCACAGTGGAG 

GTTATGGTATACAAGTAAGGCANGGAAGAGCACTGCAAAGGGGTTGCCCA 

TTGCATCAATCATTTATTTATGCACATGTTGATTCAACCATTATTTCTAT 

GCCAAGCTGTCTTCAGGTGCTGGAAGAAAATGAGCGTACCTTGGGCCGTC 

TAAACTTGTGGTACCCCCGGCTGGAGAAATTCATATCAAGCTATTCAATC 

CGCGACCITGAGGGGGGCCCGGGACCCACTTTGGTCCCTTTAATGAGG 
>Sequence 3305 

CCGGGCAGGTACCCTATCCAGAGGGTTCTACCCCATGTAGAACCTCTCTT 

TTCTGTTCACCTGATTAGGTGTAGAAGTAGCCAGTCAAATTCATCCTCGC 

TACCA CTGTTA TTTCTGCCCCACCTCTAAGCATTTTCTTCTTTCTCATTC 

accacj i rm AA AC ATGTGTAATAC ATC AGTAACTA ATTTATA ATATTC 

CACTCCAATCCATCAACCTCAGTAAATTTAATATTCACATCATCAGCCCT 

TCATATCCATACATTACTTCAAATTCTTTATTCTGTTTGACTCCATGGAT 

TTGCATCACCTCTCCACAGCAGCAAGGCCAAGACCCAAACACTGAAAGTC 

TCTGAGGGCTCCATCTTGAGCCTCTTGAGAATCTCTAACTGGAACCACTG 

CCACTGCCATTTCTTTCAATTCCCCACCACGCCTGATTTCTACTGTCTCT 

TGTTCACTTCATCCATACCTGTCACAAGTCCATTTCAAACGCTGCTCCAC 

AAACTAAGTAGATTTGGGAGATGGTAATTAAAAAATACAGATTCCTACAC 

CTTGCCCATGGAGCTTTTGATTCAGTATATAGAGTGTCAAGTTTCAATTT 

GGTATACCCAGGAATTAAATTTAAAAAAGATGCCTGAGCAACATCCCCAG 

AAATCTGATTTACAATACCGCATTTGGCCTGGATAATGATGGTTTAAAAA 

GTTCTCAGTTAATCTACTGTGCATCTAGGTTGAAAACAGTGCTTAAGGTG 

AGATGTTGAATGAGGACTTTAATTGCTACCAAGTAACTTTT 

>Sequence 3306 

AGGTACCATGCTGGAGTTTTGCAAAAGCTTCCCAGGTGATTTTAATGAGT 

GTCAAGAGTTGAGAATCCTGCCCAAGACTTACTAAGGGGTGGCAAAACCA 

GCCCATTTTTAACCCTCACTTTGAAACCCTTCCCACTATTATCAAAAGAT 

TGGGGACGGGAACAAGGGAGGGCATCACTGGGAGAGGTTTGTTCTCTGCC 

TTGTTGGGAATAAGCGAACCGGGATTTCTGTCTCTCTGCACATTGATCTC 

CC TTCCT CGGAACACCCCTCTTCCACTGTGTCTATGGGTGAATTCTCAGG 

CATTTTTCAAGGTGGAACTCAGTGTCACCCTTTCAGAAAGTCCTTCCCTA 

CCTTATAGGCAGAATCGCCTCACCCCTGGTAAAGCGACCAGTCCACTGTG 

AGGCTTGTTATCCCCGTGTATTCCATCTCATGGGGTCTTCACCTTATGTG 

TGCGTCCTCGTTTAGACCACAGCTACCTGAACATAAGCAGGGCCGNGTCC 

TATGTGTCTTTTATTCTTCAAGCCTAGCATAGTCCCTCTATAAAAAGTGC 

TCAATAAATGCTTATTGTGATAGAAAATTCATAATGTGACTAANATATTA 

ATTAATAAATGCTTAAGACTACCAGCTATGAAGAAAGGATTGAGTCTTGT 

TCTGATTAGGAATATACAACAGAACCTTCCAAATGCGTGGCTTTATCCAC 

AATGGACTATCATTCTTCCCAGCCTGTGGGTGGACTGGTTAAATCCTATG 

GGGTTCTGCCGGAGGCTGGTACAGTCAGTTGAAGCCCAGGAAGG 
>Sequence 3307 

CCGGGCAGGTACGCGGGCTTTGACCAAAGAGTGCTCTGACACACTGCATT 

CCCTTTCCCCTAGGGGTAGCCCATGTTGAGGGCAAGACCTCCAGAAATCC 

TGCAGCACCTCCGGGTCTTGACAGTGTCCCCTGTAGTATGCCACAGGTCT 

CAGTGGGTATCTACCTGGGTTGTTATGCAGAGAAATCAAACTCACTGTGG 

AGACTATTAAGTGGCTTGAGATTACTCTGGGCAGGAATGCGCAGCACACA 

GACCAATATAAGTGCTCCACTCTCCTTCAGCATTGGGTATTGACTGTGAG 

GGGTGAGATGATAACTATTTGCGAACATGGCCTTCTCTGATTGCTTCTGC 



Page 242 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



TTCCCAAAGGAACTCTCTCTAAATGGGCCCACTCAGCCATGCAGTTTCCC 

TGGTGCTTTGGGTGGTGCAAGANGGAAGCTTCACTCATCCATTATTGGCT 

AGTCTAGCAAATCTTGGGTGCTATGTTGGAAAGGGTGAGCCAANAGAAAA 

CAACTCCANACCTTACnTCTTTTTCAATGGGGATTACCAAGGTTTCCTCC 

AGGTGGGCATTTAAGCTTCCCAAAACATCTCTGCTTGCCTTTCTTATTTC 

CTGCCGCCCCCCAGAATTCAATCCCCAATGGGGTTCTTCTTGACCAGGTT 

ACTGGAAAACTACTTCCCTCCAAGTAATTCTTACTTCTTGGCCCATGAAT 

CATTATAACCTTGTAACATTTGGGTATTGTAATATCCTGAAGAAGAAACC 

AAGTTGGCTATAGTGTTCTGCAAGGCCATCCCTTTCTGGTGA AGCCTC TA 

GGAGAAAAATGTATCTATGCAGAGGAGGTCCCTTTCGCCCCGTTTTTAGA 

ACTTATAGGAATACCCCCGGGCTCTGCAGGAAGTCGTATATTCAAAGTTA 

TTGGATACCCGNCAAACCTCGAAGGGAGGGGCCCCGGGCACCCCACTTTT 

AGTACCCTTAAAGGGG 
>Sequence 3308 

AAAGGCTGCCGAGGTACGCGGGCTAAATACTGTGCTCTGACA TTGATG CC 

TTTATTCCATATTATTAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTC 

TCTTCAGTAAGGGGAATAACTTTGCTGTGTCAGCGCATGCTCAGGAGGGT 

TGCAATCTAGAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATA 

AACAATATGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGA 

AGTCTCACCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCAT 

CTGGGTGCCTCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATTGACCCC 

GAAACACAGAAGATAGAGATTGCACATTGCGTTCAGTAATTGTTGT 

>Sequence 3309 

AGTGGTCCAAAATGTATTGTCCANGGCCAATNGGTAGTCCATCGCTGCCG 

CGGCCGAGGTACATCAGAACTTTCCAGTTACAGGATGGCGTTGGCAGTTG 

NCTTTGGAATGCTCAGCCTCGCTGGGAATGGGTCCCCTCTTACTTGCTGG 

GTGACCATGAGCATGTTGATCCCACCTCAGAGCCCCGCTTCCTCCTCCTC 

TATAAATAGGACCATGGATAGTAGCTTGGAGAATTCAATAAAATATAGTG 

TGCTGAACACTCAGCACGTGCACTAGGAAGAACCAAAAATGAGCAGGACC 

CTCACTGATATTTAATGTCCCCTAATTTGTCAAGGGACATTATATTGCAT 

AAGATTTGCTTTAAAGAAAGTAAATTCCTTTCAGGCAAGTTGTTTGAGTC 

ACCAATAGGTTTAAATCAAAGGAAGTTTTTGTCCTCACGATTTTGCATTT 

TTTAGTGCCTTTCCACAACAAATGTATAAAAGGAACATTATTTTTAAGTG 

TAACTATTTTGGAAACTTCTTACTTAAAAGCAATTTTCTACTACAAGTCA 

AAGGATTAAAGCAAAAAAAAAAGGTGAATCTGCAGCAGCATATATTGTAT 

ATGTTTTCTAGAAATACTTTTTTAAAGAAGGCAGAGAACCCTAAGCTAAA 

AGCAGAATTTAAATTTCTAGCATTCATTCAGCAGCTGTCTCTATAAGGAG 

ACAGGGTTGAATTGTGTCCAAGTCAAGCATCAGATTCCCAGGAAAGCAGA 

GGAGAAATTAAAAATGTGCAGGAAGCGCAAAAATGCTGTTAAAAGTGATG 

CCTTCTAAATGACAGACTTTTGGGTCAAATACAGACCC 

>Sequence 3310 

CCGGGCATGTTCCTTTGCTGAAGTATCTTATCACACAAAATACACATCAC 

CCTGGCCCTTTATTTTCCATTACCCAGTTTTATTTGTGTCATAACGATAT 

CAAGTATATAAAATTGTCTTATTTGGCTCTTTACATGTTTCTCACCTTTA 

TTGCCAATAATTAAGAGTTATAAAAAGCTCTTTTATTATTCACTGTCAAA 

ATTCTCTTTACTTTTAATTTAAAAATCTTTGCTGTTATAAATGAGTAAAT 

AAGCTAAGAATTGAATTATGTATTTAATCAATTCTATGATCTACATTAGT 

AAATATCTTGATAGTTTGTTATAAAGACCAGTAAGCCAAGAGGTTTGGCT 

AAAGGCTGATGAATGTTTAACTGAAATGTCTTATGCAACTAATGTAGACG 

CTATACGAAAAAAGGAGGTATAATAATTGGCAAAAGCAAGGGCTTTTGTA 

GTTTTCAAAATATTAAAAATGGGCTGGGCGCAATGGCTCACACCTGTAAT 

CCCAACCCTTTGGGAAGCCCAAGCANGCGGATCACCTGAGGTTGGAGTTC 

GAGACCAGCCTGACCAACTGGGAGAAATCCAGTCTCTACTAAAAATACAA 

AATAGCCAGGCATGGTGGTACATGTCTGTAAATCCAACTACTTGGGAAGC 

TGAGGCAAGAAAATCACTTGAACCCTGNAAGGGTGAGTTGCAATGAGCCC 

GAGATTGCGCCATTGCACTTCAGCCTGGGAAACAAGAAGTGAACCCCTGT 
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CTCANAAAGACAAAGAAAATAAAAAAAAAAT 
>Sequence 3311 

CGTGTTGAACTTGGAAATGCANACTCTGGGCATTGGGATGTTACCGGTCG 

GCGGCCGNGCCGCCATTCAGTGTGGCGACCTCGCGCACGATTTGCAGGTT 

CAGGTCCGCGCTCTTGCCAGTACTCGGGCGCGGCATGTAATAAAAGCGCT 

CGAATATACGTTCCAGCGCATACGCGGGGAGCCCTCACCGCGGTCGCGCA 

CGGCGATTTCCACCTGGCTGCCCTGGCGCTGCGCCGTCAGCTCGATGCAG 

CTACCCGGTGGCGCGAAGC 

>Sequence 3312 

CCGGGCAGGTACCCATCAGGAATATCCGGCTCAGAAGCCAGGGCCTCAGA 

GACTGTTCTCTCACTGAGACCTAGTGAGGGAACTCCCTGTGTTATTCTCA 

CTGATGGCCCAGGAACCACCCTTGCAAGTCATGACCACCAGCATCATGTA 

GCACTGGAACTGATCTGGGCAATGACCTCTGTCTAAACTTCTGAATCCCC 

TCCGACAAAGACCCAAGACAGCAGCATGGCCATGCAGCTGTGCTCACATC 

TCACCCCTGCACTGGCCAGGAACACATCTATCTTTCCTTTGGGTAGGGTC 

ACCCAACTGCTCTGCCACTTCCAGCTGTGAAAGGCATCTATGTGACAGAC 

CCCTCTGCAGTTTGAAACTGTGTGACAACTTTAACACCCAACTCAGCATC 

TGCATGGGTTTCTGAGAATTACCTATATCTTTIGTGGTCTCTTTGCTGAT 

TCTCTGTTTCATTAAAAAAAAAAAAAAAGTGACTCGTGATCCCTGAGTTC 

CTATATAGCCAATTTTACTCACTAGCTAAAGAAACACTGTATTTAAAATG 

ACAAACCTAGCAACAATTAGGCAAGCTCTCATCANGACTCCATGCANGGC 

TGTGTGATTGCCTAAAAAAGTCTTTCACAGCGGATCCTGAACCTTGACCC 

ATGGGGCTGCTTGCCACTTGAACTTAAGGGCTTAATGGGGGAAACCGGAA 

GGATCCAACCACTGGAACTGGGGAAAACTCCCCATGTGCGGGAACTCCTC 

ACCCAGAAAAAATTTTTTACCTCTTT 

>Sequence 3313 

TTGATGAGCGCAAAACTGAAGGCCAATGAGCTCATCGCGGAGGCGGCCGA 

GGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCATTGTTTTGCAG 

ATTATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATAAAGCAAC 

AAGGGGGTCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGAA 

ACTTTGCCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCTTGGCATC 

CCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAAAAGGGCA 

TAACTGTGGGAATACTAACCCAGAAATTGGGATCAGAACCCATACCAACC 

ATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGACCAAGCTG 

CCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCCACTAAAA 

TCACCCTGNGTCAACCACTGAAAGTGTTAACTCCACATCAGGTAAGGTCA 

GTCCTGGGAATAAAAGGACATATCTGAACGATGGGAGAAAGGTTAACCAA 

ATAACAGGCTATATTCCTAGATAATCCAGAGGTTACCCTTAAAACCTGTA 

ACACCCTGAATCCAGCTTCATTGCTGCCCACAGGCCCAGTGACTGATCAC 

TCCTGCAGGCAGGTCATCACATACACATATGTCAGCTGACCTCATTTAAA 

AGATCAGCCCCTCCCAAATCAGAGGATAACTGGTTTACAGACAGCAATAG 

CTTTGTGTCCAATGGAGAAATGCCTGCTGGATATGTGGTAGTAAATTACA 

ACATCATCATTGAATNCCAACAACTACCCCAGGCACAATCATCACAAA 

>Sequence 3314 

AGGTACAGTTTAGTCAGGAAGCAGGCATTAAACACACATATACACTCACA 

ATGCTAAAATAAAATAAAGCTGTTAATTTGATCAATGCCAAGAAGAAAAA 

GAATGGGGCTTATAAGAGAATACAACAAGCGGTGCAACTTAAATGAGGGG 

GCAGGGGAGTATCTGAGAAGCCCTCTGTGAGTGAGTGACTTTTTTTTTTT 

TTTTTTTTGAGATGGTGTCACACTTTGTCTCCAGGCTGGAGTGCAGAGGT 

GCGATCCAGCTCACTGCAATATCCCCCTCAAGCAATTCCCCTGCCTCAGC 

CTCCCGAGTAACTGGGACTTCAGGCACATGCCACCACGCCTGGCTAAATT 

TTTTTGTATTTTTAATAGAGACGGGGTTTCACCATGTTGGCCAGGATGGT 

CTCGATCTCTTGACCTCGTGGTCCACCTGCCTCGGCGTCCGAAAGTGCTG 

GGATTACAGGCGTGAGCCAACGCGCCAGGCCGAAGGAGTGACATTTAATC 

TTAAACTTAATTACTTGCCATTAGCCAGGAAAAAAGTTGGGAAGAGTGTG 

CCAAGAAGAGAGACATGCGTTTGGGTCTTGGAAACC 
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>Sequence 3315 

CCGGGCAGGTACTAGCTGTTTTTGCGACTTTTAATAATAACACCTACTAG 

TTACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGT 

GCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCAT 

GTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTG 

AGAAAACTAAAGACACTAATAATTTTTAAAAATATATCCACAGTTTCTAT 

GATTAGTTAAGTAAGGGGAGCTTAGTCCCTCGGGCCGGCTCTAGAAACTT 

AGTGGATTCCCCCCGGGCCTGCAGGGAATTTTCGATATTCAAAGCTTTAT 

CGGATTACCCGTTCGACCTTCGAAGGGGGGGGGCCCCTGGTACCCCCAGT 

CTTTTTTGTTTCCCCTTTTATATTGAGGGGGTTAAA 

>Sequence 3316 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGTCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCGGNC 

>Sequence 3317 

CCGGGCAGGTACACTTCCCCCTCCTCCTCCCCCGACCATGCCTGAATTCA 

GACCTCTAGCCCTTGGATCTGTTATCTGACCCAAGAAGTCTTGTCAATTT 

TAGAAGGCTATCACCTCTTAACAGCCATTTCTGCTGCTTCCTGCACACTT 

TCTAATTTCTCCTCTGCTTTCCCTGGAAATCTGATGCTTGACTTGGACAC 

AATTCAACCCTGTCTCCTTATAGAGACAGCTGCTGAATGAATGCTAGAAA 

TTTAAATTCTGCCTTTAGCTTAGGGTTCTCTGCCTTCTTTAA AAAAGTAT 

TTCTAG AAAAC ATATAC AATATATGCTGCTGC AG ATTCACC1T i TTTTTI 

TGCTTTAATCCTTTGACTTGCAGTAGAAAATTGCTTTTAAGTAAGAAGTT 

TCCAAAATAGTTACACTTAAAAATAATGCTCCTTTTATACATTTGTTGTG 

GAAAGGCACTAAAAAATGCAAAATCGTGAGGACAAAAACTTCCTTTGATT 

TAAACCTATTGGTGACTCAAACAACTTGCCTGAAAGGAATTTACTTTCTT 

TAAAGCAAATCTTATGCAATATAATGTCCCTTGACAAATTANGGGACATT 

AAATATCAGTGAGGGCTCTGCTCATTTTTGGTTCTTTCTAGAGCACGTGC 

TGGGTGTTCAGCACACTTTATTTTTTTGAAATCTTCAAGCTACTATTCAT 

GGTCCTATTTATAGAGGAGGAGGAAGCCGGGGCTTCTGAAGTGGGATCAC 

ATGCTCATGTCCACCCAACAAGTAAGAAGGGACCCATTCTCAACGAGGCT 

TGACATTCCCAGAA 

>Sequence 3318 

CCGGGCAGGTCCGGGCAGGTACTCTTGTTTAACCATCAGAGGTGATCCCA 

TCACCTTCACAGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGG 

CCGCCCATGCCATCCTGCTGCTGGTGATTTGCTTTGTGGTCATGGACTCA 

GTGGACATCATTATTTTATTAACCGTGTGGTAGGT 

>Sequence3319 

CCGGGCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAATG 

CTCTGAAAACCTATCCAAAGGCAATTAAAATCACATATATCATTGAAAAC 

ATCTAAGAACTACGTGTAAGCACTTCGGGATAGTCAGGTAAAGGCGGCCC 

TCTAATTATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTA 

AATCCGGATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTT 

ACCTTGTATTATTGATAAAGGCAACACACTGAAGTAGACAGACAGTAAAG 

AAAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACT 

TAGCCTCTGATTTTCATGTTTCAGAATTTGTATGTTAATGACCTTAGTAG 

ATGTGGCTTTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCT 

TTTTTCCAGGTACTGCTCCCATCTTCTTTAAGTATATTCAACTGGTGAGT 

GAACTCTTTATCCCGCGTACCCTT 

>Sequence 3320 

AGGTACCAAGAAGAAAGCCATGGGCACTGTCAGTAAAGAGATCTAGAATG 
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GGAACAAGACAGGGAGAAAGCCAGGTGCAAGACACAGGAAAAGTTCTAGA 

AAGAAAGCTTTTTGCATCTAACATCAGTCTCCCAGATTCAACCCATCTCA 

ATATTGAAGAAATTGTCATCCTATTCCCAAATAAAGTGAAATGAGGTTTT 

TTATGTAAAGTGCTTAGAATGGAGTGTGGCACACAGTAAGGATCACCTTT 

AAGTATTACCTATAGATATACTGATAAATACATGGATATGTCAAGGGAGA 

GGTTGGCCTTTTAACTTGAAGGAGTCAGAAAAAAACTGCCATGCGCATTT 

TGCTTTGACTTTGAAAATCTGGATGCATGGAAGCTCTATAGAAGCACAGC 

AGGAATTTCAAGAGGTATGCTGCCCAATGTGTGGCTGGCAGAGTGCTCAC 

ACCAAAGGCTCCATTGGCATTGAGTGGGGAGAACATACTAGAAGTGGGTT 

TTTCTTGTC ATGG AGTTG AA nTTTTTTTI A AGC AGTTC ATCTTCTTTCT 

AGTGAAAAAATAAACAAAGATAGGGGAAAATGTTTGGAGGATGAATCTTT 

AAAAATAACAACTCATAGCCAAAATAGAGAAATGTTCTTTCTTAATATAA 

CGTCTCTGTTACTTAACAGACTGCACAACCGGAGGGGGAGAAGTCTCATG 

GTGGGAGGGAACCTGTGGTCACCTGCTGGGAGCAAAAGTCAATTTAGAAA 

CGGAAAAGTGGAAATTAACATTCTCCTTTCTTCTGGGCCTTTTCAACG 

>Sequence 3321 

CCGGGCAGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCATAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAACAGTGA 

ATGAATGAAGTGAAGTGGTATTTATCCATTTCTGGAAAGGTCCAGGGTTT 

GGCTCTGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCCT 

GGAGAAGACAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGGG 

CTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTTA 

TCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCAT 

ATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTAA 

GGGGAATAACTNTGCTGTGTCAGCGCAGTGCCTCAAGAGGGTTGCAATCT 

ATAAACAGTGATNGTTAAAATTGCCTATTAACACACCATATAAACAATAT 

GCCACAGACACAGAGGCCCNCAGCATAGTTTCTGGGAAGGTGAAGTCTCA 

CCTCTGCCAGAGTAGAGTCACAGTGGGAATATGAGGCTTGGCATCTTGGT - 

GCCTTTGAAGCTCTTTCTGGTGCTTCTTGTAGACAATTGACCCCGAAACA 

CAGAAGATTGAGATTGCCCAATGCGTTCAGNAAATGGGGGGTAATTAATG 

TAATTCTGAAAATAAAAGAAAGAACAGGCTGCCCTATTTTAACCACACAA 

TCCCTT 

>Sequence 3322 

CGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGA 

CTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCAC 

TGGAACAATGAGAAGGAGAGAATTCTACTGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCrGAGCGCTGTCTATCGCATCTGCCTGNGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTNTCACTGAGCCTCCTATGAAATACACCAGTGAAA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAACTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAGCTGGATCTGGAAGAAGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAAGGCTTG 

AGGCATTCATTGGAAAACGGAACAAACTTGGGCTATTCCCTGGCCCGGGG 

AAGAATTGGTTl'l 1GAGAGTCTTTTTGGTACCT 

>Sequence 3323 

CCGGGCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAATG 

CTCTGAAAACCTATCCAAAGGCAATTAAAATCACAAATATCATTGAAAAC 

ATCTAAGAACTACGTGTAAGCACTTCGGATAGTCAGGTAAAGGCGGCCCT 

CTAATTATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTAA 

ATCCGGATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTTA 

CCTTTTATTATTGATAAAGGCAACACACTGAAGTAGACAGACAGTAAAGA 

AAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACTT 

AGCCTCTGATTTTCATGTTTCAGAATTTGTATGTTAATGACCTTAGTAGA 

TGTGGCTTTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCTT 
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TTTTCCAATTACTGCTCCCATCTCCTTTAAGTATATTCAACTGGTGAGTG 

AACTCTTTATCCCGCGTACCTT 

>Sequence 3324 

CCGGGCAGGTACTGTGTGGTTTAAAGATAAGCAGCCTGTGCTGTCTTTTA 

TTTTCAGAAATAACATAAATAAACAACAATTACTGAACGCAATGTGCAAT 

CTCTATCTTCTGTGTTTCGGGGTCAATTGTCTAACAGGAGCCACAGGAAG 

AGCTTCAGAGGCACCCAGATGCCAAGCCTCAATTCCCACTGTGACTCTAC 

TCTGGCAGAGGTGAGACTTCACCTTCCAGAAACTATGCTGGGGGCCTCTG 

TGTCTGTGGCATATTGTTTATATTGTGTGTTTATAGGCAATTTTAACAAT 

CACTGTTTCTAGATTGCAACCCTCCTGAGGCACTGCGCTGACACAGCAAA 

GTTATTCCCCTTACTGAAGAGAAAAATTAGAGGCCTAAACACCACAGAAG 

CCCTGATAATATGGAATATTAGCATCAATGTCAGAGCACAGTATTTAGGA 

CAGATACTGATAAAGACAGCATAGATGACCACCTCACCTTGTCACCACCT 

GAGCGAGGAGCCCTTAAAAGATGGGTTTCCTCCCCGTGATTACGGCCTGC 

TGGCTTCTCCAGGACTGGGTTAAAGCACAGTTAAAGCTGTTCTCTTGGCC 

CTGCAAAACCCAACCCTGGACCTTTCCAAGAAAAGGATAAATACCATTTC 

ACTTCATTCATTCACTGCTGGCCTGTGTGCCTGGATACATTCCCCTGCCG 

CAATCATTGGAATTACCCACACTTTCCACAGCAGATGCCTTGGGAGGAGG 

GACCTTCGGCCGTTTTATAACTAGTGGATACCCCGGCCTGGAGGAATTTA 

AATTAACT 
>Sequence 3325 

AGGTACATGTGACCCAAGGACCAGCCCAAACGCAGATGCAGACAGATTCC 

AGACTCTTCAGCAATCCTTCCCTTATCTGGGGCAAAGGCTGTGATGCCTA 

CACAGTCTCTGTCATTTCATCCCTGATGCTCCAGTTTTTAGGAGAAACCA 

CCTCGTCATGTTCAAACTTCCAGAAATGGTGGTCCTGTGGAAAGAATCCT 

AGGCCAGCAGCTAGGAGACCTGCTGTGAGTCCCAGCCCTGCCCATCACAG 

CTATGTCAGGTGGTTCAGACATGTTGGGCTTCAGGTCCCCATCTATAATC 

AAAAAGTTTGTTTCTAG(nTCAACAATCTATGACTATTATTTCCGTTTAC 

TGATAGAGTAACTAATTACTTCATTATAGGTTTTCAAGACCAGTTACCTC 

CTGTTTGGTTCAATTAGCAAAATGCCAACATGATTGTCATTGATTTTGGT 

GGTTGGGCTTCCAGGAGAGAAGCCCAATGGGAAATAGTTCAAGATCTTAA 

GCAGATTTTGTATTTATTATTCCAAGGTAGTATATGCCGGAACAGGGTTT 

GTCATGCATTTCTCAAAGTTCTTGCCTAGGAAAAGCTCACTCCCATCGGT 

CTCTTCCATTCTAGNGATGCCTTAGGACTCTTCGATTAAGAGTCTAGAGC 

TCGAGGAAAAGGAATATCATGGTTAAGACTGGCTATAATGAAAACCTTTT 

TTTTTCCCCCTGAATAGAGAATCTTGGAGGTTCGACCGAAGTGAATTTCA 

AAGATGATTCACCCCATCCTTTTGGATAAAAGCAACAATTTCTTGGATTT 

TTAT 

>Sequence 3326 

CCGGGCAGGTACTTTT T TTn 1 1 1 1 1 1 i 1 1 ATTTTANNTTAACGGGGGG A 
AATGACACAAACTGACAAGTATTTATTTAGCCTCATTCCCATCACTCACC 
ACTGCCACCCAGAAAAGTGTCACCTGAGTATTTATTGCATGCAGCCCCAA 
CACTAAAGAAAGATCAGAAATATTTGTTCCCGTGGTGGAAAATAAAGGGC 
TATTTGCCCACGTCGCCAGGCTTCCTCTGGAAAGCATCTGGGAATCATTC 
•CAGAAATTCAATTTCCAGGTGTGTGTTTCTTTAAGGAAATATTGTGGAGT 
AGAGAAGGAACGCACTGTGCAGGTGCCATTGGCTGGGGGCGTTGCTATGG 
CAGATCAGCCTTATTACTGAATAGCAAAGGAAGGAGTCACCAGGAAAACA 
CAACATGAACCGGCAGAGTGCACACGCCGTGGCCTTGGGAAGCCCCAATC 
ATGTGGCTGACATGGTTCCAGAGTGTGGGATTAGGGAGACCAACTTTTGA 
GCTTGCAGATTCACAGCATGGCCATGCCAGCAGGGAAAAAGTGCTTTACT 
TCCAGAATCAGGGGCAAGCCCCATTTTCCCTTTTGATTTCGGGACTTCCT 
TTTGAAAACGAATTGGTCTAAGGGAACCTCTTGAAAAAATAGGGGTCCCT 
GCTTTTTGGGAGCCTGAAAAGAAATTTGCTTTCTGGGCATAAAACCTTCA 
AAGGGATCTTGGCCGCTTCAAACCAGGGGACCCCCGGGTGGAGGATTTCA 
TTTCAACTTATTATCCCGCCCCCTTAGGGGGGCCGGGACCCAT 
>Sequence 3327 
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AGGTACGCGGGTATTATGGAGATGCTCTGTTCCATCCAGGGAGGTGCAGG 

TGAAAAGAGGGCAGTTCATCCTCCTCACACTTAGGGCAGGGAGCAGCATG 

CAGGGGCAGATCAGCAGCTTTGCATGTTGACAAATCCACTCTCTGCTGCA 

GATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAATGGGGGA 

ACACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAGAAAA 

AGAAGGAAGGAAGAAAAGAAAAAGAATAAATATTATATATAAAATAAAAA 

AGTACCTGCCCG 

>Sequence 3328 

ATACCCTCCACTCAAGGAGGTAGAACTCAGTCCTCTCCCTTGTGAGTCTT 

CACTAAAATCAGTGACCCACTTCCAAAGAGTGGAGTATGGAAAGGGAAAC 

ATAATAACTTTACAGGGGAGAAAAATGACAATGACGTCTTCACCAAGTGA 

TCAAAATTAACGTCACCAGTGATAAGTCATTCAGATTTGTTCTAGATAAT 

CTTTCTAAAAATTCATAATCCCAATCTAATTATGAGCTAAAACATCCAGC 

ACACTCAAGTTGAAGGACATTCTACAAAATATCCCTGGGGTATTTTAGAG 

TATTCCTCAAAACTGTAAAAAATCATGGAAAATAAGGGAATCCTGAGAAA 

CAATCACAGACCACATGAGACTAAAGAGACATGTGAACCAAGTGCAAATG 

TGCTTATTGGAACAGATCCTGGAACAAAAAAAGGTCAATAATGAAAAAAC 

TGATGAAATCCGAATTGAAATTGGAGTATTTTTAACAATAGTGTTGATTT 

CTTAATTTTGAACAATATAGCAGGGTAATGTAAGATGAATACCTTAAAAA 

AACTTGAACTGGGTGAGGGCTAATAAGGAATTCTTTGACCCCGGCCGGTT 

AAAAACTAGAGGAACCCCCGGCTGGAAGAATTCATTTTAACCTTAATGAT 

CCCGCCAACTTTAGGGGGGGGCCCGAACCCAACTTTTGATCCTTTAGCGA 

GGGTTAATAGCCGCCTAGCGTAAAAATGGCATAACTCGATCCCTGGGTAA 

CATGATTATCCGTCCCAAATTCTCCAAAATTCCGAACGGGGGCATAAAAT 

GTAACT 

>Sequence 3329 

AGGTACACTAAAAATGGCACCTTCTGTCTTCTGACATCACTGGACAGTAT 

AGGGGGGGAAAAAATCAACCTTAAGAAAAAGAAATTTGATATGAAAAAAA 

GAATTCAAAACATCCCAATTTGCAATTACAACTGGTAATATAAGCTGTGT 

CATCTGATACTCTTCAGTGTCCAATTAAAATCACACTCTATCTGGCAATC 

TATAGTCACAACTACCTAAAAATGTCTTAAGGAAGTAGGAATAAAGAAGG 

C ATGTAGCTTTA ACTG AAGC ACTACTTTGTTA A AG AATAAAAGC ATTf 1 T 

TTTTAAATGTCACCTGACACCAAATATCTGGTTGGAAGAGGTGCTGTTTT 

AAATTTTCAGGGGAACCCTCAAGATTTATGCAAGAATTGAAAAAAATAAA 

AGTAAATTTTCTCTTCCTTGTATAGGCTTAGCATTATTGAATATACTATG 

CCTACTCTCAATAAAAATGAAACAACTCAAAATATTTAAAAGATACTTGT 

TTCCTAAGCACTTCAATTCTCAGGTTATACTAAACTNTATGATTTGATAT 

TCCCTCAATAAATCCTAAATTCTCTCAATAAAATCCCCGCGTACCCCACA 

AGCTGCATTCAAACTCAAATCTGTGGGAATGAGTGACTCGACAAAATGTA 

ATTCGGATCAGATCCTCATCCCCTGACTGTGTGAAAAAAGTACCTGCCCG 

>Sequence 3330 

AGGTACGCGGGATATACATTCTCACAGTAAACAGTTTTCAGATATTGAAC 

AACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAACAA 

AACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTTCAGTTTGCT 

GCTTGGAGAAAGTTCTCAGGCTGCAGCTCAGAGAGGAAAAATCCAGAGCT 

CAGTGGTCTGAATGAGTTAAAGAGGATTTGGGGCAGCAAATGCAATTAGA 

ATTCACAGGGCAGAGGTGAGAGGAAGTGTAGAGATGGAGAGGGTTGTGCT 

GAAGGAAGAGAGAGAGGGCGAAGAGAGTAGAACTACAGAGAGAACAAGTT 

GCAAAGTAAAAGAGAAATAAAGATCTGGAGTGCTGCAGACAGTTTCAGGC 

TTAAGTATTGATCAGTGCACACATGTGAGGAAACTGCAGGGCAAAAAAAA 

AAAAAAAAAAAAAAAAAGTACTCTGCCGGGTANTCTCTAAANAAATATAA 

ATTCTTTTAATACAACCTACTAACATTACTTCCAAACCTTTCTTATTATT 

TTTTCACTTCTACCCATTTATTATTTTATAAAAGAAATTTATTCTTTCAA 

AATCATAATCGAATTAGAAGATGCGTGGAATACTAAGTTGATAAATATCA 

GAAAATTTATGGCATCAATGGAAATATACTGATTCTACTTATATACACTA 

ATTATTCTGGAATGGTAGACCGCTATTTCATATCTCATAATTCCGTAGAT 
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TATATAAGGGAATTTATTTTACTCTAATTTCAAATTTCTTATTAGCCTTG 

ATAGATCATCTCATTTTCCT 

>Sequence 333 1 

CCGGGCAGGTACGCGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACA 

AGATTAGCTAATGCGGGTGAAGCTATTGGAGTGCTTCTGAAGAAATCAAA 

ATTTTGTTATTATGATTATACTGTTAGATATTTCTTTCTTGAGATTCTAA 

ATGAATTTGTTTAATGCCTTATTGGTCCATTCCTGCATCTCTGCTTCCAG 

AAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCTGCTGCTTCCTC 

AGAAACAGAGATGGTACCT 

>Sequence 3332 

CCGGGCAGGTACTCACAGCCTGCATCACGACTGAATATCATCTCCCTGCA 

CTGCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTT 

TTGATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCT 

TGTTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCA 

AGGAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTT 

GCCTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

TTTAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGT 

>Sequence 3333 

CCGGGCAGGTACGCGGGATGAAAACCAATGATTTTGGAAAGCCAAATTGT 

TGAGAAGATAAGGTGGGGATTCCGACTACTAGTATTTTTACAAATCTGAT 

TGTCGTTGCAGGTTTTGTTTTATTTTGTTGTGTTAATGCTGAGAGTGGAG 

AATAGATTGGAATATTTGCCTCTTGTGTTTCTTTTT 

CAAGTGGTCCACATTTTCCTTTATTTAAAATTTAAAGTTGGTGCCTGGGG 

TTTCTGGTGTTAAATAGAAGTGATACTTCTGCATAAAGTATTATGGAGAT 

GCTCTGTTCCATCCAGGGAGGTGCAGGTGAAAAGAGGGCAGTTCATCCTC 

CTCACACT 
>Sequence 3334 

AGGTACTTTGTTC TTTTTn 1 111 1 T CTTTTGGACAGTGAGAGTGGTCTT 

ATTTCTTCCCCTAGTTTAGGTCACAGCAGTTGAGTCAGGGTATCATGCTA 

TCGCAGGGCACAAATTTCTATCATCATCCATAGATCACTGGATTAGTTGA 

AAAAGTCACTCAAATGCTGACCAGGAGCACATGAACTTCTGTTTATTTCG 

GACTTTCTGATAAATGGTGGCCAGGTACCTGCCCG 

>Sequence 3335 

CCGGGCAGGTACAAGCTCCACTGGAATAAAAAAGACTGTGTGGAAGTGAA 

GGGGCTCCTGCCCACAAGTGTGTCACCCCGTGTGTCCCTGCACTGCGGTA 

AGAGTGGTGGAGGAGACGGGTGCTTCCTCAGATGTCACTCTGGCATTCAC 

CTCTCTTCAGGACTGCAAGGGGCCTACTCTGTCACCTGTGGCTCTTCCTT 

TCCTCTCAGGAACANANNAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 3336 

AGGTACGCGGGGAAGTTTGATTTTTAGAACTCATGTTTATATGGGTACAT 

CCCA T TT T TT I 1GATATACATTTAAAATAATTTCTTATGTTGATTTACGT 

AACAGTATTCTAATGTTTGAGCATATATCTTAGACTATAAATTTTAATTG 

TTATAGTTTGTTCCATTTTTGTTGAACGGGAAAAACTGATACATATCTTT 

AAAATTGTATATTTAAATTACCTTACATATGAGGAATTTTTATACTTGAA 

AGTTATTGTTATTAACTTGTTTTCATAATGTGAGA TATTCT GTCATAAAG 

C ACTTATGTTTTA AGTTGTAATTTAAA AT ACCTTTC 1 1 1 1 1 A AC ATGC AC 

ACAGGAAAA 

>Sequence3337 

CCGGGCAGGTACTCACCTTGTATTAGCTGAGTGACTTTGGTTAAGGACAG 

TTACTTAATTATCCTGGGTCTCAGTrTCTCTCTTTGAAAAACAGATTCAT 

TCACTAAAATAATATTTATGAAGTATTCATTTTGTGATAAGCACTAGTCT 

AGCTACCGGGGATATACATTTACAAAACAGATTTTAAAATATCCTGTCCT 

GGTGGACCTCACATTACGTTCATTACTAACCGGGATAATTTCAGTGCCTC 

TCTCATAGGATTGTTGCAAGAATTAAATTGATGAATACATACGTAACACT 

TATAACAGTGTCACAAAATGAGAGCTCAGTAAAAGCCATCATCACCAT 

>Sequence 3338 
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AGGTACTGGGGGCTCCTAAACCATATATATCTTGCACCATTCTGGGGATA 
TTTGCCAGGCCTGGGGGATCAAAATATACCCCAAATATTAAACCAGTTGA 
AGGGTGATTTGAGCCTAC1TTTTGAACACTTTGTATCCCCTGTGTGCCAG 
G AAATTC AGGGTC 1 ITI TCGTAACTTG ATC AG ATGTCTCCC AGGTTGGGC 
TACACACAAAAAAGTTATCTACATACTGGAGTGTACCTGCCCG 
>Sequence 3339 

CCGGGCAGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAA 

ACTTGGCCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTT 

TTTCAGGTTAGCTAGGCCAATTCCAGGTGCTCGTCCTACCTTCTTTCTCC 

CATTTCTACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGC 

TTAAGGAAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACT 

AGTTGCClTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCT 

TCTGGCCTTTGGGTGCACTGAGGCATCTTGCTATTGTCTATGGTTATGCC 

ATAGCTCCT 

>Sequence 3340 

CCGGGCAGGTACAGGTTAGCCAACAGGCCAACAAACAACTATGTCAATTA 

CTCCCTAGGGTAGTCCACTGCAACTGCGAGAGTCCACACACATAATTATT 

AGTGACACAAGCATTTGCTTTGGCCAACTTGATGCAACTTCCCACCTGAA 

ATAGTAAACTATATGGGCAAATAAGCCCCCTTTTTTGCATTTTTATCAAA 

CAGGATTCAGTTAGGGTATTTAATCTAATCAAACAATTCACAAATAGTTA 

ATACATTTTTAAAATGTAGGTAAAGTAAATATTTTTATTTAGATTCAAAT 

AAAAGCATGGATATTTGAATTTTATTTCAACCAATAATTGCAGGTATAGG 

GCT 

>Sequence 334 1 

AGGTACTAAAGAATGTGCATTTATTTGTGGGGAGGAGAGGAGGTCTAAAT 

AGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAAGAAAAA 

TAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGGGGGCTGA 

GGTGGAAGAAAAGGACTCCGGTTTTAGGTAAGATATCAGAGAAGACCTCT 

CTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGACCATGC 

CGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGGAAGTGC 

AAATGCCGAGAGGTGGGAGGACCATGTATGGCATTGTCCAGGGAGGAACC 

GGGCTGCCATTTGTGCTGGTACTAGATCAGACAAGGGAAGGCCAAAGCAT 

AAATCCAAATAGTATCGTGCGTCATCACGCCAAGTGCTAATGGACCATTG 

TCACGATTTCTGCCACCATCTGATCAGAATTGGTTAATTCTTAAACTCCA 

CCCACCATTTCAAGTTTCCAATCACCTGATCTCTGGATTCTCCCACATCC 

GTACCCGGATCTTCCTCTCGTCACAATTTCCTTCACTTCCTTTAATCAAT 

ATTTATGACAGTGTAATTTTGTCAATTTCAACGCTCTTTATATCGCTAAT 

ACCAGAACCTCCTATACTCCATATCGGCTATCTCTCCCATTTACCACCTC 

TAGGGACTTTCGGAATTGCGTAATATTGCCTACTCAGCGTAATGCAAACA 

CTTCGTTAACTCTGACCTTCTGGATCCCCCTATATCTGAGGAACTCCTCA 

AACACGACTCTTCGTAAAATACTCCCCACCT 

>Sequence 3342 

AGGTACCAAGAAGAAAGCCATGGGCACTGTCAGTAAAGAGATCTAGAATG 

GGAACAAGACAGGGAGAAAGCCAGGTGCAAGACACAGGAAAAGTTCTAGA 

AAGAAAGCTTTTTGCATCTAACATCAGTCTCCCCAGATTCAACCCATCTC 

AATATTGAAGAAATTGTCATCCTATTCCCAAATAAAGTGAAATGAGGTTT 

TTTATGTAAAGTGCTTAGAATGGAGTGTGGCACACAGTAAGGATCACCTT 

TAAGTATTACCTATAGATATACTGATAAATACATGGATATGTCAAGGGAG 

AGGTTGGCCTTTTAACTTGAAGGAGTCAGAAAAAAACTGCCATGCGCATT 

TTGCTTTGACTTTGAAAATCTGGATGCATGGAAGCTCTATAGAAGCACAG 

CAGGAATTTCAAGAGGTATGCTGCCCAATGTGTGGCTGGCAGAGTGCTCA 

CACCAAAGGCTCCATTGGCATTGAGTGGNGAGAACATACTAGAAGTGGGT 

TTTTCTTTGTCATGGAGGTGAA 1 1 1 1 M i l H A AGCCGGTC ATCTTCTTT 

CTAGTGAAAAAAATAAACTAGGATTGGGGAAAATGTTTGGAGGATGAATC 

TTTAAAATAACCAACTATAGCCCAATAGAGAAATGTTCCTTTTTAGAATA 

ACCGCTCTGGTTACTTAACAAACTGCACACCGGCAGGGGGAGAAGTTTTA 
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GTGTGGGGGGAGCCTGTTTCACCTCTTTGACCTAAAATCAGTTAAAAACT 

GAAAAGTGGGACTTACAATTTTCTTT 

>Sequence 3343 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 

TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 

AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 

CAGCCAATGTCATGTTGCGTACCT 

>Sequence 3344 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3345 

CCGGGCAGGTACCCACAGAATGTGGCCCCAAATGATTCAATTACAGCTAG 

AAGTTGTTCTCTTCCCAAAGCACGAGTCTTTTGCATTCACAGGATATTTT. 

TTCTTTCATAAACATTCCTGCGAGAATGTAAGTGCGGATGAAGATTGTGT 

TCTGTCTTCTTCTTGTCTTTTTTCTGTTTACTCTGATTTTATAAAATGCA 

GTGTCATGTCTTAGGACAAATTATCCTCAGTTTGCCAGCAAGTGAGTTTA 

TAAATTATTTTATTCAAATGAGAAAATTTTCCGCTAGAACCAATAGTAAA 

GGATGGTGAGTTTCCAGCTGACCCACAATGACGTATTTAACTCACAGTGA 

AACnTAACTCTGCGGTTTTAATAGTATCCTTATATTTCTAAGAGCAAGGG 

AGCCTATGTTTCTAATAATTGGACATGGATGGAACCGCCCCTAACATTTG 

ACAGTTTTTTACTTCCTGCCAGTGTTAAGGGAGATTCTTTCTTACCTCAC 

TTCAGAGACAGCTTAATGGGGTTGGAATTGGGAGTCGGGGATTGGTCATC 

TCCACTTTGGCTTCCTGACACGCAAATTCAATTCTAATAGCCTAAAATCA 

AATGTTATTATCCGTTTCGCAACTGGAAATGTTGCTAACTATATTCGGCT 

CTATATTATCAGGTATTGTAATGCGGAATTCCTAATTCTGGAACTCAAAA 

TCGGTGCTCTCTTCATGGAATTCGCAACCTCTAATTCTCTTTCTCTAATC 

CGCATATTCGATCTCTCTTTCTCCT 

>Sequence 3346 

ACATCGTTGAGACTGTTATACCCTTGGCGTTACCCACATTAATTCGATCG 

GAAGGCATAAGCGTTTAGCCAGGTGGGCCTATAGAGAGAAGGCCCCTACC 

TTTAGTGCTTTGAAACTATTGCCAATTTTTAATTGGGAAAGAGCTCTCGC 

CCTGTTATGTTGCATTAATTACTGCCGCGTGCGGTGGTTAGGCCCATTAG 

TAAATGTTCAj\TTGTCTGTTCCTTGATGACTGTATCTGTTGGATATTTCC 

CTTGGTTGTATTATGGTGGTCAGGTTTTTCATTGCGGGAAAAAGTGGGGG 

CTACATATGAGGGGTGATGAAAGCTTACAGGACTTTA ACGG ATTAAATAG 

TAGGGTGAGGAAAGTGTTGGGCTAGAAATTTTAAGGGTTTTACTTGGGAG 

TGAT 

>Sequence 3347 

CCGGGCAGGTACCGATTGTTGAATGTTGCAGCCCTATACCTGCAATTATT 

GGTTGAAATAAAATTCAAATATCCATGCTTTTATTTGAATCTAAATAAAA 

ATATTTACTTTACCTACATTTTAAAAATGTATTAACTATTTGTGAATTGT 

TTGATTAGATTAAATACCCTAACTGAATCCTGTTTGATAAAAATGCAAAA 

AAGGGGGCTTATTTGTCCATATAGTTTACTATTTCAGGTGGGAAGTTACA 

TCAAGTTGGCCAAAGCAAATGCTTGTGTCACTAATAATTATGTGTGTGGA 

CT 
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>Sequence 3348 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTAGGTCAGCTGCATCATCAGCTTTAAAAGCCC 

CC AA AT ATTGCTG AGCTTGIT IT 1" I"! AAAACTTCTCTTGC AAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCAGCTTGGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGTGATG 

GTGGTTTTGAGCGCTTATATAAATGCACGGTGAGCCAAGTTTCACAGTTA 

CATTAACATTCTACTCCATGACATTGGGGACTTACACCTGTTACCTTA 

>Sequence 3349 

NGACTTTTTTTTTTTTTTTTTTNTT^ 

TACTTTCAGAAATACAAACAGAACTTTCTAAAATCAGCAAAGAAGCAATT 

TTTCACCTTCCAACTGCCAACATACTAATACACAATACTTGGCAGAGCTG 

TCCAAAGCAAGTCAGACCACATACAGTATACCTAAATCCTGACACCTCCA 

ACTCTCTTAACAAATAATTTTTTTTCTCCGTGGTAATGGTCTCTTGGAAG 

TTAAAATATAGTGAGAAATGTGTAAACATACCAATATATTAAAATAAGAC 

AAGTGAATCCCTTTAAGAATCATGAAAAATAATTAACACCAACACCAAAA 

GAAAAAAACAGCAGGAGGCCCAGTGAGGTGGTTCCCACCTGTAATCTCAG 

CATTACAGTGTGTAATGAATACAATGATCCAATGAAGCTAAAGTAGGAGG 

ATCACTTGGGGCCAGTAGTTCAAGACCAGCCCGGGCAATGTAACAAGACC 

TCATCTTATCAATTAAGCAGTCAATCAATATGCTAGCAAGGCGGGTGTGA 

TGACCCTGTCTTGGGGGTTTAAGATAATTTGTATAACTGGGCCATGCATT 

ATACACCGTTTATATTTTGCATTGTGTTATGAGGACGGGGCTTCCCTGTT 

TAGTCCTATATTGTCC AGG ACGTTGGGA ACGTGGTACACATG' l ' 1 TIT TAC 

TTTCGTATTGGTATGGTTCTAAAAGAATATAAGAAAATTAATCATAATGT 

GTTTTATGATTTATGTCTTCTGTGTTGAAACA'll TTTAAG 

>Sequence 3350 

AGGTACTCCCGGGTGAACCCTCTGCAGTCTGCCATTTCTTGGAATCCTCT 

TAACCAATCTTAGAATTATCTCCCAGCATCAGATTTTGCTTATTAAGGAA 

ACCAGGCATTGTGAAATGCTCCTTTCTACACTAATCTGAAAGACATAAAT 

AGTGGCAGAGAATGTTAGACATAGAGCGGGAAATTTCAGAGACTTTTGTT 

GGAAGAATCATCACTCTCCTGCAGGAACTGCAAAAAACACTTGATCTCTG 

TTTACACATGCCTGCAGACACACAGAGAGGCCCTAATCAGCGGCTTGTGG 

ACAGCCTTCTATCATAGCTACCCACTTTTCTCTGTGACCTTCCCTGTTCT 

TCCACTCCATGTCTATCCTGACTCTCATTCACGCATCACGGCTTGGACAC 

TTGTGCTGCCTTTATCATTTGGGAAAACATGGCGCAGCAATGGCCTCAAG 

TTTGTCAGACGTCTCAAATGCTCCACAGTCGTCGTCTCTGAAGCCAGACC- 

CAAATGTAGTTGTCTTGGTGATTACTGGGCATTGTCTAATCCAGGAAAAA 

ACACTCTTTTGTAGAAATATAATAAAGCCATGTGGGTGGTGCTGGATCTG 

CAGTTTTGTCATTTTGAAATTTATTTGGGTTGATGCANAAAATATCACCA 

ATTTTTGCCACTAAAAGTAATGGCCAAAAGTAATAAAAATAAGCCGGCCC 

GGTGGTTCACGCCTGTAATCCTAACCAATTGGGAAGCCAAGTTGGCAAAA 

CATGAGGCTGGAGAACAAGGCCATCTGGCCAACATG 

>Sequence 3351 

AGGTACGCGGAAATGTTAGACAAATGTAGCCAAACCAAAAAATACACATG 

TTCTATGAATCCATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTC 

TTTTGGGAAGGAGTGAGGAAAGGACTGAAGAGTTTTGCAGAGGGGGCTTC 

GGGTGTTTGTGATTTTTAATTTCCCAGGGCAGTTTGGGTTTGGTTAGCCC 

GGTCACTTTTTGGGAAAATTTATTGCTGTGGCTTTAAATACCCAAATTTT 

TTTGTGAGGGAAAGGTTTATATATTCAGGGGGAACTCTGGGGGTTGGGGG 

GGGGGATTTATCTCTTTAATAAATGGGGGGCGTAATTTTAAAAAGGATTT 

GATTCTGTTATCATTAGTACTTGGGAGTTATTAAACGTATTCCGCTATTG 

TTAAACTTTAAGTTGGTGTTATTTTATAAAGGGGGGTTTTATTATATAAT 

GGAGGGTTGTTGTGTATATATAAATTCGGTTGGCGGTTTTTGATAATAAT 

GTGTGGTGGGTTTATTTTAATAATGATTGGTAGTGTGTATTTTATAAATA 

GTCGGTGTGTGACATGTAAATAATAACCTCGGTTGTTAATTAAAAAAGAC 
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TGTGGGGTGTACATATTTAAATCAGGGGCGGGGTGTTTTTAATATCTTAT 

ACAGGGTGGTGTTTATTTATATATATAAAAGGCGGGCTGCGTTATATAAT 

ATATATATGCGAGGCGGCGTTTTATTATTTAATTG AAGACTAGCGGTGTC 

TTTAATAGTAAAATTTGGATCGGAGTTGTTACITAATATAATGAGGTTTC 

TGCTATGTCGCTATTTTATTCTACAATGCTGTGGGTTGTTCTTTATATAT 

CTGACTCG 

>Sequence317 

AGG' mTTT T rTTT T AGTTTAGTTTATTTCTAGTTC A AAAATAATCTGTA 

ATTGCTGTAAGAAATGTCAACCACTTACCTAGGATGTTAGACAATTGGGA 

TGAAGTCTACATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAA 

AAGAAAGTCAAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATT 

TCAAGTATGACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGAT 

TAAAACAATCAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTAT 

CTTCAGTTAAAGTGCATCATTGCATGTTATACATTACTAAAATTACACAG 

TGCATAATTGTTACCATGTGACTATTTAATTCAAGGTCAACTGTCTAAAG 

GTCTCAAGTGTCACATTAAGGTTATAATCTAGATGAAATGAACAAGAAAG 

AAAAGATTTCTTCATTAGCCCATTTGTTTATGATTCAATTCCTACTCTTG 

C 

>Sequence 318 

TGGGGAGATTGCAGCTCTCTGCTTACGCCGTACGATCTCCGCACGGACCT 

CCACCGAGGTACCGTCTGTCGAACATACATGGCATATAGAATATCTCCTT 

CTTCCACATGCAGCCTGAACTTCTTCACCTTCTCAAATAAGGCCTTAGCC 

TGCTCACCTTCCTTTTTATCCAGAGCCCCTGCAGTGGATTTATCAACTAC 

AAACTTCTCAGGAATGGACTTTAAAGACTGAGAGTTGACCAGGCTGCCTT 

CTGGACCAGATTGGATGGTGTTGGACCTGTTCATGTTGTTCTTCCTGTTG 

TCCTTTTCTTCTGAGTCCTCCCCAGACACTTCAGATAAAGCCCGTGTGGT 

CCAAGGAGAGTCAAAACACTTCCCCAGAATGGAGATGAAATGTTCTATTT 

TGGAGCTGGAACCAGGGGAATTTGAACCAAAAGTTACTGCAGAGCATAAA 

GACCAGGGTATTGGATGAAGGCCAAGGTAGGGGGAATACTTGGCTTACAC 

ATGGAGGCTCGCTCATACACATCTGATTAAAAGTGTTNACCTTGCCGGGC 

CGGCCGCCCGGCAGG 

>Sequence319 

CCGGGCAGGTACTTAAACATCTCTTAGTAATTGAGAAAATTGAAAGAAAA 

GAAAAAAGAGAAAGGGAGAAAGAGAAACAGCGAAAGGGATAATGAAGGCG 

AGAAAGAAGAAGAGAAAGGAAGAGGAAGAAAAGTAAAAAGGAGGAGGGGG 

AAGGAAGAAGGAAGAAAGGTGAAAAGAAAGAATGGTAAACTTTTTAACAA 

CATAATTTATCCTTCTAGAATATGAATGTTGGTCTATTTGATGATGTCCC 

ACAAATTCATTAGTCTCTGCTCATTGTTTATTTTTTATTCTTTCTGTTTC 

TCAGAGACAGTATTTTCCATTTTCTTCTCTTCAAG TTCATG GCTTCCTCT 

GTGTGTGCAAATATACTCTTAAATCCCTCTGGTGATTTTTAAATTTTTAT 

CATTGTAGTTTTCCACTCCAGAATTTGTTATCTCTTTGCTGATATTCCTA 

CTTTTTAATATTTTTTCTGATTCCTTTAATTCTT^ 

>Sequence 320 

TGTNTGGGTGNNGCNNTAAACGACTACTATAGGGCGAAGCTCCACCGCGG 

TGGCGGCCGAGGTACCGCTTATGCCAGGCCGATCCCGACCTGGACTCAGA 

CAAGGATGAAACAGGCGCCTATTTAATCGACAGAGACCCCACCTACTTTG 

GGCCTGTGCTGAACTACCTGAGACACGGCAAGCTGGTGATTAACAAAGAC 

CTCGCGGAGGAAGGAGTGTTGGAGGAAGCAGAATTTTACAATATCACCTC 

ATTAATAAAACTTGTAAAGGACANAATTAGAGAACGAGACAGCAAAACAT 

CGCAGGTGCCTGTGAAAGCATGTGTACTTGCCGGGCCGGCCGTTCTAAAC 

TAGGGGATCCCCGGCCTGGAGGGATTCGATTTAAAGCTTTTTGATACCCG 

GCCCCCCTGAGGGGGGGCCCGGCCCCCACTTTTGGCCCCTTTAAGGGGGG 

GTTAATTGGCCCCTTGGGGAAAACAGGGGAAAAGGGGTTTCGGGGGAAAA 

TTTTTTCCCTTAAAATTCCAAACAAAAAAAAGGCGGGAAAAAAAAGGTAA 

ACCCCGGGGGCCAAA 

>Sequence 32 1 
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AGGTTTTTATTTCTAGTTTAGTTTATTTCTAGTTCAAAAATAATCTGTAA 

TTGCTGTAAGAAATGTCAACCACTTACCTAGGATGTTTGACAATTGGGAT 

GAAGTCTACATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAAA 

AGAAAGTCAAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATTT 

CAAGTATGACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGATT 

AAAACAATCAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTATC 

TTCAGTTAAAGTGCATCATTGCATGTTATACATTACTAAAATTACACAGT 

GCATAATTGTTACCATGTGACTATTTAATTCAGGGTCAACTGTCTAAAGG 

TCTCAGGTGTCACATTAAGGGTTATAATCTAGATGAATTGAACAAGAAAG 

AAAAGATTTCTTCATAGCCAAATTGTTTATGATTCAATTCCTACTTTGCT 

AATGATTTCT 

>Sequence 793 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCGTCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 794 

CGAGCGGCCGCCCGGGCAGGTACATCATGCCTCCAGTTCTGGAGCTAACA 

CAGATTTCTCCAATTTCATCTGTTTTGCAGAGCTGGGGAGGTCCATCTGG 

TTTCACAATGCACATCATCCCACCAGGCATTACATGCCCTACATCCTGGA 

CCGTCAGTGCTGAATTTTTATCTTCAGTATTGACCCGTATTACCCCATAG 

CTCAATCCATTCATTGAGAGAATGGCTCTTCCTGGCAAAGGGGCTCCTGG 

AACTCCAGGCCTGCGGATTGCTACAGTCATGGCTTCAGCAGACGTGGCGC 

ACGGTCAGATGGCCTCAGGCTTCAGTCCATGACTTTGGAACAGAN 

>Sequence 795 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 796 

CCGGGCAGGTACAGGGCAATCAGAGGGTGAATGATACGCACACCTGTGTA 

TCTCCCATATTCTGCAAC 

>Sequence 1255 

CGGGCAGGTACTAACCCAACAATAGAATTACCTATCCCTAACTCGTTAGC 

CCAACACAGGCGTGCTTTAAGGAAAGATTAAAAAAAGTAAAAGGAACTCG 

GCAAACACGAACCCCGCCTGTTTACCAAAAACATCACCTCTAGCATAACA 

AGTATTAGAGGCATTGCCTGCCCAGTGACTAAAGTTAAA 

>Sequence 1256 

CCGGGCAGGTACCTGAATTTACCAGTATTTTCTCTTACGGCTTTTGGATT 

TGACTCATAGTTGAAAAGGTCTACCATGTTCAAGGTCATTAAGAAAGTAT 

CCTGTTTTTCTCCTAGATCTTGGGTAGCTTTTGGTGTTGACCrTACATTT 

TTTATTCATTTGAAATTTGGCCTGGTGTAAGACAGGCTTTCCCCTAGAAT 

GCTGCCCAGGTAGCTCAGT ATCAAA TATTGAACTATCCCTATTTTCATTC 

CACTCTGATTTATAATGCAATTTTTATCCCACATATATTTGGATCTATTT 

CTG A ACT rTTTTTTTTl A AC ATAC ATATTTTTAC ACGTTCCA ACTCTTAG 

AAATGTTCCATGCTGTTTCTGTTTTTAGGCTCCTTTTANGTACCT 

>Sequence 1257 

CCGGGCAGGTACTCTTGTTTAACCATCAGAGGTGATTCCATCACCTTCAC 

AGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGC 

CATCCTGCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCA 

TTATTTTATTAACCGTGTGGTAGGT 

>Sequence 1258 

AGGTACAAGATGCACTTGGTCACCCGGTTGTAGCTCCAGGCTCCATGAAC 

CAACAGAAGCTTCTCTAAGTAGGAAAACTGTGCGATGGCGTAATCCGAGT 

TGTTGGTGGCCTGCATGCCTTCATTCCCACTGATTCCCACACCCACGTGG 

GCTGTCTGGATCATCCCGACATCGTTGGCGCCGTCTCCGATGGCGAGGGT 

GATGGCCTTCACCCGCTTCTTCACCACATCCACTATCTCAGACTTCTGCA 

GAGGAGACACTCTGCAGCATATGACCGCTTTGCACGAGAGTGCCAAATCC 
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AGGAAACTCCTCCGGACTTCGAAGGAGAGCGCGACCTGCCCGGGCGG 
>Sequence 1259 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 1260 

AGGTACTTTTTTTGTTTGTri TTTI III 1 CACCTTA AGGG AGG ATTTAAT 

TTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAA 

GACATACTTTTTAGCTGCAAATATTATGGAGAATTGGGGGCACCCACAGT 

ATTTGAATAGAGTAAAGCTTTTCCTTTAATTTCATAATACTATT^ 

TATCCTGCCCCGGATCGGGTTCGTTTTTAAAAACTrnTGGGTATCCTCC 

CCGGGGCTTGCAAGGGAAATTTCCGATAATACAAAGCCTTATTCTGATTT 

CCCGTTCAAATCTTTTTAGGGGGGGGGGGTTCCTGGTTTCCCTTAGACTT 

TTTTTATCCCCCTTTTTAATO 

TGGTCGTTAAAATATATTGGGTTCTAATTAAACT TGGTT TTCTCCTGGGG 
GTGG A AA ATATTGTnT 1 AGTTTTC AAA A A ATTTTCCTCTAAC AAC 
TATTATCTTAATCCCGGTGATGCTTTTTAAAATTT 
>Sequence 1261 

AGGTACATTATATACAAATATATATAGATGCATATGTAGATGTATACATG 

TATGTATATACTGTTGTATAGAGATATGAGTATACATGTATGTGTATATC 

TCTTTATATAGATATAGGTATAGATATAGATATAATCATATAGGTTGTAT 

AGCGTTTCCAAGGCTCTTTCATAACTAGTTCTCAACTGGGAGCAATCTTG 

CCTCCCATGGAACATTTTGGCAATGCCCAAAGATATCTATATTTGTCACA 

ACTGAGGGGGAGGGTTTACTAGTGACAGGTACCT 

>Sequence2125 

CCGGGCAGGTACGCGGGAATGAGAGCCTACAGTTGAAAGCTCACTTGGAT 

GAGGCTCGGACCCTGCTTCATGGCACCAGAGGAACCCACCAGCACCAGGT 

TGAGCTTATTGAGCGAGATGAGGTTAGTCTTCATAAGAAGCTGAGGACTG 

AAGTAATTCAGCTAGAAGATACATTGGCCCAGGTCCGCAAGGAGTATGAA 

ATGCTGAGGATAGAATTTGAGCAGACCCTTGCTGCCAATGAACAAGCAGG 

CCCTATAAACAGGGAGATGCGCCACCTCATCAGTAGCCTCCAGAATCACA 

ATCACCAGCTGAAAGGGGGAGGTCCTGAGATATAAGCGGAAATTGAGAGA 

AGCCCAGTCTGACCTGAACAAGACACGCCTGCGTAGTGGGTAGTGCCC 

>Sequence 2126 

CCGGGCAGGTACGCGGGAATGAGAGCCTACAGTTGAAAGCACACTTGGAT 

GAGGCTCGGACCCTGCTTCATGGCACCAGAGGAACCCACCAGCACCAGGT 

TGAGCTTATTGAGCGAGATGAGGTTAGTCTTCATAAGAAGCTGAGGACTG 

AAGTAATTCAGCTAGAAGATACATTGGCCCAGGTCCGCAAGGAGTATGAA 

ATGCTGAGGATAGAATTTGAGCAGACCCTTGCTGCCAATGAACAAGCAGG 

CCCTATAAACAGGGAGATGCGCCACCTCATCAGTAGCCTCCAGAATCACA 

ATCACCAGCTGAAAGGGGAGGTCCTGAGATATAAGCGGAAATTGAGAGAA 

GCCCAGTCTGACCTGAACAAGACACGCCTGCGTAGTGGTAGTGCCCTCCT 

GCAGTCCCAG 

>Sequence2127 

GCCCCGCGTGACGAGCGGACTTGCGTCCGGCGTATCGGCGATTTCGCGGT 

TCTCGTTCAGCAGGGAAAACAGGCGTTCCATGTCGGCCAGGCTTTGCTTG 

ATTTCGCGGTAAATGACGCCCAGGAAATTGAGAGGGATGTACAGCTGGAT 

CATGAAGGCGTTCACCAGCACCAGGTCGCCCAGGGTCATGCTGCCGTTGA 

TCACGCCCACGGTGGCGCGCCACAGGATCAA 

>Sequence2l28 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 
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AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCC 
>Sequence2129 

CCGGGCAGGTACGAGATGCCACGGCACGAAGTCTACGTTCTCCTGATCCG 

AAACATCTTTTTGAAAATATCAATCATTGGCATTCTTTGTTACTATTGGC 

TCAACACCGTGGCCCTGTCTGGTGAAGAGTGTTGGGAAACCCTCATTGGC 

CAGGACATCTACCGGCTCCTTCTGATGGATTTTGTGTTCTCTTTAGTCAA 

TTCCTTCCTGGGGGAGTTTTTGAGGAGAATCATTGGGATGCAACTGATCA 

CAAGTCTTGGCCTTCAGGAGTTTGACATTGCCAGGAACGTTCTAGAACTG 

ATTTATGCACAGACTCTGGTGTGGATTGGCATCTTCTTCTGCCC 

>Sequence2130 

AGGTACAAGGACTGCATCGAGTCCACTGGAGACTATTTTCTTCTCTGTGA 

CGCCGAGGGGCCATGGGGCATCATTCTGGAGTCCCTGGCCATACTTGGCA 

TCGTGGTCACAATTCTGCTACTCTTAGCATTTCTCTTCCTCATGCGAAAG 

ATCCAAGACTGCAGCCAGTGGAATGTCCTCCCCACCCAGCTCCTCTTCCT 

CCTGAGTGTCCTGGGGCTCTTCGGACTCGCTTTTGCCTTCATCATCGAGC 

TCAATCAACAAACTGCCCCCGTACCTGCCCG 

>Sequence213I 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGCCACAGA 

TG TGGAGGAGGCA GGTAGGGGGTCAAAGAGGGGTGGTATCGGTTATTCAG 

GAC1 1 1 1 1 M T I'l TCITAA AT ATCCTGTGCTTCTTTCA ATC ATTTG A AGG 

TAAAACCAGCCCCCTGGGAGTGGTAAACCTGATTTTTTGGTTCTTATGAA 

CGGTATTATGTTTCTGGCGTAGGATAGACGTTAACGTTGGTGCTCCTTGC 

AGGCGTAAGACGATCAGGCGAAGCCTTTCTGTTTCCACCAGTCTTGCTGC 

CTTCTCATCTTTTAGACCTAATATAGTTGCACTATACAATGTATTCCCTT 

CTGGAAGTATTCGACTCATCTTCTGCTATCAAATACTATGGAAAATCAAA 

ACTGTAATCTATAGAGCACTGAAACAATATTTAAG 

>Sequence2132 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAACAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence2133 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATGCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAG 
>Sequence2134 

CAGGTACGCGGGGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACA 

TCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACA 

GATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGACCTG 

TGACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGTGCTTGCAACC 

GAGGGTACCT 

>Sequence2135 

AGGTACGCGGGATGGAAAAATCACACTTCACAAGAGATCCATCCCAGCTT 

AAAGGTGTCCTTGTTCGAGCATCACTGAAAAAAAGCACAATGGGATTTGG 

TTTTACTATTATTGGTGGAGATAGACCTGATGAGTTCCTACAAGTGAAAA 

ATGTGCTGAAAGATGGTCCCGCAGCTCAGGATGGGAAAATTGCACCAGGC 

GATGTTATTGTAGACATCAATGGCAACTGTGTCCTCGGTCACACTCATGC 

AGATGTTGTCCAGATGTTTCAATTGGTACCTGCCCG 

>Sequence2I36 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 
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AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCC 

>Sequence 2137 

CCGGGCAGGTACCAAGCAGAGGAGTTCACTCTTCTTCCCTGTTCTGAATG 

CAGCCATTTTCAGGTCAAAGTCAAAGAAACCCTTCAGTTCCTGCACATGG 

GTGAGATCATAGACGGTGTAGACATGAGAGCTGAGGTTGGAATTCTTACC 

CGGAATATTGTGATCCAAGGAGAAGTGGAGGACTCATGCTACGCKGAAAA 

TCAGTGCCAATTITTTGATTATGATACCTTTGGGGGACACATTATGATAA 

TGAAAAATTTTACTTCAGTCCATCTTTCTTATGTGGAATTGAAACACATG 

GGTCAGCAGCAGATGGGGCGATACCCTGTTCATTTTCACCTGTGTGGGGA 

CGTGGATTATAAAGGAGGA 
>Sequence2138 

AGGTACAACAGGCTTGTAGTTCTTTGTGAAGGATGCAGGCAAGAGGGATG 

TCCAGTTTAGACGGGCCCTGACAGCAGCAGCCTCTTCCACATCAAGTGAA 

GTGTGATTGTTAACGATCATTGCCTGCACAAAGTCATAGTTGCCTTTGAA 

GTAGTCCACCCAATACTTCACCATGACATAGCGGGGCAGGATTGGGGTGT 

TCACATTTTGCTGATAAGATGGTGTGTTAAAATCTAAAGCTTGAAGAACT 

GGATAAATTAAAGCTTGTAGTTTGAGCTTATTTTTTAGGCTGGCATCTTG 

AGTAAACTGTTGTCCAAGGGCAGCAGCCAGATTTCCACCAGCACTGTCAC 

CAGAAATGCAAATTCTGCCTGGATCAACCATATACTTCTGTAAGACTTCT 

GGCTTCAGGAAATACTTTGTGGCCCGTACCTGCCCGG 

>Sequence 3352 

TCGGTGCCGGCAAGGACAAGATCGACAACACGGAACCGGCCCTGTACTCG 

CAGTACATGGATTGGATCAACCTGATGACCTACGACTTCCACGGCGGCTG 

GGAAACGAGCACCAACTTCAATGCCCAGCTGTTTGCCGACCCTGCGATCC 

GTCGACGGGCATGGCGCGCGAATACGTGGGCGACAAGGCGGTGCAATACA 

TGATTGCCGCCGGCGTGCCGCGCGACAAGCTGCTGCTGGGCATCCCGTTC 

TATGGCCGCGGCTGGACGGGCGTGGCGCCAGGACCGAACGGCGATGGCCT 

GTACCAGGCGGCCACGGGCACGGCGCCGGGCACCTACGAGTCGGGCATCG 

AGGACTATAAAATCCTCGTCGCCAAGACCGGCACGCGCTACTACCATCCC 

GTGACCAAGCAGCTGTACCTGTACACGGGCGCGGGTGGCCAGTGGTGGAG 

CTATGACGACCCGACCGTCATCGGCACCAAGGTGAAGTACGTGAAGGACC 

AGGGCTTGCGCGGCGCGTTCTCGTGGGAGCTTGATGGCGATGCCAACGGC 

GTGCTGGCGACGGAGGTGTGGAAAGTACCGGAATGC GTCNT TAGGGTAGG 

GGCGGCCGGACCGGGCATGCTGTTCGGGCGGTGATGCTTTTAAAAAGGGA 

CCGATAATGGAGCCGTAGCGACATTGGGAGCAAAGCACTTGGAGCAGGAG 

CCTTACCCGGAGTGGCGCAACTGGAATGCGGAAAACTTCATGCTGGGAAG 

AAATTCGTCGGGGCTTGATGCCGGGGTGAAACAGGCCGGATTGCGGGAAC 

CTTGGCCGCCCGAAAATTAACTGGCGTTGATAACCCTATTTGCCCGGGCC 

AGGGCCTTTTTAACATCGGGCAAACCT 

>Sequence 3353 

TCACCTTGATCCTGTGGCGCGCCACCGTGGGCGTGATCAACGGCAGCATG 

ACCCTGGGCGACCTGGTGCTGGTGAACGCCTTCATGATCCAGCTGTACAT 

CCCTCTCAATTTCCTGGGCGTCATTTACCGCGAAATCAAGCAAAGCCTGG 

CCGACATGGAACGCCTGTTTTCCCTGCTGAACGAGAACCGCGAAATCGCC 

GATACGCCGGACGCAAGTCCGCTCGTCACGCGGGGC 

>Sequence 3354 

AGGTACTAGGTTTTGGTTGGGTAGGAGAGACCAAAACCAGGGAAAAGCTT 

AGAAATCCTTTATTGGGGTTTCTGCAGGAAATGCAAGGCAGGTCACAGTT 

AACAGCTTATTATTGGCTAGTTTGAATAATTCCAGTGGGCCCTGGGGCAC 

AGGTATCTAGTTGTCTGGT 

>Sequence 3355 

CCGGGCAGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTT 
GATGCAGCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTT 
GGCAAGACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAG 
TCAAAACTGCCCACGATGTTTTTGCAGAAATGATCACAACCTCCCCCGCG 
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TACCT 

>Sequence 3356 

CCGGGCAGGTACTGTGTTGAAACTGTAGATCAGTTGGGGAATATTGCCAT 

CTTTACAATATTTTCTTCCGATCTATTAACATGAGGAGTCTTTCTATTCA 

TTTAGTTTTAAAATA ACTTCTTTC AGTGT mTI C ACTTTTG AAGTATAA 

A ATTTGCACTTGTTAA ATTTATTCCTGTGTA ATTTATC Al" 1 1 M 1 " I AATTCT 

GTTGTAAAGTTGTTAATGGAAATGCTTTCTTAATTTCATATTTGAATTGT 

TCATTGATAGTGTATAGAAGTAAAACTGATATTTGTATGTGGAACTTGTA 

TTTTACAACCTTGCTGAACTACGTTATTTCCTCTAATAAClTrri^ 

GATTCTTCAAGATGTTCAATATATAAGACCATGTCATCTGCACATAGAGG 

AAAATTTACnTCTTTCTTTTCAATATGGATGCCTTTTAAATTGGTGCTTG 

TTTAATCGCCCCAGCTTGAGCTTCATTGAATAAAGAGTGAAATTGGCCCG 

GGCGCAGGGGCCTATTTCCGTTATCCCCAGCACTTTGGGGAGGCTTATGC 

CGGTTGGATCACCTTGAGGCACAGAAGTTCAAGAACCAGCTCTGCCAACA 

TGGTGAAAACCCTTGCCTTTGCTAAAAATAAAAAAAAATTGCTTAGGCCT 

ATGGCCAAACACCTGGAATCCCAGCTTCTCCGGAAGCTTAGGCCAGAAAA 

ATACTTGAACCTTGGAAGGGGAGGTTGCAATGAGCCTAAAATGTGCAATT 

GATTCCCNGCTGGGAAAAAAACAGGATTTTT 

>Sequence 3357 

CCGGGCAGGTACAAGCCAATGCCAGCGTCAGAGCTGCTTTTGTGCATGCC 

CTTGGAGATCTATTTCAGAGTATCAGTGTGCTAATTAGTGCACTTATTAT 

CTACTTTAAGCCAGAGTATAAAATAGCCGACCCAATCTGCACATTCATCT 

TTTCCATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCC 

ATCTTACTCATGGAAGGTGTGCCAAAGAGCCTGAATTACGGTGGTGTGAA 

AGAGCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACA 

TCTGGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACA 

ACAGCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATTGCTAAAGCCCT 

TAGCAAAAGCTTTACGATGCACTCACTCACCATT 

>Sequence 3358 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 

GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 

ACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAGTCAAAA 

CTGCCCACGATGTTTTTGCAGAAATGATCACAACCTCCATTGCGGGTCTG 

GCACTCATCAATATCTTTACATGTCTTCCCATCCAACTGGAGAGTGAATC 

CAACAGGACAACTGCAGTGGACACCTGTCGAAGTATCCTTACAGGTGCGG 

TCACAGCCTCCATTGTTGACAGCACACGTTTCCATGAGCAGCCGCCGTTT 

CACCCGTTTATCCCCATCCACCACTGATGTGGTGTTGCTCTCTGTCACCT 

CCAGGACAGTGGCCTTTTGCTCAAGGCAGCT 

>Sequence 3359 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAAAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 3360 

AGGTACCAGGATTCATTCTCATCAAATATCATGAAGTGGAGAACACGGTG 

AACTATGTTGGGGTTGATGTCTTTGCGGCATACAGAGAGAGGGCCTACCA 

GTCCACTGTGAAGGTCCTTAGCCACAGATACAGTTGAATAGTAAAACCAA 

GGTATGCATTCAAAGGTCAGTGAGGTAGGACCAGTTCTATCAGGTATCTG 

CCAAGTATATATTTGAATCTCTCCTGGCTGAGTTGGAACAACAGTGGAAT 

TATTTGTTTTCACTCCATGAGCATGAATAGAATACGGTCTTGCGGCTTTA 

TTTTTAAAGATAATTTGAATTATTTGACCAGGGTTGAGCAATATTAATGG 

ACCTAGTATATCGAGATGTTTTTCACCTTCATTCCTTTTTGTTTGAT 

>Sequence 3361 

AGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 
CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 
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AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCG 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATNTTTTTATAGC 

AATCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAAGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

ACACANTACACCTTTACTAGTTTTTAGTATACAAATTTGAGAAATAGTTT 

GTTATAACTATCTCATCCAAGAAATGCGGAT 

>Sequence 3362 

CCGGGCAGGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCAGGGT 

TTTGCAGAATATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATA 

AAGCAACAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATG 

AGGGGAAACTTTGTCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCT 

TGGCATCCCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAA 

AAGGGCATAACTGTGGGAATACTAACCCAGAAATTGTGATCAGAACCCAT 

ACCAACCATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGAC 

CAAGCTGCCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCC 

ACTAAAATCACCCTGGGTCAACCACTGAAAGTGTTAACTCCACATCAGGT 

AAGGTCAGTCCTGGGAATAAAAGGACATATCTGAACGATGGGAGAAAGGT 

TAACCAAATAACAGGCTATATTCCTAGATAATCCAGAAGTTACCCTTAAA 

ACCTGTAACACCCTGAATCCAGCTTCATTGCTGCCCACAGGCCCAGTGAC 

TGATCACTCCTGCAGGCAGGTCATCACATACACATATGTCAGCTGACCTC 

ATTTAAAAGATAGCCCCTTCCAAATTCAGAGGAATACTGGGTTACAGACA 

GCAATAGCTTTGTGTTCATGGAAAAATGCCTGCTGGATATGTGGTATAAA 

TACAACCTCTTCATGAATCCAAAACTACCCCAGGCCCATATTCCAAAAGC 

TAGATAATGCTCTATTTAGCCCC 

>Sequence 3363 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 322 

AGGTACATACTCAGACATGTCTAATACAATTCCAGTGTTTTATAAACTGG 

CAGAATTGATGTGTTTTATAACAATTCAGTATCCAAAAGCCTGAGGAGAC 

TTGGACCATTTTCCTAAGGGATGAAGCGGGAAACGTTTATTAACCAGAGC 

CAGATTGAGACCTTAATAATAAAAAGACATGGGTCCAACCCATAGGTCAC 

TCCAAATGGCATCAACACTAAACCATAAATAAGCG TTAACA AAGTGCAAA 

GTTCTAAATTTTCGCATAGCTACTTCAAGTCCTCTCnTnTTAAACATTA 

TTCTTATGTGGCTCACCCGTCACTAATGCTCAGTGTGCCTCTTGGGTGGC 

TCAGCAGTGGGAAGTCCACTTTCAGCCTAACTACTCCTAACAATGAAGCT 

GTTCTCCAGAGAGCAAGAATAGCCAGCCACATGCCCCCTTCTCTGCTTTT 

TCATCCCCCTCCATCTGATTCAATGGCGGTGTCCCTGGCTGCAGGCTTCA 

GTATGCTTCAAGCCAAGCGCAGCTCAGCTGCCAGTCTGAGAACAACCAGG 

ACCAGCAAGCCACAGAGGGACACGCTGGTGCAGAATGCCTGGCCAAGAGC 

ATGAGTTTAACTTACCGCTCCATTTTAATTTAGGCAGCTCAACAGCTGAG 

ATGGGATATCTACTGCGTAT 

>Sequence 323 

AGGTACATTGAATCATCATGTAAGGAGTTTTTAAAACATTGTTGCCAGGG 

CCCCTTTCTAGACCAAGTTAGTCAGAATGTTGGACAATGAGGCCCATGCA 

TGGGTATTTTTACAAAGCTCTCTGGGAGATTCTAATGCTTAACCAAATTG 

AGAAGCACTGAATAAGAATATCCTGGGCCGGGCGCACTGGCTCATGCCTG 

TAATCCCAGCATTTTGGAAGGCCGAGGCGGGTGGATCACTTGGGGTCAGG 
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AGTTCGAGACCAGCCTGGCCAACGTGGTGAAACACCGTCTCTACTGAAAA 

TACAAAAAATTAGGTGTGGTGGTGCGTGCCTGTGTTCCCAGCCACTCGGG 

AGGCTGAGGCAGGAGAATCGCTGGAACCTGGGATGTGGAGGTTGCAGTGA 

GCCAAGATTGCACCACTGTACTCCAGCCCG 

>Sequence 324 

AGGTACATTGAATCATCATGTAAGGAGTTTTTAAAACATTGTTGCCAGGG 

CCCCTTTCTAGACCAAGTTAGTCAGAATGTTGGACAATGAGGCCCATGCA 

TGGGTATTTTTACAAAGCTCTCTGGGAGATTCTAATGCTTAACCAAATTG 

AGAAGCACTGAATAAGAATATCCTGGGCCGGGCGCACTGGCTCATGCCTG 

TAATCCCAGCATTTTGGAAGGCCGAGGCGGGTGGATCACTTGGGGTCAGG 

AGTTCGAGACCAGCCTGGCCAACGTGGTGAAACACCGTCTCTACTGAAAA 

TACAAAAAATTAGGTGTGGTGGTGCGTGCCTGTGTTCCCAGCCACTCGGG 

AGGCTGAGGCAGGAGAATCGCTGGAACCTGNGATGTGGAGGTTGCAGTGA 

GCCAAGATTGCACCACTGTACTCCAGCCCG 

>Sequence 325 

AGGTACTGTCCTTACAACAGTTTGGACTGAATATTCTTGTTTCCATTCAC 

AAACATTTCTTTCTGAACTAGCAACAGCACTAATCAATAGCTACACTTAA 

GCCATTTAAGACTAAGCTTTAGATGTGTGTCTAATTATCTGGCAAAAATA 

AAAGAACCAAAGAGTTTCATGTTAGCAGCAAATTAACTAGATTTAAGGGT 

CTTGATn m 1 CATAAGCCTTTGGAAGCCTGCATATTAAACACTGGTGA 

GTTTTAAATTCTCAATGGAAATGGTGATGGCATTTACTGAACCAAGCCAG 

CTCATATACAACGrri"n"l - I"rTTTTTTT riCGTGGTTCTGAGTGCAGTCT 

TTATAAAGCCCAGTGCTGT 

>Sequence 326 

CCGGGCAGGTACCGCCATGATGAGAACATCTTGGAGTCCGAGCCCATTGT 

CTATCGACGGATCATAGTGCCCCACAACGTGAGCAAGGAGTTCTGCACGG 

ACTCTGGCCTGGTTGTCCCAAGTATTTCCTATGAGCTGCATAAAAAGCTG 

TTGTCCGTGGCTGAGAAGCATGGGCTGACCCTTGAGCGGAGACTGGAGAT 

GACAGGTGTGTGTGCCAGTCAGATGGCACTGACCCTCCTTGGAGGACCTA 

ACAGGTTGAATCCCAAAAATGTTCACCAGAGGCCTACAGTGGCTCTACTG 

TGTGGACCTCATGTGAAGGGGGCTCAGGGTATCAGCTGTGGAAGGCACCT 

AGCCAACCATGATGTCCAGGTCATCCTTTTCCTGCCCAATTTTGTCAAGA 

TGTTGGAATCTATCACCAATGAGCTGTCGCTCTTCAGCAAGACCCAAGGC 

CAACAAGTGTCTAGCCTCAAAGATCTGCCCACTAGCCCTGTGGACCTGGT 

CATCAACTGCCTGGATTGCCCTGAGAACGTCTTCCTGCGCGATCAACCCT 

GGGACCT 

>Sequence 327 

AGGTACACATGCATGCATACACACCCATACAAACATCTGTGTGAGGGCAG 

TTCTGGAGATGAGCAGAGAGAGACCGGAATAAACTCAATCTTTTCTTTCC 

CAAGCTCCTAGCCAACACTATCCTTGGGAGAAAGAAATTTGCAGAAACTG 

CTAAGACCAAGTGTGGAGATGTCAAGCTAGTTCACACTCTGAGGCTCAGA 

ATATGTAGGACATGCACAATTGTGCAGTCCTTTGGGATTGGAAGTGAAAC 

AGTCTGTGATCCCCTACCTTCTAGGGAACTAGGACCTAGGAAGAGGTAAA 

GATTATCAGGTATGCAAAGCGCCCCAATTCTTCTGCTGCCATGGGGGATT 

TTACCCCAACTCCAGGGTTCGAGGCCAATCTGAGAATGGCTTAGGATTGC 

AATGTCAAGGTTTTATATCACCCCCTTGCTTGAGGCTTGGGGATAAAATC 

CCCTTAGGAGTACCTGTTCCCCCCAAATTTTTTTGTGGCACAAATGCGCT 

ACTTTTTCCGCCGGGGTTTTTTCAATCCGGGAATACCCAAGTGGGAAAAC 

GGGTGAGAAAATCN 

>Sequence 328 

AGGTACATATTTGTCCTTCTAGTTTGTTACTATCCTTCCCTGAAAGAGCG 

GAGCTGTTTATAGGAAGCACAACATTTGAGTCCCATTCACTGCTGTTTGT 

ATTACATTTTCACAAAGCCTGCTTTGAAAGCTGGCAAACACTGCAAGTTA 

CATGTTACCATATTACACATGGGAGGACCCATACACATTGTTATTTTTAA 

ATTTAACATTGAACAAAAAAAAGGAGGAATCACTTAACTTGGAAACAAAA 

CACCAAAGTTAGTCAGTGGAATGGTCAAGAGCAGGACAAGCCTGCCAGGG 
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CCACTGAACTCCAGTCACAAGTGGTCAAAAGTATGACCGAGAACAACTGG 
ATGCAGGAACATCAGCACAAAATACAGATGGGAATATTCTCGGGAGTGGT 

ACCTGCCCG 

>Sequence 329 

CCGGGCAGGTGTGAAAGTTTAACGTTTGCGATAAACTGCCGGAATTTTGA 

TACATCTGTGATTTAGGTCATTAATTTAGATAAACTAGCTCATTATTTCC 

ATCTTTGGAAAAGGAAAAAAAAAAACTTCTTTAGGCATTTGCCTAAGTTT 

CTTTAATTAGACTTGTAGGCACTCTTCACTTAAATACCTCAGTTCTTCTT 

TTCTTTTGCATGCATTTTTCCCCTGTTTGGTGCTATGTTTATGTATTATG 

CTTGAAATTTTAAl' l i rTTTTTI 1 G C ACTGTAACTATAATACCTCTTA AT 

TTACCTTTTTAAAAGCTGTGGGTCAGTCTTGCACTCCCATCAACATACCA 

GTAGAGGTTTGCTGCAATTTGCCCCGTTAATTATGCTTGAAGTTTAAGAA 

AGCTGAGCAGAGGTGTCTCATATTTCCCAGCACATGATTCTGAACTTGAT 

GCTTCATGGAATGCTGCATTTATATGTAAGTGACATTTGAATACTGTCCT 

TCCTGCTTTATCTGCATCATCCACCCACAGAGAAATGCCTCTGTGCGAGT 

GCACCGACAGAAAACTGTCAGCTCTGCTTTCTAAGGAACCCTGAGTGAGG 

GGGGTATTAAGCTTCTCCAGTGTTTTTTGTTGTCTCCAATCTTAAACTTA 

AATTGAGATCTAAATTC 

>Sequence 330 

AGGTACAGATGATGCCAGTGTTCCGGGCTGTGATGGGTGGTGAATCAATG 

TCCAGGCGGCACATGTGCTCCAGGGATGTGTCAGCCATGGCTGCGTGCAG 

CTGCTGGGTCTGAATGAAGGCAGTCCCGGCTTCACTATGGGGCTTCGACA 

TGGCTGCTGAGGTCCTCCGGCGCTGACCGACTCGACAATTAGAAAACCTG 

CATCTTTAATACAGTGAGATTTGTATGCATACACTCTGGTGTCTTCATTT 

TGCAGCCCATTATATTGGCTTAAAAGCCAGAAAGGTGCTCATGCATGTAA 

TTTATACTGGAGCAACGAATGCAGTGTATGTGGACGCGTGTGTGTGCACT 

TTGAAAGGCAGTAGTTTTAGAAGAATGAGAAGAAAATTACTTCCTGGGCA 

TTCATTAATAATTCAGGTGATATCCTGTACCTGCCCG 

>Sequence 331 

AGGTACCAGACTCTTATTTCCTGCAGCTCTTGAGAATACTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGGTTGCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCACAATCAAGATTCCCTTTTGTTGCATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTTTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

CTTTGGCACGCCAAGGCAGGAGGATTGTTTGAGGCCAATAGTTTGAGACC 

AGCCTGGGCAACATAGTGAGACCCTGTTTATACCAAAGCAAAAACATGAA 

TAATGACCTGCCCGGGCGGCCGCTTTAGAACTAGTGAATCCGCCCGGCTG 

CACGAATTCCATTTAAGCTTATCGTTACCGCCAACCTAAGGGGGGGCCCG 

GGTCCCACGTTTT 

>Sequence332 

AGGTACTAGTGTTTTTTAGATACAGAGACTTGGGGAAATTGCTTTTCCTC 

TTGAACCACAGTTCTACCCCTGGGATGTTTTGAGGGTCTTTGCAAGAATC 

ATTAATACAAAGAATTTTTTTTAACATTCCAATGCATTGCTAAAATATTA 

TTGTGGAAATGAATATTTTGTAACTATTACACCAAATAAATATATTTTTA 

CCTGCCCGGGCGGCCGCCCGGGCAGGTACATAATACATGATTGAATACAT 

G ATCGT ATTTAAC ATG 1 ' 1 Hill 1 1 TCTGCAGTGGACAAATAAACATCCT 

CAAAGTAGCAACTGCAAATCAGTTACCCTTAGAAAAGCAAGACCAAACAC 

TGTAGTTACACTATTAGCAGTGACCAAAAAGGGCTAATATTTTCTAAGAA 

TAGTTTAAATTACAGACATTTGGTATATTTACCTTATGTGAAATACATCA 

CTATTTAATTACATTAATTTTAACATCTGTTGTGTGGAGTTGTATAGTTC 

ATGCAAAAGCCTTGGGGTATGGGTTTTTCAAACCAGCAGAAAGGTCAAAG 

GTACCTCGGCCGTTTAGAACTAGTGGT 

>Sequence 333 

AGGTACTCTTTAAAAAAAAAAAAGTTTTAGCATGTTACATATTCCTAATA 
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AGTGAAATTTTATGTCTGGGCTAAGATTTACTTCACTTCCTCGTGTAAGA 

ATGCCTTGCTTAAACTCAATATATAAAAATCAGAATTTTAA AAATT AAAC 

AATTAGAAATGAAGTTATTCACTTTACAAATACTGGATTTATTnTCTAA 

ATTTTTTAGTTATCTTTACTTTTTCACACATTTATGTTACCTGGCTTGCC 

ATGTGGGCCTTTGAAGTTCCATATCCCCTGACAGTAA GGGA GATCTGCTC 

TGAGTGTTGCCTAAGACATCTACAAACAAACCTG GTGTT TTATTCCAGTT 

GAAAAAATGATAATTCTGTGAAGCATCTGGTCTTCTTTTTACTAGCAGCT 

CTAGTGTTTGAGCCTATCGTTTGGAACTGTGGAAAATTATTTCTTT AAGT 

AGCTTTTTAAAATGGATCCCTGTCTACAGAGAGACTTAAGCTTGGGTTTT 

TTCTTAGGGGCTTAGCrTTAATATGAAAGTTTTTTTGGATGGAACT 

AAAGTAAG 

>Sequence 334 

CCGGGCAGGTACTTGGCTTGCCCCGGACCACAGCCTCGTAACGGTAACCC 

CTGCTTTCCAGGGGCCTGGCACCGCCATTTTTAAGGGAAGCTGTGAAGCT 

CCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAGCTAT 

TGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACTCAGCAGG 

AAAAGAAAAAGCAGTTCCTGGTTGTTATTTCACCTCGGCCGCCCGGGCAG 

GTACTTGTATCTGGGCCAGCTTGATAGGGAGAGAAATCCTAAGGAATGTA 

GAGATGATGACCCTACCAAATTTGGAACTAGACTCCAATGAGTTTAGTTA 

AAACAAACACTATGGTGAAGAACTTTCTTCATTAGTATCTTGTCACTTGG 

GGGAGTGAGGGGGGACAGAATTTGCTCTTAAAAACCCAAGGGTTGCTTCC 

ATGTGTTATTACGATGGTCTTTGTAGGCCTTCATTTGGGAATGAGTGGTA 

AAAAAAAAAATCTGTACCCT 

>Sequence 335 

CCGGGCAGGTACGGGGGCGCAGGTCCAGGTGGCGGGGGATATGCTGCCCA 

ACTCCACCGAGCGGGCCATCACGATCGCTGGCGTGCCGCAGTCTGTCACC 

GAGTGTGTCAAGCAGATTTGCCTGGTCATGCTGGAGACGCTCTCCCAGTC 

TCCGCAAGGGAGAGTCATGACCATTCCGTACGGCATGATGAGTTCTGAGC 

TGCGGAGGAACCCTCATTTCCTCAAAAGTAATTTATTTTTACAGCTTCTG 

GTTTCACATGAAATTGTTTGCGCTACTGAGACTGTTACTACAAACTTTTT 

AAGACATGAAAAGGCGTAATGAAAACCATCCCGTCCCCATTCCTCCTCCT 

CTCTGAGGGACTGGAGGGAAGCCGTGCTTCTGAGGAACAACTCTAATTAG 

TACCTCGGCCGAGGTACCGGATTCTCTCTTTAACCCTTCCCTTCGTGTTT 

CCCCCAATGGTTAAAATGTTTGGATGGGTTTGTGTTCTGCCTGGAAACAG 

GGGCTAACATAATTTAAGGGAATCCATAACCGGGCTAAAATGAAAATCTT 

ACCCAT 

>Sequence 336 

CCGGGCAGGTACTTGGCTTGCCCCGGACCACAGCCTCGTAACGGTAACCC 

CTGCTTTCCAGGGGCCTGGCACGGGCATTTTTAAGTGAAGCTGTGAAGCT 

CCmCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAGCTAT 

TGGTTGCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACTCAGCAGG 

AAAAGAAAAAGCAGTTCCTGGTTGTTATTTCACCTCGGCCGCCCGGGCAG 

GTACTTGTATCTGGGCCAGCTTGATAGGGAGAGAAATCCTAAGGAATGTA 

GAGATGATGACCCTACCAAATTTGGAACTAGACTCCAATGAGTTTAGTTA 

AAACAAACACTATGGTGAAGAACTTTCTTCATTAGTATCTTGTCACTTGG 

GGGAGTGAGGAGGGACAGAATTTGCTCTTAAAAACCCAGGGTTTGTTTCA 

TGTGTTATACGATGTTCTTTGTAGGCCTCCATTTGGGATTGAGTGGTTAA 

AAAAAAAAACTGGACCTCGGCCGT 

>Sequence 337 

TCTCTCCTTGTTCCCCACTAAGTATGAGGTTATGGTTGTGTTGTCCCCTC 
CCTCCCCCCCATAATTGATTTGATAAATTTGTTGGTGTGTTTNTTCGGGT 
GTTGCACTACT 
>Sequence 338 

GCGAGGTACTTTGGTCCAGATAACACTGGTGATATCATGACCCTGAAATT 
CTTGACTGGACTTCAGAATTTCATAAGCGGCATGGGTACTGTTCACTTGG 
TCACTGCAGATGGGAGTTTTGATTGCCAAGGAAACCCATGTGAACAAGAA 
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GCnTTAGTTTCTTCTITGCATTACTGTGAAGTTGTCACTGCTCTGACCAC 
TCTTGGAAACGGAGGCTCTTTTGTTCTAAAGATGTTTACTATGTTTGAAC 
ATTGTTCCATAAACTTGATGTACCTGCCCG 
>Sequence 339 

CCGGGCAGGTACCCCTTCATCCACCAACCTCCAGAGAATAACCTGGCTGC 

CCTCACTTCTCCAGCTTTTCTCACAAGGCACTTGTTACAGGGCTGCTGAT 

GGGAGAGGGAGGAAGGCCTGGGAGGGGGATCTGGTGGTGGCGCCCAATCT 

ACAGGGTCCGGAATCAGGGTGGAAGTTGTCAGGGACTAGCGGCTGCCATA 

GTACCTCGGCCGCCCGGGCAGGACGTGTAGTGGGCCGGAATGGAGAATCC 

AGTGAACTGGACCTACAAGGCATCCGAATCGACTCAGATATTAGCGGCAC 

CCTCAAGTTTGCGTGTGAGAGCATTGTGGAGGAATACGAGGATGAACTCA 

TTGAATTCTTTTCCCGAGAGGCTGACAATGTTAAAGACAAACTTTGCAGT 

AAGCGAACAGATCTTTGTGACCATGCCCTGCACATATCGCATGATGAGCT 

ATGAACCACTGGAGCAGCCCACACTGGCTTGATGGATCACCCCCAGGAGG 

GGAAAATGGTGGCAATGCCTTTTATATATTATGTTTTTACTGAAAATAAC 

TGAAAAAA 
>Sequence 340 

GGAGCTCCACCGTGGTGGCGGCCGCCCGGGCAGGTACCGACCGCTCCGAG 

ATCTGTATGAGTTGGAGGCAGGCCAGTGTGAAGGTGTGGGAGGAATCCGC 

CCACACGCAGCTTCATACAGCACCCTGAGGACAATGTGGCTTCCCTGATT 

CACACCTACTGAGCCAAGGCCCCCTCTGAAGTTAGGTCAAGAGGGCCCAC 

CCTAGCCGGGCCAACTCATTCCTTTGAGGACCTGATACTCAATGAACTGC 

TTACTACCAAAAAAATGCTAAGGATTCAGCAAAAAGTGCAATTTCCATTT 

GAGAAGTAAGATTCTCCCCAAAACATGACACCACCTTTTCATCCTTTCAG 

AACCTCGGCCGAGGTGGACTAACTGCAACGGAGAGACTCAAGATGATTCC 

CTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGTTAACCCTATAA 

ACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAAGGGT 

CGGGACCAAGGCCCAAATGTCTGGGCCCTTAACAGATTTGGGGCCCAAAA 

AGAATTCTTCAGCACTTGTAAGAACTGGATAAAAAGT 

>Sequence341 

CCGGGCAGGTACTTCACTCAGATACTAAATAGTAGTTTATTCTTTAATAT 

AAGTTACATTCTGCTCCTCAACCAAATGCAATTTTTTGTGTGTGTTTGAA 

AGCTAATTTGAGAAAATTTCATAGGTTACATTTC CTGCA GCCTATCTTTA 

TCCACAGAAAGTGTTTTCTTTTTTTAAATCAAGACTTTTAAAACTGGATT 

TCCTCCCATCACTGTTTTTTGAAGGTCCTCCAAGTCCGTGTTAAGGTAAA 

TATCTGTTTTCTTCCTGATGTCACAGCCTGAGCATACTCTGTGCATTAGG 

AAGACCTGAGTGCATTTCCCACCATTGTCCTTTCCACATTATGTTGTAGC 

TGGCTGGCTGTCAGGCGACTACAAGACTGAGGGTCTTGTGCCTTATAGAT 

CTTTGTATCCCCCATGGCTGACACATAGTAGGTACCT 

>Sequence 342 

CCGGGCAGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAATAAA 

CATTGACAGTGTTTGGTAGGCACAGGGAAACAGGATAACGTAGAGTCATT 

ACAGAAGAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATCAGAA 

TTAGGTGAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTATTTGA 

TGACTTTGAGACTTTTTTACTCTTGCTATAAAAAGAAGGCTACTTTCTTT 

CCCTAATATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGAGAAA 

AGTAATTCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATAAAAT 

AAAATCAAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAAAACA 

CCGTTAGTTGCCTACCATAATTTGAGCACTTTTTCATGAAAAAAAAAAAA 

AACCATTCAGTTTCCTACAGATTTTGCACAGTTCATTCCATGGAGATACT 

TTTAGGGAAATAGGGAAGAGGGGTTGGN 

>Sequence 343 

ACGCGACGAGAGCACATAGCTAAAGATGATGAGATGCGCTACATCCATTA 
AAAGGCGGAGTGGTTGCAGTGATGAGGGACCCACTGTTTACAGCTTTATT 
ACAGACATGAAATCAGACACCAGGGAGGACCCTGCTACAAAGAAGCACAA 
GATGTGGTGTTGCTTAAAAAGTCCTGTATGTGAGGAACTCTTTCATTTTC 
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TTGGGGATTGGCAGTGCTAGGACTTGGTAAGTTGTTAGGAAACTTCGAAG 

GGCTTTCCGGCATAAGTGCTTCAGTGAGGACAGGACCCTAGGAGCTGTCC 

AGAACTGGACGTGGCCATCTTTTGTCCCTGTGGCAATGACTCCACCATGT 

GGAAAAAATGTGCCGCAAAGCCCATTGGTCTTAGGAACAAATGCAATGGG 

AGTTTTTAGTTCCAGGGCCCCAAATCCTGAGGAGTTTGTTATTTGCCACC 

GGGGAAGGGTACCTTGGCCGTTTTAGAAATAGGGGTTCCTCTCGTCTGAG 

GGATTTTTTTTTCAGGTGTTTGCG 

>Sequence 344 

AGGTACCAGACTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTTTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTTTCTTTCCTGGACCGCAGTGGCTCATGACTATAATCCT 

ACCACTTTTTGCAGCTCTAGGCAGGAGGATTTGTTTGGGCCAAGATTTTA 

GAACCAGCCTGGGCAAGTAATTGGGACCCTTGTTTTTCAAAAATTATTTT 

TCCAAAAATTAGTGGGTGGCG 

>Sequence 345 

AGGTACCCCGGCCTGCAGAAGCCCTCGTGGCACCCGCCCCACTGGGTGCT 

GGGCCCTGTCTGGGGCACGCTCTACTCAGCCATGGGGTACTATATGTTTA 

GCTTGCAATGACATGACTCCAGAGCAAATGGCTACAAATGTGAACTGTTC 

CAGCCCTGAGCGACACACAAGAAGTTATGATTACATGGAAGGAGGGGATA 

TAAGAGTGAGAAGACTCTTCTGTCGAACACAGTGGTACCTGCCCGGGCGG 

TCGACCGGGCAGGTCTCCAGAGCCTTCTCTCTCCTGAGCAAAATGGCAAC 

TCTTAAGGAAAAACTCATTGCACCAGTTGCGGAAGAAGAGGCAACAGTTT 

CAAACAATAAGATCACTGTAGTGGGGTGTTGGAACAAGTTGGTATTGGCC 

TGTGCTATCAACATTTGGGAAAGGTATTTGGCTGAGAAACTGTTTGGGGG 

ATGGTNTG 

>Sequence 346 

AGGTACTCCAACTTCCATTCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTA 

TCAGCCCTTTATCCTCACACGCTTTTCTACAATGGCATTCAATAAAGTGC 

ACGTGTTTCTGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTGCCC 

GGGCGGCCGCCCGGGCAGGTACAAGTATACATAAAAATGGCATAAATGGC 

ATAATTGAACCAATTACTGGATTCAACTATATTAAGACTATTTCCTTAAA 

TCCTACTTCAGACTAAATTATTTTACCTACATTCTTTTCCATATTTTGGA 

ACTTCTGAGTCATTATTTTCCACCTTGCACATTAAAATAATTTAAAATTA 

CATGTATCCCTTCTCAATAAGTTTAATCAGCTAACCCTAAGCTAGAGGTC 

AAAATCTACTTCCTCTAATATCAAAACGAAAATTTAAAAGGTTTCCAAAT 

ATTAATTCAATATTAATTGAATATTCAATGAATTCATTTAATGTTAGATT 

AATTCATTGAATATTAATTCGATGAATGACTAATTAATAGG 

>Sequence 347 

CCGGGCAGGTACCGTTTCCTCAGCGGCGGACTGCTGCAGTAAGAATGTCT 

TTTCCACCTCATTTGAATCGCCCTCCCATGGGAATCCCAGCACTCCCACC 

AGGGATCCCACCCCCGCAGTTTCCAGGATTTCCTCCACCTGTACCTCGGC 

CGCCCGGGCAGGTACATTTAATCAGTAAATCAGTTTCACATCATGTATTG 

TGATGTTTCAATGTGAGACACAAAAACAATGGCTTGAAACTTGTGTATCA 

TATGTGATTTTGAAATGAACACCTTGAATAGCACTAATTTTTATTTGTGG 

GATTTTTCTATAACAAAACAAGTAGCTCTAGGAAAAGAGGTTTTATTTTG 

TAAACGATCATTTGTGACCTCAGACACTCTCTGGCTAATATTTTAATAAG 

CTCACAGCAGATAATTCTGAGATCATGGTGAGGGGGTGTGGCATGTTGAG 

ATTTAAATTGGCATAAAGCTGCATACTTTTTGTCTAGCTGTTTGATTTCA 

TTTTTTAAATAGGATGCCAATTTTGTGACTGTN 

>Sequence 348 

CCGGGCAGGTACAACCAGCTCCTCTTTTGCGTCCACACGGATCTGAGAAA 
GTGCACTGTAGGCATAAGCAGCTATCCTGGAGACCTGCTGCAAATCAGAG 
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AACGGGATGGGCTCACTGGCCAGCACTTGGTGGGGCTGGCTGGTAAGAGA 

CGGCAGCGGTGGCAGCTTCTTCCAATGGGTCAGGCTGCTGCTCAGCACAG 

CCAAGCGGGTGCTGTACTCATGACGGAAGTTGCCGCTCGCCCACTTGTGC 

AGCAGCGTACATCATTTAAATAACATAAATGACTTTTACACAGCTTGACC 

TAGGAAAAAATAAAATCCATCATAGCCACAGCTAAAAAGCATGTTAAGAT 

TCACAATAAGAATTTGTTTCTCTTATTATAAAGAGAAGAGCAATCATATA 

ACCTCCTGGGGGTGGGGGGAGACCTCATAAATATTTTATATTGATTGACA 

AAACAGCATGCTCCCTGGGTACCT 

>Sequence 349 

AGGTACTGATTTAACACTCTGTATTACTGAACTTCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAGGTTATCAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATAGAAACTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTGAAGATTCTTCTTTC 

GGTGGAAGACAATGGATTTCGCCTTCACTTTCCTGTCCTTAATATCCACT 

TTGTTGCCACACAACACAATGGGGATGTTTTCACACACTCGTACCCATAG 

CAAGACTTCCCAACACCACTGCACATTCAGTTTTCAGCTCTGTGCTTGAG 

GTTTCTTGGTGAAGCAAGTACCTT 

>Sequence 350 

CCGGGCAGGTACAACTTAAATAGCATCCTAGGGTAAAGAGTAACATATTC 

CCCAAGAAACAGAACTAAAATATTTCCTATTTTATGAGAAGAGTGAGTAA 

GAACAACAGGATACCTCCCTCAACAGCCCACTTATAAAACATTATTTCCA 

TACGAAATCCACAGCCTTTTCGGTAAGACTTTAAGGAATGTATGATAGAA 

ATACAATAGTTATCTTCAATTCAATATTCATTGAAAGACTAATAACCAGT 

GATTCTTTGCTTCACAATATGGTCAATTGCCAAAGGGTTCAATAACTTAT 

CAGGTAAAATAACAGTAAATAGTGGAAATACTATATTTAGTCCT 

> Sequence 351 

AGGTACATGCAGGGAATATTACAATTGCAATCATTATTTTAACACCATCT 

CCTCCCCCTCTTCCCTTCCCAAAAGATATAAAGACATAAACATCATCTGC 

TGCCAAATAAATCCTGAAATTCGAGGGCGATGCTGGGAAGGTATGAAATT 

AGAGGGAGGCATGTTGCTTTTGCACTTTCAGATCAATGGCTGAATTCCAG 

ACCCGGGGAAGCCTTTCAGATCCGCATGTAATTTGTTTAAACAATTGCTG 

TTCATCTGCCACAGCAGCACTTGTAATGCCGCAGGGAGGAACTTGCAGCA 

TTTCTTGCTCACTTCAAGAAATCAACTATAACAAACCTCTTCCAGAAGAC 

TACGACATCCATATTTCTGCAATAGTTAGATAAAAGTTAAAGAACTGTTC 

CTTTTGTGAATATTCACAGTCCACTGCATATAATCGGTTATGAAAACTGA 

ACCCTATAAAGAGCGAGAGTAGAGGACTNNAATGAGAACAGAGGGATCGA 

AGGGAATCAG 
>Sequence 352 

AGGTACTGCACGCTAAGTGATGCTCTCTTGTAATTGAAAGAGAATGGGTT 

TCCCTTCAAACCATATGCTATTACTAGTCTCTGAGTGCCTTCAAAGCACA 

TACTCTTCCTTTAAAATCCAAGGATCCTTGCCTTCAAAAGACACAAATGC 

AGTAGTTTTCATTTCTTACATTCACTTAAAAATGGATTATGATTCCAGCA 

GGCAAATCTGCATATTAAATATAGACAACCCAACCACAGTATCTGAACGT 

TAAAAGAAATCTATCACGACAGACATTTTACCTAGTTATAAATAACGTAA 

CAATAGATCACACTCAGATTTCTTAAACAGCTCACTCAGGAGTTTCCTCT 

TTTAAAAATTAAATAACTTATGGTACAACAGGCAGCAAGCCATGTATTTA 

CCATGGCGAGGGTCACATTTCACCATCTGGTTGGCTGGCTCAAAGCAAGC 

ATTGGTGATCTCTGCTACAGAAAGCTGTTCATGGTAGGCTTTCTCAGCAG 

AGATGACC 
>Sequence 353 

AGGTTTTGCTTTTTTTGAAAAAGGTAAGTTGCTGATTAAGTCTAATTGGA 

ATTGATAATTCCATAGTCTTAGATTAAAATGAGGATATTTTCTCCTAGAT 

TTTCTCATGTTATGCCATGCATTTATATATCTAACCATTAATTTCACACT 

AAGGATGCTTCACCATATAATAAAAGGAGCAAGATGGAAGCACTTTGAAT 

TTTCTTTCATTGAGAATAACTGTTTTATGTAAGAATCTGTATTTATAACA 
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CCAGATATTAAGATAGGCTTCCATTTTTTAATGCAAGCCACTTACTTAAT 
CTTGTATTC1T f T I CAGGACTCAAATAACTAGCTTTG AACATAATATTA A 
AACACTACTTATAGAATAGATTTATTAATGTTAATACCTAGTGAATATCC 
ATGTGGCATCCTGGTTATGTTATCGGTTCAGCGTTAATCCTATAGAAAAG 
TGGTTTGGAGGGGATTGTGGGATAGTGCGACAGGTATAGAATTTAATCC 
>Sequence 354 

AGTACTTGTTAGTTGTTGAGAAACATTTTAGGCAGTAAATAAAATAGTAA 

ATATTATGTGTCCTATAATTTGACCTAAGCTGTGTGCCTTTGGAATCAGC 

TCTAAGCCAGGGCCCCCCGGGAGTCATGTTAAGTAACACGTATATAAAGT 

GACATACATCAAGGTTATCTTATATAGTCATAACAGTATTATTGGGTCTT 

TCAAAAACAGCTGGCAGATTGAGCTTTTAATGGCTATATTGATACAGTAG 

ATAG AGCACCTCTAAGGAGTCCTGCCCG 

>Sequence 355 

AGGTACCCAGAGACTATGATTTATATTGATTGCACTTGCCTGCCATGATT 

TAGATAAGA'l l"i I'l l IGCATGG ril'l'l ATTCTTTCCTAACGGATCCTGTT 

TTATAATACTTCCAAGCCTGTCCATGGATATATCAAATGTCTTCACTTGT 

ATATTTTCATGGCTAGGTATTTCTAATGTTTATTCTTCCCTGTGTACTGC 

AGGGGATGCTCTGCCGGTCCAGGGACAACAGGCTTTCTCTTGCTACTGCT 

CTGATTCTTGTCTCGTTCCGTTTTTTCCTTCTCACCATCTTTCTGTGTGC 

TGTTTTCTTCATTCTGATCATGGTCCCCACTGTCATCATCTTTCAAAGCG 

TCGAACTTGTTGTTCATCCTCTCGCCGCCGCTGTCGCCCCCGCGTACCTG 

CCCGGGCGGCCGCTC 

>Sequence 356 

AGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAATAAACATTGA 

CAGTGTTTGGTAGGCACAGGGAAACAGGATAACGTAGAGTCATTACAGAA 

GAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATCAGAATTAGGT 

GAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTATTTGATGACTT 

TG AG ACT7T l"I ' rACTCTTGCTATAAA AAG A AGGCTACTTTCTTTCCCTAA 

TATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGAGAAAAGTAAT 

TCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATAAAATAAAATC 

AAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAAAAC 

>Sequence 357 

AGGTACCTCTTTGCCTTAAATTGC mTI AGTTCT A AG ATTGTAG A ATG A 

TCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAA 

TCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence 358 

AGGTACTTCTTTTCCAGAGCAGGTGGCACAAAACGACCCCCCAGGTAATG 

GTAGCGACCGGTAAACTGGGTTGCAGATTTTTTGGGGGCTGTGAGGGAGA 

TGAGCAAGTCTGGCTGGATCCCTCCAGCATTTCCCTTCTCCACGTCCCAT 

CCTGAGGGAATGTCGATGCTGGCAATGGGCACAGTGAGTCCCTTCAGGAC 

ACTCAGGATGCTGTGGAACGGTTCCCGAACATCGCCCTTGAAGCTGAAGC 

CAAAGATGGCATCCACCACCAGCTCATACAGTTCATCAATCGTCATGGGC 

TCTGCGGGCATTTCCCCAAGGAAAGGGATGTCCATTTTCTGACACTGGGT 

CACCAATGCAGTGAAGAGGGGCTTGTTAGGCCTTTTGGGGTAATAGATGG 

TTGGCTCGTAGCCAAAGAGTTTGAGGTGTCGAGCACAGACCAGACCATCT 

CCTCCATTATTCCCCGGGCCACAGATGACCAGGACAGTAGG 

>Sequence 359 

AGGTTTTCATGCATGCAGACTTTTATTTAACCTCATTGAAATTAAAATTA 

GCAATTTAAAATACAAAATATAGCATTTTGGTTTTTAAAAATCACTATCT 

TTGTCCTTTAAGATAAAAACAAATAGGGTTGGTCACCCTTATATGTCAAC 

CCAAAAAGTATCAAAAATACCTTGACTGCATGAAAGAACAGCTTCTTTAG 

GTCTATGCATTTTGACTTGGGCTTCTGCCAGATGATACCATCCACTTGGG 
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CAGACAGGGCTTTCCTTTAACCCTTCTGTTAGGTTCCTAACAGCATCTTC 
ATACTTTTTGCCTTGGAACGCTTTAATGCCTAAGCCAATGAGGGCTGGAC 
CACTTTTTGAATCCATTTCCACTAATCTACAACAATACTGCTGCCCCTCA 
TCAGTAAGATTTTCTGAATAATTAAATGCAAACAAGCCCTTTTAATGGTT 

ACTGTACCTGGCCGGCGGCC 
>Sequence360 

CCGGGCAGGTACCAGCGCGTCCCATACGTGGAGCCGCCCGAATACGAGTT 

CTTTTGGGGCTCCCGGGCCAGCCGCGAAATCACCAAGATGCAAATCATGG 

AGTTCCTGGCCAGGGTCTTTAAGAAAGACCCCCAGGCCTGGCCCTCCCGA 

TACAGAGAAGCTCTGGAGGAGGCCAGAGCTCTGCGGGAGGCTAATCCCAC 

TGCCCACTACCCTCGCAGCAGTGTCTCTGAGGACTAGCAAAGTCTGGAGG 

CAGATGAATGGTTTCTGACCCTCACCAGGGCTGTGGAAGGGTGGGGGGGG 

GTCATTATAGTATTCAGGATTTACAGTGCAGTATTCACGGGTAACTTTTA 

AGTTTTCAGTACCT 

>Sequence 36 1 m 

CCGGTCAGGTGTGTGTATTCACGCAGTTACTCGCTTCCATTTTTATGACC 

TTTCAACTATAGGTAATAACTCTTAGAGAAATTAATTTAATATTAGAATT 

TCTATTATGAATCATGTGAAAGCATGACATTCGTTCACAATAGCACTATT 

TTAAATAAATTATAAGCTTTAAGGTCACTTATACTACCAATAACTTGTTA 

AATCAGGATTTGGCTTCATACACTGAATTTTCAGTAT 

>Sequence362 ^ 
AGGTACTTCTCCTTCAGGGCATCACCCACCTTGCGGAAGTCTGCCAGCTG 

CAGCCAGCATGTCTTCAGGCTACATGAGCCGGACACCCCATGGCACTTGC 

AGGCCACATCAGCCAGGTTGTACAGAAATTTGTATATATGATGGTTCTTA 

GAACTTGTTTTAATTTTTG^^ 

CCAATGATTATCCATATGTGTTCTTAATTTTTAACTGCTGGAAGTGTTAA 

AACACACACACACACACACACACATTTTTTTTTTGAGAACTCCAAAGTCC 

TGAAAATTTTGGTGGACAATGATTTTTAAAAAACTAACTTTGTATAACCT 

AATATTTGTATTCTCTCATCTATATTTTTTTATTCACTATAATCATGATA 

CTCTTCTAATAGACTTAAAAGTTAATCATTGACAACGAAAAATAAAATGT 

TAT 

>Sequence 363 _ 
AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

GATCTGAAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

GTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTGTTAG 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGT * 
>Sequence364 

CCGGCCAGGTACAATGTTGTTATGGTAGAGAAACACACATGCCTTAAAAT 

TTAAAAAGCAGGGCCCAAAGCTTATTAGTTTAAATTAGGGTATGTTTCAA 

GTTTGTATTAATTTGTAATAGCTCTGTTTAGAAAAAATCAAAGACCATGA 

TTTATGAAACTAATGTGACATAATTTCCAGTGACTTGTTGATGTGAAATC 

AGACACGGCACCTTCAGTTTTGTACCTCGGCCGCCCGGGCAGGTACAAAA 

AGTGATCAGAAGGGCAAGGGCATGCTAACGTCATCGGGGGGCCAGTCTCC 

AAGTCGCAGCCCCGTGCCCCCCGGAGCCGGTGGCTATCTGAACTCTATGC 

ATTCGCTGGTAACAGCGTCCCGTATGAGCCCCAGTCGCCCCCGCCCTTCT 

TCAAGCCCCCCAGGGTACCTTGGCCGCTCTGAACTAGGTGGGATCC 

>Sequence 365 

CCGGGCAGGTGCAGAATCTGGTAGACTGCTCTGGGCCTCAAGGCAATGAA 

GGCTGCAATGGTGGCCTAATGGATTATGCTTTCCAGTATGTTCAGGATAA 

TGGAGGCCTGGACTCTGAGGAATCTTATCCATATGAGGCAACAGAAGAAT 

CCTGTAAGTACCTCGGCCGAGGTACTGGTCTGTGGCCTGGGGGTGGGGAC 

CCCTGTTTrAAGCAGTTTAAGAATTATTCTTTTTCAGAATATCTACCTCT 

ACTGGGATAAGATCACGTTTCTTTACTGTGAGCACACAGTAGGTGCTCAA 
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TAAATGCTTGTTGCAAGAATGAATGAC 
>Sequence 366 

CCGGGCAGGTACACTGTCACCTGGAAGTGGTTCTTCTTCTGGCACACAAA 

GGCGTCGTCGCCCACCGAAAAGTTGAAGCCCTTGTCCGCATCCACGCGGT 

AGGTGAGCATGGGCAGCTCCTTGTAGTTAGCATCGTACCTATAAAGTAAA 

GCTAAAATGATTTTATCTGTGAATTCAGATTTTAAAAAGTCTTCACTCTC 

TGAAGATGATCATTTGCCCTTAAGGACAAAAATGAACTGAAGTTTCACAT 

GAGCTATTTCCATTCCAGAATATCTGGGATTCTACTTTAAGCACTACATA 

AACTGACTTTATCCTCAGACTAGCTGAATGATTTTGTGCTGTTTCAGGAT 

G TtTGC ACTGAAGAAAAACAGAAAGCTTATCTGAAATTTATAAAACTTTT 

TGTTTTGCTACATAGAAAACAGAAGGTATTTGAATAATAAGCAGTGATAT 

GCTTAGTGAGCACAGCTATACTGATTTTGATTAGAATAG 

>Sequence 367 

GTCGAGCCCTAAGCAACTACTATGGGTGATGGGAACTCCCCCGCGGTGGC 

GGCCGAGGTTCATTATTTTCCTTGTCTGCCAGGATTGGTGGCGCAAGAAG 

AGGTAGCCTAATATATTCCATAAGTTTACTTAGATCTTTCCGTCTCTGTT 

CCAAATCATGACGGACCCAAGTAAGAAGTGCATTCAATATTGTCTCCTCA 

TTAGGAATGTTCATGTCATCACTAGCCAAGAGCTTTGCAATTTCGCTGGC 

TGGTAATAATACAAATTCCTGGTTTCTGATTACTTCCATGAAATGCTCCA 

TAGTATAATTGTGAGCCACTTTATGCAAATCTGTACCTGCCCGGGCGGCC 

GAGGTACTGTATTAGAACACTGGGTGTGTCATACCGTTATCTGTGCAGAA 

TATATTTCCTTATTCAGAATTTCTAAAAATTTAAGTTCTGTAAGGGCTAA 

TATATTCTCTTCCTATGGTTTTAGATGTTTGATGTCTTCTTAGTATGGCA 

TAATGTCATGATTTACTCATTTAACTTTGATTTT 

>Sequence 368 

AGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGACTTGTC 

AGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAATAAGGT 

TGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACAAATAAA 

ATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTATAAGAG 

ATC AATTATTGTC AGTC 1TIT1 TGTATGTV1 Y 1 " I AAA AACATAGTCC AG A 

GCATGGGCAGAATTGACACCTCTCITITAAGTGAAATTrGGATTGCTCAC 

AAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACACAACTGG 

GCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAACAGTTCA 

TGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAGTTGTAG 

ATGAAGTAAAGTTATAAAAGAGATTAAAAATGCG 

>Sequence 369 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTAATTGCACTTAACACA 

ATGAACCTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

CTTTTTATAAAAACTGCTTTCAAAGGGCATAGAGACACCACACATGGTCC 

ACAGCAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAAAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCCAAAAGAATGTGAGCAATCCTATAACCAGC 

TTTAAGCCATCTGCTTGATTTCTITTrrrrrn'TGTAAGGAACATATATA 

GGAAAAGAGAATTCCCCTTTTGTTCCATTACATATAGAAACCTTTTGAAG 

CTTTCAAATAGCTTGGTTT 

>Sequence 370 

CCGGGCAGGTACTGCGCCATCTGGGACACCTTGTTTCCCAGCTGGGAGGC 

TTCAGCCCGGGCAGCATTGGCCAGCGGCTCAATGAGATGGGAGATCTCTT 

GGACTGCAGTGAGCATCTGAGTGTGCAAGGCCTCTTGAGAGATTCCCTCA 

CGGGGAGCAAGCTGCTGGCTGACTGCAGCGAGTGAAGCCTGTTCTAGGTC 

CCTTGGACAACTGTTTAAAACCTCCAATGCACTTTTTATAATTGTGTTTT 

CCCACACCCTTTAAAAAAAAGAGGGT 1 1 11 I I I ITnTITCTAAAAAAAT 

TCCCCCCCCCCCCTTTCTTTTTTAAAAAAACCCCCCCCCTCTTTAAAAAA 

ATTATTATTATGTTGGTT1 1 TTAAAAAATAATTTTTTTm Tl'GGGGGTG 

TGGCCCCCCCCCCCCCCCCCTCCCCCAGTAATAAATTTTTTTTTTTTTTT 
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TTTTATATAAAAAAAAAAAAAA AAAATTTG I I I mill 1AAAAAAAA 

>Sequence 37 1 ' ^_ 

CCGGGCAGGTACTCTGGCGTGTCAACCTGGAATTTAACGGAGGTATTTC 

AGGCAAAATACCAAGGGATTTATATGAGGATGAGTTGGTGCCCCTTTTTG 

AGAAGGCCGGACCCATTTGGGATCTACGTC TTATGAT GGATCCACTGTCC 

GGTCAGAATAGAGGGGAGGCATTAATAACCTTTTTTGGAAAGGAAACTTT 

CCAAGGAACCCCGAAACTTGGTGGACAAATTTTAAAATTTCCCTCTG^ 

AACCCCTTGGGGGGGGGCCirTTTTTGGGGAAAAAAACAAA^ 

TGGGGGGCCCCTCCCCCCC AATTTTTTTCCTCTTTAAAC ACCC 1 1 1 iiiT- 

GGGGAGAA Tl ' t 1 1 i ll 11 1 CCCCTCCCCGGGGTTGGGGGGGGGGGTTTTT 

TTTTTI 1111 1 n r C TCCTTCCTTGATAAAAAAAAAAAAAAAAAGGGGGG 

GGGCCCTTTTCCTCTTCTTTATGAGTGGGGCCCCACTAAATCTGAAAAAT 

GTCCCCCTCT 
>Sequence 372 

AGGTACCTGAGGAACATAGATTCTCTGCTTCTTTCTCAAGGGGAACCCTC 

TCCAGCTTCCCTGGTGTGACCCTTCACATGCCAGATTGGGTAGGATCACT 

TTGAACTGCCTGAAGTTCAGGAAGGTCATCAAGCTCCATGTGTTCATCAC 

AGGAGTTTTATCCAGGTGAAATGGCAAAATTTTATTTACCTGGAAAAACC 

CTTTCCGGGGGGGGGCGTTTTTAAAAATGGGGTGTTCCCCCCGGCCTCGG 

GGGGTATTTGTATTTTATGC T i ll 11 11 11 1 CCC CCCTC CTCCCTGGGGG 

GGGGGGGCCTTTCATA AAAAATA'IT n" 1' rrTCCTTTTTAA A AA A AAAAAT 

GGGCCCCCCCCCCCTTGGTTGGGTTAAAA 1 1 1 1 111 1 1 1 ATTATATTTTT 

TTATTTCCCCCCTCTCCTCTTTTGGGGGGTGGTGCCCCCCTTCTCACCCT 

TTrrrTTTATTTTCTTATATGGGGAAGTTTATCm 

ATTATTAATTTATCATATTG 

AGGTGTACATTTCCATG 

ACTAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTCT 

TCCGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCT 

GTAAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGCCAAGTCT 

AAAAAATAGTACCAACGGGAATCATAATGAATACATGCAATGAATTTAAA 

ATGTGAAAATGAATTTAAAAAGTAAA AAGG GCTCTGCGGTGTAATTTTTC 

TTAACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTAA 

TTAGCAACGTCAAACAAAATTATTCTAGATGATGAGCCCTACAAATTACT 

ACTACTAGCAACTGTCATTTTTTACTCGGGCATGCTGTG 

>Sequence 374 

CCGGGCCGCGTGAAGAGGAATAATGCCTAGAAGTTCCAGGGTGGGGCTGG 

GGCTGGAGACGACGAGGAGGAGGATTAAGTGCACCTGTCCCTCCTGGGCT 

GCTGGATTGTCTCGTTTTCCTGCCAAATAAACAGGATCAGCGCTTTACAC 

CATGTTGTTACATGTAAACAAACTTCAATTTGAAGTGCAGCTATTATGTG 

GTATCCATGTGTATCGACCATGTGCCATATATCAATTATGGTCACTAGAA 

AGTCTCTTTATGATACTTTTTATTGTACCT 

>Sequence 375 

AGGACAAATGTGGTGTGTCTTCCAACTTTCATTGAAAATGCCATATCTAT 

ACCATATTTTATTCGAGTCACTGATGATGTAATGATATATTTTTTCATTA 
TTATAGTAGAATATTTTTATGGCAAGATA 

>Sequence376 _ _ 

CCGGGCAGGTACGAGTTCAGCCTGACCCGTGAGACAAAGAAGCACGTGCT 

CTTTGGCACTGTGGGGGTGCCTGAGCACACATACCGCTCCCGAACCAACT 

TCACCAGCAAATACAACATGAAGGTCCTCTACTTATCCGCCTTCACTAGC 

AAGGACGAGGGCACCTACACGTGTGCACTCCACCACTCTGGCCATTCCCC 

ACCCATCTCCTCCCAGAACGTCACAGTGCTCAGAGACAAACTGGTCAAGT 

GTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGCTC 

CTGCTCTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACT 

GGTGGGGCCCATGGAGGAGACAGGAAGCCTCAAGTTTCAGTGCGGAGATC 

CTACTTCTCTGAGTCAGCTGACCCCCTCCCCCCAATCCCTAAACTTGGGA 
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AGAAGTGGGGACCCCACCCTATA 
>Sequence 377 

AGGCCGATACACTCGTATAGTATAAGGCGAATCGCACACTGCAGCGGCGG 

CCGCCCGGACAGGTTCGCTGTGTGCCTAATACATGCATGTTGAACGGGAT 

GTAGCAATACATTCAGTAGCGAATGGGTGAGTAACACGTACCTAACCTAC 

CTTTAAGACTGGGATAACTATTGGAAACAATAGCTAATACCGGATATAGT 

TATTTATCGCATGATGAGTAATAGAAAGGAGCTTCACAGCTTCACTTAAA 

AATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGA 

CGATGATGTTTAGCCGGGCCGAGAGGCTGTACCTCGGCCGCCCGGGCAGG 

TACAAAGAGTGATGGCAATGTGACTGGAACAGAAATAGTTTCTACCAGGC 

ACACAAAAGCTCCTGTAAGCCCCGTAGTTCCGTCCTGCAAAGGGCCTCAG 

TGGGAACCAGGTCTGCAGACCCGAGTGGGCAGAAGACGGGTGGAGGCAGG 

TGCCCCAAATGGTCCCGCAGGCGTTACCGTCTGGTTTGGAGACCTTAAGG 

GAAGTG 

>Sequence 378 

CCGGGCAGGTACAAAAGGAGAAAAACTATGTCTAAGGAGGGAAGCACATA 

ATAGAATTCTATTATTACAATAGAATTCTATAAATACAAAATTGGATAAA 

CTTTATCAGAAGCAGGTGTTTGTCACCATTTTATATGTGAAACTCAGGAA 

GTTCTTGATTTTTTAAGAGCTGTATTCCTTAATCTGGTTACAGGCTATAA 

AGGAGATAATCATTTACATGATCATATTCTCAAACAGATGGTCACCAAAT 

GGAATCAAAGGACTGATTTGATGTAGCCGGTAGTATGATAATTTTGTAGT 

TAAATGAAAATACAGATAGATCCAGAAAATAAGTAATTTTCCAGTAGCCA 

GTTAATAAAATACAGACCTAGAATAAGCAATTTAACAAGATTAGGAAAGC 

AACTCTGATCAAAATGTGTTGATAACAAGTACCT 

>Sequence 379 

AGGTCXCCCTTTTTTTTI 11 11 11 1 1 ill 111 1 1 CTGGAC AGCAGC ATCT 

GTTTATTGACAATTCCAGGTCATTCCTAACACGCCGCAGCAGGGCTCTGT 

ACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTCATGAAGCAGACCATTGG. 

GAATTCCTGTGGCACAATCGGACTTATTCACGCAGGGGCCAATAATCAAG 

ACAAACTGGGATTTGAGGATGGATCAGTTCTGAAACAGTTTCnTTTTGAA 

ACAGAGAAAAATGTCCCTTGAAGACAGAACAAAATGGCTTTGAAAAGATG 

GGGCCTTACCGGGCAGCCCATGAAGCCCCGGGCACAAGGAAGGCCAATGG 

CCGGGTAAAAAAACAAGGGGGAAATTCCCATTTTTTATTTGGGTAAAACA 

ACGGGGGTGGGCCCCTCTTTTAAAACCTrGGGGGGAAAAATTTTTTTTTT 

TGAAAAAAAAACCCGCCCCCCAAAAAAAAAACACCCCCTCTGAGGGACGC 

CCCCCTCTAAAAGAAAAAAAA 

>Sequence 380 

CCGGGCGGGACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTGTAG 

AATGATCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATAC 

TTGCTTTCTTAAAAAACANAAAAACTACTGTCAGTATTAATACTGAGCCA 

GACTGGCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTT 

GTATTAAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATT 

TACAATCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTG 

AAGGCCTAATATATGCCAAGTACCT 

>Sequence 381 

AGGCGCTATGCCCCAGGACCCATTGGAGACGACATAGTACAAGGGCGCAT 

CTCACTGAAACAAGATAGTGATATGGGGCACGTATTAACTTAAGATGAAT 

GTAGAAGCAAAAAGATTTACAAGAATTAGCAGTAACAAGATTGATGCTCA 

AGAGACATAATTGTACCTGCCCG 

>Sequence 382 

CCGGGCAGGTACTGCCGGCATTGTCTTAGGGGTTAATAAGGTTAACCTAT 

GGTTACAAAACAAAGGGTAACTTGAAGTATTGAGTAACTGCTTCTGTAAT 

ATGGGGGAGAATAAATTTTTAAATTTGGTTTATTTAGAGGAAAAATTTTG 

ACTTAAATTTAACACTGATTTGGCACATAAGCATTGAGAGTGTATTTGGT 

TAATGGTTTAGAAGCAAACCAGCAAAGGAAAAAAGCAAACCCTAGCAAAC 

CTTTCACAAATGTTAAAGAGACACTGCTCCATTTTAGCAGTGCGGGTCAT 
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TTTGAGTTTAATGAATCCCCATCAAATGGTGGTATAGTAGATAG CTAT GT 
GTGTTTGTAAGGGTTTGTAGCTTGCAAGACGTGCACTAATAATATTTTAT 
ATGATCTTTCCTGGTTGGCAGGACCCATGGATGAAGGGACCAGATCTTGA 
TCTAGGCCNACCTTGTAGATCCAGATGAAGACTCTGACAACAGTGCAATT 

TAT 

>Sequence 383 

AGGTACAGGATATCACCTGAATTATTAATGAATGCCCAGGAAGTAATTTT 

CTTCTCATTCTTCTAAAACTACTGCCTTTCAAAGTGCACACACACGCGTC 

CACATACACTGCATTCGTTGCTCCAGTATAAATTACATGCATGAGCACCT 

TTCTGGCTTTTAAGCCAATATAATGGGCTGCAAAATGAAGACACCAGAGT 

GTATGCATACAAATCTCACTGTATTAAAGATGCAGGTTTTTAATGTACCT 

GCCCGGGCGGCCGCCCGGGCAGGTACCCCACCTCCCTAGCCCTCTGTGCT 

TCAAGTCTTCCTTTGACCCCCTTCGCTCTCCCACAGCAGGGCTCTCAGCT 

GCCAGCCAACCAAGCAGATGGTGCAACAACCAGACCTAAAGGAAGGACCT 

GGGGAAGAGGAGAAAGGGAGCCTGGCAAGTCTGAGCTTGGGAGGTGGGGT 

CTGGACCTCGGACCAATTACTTCATCTGCTACCCCACGCTTT 

>Sequence 384 

AGGTACACATGCATGCATACACACCCATACAAACATCTGT GTGAG GGCAG 

TTCTGGAGATGAGCAGAGAGAGACCGGAATAAACTCAATCTTTTCTTTCC 

CAAGCTCCTAGCCAACACTATCCTTGGGAGAAAGAAATTTGCAGAAACTG 

CTAAGACCAAGTGTGGAGATGTCAAGCTAGTTCACACTCTGAGGCTCAGA 

ATATGTAGGACATGCACAATTGTGCAGTCCTTTGGGATTGGAAGTGAAAC 

AGTCTGTGATCCCCTACCTTCTAGGGAACTAGGACCTAGGAAGAGGTAAA 

GATTATTAGGTATGCAAAGCGCCCCAATTCTTCTGCTGCCATGGGGGATT 

TTACCCCAACTCCAGGGTTCGAGGCCAATCTGAGAATGGCTTAAGATTGC 

AATGTCAAGGTATTATATCAGCCCCTTGTTGAGGTTGGGGTCATAATATC 

CCTTAGGACTTACCTGTTCCCCN 

>Sequence 385 

AGGTACCAGACTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCA TGCTG CATGCCC 

ACAGCTAGATTACTnrTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTCTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

C 

>Sequence 386 

CCGGGCAGGTACACTGCGTTCCAGGCTGGTGTATGGGGTTGATCCTTATC 

GGTCACAGTTAGATTAGCTACTATGATGTCTACCCTGTTCTCAGGAACTT 

CACCATAAAACGTCATGGCAGTAAACTCTGGAGGATTGTCATTGACATCT 

GTCACTGTGATGACGGCCGCCCGGGCAGGTACATGGTTGATTTTGTGCTG 

TTGTTTGGACTGTAACATCCATGTTGTCAATACGTATACCTTGTAAGTGG 

ATAACTITTCTTTTTCCCAGGCCAGAGAATTCAAATTGTTAAAACATTGG 

CATTTGAAGAGGAGAACAAAATGTAGCATGATGTATTTAAAGTAAGGCCT 

TTAGTAAN 
>Sequence 387 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 

AATAAAATTGTAATTTAGAATTTTrAATCTTAGGTTTCTTGATTAATTTA 

TAAGAGATCAATTATTGTCAGTCTTITrrGTATGTTTTTTAAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACA 

>Sequence 388 

AGGTACCCAGTATTTCTAATTAAATTTCACATGCTAAATTAATGAAAGTA 
ACAAGATTGTAATTTTTTAAAGTCAGTTGATTAAATGCAATAAATATTGG 
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GTTGCTCAAATATGCCACAAATAACTCGAAATTTTTCATTTACTTTCAAC 

AGCATAAGATTCTTTAATATTTAGGATTGACTGTTCTTTCCAGTTAAGCA 

CTGAAGGATTATGTCTTGTAGCTTCCCCAAGAGAAGGG GAAGG AAAAAAA 

AGCACTATGTTAAGGATAATACAGAACTCTTTTGAACTATTTTGGTAGTA 

CCTGCCCGGGCGGCCGTCCGGGCAGGTCCCAGTGGAGGAAGGCCTTCCGG 

CGGA 

>Sequence 389 

CCGGGCAGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAG 

GTTTGCACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAAT 

AGATGTCTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAA 

GGAGATTGATGCATCAGGTTCAGTTTAACCTGTAATATCTGACTACCCXT 

GAATCCACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTT 

TT1 1 y I CG A AGTTATTAAGC ATATTCCTTTTCC ACG AACCTCTTCTGTACC 

T 

>Scquencc 390 

AGGTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTAACATTTCT 

GGGACTGAATCCAGGCAAGAGAAAGAAGAAAAAGAAGAAGAAAAAGAGGA 

GGAAAAAGGTAGGGAGAAATAAAGGGAGGAGAGAAGCACAGTGAAAAAAA 

AAAAAGTCCCTTTTCGACATCACATTCCTGTGTTTTCCCTCAGCCTGGAA 

AACATATTAATCCCAGTGCTTTTACCCCCGGAAACAAAGAGACTAAGCCA 

GACTTATGGGGGAAAGGGAGATAAGAAGGATCCTGGAACTTTAAAGAGGG 

AAAGAGTGAGATTCAAAAATCGCCAGGACTGGACCTTAAGGGACGTTCTG 

TGTCAG 

>Sequence 391 

GTCCAATTGGTGANTCNTGCTTCCTTACTAACAGTGAGGGATGACTTTCA 

TCAGTCTTTTATCACCTGAACAGTCTTCCGGCCATAA TGAT AGTAACTAT 

AAGCTGATGCAGCTGTGGTGAAAGCTGTAAAACACCTnTATGGAAGAAA 

AGAAATAAAATGTAGTTGTCAAGTCTAAAAAATAGTAGCAACGGGAATCA 

TAATGAATACATGCAATGAATTTAAAATGTAAAAATGAATTTAAAAAGTA 

A AA AGGGCTCTGTGGTGTAAT 1 " VTTC 1 "I A ACTACAAGAGTCTAAATACAC 

TGCTTTTCTTC 

>Sequence 392 

CCGGGCAGGTACCGCATCAGCAAAAGTGCCTGGCTGAAGGACACTGTTGA 

CCCAAAACTGGTGACCCTCAACCACCGCATTGCTGCCCTCACAGGCCTTG 

ATGTCCGGCCTCCCTATGCAGAGTATCTGCAGGTGGTGAACTATGGCATC 

GGAGGACACTATGAGCCTCACTTTGACCATGCTACGTCACCAAGCAGCCC 

CCTCTACAGAATGAAGTCAGGAAACCGAGTTGCAACATTTATGATCTATC 

TGAGCTCGGTGGAAGCTGGAGGAGCCACAGCCTTCATCTATGCCAACCTC 

AGCGTGCCTGTGGTTAGGAATGCAGCACTGTTTTGGTGGAACCTGCACAG 

GN 

>Sequence 393 

AGGACAAATTCAGTCCCAATACTCAATACGTATTATAGATGACTATGAGT 

GCAAACCTTAGGATGTGATTTTCTGAATAATTGTTCmGTAGGATTTGG 

TTACATTATTTAAAATGAAAAAGATCTAGTTTTAGTGTGAGCTCAGTAAT 

GTTAATTGGTTAAGTTCATTGTGAATCTTGAGTTTTAGATAAGTAGTTAT 

TTTTT1 CA ATATCACTTCTG "1 TTT TAGTGATATTATATCAAGAAACAACG 

TATTCAAGAGCCATGGCTGACAGTGCCAGATATACTTAGGGATAAACATC 

AAAATGCAATTATAGTTGCTATAACGTTAGATACTCGGAATCAAAATTTN 

>Sequence 394 

AGGTACAGTGATAGGTATCTTTCTTTGGAGTTTTTTTTTTGTGCATATGT 

GTATAGTTTTATGGGTTCTGAGTTGGTGACCAGTAAGTTGCATGTAGTGC 

TGGCACTTACTTAATAACTATTCATGATATTGTTAATAACTTGTTATAGG 

ATTGTATTCCCAATTACAGTCTCTAAGATTGTAATTGATATTATCTGAGA 

GGTAGTGTGACAACTTTCTTTTGTTGTTACATTAAGCCGAAAACATAATA 

CTAATAGACAACTAACAGTTTGCTTATCAGGCACATCAACTAAGGCACCT 

CCCCCCATGCTAAGTTTCTCCTGGATATATGGAAGTTGATTGTTTCCCAG 
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TTTAAAAACT 
>Sequence 395 

AGGTACATAATAAACAAGTTTCAACCAGCAAGAAATTACTAATATTGACT 

GTGGAGTTTTGGCTGTTTTAATAGTTCTAACTCATTATTCCGTAATTCAA 

CACAGCACTACCAACACAGCTGGCAATGACAAGACTGGGAGTATCAAACT 

AGGATTATTAGGCACAATCCAGGTGGCCTCTGCAGCTGTGTCTCTCTTTC 

CTCTTCTGTTCCTATAAGGGCAGGGCCTCCTTCAGGAACAGCCACCAGTG 

AGCTTCCTCCTCCCTTCTGGTCAGTTGGATTTGTCACTGTTCAGCATCTT 

TTCGATGATTTACCTGCCCG 

>Sequence 396 

AGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCTTAC 

TAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAATAGTCTTC 

CGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCTGT 

AAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGTCAAGTCTAA 

AAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGA ATTTA AAAT 

GTAAAAATGAATTrAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTTCTT 

AACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTAAT 

>Sequence 397 

AGGTCAGGAATCTTGTCTGAGCTACTGGAATGAAGTTCACAGGTCTTGAA 

GACCAATATTATTTGTCAATATGTGGGGATAACCTGTAGCTGCATTCATG 

AGGTAGCAAATAGCAGTTTTGGCCTGTGGGGTGAACAGCTAAACAGTGTT 

CTGGCATCAGATAACACGGCACAAAGGGATTGTGTCTAGCTCTTTTGGAG 

AAAATTTATGTCCAGTCTCAGGATCTGTGGACAATAACGGAAAACTTTGA 

ATATTCCTGACAAGTTGCCATATTAGGAGTCAGTTCTTTACTTCTCTGAG 

ATTCCCAGGTCATCCATGA' n ' 1 'l' f 11 TTTTAATTTGAGACAAAGCCTCAC 

TA 

>Sequencc 398 

GATTGCGGAACTACCACNAATTTCGAGTGGACTCCACCGCGNGGCGGCCG 

CCGGGCAGGNATTGNCCAGTATGTTATGCNCNGGGCCGCAAGAAGGGAGC 

CAAGCNGACNCCNGAGTAAGAAGAGANNNGAAACAAAAACCGANCAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAGGCNGGAACCNCGGCCGCCCGGG 

CAGGAACTTGACAGTTTTTTTAGAAGAGAGAGGNNAGGGACTACTCGGNN 

NAAGCAAGAGAGATTTCGGGGGTCTTTTTGTTTTAACTATTGCCAGGAGA 

TTGGGCTAAAGAGAAGACGACGAGAGTAAGGAAATAAAGGGAATTGCCTC 

TGGCTAGAGAGTAGTTAGGTGTTAATACCTGGTAGAGAT 

>Sequence 399 

GAAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTACGGACCGCACGGA 

GAAGCTGAGGCCTGAGATGGAGGGGCCCGGCAGCTTCACCATCTTCGCCC 

CTAGCAACGAGGCCTGGGCCTCCTTGCCAGCTGTGAGATGACCTCCGTCT 

GCCCGGGGGACTCTTATGGGGAACTGCCTTACTTCCCCGAGGGGTGGGCA 

TGATGAATGGGAGCCTGCAGTCATTTCCTACTGTTTCAGGAAGCTTTCTC 

CTTAACCCCTTAGAAAAGGCTGTGGAACTTGAGCTAAAATATGTCTTACC 

AGGTTGCGTCTAATGCCCCCCGTTCCCTACTGGGCAGAAAGACTTGGGTG 

CTTCCTGAGGAGGGATCCTTGGCAG 

>Sequence 400 

AGGTACTGCTTAATTCTTTTTTCTCCCTCCCTCTAATCC 1 1 1 1 1TTGACT 

GTCACATTTGTCCTAATAGCAAGTTAGGACATGTCTGTTGGCTCTCGAGA 

TTCATGGGACAGCAATGCAGCAAATCTAGCCATAGTATTTGCTCTCTCTA 

GCCCTGCCCTTTTTCCTGTCCAGTGAATATCAAAACA GGTA GAAAACATG 

GCCTGAAGGATTGTCTCTGCCACCACCTCCATATGCATTTTACCAGTAGT 

CCTGTCATACAGGTTGAATTAGTTTTATGTAGAACAAGTCATGAACACTT 

TAGTGTGGAAAAATAGTATTATATAAAGCTTAATATTAAA 

>Sequence401 

AGGTACATTATCAGATACAGTGGTTGACCTCTTTTTTCCTTTACTCCCTT 

TTCATCTGAGAGAGCCTTTTAGAGATCCGGAATCATTTGCTGTCTGCAAT 

TACTATAGGCTTTGGCTCACAATTCTGGGGAAAATGCCAATTGAAGGAAC 
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CCTGCCTATAC ATTTTATTTTC 1 1 Ti 1 CT1 CGAGACAG ACAACCTCAAAA 
TAAGGTCCAAATATTGGTTCCTTCAAATGGTGTCAAAAAGAATAGTATTA 
TATGAGGAGGATAGTTATCACAGAATAAGAACTAAAATCCCAI 11 1 I TTT 
TTTTTAGGAAAAAAAGACCTTCGATGATGCAGGTGTCTGTGTATAAGGAA 
CTAT 

>Sequence 402 

AGGTCTCAGCGTGGCTACAAGTAACTGTGGTGTGGAAGCAGAGTAGAGAG 

AAAACTTGTTCCTCATTAGAGAGAGAGCCACACTTCTCACTGCTCACAAT 

GAGAGGCCAAAGATTACCCTTGGACATCCAGATTTTCTATTGTGCCAGAC 

CTGACGAAGAGCCTTTTGTGAAGATCATCACTGTTGAAGAGGCAAAGCGC 

AGGAAGAGCACATGCAGCTACTATGAAGACGAGGACGAAGAGGTGCTGCC 

TGTCCTACGGCCCCACAGCGCGCTCCTGGGGAATATGCACATCGAGCAGC 

TGGCCCGACGCCTTCCTGCAAGGGTGCAAGGGTATCCATGG 

>Sequence 403 

AGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCTTAC 
TAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTCTTC 
CGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCTGT 
AAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGTCAAGTCTAA 
AAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGAATTTAAAAT 
GTAAAAATGAATTTAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTTCTT 
AACTAC A AG AGTCTA AATAC ACTGC [TTTCTn AAG AGTTC ATTTTA 
>Sequence 404 

AGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAGGTTTGC 

ACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAATAGATGT 

CTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAAGGAGAT 

TGATGCATCAGGTTCAGTTTAACCTGGAATATCTGACTACCCCTGAATCC 

ACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTTTTTTTC 

GAAGTTATTAAGCATATTCCITITCCACGAACCTCTTCTGTACCTGCCCG 

>Sequence 405 

AGGTACCTCCTCATGNACATGGGGTTTAAATAAACTACAAGTTCTATTAC 

CTTTTTTATTTTCCAGGGAAAAAGAAACTTGGGAAGGCTATTTTACACAA 

TTAATTACACATTGACACCACAGTTCTGTTTGGATAAATTGGATACTGTA 

TCCTGGAGTTTAGACAGGGAAAAGTGATCCCAATGTTTTACTTTCAGGTG 

TAAGATTTAAAACAAGAATTTGGACCAAAATGTTCATCACTGCAGTTACT 

TTCTGCTTTCCATTTTTAAGCATGTTATCTTCATGTAGTCCACCTGAACA 

TCAACAGTTCAGCCTCTACAGAGTTTCTGTAATA 

>Sequence 406 

AGGTACGTTCAGATGTAGCCATGACTGGAGAAATTACACTGAGAGGTCTT 

GTTCTTCCAGTGGGTGGAATTAAAGACAAAGTGCTGGCGGCACACAGAGC 

GGGACTGAAGCAAGTCATTATTCCTCGGAGAAATGAAAAAGACCTTGAGG 

GAATCCCAGGCAACGTACCTGCCCGGGCGGCCGAGGTACTACTAATTCTA 

CAATGCCTTTCTCnTTAGTCAGTATTAAAAATCTTTTTTAAAGTATTGGT 

ATGAAAACAAATTTTTGTTGCCCTGATAATGGAATTTTAAAACTACCCAC 

AGTTTAAGAGAAAACATAACTTGGTAAAAAAGGTAGCCAATAAAACCACA 

A 

>Sequence 407 

AGGTACTCAGGGGAAACTGGAAGCCGCTGGCTCTTTCAATTCTGATGATG 
ATGCAGAGAGCTGCCCAATCTGTCTCAACGCATTCAGAGACCAGGCCGTG 
GGG ACGCCGG AG AACTGTGCCC ATTACTTCTGCCTGG ACTGCATTGTCG A 
ATGGTCCAAGAATGCCAATTCCTGTCCAGTTGATCGAACTCTATTTAAGT 
GCATTTGTATTCGAGCTCAATTTGGTGGTAAAATCTTAAGAAAGATCCCA 
GTGGAGAACACCAAAGCGAGCGAGGAGGAGGAGGACCCGACCTTCTGTGA 
GGTGTGCGGCAGGAGCGACCGTGAGGACAGGCTTTTGCTCTGCG 
>Sequence 408 

AGGTACCAGTTCTAAATGGGCCAAGATCCTGGGGACGCCAAAGTTATTGG 
CTGGATGGCTGATGAACTGAGGCCAACTAGAGACTGGTAGCACAACTGGG 
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GACCACTTAGGGATGGAGAGTGAACACATCCTGGGCCTGGATAGGACGGG 

GAGATGGTGAGTGATGGTCAGACGTGGCCCTTGGCTCTCACTGTTGTTAT 

CCCTCTCACGTTCACATAGGGGCACACGCAGGGCCAGCTTCATGGGTGTG 

CAACCTGTGCAGCCACTCAGAAGGGCCCXATGCTGGGTTTAATGCTTGGC 

TGTCACCATCATGAAATTAATAATGGTTGAACAGGGGCCCTGCGTT 

>Scqueace409 _ , , _ x 

AGGTACAGAAATAAAAATTAGCAAACAATTATTCTAGGGATATnTCAGA 

TTTTACTTCATTTCTTGAAATGCGTGTGCCATATG CAATTGCA TTTCTTG 

TGCCAAGAAACTAATAGAACTTATTTCACTTTACCTTTTTTTAAAATGTG 

AATTTAGTTATTATAGTTCAATTTTATGGCCTTACAGATGGCTTTTATTT 

TGTTTGCAGCTGACACTGCAGTTCCTTTCATGCAAA ATACCA TAAACTGT 

TTGATGAAAATCATGCCCCTAATGGAAACTCTCTAGTTTTTCCATATAAC 

TATCCTACTGTACCTGCCCGGGCGGCCGCTTCGACCAACATGTGGTGAGC 

ATTCCACGGGCGCATGAAGTCTGGGTGCTGTGCTCGAGTCTCTGAATATT 

TTGATAGGAAGCGACAAGAAAAATCAAACTGCTCTTTGCTGACTACTGGA 

AAGTGAAAAGATGCTCAAGTTTACCATTTCAAGAAACCATAG 

>Sequence 410 

AGGTACAGAAATAAAAATTAGCAAACAATTA'rrCTAGGGATATTTTCAGA 

TTTTACTTCATTTCITGAAATGCGTGTGCCATATG CAATTGC ATTTCT 

TGCCAAGAAACTAATAGAACTTATTTCACTTTACCTTTTTTTAAAATGTG 

AATTTAGTTATTATAGTTCAATTTTATGGCCTTACAGATGGCTTTTATTT 

TGTTTGCAGCTGACACTGCAGTTCCTTTCATGCAAAATACCATAAACTGT 

TTGATGAAAATCATGCCCCTAATGGAAACTCTCTAGTTTTTCCATATAAC 

TATCCTACTGTACCTGCCCGGGCGGCCGCTTCGACCAACATGTGGTGAGC 

ATTCCACGGGCGCATGAAGTCTGGGTGCTGTGCTCGAGTCTCTGAATATT 

TTGATAGGAAGCGACAAGAAAATTCAAACTGCTCTTTGCTGACTACTGGA 

AAGTGAAAAGATGCTCAAGTTTTACCATTCAAAGAAACCATANGCATTTT 

CAAAAACN 
>Sequence4U 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATnTTAAATACA 

AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTrCTTGATTAATTTA 

TAAGAGATCAATTATTGTCAGTCTTTTTTGTATGTTTTTTAAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACAC 

AACTGGGCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAAC 

AGTTCATGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAG 

TTGTAGATGAAGTTAAGTTATAAAAGAAATTAAAAATGCCGTAA 

>Sequence 412 

CCGGGCAGGTTTGGGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGAT 

AAGCTTCGTGGAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGG 

GTAACCTAACTGAGCAAACCTCAGTTGCATTTTGATGAATCCATAGTCAA 

ATTAGCGAGACACGTTGCGAATTGAAACATCTTAGTAGCAACTCAAAAAA 

AAAAAAAGAAAAAATGAAAAAGCTTGTAACCT 

>Sequence413 ™^ 
CCGGGCAGGTACTTACACTCCAAGGTAACAGAATAATAATACAATCTTCT 

ATTTATTGCTCCCTATCAATGTTCTAAAAACCrrTACATTTATTTAATCCT 

CATAAAAATCCTGTGAGGTAGGTAGTATTATCATCCCTAATTAAAAGATG 

AGGAAATTGAGACACAGAGAGATTAAAATTGCTCAAGGTTACAAAAACAG 

TAGGTGTTAGAGCAAGAATTTAAACCCAAGCAAGTCTGACTCTAGAGCCC 

AGGATTCATCACAATATTCATTTCCTATGAGCAAATCTCAAGGTTTTTGG 

ATATCTATAGTAAACCATTTATACTTCTAGTCAAGTAACACATATGAAAA 

TTCATGTCCACACCATGGTGAAGAAGTTGTTCAAAGAATAAAATGAATGC 

CTTGAAATTTTGGCAGATGATACTACCATGATAATAGGTAAAAACTGGTG 

GCT 
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>Sequence414 

AGGTACTATGAAAAGTTGATTGTAGCACAACTGTTCAATTAGTAAAAGGT 

CTTCGGCAAATTCCCTTTAGAGTATACTTTCTATAAACTACATGTTCCAC 

AAAAAGGTCAATTATATATACAATTGATTTGTTTTACTTAATCTTATTTG 

CTCAGATCTTGCAAATGCAATGAGAATATTAAGCCTGAGGCTAGTTCTCA 

GTGTATAGG TTTAA CAAATTAACKjCTCATTTTCCCAAATCAAAATAGTTT 

TTAGTTTTCCTTTTAAATTATGAATTACATTCATAGTACAAGAAGAAATG 

CTTAAGGAAGAATTTCAAAAGAAATCTGAGCAGTTAAATAAAGAGATTAA 

TCAACTGAAAGAAAAAATTGAAAGCACTAAAAATGAACAGTTAAGGCTCT 

TAAAGATCCTTGACATGGCTAGCAACATAATGATTGTCACTCTACCTGGG 
GCTTCN 

>Sequence415 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

GATCTGAA ATCTGT AGATGCC^GTCTGGCTCAGTATTAATACTGACAGTA 

GTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTGTTAGAA 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGTACCTGCCCG 

>Sequence416 

AGGTACATAGAGCTTAAATAATATCAAAATGCAAATATAGATTGGGTGCA 

CTGTTAAGCTGAATTGCAAATTATGGCAACACACACTGGACTGGGGTATA 

CGTTGCTTTGA TATCA( XATTTGTTTGTTTATGTCATGCAGACCACAATA 

GTCAATCTTTTGTTTTTCTTTTTTGTACCTGCCCG 

>Sequence4l7 

CCGGCCAGGTACTGCCATGGCCAGTAAAAATGAAAGTGGATAGATACGGA 
AATACACACAAAGTGAATTTTGCTAAAACAAATCAATGGCACTTAAGACA 
^CTATTCTAAAAGGCTTATrCTTAAGGCTTTO 

CAATGTTTTAATTGAATATTAGATTTTGTAAATGTGGTTTATTTGTCACG 

TGGA TGAAATA TCAGGAAATAACTCACTGCTCAGTGGAAACTCTCATGGC 

TGCTGi FTTI I GTTGTGTTGTTTCAGG ATTGG AGGTTTTAAAGCAGG A AA 

CAGCAGTTGTTGAAAACGTCCCCATTrTGGGACTTTATCAGATTCCAGCT 

GAGGGTGGAGGCCGCATTGTACCT 

>Scquencc4I8 

AGGTACTTTATTATATTGGGTGTCTTGTCTTTTTTGGGCTTTTAGTTAGC 

TAATGAAT GAAT ACATTAGACACTTTTGGGTTTTAGTTGGGATTTTACAT 

AGCTTGCATTTTAATTCTTTGGTTCTTTGCTGTTTCTATTAACCCACAGC 

ATTATTTTAATANATGTTATANTACCC 

>Sequence4I9 

CCGGGCAGGTTTGTGCTATTCATTATTAAACACTAAAACTTTGGCGGTTC 

TTGCATAACATTGTCAGATTTTTTTAGTGTATTTCTGTGAAGTCATTTTT 

TTTC TTGTCA TTCCTTTTGTAGTAGTTGCTGTTTGGATAAAAGTTGATGT 

GTGAi 1 1 1 1 I ATTAAAC AAATAGTAAACCCTTCAATTATAGTTAGTTCTT 

GGTGAAGTAAGATGTTTGTAGGACTTTAGAGTTCTTTAATTTCTTGGCAC 

AACGTGACTGTTGAGCTAACACCAAATAGTGTGTTGGCAATACTTTTTCA 

AATGGCTGAAAACACCTAAAAATTGTTCATTCAGAAATATCTGTCACTGC 

TCTGTTGCCAAAACTCAGAATAGAACTTATACGTATGTCTGAGTCCCTGA 

GATCACATGCTAAAGTCGATGAAAAGTAACCCACTGCCACTGTCTTGTGT 

CAAAAATTTTACAGTACCTTGGCCGCTCTA 

>Sequence 420 

AGGTACTTTTGGTTATTTTTCTGTCATCAAACAAAAACAGGTATCAGTGC 

A ^A T TAAATGAATATTTAAATTAGACATTACCAGTAATTTCATGTCTAC 

TTTTTAAAATCAGCAATGAAACAATAATTTGAAATTTCTAAATTCATAGG 

GTAGAATCACCTGTAAAAGCTTGTTTGATTTCTTAAAGTTATTAAACTTG 

TACCTGCCCGGGCGGCCGCCCGGGCAGGTACACAACTGGAAAGACTGCTG 

TAATAACACAGCCTTGTTATTTTTAAGTCCTATTTTGATATTAATTTCTG 
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ATTAGTTAGTAAATAACACCTGGATTCTATGGAGGACCTCGGTCTTCATC 
CAAGTGGCCTGAGTATTTCACTGGCAGGTTGTGAATTTTTCTTTTCCTCT 
TGNGGGATCCAAATGATGATGTGCAATTTCATGTTTTAACTTGGGAAATG 
AAAGTGTTCCCATATAGCTTTAAAA 

>Sequence42l 

AGG 1 rTTTTTTTTTTTTTTTTTTl I GC A AAG ATTTTTTTTATTTCTACTG 

GGGAGGGAGGAGGATAAATAGAACTGTTTTCCAATTTGCTCTCCACTGTA 

TACACACATACCCACACACATACATAAACATACATACACCAAAAATACCC 

CAAACAAAAAACAAAAAAACCAGGAATCAAAAACCAAAACACCCTCAAAC 

TGCACCAATACTTCATATTTTGACCAAAAAAATATCCTGGGAGGAAGTGC 

AAAATGCAAAATCAAATGACCGAAAAATGCTGAACAAACAGCATTATTAA 

TATACAAAATATTTATATTACTGAACTAGTAACAGGTGATGTTCTCCATG 

TCTGTAAAACTTTGGAACCACATAGCTGATTTGTTAAATCTAGTCCATGC 

CAGCTTCCAAAAACCAAACTTTTAGTTAGCTTCATTCTTTGATGCCTCAT 

CAAAATTTTCTACAAGATCTGGAACATCATAATCTTTCG 

>Sequence 422 _ „ 

CGTGCCGATACACTACTACTGGGCGAATCGGAGCTCCACCTCGGTGGCGG 

CCGCCCGGGCAGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGAT 

GGTTTCCAGTATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTT 

TCAATATGTGATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTG 

AGAGTATCATCAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTC 

TCCATCTGGCCTCAAAACCAAATGCCAAGCTTAATTG GGCCAAA AAAACC 

CCG AAACKjGGGTTTGTTTTTTTC AGCCCCCTT AAAA AAT til 1 iGGGAAA 

AAACGGAAATTTGGCCCCCTrCTTTAAAGGGGGGCCCCCCCCCTTTTTrT 

TTCAAAAAAATTTTTTTTGTCCCCCCTTTTT 

GGCGCCCCCCCCCAAAAAAAAAAATATTATTTCTCC CCCCCGGGGAGGGG 
GGGGGCGCCTTATTTTAA AAAAAAAA AAAA AA AAATT 111 lliiiiilll 
TTCCCCCCCCCCCCCCAAAAAATAAAATGGAGCGGGGGGTGAA 

>Sequence 423 , _ 

CCGGGCAGGTACTGATTTCAGTAAGTCTCATAGGTTAAAAAAAAAGTCAC 

CAAATAGTGTGAAATATATTACTTAACTGTCCGTAAGCAGTATATTAGTA 

TTATCTTGTTCAGGAAAAGGTTGAATAATATATGCCTTGTATAATATTGA 

AAATTGAAAAGTACCTCGGCCGCCCGGGCAGGTACCATCTTGGCGGATGA 

CTTCAGCATTAGATGGTCAGGTGTATTTTTTTATTAATAGGCGCATTCAG 

TTTGGAAAAGGCAGCTTTTCATTAATGTCCCACGTAAAGGAATATGGCCT 

ATACAGTACCT 

>Sequence 424 jmumi 

AGGTACAGTAACATCCAAGAGCCCATTCTACAGTGGGTGGTTTTGGTCTT 

TTTATAACTTTTTCTCAAAGTCACTGATGTTTGTTCCTGTTAAATGTATA 

TGCATTGTAATGAGAGCCCATCAAATCCTGAGTGTCAGTTTGTTGTACCT 

ATTGTAGATGAAATAGAGATGTACCACAAACCTAGTAAATTCTGAATGCT 

TTTTCACGTAGACTTATCTGGAATGGGAACACACCTCTTCGGATAATAGG 

AAATGCTTAACGTGGGTTACTGAGTCGCGCATTGCTATCATGGCTCATAT 

AAATTTTACTTTGACCTGCCCGGTCCGCCGCTCTAGAACTAGCGGATTCG 

ACCCGCT 
>Sequence 425 

AGGTACTGTGGATCTAAAAACAAACAACAACTCAAAAAAAAAAAAAAAAA 

GAAAGAAAAAAGAAAAAGAAAACCAATGCAGGTGAAGGTGTTACCAGGAA 

GTTAAGCATGCCAAAAGGTGTTCCGTGCGAATGAAAACCTAAAGCCAAGG 

TACTCTCCACTCTTCCAGTCAGAGTGGCACATCTTGAGGTCACGGCAGGT 

GCGGGCGGGGTTCTTGCGGCTGCCCTCTGGGCTCCGAATGTTCTCGATCT 

GCTGGCTCAGGCTCTTGAGGGGTGGTGTCCACCTTGAGGTCACGGTCACG 

AACCACATTGGCATCATCAGCCCGGACCTGCAGCATTGGTAATAAAAACT 

CTGTGATTTTTAATTTCTCTGAAGTGCATTATAGGGAGCTTTTTTTTGAT 

TAAAAATAGGGTTCTACAGGTAGTTTCAAACAGGACATTTGAAATTTAAC 

AGGCGAGCAGTTACTGGGCCACCATTAACACTTAAG 
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>Sequence 426 

CCGGGCAGGTTAAAAATGTAATCTAGTTGGCAAAGGTGTGCGCTAAAACA 

CGGAACCGAACATGCATTGATTTGGATAACTTTTGAGGGTTTTTGTCAAA 

TAGCATGTGAAGAGTTACATTTTTCTTAAAAGATTGGTGGTCCCAATGTC 

AGAGTTCTTGGAACAGATAACTGAATGATAGATTTTTTTTTTAAAGATAA 

AACTTTACAACCTGCACATTTGTTATGCATACTAAATGGTGTGTTAAAAT 

TAGGGTTTCTTTGCCTCTCTACACTACACTAATCTGCCTAAAGGTGGATG 

TTTCATATTTATAATGCTAATTATCATACCTACCTACTTTAAATTTTAGG 

TAGAAAATTATCTGATTTAAATACAAACATATTTTTCTCACATTGAGTAA 

TATGCATAATGTAGGTTCAAATGTATTTCATTACTATAGTCACAATATCC 

AACTAAAAATTACGCTATCTAG 

>Sequence 427 

CCGGGCAGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGAT 
AGACAGATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGT 
ATCCATGATGATATTGCCTAG 
>Sequence 428 

AGGTACACGCATACAGGGCAGATGTCAGAGATTATGATCACAGGGTGCTG 

CTCAGATTTCCCCAAAGAGTGAAAAACCAAGGGACATCAGATTTCTTACC 

CAGCCGACCAAGATATTCCTGGGAATGGCACAGTTGTCATCAACATTACC 

ACAGTGGGGATGGGTTCACCCACTATCCCCCTGGGTGCCCCCACCCCCAA 

GAGGATGGGTGTAGGGCCCCAAAACAGGTTTTITGTTTTAAAAACAAATC 

CTCGGGACTATTGGCTTCCCCAAGGCAATTTGTTTTGTTCCCTGCCCCGG 

GGGGGGCCGGTTTTAAAAACTGGGGGGCCCCCCCCCGGGGGGGGGAGGGA 

ATTTCG ATATA A AAA 1 " l*i ATTTTCCCCCCCGC AACCCCTTGGGGGGGG 

GGGCCCCCCCCCCCCCCCATATTTTTTGCCTTCCCTTTAAGGGGGAGGGT 

TTATATTGCGCCCCTGGGGGGAAAATAAGGGGCACATAGTGTTTTTTCCC 

CGGGGGAAAAAAATGTGTTTCCCCCA 

>Sequence 429 

CCGGGCAGGTACTGCGTGTTCAACCGCAACGAGGATGCCTGCCGCTATGG 

CAGTGCCATCGGGGTGCTGGCCTTCCTGGCCTCGGCTTTCTTCTTGGTGG 

TCGACGCGTATTTCCCCCAGATCAGCAACGCCACTGACCGCAAGTACTTC 

CTTTGGCAGACGGCTATTATGTTTTACTTTAGTGCCGTATTGTGGATGCC 

AGAGAACTTGCATTTGCCAGGGAATAATCTCCTGAGATGCTATATTATGA 

AGTAGAATCKjGTGTAGTCTAATTCAATAAAGTCATCATTTCTTTGCACTT 

GCTTGACAGTTTGAATTTTTACCATTTTATACCATGTGTCTTCAGTAGAA 

TTTTGCCATATTATATAACCACAGGCAACCCAGGCTAAATGTAGACGAGC 

GTCATTTCTGAGATACATTTCCAAAATTGCTGGAAAATTTGTGCTTTA 

>Sequence 430 

AGGTACTCTTCACAGCTGATCCAGAAGTCAATATTCTCCTCACTATATTC 

AG ACTT CAAGAAAGCTTTGAAAGCTGCCAGCCCACATTCATGACTAATCA 

GGTTTTCCAGTGATTCAGCCCATTTCTTGACTTCCTCTTGGCTCACTCTC 

TGGCAAATAACCACTTTGTCCTTCTTGTGGGCGAAAGATTGGTGTCACAG 

GAATCAGATTTTTGCAGCAAGAAAACCAAGCCGTGGTTCCATATTTTTTT 

GCACTTCTTAAAGCAAGAAACCCCGGAAAACCGGGAAGGCCCTTTGCAAT 

TTTTTATTAACCAGGTTGGGAATTCCCCAGGCCGGAAAAAAAATTGGCGG 

GAGGGGGGGCCTTTTTTTTTTTTATTTAAAAAAACCCCGGGGGGGGGGGG 

AAAAAAATAAAAAAACCGCCCCCCCGGGGGGGGCKjGGATTTAAATTTTTT 

TTCCCCCCCCCCCCCGGGGGGGGGGGGGCGCCCCCAl"ll'l M l"n-l-i'l'irrr 

TTTT 

>Sequence 43 1 

AGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGTGCTTGAGAATGAAATG 

TTTCCCATCATAGTGGATTCTTAAGCACGTTCTCCACGTATGCGGCGTGC 

TAGCTGGATGTCTTTGGGCATAATTGTTACACGTTGGGCGTGGATAGCAC 

ACAGGTTGGTGTCTTCAAGGGGGCCAACCATAGGGGCCTTATTCGCCCTG 

CTAAAAAACCCATATTGGTTCTTCTGGGACCCCCCAAi 1111111 1AAAG 
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GCCCCGGACATTTTTTCCCACCAACCCCCTGAGGGGGGAGTTTGGAAAAT 
AAAAATTTAGGGGGCTTTTTTAACACCTTTATTTTTTGGGGGGGCCCCAA 
ATTTCTTTCGCGGGGGGGGCCTTTTAAAAAAAGGGGGGCCCCCCGGGCGG 
GGGGGGGATTTAAATATAAATTTTTCCCCCCCCCCCCCCCCCGGGGGGGG 

GGC 

>Sequence 432 

AGGTACATCGATGTTGATCTTCAGTTTATCTCCCCGCGACTTGTCCACGT 

AGAGCTCAGGATGCACCTCCGTGGTGAGGTAATACTGCACCTGCCCGGGC 

GGCCGAGGTACATGCCTAGACCTGGGCTCCGGCCAGCGCCCAACAGCGTG 

GATGTCGATGACTTCATCAATACGAGAATACAGGAGGCAGACAATGACCC 

CACGGCTCCTCCTTATGACTCCATTCAAATCTACXjGGTATGAAGGCAGGG 

GCTCAATGGCCGGGTCCCTGAGCTCCCTAGAGTCGGCCACCACAGATTCA 

GACTTGGACTATGAATATCTACAGAACTGGGGACCCTTGGTTTAAGAAAC 

TAGCAGATTTGTATGGGTCCCAAGACACTTTTGATGACGATTCTTAACAA 

TACGATACAAATTGGCCTAAGAACTGGTTTGGCGGTCTCAAGATTAGAAA 

ATGTGAACAGGGG 
>Sequence 433 

AGGTACATGTATTGCCATTTCTCTGCTATATAGTAATATTTCTTGACACC 

AATGGTAATGTGTTTGTTTCTTTCTCAGCACCAGATGTGTCCATATGTAT 

TTAAACAGTAGGAGCATTGTTTCTAAATTCATCTATGCTATGACATATAT 

AAACCCATTATTATTATGTTTCACTAAAGTTCCAGCACTTTAGAAAAGTT 

TCAGTTCAAAGTCATTTTGGCTCATTCATTTAGATAATACTGACCATTTT 

GCACTACAATITCAAAAGGAACATGAGAAATTTGGATTTCTTTGAAAGAG 

TCAAATATGTAATTACAGAATTGAAACACTGTGTTAATTACAAAGTGATG 

GTAATAATAAACATTAAAAATTTCCCAAGTAATGATGACTTAAGCGTTCA 

AATCCAGNTATGTGCTTTGGTATTGAAAACAGTCCAACAAAAATTCTTTT 

GGTGTTTTCTGTTN 
>Sequence 434 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAAT GTGCA TTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 

AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 

TAAG AG ATC AATTATTGTC AGTCTTTTTTGTATG 1 1 1 1 1 1 AAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACAC 

AACTGGGCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAAC 

AGTTCATGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAG 

TTGTAGATGAAGTAAAGTTATAAAAGAGATTAAAATGCCGTAACTTTTTA 

A 

>Sequence 435 

CCGGGCAGGTACCTTATTGATAGTGGAATTATATATTTTTACTCTATGTT 

TCTCTACATGTTTTTTTCTTTCCGTTGCTGAAAAATATTTGAAACTTGTG 

GTCTCTGAAGCTCGGTGGCACCTGGAATTTACTGTATTCATTGTCGGGCA 

CTGTCCACTGTGGCCTTTCTTAGCATTTTTACCTGCAGAAAAACTTTGTA 

TGGTACCTCGGCCGAGGTACACAACTGGAAAGACTGCTGTAATAACACAG 

CCTTGTTATTTTTAAGTCCTATTTTGATATTAATTTCTGATTAGTTAGTA 

AATAACACCTGGATTCTATGGAGGACCTTGGTCTTCATCCAAGTGGCCTG 

AGTATTTCACTGGCAGGTTGTGAATTTTTCTTTTCCTCTTGGGGATCCAA 

ATGATGATGTGCAATTTCATGTTTTAACTTGGGAAACTGAAAGTGTTCCC 

ATATAGCTTCAAAAACAAAAACAAATGTGTTATCCGACGGATACTTTTAT 

GGGTACTAACTGTTACCTGCN 

>Sequence 436 

CCGGGCAGGTACAGGAGTTTCGCTATTTTGGTGTTCAGCTTGAAAAAGGA 
CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 
TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 
AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 
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TA AGAG ATCA ATTATTGTC AGTC nTTT I GTATG I'J " 1*1 " I ' I AAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACAC 

AACTGGGCAATCTTTTTTGTTTGATTTTTAGGGTCTGTGTATACATTAAC 

AGTTTATGTAATTAATACCTGATCATTTGGGATTATGAAGGTGAAGTTAG 

TTGTAGATTAAGTATAGTTATAAAAGAGATTAAAAATGCGGTATCTTTTT 

AAGATAA 

>Sequencc 437 

AGGTACTTAAGCACTGCAGATGCTCCAGTAATATGCCCATAAGTTCCTTT 

CCAATTTCAATTACTGGGAAAATATACATATGGACAATAGATGGATGCCA 

CAATAAAAGGCTGGCAGCCTAACCCTCACATGAATTTTTCCCTACCTCTA 

T TTAG GGTGACAGTGGAGGGCCTCTGGTTTGCTTTGAGAAGGACAAATAC 

ATTTTACAAGGAGTCACTTCTTGGGGTCTTGGCTGTGCACGCCCCAATAA 

GCCTGGTGTCTATGTTCGTGTTTCAAGGTTTGTTACTTGGATTGAGGGAG 

TGATGAGAAATAATTAATTGGACGGGAGACAGAGTGACGCACTGACTCAC 

CTAGAGGCTGGAACGTGGTAGGGGATTTAGCATGCTGGAAATAACCGGCA 

GTAATCAAACGAAGACACTGTCCCCAGCTACCAACTACGCCAAACCTTGG 

ATnTTTGGGTAATTTTCTG 

>Sequencc 438 

CCGGGCAGGTACCAGAAACATTTTCTTTTATTGTTACTTGCTTTTTAAAC 

TTTGTTTAGCCACTTAAAATCTGCTTATGGCACAATTTGCCTCAAAATCC 

ATTCCAAGTTGTATATTTGTTTTCCAATAAAAAAATTACAATTTAAAAAA 

AAAAAAGAAAACTAAAAAAAAAAAAAAAAAAGAAAAATCATAATATAACA 

ATAAAGCACAAAAAAAAAAAAAAAAAATACACAAAAAAAAAGGAAAGAAT 

TCAAGCTATTAAAAAACACAGAAGAAGAATAAATGGTTTTTGCTCTGGCC 

CCCCCKjAGGTCTTTCTTATAAAATAAATATTTTTAAAAAA 

AAAAAA AAAAAAATGTTTAAAAAAAAATCC 1 1 T1TH AAACACGGGGCGT 

TTTTTTA AGCAACCGCAAAGAAGAI riU'1'l'riUAAAAAAATAAATTGTTT 

I ri l l l'IAAAAACTCCGGGGCCCGGi ri'l I I-n-l AAAAAGGGGGGGGCAA 

AAAAAAAATGTTTTTCACCCCCAT 

>Sequence 439 

AGGTAC CAGA CTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTCTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

CTTTGGCAGGCCGAGGCAGGAGGATTGTTTGAGGCCAAGAGTTTGAGACC 

AGCCTGGGCAACATAGTGAGACCCTGTTTCTACAAAAAATAATAATACAA 

AAAATTAGTGGCTGGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTG 

AGAGGCTTGAGCCGN 

>Sequence 440 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

G ATCTGAA ATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

GTTTTTT I'GTTTTTTAAGAA AGCAAGTATATTA A AATATCTCTGTTAG A A 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAA GGCAAAGAGGTACCTGCCCGGGCGGCCGAGGTCCCCCTTTTTTTG 

TTTTTA ATTTTCCCTCTA 1 1 i 1 1 1 rTT TTTTTT AAAGCTCCCCCGATTTT 

GGGGTTGGACCCC7TTTTTATTTTTTAAAACCACCCCCGCCTTTAAATAA 

ACCTTAAAT I H i I I I AAAAAAG 

>Sequence 44 1 

AGGTACCAGGTTTTATTTTTCACCTTATTCTCTACTTTAAACAAATCATA 
ACTTTCTGTTTAAGCCTCTGCTATAAATTCTCCTGGCTCTCCTGGGCTTC 
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CATATTTTGGGGGCTGGGGTGTCAAAAGTGAGATGAAGTTCTTAGCTCCA 

GGTTTTGGGGTAAACCAAGGTAGGAACATTTTGGCATTTATTTCAATTAA 

CAATACTTCCTTGGACGGGTGCGGTGGCTCACGTCTGTAATCCCAGCAAC 

TTTGGGAGGCTGAGACAGGTGGATCACTTGAGGTCGGGAGTTCTAGACCA 

GCCTGGCCAACATAGCAAAACCCTGTCTGTACTAAAAATACAAAAATTAG 

ATGGGTGTTTTGGCACCTGCCTGTAATCTCAGCTACTTAAGAGGCTGAGG 

CACAAGAATCGCTTGAATCCAAGAAGCAAGCGGAGGTTGCAATGAGTTGA 

GATC 

>Sequence 442 

AGGTACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTGTAGAATGA 

TCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAA 

TCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence 443 

CCGGGCAGGTACTGACAGGAGATTGGCTTTTACACTAAAAAAGACAGAAA 

ATGGACTAAATAGGAACATAATTTCAGAGTTTATGAGTCAGTTTACAATA 

TGCCATATTAGCGATCTCATGATGATTCAGACCACAGTCTGGGTTAAAGA 

TGTCTTGACCTCTGAGGCTAGCATAACATATATGAGAATACAACTTGCCT 

ATTTCCAGAAAATCTGTATATTTTTATAGAATAACTTTATTTACAATTTC 

TATCATCCAATTACTCACTAGGCATTATTTGTAGTACCTCGGCCGCCCGG 

GCAGGTGCTTATGGAAAGGATTAAAGATCTTTAAAAAAATCGAATGCTGT 

CATGTCAAAGTGAGGCATGGAAAAGTATATTAATGTGGCTTCATCGATTT 

GGGGGTTCCAATCTGGGGGGGGGTTTTATTTTATGGGTTAATGGAATAAA 

ATATCTTTTTAAATG 

>Sequence 444 

CCGGGCAGGTACAGCAGAAGTTTGCTGTCTCTAGGATTCATATAGCACCC 

ACAGAGCTCCAAGTAACCAAATTCCCCCAAAGACAGGAGGTGTGGCTGAG 

GAGGAGTGACCATATTGAGTGTAGCTTTGAACGCCTCCGTTACTCTTTAG 

GAGGCGACCGCCCCAGTCAAACTACCCACCACGCACTGTCTCCTTCCCAG 

ATAAGGGGAACGGGTTAGAAAATCAATTTAGCAAGGGTGGTATTTCAAGG 

TTGACTCCACTAGAACTAGGGTCCCAGCTTCAAAGTCTTCCACCTATCCT 

ACACATGCTAAACCAATTTTCAATACGAAGTTATAGTAAAGCTCCACGGG 

GTCTCTTCGTCTTGATGCGGGTAACCAGCGGTTTCACTGGTACCT 

>Sequence 445 

AGGTACTCCTTTTTTAAAAACACTGTAAAAGTAACCACAAATATGTGAGG 

ACTTACTATTTTAAATGGAATGGAATGAGCTCCATAGATTAGTTTTGAAT 

ATAAAGTATATAAAAGTGCATCAGTGGTTTATATAGGCTT TAAAA ACATG 

TTATCTTACAGTCCTTTAAAGCAGCCATAGAGTTTGTATCATTTTTCAAG 

CCAATTTCAGTCAGGGATTTGAATTGTTTGATTATGGATGATAAATGTGT . 

CATATCTTATTAATATGTCTCATGTCTCGTTCCTTCTTAATATGATTTAG 

CTGGAATTCATTTTCTTTTCGTTTCATGTTTAATTrCATAAAACGTrTAA 

CAATTGGCATATATACTTGGCATTCCTGTCCACCAAGGATTGTAATCCAA 

GCCTGGGAAAATC TTAAATTTCTTTT TACTTAAATCTGGAAATTTGTCTC 

CATTCTGCCACCnTTTTTTTTTTTTTN 

>Sequence 446 

CCGGGCAGGTACAAGCTCCTAAAAGAAGATTACTGCTGCCAACTTAAGTC 

ATCTCCGTTAACGAAATTGCATTCTTGTGGCAGAGTTAAAACAACAAGAG 

AAATTCAGTGTTTGCTGGTTCTGAATGTCATTTTTCCTCCCTGGTGTGGT 

TTTACATTTTCAGCTTCTTTCCCTTTTCTTCTCTCCCACCCTCAAAATTC 

TGCCTTAGCATTTGTGTGCTTAATTAAATCCACTCTGTGCTTTATTGTTG 

GAGAATGTGGACAATACAAAGATTTGGGGTGGGGTCATACAGTGTATACA 

AAACACACACACTATGTGTTTGGACAAATTCGCCAAGCGTGAGAATCATC 

AGTAGTGAGTTTAAAAGTTTGAAAATCAGACCCAACATTTTGGGTGTTTA 
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AAATATCTTCCGCCTTGAAATGGGTCCTGTTTAAGTGTTAGATGGGAGAG 

CCCTGGGTCAAAACAAAAACCAT 

>Sequcnce 447 

C CGGG CAGGTACAGAAGAGAGAAATTCAAACAAAATATTGCTGTTCTTCA 

GTTTTGTTTGTGGAATTTGAAATTACTCAAATTTAAAATAAATTACTGGA 

CTGTGGAAATAA CATAG AATTGAAGTTTTAATTAAATACCACTCAAACGA 

AAAGAACAGTAGTTTTTGTAGTTTTATATTGGATACTGAGGCATTAGGGA 

GGCATGAAAGGAAGAGGAATGAGGATTGAGACATGTGAAGACATTGTGCA 

TTATATCAATGTGCATTCCTGTAGTTCA1TAACAAGGTACCT 

>Sequence 448 

CCGGGCAGGTACCAAATGACCAAAATrrTTTATTTGACTAAATTCTATTC 

ATGCATGAGCATGACAGTCTCCCGTTTATTTGACTTTGGCAATAAAAAAA 

CAAGCAGCCTTGTACTTCATTGTGAGGTGGCTACAACTCTATAATATGCA 

CAGTGATTTTAAAATAGGCTTTTTGCATGCCTTGCATGAAAGGTGCTACA 

TACAAACCTGTTTTGTGAACTCTTTGGTAACCACCAATTTAAAAATTTGG 

ATGAAAGCATTTCCACATGGACAGATCTGAAGCACATTATTGGAGCTCTG 

AGCCAAAGCTATTACCCTGTATATTGATTCTTCAGTTTCCTTGAGGGGTT 

AGGTGTTGATTTAGAATACAGCCAGATAATTTAAAGCATGTCAGGCCCCG 

GTTAGGAAAATGAAAATGGCTCCGATTCGTTTCCAGTTGGCTTTATTATT 

GTTTGGCAGAAAGTTGTTAGGGG 

>Sequencc 449 

CCGGGCAGGTACAAAAATAG GAAT GGGTTTTTTACCTGTTTAAAGTCACT 

TTGTGTTTATAACAAAATTACTTTTAGCTGAGGAACAAAGGTGACAAAGA 

TTTCTGTTGGTGGCTGAGAGTCAAAGCAGGCCAATCCACACCATTACCTG 

AAATATTTTTCAGGCTAATTTATAACTTTATGGATTTCCTCGATACAAGT 

TTATTAGTTTATTCTCCATATACAAGTTTATTCTCCCAGAATAGCAGCAA 

AT AAAA CTTGAATTGGATGTACCTCGGCCGAGGTACTACGTGCCAGCTCT 

AGTTTTCAGCCTTGGGAGGTTNTATTCTGACTTCCTCTGATTTTGGCATG 

TGGAGACACTCCTATAAGGAGAGTTTAAGCCTGGGGGAAGAGAAAAATTT 

TATTCCCAGAGTCAGAGGAGAAGAGACATGTACCTGCCGG 

>Sequence 450 

AGGTACACTGCATATAAAAATGGTCTAAGATGCAATTTTCCTCCATTCCT 

nr n gcttttaaaatactg agacagcattttaattcaatattctaggtt 

CA AACTGAT ACATTAAAAAAAAATCATACCAACCTTTAATCATTCTACAT 

CC ATTTI " I " I'A A AGTTAGCTA AC A AGATG ATGTTTC ACTAAA ATA AA ATAT 

CCAATCATCAGATTAAAGTGTAAAGTTTGTGTGAACAGGGAAATTAGATC 

ATTTCTCTAAGTTTTAATTCCTATGTTTCTGAATGTTTCTTGAATTAAAA 

ATTCATTTCATCATCTTACTTTCAAAACACGGCATCTCTCTTTCACCATT 

CCACAGAGAGAGAAAAGACTAGAAAATACTTTAAAAAAAATAAATATTTT 

AAAAGTATAGCTTACAGTGACAATGTAGTATTTTAGACCTGTGCCTTCGT 

GCCTATTTGCATTACATACATGCTTA 

>Sequence 45 1 

CCGGGCAGGTACTACGTGCCAGCTCTAGTTTTCAGCCTTGGGAGGTTTTA 

TTCTGACTTCCTCTGATTTTGGCATGTGGAGACACTCCTATAAGGAGAGT 

TCAAGCCTGTGGGAGTAGAAAAATCTCATTCCCAGAGTCAGAGGAGAAGA 

GACATGTACCCCACCTCTGAAGATGCTGGGGGAGGCAGCTGGGATGGGAG 

CCAGCCCCATGCCTGTCTGTGACCCCACAGTGGGTGAGAGCCCGTCACAG 

TCCTGGGTGTGGCTGCTCTGGAAGAATTAGGAGGCAGCCATAATAAGAGT 

CTTCAGAGAGATGATGGGAGGGGGCCAGTGAGGACAGGAACAGAGAGTAG 

GATGTCCTATAATAAAGGGGCTTTGGGGAGGTGCCTGGGCCAAATGTTCT 

GTTAGACAGGTGTGTGGGCCTAGAGGAGAGAGCAGACCCAGAAATGTCTT 

TTGCAGCCCACGTTCTGA 

>Sequence 452 

CCGGGCAGGTACGGAGATGCTGCCTTGAGACAGCTGAGGTCACCGCGGCG 
CGCACAGGCCCCGAACGCTCAGGAGTGTGGTTGTTAGGAGAGCACACAGG 
TGTTCATACAGTGGCATTTGGGACACAATCGTTGGAACCTGAAGAATCTG 
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AAG T T1 1111 1 ACCACCATCTfTTTCTACTCTGTAAGGAAGTAGATCTTT 

ATGGGGAAAAGAGAATTTGGGGTGTTCTGCAAGCCAGTCAAAGTGGCACA 

GCAAATCATATAAATCGAATTAAATGGACAACACCGTTAGATGTGTATGT 

AAAAATTTTCTGTTTCATATTTTTCCITrCACTTTCGGTTTAAAACAT^ 

TATATGTACCT 

>Sequence 453 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

GATCTGAAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

GTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTGTTAGAA 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGTACCTGCCCG 

>Scqucnce 454 

ACCACTGACTTTGTGACTTAGGCGGCTGTGTTGCCTATGTAGAGAACACG 

CTTCACCCCCACTCCCCGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACA 

AGCTATTATATATTTTCATAATATAGAACTTTAAAGTATAGTAATCAACA 

GTGGCAAAATATTTCTGTCTCTGACATTATTA'lTTGTGAGATCCAACCTG 

TAATTGAGATCAGAGAAAACAGTATGGGAAAACAAATCCATGAGAACAGG 

ATAAAAATATCATGAACAGCAAAATATGTCTGAGTATTTAAAACTGTATA 

GAAAAAATAAATTAGATGAACAATTGTGTAAATATAAATTAAAAAAGATG 

ACATTCTTAATAAATAAAGTTrACTATTTACATTTTTATATATTGCCAAA 

AGATTTAACTTAGATCCATAAAAACACATAAACAGAAAAAAAAATAGGAG 

CAGCAAATTTATGCGCGTGAGGTACCTTGGGCGCTTAGA 

>Sequence 455 

CCGGGCAGGTCTTTTTrn fTTTTTm 1 1 1 1 f T TG GGCG AATAC AG ATA 

AATTTATTAGTTAAATACTGATTTTCCAGCCATTTCACCTTAAGACAATG 

TTAACAGGTTTGTGGGTTAGGGAGGGTATACGAGGGGGCCTTTGGAAGAA 

AACAATGTAAATGATGATTAAAACAGAATCTTGGTTCAAAGGTATTCTCT 

GCTATAGCCAGTAGGATTTTGGAGTGAGGGGTCTGGGCGTGTGGGGAGGC 

GTAATAATGCCACAGTCAGCTACAGCTTTGCTGAGAAAGAGGAAAGGAGT 

TTTCTTGAGCTCCAGCATCAGGGGCAGAAACAGCAATGTGCAAAGGAGAA 

CGCGGCAGATCCCGGAGCAGCTCAGAGTCGGAGGCTCCCTCCAGGCCCCC 

TGCCGTGTTTAACAAGCGTCTTCTTTCAGGA ATTCTG TGNGNTGGGTTTG 

GTTGCTTCGATTTCGTGTTGCAGAATTCTGGCTTTTTGGCTTCTGGACAA 

AAGACTN 

>Sequence 456 

AGGTACCTTTGATGAAGGAACTGACAGGAAATTAACAGCCTCGTGCAGGC 

AAGGACAAAGACAAGAAAAGGCCCATTTGGGCCTCATATCTCTCTGGATT 

GGAACCCGCAGGAAGCAGAAGGGGCTGTTTAATCCTGGCTCCAGAGCAAC 

CGTGAAGGCTGGCTTCCTCCCTTGAAGAAGAACAAGGTGAAGGAAAGAAA 

TCACTGTGTTTTCAGCTCAGCGGCCCTGTGACATTCCTTCGTGTTGTCAT 

TTGTTGAGTGACCAATCAGATGGGTGGAGGTGTGTTACAGAAATTGGCAG 

CAAGTATCCAATGGGTGAAGAAGAAGCTAACTGGNGACGTGGGCAGCCCT 

GACGTGATGAGCTCAACCAGCAGAGACATTCCATCCAAGAGAGGTCTGCG 

TGACGCGTCGGGGAGGCCACCCTAAGAAGACCACCCGCCTTGCCGGGCGG 

GCGCTTAAAACAGGGGGATCCCC 

>Sequence 457 

TGGCGTGACCGCGCGCGCGCTACTACTACTATAGGGCGAGCTGCAGCGCG 

GCGGCGGGCGAGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAA 

TAAACATTGACAGTGTTTGGTGGGCACAGGGAAACAGGATAACGTAGAGT 

CATTACAGAAGAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATC 

AGAATTAGGTGAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTAT 

TTGATGACTTTGAGACTTTTTTACTCTTGCTATAAAAAGAAGGCTACTTT 

CTTTCCCTAATATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGA 

GAAAAGTAATTCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATA 
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AAATAAAATCAAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAA 
AACACCGTTAGTTGCCTACCATAATTTGAGC^^ 
AAAACCATTCAGTTTCCTACAGATTTTGCG 
>Scquence 458 

GCGAGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCT 

TACTAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTC 

TTCCGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGAGAAAGC 

TGTAAAACACCTTTTATGGAAGAAAAGACATAAAATGTAGTTGTCAAGTC 

TAAAAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGAATTTAA 

AATGTAAAAATGAATTTAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTT 

CTTAACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTA 

ATTAGTAACGTCAAACAAAATTATTCTAGATAATGAGCCCTACAAATTAC 

TACTACTAGCAACTGTCATTTTTTACTCGGGCATGCTCTAAGTGTCTTAC 

ATTCTCATTTTATTCTTACAACGA 

>Sequence 459 

AGGTACAAGCTCCTAAAAGAAGATTACTGCTGCCAACTTAAGTCATCTCC 

ATTAACGAAATTGCATTCTTGTGGCAGAGTTAAAACAACAAGAGAAATTC 

AGTGTTTGCTGGTTCTGAATGTCATTTTTCCTCCCTGGTC 

TTTTCAGCTTCTTTCCC I I T TC l lCTCTCCCACCCTCAAAATTCTGCCTT 

AGCATTTGTGTGCTTAATTAAATCCACTCTGTGCTTTATTGTTGGAGAAT 

GTGGACAATACAAAGATTTGGGGTGGGGTCATACAGTGTATACAAAACAC 

ACACACTATGTGTTTGGACAAATTCGCCTAGCGTGAGAATCATCAGTAGT 

GAGTTTAAAAGTTTGAAAATCAGACCCAACATTTTGGGGTGTTTAAAATA 

TCTCCXGCCTTGAAATGGCTCCTGTTTAGCTGTTAGATGGGAGAGCACTT 

GGATCAAAACAAAAACGAAATAAAAACAGCTTCTCG 

>Sequencc 460 

AGGTACCTTGACGAGAATGAAAAGGTTGTATTAAAGAACTATCAGGACAT 

GGTTGTGGAGGGTTGTGGGTGTCGCTAGTACAGCAAAAAAAAAAAACGTC 

AAGCCAAACACAAACAGCGGAAACGCCTTAAGTCCAGCTGTAAGAGACAC 

CCTTTGTACAAGCT 1 1 11 1T1 1111 11 1111 I f 1 I I I 1 t GG AAGTTTTTA 

GTTTATTACCTGCCCG 

>Sequence461 

AGGTACAATGTTATGTCGGGAACACGTGCTGCTAACTCACTGGTGAGTTC 

AATGGCAACGCTTCATTCGGGAGGCTGTTCTGCTTTACGCATCTGAGAAC 

TACATAGGAGAGCAAGTGTCTGCACCTCCTAACTGCAGAAGCTACCGTCT 

TCTCAAAGACGAAGGTCTTTGCAAAGTTCAGTGCTCGGTGTTCTCGGCAC 

AACAATGCAGTGTAGTTCAGAAGGTATTTTGGCAACTCTTAATCTGAACA 

AGAATGGGGGGGGCGCTTTTGAAAAATAAGGCTTTAAGAAGGCTTGTCAT 

TTTAGGGCTAAATTTTAATAGAATGTGAGTCTGAACTCTTACATTTAGAA 

CAAACAAAACOTAAAATTACTGATTGGTTCAAAAAATGGTTTTATGGAA 

A AATTAATCTG TAACAAAAAGTTGGCATTGAGTGCGAAGGCTCCACCGTT 

GTTTTTTTTTTTGTTTTTTT 

>Sequence 462 

AGGTACAAGCn i TTI 11 1 1 ITTTn 1 1 TTTTI I TCCTGTTGCTACTA AG 

ATGTTTCAATTCGCAACGTGTCTCGCTAATTTGACTATGGATTCATCAAA 

ATGCAACTGAGGTTTGCTCAGTTAGGTTACCCCATTCGGAAATCTCCGTA 

TCATAGTTTATTTCCAACTCCACGAAGCTTATCGCAGGTAATCGCGTCCT 

TCATCGACTTTCAACCTGCCCGGGCGGCCGCCCGGGCAGGTACCAAAAAC 

CAACATGACACACAGGAAAAAATAAAAGTGCAATTTTAATATAGGGAATG 

TGATACATGTATAATTCCTCATAACAAAATGGTCAAAACCTTTAAAAGAT 

CCACAATAGATATCTGAAAATCTTAGCAATGCTGTATATATTTTGAGGAC 

TAAATGATGAATTTATATTCAAATTGTTCAAATATATTTTCAAAACTTTT 

AGAGCACAGATCATTGTTAATTTTG 

>Sequence 463 

CCGGGCAGGTACACGTGTTCAGTGTGTTGCACATCACAGCCCAGGTTGAA 
CTCAGCCAGCAGGATCTTGGCAGCTTCTTCCTGCTTTGCAGGAAGGACAG 
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AGGTTGAGGTAGGAACTTCATAAGCAATTTGGAGAGAGGCTCCTCCCATA 

TCCAGTATCCCTACTGTCCTTCTCCGTCCTGCTGCCAATTCCTGGGTAGC 

CTCAGCATCTGATTCATCCTCGTGGTCGAATCTTCCCAAAACAAAGTTGA 

TTCCAATCCATGCATAAACCCCTTCCTGCTTCCCAGAGATCACTTCTGCT 

TGAGACTGTGAAAAGAGGAAGTCAAACTCCAGTGGTAAATCTC 

>Sequence 464 

AGGTACATTTCTTGTrTAGGAGGGTTTTCCTATCTACCTTTCTACTGAAG 

TAGTTTCTGGAACTTTCCTGGTGGATCAGAGTTACGTAATGCAGTCTGAG 

CCTTCAGACTGCTAGTTAGAATTGTTTTAGGTXjTTCAGAAAGGGCAAAAT 

AGGCTGATGTGGCCTGTCAGAGTGATGTGTTCTCAAAAAAGTTCACTTGC 

ACATCTGTGGGCCGCTTTTGTCCTCAGACCCTTAGTGGACAGACTCCACA 

AACCCTCTGATGAGACGATTGATGTGGCCAGGGTCCAGTTAGCATCAGTA 

GAAGGATGTCACTAGGAAAGGCCCAGGTATCTGGTAAGTC 

>Sequence 465 

AGGTACCTCAAACTCAGAGTTTCTTCCCTTCTTTGATTTTCTGGAGGACC 

TGCAGCTGGCCTTCCTGAGACAGGCTCCATTCCTGTTCCATTTGCCTTCC 

CGGCAGCCTTCCCTTTAGTGGGTATAGGTTTTGACGTTCTGAGTTACnT 

GTATCAAAGAGCTAATTAAAAATGGTCCTTCAAAAACATAAAGAAAAACA 

GCTTGAAAAATGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACCAAAAAC 

CAACATGACACACAGGAAAAAATAAAAGTGCAATTTTAATATAGTGAATG 

TGATACATGTATAATTCCTCATAACAAAATGGTCAAAACC TTTA AAAGAT 

CCACAATAGATATCTGAAAATCTTAGCAATGCTGT ATATA TTTTGAGGAC 

TAAATGATGAATTTATATTCAATTGGTTCACATATATTTTCAAACTTTCA 

GAGCACAGG 

>Sequence 466 

CCGGGCAGGTACCTCAGCTATCAACATTTCTGAGCTACCATTCAATGTTC 

CTCTGTGTCATGGAGTGAAATTCTTGTTTTGTGGGTATTAGGAGTGTGGG 

AATGTGATAACCTAAACAACCTTTGCTCTGAAATTCCATT TTTCCCTC TT 

TCCCTG AGTTGTATTG ACCTAC AG AGTTAATTTCCTTTGTA mTTT 1 A A 

GAAAATATTAAAAATCAACGGTCTCAAAAACCTCGGCCGCCCGGGCAGGT 

ACTCCAAGATGAGCTTGACGCGGCTGTGCAGCATCTTGATGGCGCTGTGC 

TGTGCTATCAGGTGTTCAGCCACAGTGGAGTC 

>Sequence 467 

CCGGGCAGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGAT 

AGACAGATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGT 

ATCCATGATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAA 

ATGATAGATCTGAAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTG 

ACAGTAGTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTG 

TTAGAAAAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAA 

AAGCAATTTAAGGCAAAGAGGTACCTCGGN 

>Sequence 468 

CCGGGCAGGTACTAGGTTAGAACATTGCTTAATCCTTTTAAAAAAAATGC 

ATTTACGTAAACACGAATACTGAAATTGTTGGATTTTTTAACTATATCTG 

ACATAATTTTATTCATCAATTACATTACACATTCATTTAGCCCAGATTTC 

AAATAGTGGGGGAAGAAAGAAACTGTATTTCAGAGTAAAATCTCCTAAAG 

GATATATAAACACAGAGTTGCAAATACACATGCTTGCAAAAACATTAGTA 

TGTGAAATCCCTAGCAACAAGTCACTGGATTTTTCTCTGTCAGCACGCGT 

GTCAGCTGCCAAAGAATAGAC 

>Scqucncc 469 

AGGTACAAATGTGGTGTGTCTTCCAACTTTCATTGAAAATGCCATATCTA 

TACCATATTTTATTCGAGTCACTGATGATGTAATGATATATTTTTTCATT 

ATTATAGTAGAATATTTTTATGGCAAGATATTTGTGGTCTTGATCATACT 

TATTAAAATAATGCCAAACACCAAATATGAATTTTATGATGTACCAAGAA 

AGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGA 

AAATGGTGAAGAAAATTGAAATCAGCCAGCACGCCAAGTACCTGCCCG 

>Scquence 470 
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AGGTTTGAGCTCCATAGAGACAGCGCCGGGGCAAGTGAGAGCCGGACGGG 

CACTGGGCGACTCTGTGCCTCGCTGAGGAAAAATAACTAAACATGGGCAA 

AGGAGATCCTAAGAAGCCGAGAGGCAAAATGTCATCATATGCATTTTTTG 

TGCAAACTTGTCGGGAGGAGCATAAGAAGAAGCACCCAGATGCTTCAGTC 

AACTTCTCAGAGTTTTCTAAGAAGTGCTCAGAGAGGTGGAAGACCATGTC 

TGCTAAAGAGAAAGGAAAATTTGAAGATATGGCAAAAGCGGACAAGGCCC 

GTTATGAAAGAGAAATGAAAACCTATATCCA 

>Sequence 797 

ACTTCCl 1 1 1 1 1 1 1 1 1 1 1 1' Ill'i CTTTTTAGCTACCTGGGTATCTGCTTG 

GGACCCTGTCCTCrTCCCACTCCACTGTAGGGTAAGATTAAACTTTTCTA 

GGATT CTTATTAATGAAATTATATAGCATGGATACTTTTATATCTGGCTT 

CnTTTGGTTAG CATA ATATTTTTGAGATTTATCCACGTTGCTTGTATCAT 

TAGTTTGTTC ATTTTG CATTGGTAAGCAGCATTTCATTGGGTGAACATAA 

TAAAACTTTATTTTTCTGTTGATGGACATTTAAATTTGTTCCGATTTGGA 

TAACTGTAAATAAAAACTGCTATGAACACATATGGTCAAGTCTTTATGTG 

GGCAGATAAATGCTATTTTTAAATTTAAGAACACTAAACAACAGAAGTGA 

ATTGATTAGCAAGTCACCCATATTTAAGTTGGAATCATCTGAAAAGATTA 

TATATCTTGGTTAAGACTTAAAAACTAATAAAATTCTTATAAAATATATT 

CCTGCATTTGAAAATCCTTTGAAGATACTCATAGTTCTATTCACACAATT 

TCCGGTGAAGTCACACCATN 

>Sequence 798 

GGTACTTTATATACATAATATCITACTCTCTAATCCACATAATGGAGTTG 

TGCCAGACTCCAAACTGAACATAATATTTATATATACATATATATTTATA 

TATATACACACATACATAAACTATAAACCTGAATATCTTAGCATACAAAA 

CTTATCTAACAACTAATAATTTATGATTCCTTTGAGAGGGAGGGGTTAGA 

AGAAACTCTTCTTAGTCTTTGAAATAGTACTGACAGTAAGCAATAAACAA 

CATTATTAATTTCTGGGTTCTCATTTATTCAAGTGAAAGACAAATAAAAT 

AAAATTCACTTCTGAGCCACTAGAAATTTTGAAATCATAAAGGATTATTG 

GGAA ATGAGTAGTCTTTAAGAACAATTTAGTGTTATCTAAGTAAAGTGGA 

TTTTGGTAAGATACAGAGAAAAATCTATGCATAAATAAATTCTTGCTTCA 

TTGA GCAACTATAATCGCTAAATGGGTCTTTCTAAGTATCTCAGGAATGT 

TTTTAAAATATTAATAGTGAATAAATTAGATCGAGGATAGGACCAATCTT 

TTCCAAAGCAACCAAATATAATAN 

>Sequence 799 

AGGT ACTCAAAAGGCATTTCCGCTTACAATTTGTAGAAACACAAAATGCG 

TTTTCCATACAGCAGTGCCTATATAGTGACTGATTTTTAACTTTCAATGT 

CCATCTTTCAAAGGAAGTAACACCAAGGTACTGGGTAGATATACGCAGGT 

GATCACAAATCTTTTATGTCTATTCnTGATCCCTTTTTTCTTTACTTCCC 

AAATTTGCCACATCTTTCTTCTACAGCTAATAGGATGGGCTGCAATTAAT 

TGGTAATGGTAAAGAGATTATGCTTACAAAAGAGGTGAATGTATCATATA 

AGGAGCATAGGTTGGAATTTTAAGAAACGTAACCAAACATATTGGAATTA 

AAA 

>Sequence 800 

CCGGGCAGGTACTACCCAAGGTCCTCTGTGACTCGCCGCCCACTACCCAA 
GTGAATGAGTCTCCCCTAGAGCTTTGCTACTCAGAGGGGTCTGAGGACAA 
CAGCATGGGCCAACACGTGCACTCGAGCTGCCTGGAGATCTTGTTCAAAG 
GCAGATTCTGAATGAGTAGGTCTGGGTTGGAGCCTGAGAGTCTGTACCT 
>Sequence 801 

CCGGGCAGGTAC 1 1111 rTTTTTTTTI rTTTTTTTTGGAAATAAAATTTT 

AATGGAACACAGCCATGCCTGTTCATTTACATATTGCATAACCCCTACCC 

CTAGAATTGAGCAGTTGCAACAGAGGCCATATGGCCTGACAAAGCCTAAA 

GTGTTTACCTATTGGGTTCTTTACACAAAATGTTTGCCCACCCCGGATTA 

TATCATGGACTCGACTTGTTTTGGTTTCATATTCATAGTCTGAATATATT 

TTGGT AGCC TTAACAGTTCTACAGGGAGAGAATATACAAGTCAGGCTATT 

CTAGGTTTTCTGTAGTTTCACAGATTTGTCATTATAATCAGATG 

>Sequence 802 
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AGGTACCAGGACCTCTAACTCCCCCTGACACAGAGCAATTAGACTCCCAT 

AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 

CACCCAGGATACATTGCTCAACTGCAGTTGCCTTGCAGTTTGATCCCAAG 

CATGGTTGAGTTACCATAAAAAAATTATGTACCTGCCCG 

>Sequence 803 

CCGGGCAGGTACCTGCTAAGTGCTGGACAGCCTTTCTCACATTTCCTCCC 

AGCAATCCTAGAGGCAGGCCTGGTTGCCTTTGTGAAGCTCAGAGTGGTTA 

AGTAACTTGCTCAAAATCACAGAGCTACTAAGTGGTACCT 

>Sequence 804 

CCGGGCAGGTCTTCCCAGGGATAGTTTTCCATTTGATTAAAGTTTTGTTC 

TTATGTTACTTTTTACTGTTGTTTTTGCAGTTTACCTAATGCTAATAGGG 

TCTCAGGAACTGTATTTGATGTTAAAGTGTGGTTTTTCCAGAAGATGACA 

GATAATTGGTGGTCTCCCCTTTTCCTCAGCAACATAGTTGTACAGCATAC 

TGACTCAATTCTTAAGTCTGATTTGTGCANATTTTTATCGTACTTGAGAG 

TTACAAAGCAAGTGAGAACTTGAGGGATCAAGATCCTGGAGAGAAGGAAA 

CCTTAAAAGGGTAAACCCAACATTTGGCTCTACTTTTCCCCTTGAGGTAT 

C 

>Sequence 805 

CCGGGCAGGTACAAACCCCAAGTGATTATAGAAAAATCAATGTGGCAGCT 

ACACTAGAGATGTCCAACCCCAAGGCTATGGGCCGTTGCTCX:CTCTTTCC 

CCCCAATCCCAATCCCGCGTACGCGGGGCCTCTTTTCCGTGGCXjCCTCGG 

AGGCGTTCAGCTGCTTCAAGATGAAGCTGAACATCTCCTTCCCAGCCACT 

GGCTGCCAGAAACTCATTGAAGTGGACGATGAACGCAAACTTCGTACCT 

>Sequence 806 

AGGTACCCCTAAGTGGGAACCTACCAGGACATTCAAAGCAAGAGCAGTAA 

GTTCTGAATGTTCTGGGACAACCTGGGTGATATGCATGGATATGGGCTGT 

GGAGGCTGAGCATTTTAATGATAACTTAGGGAAACGAGGCATGGCCATGG 

TGTAAAACTCTCAAATCCCAAGCCCTAATCCAACCTTAAAATCCGAGTCT 

TCTAAAGGGCTGTTTTAACCATGAAAGGACCATAAGAAAGGCAATTCACA 

GAAAATGAAGCCATGTGGCCAAGAAATATAAGAAAAACAGTAAAAGCCCT 

TAATCTCAATAGCAATAGAGTGGATGCAAATGAATATAATGAGTTGTC 

>Sequence 807 

AGGTAC TT T TTT rT TT TTTTTT TT Tn I T T 1 TGGCCTCTCC AGTCTTTGA 

TTGTCCCGCAACAGTATTACAAACAAAAGGCATTAGGCAAAGCATGCTGA 

ATTGATTGGAGTCCCTTGGTCAAAGGTATTATTGATTGACGGCAATCAGA 

TCCACTCCCTCAGAAAGGATTTGAGTAGGCCTCTTCTGTCCATCTGCAGA 

AGGTTCCCCAAAAGGGGCAGAGGGCGGGGCCCTGGTGGGAGGGTGCCATG 

GGAGTTAGGGTGACGCTGAACCAGGAGTAGCAAGAGGCCTGTGAGGAGTG 

CAAGGAAGAGGAGGACGCTGAGCTCCATGGTTCN 

>Sequence 808 

AGGTACTGAATTCTACACCTGGAAAAACAAAACCCAGGTGTCTCCTCAGC 
TTCAAAAACTCTCAGGGAATGAATCCCTGTGTCCTACACCCAAGTATGTG 
GAATTTAAGAACCTGCTGTGGACCTACCTATTTTCTTAGAAATATGCAGC 
TGAATATAACCATTTTTGGATATTTGAGATCATTATGTACCTGCCCG 
>Sequence 809 

AGGTACCAAATAATGGAGCTAGAATTCCTATCAAAATAATGGAGCTAGAA 

TTTCCATCAACATATAAAGTCCATATGTGAGCCTCATATAAGGCAAACTG 

TAAAATCAGTCAAGGTTCTAAGTCTTTCCTCCAAGATCTGGAAAGAGTGA 

TTGAGCATTCGTTATTTTAAATTACGGACTATTTTTTTCCATACAAGGAA 

GTTAACATCTAGAGCGATCATTCTCAAACTTTATTGTATACCAGAATCAT 

TTGGAGGATTTATTAAAACACAAAGTGCTGGGCCTTACTCCTGAGTTTCT 

AATTCTGTACACTCTGCCCCCATCCCGGGATGAGCT 

>Sequence810 

CCGGGCAGGTACAGGTATGGGGACCACAGGAACAGTTAAATTCATGGCAT 

GGCTGGTCTACCACACAGTCGGGGGAA 

>Sequence8ll 
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CCGGGCAGGTACTTAAGAACTCTCCAGGTAAGGAGCATGGCTCTAATGGG 
AAATCCTTCAGGTCGGGGTGAAAGAGGAAAAAAAAATGGTTACCAAGGAT 
GAACTGTAGCTCACnTAGGAACTGAGCTTTCAGACTCCCATAAGAGCTAA 
ATGATAA AAG AA 1 1 11111 11 11 AAG AAAAAAGGAAAAG AAAGAA AAGAA 
GAGGAAGAAACCAGGAATTCAATAATGTCCTCAGAAAACAAAGCAGTGAT 
TCCTTCCTC ATTACTI "II G AGCAATG AG ACCCTACGCTCCCGCGTACCT 
>Sequence 812 

AGGTACTTTATTCTCTTATCCAGGACTGGATCAAATGATTTATGGCATTG 

TGCTGTTTTAATGTTCTCATCCACAGGGTCGATTCCAATAACTGAAGCCC 

CAAGCCGCCCTAGAGGTTCAGTTAACAGCCCACCACCACAGCCAACGTCA 

AGAATCTTCATCCCCAACAAAGGTTTTTCCTGGCTGGTGATTAGGAATTG 

TTTTCAGAAGATTGTCCCTAATTAATGGCACCCTCAGGTTATTCATGGAA 

TGAAGAGGTGCATATACTCCTTGTTCATTCCACCATTTGTGAGCCCGGGC 

CAAAAAGGTTTTACCTCACCGCTGGCAACAGTGGTTTGGGAAAGACCTGA 

>Sequence 813 

GGTCCCGANACACNCCCANGTTTCGAAGTGNGACNCACCGCGGNGGCGGC 

CGCCCGGGCAGGNACGTTGGCCAGNTANANTACNCNNGCAGCACCAAACG 

GCAGAANOWCAGACCGCAGGTTTTTNGANGGNGAGAGNGAACNCCGNCC 

CAGACCCACGGCCACNGAACCNGGCNGGGANACCAGNGGCCCNGGNGGAN 

GCACCANAGANGATTAGCCTGTTTTTTTGGCCAGGTTTCTGCTTGCACCT 

>Sequence 814 

GTGTTAGATCCCTATTGTAGGGCGCATNGGAGCTCCACTCGGTGGCGGCC 

GCCCGGCAGGTACTCATCAGATGGAATGTTTTACCCCGCCGAGGTTTTAG 

TCATGATGTGCTGAGCTCTCTGCGTCTGACGTGACTGACTGGTAGCTGGG 

CGTTGGCGTGACCCTTCTTTCCCTTAGGATCACATATGGAGAATTCCACC 

TA 

>Sequence 815 

AGGTACATATCACAGGATTAAAACTCCAGTTAAGCAACTGAGCTAATCAT 

TGAAGTAAATTAAAAATACCAAGCTTCTTTAACCTATCAATGCTGTTTTA 

GAAGCATCATCCGAACAAATAGAGATTTAGTTATAAATTGGCTGGGCTAC 

ATTCTGTGATGAGAATTTTGCTTAGTACCACTAGAGGAAGAGAGACTAGA 

GGCCCAAGAAGAAGGTGAAAGTAGAGCTATGTGCCCAAGAAAAACTTGTA 

GAGATGGAATAAGAACTGAAACAATAGTAGAAACACTTGCCCTGAAGAAA 

AAGGATGGAAAAATGAAATAGATTGATTTTTAGCTGGTAGGGAAGAAAGT 

TAACATAGTCTTAGTCGGTTGGGTTTTCTCAAGGAACTGAGAAGCAGGAT 

TAGTTTTAGAAATTTGAAGAAGGTAGTGAGAGGTGAAGCCAGCTGGGTCG 

AGGGAGGACTTGGAGAACTTTTCTGGCGTACCTGCAGGCCTCCTACACCT 

ACCCTTTTTNTGGGCTTNTATTTTCACCGCGATGATGTGGCTCTGGAAGG 

CGGGAAGCACTTTTTTCGCGAACTGGCCCAAGAGGAAGCGCGAGGGCTAC 

CAACGTTTTCTGAAGATGCCAAAACAGCGGTGGGGGGCCGTTTTTAAAAA 

CCTATGGTGGGAATTCCCCCCCCGGGGGGGGCCCCCTTTTTT 

>Sequence8l6 

TGCGGAATTGGGCCGCCCTTTCGGTOTCCTCGGNACAACTGACCTCGCTG 

GGCCCCGGCCCGTTCGGGTGGCGGCGAAGCGGGAACAACCCAACCCAAAA 

GGCCGGAAAAACCGGGAATACACAAGAAACAAGGGGAAAACCCCCAGGAA 

AGAAACAGGGAGACAAAAAGCCCCGCCAAAAGGCCGAGAACCCGCAAAAA 

GGGCGCGGGGGCCGGGGGGTTTCAAAAGGCCCCGGCCCCCGACGGGCAAA 

AAAAAATGGCGCCCAAAGAAAAGAGGGGGCAACCCGACGGGGCCAAAAGA 

AACCAGGCGGTTCCCCGGGAAACCCCCCGGGGCCCCN 

>Sequence8l7 

TACCAGTGGCCCCCCGCGTACATGTGTGAAAACAATATTGTATACTACCA 
TAGTGAGCCATGATTTTCTAAAAAAAAAAAATAAATGTTTTGGGGGTCAA 
AAAATAAAAAAAAAAAAATTAGTACCTGCCCG 
>Sequence 8 1 8 

AGGTACAGGAGGCCTAGGACTTGTAACTGGCATCTGAAGTGTGGGGAGTC 
CTGTGGGATTGAGCCCTTAACCAACCCTAAATACTTGTGCTAACTCCAGG 
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TAGTTAGTATCAAAATTGAATTACATTGTTGAACATCCATTTGGTGTCTG 

GAGAATCACAGAATTGGTTGCTGGTGTTGAAAGCACCTGAGAATTGGTGT 

TAGAATTGAAGTGAGGAAAGCGAACCAAAAAAAAAAAAAAAAAAAGTTCC 

TGCCCG 
>Sequence 819 

CCGGGCAGGTACTTTGTAAAGAGGTGCAAGAAAACCAAAAACATAGGCAT 

CCAAGGTAGAAGGCGTATCTCCAAAGAAAACTGAGATGTTCCCAATCTGT 

TTGATAGAAGATTTAGGCACTCCTTGGCATCTCTGTATATCTGTGC ITCC 

ACTTCTCGGAGGTGGTAGAGGGGAGGCTGTCCTCTGGTCAGGAGAATCCT 

ATTCAGTGCTCCCTTAGACATTCTTCCAGGCAGGATCAAACTCAAAGGAA 

GAGGAATTTGTGAAGCAAACCATGGCTTTGTCACAGTAAAGTAATTGTCA 

CTCTCAACCCAGAATGTGTGAAGCACTGCAAGGAGAAGCTTCTCTTCTAG 

GAGAGCAATATAAGCCCATGTATCTGCCCCTTGGTTTGCTGAGAGTTCAT 

TATCAGCATTATATTTCCTGGTTTCTTAAAAGGTTAGTATTTTTGCTGGC 

TGAGAAA 

>Sequence $20 

CCGGGCAGGTACATTTAAGCGGAAGCATACGGGAATATGAGTGCAAAAGT 

GTGGCTGAGCCGCGTATGCCCTTGATTGGTTTTGGGAAGCCTGAGGGAGG 

CAGCCTTCCTGGCTATGAGCCATCGCCTGCCCAATCAGGCTAAGGGTGGT 

GACTGGGGTGGTGAAGGGGCAGCTCTGCTGAGCATGGTCTGCCTTATGGC 

CTGAATTGTCCTCAAGGGGTGTGGACTGCAGATGGTGTTCACATGAACCG 

GAGACATCACTCTTTAGGATTCTACTGCTCAGCCCCTGAATTGGCTCAACG 

TTTGTGGAGGTGGTATTTCCCTGAAGTACCTT 

>Sequence 821 

AGGTACTGTGGGATTTGTCTTTTATGAGTTACCAGTTCAGAGACTAGTTC 

ATCTTTGGTTGTATAGGATGTTAGGATCTCAGTTGGCATTCACAGTTAAA 

TCATGCACCTTCAGGAACTGGGAGCATTTTGATCCAGAGTCACAATCATT 

CCTTTCTTATCTTCAT(XCTATGGTATGTCTGTTCTGAAGTTTAACTGAC 

AGATGGCAGCTGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCT 

TCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTC 

CGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGAT 

GCAAAACCAG 

>Sequence 822 

ATGTCACTGACTTACGCCCTTCCCACAGCTACAGATAAGGGCTCGCAAAG 

TTGGCCTCAGAGACACATCATGAACCAAGGTGGACCAGCAGGTGCCGAGC 

CTGTGTATCTGCTTGGAGGAGACGTTCCAATGTGCTGCCTTGTCAGAGAT 

GGGAGTTGCAAGAAACAGAAACCCACCACAATTTCTCAGGCAAAAAGGGA 

GTTAATTATAAGGACATAAGAGCACAAAGTTCCAGTGCAAGAGATACATC 

CAGGCTGCACAAGCTCCGGGAGTGGGGCCTGGCAAGCCAAAAGAAACCAA 

AGTTTGTCTTGCCTTCTGTTCCTCTTTCTGAA GCCA CATAGCCTTTTATT 

GACGGTGTATTCTTGCATCGCnTTTGTTTTCrnTTATGTCTCTGAGGCC 

AGCTTTTCCTGTTCACTCATCCCTTGATTAAATATGGACATTCTAACTTC 

ACATCACTTGCTAATTCACGGACCAACAGAGACTGGTTAGCATGTTGCTA 

TCCCACCTCCAAATTGCATCAAGGAATTTGATTTTGCTGCTTGGGTCATG 

GTCCAGTAGTCTGGGCCAGGGGACTGGGACCATCTAGCACATAGCCAAAG 

GGGCTGACCTAATGGGGCAAGTCTGACACAAATGGGGTAATTTCTTGGGA 

CAACATTCCAAAGGGCACTATGATAGTTGCCTGTTTAAAAAAAGGGTTCC 

TGAAAAAATTGCATTTTGGTTCCCCATGAGTTACGGAGTCTTCCTTTCTA 

AATCCAAGGGAGGTGCATTGTAAAACAGGCCTAAAAAAAGTCAGGTTTAA 

CCCTTCCCTTTTTGAGGGTTAATGGTCCTTTGGAG 

>Sequcnce 823 

CCGGGCAGGTACCACAAGAACTATGAGCTGGTTATCCACTTCATGTGGAA 

TCATAAGCGTCCCAAAGTGACAATACATATAGATTGCCAGGCAGTGAAAC 

AGTTAAGATGCCACCA 

>Scquence824 

CACATCCCTGTACTGAGGTTGAGGGTCNGCTTGAGGGAGTTGCACAGGGT 
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GCCGCCGGGNACNNTTTNGGGTTTTTTTGNCCCAGTGTGGAGCTTGGTTT 

CCGGATTTAACAACACAGCAGGCGCCAGGAGTGAACTTTCAGCAGAAGCG 

CTTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCGCAGCA 

ATCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC 

>Sequence 825 

CCGGGCAGGTACAAAGAGAAGCAGCTGAAGTTTCAGAACATGCTGTTATG 

CTTGCTAAGGATAGCAGAGAAGAGTTGACTCCAGATGCTAACATCAGAGA 

AGTTGGCCTTGAGGGGGCATTGTTGATCTTACTAGACAAGGAGACAGATG 

AGAGATTATGCCATGATATCAAAGAGAC1TTAAATTATATGCTTACATCT 

ATGGCAGTCKjAAAAACTCTCCCTGTGGTTAAAGCTTTGTAAAGACGTACC 

T 

>Sequence 826 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 827 

CCGGGCAGGTACAATAGCATGGGAACCATTAACCAGCAGGCCATGGACCA 

ACTGCAGTATCCTTTGTGACCCAGAACAGCACCAAGGTCAGAGGGCACCT 

GTATTCATAAACCAGCTGCCTGACTGTGAATCCTGATGAATCAAGCTCAA 

AAGGAGAAAACATAAAATACATAAAGTACCT 

>Sequence 828 

AGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGGCC 

TTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACT 

AAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAA 

TAATTAAATAGTGAATTGAGCATCANCTAGAATAAAATAAAATGAGTAGG 

CATT CCTA AGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATA 

TTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCTACT 

AACTGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTAAAA 

TAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTATCCCTTATC 

TCAAACACATACAAAACAGACAGACAATAACAAAAAGACATCATCTTTAT 

CTGTACCTT 

>Sequence 829 

AGGT ACTTTTTT n TllTH 1 1 ' I ' t ' 1 ' 1" I ' 1'GGTTGA AAGATTCTA A AGTGTG 

TTTTGATCATGTTTTCAAAACTTTAAAAATCAAGTTACTTACTGAATCCA 

ACCATTCCATCTGGA ACTTT GTATTCTTCTGTCATTACAGATCTGCTAAA 

ATACAGAAAGCACCATTTTCCTTCAATGAAAGATACTTTGTTTACAAATA 

AAAGATAATCTATTAATAAAAATGGAAGTCTAATGTCTCCCAATGGCTTA 

AACTAAGGTTCTAGGCTCAGACTCATGTCAAAAAATATGATCTTATTACT 

TGAGTAGTTAAATTAAGAAATTTAAGATGACACATCGAGTGAAGAAGGGA 

TGATGAATGGAACAGTCTGAAGGCATTAACTGTAAAGAAGTTGAAGTGGA 

GTTTAGAGAATGTCATCTTAACAGTTACTCTAATTCACCCCTGTTCTTCT 

AAAATGTGGTTAATTCCACCTATCTCTCCAAATCACAAATTTTTCTCACT 

CAAAAGAAAAATCATCACTTT 

>Sequencc 830 

AGGGACT n TrU TT TT TT n 1 1 r TT TTTT n II 1T GTTTCTGGGGTTCT 
GAGTCCAGTCCCCTTTGCATAAACGCCCGGCGTGGCTCTCTCAGCGTCCC 
CGCACCTTCATGCGCAGCAGATTCTTGGACAACTTTGTCTTTCTCT 
>Scquence 83 1 

CGAGCGGCCGCCCGGGCAGGTACGGGAAGGCGAAGAAAAGAATAGAGAAG 

ATAGGGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAAT 

TTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAA 

AAAGCTAAGGGCAAAATGTACTGTTTGAGGTTTCAGGAGTTCACTGGGGG 

CCTTGGAATGTATCTCCCGAAGATAAGGGGGAACTACTGTAAGCAAAATC 

GAAAGCTATACAACAATCAGAAATGGGAAGAGAGCAAATCCAAGTATAAG 

TGAAGACATTCCTCTGAATTCCCAGCATTCATCGAGCATCAAAAACGACC 

AATCTTTTAGTCCTTTTCTTGTACCT 

>Sequence 832 
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AGGTACTGGGACATTCCAAATGGCTGCAAACTAATCAGGAATCGATCGGA 

TTGTAAGGACATTGATTGGACGACATATACCTGTGTGCTAGGATTTCAAG 

TATTTGGTGTCTGGCCAGAAGGATCTGATGGGACAGATATCAATGCACTG 

GTGCGATCCCACAATAGAAAGGTGATAGCTGTTGCCGATGACTTTTGTAA 

AGTCCATCTGTTTCAGTATCCCTGCTCCAAAGCAAAGGCTCCCAGTCACA 

AGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 833 

aggtac r i mini rmn rTTTTTTTTTrrn ic ctagccttcgaggc 

CCACCTTCTTTTTGAAGTCTTCCCTGGCCACCC 
>Sequence 834 

AGGTACGCGGGACAAAATAAGAAGGCTTCC TGAAA GCACTGCTGCTTGGC 

ATACTTCTTGTAGTAACCCTGTCACCGTCTGCTTTTTGAAGCTAAACTAG 

ATCCAAGAAATTGACATAAATAATGAGCAAGAAAATGATTATAAGAGGAT 

ATTGCCTCATTTTCCACATATATTCCTTATTCTGAAGACTACTTTGAGGT 

CAACATTCCAACAGACCTACGAGCAAAACATTCTGGGGAAATAAGTGAGA 

GAAAGGAAATTGAAGAACTATCAGAAGCTTCAAGAAACACCATACCACTA 

GCAGTGGTGCTTCCCACTGAAATTCCATGTGAGAATCCTGGTGAAATATT 

CATAANTTTGAGAGATGAAGTAATTGGTGATACTGTAGAGGTTGAATTTA 

CATCAAGTAATAAGCGCATTAGAACACGGCCAGCCCGTTGGAATAAGAAA 

GTCTGGTGCATGAAAGC1TTAGAGTTTCCTGCTGGTTCAGTCCATGTCAA 

TGTCTACTGTGATGGAATCGGTAAAGCTACAACCAAAATTAAGTACCTGC 

CCG 

>Sequence 835 

hfNAAGTCTGACGTTGAATTGCAACTTCCGGCGAATTGGAGTTTGCCCGCG 

GTGGCGGCCGAGGTACAGGTGAATGCCATTCTAGTCATCTCCCATGAAGA 

TTAATTATTTCCTTTTCACAAATCCATTCCTTCT GATCC AGAAGAAAGAA 

AGCAGTG AGTG ATTTATTTTCTCC ATTGTA AG A nTT 1 GTTATTC ATAAT 

TGAATGAATGTGCTGAATTTTTATGGTGTTATTGGCTAGTTTTGAAAAAA 

AAAAGGAAGAAATAAAGCATATTATTTTGAAGTTCTAATGACTCACGTTT 

TTCAAAATTAATTTTTCAGTTAAGGCAATTACAAACTTATCATTAGTTAT 

TAACTTTGATGCCAGGTATACTATCCCATGCCACACAAAGGCAGCTCATT 

TTGATATAGACTGGGGCAAAGAAGATGATTCCAATTTGTTAATTGGCATC 

TATGAATATGGATATGGAAGCTGGGAAATGATTAAAATGGATCCTGACCT 

CAGTCTAACACACAAGGGATTTATCTATTTCTGAGTCTGGTAACCATTCA 

TGTTGGATTTAATTTATTCTAATTCTTGCTTTTAAATTATTGTGGAAATA 

ATGGGAATTTGGGAAACCAACKjACTTACTGGTTGGGTGACCTTGGGGCCG 

TTAAAAGAACCITTTCGTGAAAGGACCAATTTAAATGGATTCCTGAGATT 

TGCGTTCCGGGAAAATATTTGTTTATTAAGGCCrrAGGGGGTTTATTTTC 

AAATAACCAGGGGAAAAAGATTTTTCTCTCCTTTGCTTTAAAAAATTTTG 

TGCCATAAAAAGCGACCGCCNNWGTTTTTTCTTGGCTTCGCCm 

CACTCCCGCAAC 

>Sequence 836 

CCGGGCAGGTACTCAAGGCCCTAATCTCAATACCATCACATTGGTGGTTA 
GGGCTGTAACATTGGGATATGGGGCAAGACACAAACATTCAATCCAAAGC 
AAGCATGTCCACACTGTTGGGACTCCAATCCCACTTTTGCATTGAGTCAT 
TATTTAACCACTGTACCT 

>Sequence 837 

AGGTCAATTTTAATTTACAACTGTTGGAAATAAAAATCACTTAAl I i 1 11 

TCCAGTGCTTCTCCCTCATCTGGTTATTCAAGAAAACAAAACAGTCTCTG 

AGATATTTAGCTTTTCAAACTGTAAATAATGCTCTAGTGTTATTTATTTT 

TAATCCCACTTGTATTATTTTACCTCTAGAGCATCTTG TATT AGGACATG 

TTATATTTATGCCAGTGGGAAATAAGTTATGGCCAAGTTTTGCAAAAACA 

GGAAGCAGTGAGATACTTGTTTTTTTCTCCTCACTAAATATCAGTAATTG 

TCAGGAATGGTATTACCTATTTTCATTTCCTCTTTTCAGCTTTAAGCTNT 

GTTGATTGGGACACTAAAACTGATGTATACCTGAGGAAAAAAT AGAAT GT 

GCTCATGGTTAGGGAAAATTATATTATTTTTAATTTTTTAATTTGTTTTT 
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TAACCAAGTAGGAATTTGGGTGTATGGATAAGAGGCCAATCTGCTTCTGT 

AGGCTATAGAAGAAAACCAGTTGTATTTTATGGTCATAATTTGTCCCCCT 

ATTATTTCTGAAGATTAAATTTAAGTAAAGTAGCCCATAGTATTTTAATT 

GAAAAATACTAAAGCCACATAACTGAGTAAGATGTCGTATGATACTTTCA 

AACAAATCCCTAATGCTTGCTAAGCATATGGATGGTTTAATTCCTTGCTG 

GTATAAACCGATATTTAATACGCCCGAATTACTGATGGTAAAATGAAAGT 

GGGAACCTGTGAAATTTTTATCCATGTTTAAATATTATTAAATTTAAAAC 

ATTTAAGACCTTGTTGCCCTGGGGGGAGCCTTGCTTTTCCCTAAT 

>Scquence 838 

CCGGGCAG GTACTG GGGGTAGCTGAGAACTATCACGTTCGTTTCTTCCTC 
GTCCTCCCCTTTTTCTGCCTTCTCCTTGAGAACGTCTTTGAAGTTGGGTC 
CACTGTTTAGGGTTGACTGCCTGTACCTCGG 
>Sequence 839 

ATTGACATTGTTAACCATCAhWCCCCCGCGGTGTTTGGTNAANNACTATA 

CGNGACGCGGANNNCCCNNCNNGGChfNGNANTGTANACCNCGCACCACAC 

ACACCCACCCCTTTTCCCNCGNCGANNTTTTATAAGCGCCCGCACCGGAN 

ACCACAGACAGGGGGGGACCTATTTAGAAGAAGGGANNAAGGGGCGCCGC 

TAGACAGAAACACGGACAAAGCNGAACCCGGAAAAGGANAG 

>Sequence 840 

TACAGGGCCCTGGTGGATGCACCAAGATGAGGAGCCTGGGAGCCTGGCCA 

GGTTTCTGTCGAGCGGCCGCCCGGGCAGGTACCTGACTGTGATTTCAAAC 

CCCAGGTGGTTACTGGAGCCCATACCTAGGAAAGGAGGCAAGGATGTATT 

CCAGGTAGACATCCCAGAGCACCTGATCCCTTTGGGGCATGAAGTGTGAC 

AAGTGTGGGCTCCTGAAAGGAATGTTCCAGAGAAACCAGCTAAATCATGA 

CACCTTCAATTTGCCATCATGACGCAGACCTGTATACATTAGGTTAAATC 

TGAATTTCCACTGCTTTGGAGAGTCCCACCCACTAAGCACTGTGCATGTA 

AACAGGTTC 

>Sequence 841 

AGGTCAAC TTTAA ACTGTATTGTATTCATGTTGCTAAACAATATTGGCCT 

TCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACTA 

AGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAAT 

AATAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATGAGTAGGCAT 

TCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATATTG 

ATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCTACTAAC 

TGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTAAAATAA 

AATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTATCCCTTATCTCA 

GACACATACAAAACAGACAGACAATAACAAAAAGACATCATCTTTATCTG 

TACCTGCCCG 

>Sequence 842 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 843 

CGGCCGCCCGGGCAGGTCAGCAGCTTTGCATGTTGACAAATCCACTCTCT 

GCTGCAGATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAAT 

GGGGGAACACAAACAGATCTTATGTCACACTGGTTACTCCAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCT 

>Sequence 844 

CCGGGCAGGTACGCGGGGGTGGAGAGGACCATGTGAAGAGAGAAGCTGAG 

ACTGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATC 

TGAAGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGAT 

TCTCACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTGTTT 

TCTGACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCTTAA 

AGACACACAGCTTGTGGTACCT 

>Sequence 845 

TCTACGAAGTCCCATGGCTTTTCCAGTTCTCTCTTGCCTTGAGGCTCAAG 
AACAGTTTGTTTTAACTGAGAGTCTGGGAGGAACTACAGTTTTCCCCAGA 
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GTAGTCTTGGCGGACTACTGGAAGTCACAGCCAAAGAAACTCTGTGATTA 

CTGCAAGTGCTGGATAGCAGACAATAGGCCTAGTGTTGAATTTCATGAAA 

GAGGAAAGAATCATAAGGAAAATGTGGCAAAAAGGATCAGTGAGATTAAA 

CAGAAAAGCCTGGATAAGGCAAAGGAAGAAGAAAAGGCATTAAAGGGGTT 

TGGTTGCATTGGAGGGCAGTTTGCCTTGAAAGCATTCCCAGGGGGTTTGG 

AAAAAATTTGGCTTTAAAATTCAAAAATTTTTGGGGCCCCAGCTTTTACC 

CCCTGGAACCCAGCTTTTTCCCCCCCrrCCTGGATT TTAAAT TCCCGGGG 

GGGGGAAATGAATGAATGGTAAAAATTAAAAATATTTTTTCTTTAAGGGG 

GTTTTTTGGGTAAAAGGGCTCCTT 

>Scquence 846 

AGGTACATTTCCTAAGTATCACATGACTTAACAGGTGCAAGCTGGCAGGC 

ATCGGACTTGGTATCCGTAAGACCTGTTGCCCCTTTGCCTTCTGCCATGA 

TTGTAAGTTTCCCGAGGCCTCCACAGAAGCTGAACAGATGCCAGTATCAT 

GCTTCCTGTATAGCCTGTCGCCTTTGGGCAGCTGGACACCTCACCCACGC 

TTCAGGCTGGAGCCTTCCTCATCTTTATTAGGTGTCTTAGAGGCAAGTGC 

CGGAGGTAACATCCTCCTCTGCATTTCCTACACTGACAAGGAGAATGCTG 

TGGCTCTACGCAGNCATCCTTTTACAACTTTTGCCAGGGAGCAAAGTCTG 

CCACATCAATCGATGAGTACCTGCCCG 

>Sequence 847 

CCGGGCAGGTACTGCTGTGTAGCAAACAGCCCTAAACCAAGTGACTTAAA 

ACAACCATTTTCTTTGTTACAGTTTTGCTTTCCTGGGTTGGGCTCAGTTG 

GGCGGGTTTTGCTGGTGATCACTCTAATGGCTGCTTTTCTCTCCAAGTAG 

CCTTTCCAGCAGAGTTGCTGGCCTTACCTGGTAGCTGATGGCTTAGGGCT 

CACAAGAGTACCT 

>Sequence 848 

AGGTACGCGGGGTCGGCAACTTTGGGAACCACCAGTA GGATGT GGTTAAG 

ATTCAGTTCTTGCTGAGCTAAGGAAGCATTTCTCACTTCTT TTTAA TTGT 

CTGGCTCACTTCTAGTCCCTAACTAAATGCTCACTCAAGAGTTTTAGCTT 

GAATGTCAAATGTCAAAAAATTAATTGGGTGATCTTTCTCCATTTCTAGG 

ATAAGAAGAAAGAGAAGAAATGAAGTGACCATCCAGCCTTTCXCAATTAG 

ACTTCCTCTCCTrCCACCCCTCATTTCCTTTTTGCACACATTACAGGTGG 

TGTGTTCTGTGATAATGAAAAGCATCAGAAAAGCTTTTGTACCTGCCCG 

>Sequence 849 

AGGTACCGTGTTTTAAGCTTAGTTCAGTCTCAAGTGTTTGCAGCCACATC 

TGAAGACCAATAAAGCAACTGCTGGTTTATCCTTTGGGAGCTGACAGAAT 

TTCTTCTCCCAAATACATACACAGTAAAATCATAAGCCTGGAATGAAGAA 

AAAAAAATCTTACGGGCAATGCAATGGCTGCAAAACTATAAGGATTAGAA 

ATGTGAACCCACATTTTAATCCAAATTAGGGCAATTTAGAGGTGGTAGCG 

TAAAGAATAGCTTGCTGTAATATACGCCATGCTGATACAGAATTGGCTTT 

TGGCCTTGTCAAAATTAAATTGTGCCTTTCTGTATTGATGGTGGGCATGT 

T 

>Sequence 850 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAAC 

>Sequence 85 1 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCCCGCGTACCT 
>Sequence 852 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCGCGTACCTGCCCG 
>Sequence 853 

CCGGGCAGGTACCAAATGGCTCACAAAGCCCAAAATATTTACTATTTGCC 
TCTTTACAGATAGTTTGCTGACACCTGACATATAGGAATGGGGGACATTG 
CTTCTCACCACCCCCAGCTCTCTCACTGGATGGTCCATGTATACAAAGTA 
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GAGCCCTTATTAAATGCAAAGATOTTGGTCTAAACCCTGCTTGATAGGAT 

GATTGAGTAAATTCAAGAAAGTGGTAATGAGGGCTGGNNNTGCGGTGGCT 

CACTCCTATAATCTCATTACCTTGGAGGCCAAGGTGGGCAGAATCGCCTG 

AAGATCAGGAGTTTTGAGAACCAGCCCTGGGCCAACATGGTGGAAGCTCA 

GGTAG 

>Sequence 854 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATG 

AGTAGGCATTCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCA 

ACCATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCC 

TCTACTAACTGTCCTCTGCTGTCCCATCTAGAGGTTATGGTTCTA 

>Sequence 855 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 856 

AGAGAAAGACAAAGGTGTCCAAGAATCTGCTGCGCATGAAGTTTATGCAA 

AGGGGACTGGACTCAGAAACCATGAAACAAGCTAGAGAGAGAGAAGTAAA 

AGTAATAATGCATTTAGGTGGAAGTAGTCATCTTGGGGTGTCTCTTCGGG 

GCGCGGCCAI TTTTTTTTTCCCCCTGT1 1 TTTTTTAAAAAGGGGGGGGGG 

AAAAAATTA AAT ATTCCCCCC nTITrTTAAA AAAAGGGGGGTTTTTTTT 

TGGGGGGGGGGGGGGTTTTAAAAAAATTTTTTTTTGTTCCCCCTGTCCCC 

CTTGTTTTTGTTTCCCT 1 "IT H TCTTATTGGTAGGGGG 1 1 I I i rTTTTTT 

ATTCCCCCC I T II T H T 1 GGGGGGGGGGCCCCCCTA AAAAATAATIT IT1 ' 

GGGGGGGTTTAATAAAAAAAAAAAAAAAA'lTTTrri'l'rri'l'ri'rrri'GCC 

CCCCCCGGGGGGGGGGGTGAATAAAAAAATTTTTTTTTTTTAAAAAAAAA 

ATTTTTTTTTTGTTCTCCCTCCCCTCAAAAAAAGTCAATAAAGTGGGGGG 

TGGGGGGGTGCCCCCCCCCC A AAA I T H T I GGGTTTTTGTTG AAA A AAAA 

AAATTTTTTTnTTTTGCCC 

>Sequence 857 

AGGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAG 
CCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGTCCGTGGTA 
GTGGGGAGTAGTCATATGGGGGCAGGCGCGGTAGTAATCATACTTATCAT 
AGGAACTGCCCCCCAAAAAAAGCCCCCCCAAAAAAAAAACCCCCCTTGCC 

cccctttti nrnrn iataaggccccgccccccccaaaaaatitititi 

GGGGGGGGCCCCCCCCTTTTTTGGGGGGGGGGGGGGGAAAAAAAAAAAAC 

ccccc j f r nrnrn ccccccccccccggggggggtaaa a aa aaccccc 

CCGGGGGGGGGGGGGGGGGTCCCCCCC I " 1 ill l 1 1 11 ICCCCCCCCCCCC 
CCCCl 1111 nTTnTTTGTCCCCCCTTTl nTTTGGGTTTTTTTAAGAA 

TAACAATACACCCCCccTTrn-nrnrmcccccccrrrrn mn t 

TTAAAAAAAAACACCCCCCCCCTAAAAAAAAAAGGGGGGGTGTTTCCCCC 
CCCCTCTAAAAAAAAATTTACnrGGGGGGGGGGGGirririCCCCCCCTT 
TTTTTTTTTT 
>Sequence 858 

CCGGGCAGGTACGCGGGGGACGCGCGTCTGTGGAGAAGCGGCTTGGTCGG 
GGGTGGTCTCGTGGGGTCCTGCCTGTTTAGTCGCTTTCAGGGGTTCTATG 
AGTCCTCCTTTCATCGACTCGTTGCACGCATGGGTAAAGTTGTTTTATCT 
CCCTAAAAAATTTTTnTTTTTTTTTGGGGGGGGGGCCCCCTAATAAAAG 
GGGGATTTCCCCCTTCCCCCCn l l l l 1GGGGGGGGTG I 1 Tl 1 1 1 T l AAA 
AAAATAAAATTAAA AAA I'l l" I TTT1 GGGGGGTTTTAAAATTGCATACTGT 
CCACTGGAAAATTTTTTTTTAAAAAATTTnTTGGGGGGGGGCCCCCCCC 
CACAAAAAAATAAAAGGGGGGGGGTG I' 1VI Mill 1 CTCCCATCA A A AA A 
GGTGGGTTCCCCCCCCCTTAC ATTTTCTTA TTTTTl I'A ATA A A A ATTTGT 
GATATTTGTTTA A A ATGTTA ATAATTI 1 1 111 AATAGTTTTATAATTATA 
TTATAAATCGTGTTAAAATTTTTGTAATATTGTTCTATATAGGTTAATAA 
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ATGTTTATAGAGTGTAAAAATATATGCTATAATTTTTTTTAAT 
>Sequence 859 

AGGTACCAATAAGCATATTGCTTTGGCAATGCATCTCCAGAGCAGGTGAC 
CCTGGCCGTCTGTCCTGGGGACACTGACACCGAGGNGTGGACTGTGTTCA 
GTGTCATTAGGTAGGGTCCTTCACGAGACTCTTGTTGTCACGTAGTAGTT 
GTAAGTGTATTGGGGTTTGGGGTTTAAGGGGTTTTTT GGGGGTTTAAAAA 
AAA AGGGGGGGGGTAA AAAAA AAA A AAA AAGGGGGll TTI 1 1 1 1 1 1 1 1 lA 
TAAAAAGGGGGGGGGTGAAAAAAAATTTTTTTTGGGGGGGGGGGGGGTTT 
A A A A A AAA A' 1 T t ' 1 ' I 1 1 1 1 1 1 1 CCCCCCCCCCCCCTAAA AAAAAGG GGGGG 
GGGGGGGGTTGCCCCCCCTTGCCCCCCCCAAAAAAAA Ti l l l 1 1 iGGGGG 
GGGGGGGGGGGCCCTTTTTTTTGCGCGGGGTTTTTAAAAAAGGGGGGGGG 
GGGAAAAAAAAAACCCCCCCCCCTAAAAAAATAAAGTCCCCOCCCCGGGG 
TGCCCCCCCCTCCCCCCCTCCTTA AAA AAA AAAGGGGGG rill mil l A 
TAAAAAAAGAAGGGGGGGGGGGGGGTTTTTTTAAAATAATATA ll 1 1 1 AA 
CCCCCCCCCCCCCCTTTTTTTTTTGTGGGGGGGGGAGAAAAAAACCCCCA 

CAATACCCCTCCCTTTTGTTTGT 
>Sequence 860 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 
CACCTGCTCTTGTGCCACGGGTGAAGCTGTGCTGTTAGGAA AAAGGGGGG 
GGGGTTTTAAAAAAAAAAAGGGGGGGGAAAAA AAAAA AGGGTTTGGGGGG 
TAAAAAGGGGGTTGCCCCTGCCCCCCGGGGG TTT1 U I ICCCCGGGGGGG 
GGGGGGTTAA AAAGGGGGG TITI TI 1 1 1 CCCCCCC CCCCAA AA AAGGGGG 
GGGCCCCCTAAAAAACCCCCCGGGTTGGGGGGTTGTTTTTTAAAAAAGGG 
TTGGGGGGGGGTTTCCCCCCCGGGGGG A' n T H "1 1 11 1 GGGGTTAATGGG 
GTAAAATTTTTTTTTTI 1 1 CCCCCCCCCTTTTTTAATTTTT TGGGGGGGG 
GGGTTTTTTTI 1 AAAAAAAAAGGGGGGGGGGG 1 11 1 i lAl rTTTTTTTTG 
GGGGGGGTG 
>Sequence861 

CCGGGCAGGTACGCGGGGGAACTGCTCAGTTAGGACCCAGACGGAACCAT 

GGAAGCCCCAGCGCAGCTTCTCTTCCTCTCCGGCTACTGCTGGTCTTCTC 

CAGAATATCCCACCGTGGTAGGAAAATTAGNTGGAGTGGAACCGCAAGGT 

TCTTCGCAGGGGCCCCTGATCCCCCCCCAAAAAAGGGCCC CCGGGGGC CC 

CCGTCCCCCCA l - n -i l - l 1 l GGGGGAGTrriTrn 1 1 lCCCC Cn i i l l 1 1 

GGGGGGGG I'l' i n TlGGGGGGGG l ' l 1 11 1 1 1 TATCCCCCCCH rTTTTTT 

TTACCCTGACCCCCCCAAAAAAACAGTTTTTGTTGTTTGGGGTTTAGGGG 

TTTTTTTCCAAAAATTACAAATCTTTTAAGGGGGGGGGGGTGTAAAAAAA 

GGGGGGTGTGTCCCCCCCTTCCCCCCCAAAAAAA AATCCCCTTGTTTC CC 

cctctccccccccta rrrri i rn r 1 1 rGTCccACCi i nriTrTTrrn 

ACCCCCTGAATTCCCCCCCTTTTTTTTTTTTGGGGGGGGGGTGGTCCTCC 
CCCCCCCTTAAAATAAAAATTATTTTATTGGGGGGGGTTGTTGGGGGTTA 
ATTTTTTTTTATTCTCCCTTTTAACGCCCCCCCCACAAAAAGAAAAGAGA 
G 

>Sequence 862 

AGGTACGCGGGCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGC 
TATGTGTCTGGGTTTCATCCATCCGACATTGAAGTCTGACCTTATCTGAA 
GTAAATGTGAGTAGCAGGAAGTTGTAT AACAAGGTGGGGA GGCCATATTC 
AGTAACTTTCGTTTTTTTGGGCCCCCCCC TVi i 1 1 1 1 1 1 11 1 1 AAAATTT 
TTTTGGCCCCCCCAAAAAAAGGGGGGGTGCCCCCTTTAA AAAAAC AAAAA 
AAGGGGTTTTGGGGGGTTTAAAAAAAAACCCCCCCCCTTTTTTTTGGGGG 
GGGGGGGGGGATrri'l'l l M i l I rTTCCCCCCCTTTTTTTTTTTTTTAGT 
TTTTTTAGGG CCCCCCCTTTTTTTTTG AAAAAATATTTTTTTTGTGCCCC 
CCCC TTTT1 11 1 AAAAAACCCCC1 1 1 HI 11111111 1 AGGGGGGG GCCC 
TTTT T I 1 1 1TAAAAAAAAAAAACACCCCTCTTTTTTTCCCCCCTTATTTT 
TTTTTTGTGGGGGGGGGGGTTCACCCACCATAGTGGGTCCCCCCCGCGGC 
CCCCCCCCCCTGGGAAAAAAAGGGGGGGTTTTTTTTTTGTAAAAAATATG 
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GCCCCCCCCCCCGCCGGG ATTA ATGGGGG GGGGGG GTGTTTA I ' I I I 1 CTC 

TTTGTACCCCCCCCCCCGGGGGGGGGG 

>Sequence 863 

CCGGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 
CAACAGAGGCAGTTCCAGATTTCAACTGTCTCATCAGTATGGTGCGGGAT 
AGGATGTAATGTACAGTAGTGGGTGGCAGTCTCCACCAGGTTTTCGGTTT 
TTGTAATTCC TTTTTTTT1 GCCCCTGTTCCCCCC AAAATAGGGGGTGTTT 
GCCCCCCAIiril 11 llllGGGGGGGAGGGGGrrmilTrriT 
TATTCCCCCTTTTTCCCCCCATTCCCl lU rriGCCCCTTTATrri TGGGG 
GGGGGGGGGGGTGGATTCCCCCCCCGTCCCCCCCCCAAAAGGTGTAAAAT 
TG AAAAAT TTTTTAATAAGGGGGGG' 1 Tl ITU I ' l l Tl ' 1 G GGGGGGGCTTT 
TTTTTI T lTAAAAAATCCCCCCCCCCTCCCCCCCCC nTTTTTTT A TTTT 
CCCTCGGGGGGAAAGGGGGTTTTTTTTTTCCCCTCTTGAGTACCCCCCCC 
GCGGGGGGGGTTGGG TCCTCCCCCA 1 Hill 1 1 A I I 1 1 ' [ A TTACCCCCCC 
C I HUM rTTTTTTTI ATA AAAAA AAGGGGTGGGTGGTGGGTG AAAA AA 
TATTTGTAAAAACTTTTCCCCCCCCCCCCCTTTTTTGTTGTTTGTAAAAA 
TA A AAG AGNGGGCGGGGC 1 IT 1 1 1 ATTTGTGTGGGGGGG 
>Sequence 864 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 
TGGTGCATCCACCAGGGCCACTGGTATCCCAGTCCAGGTTTCAGTTGGTC 
AGTTGGGGTTCTTGGGGACCAGTAGGTTTGCACTTCTTGCACCCATTCAA 
GGCATAG CTCTTTTGGTGGTGTCCCCCCCTAAAAAAAAAGGGGTTTTTTT 
TTTTm CCCCCC rTTTTTl TGGGGGTTA A A A A AA A A A A A AGGGGGGGG A 

AAAAAAAAi'i rrirrrrrrrriGccccccrrrrirriGGGGGGAATTccc 

CCC AAAAAAAAAGGGCCCGGTATATTATTTT Trrr I ' l TTTTT AAAAAAAA 
CCC CCCCCT'T Tl "1 ' 1" I'l A AAA AAA ACCCCCCCCC fl' ITTn GGGGGGGGGT 
TTATTTTTTTCCTCCCCTCAAAAAGGAGGGGGGGGGCCCCCCCTCCTTAA 
AAAAAGGGGGTGTG GG ATTGTTTTATTTC A AATAATATrTTTTTTCTTTT 
TTTAAATTAAGTAAAATATAATTATTTTTGTTTTTGTTATAAGAAAAGAA 
ATAAATTTGCCCCCCCCCCTCI VI TTTTTTTTTTTTTGGGGGGGGTATAT 
GTTATTTTTTTTATCTCCTCTTAATGGCCCCCTCT 
>Sequence 865 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 
ATCCAGCAGGGCCACTGGTATCCCAGCCAGGGTTCAAGTGGTCAGTGTGG 
TTCTTGGGTACCAGGAGGTTGCAACTGCTTGCACCAATGGCAGGCGAGGC 
GCGTGGGCAAAAGGGGGGGGTTT IM rn TGCCCCCCClTTTrrrrGNGG 
GGGTTAAAAAAAAAAAAAGGGGGGGGGGAAAAAAA l'l l l"l I'l l rrri rn 1 
GCCCCCCrnTTl'n-IGGGGGGGGCCCCCCCTAAAAAAAGGGGGGGGNTT 
TTTTTGGn 1111 M i l l 1 1 1 AAAAAAAACCCCCCCC I 1 1 1 1 1 1 1"! AAAA 
AAAAACCCCCCCl 11 1 rTTTTGGGGGGGTrTTTTTTTTTTCCCCCCCAAA 
AAAAGGGGGGGTGTTCCCCCCCCAAAAAAAAGGGGGGG 1 1 Tl T I' l ' IT l' lT 
AAAAAAAA ATT 1 1111 rTTTTAAAAAAGGGTAAAAAAGGGTTTTTTTTTT 
GGAAAAAAAAGGGAAAAAAGTGTGCCCCCCCCCC C1 1111 rTTTTTTTGG 
GGGGGGTATGTGGG 1" 1" 11 IT ITl ' l'CTCCCCTTTTATACCCCCCCCTTTTC 
CCCCCTTGGTTTTCCCTTTTGTTTT 
>Scqucnce 866 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTGATGTATGGTGC 
ATGCACCAGGGCCACTGGTATGCCAGCCAGGGTTCATGTGGCCAGTGTGG 
TACCTGGGTATCAGTAGTTTTTCACGTTCTGCACTCAATTACAGTGCAGT 
CTCTTGTCC ATATGGGG ATA ATT T TTTTTI ICCCCCCCC 1 1 1111 1 ' I GGG 
GGGGTGGAAAAAATTTAAATGGGGGGGGGTGAAAAAAAAATlTrTTTGTT 
TTT" HIT ICCCCCC 1 I I "1 " I" - IT1 GGGGGGGGTTCCCCCTCTA AA AA A AGGG 
GGGAATA TTTTTGTATATTTTTrGTCCCTTTAAAAAAAATCCCCCCCTTT 
TTTTTTTTTAAAAATATATCCCCCCrn I rriTGTGGGGGAAAATTTTTT 
TTA ACTCCC CCCAAAAAAGAGGGGGGGGTTCCCCCCCCAAAAAAAAAGAG 
ATCTTITTTTTTTTA A A A A A AA AATAT nTTTTTTTI CCA A A A A ATATA A 
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AATAAATrGTTTTTGTTTGTTTGTATAAAATCCTCTA AAAl 1 niuCCC 

cccccc ri n rn i i i l attatggtgtttttgtggtgtgtttttattcccc 

CCAATITrTCAACCAATAATATATCCTTCTTTATATACTAAAATAAT 
>Sequence 867 

CCGCKjCAGGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAAC 
TGTGGCTGCACCATCTGTCTTCATCTGTCCCGCTCATCGTGATGTAGTCA 

gcttgtaagattctgggaacctgtcccctcttgnttagtatgtgtccctt 

GNCNNTGTTAAAAAGAAAAAAA'i'l'l'l'nrrT TA AAAAAGTAA AAAAAGGC 
CCCCCCC CT TTTTTTT TT Tn rTTGTGGCCCCCCCTTTTTTTTTTAAAAA 
AA TTTT1 1 1 1 11 IT TCCCCGGGGGCCCCCCTTTCCCCCGGAAAAAAAGGG 
GGGGTTTTTAAAAAAAAGTGGGTGTTTTAAAAAGG GGGGG TGGGGGGGGT 
TTTCCCCCTTGTCCCCCCCAAAAAAAAGGGAAAAAATTTTAA AAAGGGG G 
GGCCCCCTTTTTTGTTAAAAAAAAAACCCCCCCTTATCCCCC A l TTTTn 
TTTTTTCCTCCTCGGGGAAAAGGGGGGGGGAGTATTTTT TCTCTCTTGT T 
TCCCCCCCCCGGGGGGGGGTTTGTGCCCCCCCC1TI rTTTTTTTTTTTn 
TCCCCCCCCnTlTlTlTi'l'HTTTAAAAAAGAAGGGG GGGGGGGGGGGG 
GAAAAAA AG ATTTTA A AATGTGGGCCCCCCCCCCCCG 1 1 l l 1 1 1 1 1 1 1 1 1 
AAAAAAAGAGAGGGGGGGGGGTTTG 
>Sequence 868 

GGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTT 

GGTCCCCTGGCCAAAAGTGTACCTTGGCGCGCTCTAGAAACTATGTGTGA 

TGCCCTCCGGGGCGTGCATGGGAATTTTCTGATATTGCATAGGCCTTTAA 

TTCGTAATAACTCCGTTTTTTTTTATCCCGGGGGGTGTTTAAAAAAAAAA 

ACCC(XTGGGCCCCCCC1^1 '1' 1' 1 ' I' f T T ATCCCCCGGGGT GTTAA AAAAAA A 

AATAATGGGGGGTTTGGGGTGATTGGGGGTTATGGGGTTTTGGGGGTTTT 

GGGGTTTTTTCCCACCTTTTGCCCCCCTTTTTCCCCCGGGGGGGGGGGGG 

ggg i ' rnrnTi T ATAA AAAATATCCCCCC CGTTCC C CCTTA GTCCCCTA 

AAAAAAAAGGGGGGGGTGCCCCCCCCC1 1 1 1 1 1 1 lGlTnTGGAAATTTA 

TGGAATTTAGGGGGGGGGGGGGAGTTTTTTATATTATTT AATAT AAAACC 

TCCTTTTTCTCCCCCATATACACTCCAAAATTTTTTT ATTGTTTTTGTT ^ 

GCGGGTTTGTTTTGA A A AAA AAAA AG AGGGGGTTG 1"1 Tl TTTT1 J I IGGG 

GGGGGGTGTTTAAAAAAAAAAAAATAGGATATTTGGGGGGGGGTTATATT 

TGTTTTTTT 
>Sequence 869 

TGGTACGCGGGATGGCACATGCAGCGCAAGTAGGTCTACAAGACGCTACT 

TCCCCTATCATAGAAGAGCTTATCACGCTTTCATGGATCAGCGCCCCTGC 

ATGAATGCATGTTGTGCCTGTATGCGTGCGTTGC CCTTAGGT TCTCTTGT 

TAGTGTGCGCCTTCCCCCCiTnTI I I I TTTTTTGGTTTTTTTTG1 TTTT 

TTGNGCCCCCCCCTCCCCCCCrr 1 11 T TAAAAAAAAAAAA AAGGCCCC 

CCCCAAAAAAAAGCCCCCCCCGTTTTTTTTTTTCCCTCCCGAAAAAAAAA 

CCCCCCCCCAAAAAAAAAATAAAAAAAGGCCCCCCCCCCTAAAAAAGGTG 

AAAAGTTGGAAAAAAAATTGAATAAAAAGCCCCCCCCCCTTTTTTGTTTG 

TAA A A AA A AG AA AA AAA AAATCCCCCCCCCCCTTG 111 111 1 1 1 AAAA AA 

AG AAA AAA A AAA AG 1 " rTTTTT TGTGT AA AA AA AAG AGCCCCCCCCCCGTT 

'ITITITI'TTITAAAAAAAGAGNGGAAAAAAAGGGGG CCCCCCCCCCCC GA 

AAAAAAAAGATGrrr n 'iTTGTTGTTCcccccccccrrri urn 1 1 TTT 

TTCCCCCCCACCAAAAAAAAAAAGAGGGTGGAGTGTTGTGTAA AAA AAAA 
AAACCCCCCCCCGGGGGGGGGGGTGTGTGCCTCCCCCCCCTCTTTTTTT 
>Sequence 870 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTGCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTCGCTGAATTAACTGTCTATTTTTGCCCG 

NCCCCCGCCCCCAAAAAGGGGTGTGAAAAAAAGGGGGAAAAAAGGGGTGG 

GGGGTGCCCCCCCCCCCCCAAAAAAAAAAAAAAAGGGGGGGl iiiiiiil 

AAATTTCCCCCCCCCCCCTTTTTTTTGGGGGGGCCCCAAACCCCCCCCCC 

CCGGGGGGGGGGGGAAAAAAAAACCCCCCCCCCCCCTTTTTTTGTGGGGG 
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GCAGCCCAACCCCCCCCCCCCTCGGTTTTTTTGGGGGGTTTAATTTTTTT 
CCCCCCCCCTGGTGGGGGGGGGGGGGGGAAAACCCCCCCCCCCCCCCCCG 
GGGGGGGGGTCCCCCCC Crm 1 11 IV 1 1C CCCCCCCCI rTTTTTTTTTl 
AAAAAAAGGGGGGGGCTCCAT 
>Sequence 871 

ACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACC 

ATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTG 

CCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGGAGAGGGGGGGGG 

GCCCCTCCCCCCCAATTTAAATTAAAAGGGGGGGTTTTTTAAAATCCCCC 

CTCCCCCCTTTTTTTCCCCGGGGGGGGGGGGCCCCCACCCCCCCCGGGGG 

GGCCCCCTTTITTTTCCCCCTTTTTTTAAAAAAGGGGGGAAAAAAAAAAA 

A ACCCCCC 1"! TH ' 1"1 ' I AAA AAGGGG 1 Tl 11 Tl GGG GGGG GGGGGGGG A A A 

AA 1 1 I 1 Tl Tl CCCCCCCCCCCCTTTTrTTAATATACCCTTGTCCCCC 

CAAAAAAAGGGGGGATTTCGlTTirrCCCCCCCCC'll'lirilllGGGGGG 

GGTCCCCCCCCCCAAAAAAAAGGGGGGGGGGGGGGGTTTT 

>Sequence 872 

CCGGGCAGGTACCTGGATCTTCCAAGCACAGCCACTTGTGTGAACATCCC 

TGACCTGCTTCCTGGCCGAAAATACATTGTAAATGTGCTATACAGATTAT 

TCTGCAGGGATGAGGGGTAGGCATGAAGTTTTTGGATTCCCTTGTTCTTA 

AATTTTTTTACCAAAGGAAAATTGGAAAATATGCCCCCCCTTAAAAAAAA 

TAAAAAAACCCCCCCCCCAAAAAAAAAGGGTGGTGTTTTCCTCCGGGGGG 

TTTTGCCCCCCCAAACCCCCCCl'ri'l'rri'iri'GGGGGGGGGGAAAAAAAT 

TTTTTTTGGGGGGGGGGGTGGCCCCCCCTATCCCCCCITCACCCACGGAG 

GCAAAATA'll i rrrriG'ri'ri'l'AAATATATCCCCTCCl l i ri'l 1'1'IGGTG 

GGGGTGGTTAAAAAAAAAAATCCCCCGGTGGTCCTCCXnTACTACCCGGG 

GGTGGGGGTG A AA AT AAA AA AA ACACCCCCCCCTC l"l " I " 1 ' 1 " li ' 1 " 1 GGGGGG 

GGGTGT T TTTTTTTTTTTTI AGGGGGTGTATTGTGGGGG AAGTTTTATAA 

AAAAAATATAACACCCCCCACTATTGAGTTCCCCCCCTATATAAAATTTT 

TATTTATATAGTGGGTGGGGGGGNGAGGGTTCTTCTTTCTATAATTCTCT 

TTGGGGGAGGGGGGGGTGTTAAATATAAATATAAni'n-niiri-nGGG 

GGGGGGAGTAAGAAAT 

>Sequcnce 873 

CCGGGCTGGTACGCGGGGGCTGCTCAGTTAGGACCCAGAGGGAACCATGG 
AAACCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACG 
CACCGGAGTAAGTATGTTGTTGTACTGCAGTTTCTTTCAGGTCCTAAAAA 
AACCCCCAATCCCTGGTCCCCCTTTTTTTGGGGGATATTTTTTTCCCCCT 

i n i i i i i r 1 1 h 1 1 1 1 iGGGGGGGGcrrrrri iTicccci rn rvn ic 

CCTCCCCCCCCCAAAAAATGAACAAGGGGCCCGGGGGGGGGGGGGTGTTT 

AAAAAAAAAAATATAAAATGGGGGGGGGTATAAAAAGAGGGGTGTCCCCC 

CCTCCTCCCCACAAAATAAATCCCCGGTGTCCCATATGCCCCCTTTTTTT 

TTTTTTTcccccTcci riirrrnrn rcTAccTGcccccccci'rj"i"iLr 

TTTGGGGGGGGGGTTGTTTTTCTTTTATAAAAAATATATGAAGGGGGAGG 
GGGGGTTTAATAAAAAAAAAATACCCTTTTGTGCCCCCCCACAAAAAAAA 
AGGTGGGTGGGTTGTGGTTTT 
>Sequence 874 

AGGTACCAGTCAGGTTGTTCATTTGAGCCAACAACAGATTTCTTGGTTAT 

TGTGCTATTGCCACACCTGGGTTGGTGGTTTTATAGCCATTTCCATCATC 

AGTTTCCTGTCTCTGCTGGGGGTTATCTTAGTGCCTCTCACGAATCGGGT 

GTTTTTCAAATTTCTCCTGAGTTTCCTTGTGGCACTGGCCGTTGGGACTT 

TGAGTGG 

>Sequence 875 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCCG 

>Scqucnce 876 

CCGGGCAGGTACATCAAATCGACTTGCCGAGTTGTGCAGCGTAACAAGGA 
AAAAGGGAAAATCAGCTCCCTCGTGAAAGATGCTTCTGTTCCTCTGATTG 



Page 298 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



ATGTTACAAACCTCCCTACTCCTCGAAAATTCCTTGATACCTCTCACTAT 

TCTACTGCTGGAAGCTCAAGTGTGAGGGAGATAAATCTGCAGGACATCAA 

GGAAGATTTAGAATTGGATCCAGAGGAAAACAGCACCCTGTTTATGGGTA 

TCCTCATTAAGGGCTTGGCGAAACTGAAGAAGATCCCAGAAACAGTTAAG 

GCAATCATAGAGCGCTTGGAGCAAGGAGTTGAAGCAAATTGTGAAGNAGG 

TGCTACAACCCAGGTGGCAGTACAGTGGCTATCACC 

>Sequence 877 

AGGTACTCCGCTTCTTGGATGTGTTTGTCTCTCTTGGCTGCACTGGCCTG 
CTCTGCTGGAGACACATGGGCTTCAGAAGTTGGCCCAGTTCTGAGTAAAA 
GTTCTCCAAGACTGATAACAACCTGNGAGAAAGTTCCAGTTGGTACCTGC 
CCG 

>Sequence 878 

AGGTACTTCTTTGCAGTATACAAGGACTAACAGTTAATATTGACCCAATC 

TTATATACGTGGCTCATCTATCAGCCTCAGAAACGAACAAGTAGACATAT 

GCAACAGCAGCCTGTGGTAGCTGTTCCTCTTGTTATGCCAGTTTGTAGAA 

GGAAAGAGGATGAGGTGTCTATTGGAAGTGCCCCCTTGGCAAAGCAACAA 

TCATATCAGGCCTCTGAATATGCCAGCAGCCCTGTAAAAACAAAAACGGT 

AACAGGTTGAAGAAGTTCTCCTGGATAATATCCTGAAGACTATTTT(XAA 

CITTGGTTCCATTTTCCAGGGTCACTTTTCAGAATCCCGCCCATTTGTCA 

AGTTCCTGTTAAAGCCCCTGTTGGATTTTATCTGAAAAGCTTGAAAAAAT 

TCA 

>Sequence 879 

AGGTACGCGGGGGCCAAAGGCTGGAAGAAAATTGAGCCAA GAGCT GGAAG 

CCAGAAGTTCCCCATGC(nX3CCCTACACATCCAGGCTCrGAGTTTTTA 

TTTTCTACTATATTGCCATGCAAGTAACTTTAACTTTGCTTCT 

CTGTCACTGAGAAATACCATGTCTCCATGGCAATAGGAATGCATTTACCT 

TCACCAAACCTGCTCAAATCCTTGCTGAACAGGACGTAGCAGGAGTTGAC 

TTTCCAATGGTTGGAGGTTCAGAGTACCTNGCCCGGGCGGNCCG 

>Sequence 880 

AGGTACTTAGTGAAATATTCTTGGTAATATCATTCAGGTGGACTTTGGCA 

TCATAATCAAATAATTTGATTTCTACTAACTGTTGAAGAACTTTGTTAGC 

CACTTTGCTTATTCATTACATTTTGGTGATCTTAAGCGCACATTAATTAC 

CCTGTCTGTTTAGCATGTCTTGCTGTTCATCTTGGAATTATTTGTTGTTT 

AGGGACACTTATCTAGTTTCCAGCAGTCTGCTTTTAACCGGGTGGTG 

>Sequence 881 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGCTTCTGCTGGTACCTGCCCG 

>Sequence 882 

AGGTACCTGACAACAAGAGCATTTTAGAGTAATTAATTTAATAAAGTAAA 

TTAGTATTGCTGCAAATAGTTAAATTATATTTATTTGAATTGATGGTCAA 

GAGATTTTCCATTTTTITTACAGACTGTTCAGTGTTTGTCAAGCTTTCTG 

GCATAAATATGTACCT 

>Scquence 883 

AGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGGCC 

TTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACT 

AAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAA 

TAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATGAGTAGG 

CATTCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATA 

TTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGT GGCCT CTACT 

AACTGTCCTCTGCTGTCCC ATCTAGAGGTTATGTTTCTCTA l 1 1 i i AAAA 

TAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCCCTCTATCCCTTATC 

TCAGACACATACAAA 

>Sequence 884 

CCGGGCAGGTACTCTGGAGTCAAAACGAATCAGTTTTATATAATCAATTA 
TTTTAGACTATCCGAAGCATAATGCTTAAGTTTAAAAGAGGAGACAAAAA 
TAGGAGGACAAGATACTTGAGAGGCTGTGGCACTAGGACTGCTTGAGAGC 
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CCAGGAGTTGGAGGCCAGCCTGGACAACATAGCAAGACCTCATCTCTGGT 

CAGACATGATGACGGTGGCTTCACCCGGGGGTCTCCGCACAGCAGCGGCC 

TCGGGTAAGCAGAACCTCGCTCCGGGGTTTACAAATCCTTCTCCCTTCCC 

CACAGCACAACACCGCGGCTCCCCGCGTACCT 

>Sequence 885 

CGAGCGGCCGCCCGGGCAGGTACATAATGCAGGATCTGATGTCCTCCTCT 

GGTAAGCAGCATGCACCGCATAAACAGGTCCTTCATGGCCTTGAAGATGC 

ACTGCTTTTAAAAGCTGATTATCCTCTATTTCCCAGTGAATCACTTGATT 

ATCAGATCCTTCCAAAAACTAATTCAGTAGAAGGGGAGCCATCCTGTTTA 

CAAATCCACTGTATGCAATTGACTCGGGCGGTGTGACCATTCAAGTTGGT 

AACAACAACCCTTTTCAGGGGGTCATAGAGCACCACGGAGCAGGACGTGC 

CAAAGGCCAGAAAGTCCTCCCCCGCGTACCT 

>Sequence 886 

aggtacgcgggggacatttcttttccaacacaagtgaggtgaacagccag 
ccaatcctgagtatttgaaaaaatgtatctgcagcaggttatgatcaggg 
ack:tgtattttcaagtagtaacagcactgcgaagagcaagcaatgaaagg 

CCAGCATTCTAATTGGAAAGAAAGAAGAGGAAATTTCCCTCTGCAAGGGG 

GCTAATTTGCCAACTGGTGATATTGTTCAGTTCAAGGGAATGAAGAATTC 

AGAATAATTTTGGTAAATGGATTCCAATATGGGGAATAAGAATAAGCTGA 

ACAGTTGACCTGCTTTGAAGAAACATACTGTCCATTTGTCTAAAATAATC 

TATAACAACCAAACCAATCAAAATGAATTCAACATTATTTTCCCAG 

>Scquencc 887 

GCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGG 

CCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAA 

CTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATAT 

TATTAAATTAATTGGTGAATTGAGCATCACTAGAATAAAATAAAATGAGT 

AGGCATTCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCAACC 

ATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCT 

ACTA ACTGTCCTCTGCTGTCCCATCTAG AGGTTATGTTTCTCTA 1 "I "I"ITA 

AAATAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTAT 

>Sequence 888 

GCCCATCGGCCCTAAGAACTCCTATAGGGCGTANTGGAGCACATCGCGGT 

GGCGGCCGCCCGGGCTTGTACTTCCrrCTTTTTTATGACTAAATTTTACT 

CTATTGTATGGACATGACACATTTTGTTTAAATTGTATAGGTATGCCATA 

CTTTA AGTTTGTTCCATAAATCACTTCATTAACATTTGGGTTGCTTCCA^ 

TTTTTGGNTAATTAATTAATTAATTTATTTATTTATTTTGAGATGGAGTC 

TCGAAAAAAAAAAAAAAAGAATGTGTATCTACCCGCAGTTGTCAGGCGCA 

GTATCC ATAT ATGTC ATTTAGGTC AAGTTTGTTG 1T1 T i C A ACTCTTCTG 

TAT TT T I ACTGAC TITI TIGGTCTAGTTGTTTAATCATTCACTGAGACAG 

GTGTGTTAAATCTCTCATTGGGGTGATGATTTATCTAGTTCCCATTTTAA 

TTC 

>Sequence 889 

TAGTTGAAGGGTTTAAATTTGCGCCGCTTTGGGCGGTAATTCATTGGGTC 

ATTAGCTTGGTTTTCCCTGTGGTGAAAAATTGTTTATTCCGCTTCAACAA 

ATTTCCAACACAAACCATTACCGAGCCTCGGGGAAGCATTAATAGGTGGT 

AAAAGGCCCTGGGGGGTTGCCCTAAATTGAGGTGAAGCC 

>Sequence 890 

CGGGCAGGTCGCTCGTGATCTAGATAGTGAGCGGACGCGTGGGTCGACTC 

AAGACTTTTAAAGATTTATCAAAATTTGGTGAGCCGAATCTCAGAAAATT 

GGTGAATTCGGTTAGTTCCCAATAGGCCGCAGTAGTAATAAGTGGAGTGT 

TCGGGATATAGAAAAATTTTCACGAATGGAATTAAAATTTCTAGGCGAAT 

TCAGTGAGTTCCCAATGGGACATGATTGTATGAGTGAGCTTTTCAATATA 

TAGCAACATTTTAGGTTCAGAAACTAAGTATCATGGTGAATTCAGTAGGT 

TCCCAATAGGAATCGCATGTAATAAG 

>Sequencc 1262 

AGGTACTTTGATCTTGGACTTCCAGCCTCCAGAACTGCAGTGTTGGTCTG 
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CAAGCTTCAAGAGCCAGTGCCCTGACTGCCAAGTGATTTGCCGAAGGGAA 
TTATGGGGAATTCGCAGGTATTCCTGATCTGCTATGTATTCCAGAAAGGC 
CATGGGCAAAAGGAAGTACCTGCCCG 
>Sequence 1263 

AGGTACCGATTTAGCGTGGTCCCAGGCATGTCGGATGTGGGAGCATTCGA 

TCCGCGGCGCTGCCTTCCGTCGAGCATTCCGGTTCAGACGCTTTCGGTTG 

ACACTGTAACCAAACTTCTGCCTCCGGGTTTTGCCCTTGGCCTTGGGCAT 

TCGCGCTGACCACCGCAACCAGTCAGCTCAAACACGGCTGCTCTCTGGTC 

TCTTCAGAACCTCTGTGTTCCCCGCAGTACCCTGTCCCGGTGCGGTCCGC 

TTCTTAGAACTAGTTGGGAATCCCCCCGGGTCTTGCATGGAAATTTCGAT 

TATTCAAAGCTTTATTCGATTACCGGTTCGACCCTTCTGAGTGGGGGTGG 

CCCTCGTGTAACCCCAAACTTTTTTC 

TrTTAAATTGGACGCCGGCTTGGGGCGGTTAAATTCATGGGGTTCATTAG 

ACTTGT 

>Scquencc 1264 

AGGTACCTATGATTCGATAATTGACAATGGTTATCCGGGTTGTCATACAC 

TTGTGCTAGGAGAATTGGTTCTTGTTACTCATATTAACAGTATTTCATCT 

ATGGATCTATAGATTAGCCCAATTTGTAATATAGGAATTTATTGAGGTTT 

GTGGAATTAGTGTGTGTGTAAGTATGTATGTTGAGCTTGAACGCTTTCTT 

TATTGATGGCTGCnTTTAAGCCTACAATGGTTAAGTGATTGTAGTTGTTT 

ATTCACTATTTAAGGTTTTTTTCCCGGACGCGTGGGTCGACACCTGCTCG 

GGCGGCCGCCACCGCTGTGGAGCTTT 

>Sequence 1265 

AGGTACAACTAAAAACTCTGGACATTACATTAAAGCAAACATAACAAAAC 
ATTGAAGGGTGGGGAAGAAAAAGCAAGGTGGCTAGAAATGACATGGTGGT 
AAGTTCCCTGGGTTTC 
>Sequence 1266 

AGGTTCTTCAGCAAGCCAGCTTCTCGGATGGCGGCTGGGCCATATTCCAC 

TCCTTTCTTTTTCTGTGAATCATACAAATCCCACAGACATAAGAGAAGGT 

GAGAAAAGGAGCAGAAACACTTTACACACAAATCTCTGATGCTACACGGA 

GTTCCTAACAGATTCCTCTGCAAATCTTTCACAGCATCAAAACTTCTTCG 

GTAGAAGGCTCGTCGGTTCATTAAATATTAATGAATGGAGGAAGGAAGAT 

TTTGTTCTTGAAAGCAAATCAACCTTCTGGGTCCCTCACTGAGAGCCAGA 

CCAGAGGAGTCTGTCTCCGATCGGGAAAGGGCTN 

>Sequence 1267 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1268 

ACGGGCAGGTACACATATTACAAGAGCCTGCTACTGGGAACTAACTGAAT 

TCACAAAGAAACAGTGATTCAGTTCGTTAAAACTTTGGTCTATCTTGAAT 

AACAAGCTTATTACATGCGAAACCTATTGGGGACCAACTGAATTCACCGT 

AATACTTAGATTCCGTTCTTTAAATGTTGCTATATATTTAAATGC ACACT 

CATATAAGCATGTCCCATTGGGAACTCTCTGAAATCGTCTAGAAATTTTG 

ACTCCATTCGTGAAAATTTTTCTACATCCGGAACAGTCCACTTATTACTT 

CTGTGGCCTATTGGGAACTAACAGAA 

>Sequence 1269 

GGGGCAGGTACATGCGAATCCTATTGGGAACCTACTGAATTCACCATGAT 

ACTTAGATTCCGTTCCACAAAATGTTGCTCTTTATTGAAAAGCAAACTCA 

TACAAGCATGTCCCATTGGGAACTCACTGAATTCGCCTAGAAATTTTGAT 

TCCATTCGTGAAAATTTTTGTATATCCCGAACAGTCCACTTATTACTACT 

GCGGCCTACTGGGAACTAACCGAATTCACCATGTTACTCAGATTCGGCTC 

ACCAAGTTTGATAAATCTTGAAAAGTACCTT 

>Sequence 1270 

CCGGGCAGGTACGCGGGGACCCGGCGCTCCATTAAATAGCCGTAGACGGA 

ACTTCGCCTTTCTCTCGGCCTTAGCGCCATTTTTTTGGAAACCTCTGCGC 

CATGAGAGCCAAGTGGAGGAAGAAGCGAATGTGCAGGCTGAATCGCAAAA 
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GAAGAAAGATGAGGCATAGGTCCAAGTAAACCGCTAGCTTGTTGCACCGT 

GGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGT 

ACCT 

>Sequence 1271 

CCGGGCAGGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAAC 

TGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGGTTG 

AAATCTGGAAACTGCACTCTGTTGTGTGCCCTGGCTGAATTAACTATCTA 

ATCCCAAGAAGAGGGCCAAAAGTAACCTTCGTGCCGCTTCTTAGAACTTA 

AGTGGGATACTCCCCCGGTGCTGGCAAGGAAATATCGAATAATCCAAGGC 

CTTATACTGAATACTCAGTTCGAACTCTTCCTAGGGGGGGGGGACTACGG 

GATAACACCAAGCCTTATTTGATTACTCCCTTTTTAAAAGAAAGGGGATT 

AAAATTTGCTGACTGCCTTTGGAGCCGTTAAATCCAATTGGGACCAATAA 

GCCATGGTATTTCCCCTGGATGGTGAAAAAATTTGGTTTAATTCTCCGGC 

TCCAACAAATTTTCTCAACACCAAACAATTAACCGAAGCCCGCGGGAAAG 

CCAAAT 

>Sequence 1272 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATG 

AGTAGGCATTCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCA 

ACCATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCC 

TCCACTAACTGTCCTCTCCTGTCCCATCTAGAGGTTATGTTTCTCTATTT 

TTAAAATAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTC 

>Sequence 1273 

CCGGGCAGGTACCTACTTACCAGCCCTTGAACCATTTCTATATGATGCTC 

CTCCCAATATTCTGAAACATGTGGTTGGACAGTTCAGTAAGGTAAGAAAT 

GCCAGCCTCTAAGGGGAGGAAGAAAATTAAAATGATTTGTTGTrATTTTT 

TTTTCTGTTGGGTC AGTAGC n ' I " 1 " I CTGTAAC ACGGGGTC ATGGTTTTAC 

TGCTTAACTCTCACCAATCTGTATGGACAGAGAAGTTACCTTAATAAAAT 

TCACATGTAATTAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 1274 

AGGTACGCGGGGCTTTTCACAAGATGGCGCCGAAAGCCAAAAAAGGAAAC 

TCCTGCCCCTCCTAAAGCTGAACCCAAACCAAAGGCTTTAAAGGCCAAGA 

AGGCAGTGTTGAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACG 

TCACCCACCTTCC 

>Sequence 1275 

GCCCCGGTTACTCC AGCC V If TTGTTTCCCTTTTAAGTGG AGGGTTTAAT 

TTGCCGCCGCTTTGGGCGATAATCAATGGGTCATTAGCCTGTTTTTCCTG 

GTGTTGAAAATTTGATTATCCCGGCTTCACAAATTTCCACCACAACCAAT 

ACGGAGGCCTGGGGAAGCT 

>Sequence 1276 

AGGTACGCGGGGGGGCGGGGGGATAGCTGTCCAAGGTCTCCCCCAGCACT 

GAGGAGCTCGCCTGCTGCCCTCTTGCGCGCGGGAAGCAGCACCAAGTTCA 

CGGCCAACGCCTTGGCACTAGGGTCCAGAATGGCTACAACAGTCCCTGAT 

GGTTGCCGCAATGGCCTGAAATCCAAGTACCTGCCCGGGCGGCCGAGGTA 

CCAACAGAAACCTGGCCAGGCTCCCAGACTCCTCATCTATGATGCATCCG 

ACAGGGCCACTGGCA 

>Sequence 1277 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1278 

AGGTACAAGTGTCTTGATTATAGTAGCTTCATAGCGAGTCTTAAAGTCAG 
GTAGCAGGTAGCATAATTTCTCATTTGTTCTTTTTCAAGATTGTGGTAGA 
TATTATTTTTATTATTATTTTTTTTGAGACGAATTCTCACTCTTGTCCCC 
CAGGCTGGAGTGCAGTGGTGTGATCACAGCTCACTGCCTCCGCCACCTCC 
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TGGGCTCCCCGCGTACCTGCCCG 
>Sequence 1279 

AGGTACTTTT TT TT TA C TTTI rTTTTT I n m 1 1 AAGA AACTGGGTCTC 

TCTGTCACCCAGGCTGGAGTGCAGTGGCAACGATCATAGCTAACTGCAGC 

TTTGACCTCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCTGAGTAGC 

TAGGACTACAGGTGTATGCCACCATGCCTGGCTAATACAAAAAAATTCTT 

TTAAGAGATGGGATCCCTCCCTTTTAAAATCAGAACTTGTTCACATGGTG 

GTTGCTTGTGGCAAAACGGAGTTCAAATTTTGCTCTCCTATTGCTATAAT 

TCTGCTAGCAATCTGTTGAGGTGAAACTTGGGATCTGACTCTTCAGCAAG 

CAGCAAATGACCTAGTAACTCAGGGACAACTATTTTTGAACTTTAAGTGC 

CACTTTAATGCAGTTAGTTT 

>Sequence 1280 

AGGTACCACCTATGTGGAGGAGACTGCAAGGAAGCTGTTATTCAAAGTAG 

AACAGTCAGCCTTGTGCTTGAGTCCTGCTTTATGCTTGCGTGTTTCATAA 

CAAAACACAAAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATCCAAG 

TAGCTGACTACTGTACCTGCCCG 

>Sequence 1281 

AGGTACGCGGGGGTGGAAAGGACCATGTGAAAAAAAAAACCTAAAACTGA 
AAAGGATTAATGTATTAATATTGACAGAAGCCAAGGAACACCATCTGAAG 
TTCTGATGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAA AGAT TCTCA 
CCTAGAGCATCCAGAAGAGAGGTTGGTCCTGCAGACACCTTGTTTTCTGA 

CC 

>Sequence 1282 

CCGGGCAGGTACGCGGGGAAGGAACCAGAGGCCACTTGTATATATAGGTC 

TCTTCAGCATTTATTGGTGGCAGAAGAGGAAGATTTCTGAAGAGTGCAGC 

TGCCTGAACCGAGCCCTGCCGAACAGCTGATAATTGCACTGCAACCCTTG 

GATGAGAAACCAATAAGAATTTCCTTGGGAGAGCAAGCCCTACGGCAACC 

TAAAAATGCCATTTTCCACCTTGGAAACTTGATTGGAAGGGGGAAAAACT 

TCCTTGGGATGATTTTTGAAGAACAAAGGTATTTTACCCGGGACTTGAAG 

TTTTCAGGAATTCGTTGAAATTCAAAAGTCCACAAATGTTGCAAACCTTA 

ATTGGCCCTTATTCTAAAAGCCACCTTCATAAGGGCCAAAAAACGAGGGC 

caacccctgggaaatgctttacctttaaaagctggaagaagttttaattc 
cagccaagaack:attgcttgaccaagggcaaaaaattctacaagttctg 

>Sequence 1283 

AGGTAC1TI TTT1 1 lTTTTT TlTl 1 1 111 1 1 f TGGGGNNAAGTGGGCATA 

ATTTACTAGCCAATTTAGGAAGTTCCCCTCACATCAGTAACATACAGTAC 

ATCACCCAGTATGTCAGAGGACACAATGGCATAAGTTTGCCTTTGCAAGG 

GTTTGAGGGGATGGCCAATTTCCCGACCTGACTCAGGAAAGTTCTGTAGN 

CTGATATACCATCTTCAAGTTTGGNGGGTCTTTCTCTCTATATATATATT 

NGAGTTCAGCAGTCATGCTGGAGTCCAGAGTAGG TGAT TCTTTCTGCTTT 

AGCTTG ACTCCTCCTT AAG ATTGC AACTCTCTC AGTTTT A C A i l l ITTTG 

TCAGACGTAAGCTGACATTCCACAAGGAGAGGAGGAAATTCTGTGGTTCA 

CATCCAGTGGTGCTTGGAACCTGATTGGTTGTCATTCTTCCAGCTAGTTT 

GTCACGAGTGGATATCTGTCCTGGATTCCCAAGGATCAAGGCTGCCCCAT 

TAGCCAGGAAGTAGGGAGATAGAGGAGGTCACTTGAGAAAGAGCTGCTTC 

TTTGCCGCCTCCAGGTTGNGTCTGTTTCCTCTCATATCTGAAGACAGATG 

TGCTGGCAGAAGCAAAATCCTTTGTCCGGCCACGTGCAAATGCATGGGAC 

ATAAATATGAACAGAGATTCTTGTCCCACTCTAGAAAATGGAGAGTTCAT 

CTTGTTTCAAGGGGACATAAGGCTTGAGTGTTTTTTGACTTCCTTCCCGC 

GTACCTGCCCGGGCGGGCGGTTTA 

>Sequence 1284 

CCGGGCAGGTACAACTTCCTCCTAGCGTTTCTGGTTAACTATGTGAACAC 

ACAGGCAGACAGATCAAGCCGCTATGTGAGGGACAAATAAACATACTGAA 

GACCTAAAAATGTGAAGTCAGCTGAGCCTCAATTCAATCCAAACGTTTGG 

GGGCTTATGCACCATTAGTCTGTATCATGGCCTCCAGTCATTTGTCCCTC 

TAGAACAGGAACTCTGAAAGGCCTGACAAAGAAGAATGGACAATCACAGA 
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TGCTGGTTTTGCCTTCTCATTCCCTGCAAGTCTACTGGATGCAGGAAGAG 

GGTGGGGGGTTCAAGCTGCCTGCTTAGGAGCTTAAACATGACAAGGATTT 

TCTAATGAAAAGCTAACCCAGAGATTCCTCITnTCCTATGATACCACAG 

CATCCATCATTCAAAAACCGAAAAAGGACC 

>Sequence 1285 

AGGTACAAGGACCACCAGCATCAGCATCACCTGAGAACTTTTTAAAAATG 

CAGAATCCCAAGTCAGCTGAATCACAGTGTGAATTGTTAACTAGGTTTCC 

CGCTGATTTTCTATGAAAATTTCTGGTCTATACGGAGTGTATATGACAAA 

TATATACATGTGTGGCCATGCAGACATGCTTATTCTCACCTATGGCAAAT 

AGAACACAGCTCTCCATGGTCAGGTGCTTCCATCCCTAATGGCTTCCCAC 

CAGTGAGAAAGACATTAAGAGTCAGAATACTTTTGCTGTAATTCTCTGGT 

AAATTTTGGTACCTGCCCG 

>Sequence 1286 

AGGTACAGAAGAAACTTGATTCTATAATTGATTTGACAAAAGAAGGCCTA 

TCCAACTGCAATACAGAAAGTCCAGTATCCCCCCTGGAGTCACATTCGAA 

AGCTGCTTCAAACTCAAAGGAAACAACCCCATTGGCACAAAATGCAGTCC 

AGGTTCTCTGAGTCTCTTTGAGCANNCCTGCCACCTCTCCCAGAACTCAC 

TCAGCACCACTACNNCTGAATTAGTAGACANNAAACCCGAGAACCACACT 

TCTCTCCCTCAGAAGCCTCTGAGTCGAGCCGGCCCCGCCCGGGCCAGGTA 

CCTTTTGGCCTCTCTTGGGAATAGAAGTTATTCAGCAGGGGCACACANNA 

CAGAGGCAGTTCCAGAATTTCAACTGGCTCATCAGAAATGGCGGGAAGAT 

GNAAGAWAGATGNNGTGCAGCCACANAGTTCGTTTGGATCTTCCCAGCT 

TGGTCCCCCTTGGCCAAAAAAGTGTAACCTTCGGCCCGCTCTAGGAA 

>Sequence 1287 

TATACTACTATAGGCGAATGGAGCTCACCGGGTGGCGGCCGAGTACTGAG 

GACACTGTGCTTGGTCTCATTGATCCTGTTAACTTGACTGACTGCTCGAT 

GGTCCAGCCACATNGGTAGACGTTTCTGATGGGGAAAACTCCCCTTCCTT 

GAGTTGACTAGGTAATAGGGGTGAAACTGCTTATCCAAAACAACCAGAGA 

ACACGGGCATCAAACCCAAGTCCTCGAATTTGGTTTAAATCAATCCCTTG 

TACCTGCCCGTGNNTNTTANATCTANAATGATGTAAAGTTTTGAATAAAT 

TGACTATTTTACTTCATGCAAAGAAGGGACACATATGAGATTCATCATCA 

CATGAGACAGCAAATACTAAAAGTGTAATTTGATTATAAGAGTTTAGATA 

AATATATGAAATGCATGAGCCACAGAGGGAATGTTTATGGGGCACGTTTG 

TAAGCCTGGGATGTGAAGCAAAAGCAGGGAACCTCATTAGTACCTTATAT 

AATATACCTTATTTCTCTATCTCTATCACAATATCCAACAAGACTTTCAC 

AAAATTCATGCGGTGCAAATCCTCAAAGGTTACCTTTAATCATCTCATGG 

GGAGTGCGCTTTATAAATTTGGCAAATCATTACTGGTCACTTATCTTAAC 

TTTGAAAAGTGTTGTGACTTGTTAGTAAATTGAAAGAAATAAGGCACTCT 

TGATAGCCACTTTATGGTTACTTCTGTAAATTAAGAATTACCAAGAGCTT 

TTAGAAAAAATAAATAAATATGGTTTTTGGCTGGACCACTCTTAGGCGAT 

TTTAGCACACAGGGGCCTTATTATTTATCTAATGTGTACAAACTTTCGTA 

ATATAGAATTATATTTCCAATGAAATGGTTTCGTCAAAATTCACCAATTA 

AATCAGTTCTATAGTTTAAATCGGAGGTTTATATAACTTACCATCTATGG 

CT 

>Sequence 1288 

AGGTACCTTCAAAGAGCCAGTTGGGTTGGCTGTGTTCTTTCTATTCGTGG 

AAAACAGCTGTCKjGTGCCGGGTGTTGAAGTCAGGCTTTTGTTCCATGCTA 

AGGTAGGAAGGTTTGTTCTTGAGACCTATCACTCTTCTGTGGAGGAGGAG 

TTCACAGATGGTGAGCCGCTTTATCACCATCTCGGAGGCTTTTGAAATAT 

GTTGATAATGACCTGGGAAAGAGGGCCGAGTGGGATGAGGGTGGGAGTAG 

GAAAGAAACATTCGGCCCACACAGTGTTCATATCTTCTCTTGTTTTTGTA 

TCTGTGGCAACTGCAGATTAAATGAATTAGGTTATTCTTTTCCATTGCCT 

TCTACCAAATAGAAGTACCTGCCCG 

>Sequence 1289 

AGGTACTTT I 1 1 1 111 11 rTTTTTTTTTTTTTTTTAAGGAACTGGAAACT 
AAAAACTGCCCTGGCCTATCATAAGGGAAAAGATGGGAGTCTTTTGCTGT 
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CCATCTTGAATGTAATTCACATTGTCCATGAGTGCTGATCTAACCCCATA 
TGCCTCTGCCCGACTGCCTTTATGAAATATGGTAATTTAATGCTTAAACA 
ACTGTTTCATTTGTGTACCTGCCCG 

>Sequence 1290 LtT _ r 

CCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACCTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

tatacggcaacctcctttgcx:aggaactatttataaacatcctgcaggaa 

AATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGA 
AAAACATAAGAAGAGAAAAAAAAAAAAAAAAAAAGGTCCCT 
>Sequence 1291 

ATATACATTTGCATCGTACGTATTGAACGTGTGTACTAANTANCANNCAT 

CTAACTCTCTATCATACTTCGCTAGTGCGAACAACGATTTTACTGTGGCG 

TGAGTTTGAGAAAAAATATTAATTTATATATTTTTTNTTAATAGGGGCGC 

GCCTACTCAATTACGTCTAGTCGGATCTCCACCGCGATCGCGGCCGCAGT 

ACAGGGGCCAGTTATTATACTGCTGACAGTAGCAAACTGCACA 

>Sequence 1292 

AGGTACTGTTGAATGTAACATTAGAAATTGGGCGGTTAATTAACATTCCC 

TAAGTCATATGCTTTAATTTGATAATGATTGCAATCCAAGCTCTGTGGTT 

CCGAAAATGAGATTTGTAAATTCAGTTTGCATTCCCCCATCTTTAGGAGT 

ACCTGCCCGGGCGGCCGCCCGGGCAGGTACAGAAAGAAATATGTCATCTA 

CATCGAGCGGGTGCAGCGCGAGAAGGCCAACGGCACAACTGTCCACGTGG 

GCATTCACCCAAGCAAGGTGGTTATCACCAGGCTAAAACTGGACAAGGAT 

CGGAAAAAAATTCTTGAACGCAAAGCCAAGTCTCGACAAGTTGGAAAAGA 

GA 

>Sequence 1293 

CCGGGCAGGTACTCATCAGATGGAATGTTTTACCCTGCCGAGGTTTTAGT 

CATGATGTGCTGAGCTCTCTGCGTCTGACGTGACTGACTGGTAGCTGGGC 

GTCGGCGTGACCCTTCTTTCCCTCTAGGATCACATCATGGAGATATTTTC 

CACCTATGGGAAAATTAAAATGATTGACATGCCCGTGGAAAGGATGCATC 

CCCATCTGTCCAAAGGCTATGCGTACCT 

>Sequence 1294 

CCGGGCAGGTACAAACHTITACTTTGGTTTTGTTATCTGACTATTGGGTC 
TTTG AC ACTTAATGGGCACTTC'rri" mTI TTTATTTAATTTAG AAGTTA 
TGTAACTTCTAAAGCTATGGTTCTCAAGTGTGATATCAGGATTCCTGGAA 

TTTCCTGAGAGC 
>Sequence 1295 

AGGTACTGTGGGATTTGTCTTTTATGAGTTACCAGTTCAGAGACTAGTTC 

ATCTTTGGTTGTATAGGATGTTAGGATCTCAGTTGGCATTCACAGTTAAA 

TCATGCACCTTCAGGAACTGGGAGCATTTTGATCCAGAGTCACAATCATT 

CCTTTCTTATCTTCATCCCTATGGTATGTGTGTTCTGAAGTTTAACTGAC 

AGATGGCAGCTGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCT 

TCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTC 

CGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGAT 

GCAAAACCAG 
>Sequence 1296 

AGGTACGAAGTTTGCGTTCATCGTCCACTTCAATGAGTTTCTGGCAGCCA 

GTGGCTGGGAAGGAGATGTTCAGCTTCATCTTGAAGCAGCTGAACGCCTC 

CGAGGCGCCACGGAAAAGAGGCCCCGCGTACGCGGGATTGGGATTGGGGG 

GAAAGAGGGAGCAACGGCCCATAGCCTTGGGGTTGGACATCTCTAGTGTA 

GCTGCCACATTGATTTTTCTATAATCACTTGGGGTTTGTACCTGCCCG 

>Scquencc 1297 

CCGGGCAGGTACGCGGGGGAAATCTGCAAGCCAGCTTCACCCCTCCCATC 
GAGTTCTGGTCAGGAGGCTTCTGGTTGAGTTCAAATTGCTATAAAGTTCA 
GCTGGAGCCTTCCrTCTCCCTGTGGCCTTTTCCCAGTACTTTTTTTTTCT 

n iiumm i tccaatacttgtcttagcttgtttttcattttctatc 

TGAAACTCTTGACAATATTTTCATTTTCTATCTTGTTTCTATCTTCCAAT 
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TTTCTTCTAAGTTTGTACCT 
>Sequence 1298 

AGGTACl 11U11 rTTTTTTTTI rTTTTTTTGGAATGGGTTATGAGGAAT 

tgtggtcaaaaaacgagaacttctttttggtgttaacagckk:tatgtctg 

CTTTGCTCTAGTGATTCCTAACCTACTGTGCGAAGGAGGCATAGCAAGGC 

AAGACTGTTTAAGTATAACCATAAAGGGACTCACGCACTCTCAGGTGAAG 

TGCAAAAATACTGATCACGGTGCTCAAACATTCTGGAGGAGTAAGCATTC 

AAAT TCAGAAA TGTAAGACGATTTCTCAAAGAAAAGAGGAAAAACCTATC 

ATTAA 1 1 1 11 1 A A AATATACCTTCC AG AGC AGGTTTCTCA AC A ATTTTAC 

ATAGAAGACGAGTAT7TITGTCTCCTTAAGATTTGGACTTAAGGTCAAAG 

TTGTTG AAG GTTG ATCGGCTATTGTAAGCTTCAGGTG AA ACCTANAG AGG 

AGAAGGGAAGAAGATAAATCTACTATCCTAGATTCTTTTTAAGAAGCAGC 

ACGTTCCACTCCTGACTCTCCCGAAGATGGTCTCAGGTCTTCAGGTGACC 

CTATGCAAGGACCCTACTGTGCACTCTGCTGAGTGTTCTGGCTCTCTGGT 

ATCAAGTCACTGCKjCCTACTCTACTTTTGGTGTCATTCTGGCCCTGTGAA 

GAAACTATGAGGAGAATCTGGTCGATGCATTTTGTAGTAACACCGCAAAG 

GACATGAGAAACTTAACCAGAGAGCTATTAGAGTGGCGATCAATGACGCT 

GCTTGTTTACCCAATCTGGCTTGTGTGCTTAAAGATTGAGAATACTAAAG 

CTGACCTAGCCTTTCCTAAAGGAACAGACCCTTTTTTAAGGTTCTG 
>Sequence 1299 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTTGGTCCCCTGACCAAA 

AGTGTACCTGCCCG 

>Scqucnce 1300 

AGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCCAACCTTGCCATTGCAAT 

AAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATG 

ACATCACTTGGGTACCTGCCCG 

>Sequence 1 30 1 

CCGGGCAGGTACAGATCTCTGCAGTTACAGGAACATCGTCTGCTTCATGG 

TAAATGCAATTTCCTGTTCAGAAACCACACTAACATTACTTCTTTCAGTA 

TTTCTGCCTCAAAGTTGGTTTAAGATTATCATCATTATAAGAAAAATTTG 

TCTAGTGGCTGGTCCAGGGAAAAGGGGTCTGTGGTTTCTTTTGGCAATGA 

GGCTCTGGAAATGGGCTGTATTTTGGAGGGAGGGGGTAAGGGCAAGTTTA 

TAATCCACCTACTTGCGTTTTTAATGACTGCCACAATGCACCATGTCCCT 

ACAGGTTTGCCACATGGCTTCGAAAAAACATGGCAACCCTTGGATGATTT 

TTA GGAA AACATCATTTGGTGGAAAGAATTGTCCCTAACTTTrCCCTTTG 

TACTTTTATATCGAAATGAAAAATACCATTTTCTTGAAAAAACAAATTCA 

CTGGTGTTATACG AGGAGTGTTATAATG 1 1111 1 1" I ' 1 TAA AGCCCTATAA 

AACACITGTAATTTTTCTTTC 

>Sequence 1302 

GANAATGAGTCGAGCCGCTTAGCAACTC 
>Seqaence 1303 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGGCCCG 

>Sequence 1304 

CCGGGCAGGTACAGGCCAAGGTCCTCTGTGACTCGCCGCCCACTACCCAA 

GTGAATGAGTCTCCCCTAGAGCTTTGCTACTCAGAGGGGTCTGAGGACAA 

CAGCATGGGCCAACACGTGCACTCGAGCTGCCTGGAGATCTTGTTCAAAG 

GCAGATTCTGAATGAGTAGGTCTGGGTTGGAGCCTGAGAGTCTGTACCT 
>Sequence 1305 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATTTTTTGTGC 
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ATCCACCAGGGCCACTGGTA 

>Scquencc 1306 

CCGGGCAGGTAC TTTTT T TTn 1 1 H 1 I'M 1 11 1111 1 TGCTATAAAATT 

GGTATTTGTATCTTCCTCCCATTCTGCGCTCCCCCAACCCTGCAGGAAGG 

TGGATTCTTCAAGGGAACTGGAGGAGACTCTTCTGTTACCACCAAGCCAG 

GAAGTTTCATGGCTTGGGAAGCCCCGCGTACCT 

>Sequence 1307 

AGGTACGCGGGAACACATTTCTTTGGGATTTTGCCCTTCCTGGGGTATAG 

GGGATCAGAAATATTGATCCATGTGCACGCAGATAAAATGGCTTCTGCTA 

AACAGACTAAAATCITrCTCTCTAGTCTTTCTCACTTGTACCTGCCCGGG 

CGGCCGCTCGACCGTCTTTCCCTTTCGCCCTCCACCTCCTTCCTGAGACC 

AGCTGTGTTTCAGCTCCCCCTTCCCTGGGCCCACACTGAATCTCTGTTAC 

CCTTACAAACCCCTGCTGCCTCTAAGAGTAAGGACCCCTATCCCATCCCA 

AACTCAAACCTAAGCACATGCAGCCTCATCCCATTTCTCCAAAACATGTG 

AAAGCAAAAGAAAATAAAAAACTAACTCAGCAATCTTGTTCTTCCTACAG 

TGGTCTTTGGCTACT 

>Sequence 1308 

CCGGGCAGGTACGCAGGGGGCCTCTGTAAGGCACATGGAGGTGATGATGT 

TTCTTAGAGAGAAGATCACTGAAGAAACTTCTGCTTTAATGACTTTACGA 

AGCTGGCAATATTACAATCCCTTGACCTCAGTGAAAGCAGTTCATCTTCA 

GCGTTTTCCAGCCCCTATAAGCCACCCCCAAGGTGTTGGTTATTGCCTCC 

CTCGAATTGCCTTCCGTTACCTTCGGGCCGCTTCTAAGAAACCTAAGTGG 

AATACCCCCCCGGGCCTGCAAGGAAATTTTCGATATTTCAAGGCTTTAAT 

TCGAATACCCTGTTCGTACTCTTCTGAGTGGTGGGGGCCCCCGGGTACCC 

CCAGCCTTTTTGGTTTCCCTTITrAGTTGAAGGGGTTTTACATTTGCCGC 

CGCTTTTGGTCGTTAAATCCATTGGTTCAATAAGCTTGTTTATCCTTGTG 

GTGGAAAATTTGTTTATTCCCGCTTCCACAATTTTCCACCACCAACCATA 

ACGAAGCCCGGG 

>Sequence 1309 

ATTACACCACAGATAGTTACTCTTATTCATTTCACTATATTTCTATTATT 

ATATTTGTATTCTACCTCATTATTGTATGGAATATATATTTTTATAATAT 

TACTACTTACTATTTAAATTTGTATTTATATTCTTATCGTTCGGTTGTTC 

GTATCGA 

>Sequence 1310 

TGGTGTGACGCCGTATACACTACTATAGGGCAATTGAGCTCCCCGCGGTG 

GCGGCCGCCCGGGCAGGTACGAGTTGCTACGCTGCT 

>Sequence 131 1 

CCGGGCAGGTACAAACTTATGAAGAAGGTCTCTTTTATGCTCAAAAAAGG 

AGACAAGGTCTCAGGAAAGGAGTGGGTAAAACACTTATCTCCAGAAAGCC 

AGCAAGAGGGAAGAAGGAAGAAAACCCCATCCTGCATGGTATGATGCTGA 

GATTCCTCACATATCTTCAAAGCATCCTAAGAAAAATTGAAGGACCCATG 

TTTTCAGATCAAGATGCTCCAGCTAGTAACCTGAACAATGGAGAAAAAGG 

AACTCACAGCAGAACATCTACCTGGAAAATGCAACCACTTTGGGAAAAGG 

GGAAATACTAAAAGTTTCAGAGAACAGAAGTGTGTCACATACAAAAGACC 

AACAATGAGAATGGCTTTTAACTTTTCAATATCAGCTCTAGATGTTAAAG 

ACAATAAA 

>Sequence 1312 

AGGTACGCGGGGACACTTCCGGGCGCGGCGCCGGCTTGCTGCCACTGCAG 
AGCCCCGCCATGGAAGACACGCCGTTGGTGATATCGAAGCAGAAGACGGA 
GGTGGTGTGCGGGGTCCCCACCCAGGTGGTGTGTACCTGCCCG 
>Sequence 1313 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1314 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 
CCAGGTTTCTGCTGGTACCTGCCCG 



Page 307 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



>Sequence 1315 

AGGTACGCGGGGGATGTGGAGAGGACCATGTGAAGAGAGAAGCTGAGACT 

GAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATCTGA 

AGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGATTCT 

CACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTGTTTTCT 

GACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCTTAAAGA 

CACACAGCTTGTGGTACCTGCCCG 

>Sequence 1316 

CCGGGCAGGTACGCGGGGGATGTGGAGAGGACCATGTGAAGAGAGAAGCT 

GAGACTGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACC 

ATCTGAAGTTCTGATGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAA 

GATT CTCACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTG 

TTTTCTGACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCT 

TAAAGACACACAGCTTGTGGTACCT 

>Sequence 1317 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTAGTACCTGCCCG 

> Sequence 1318 

AGGTACGCGGGATTGATGATGGGAGGCAGTGAGTCTTGATGATAAGGGTG 

AGAAACTGAAATCCCAAACACTGTTTTGTTGCTTGTTTTATTATGACCTC 

AGATTAAATTGGGAAATATTGGCCCTTTTGAATAATTGTCCCAAATATTA 

CATTCAAATAAAAGTGCAATGGAGAAAAAAAAAAAAAAAAAAAAGGTACC 

TGCCCGGGCGGCCGCTCGATGCTTGGTGCTGAAGTATAATTAATATTTGA 

GTGTTTGCTATGTGCCATAAACTTTTCTAAATGCCCTTTACATACATTAG 

TTATCAAAACAACCCTCTCCTGGGTAGGGGCATTATCCCCATTCTTCAGA 

TGAGGAAACTGAGGCACAAAGAATGTTTCCAAGTTTGTACCTCGGCCGCT 

CTAGAA 

>Sequence 1319 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1320 

AGGTACTT 1 1 m rTTTTTTTl rTTTTTTTTTTTTTG TTTCTTGGTTTCT 
GAGTCCAGTCCCCTTTGCATAAACGCCCGGCGTGGCTCTCTCAGCGTCCC 
CGCACCTTCATGCGCAGCAGATTCTTGGACAACTTTGTCTTTCTCT 
>Sequence 1321 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGCCCACTGGTA 

>Sequence 1322 

AGGTACAGATAATGAGGGTTGTAAAATGAAAGAGAGAGGAGAGGTGAGAC 

GAAATGAAGACAGCTAATTTTTCATTCGACAAAATCAGGGTTCAGAGACA 

TTTGTAGCTACACTGCCCAATGCAGCTACTATTAGCCACATGTGGCTACT 

TAAATTTAAATTAATTAAAATTAAGTACCTGCCCG 

>Sequence 1323 

AGGTACCAGTCAGGTTGTTCATTTGAGCCAACAACAGATTTCTTGGTTAT 

TGTGCTATTGCCACAGTAGGTCCTATTTGCATTGAATTTGTGTGTTTTTA 

GCTTCTCTCCTrTTACGTGTTGCTTTATGCTACTCTCCAAAAGTCTTTCT 

TGTAGAGTTTATTAGTTGTATAATTTTrCTTTGCT^ 

TGACAGCCTGGGTTGGTGGTTTTATAGCCATTTCCATCATCAGTNTTCCT 

GTCTCTGCTGGGGGTTATCTTAGTGCCTCTCATGAATCGGGTGTTTTTCA 

AATTT CTCCTG AGTTTCCTTGTGGCACTGGCCGTTGGGACTTTGAGTGGT 

GATGCTTTTTTACACCTTCTTCCACATTCTCATGCAAGTCACCACCATAG 

TCATA 

>Sequence 1324 

AGGTACAGATAAAGATGATGTCTTTTTGTTGTTGTCTGTCTGTTTTGTAT 

GTGTCTGAGATAAGGGATAGAGAGGAAACATCCGTCAGGCTAATTTAACT 

ACATTTTATTTTAAAAATAGAGAAACATAACCTCTAGATGGGACAGCAGA 
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GGACAGTTAGTAGAGGCCACAAACTGTTATGGGCTGCTGTGTTTTGTTCT 

AAAATCAATATGGTTGGAGCATGTATATCTTAGGTGATCATTACACATCT 

TAGGAATGCCTACTCATTTTATTTTATTCTAGTGATGCTCAATTCACTAT 

TTAATTTATTATATTTTCTCTTCTGTGGCACTTATACAAAATATCTCTTC 

ACCTACHTAGTTCTACAGGGTTTTAACTTTGGAGCAACATGAATAAAATC 

ATCGAGAAGGCCAA 

>Sequence 1325 

CCGGGCAGGTACCTTCTTGGCAGAGCCAAAGTCACCCGTTCTGCTTTTGA 

GGGAAGGAATTATGAGAAATTCCAACTTCTGCCTTCAAGCAGGAACTTTC 

CCAGCCATTTCCTTGAAAGGTTGTTTACAAGGTCACAGGCAGCCACAAAC 

ATGATAAAAATTCATTCCTGTACCT 

>Sequence 1326 

CCGGGCAGGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGA 

ATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCC 

GACATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGA 

GCATTCAGACTTGTCTTTCGGCAAGGACTGGTCTTTCTATCTCTTGTACC 

T 

>Sequence 1327 

AGGTACTGAAAATCGTCAAGGGTGAAAGGTCGATCGCTGCCAGCTTGCTT 

CCACTGATTCTGGATTTTTTTACGGTATGATGTGTAACATCTATCCAAGG 

CTCCGCAAGTAGCACTGGATGGAAAGCTTCCCATCCACTATTGGGTACCT 

TGCCCGGGTCGGCCCGCTTCTAGAAACCTAGTTGGAATCCCCCCTGGCCT 

GACAGGTAATTTTCGAATAATCAAAGCTTTATTCGT ATATCCGTTCA TAA 

CCTACGAGTGGTGTGGGTCCCCGTGTTACCCCACGC l ri rVlGTTTTCAC 

CTTTTATGTTGAGGTGTAATAAATATGTCGTCAGCATATGTGCG TTAAA A 

TCAATTGGGTTCAATTAGT(XTTGTITrCCACTGTTGATGTAAAATTTTG 

TTTATTCACCGCTTCTAACAAATTTCTCATCTACAAAACAATAACCGAAG 

TCCCGTGAGTAGGCCATTAAAAAGTTGTTTAAAAGCCACTTTGGGAGTTG 

CCCCTTAAATTGTAGGTTGAAGCCCTATAACTTCCAG 

>Sequence 1328 

GAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAAT 

TATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGA 

TCCTGCTTTACATCCTrrrGAGGTCCCACGAGAATATATAAGAGCrTTAA 

ATGCTACCAAACTGGAACGAGTATTTTGCAAAACCATTCCTTGCTTCGCT 

GGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGC 

TGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 

CTAACTCAGCGGAATTGTATCCGTACCTA 

>Sequence 1329 

CCGGGCAGGTACGCGGGGGAGCAGAAGCAGAAAAGGGTTGTTGTTACCAA 

CTTGAATGGTCACACCGCCCGAGTCAATTGCATACAGTGGATTTGTAAAC 

AGGATGGCTCCCCTTCTACTGAATTAGTTTCTGGAGGATCTGATAATCAA 

GTGATTCATTGGGAAATAGAGGATAATCAGCTTTTAAAAGCAGTGCATCT 

TCAAGGCCATGAAGGACCTGTTTATGCGGTGCATGCTGTTTACCAGAGGA 

GGACATCAGATCCTGCATTATGTACCT 

>Sequence 1330 

AGGTACAGATACATGGACACAATCATGGCAGCCAGCTCGAGGCCCCCAAT 

TCCAGCTGCCACACCACCCACGGTGACTGCATTAGTTCGG ATGTCA TACA 

AAAGCTGATTGAAGCAACCCTCTACTTTTTGGTCGTGAGCCTTTTTGCTG 

GTGCAATGTTTCATTTTGGCTGTTGTTGGTGACCGTTTGTCATTGCAAAC 

ATGAATTGGTGGGAAAAGTGCAACTGTTTCCTCTTTTTGAAGTTATGGTG 

TTGAGTTCTCTCAAAAAATCCCGTAATTAGATTTGTGTGTAAGTCTCACG 

AGTCAACTTTTGAGACCCCCTTTTTCAATGGATTGTGTTGTTTTCCAACA 

ACATTTGTAGGTTGAAAAGATTCTTTTCCTTGGGGGAAACTCCATAAATT 

CCTTTTTCTATGGAATGGGCCATGGTCCACCTTACCCAATTTCAAACGTT 

TTAGTGGAAAGTTGGCTTTTAAATCCCATTTTGTGGTGTTGCCAACCACC 

CTAATGGGTCCGAACCCCACCATGTCAAGTCC 
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>Sequence J 33 1 

AGGTACGTGGGCCTGTCTGCAAACCAGTGTGCCGTGCCAGCCAAGGACAG 

GGTGGACTGCGGCTACCCCCATGTCACCCCCAAGGAGTGCAACAACCGGG 

GCTGCTGCTTTGACTCCAGGATCCCTGGAGTGCCTTGGTGTTTCAAGCCC 

CTGCAGGAAGCAAAATGCACCITTCTGAGGCACCCTCCAGCTGCCCCCGG 

CCTGT 

>Sequence 1332 

CCGGGCAGGTACCAGTGAGGCATTTCCTGATTTTTACTCATAATATTTAC 

AAAGATTAAAAGAGATAAAATTCCAAATGTGAAGGCTTAAATTGTTCAAA 

TCCTTACTCAAAGAAATAGTGGGAAAGGTGGGTAAGTCAGAGTCTGCTGC 

CGATGAAGGAAAAAAATCAAGTTAATCTCTTCTGAAATTATCATGATTTG 

TTTGGTTTAGATTCCCAAAAAAAAAAAAAAAAAAAAAAAAGTCCCT 

> Sequence 1333 

aggtactaaagcattcatggaggctcttcaggctggtgcagacatctcca 

tgattgggcagtttggtgttggcttttattctgcctacttggtggcagag 

aaagtggttgtgatcacaaagcacaacgatgatgaacagtatgcttggga 

gtcttctck:tggaggtttccttcactgtgcggtgctgaccatggtgagcc 

catttggcaggggtaccctgcccggagcggtccgcatgctct 

>Sequence 1334 

CCGGGCAGGTACCAGGGTCCTGGTGGGATGGTGAACCGTGACGAGTACGC 

CATCAGGGTAAAGAACTCGTCCAGACTGTCAACTGTGATCCTGGACTCGC 

TGTAGGTGAGTAGCGAGTTCTTAGATCCTAAGAGACTGATGCATACATGG 

GGAAAAACAAATATAAAACCTGGCAGTTGTACCT 

>Sequence 1335 

CCCCGGGCAGGTACATTTCCTTGTAGACTCTGATAATTTCCTGCAGCTCC 

TGGTTGGTTCTGGAGCAGATGATCTCAATGAGAGAGTCCTCGTCGGTTCC 

CAGCCCCTTCATGGAAGCTTTTAGCTCAAAAGCGTCATACTGAGCAGGTG 

TCTTCAATAGGCCCAAAATCAACCGTCCTTCCAGGTGGCCAGATAAGGAC 

TGACTTCAATGGCTGATGCAAGTTTCCTTTTTGGTCCCTTCTTXrrGGTAA 

GGCCGAAGGCAAATTATCCCTGTCTTCTGTGCCATATGCTGCGGGTTGGT 

TCCAAAAAATGTTGAACAATGGTGGACCCTCAATCCACCACCTTTTGGTA 

CTTGGATGGCCTGTTTCCAAATGTTACAAAGCCATTCCCGCTTCAGACAA 

TCAACGTTTAGTATAAGGCTTTTGACCAGACCCCATATGCAACTTGGGGG 

GTTGTAGAAGTGAATCACCCCTCCAAAGCT 

>Sequence 1336 

CCGGCCAGGTACAGCTGAAGCCTCGTAACCCAGACTACAGAAGCAATAAA 

CCCATTATTCTCAGAGCTCTCTGTGACTACAAACAAGATCAGAAAATCGT 

GCATAAGGGGGATGAGTGTATCCTGAAGGACAACAACGAGCGCAGCAAGT 

GGTACCT 

>Sequence 1337 

CAATTCTCGGCACACACTTTACTGAAACTACTCTCTGTCTATATCTCGTA 

TCATCTTATCCTGTGTCTATTTAAAGTACACTACATACACCATCTATAAT 

ATACGGTTATATCACTCATCTCTTTCATAAATAAGTCTTTCTATTACCTA 

CTCAAACACCATGTCGGGGACTCTATAGA 

>Sequence 1338 

AGGTACAGCTGGAGCAGAGTTGCACTTCACTGTGTAGAATGGCTTTATCT 

GAGCCACTACATTCTGCCATTGACTGTGTTACTTCACAATCTTTCCAAGA 

TCTCCCACAAAAAATGCATTTTTCCCTGTCAGGGTATGTTCATAAACATA 

GTTATCAATAACATTTCCAAGGTTTGTTCCTTCATCCAACAGGCCAACGG 

AGTAGTTTGCATCATCAATAAATCCTTTCATCTCAGCCGTATTCCACAAA 

GCCGAAAGTATTAACCAGGAAAGACAAGAGACGGGCCACCAAGCCTATGT 

CTGGGTCCTTAGAATATGCAACAAAATGGACAAGTTGGGAGATGGAACCC 

CCCTATCATCAGCTTCGTTCCCAAGGTGGCTCAACGTTGAAATCGAACTG 

CTCTCTATCCAGCACTTTTCCTAAGCCCT 

>Sequence 1339 

AGGTACTATGGGAACAGGTTCAAAATGAATATAAGGGAGTTATTTATATA 
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TTAGGTAAAGCACAAAAATGATAATTACTGACTGCACACTCACAGTTAAA 

GTCATTTGGGCAGAAAATGTCGACCCGTTGGAACAGACCATAAACCTGCT 

GTAAAGAGCCAAGGGAGGTAACCAAAGCGTATTCAGATAGCTGTGAAGCT 

GGGGAGACACCTGAAAAATCTAGCAATAGCGTGAAAATCACTTAAGTAAA 

AAATAAACTTTCAGAGGCTGAAGCTATTTGAATTTACCAAGATTTAGAGA 

TGAATGCCAAAGAGGATTAGTAAAATTCTTCCATGCAAAATACAACAGTA 

ATGGCTCCATCACGACATTGTAAACCCAAGCCCGAGAGTCACTATGTAAG 

TGAGAGTTGAGTGCAATTTGTAATAAGAATAAAAACAT 

>Sequence 1340 

AGCGGCCGCCCGGGCAGGTACCATCACCCCTTCATGCTGGCCCTAAGCTT 

TCTCCAGCAGTCCCACTTCCTGATATTCGTTCTCTTCAGCAGCCTAAAAT 

ACAGCTTTCTTCTGTCCCCAAAGTAAGCCGCTGTGCTCATTGCCCTAATG 

AACCCTCCACTTCGCCAATGCGTTTTGGTGGTGGTGGTGGCGGTAGCGGA 

GGTACCT 

>Sequence 1341 

AGGTACCAACATGTCCCGTGGTTCCAGCGCCGGTTTTGACCG CCACA TTA 

CCATTTTTTCACCCGAGGGTCGGCTCTACCAAGTAGAATATGCnTTAAG 
GCTATTAACCAGGGTGGCCTTACATCAGTAGCTGTCAGAGGGAAAGACTG 
TGCAGTAATTGTCACACAGAAGAAAGTACCTGCCCG 
>Sequence 1342 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGTGTGGCTGTGTT 
CTCGTCCCTGGCTGACAACGAAGGGGAGCTAGTCACTTTTCCTGCCACGA 
CGACTCGCGTCCGCCTCTCGCCTGGAGTACCT 
>Sequence 1343 

TCACATATTCTGTATAAATATAATTTTGTTATTCTAT TTAGA GTATTATA 

TAAATATTAATTTTATTATAGGAATATTTGTAATTAATTTTCAGTTATAT 

ATTATAAATATAAAGTTGGGGTCGCTATACGATCACTTAGGGGGAAATGG 

GGCTCCCCCCCGGGGGGGGGGCCGGGGTCCCATATCACCCAGAG CAAC AT 

ACATGAATAAGCCAGCATTAAGTGCAAATATCCACATAGAAACATTTTCA 

GCATAATGACCAATGAAAATTCCTGTTGCCATTCCAAGATACGCCAGCAT 

GGCTGACAATGCATTATAAAGGACAGCCTGCTTAACGGTCATGCCAGCCT 

TTAGTAGAACAGCAAAAGTCACCTAATTCATGAAGCAACTCATGACAGAA 

ACACCAGCAACCGAAGGTACCCTCGGCCGCTTTAAAAACTAGGTGGGATC 

CCCCCGGGGCCTGCAAGGAAATTCCAATATTAAAGCCTTATTCGATACCG 

GTCGAACCCTTTAGGGGGGGGGCCCGGCiTACCCCAAClH l iGTTTCCCT 

TTTTAATGAAGGGTTTAAATTTGCCGCGGiCCTTGGGCGTAAATCAATGGG 

GCATAAGCCTTGGTTTCCTGTGGTGAAAAATTGGTTTATTCCC 

>Sequencc 1344 

CGTATTTCATGTCTAACTATTAAAATGTCATTAATTTTTTATTTTACTTT 

ATACTTATTTATTTGTTTATATGTTTTATATTGTATTTT^ 

TTAAATATACTTATTATTAAATTTTTATGGATGCCGT 

>Sequence 1345 

AGGTACGCGGGGGCCATTACTGCAGGAAAAGGTCCCGGAGAGCTGAGCAG 

TCAAGATGTGTGACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCC 

TTCCAGCTGTTTGACCGAACAGGTGATGGCAAGATCCTGTACGTGCCAAG 

CATCCTCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGCCGGCCGTT 

GCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGTTG 

TGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGCCA 

CCTGCTCTTGTCCACGGTGAGCTTGCTTTTGAGGAAGAAGGAGCCGTCGG 

AGTCCATCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCATTG 

CTTTCCCACTCCAAGGCGAG 

>Sequence 1346 

CCGGGCAGGTACCATCACCCCTTCATGCTGGCTCTAAGCTTTTTCCAGCA 
GTCCCACTTCCTGATATTCGTTCTCTTCAGCAGCCTAAAATACAGCTTTC 
TTCTGTCCCCAAAGTAAGCTGCTGTGCTCATTGCCCTAATGAACCCTCCA 
CTTCGCCAATGCGTTTTGGTGGTGGTGGTGGCGGTAGCGGAGGTACCT 
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>Sequence 1347 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGC(XTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCAGCTGCCATCTGTCAGTTAAACTTCAGAACACACATACCATAGGGAT 

GAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCAGTTC 

CTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACACCCT 

ATACAACCAAAGATGAACTAGTCTCTTAACTGGTAACTCATAAAAGACCA 

ATCCCACAGTACCTTGGGCGG 

>Scqucnce 1348 

CCGGGCAGGTACAGATCTCTGCAGTTACAGGAACATCGTCTGCTTCATGG 

TAAATGCAATTTCCTGTTCAGAAACCACACTAACATTACTTCTTTCAGTA 

TTTCTGCCTCAAAGTTGGTTTAAGATTATCATCATTATAAGAAAAATTTG 

TCTAGTGCTGGTCAAGGAAATGGGTCTGTGTTTCTTTGGCATGAGCTTTG 

GAATGGCTGTATTTGGAGGAGGGGTAAGGCAAGTCAGATCCACTACTGCG 

TATCATGACGCAGATGCACATGCACACAGATGCACATGCTCGAAAACAGG 

CACCTGGAGATTTTAGAAAATCATTGGGGAAGATTGCCTAACTTTCCTTC 

TACTTCAGTGAATGAATTACATTTCTGAAAACAATCACGGGTTAAG 

>Sequence 1349 

CCGGGCAGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGT 

AAATCTACACAACTTTCACAGCCAGGTCAGCAACTGGTTCAAGAACCGCC 

GGCAGCGCGACAGGAACCCCTCCGAGACCCAGTCCAAAAGGTGAGCGCCA 

ACTTTTCTCCTCCCCCGCGTACCT 

>Sequence 1350 

GCl"IUU^GTTTCCCnTTTAGATGGAGGGTTTAAATTTGCGCGCTTTGGGC 
GTAAj\TCAATGGTTCATTAAGCTGGATTTCCTGGTGTGAAAAATTGTTTA 
TTCCGGCTCACC AAATTCC ACACA AAC ATT 
>Scqucnce 1351 

CCGGGCAGGTACATCTACATACACATCAGTGCCGTGCCTTCCATTCCCAG 
GG AGGGCA GGGTCACTAGACAACATCATTAAAATGACCCTTTATCAGAGA 
ACG im i CTGTTTAAGGAAATAAACTAG AGGTACA ATTTTG AAAGTTTC 
TACCTG 
>Sequence 1352 

ATCTTGGCAGTTTTACCACCTGTTCAGTCAGTTATTAATTAACCTGGGCC 

ACCTCGATACACTCGGGCCGGCTTCCTAGTAACCTTAGTTGGTATTACCA 

CCCCGGGACTTGTCACGGAAATATCCGATTATTCACAGGCTTTTATTCGT 

ATTAC CCGTTCT GAACCTTCGTAAGGGGGGGGGTCCCTCGGTTAACCCCC 

C AG ACT fl "I " 1"|T GGTTACCCCCTTTTTAAGTGG AGGGAGTTTTAC ATTTT 

GGCCGCGGGCATTTGGGCCGGTTAAAATCAAATGAGGTTCTATTAGACCT 

TGTATrrrCACTTGGTGGTGGAAAAAATTTTGGTTTATTTCCCGGCCTTT 

CAAAAAAATTTTCCCTACCACCAATAT 

>Sequence 1353 

CCGGCCAGGTACCACGGGCCTGGGCACTGCATCTTCCCAGAGAAGCAGAC 
TCCACAGGGGCCTCATGACCATCTTTCTCTGGAGAGGCAGGCAAACTCCC 
TCGACAGCCAAAATCCAGAACCTCCCCCCGCGTACCT 
>Sequence 1354 

GGCGGCCGAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGA 
ACCATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCC 
AGATACCACTGGAGAAATAGTGATGACG 
>Sequence 1355 

AGGTACGCGGGAGCAAGTGCCATGCTACAGCCCCTGCTTGACAACCAGGT 

TGGTTTTAAGAACATGCAGAATGTGGAGCATGTTCCGCTGTCCTTGGACA 

GAGCCATGCGGCTGGTGAAAGAfGTCTTCATTTCTGCGGCTGAGAGAGAT 

GTGTCCTGCCCG 

>Sequence 1356 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 
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CCAGGTTTCTGCTGGTACCT 
>Sequence 1357 

AGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGGAGAAGG 

ATGGGTGATCCCTAAATTACCTTCCGAAGAGCCATGCATGCGTCCTCTGG 

CTGCTCCAGGTGTAAAAAATGCCAGGGAGGGGACAATCATGAGTCCTAGG 

CAGGAAAGGTCCTCTGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGG 

CATGAGGGGCCAGGGTCCTGGAGGACACTGGGCCGGGACAGATCAGACTC 

CAGGCAAGGAGGGAGATGGCGCCAGACTGTGATCATAAGCTTCACGATCC 

CCGCGTACCTGCCCG 

>Sequence 1358 

CGCCTTACTTCATCGTAACTGCGTTCTAACTATGAACTAATCTTCTATTC 
TAATCTATTCCACTTATGACACACAATTATATTTATAGTTTACATAAAAT 
TAT m " IATAATATTATTTATATATC ATATATAA1T I T INTCTNTTTCAA 
GTNAGTGCGCTAAATAACCTCACTAAAGGGAATAAGCTTGCGGCCGCTTA 
ATTAAAGATCTTTTTT1 T HI 1 1 1 1 1 1 1 1 AACCTTTAATCTCTTTGGACT 
TTATCCTTGGGCTTTTCTGAAAGCACTTTCTGTCCAGCCCTTGCTGTCAC 
CC AGCC A A ACCTAGCTCCTC ACAGCCCCCAGC AGCT 1 " 1TCCTGCTCTGCT 
CAGCCCACCGCCCTCCACCCTCCATACATTTGGTCTTACCACCTTCCAAT 
ACCCCTGGTCCCCCACCCTCCATTACCTGTTCCTTCACCTTCCACAACTG 
GTTCCCCAACCCCTCTTACATTTITGCCTCC(XCTCnTACTTTTTrGCTT 
CCCCTGGTGCTTTTTCCCATTTTGGCCACCC TCAAA ATGGAACCCCCAAT 
TGGG AATTTATTAGTTGGGTTTGG AAAAGG i I I I 1 CTTAGTTCTTGCGTT 
TCTTA AAATAATG ACC1 1 " i I ITI AAAAAI1 11 1 1 1 I I'GGTTAGGGAAAGT 
GGAGCGCTCCTTAATGTTGGGCCCCCAAGGCCCCAGTrCCTTTAAAAACT 
TTCCTTGGGCCTCTCAAGGGCCAAATTCCCTTTCCTTTTCCCCAAG 
>Sequence 1359 

ACTCTCAGACTCTACTTTCTATTCTAGTAATTATTCAAACTCATCCACAG 

TITCGTAATCTACTAATTTGTATCAATAATTAACTTGTTAACTATGAGAC 

TCTAAGTAATATACCGTCGAGGTTAATGTATATTATATATCATATTCTCT 

TATTCTTTAGTTTAATGCGCTAAATTAACCTCACTAAAGGGAATAAGCTT 

GCGGCCGCTTCATTAATAAATAGACAAACTTCTTATATCTCTGCCTTCTG 

ACCAT CAAA CTGAATAATTrrAATTCAACAGGTCTTATTTIX^ATTTCCTT 

TGAAATTTTCCTAATTGCCTTCCTTTCCAAGTTTACCATAGGTGCCTTGA 

TTCCTTTCTGGAATAACGCAAAAAAAGAAAAAGAATGGGAAAAAAATAAA 

GTTAAGGGTAAGGGAATTATAAAAGAAGGTTCCCTTCCTGAATTCTAAAG 

TAATTCGGAAGCCAAAAAACTGGTGGGTGTTAAGCTTTTCAGGGAAGGGG 

GTAGAGGGAATTGGCCACCCCATTCTTCTTCCCCTCAAATGCCCCAGGGA 

CCCTTCCCCCCTCTCTTTGAGGAACTCTTACCTCCACCCAATGTCTCTCC 

CTCCCGAACAGGAGGGCCCCAGCAACTTTCAATAACCTGGTTTGGAAGGG 

GGTGAATGCCCCAGCACCCAACAAAAAGCTTGCAAGGGGGAGGAAAGTAG 

GGTTTGGGGCAAACGGTGGGGGTTCTTGGCTTTTAACCCAA 

>Sequence 1360 

CTTACTCACTATACAAGATTTGTCATTCTGAATATTCATAAATTTAGAAT 

TACTATCAATTCATGAGATTGTATACTAAATGTATACATTGATTATTTCT 

ACTAATGATTATACGTATTCTATCAATATATTAATAGTTATAATTVTTCT 

ATNTTTTATTNAGTGAGTACTTTAACCCTCACTAAAGGGAATAAGCTTGC 

GGCCGCTTAATTAAAGATCri TTTTI II 1 1 II 1 Tl TTTTTTCCTTTTAAA 

AC AGCGTC ATACTA AAGTTTA 11111 CTTTAC ACAATTATAG AATTC AGG 

CAGACAAGGAGACATATATGGAGTTTTCCATTTTTAATATTTTGGTTAAA 

CAAAATACATTTTTTTTGTAAAACAACCGCAAGCACAAGGGTCCCAACAA 

CAAAAAGGGAAATAAAAAAGCCAAGAAAAAAACAAAAAAAGCCCTAGGGG 

TTTGGCCCCCGTTTATTTGGGGCCATCATGGGTTCAAGGGCCCTTGTTTC 

ACCTTTCCCCTT A AA AGGG A AGGTGGGTGCGC 111111" 1*1 GTCACCTTTT 

GGGGCTATTCAAGCCATITGGGGGTCCCTCTrGTITTTCCCTAAAGGCAA 

CTCAAGGAAATTGTGGGAATTTTTGGAACCCAGGAGTAAAAACCTCAGGC 

CCCCTGGA AA A A ATGGTTTTTA AAAGGCCGTTC'l TT1 1 1 1 GC AATTATAT . 



Page 3 13 
of 685 of Table 3 



WO 01/51628 



Table 3 



TCCCCATTTTGGGCCTTCCAATGGGAACCTTTCCAAAAGGTGCCAATTGG 

GGGGGACCTTCTTTTTTCAAAAGTTGCC 

>Sequence 1361 

ATCCGAATATAATTATATTAACAGTTTCACTATGTTTATCGTATACATTT 

CTACTACTGTAATTATATTCTCTTAAATTATTCTATAATTGTAATTGTTT 

TAACATATTCATAATAAATTTATTTTAATTAGTATTATTTTGGTGGAGTT 

CTACTTAATCTCCTAAAGGGAATAAGCTTGCGGCCGCTTAATTAAAGATC 

TTTTI rTTTTTTTTl 1 1 1 11 1 GC AGGTTGG ACGAGTTTGTATTAAGGCAT 

TCTGACTCCTTCACTCTCCCCAGCTCCCTCCATGTCAATCCCTTGGCAGA 

AACACTGTAGACTTATAAATGGATGACAGATGCAGGCTTTGAGAGGGACC 

CAAAAGGAAACCACTTCTCCACTTGGGGGTGTTGGGGTCAGTCCATCCTT 

GGGAGGGGGCTTGGACATTTAGAGGGGGCAAATGCTCAAGGGGCTTTACA 

GGCCACAGCCCACATTATGGCCCAATCTTCTTCCTTGTGCCAGGCCTTCA 

ATTTATGGGCAATTTTCCTGCCAGACnTTCCCTAGGGAGCCCTTCCACA 

AGAAATCCCAGGGTCGTTGGCCTGGGAAAAGCTTTCACCCGAACAGGCTT 

TTTTTTTCCACACCCTTTAGCCCCAGGGTGCCCCTGTTTATTACCGGCCA 

CCTTGGGATGGAACACCATAAAGGGGAAGGCCTTGAACAACCTATT 

>Sequence 1362 

TTCTTGCCTCGGGCGTTTGGGGTTGGCGAGCGGGTTTTGCTTCCTTCCAA 

GGCGGTATATCGTTGTTTACCCAAATTCAGGGGATACCCCGAAAAAAAAT 

TGTTCCAAAAGGGCCCCAAAGGGCCCGGAACCCTAATAAGGCCCGCCTGT 

TGTGGGATTTTCATAAGAGGCCGCCCCCCTTAGA GAGC TTATAAAAATTT 

GCGCCTACACAGAAGGGGGGAAAACCCCCGCGGTTTTAGAAACCCCCT 

>Sequence 1363 

AGGTACATTTCCTTTCTGTGGTTTTCTTTTGCTTCTTAGAAATTCTGTTA 
GTGGTTAGTAA AG AATTTG AAAGT ACGCGGGGC 1" ITC1 1 TCCGCGCCGAT 
AGCGCTCACGCAAGCATGGTTATCGTGCCTAAAACCCGCCGGACTTTCTG 
TAAGAAGTGTGGCAAGCACCAACCCCATAAAGTGACACAGTACCTGCCCG 

>Sequence2139 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 

CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 

ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 

TGAGAAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGTT 

TCTCACAGCTTTACACCAAAGGGCATCACTATCCCTCAAAGAGAGAAACC 

TGGACACATGTACCTGCCCG 

>Sequence 2 1 40 

AGGTACGCGGGTCTTTTAACCAGTAATTTAATCTTCACATCACTTTTACT 

TAGACCTTGATGAATGCTCCCAGTCCCCGAAACCATGCAACTACATCTGC 

AAGAACACTGAGGGGAGTTATCAGTGTTCATGTCCGAGGGGGTATGTCCT 

GCAAGAGGATGGAAAGACATGCAAAGGTGAGTGAAGAGTCTCTGACAATC 

GTGACCCTAGTCTGTATCTTTTCTTTCAAATTTAAATATTAGATTATCAG 

GAATTATGCCATGTGCATCACCTTCATTAAAAGGTCCCATCCTAGTGGCC 

ATGTTATTGCTCATAGAAAAACTCTACCAATATGCTCATTGCAGGAAGCA 

GAGAGGATTAAAACCCAAGTTAAAACAGTTTGCTTCTTATAGAA 

>Sequence2l41 

AGGTACGCGGGTCirrrAACCAGTAATTTAATCTTCACATCACTTTTACT 

TAGACCTTGATGAATGCTCCCAGTCCCCGAAACCATGCAACTACATCTGC 

AAGAACACTGAGGGGAGTTATCAGTGTTCATGTCCGAGGGGGTATGTCCT 

GCAAGAGGATGGAAAGACATGCAAAGGTGAGTGAAGAGTCTCTGACAATC 

GTGACCCTAGTCTGTATCTTTTCTTTCAAATTTAAATATTAGATTATCAG 

GAATTATGCCATGTGCATCACCTTCATTAAAAGGTCCCATCCTAGTGGCC 

ATGTTATTGCTCATAGAAAAACTCTACCAATATGCTCATTGCAGGAAGCA 

GAGAGGATTAAAACCCAAGTTAAAACAGTTTGCTTCTTATAGAAAACTGC 

ATAAATTTTAAAAAATAAAATT 

>Sequence2142 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGACGGCTCCTA 
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GGACAGCCACAGAAAAAAATGGGOTAAAGGGGTAGGAAGAAAAAAGGAAG 

GGAAAGAGAGCCAGGGAATTGGGGAAGGAGAGGTAGGGGAAGGGGAAGGG 

GAAGGGAGGCCTGTTAGTTCTTTCTTTATTAATTTATAGGGTATTGTGTT 

rTTTTTTTA GGTATTTTTT ATA ATTCTTAGTTT ATTTTTI I 1 1ACT TTTG 

ATTTGTTTCTTGTTG ATTTGTGTTATATTATATACTTTATTAGTTATTTT 

ATAATTTCTTAAGGATAGTTATTTAAATTTTATTGTACCTTTTTTGTTCT 

ATTTTATAATTTATGTATTTATGTAATTTTATTATATATTATTTTATTTA 

TATTAATATT fGTTGTTTGGTCTTTAATAATTATTAGTGTGTTTGATTTA 

ATC A nTTTCl TGTAGTAT 1 TTCT IATGAAAG 

>Sequence2143 

AGGTACTAGACGGGGCTGTAATCTAGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGTATTTCAGAGGCAGCTAAAAAGTAAAAAAAAAAA 

AAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAG 

GCATCCATACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAA 

AAAGTGCATGACTCACTGGAGGACTTTCCCAAGAACAGCTCGTTTAACC 

>Sequence2144 

ACATCTACTCGAATATATGATACATACAACTATATATAATGTATAAACGT 

TACAATATATATTTTAGATATTAATATAGATAAAATTAGTATGATACAAT 

CTATTCACACTATCCCTCACCAAACGTCCCGATACGACTCAATTACGACA 

ATACGGCGAATTGTTGCTCCACCGCGGCGGCGGCCGCCCGGGCAGGTACT 

TTTCTTGAACTCAGCATTGCTGCCCTGAACCCTCCCCCAGCTGCCTTCCC 

TACTTTGGGAGCCTCTATTTCTAGAACAGGAAAACGCTAGGCTAAATATA 

TGTCCTAATGGTCTCTTCCATCGGTGTGAAGGAAAGAAAATGGGCCCAAT 

GTTGTTGCAAGGATTAGGAAGGTCCTGCCTTGCCACCCAGTGGGTTTAGA 

AATCCATCTTTACGGCCTCCAGAGAAGCTGGTGATCAGGTTCCCAGACAT : 

TAGCAATCCTGTTTCCTGAGGAGCTTGTGGGGGCATCTCTCTGGGGATGA 

TCTGGGTTCCTAGACAAAGAGCCACAACTGATGGGGGTCACTGGGAAAGC 

AGGGGGCCATGGCTGACTTTTTGTCCTGGGAAGTCAGGCAGGTACCTCGG 

CCG 

>Sequence2I45 

CCTAATTCTTAATATCTAAATTAACTGATCTTAATTATCTGATTAGTGTC 

ATACTATTATAATGTAATATATATTATTATATTCTACTTATTITATTTAT 

ATTATTAATTATTTCATATAAATTATCTGATATTTTAGATATGCGCCGAC 

CATTAATCTACTCACTATAGTGTCGATTGTAGCTCTATCTTTGTGGCGGC 

CGTCCGGGCAGGTACGCGGGATACTGGGTTGACCCTAACCAAGGATGCAA 

ATTGGATGCTATCAAGGTATTCTGTAATATGGAAACTGGGGAAACATGCA 

TAAGTGCCAATCCTTTGAATGTTCCACGGAAACACTGGTGGACAGATTCT 

AATGCTGAAAAGAAACACGTTTGGTTTGGAGAGTCCATGGATGGTGGTTT 

TCAGTTTAANCTACGGCAATTCCTGAACTTTTCTGAAGATTGTTCTTGAT 

GTTGCAAACTTGGCATTTCTTTACGACTATCTCTTCCATCTCGAGCTTTC 

CCAATAACATTTACATTATCATCTGCAAAAAAATATGCATTGGCATTACA 

TGGGATCAAGGCTCAGGTGGAAAAATGTTAAAGAAGGCCCCTTGAAGCCT 

TGAATGGGGTTCAAATTGTAAGGGTGAAATTTCAAAGGCTTGAAGGGAAA 

ATAGCTAAAATTTCACCCT 

>Sequence2146 

AGGTACGCGGGAAGCACATATTTGGTAGCCTTTGCATACAAGAATGTGAA 

ATTTGTTCTCAAGCACAAAGTAGCACAGAAGAGGGAGGATGCTGTTTCCA 

AAGAAGTGACTCGAAAACTTTCTGAAGCTGATAATAGAAAGATGTTTTCG 

GAAGGAGAAAGATGAAAGAATCTTGTGGAAGAAGAATGAAGTTGCTGATT 

ATGAAGCTACAACATTTTCCATCTTCTATAACAACACTTTGTTCCTGGTC 

GTGGCCATTGTTGCTTCCTTCTTCATATTGAAGAACTTCAACCCCACAGT 

GAACTACATATTGTCCATAAGTGCTTCATCAGGACTCATCGCCCTCCTGT 

CTACTGGCTCCAAATAGACCATGTTCAGCTTCACCCCCTGGCTTTGTGTC 

TATGGGTGGCCTGTGGTATATGG 



Page 315 
of685ofTable3 



WO 01/51628 



Table 3 



>Sequencc2l47 

AGGTACAGAGGCGCTGTCTTGGCTCACTGCAACCTCTCCCTACCAGCTTC 

AAGTGGCCCTCTCATCTCAGCCTCCCAAGTAGTTGGGATTACA GACAC GT 

GCCATTATGACCGGCTAATTTTTGTATTTTTTGTAGAGACGGTGTTTTTA 

TTATGTTGACCCAGGGCTGGTACTGAGTCCACACT TATGC CC CGGTCCT T 

TG ATAGACCTTTTTTCTATTCAAAGCTTCTTGGGGGTTTTGCC I null 

TCTTTATAAAATAAAAAAAACTTTTTCCAGGTTTGGAGGGGAT TTCCC AA 

AAAAAGTTGAAATTTTCGAAATAGGTTAATTATTTTTA AAAAA TTTTAAT 

ATTCTTATAATGTAGTGTAATATTAATAAAATGGGCTTGTTTTGGGAAAG 

GAATATCTCGTTATTATGGCAAAATTATCTTTCCTTGCCTAATAATTTGG 

AATGGGTTGACTTTTGAAAATTTTATTACCCAAT AATAAA TAATAACCCC 

TTCTTTTTTGG AACTT AA A AA AGGGG ACCTTTGG Tl T 1 TTG 

>Sequence2148 

CGGCAGGTACCACACACACACAGGCACACACAGGCACACGCAGGCACACA 

CGCAGACACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGA 

TTTTCTTAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGT 

TAAAACACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCG 

TGGAATTTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCA 

ACATTCACCTTCTTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAA 

CATTACAGTTTCAGGATACAAAAGTAGAAACATCTGAGATTA 

>Sequence 2 1 49 

CGTGGTCGCGGCCGAGGTACTTTTTTn rTTTTTTTTTTI 1GAACCAAAA 

TCATAGATTTAGAGTTGGAAGTGACCmGTGATCATTATrTCAATCCTT 

TCAGAGAATTCTCTCTGCAGGAATATCTATGTAGGACTTGGATTTGACCC 

AAGCACATACAATGTCTCAGAGGGCTCTCTGCTCCTGGCCAAGAGCATCA 

GGTCTTGTTTTTAATATAATCAGTGTTGTAAATTATGGCACAGAGAACAG 

GCTCATTCAGCTGTGGAATGAACTGAGTTAAATGGACTTGTAAACATCCC 

TAAATGAAAGAATTAAAAAGTCAAATGAGGAATTATATAGCCGTCCCTTG 

GT 

>Sequence2150 

CCGGGCAGGTACTI"!'!'! TTTTTTTI TTH 1 1 1 I 11 TCACAACACCACTGT 

AAGTCTTTGCCATTCCCTTGTTCTTAAAAACATTGGCTGTTTCTTTTAAT 

GCATGGAAATTCTAAATCATACAGATTGGGAATTTAAAATAGTAAATAGG 

GGAAATAATHTn H 11 II ill 1 1 GAG AC AGTCTTGCTCTGTCACCCAG 

GCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGTAACCTCTGCCTCCTGG 

GTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGC 

GTGTGCCACCAGGCCTGGCTAATTTTTGTATTTTTAGCAGAGACAGAGTT 

TCACCATGN 

>Sequence2l51 

AGGTAcrnr n rnr n rnrrn rrnTTTn iagaaattgcctcaga 

CAGGGATTGATGTCAGGAGGCTTCAAGGAGAGAAATATACATGAATGGGA 
GACCCCAGGTTGCAGGCAACAAGAGTCACAGGTATGGGAGAAACCAGGAA 
GTCTGTGCCATGTTAACTTTGCTCATCTCATCGTGCTTTGTACCTGCCCG 
GA 

>Sequencc2!52 

CCGGGCAGGTACGCGGGCGGTCCCAGATTTGGTGGGACTCTCCTCTGGTA 

TCAGTTTTCAACGCCACTTCTTGTTTGGAGTCATTCCCAGTGCAGTCATG 

GACTCTATGAACAAATACGGTTATTTAAATGTATTTGTCCAGTATGAGAA 

TCAGAATGAACTAGTAGAGGCTTTACAGATCAGTTGGTCTGACCCATTTT 

ACAGATGAGGAAACAGGCCTGAGAAGATGGAGGGAGTTACCCACAATCTG 

AAGGGGCTCTACCATGACTAGACCCAGGTCACCTGCCTCCCAGGCCTGGC 

TCTTTCCACTCCGAGGTGCTCiGCTCACr.ACAOACTTATTCTTTAATGGAA 

TTTTGGAAAGGCCTCACTCCAGTGACTCTTTGGATCTT 
. >Sequence 2153 

CCGGGCAGGTACGCGGGGGTTACTAAGGCAGCAGAGTAGAAAGATGAAGT 
GCAAGGACCTGGAAATCAGACACACCTGGGTTCCTGGTAAGCTTCACTGC 
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TTCCTGGTCTCTGATATCAGCTCTGCCCAAATTTCAGCTGTCACAGAATG 

AGTGATCCTCATAGTATAATGGAAATGCATCATCTCAGTTTCCCCATGGC 

CTGAATATCCATACAAAATGAGAGCCGGTAGAGAAAAACAGAGGACGTGA 

GGAGTTTTTAAAAATTGAGGAAAAGTGGAAGGAAAAGTAAGGATGAAGGT 

GAAGATGAAGGAATATGTCAGAGATGCTAGCACTGGCATCCCCCACCACA 

CAGTACCTCGGCCGCT 

>Sequence2154 

CCGGGCAGGTACTTAGAAAAATGGTTATTTCTAAGCCTCAGTGAAACGTG 

TCCAATGAAAGAAAAGCCTGAATTACCAACATGGGTTAGCATCACTCACA 

CGCAGGCAGAGATAACAGCAAGTGTCATTTAAGACTTTTCTAAAACTTCA 

TGCCTTAAGGAGTAAAGAfCCAGTTCATATAGGGTTAGCAACTGCCTTCA 

GCGAAGAGGAAAACAGTAAATAATTAACAAAAAGATCAAGTCAGGAGATA 

AGGCTAAGAGAGACAGACTGAAAGGTTAGAGGAGGATAGTGAGGCTTGGA 

GACTTGAAAAACAGAGGAGCGTGAAGATTAAGTGGAGACAAACGGCACAC 

AGGAAACAGAAAT 

>Sequence2I55 

ccgggcaggtacgcgggggagatgctgccacctaggttacttgtaggacc 
ctatacggcaacctcctttck:caggaactatttataaacatcctgcagga 

AAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTm 

TGAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTTTCTCT 

CTAACTGATTTCTCCAGAATTTGGAACTAGTTGTAGCTGAGACCAATGAT 

GCTGACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTC 

TGCCTATATTGTACCT 

>Scquence2156 

CCGGGCAGGACGACCAGTGTGAATGAATGGAGCAACCAAGAGGTTAGGCA 

GTAGGAGATGAGGCCAGAGAAGAAAGAGGGTGTGGTAGCCCCCTAATGCT 

GGCACTTACTTCCACTGGATCTAAAATCCAGCACGGAATTATGCTGACCA 

CATCAGCCTAACTAATATTGATCTAAGTAACATTTATGTTCTAGCACCTA 

AATCAGGAGCCTGCAAAGGATAGCCCACTGCCAAAATCTGGCCCACTCTC 

CAGTTTTTGTAACTAAAATGTTATCAGAACTCAGCCAAGTCCATTCATTT 

ACAAACTGTCTACGGTGGCAGAGACAATACGGCTCACAAAGTCTAAAATA 

TTTACTCTCTGG 

>Sequence2157 

CCGGGCAGGTACCTGTTTAAAAAATTCTAGAGAGAAAACTATAGAGAGTG 

TAGTGTGTGATTCAGACATACTAACCATCCTCACATGGACTCACTCTCTA 

AAAACTCCAGACATAGCCAGAAAGAGGCAGAACAGCCACAGCAGGAGAGA 

TCACTGATGCTCACTGAGGCAGAGGACTTTGTCATAACCTGTAGAAAACA 

TTTTCCCAATGTCTCnTrACCACATTGGGATTATAAATCTTTCTACATGT 

CTTCTTCTTCTTTGTACCTGGGGCATATTATAGCAAGCTTGGAATAACAA 

AAATAATGGCGAACAATTAATTCTTAAAAATTTAAATTTTGCACCCATGC 

CTGTGGTCAGGACAAAATAAACAGTTCCATTAATGAATTCCA 

>Sequence2158 

CAGCTACTGTCTCTCCTCCKjAGCAGGATTCCATCTTTTCCATGGCTGGGG 

CCCTTGACACATGTCACTGTGCACTGCTCTTTTCGCTGGGATTTCCAAAA 

GACCTTGGCTCAGGTGTCACTTTTGCAGAAAAGCATTTACTGACTGTTGA 

CTTGGCCAAATCCCTGTGCTGTGTTTCCTAGCACGGTGAGTTGCATTTTC 

ACATGAACTCATGCCTACCTTCTCTTGTTTTATAAGCTTCATGAGGCAGG 

TACCT 

>Sequence2159 

AGGTACATTTTACAAAATTAAAGTCACTTTGTAGGTATATAAAAAGTTTT 
AAAAGTTGGTTTATTAATGAGAGTAGTGTACTACATTTCTTTTCAAGCAG 

TAGTTTA A ATATT A ACC AGTTTAC I I FFFH 1 AAAGTCAATTTACTTT TC 

CAGCCTGGACAACATGGTGAAACCTCGTATCTACAAAAAATAGAAAAATT 
AGCTGGGCGTTGGTGGCTCACGCCGGTAGCGTG T1 TCTTTTG GTGGTGAT 
ACAAATGTTCTAAACTGACTGTGGCACTGGTTATACAACTCTGTGACTAT 
ACTAAAAATCACTGAATTGTACCTGCCCG 
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>Sequence2160 

AGTGAGGGGTTAAATATGCGCCGCTTGNGACGTAAATCATTGGTTCATTG 
AGCTTGGTTTTCCrTTGTGATGANNAATTGTTATTTCCGCCTTTCACAAT 
TTCCAACACCAACATTATCGATGGGCCGGGAGCCATTAAAGGTGTTAAAG 
>Sequencc2l61 

AGGTACGCGGGGGAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACA 

TGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGT 

CAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAG 

AAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATG 

GTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGA 

GGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGC 

CGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTG 

GCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTT 

TG 

>Sequence2162 

AGGTACT TTTT TTn 1 1 1 r T TTTTTTTl 1 1 GAACCAAAATCATAGATTTA 

GAGTTGGAAGTGACCITrGTGATCATTATTTCAATCCTTTCAGAGAATTC 

TCTCTGCAGGAATATCTATGTAGGACTTGGATTTGACCCAAGCACATACA 

ATGTCTCAGAGGGCTCTCTGCTCCTGGCCAAGAGCATCAGGTCTTGTTTT 

TAATATAATCAGTGTTGTAAATTATGGCACAGAGAACAGGCTCATTCAGC 

TGTGGAATGAACTGAGTTAAATGGACTTGTAAACATCCCTAAATGAAAGA 

ATTAAAAAGTCAAATGAGGAATTATATATGCCGTCCCTTGGTATCCTCAA 

GGGATTGGTTCTAGGACCCCTGGGGATACCAAAATCCTAGGATGCT 

>Sequence2163 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTA CCTGC TGGGCCGG 

TTTTAAAACCCTGGGAACCAATCTATGTTTAACA CCATTTTAC TAAACCA 

TTTTGGGCTTGGGGGGGATAACACCGGCCATGGG 1 1 11 1 1 1 1CAAAACCC 

AAATTTCCGGGGGGTTGGGAAAAT 

>Sequence2164 

AGGTACTGTGAGTATTGCTTATATGTCCTTATGGGGATGGGTGCCACAAA 

TAGAAAATATGACCAGATCAGGGACTTGAATGCACTTTTGCTCATGGTGA 

ATATAGATGAACAGAGAGGAAAATGTATTTAAAAGAAATACGAGAAAAGA 

AAATGTGAAAGTTTTACAAGTTAGAGGGATGGAGGGTAATGTTAATGTTG 

AAGGAAAGGAAGGGCCAAATGGGTTTTrrGGGCTTTCAAAAG CCCCA TTT 

AAA TT T TTn 1 1 GGAAATTTTGGAAAGGTTTTTAAAGTTTTTACTTTTTA 

AAACC TT TTTT TTT I 1 1 ' f ACACACC ACAAAG AGGCK3GGG TTTTT TTAAA A 

AAAAAAAAAAAAAAAAGGGGGGGGGGCCAA CAAAATTTTT TGGGGGGGGG 

GGGGGGGGGG 1T1 I i 1 1 11 111 I AAAAAA AAATHTl 1 1 1 \ f CACCCCCC 

CCCCCCCCCTCTCCCACATGTTTTGGGGTGTTTTTTTTG 

>Sequence 2 1 65 

GGTTAAACGAGCTGTTCTTGGGGAAGTCCTCCAGTGAGTCATGCACTTTT 

TTGCACrrTTTGGATTTGCTAGACATTTTTCGGTTTCTGGTCTGG ATC 

TTCCTTCTTCATAGTCAGGGGTCTGTTAATCTAAACAAAGATCAATTTTT 

TTTTT T I 1 1 T TTTACTTTTTTGCTGCCTCTGAAATGCACAGGCTCTCGCA 

CACCAAGAAGGGTTCCACTGACCGCCCCGGATCAGGGATCTGTTTCCATT 

TCAGCTGGCCCCTTCCTCCCTCCCACCTTCTCCTGTCTCCTTCCCAGGGA 

CTGAAGAACTAAAATACATACAGTTACCAGATTACAGCCCCGT CTAGTAC 

CT 

>Sequence2166 

AGGTACGCGGGAAGGAGATGTTGCCACCTAGGTTACTTGTAGGACCCTAT 
ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 
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GCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATC 

AAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTG 

CCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGG 

AAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAG 

AAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGTGCACCTTC 

TTCCTGCCATGTGAGGAGCCAAG 

>Sequence2167 , 

CCGGGCAGGTAC IT 1 1 1 1 1 1 1 1 J 1 1 1 1 mTITlTlTlTGGCTCAGCTAAA 

ATCTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAAT 

TAGAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAAC 

TATTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTC 

AGTATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAA 

TAATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCT 

ATAAAAAAATTACCATAGACCATTGACTAAACCACAAACATATACTTTTC 

ACAGTTCTGGGAAGTTGGAAAGCCA 

>Sequence2168 

CCCKjGCAGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAA 

cgtcggttcatgtaaattagaaattatggggccactttgccattcttcac 

acctgcaatgaacaggtgtttatctgcagttctgacttatctcttgaact 

ccatttgcatgttatagtgggatgcagctgatgccctgtccagatcttct 

tcaggccactacatctatatatgcattcatattccagtggctgtgagtgt 

tggctgttggttgacagaggack:tgcatccttctggaggaaactgaactc 

agctgatgaaagccacctggtcctggaggtgaagcatcttccaaatggac 

atctgcagtcaatga 

>Sequence2169 

AGGTACTGCAGCCATTGTTGCTCCCTTTGCCCTTCAGGGTGTCTTTCCCC 

AGCATCTGTCCCTGCAGCACCCCCACCCCCTCACTCTAATTCTGAGCACT 

CAAATTGCCCATCAGTCCAAGCCTTCTCCTAATCACAGCCCTCCTACCTC 

TGAGCCCCTTCATGGAGCCCTGTTCATGGTGCTTGGCATTTTATGACAAC 

TAAACCAAAAAGCAGTGAGGTTTGAAAAAAAAGAGTCAAAAGTCAATCCT 

GGCAGGGGAGGATTTGCTCTTTGTCTTAAAAAACCAAGAGTACCTGCCCG 

>Sequence2170 

CCGGGCAGGTACGCGGGAAAAAAAGTGGAGTGGGGGAATCGGTGGTTCTT 

TCCTCACATTGGGATGATGGCCATAGGGTTTTAACCATGTTCCCTCCTTT 

TCTTCACCCTCCCCTTTTTTCTTCTATTAATCAAAGAAAAACCTTCAAAG 

GTTATGGGGATGGGTCGGGATCTCACAAGGCTTAGAAACCTCGGTTCACC 

TCCCAAACCTTTTTCATGGAAAAAAAGCTGCTTTCTTAATTAAATCATAC 

CAAAACTTCTCAACCATTGATTGTGAAGAAGGTTTTCACAAAAATCTTTT 

TCAAAAAATAAAAAAGGTAAATGAACTTTAAGAAAAACTTGCNNNNNNNN 

ANAAAANANAANAAAAACCAAAAAGGTTACCCCTTGGGCCCCGCCTTCTA 

GGAAACCCTCTGTGGGGACGCCCTCTTGGGAACCTTCGATGGGAATTCTC 

CCCCTGGTCCCATGCCTTTGAAACTGATGACCCGTTCGAACCCCTTATTG 

GGGG 

>Sequence2171 

CCGGGCAGGTACGCGGCCGCTCTGCACAGAAGTAAAAGCCATCTTTTCGG 

CGGGGCGCAGGGCGGCCATCGCGCCCCTCTATGGCATTGCTGGGTTCTAC 

CAACGTGACAAGGTGATCAAGTTAAGAAAGCTGGACGTCCTCTCCAACGA 

CCTGGTTATGAACATGTTAAAAGTCATCCTTTGCCACGTGTGTTCTCGTG 

TCAAAAGAAGAATAACACGCCATCATAGTGGAACCGGAGAAAAGGGGTAA 

ATATGTGGGTCTGTTTTGGATCCCCTTGATGGGATCTTTCCAACATCCGA 

TTGCCTTGTGTTCCGTTTGGGAACCAATTTTTGGGCATTTTATAAGAAAG . 

AAAAATCAAACTTGATGAAGCCTTTCTGGAGAAAGAATGCCTTCCCGCAA 

ACCAGGGCCGGGAAACCCTGGGTGGCCAGGCCGGGCTACGC 

>Sequence2172 

CCGGGCAGGTACTTGTTGCTTTGGTGTAGTGAAATGAATGCCTTGATGAA 
ATTGCATTGCACCATTTTTGAAAGAGAGAATACTCAAACGTGTCACTTCT 



Page 319 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GTTTCTTGCAAGCAACTGTGAATCCTGAGGCTGTGCCACACTTTCTTGGT 

TGGTGATTATTTTTCTGGTGTTACTACTTTCCTGTTTTGAAAGATTGTGT 

GCAATGGTAGTAGTTGAAACAAGGGCTGTATGCTCACACTCACTCTTGGT 

CATTCAACAATGCCCTCAGTAAACTTCTAATCTAATTTTCCCATTGGGTA 

CTCTACAAGCCATTTCTTCCATTCTTTTTGGGACTTGTA AGTCCA GTAAA 

AGAACTCGCCTTACTTGATAGGTCTCATAAAGGCCAACTTTTTTCTTGAA 

AAGGGCCTTCTGTCTTTTGGACCCTTGGAAGGTAATTTTTTATCTTATTT 

CCTTCAAGGTCTTAAGGTACAACTTGTTTGTATTGGGAT 

>Sequence 2173 

AGGTACi ri l Tl l l rri rn i ll i l i ri i rTTGAGTGTGAGAGTTrTTTA 

TTCAATTTGTGAAGGACAGTTTTAGAACAAATTGTTATTAAACTT TCTTA 

GAACCACTGGTTTTGTTCATTrrGACATTTTTATCTTGCACCCC^ 

TTTATTTACAAAAATTTAAAAAAAGTTAAAATTTTTCATTTACAAATATT 

TTTGCAAGAAGTTATTTAACCACTTATTTTTGCCCTATTACAAAA AAGGC 

TTAATTTTTCTAACAAAAAATTCAAAAAAAACTTTAAAT GCCAA GTTTTT 

TATTTAAAGAAGGAGGTTCCACAATATTTTCTTCTT CAAG TTTTAAACCT 

GCGAATTAATTACAATTAAGTGGGTTATTATTATTCTTTTAAAAGGCAAG 

GAAATAACTCCTCAATAAAAAATACAAAATAACCAGAGGGGGATAAAAAA 

GGAAAAATTTCCATTTGTTCAAACCAAGGGTCAAGTTTAAAAATAATTTT 

TTGGACACTTGGAACAATTTTTTT 

>Sequence2174 

aggtacgcggggacgctgggaggagatgctgccacctaggttacttgtag 

gaccctatacggcaacctcctttgccaggaactatttataaacatcctgc 

aggaaaatgagtctatatgtcagaatacacatttcccaccttgcccaaca 

gtagaaaaacataagaagagaaaaacattaaaaaatgacaaggaagttaa 

tggaagtcack:aatgtgatggtgtttggaggtggagccttcagaaggtaa 

ttaatgcccntgtaagaagaggccagagagcttgcgcaccttcttcctgc 

catgtgaggagccaagaagccggctgtctgcaacctgcaagaggacccct 

actagaagctagccttactggcatcctaatctgggctttccaaacttcca 

G 

>Sequence2175 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCCCGCTCTTGAATTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGA 

AATGCAAAAGTCTGT 

>Sequence 2 1 76 

AGGTACGTGGCGTAGCATTCCATGTTCAGCnTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCCCGCTCTTGAATTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATTTGTGGCTGGCnTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTG 

>Sequence2177 

AGGTAC t 1 1 n 1 1 1 i i i n ii ru n 1 I I 111 1 iacttgttaaagttctt 

TTTACTGGGGCTGTTATAAAATTTAAAATTATATGTGTGACTTGCATTTC 

ATTTTTATTGGCCAGGGATGCTCCAAAAGGTTGATGCCTGAAACTAGAGA 

TCCATTACCTTTCCTCCTCTCTAGGGCTTCAAATTAGGTTTTAATTTAAG 

AACACCTTTGCTATATATAATCAATACAAAAAACTTTACCCACTTATTGT 

ACTTTGCCCTGTTGACACTGACCTCCCATTCTCCACCAGAAGAAATAATC 

AAACCCATCACCAACAAATCACCCATCCATTATTCCCCGCGTACCTGCCC 

G 



Page 320 
of 685 of Table 3 



WO 01/51628 



PCTYUS01/00798 



Table 3 



>Sequcnce2178 

CCGGGCAGGTACCGCATTCCTACTTCATTGCCCCTGATGTAACTGGACTC 

CCAACAATACCCGAGAGTAGAAATCTTACAGAATATTTTGTTGCCGTGGA 

TGTGAACAACATGCTGCAGCTGTATGCCAGTATGCTGCATGAAAGGCGCA 

TCGTGATTATCTCGAGCAAATTAAGCACTTTAACTGCCTGTATCCATGGA 

TCAGCTGCTCTTCTATACCCAATGTATTGGCAACACATATACATCCCAGT 

GCTTCCTCCACACCTGCTGGACTACTGCTGTGCCCCAATGCCATACCTGA 

TTGGAATACACTCCAGCCTCATAGAGAGAGTGAAAAACAAATCATTGGAA 

GATGTTGTTATGTTAAATGTTGATACAAACACATTAGAATCACCATTTAG 

TGACTTGAACAACCTACCAAGTGATGTGGTCTCGGCCTTGAAAAATAAAC 

TGAAGAAGCAGTCTACAGCTACGGGTGATGGAGTAGCTAGGGCCTTTCTT 

AGAGCACAGGCTGCTTTGTTTGGATCCTACAGAGATGCACTGAGATACAA 

ACCTGGTGAGCCCATCACTTTCTGTGAGGAGAGTTTTGTAAAGCACCGCT 

CAAGCGTGATGAAACAGTTCCTGGAAACTGCCATTAACCTNCAGCTTTTT 

TAGCAGTTTATCGATGGTCGACTGGCAAAACTAAATGCAGGAAGGGGTTT 

CTCTGATCrrAATTGAAGAAGAGATCACTTCAGGTGGCTTTTGTGGAGGGA 

ACCCGATGTCATATTAACCATGGGTGCATACAGTCCAAAANAAGAGGTGC 

ACTGTTCAACACAGCAATTGACAAT 

>Sequencc2179 

acgtacggtgatcattactccccagcgcagctcaatccacttcx:agactg 

ttctaattgttggaataattctccttatgtaattcaatgtcccatctatt 

aatttatgagatatttatttaaaactgaccgtattccaggaactgggcta 

aacgaagaagagtagtgaattaatacagaaatcaccctggatttggcaga 

atattttccctggtagtgtaggtcacccctattgtggtgataatccccca 

catcatacagcataagaaacaacacacagacaaaaaccaagtcattcttc 

TAGGATGTTTTCATCCAAGGATTTGAAAAGATTTAGGTGATCTTGCATTC 

TTCATCCTATGCAATCTGGGCTATGCTACTACTTTACAGATTGAAAATAT 

ATTTAAAAATCACTGAACTTTCAATAGTCACCAATGATCACTGTTCTAGT 

TGCAGTTACAATTAGGTGTTCAAGGAAACACTTATAACTTAAATTTAATG 

TCTAAATCTTACACCTTTAATTGGAAAAATAATGTAATAAGTGAGCAATT 

AGATTATCTAGTATTAGAAAATAACTGAGGATTGGCTGGGCATGGGGGCT 

TATGTTTGTTATCCCAGCACTCTGGGAGGCAGAGGCAAAAGGATTGCTTG 

AGGTCAAGAGTTCGAAAACAACCTGGGCAAAACAGGCAGACTTCTTCTrT 

ACAAAAAGAAGGATAAATAAAAAAGGTTCCTGCCCGGCGGGCCGTT 

>Sequence2180 

CCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCTTAGGTCAAA 

TCATTTCACAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGA 

CAGAGAGCTTTGTCCTAGTTTTTGTCTTCATAGGTCAAAACTGGCAATAT 

TCTCTTGTCTGCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGA 

ACATGTAAGAATCAGATACAATTTCTGCTTCATCAGTTTCACATGTTCAT 

GTTGTCACTGAAAAA ATGC ATCTACTGTTTATAGCTCCCAAGGAGACCCC 

AAATCCI 1 1 1 i l l 1 l CTTTTG AG ATGG AGTCTTGCTCTTGTTGCCC AGGC 

TGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGT 

TCAAGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTGGGATTTACAGGTG 

CCCGCTACCATGCCTGGCTAATTT1TGTATTTTTAGTAGAGACAGGCTTT 

CACCATGTTGGCCAGGCTGATCTCAAACTCCTGACCTCAGGTGATCCACC 

CACCTCGGCCTCCGAAAGTGCTGGGATTACAGGAGTGAGCCACCGCGCCT 

GGCCCCGTATTCATTTTTTArACTGGAAAACATTTTTTTTGTAATTNTTC 

TTTGCAAAGAATGAACCTTAAAATGAATACTTCAAAGAAAAGAATTATTA 

TGC AA A ATA A A AGG ACACGGTACCTTTGGCGT 

>Sequence2I81 

CCGGGCAGGTACTAACTTATCCCCAGAGGAAACAGGGTTTATGAGCACTG 

ACAGATGTCTTCCCTGGGCAAAAAAAAAAAAAATAGTATATGTATACACA 

CACACATACACATTTATATTTATATTTCTTAAAGCTTTTAATCCCTTTCA 

TTCCCTGATATCTCAGAGATTTCAAATCATTGAACACTGAAGTATATTTT 

TCAGGCCAGATGAAAAATTGTATTAAAACCCTATTCCTGGTCAGGCGCAG 
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TGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCCGAAGTAAGCAGATC 

ACCTGAGGTCGGGAGTTCAAGACAAACCTGGCCAACATGGTGAAACCCTG 

TCTCTACTAAAACTACAAAAAAATTAGCCTGATGTGGTGTTGTGTGCCTG 

TAGTGCCAGCTACTTACGAGGCTGAGGTAGGAGAATTGCTTGAACCTGGG 

AGGCGGAGGTTGCAGTGAGCCAAAATTACGCCACTGCACTCCAGCCTGGG 

CAACAGAACGAGACAGTCTCAAAAACAACAACAC CAACA G AAACCCT ATT 

CCTTGCCTTTGTAGGAGTCAAAAAAAATGAACTTCTTTTTACTTTTTTTA 

TTATTATACTTTAAGTTCTGGGGTACCT 

>Sequence2182 

AGGTACGCGGGGCTTGCCTGGAGTCTGATCTGTCCCGGCCCAGTGTCCTC 

CAGGACCCTGGCCCCTCATGCCTCCGTGCTTGCGCGTGTGCCATTTCCTC 

TCTCCAGAGGACCTTTCCTGCCTAGACTCATGATTGTCCCCTCCCTGGCA 

TTTTTTACACCTGGAGCAGCCAGAGGACGCATGCATGGCTCTTCGGAAGC 

CTTCTCCTGCCACGGCATGCACCCACACATGCGAGCCTCCCGGGTACCTG 

CCCG 

>Sequence2183 

AGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAGTCACTT 

TCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGTGAATAG 

TGTGCACACAAAAAGCACACTAGGTGAAAGACAGGTACATAAAAAGGGTA 

AAGTCATGATATTTTAACAAACCTATCAAGCTCTAAATATAAGCCTCCTT 

GGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTTGCTGCA 

TTCAATTCCAGTTCCCACXCCAACTTCCTTCTTAACAC AAGG TCAGGGTT 

AAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAAAAGCAG 

TGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCAGCTCTT 

CAGTTGTTGATCATTGTCTATTGTTCTCCAAACAGTAAACCAGTATTTCA 

CACTGAGATTGTCGGCTGCGGGTATATTCCAATTCCCCGTCTCCTCATGA 

ATATGAAGTGAAGGGCTCTGACCCTGGAAGTGGTAGGTAATTGCTTGGCG 

ATAGGTGATTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTTCG 

TGATAGGCGATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAATTGGTG 

GGTTCTTCGTCTCACTGACTTCAAGAATGAAGCCGCGGACACTCGCAGTG 

AGTGTTGAGTTCTTAAAAGCGGCATGGTTAAAAGTTGTTCCTTCTGATGT 

TCGATGTGTTCACAGATTCTTCCTTCTGGTGGGGTCGTGGTCTTGCTGGT 

TAAGAGTGAACTGGGGAT 

>Sequence 2 1 84 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGAGTCTATATGTCAGAATACACATTTCCACCTTGCCCAACAGTAGA 

AAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACCGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAAGGCTCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

ACACATAACACCTTCACTAGTTNTTAGTATACAAATATTGAGAAAATAAG 

TTGGTATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGTTTCTAAT 

TTTTATATATTATTGACAAAATGAAGAAACTTAACACCAATCTAAATTTT 

AACTGGCCAAAAAAAAAAATTTATAAAAAAAAANNN NNGGG TCCCTGGCC 

GGTITAAACCTAAGGGACCCCCGGGCTGGCAGAATTCATTTTAACTTATT 

GATACCCCCAACTTAAGGGG 

>Sequence2I85 

TTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGTGAGGGTC 
CTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAGGAA 
GAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCATTAATTACCTT 
CTGAAGGCTCCACCTCCAAACACCATCACATTGCTGACATTTTCCTGCAG 
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GATGTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTAC 

AAGTAACCTAGGTGGCAGCATCCCCTCCCAGCGTCAGGTCTAAGCACACA 

AGTTCTTCCTTCCATCTACAAACCCCCGCGTACCT 

>Sequcncc2l86 

AGGACGCGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACT 

TGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACAT 

CCTGCGGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCATAAGGTT 

ATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACA 

TTTCCCACCTTGCCCAGCAGTAGAAAAACATAAGAAGAGAAAAACATTAA 

AAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGA 

GCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGC 

GCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACC 

TGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGG 

CTTrCCAACTTCCAAAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAAT 

GGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATT 

TACTACATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGT 

TCAAATAAGAGATAGGATACTGAAACACATTACAACTTCACTAGTTTTTA 

GTATACAAATATTGAGAAATAGTTGTTATTAACTATCTAATCCAAAAAGG 

CCGATCATGTTGTTCTAATTTTTATATTAAATGCCAAATGAAGAACCTAA 

CCCCTTCTAATTTTGCTGCCAAAAAAGGAATAAATATAATGTCCTTGCCG 

GCGGCGTATAGAATAG 

>Sequence2187 

AGGTACATTATCAAGTGTGAGATGTTTGGGATATACGCAAGCTGTGCCTG 

GAAATCATGACAGTGCCTCTATGCTGTTGATGTACCAGCCATGCCGTTTC 

CTGCCCTATATCCTTTCTTAAGGGTAAGTAATCTTAGTGCCTGGTGAAGC 

TAATTTTGTCTCACGAGCCCAACTGTTAACCTGAATCCAATACCTATGCT 

GCTGGTGAGACAGAGTGGGTATGAAAAAACATATAACCTGAAAAATCTAC 

TTATATATGCTAAACTAATAAACCTGAGGGATATGCAGGGGGAAAAAATC 

AAATTTTAAGGAAATCTAACACAGAAAATAAATTCACAATGAAATAAAAA 

CATAAAATTGTGCAAGCAAAATAAAAATACTACACTTAAACATAAAATAT 

ACTTGTTAAAATATGGTAACTCTTTACCCCACAATTAAAAAAGCTTTAAT 

CACCAGTCTGATTTCTATTTATTTTGCACTGAGATTCTNTCCTATGAGAA 

ATACATCACAATTGATTTACTTTAAAAGCAAGCCCATTTAGTGTTTGAAA 

TTAAAAAAAAAAAAAAAAAAAGCAAGTACCTGCCCCGGCG 

>Sequence 2188 

aggtacgcggggttcatgctctctctctccatgcacaagaaagagcacac 

agtgagaaggaaagaggccctcacx:agaacctgaccatgctggcaccgtg 

attgcagacttccagcctccaggattgtgagaagaataaatatctgtggt 

ttaagtcaccaagtctgtggtgtgttttatggcagcacaaggtaacccag 

atgatgccmcaccactgggkkjtccagcctttcatggaagctgtcagc 

TTCTCAGCCTTGCAAAAAATGCTTGCTGGTCACTCTCTTTGGTCCTTTCA 
GATGCCTTTCTTAGTGGTGCCTCTACCAGGCCCTTGACTTCATCCITTTC 
TGTCAGAGGAAGGGTGAGTAAAGTACCTGCCCG 
>Sequence 2189 

CCGGGCAGGNACTTTh nTT T TTTTTTTT n rTTTTTT TT TT TT AACTGCT 

GTTCACTG CTAC CCATTTAGTCAACTTGGACCACCCTCTAGAGGGGCTTC 

AACTGTTATTTTCAATACATTGTCAGAGGGACAGAGGAGTGGTGTATAGG 

GAACCTTTGTGACTAAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTA 

CAAGCATTAAGTTGTTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGA 

GTGGAAAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTCTTTCTG 

TACCT 

>Sequencc2190 

CCGGCAGGTACGCCTACTCAACCCGGCTGTTCACCATTGGTGGCATCAGC 
ATCCCATACACATGGAACCACACCGTTTTCTATGATCAGGCACAGGGAAG 
AATGCCTTTCTTGGTTGAAACACTTCATGCATCCTCTGGAATCTGACTAT 
AACCAGATAGAAGAGACACTGGGTTTTAAAATTCATGCTTCAATATCCAA 



Page 323 
of 685 of Table 3 



WO 01/51628 PCT/US01/00798 

Table 3 



AGGAGATCGCAGTAATCAGTGCCCCTCCGGGTTTACCTTAGACTCAGTTG 

GACCTTTTTGTGCTGATGAGGATGAATGTGCAGCAGGGAATCCCTGCTCC 

CATAGCTGCCACAATGCCATGGGGACTTACTACTGCTCCTGCCCTAAAGG 

CCTCACCATAGCTGCAGATGGAAGAACTTGTCAAGATATTGATGAGTGTG 

CTTTGGGTAGGCATACCTGCCACGCTGGTCAGGACTGTGACAATACGATT 

GGATCTTATCGCTGTGTGGTCCGTTGTGGAAGTGGCTTTCGAAGAACCTC 

TGATGGGCTGAGTTGTCAAGATATTAATGAATGTCAAGAATCCAGCCCCT 

GTCAACAGCGGTGTTTCAATGCCATAAGAAAGTTTCCATTGTGGATGTGA 

ACCTGGGTATCAGCTCAAAGCAGAAAATGCATGGATGTGAACCAGTGTAG 

ACCAAATGTATGCAGACCAGATCAGCACTTGTAGAACACCCGGGTGGCTA 

TAATGCATTGATCTTTGTCCAATGGAAGGCCCAGGCGGAAAATGGACCTG 

TATTGTATTGATGAAGGTAAAGAGGGACCCTTAGTGCAATATAACCAATT 

TGGGAATTCAAAAGCCACT 

>Scqucncc219l 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCA 

AGCAATT(nTTCTrTCAACTGCAACTGTGTGTAAGAGCrrAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAA 

>Sequence2t92 

CCGGGCAGGTAC TTITrTTTTTTI 1111 1111 11 1 1 T CAGGATTATTAGG 

AATCATTTCCAACACCAGGACAAATATGCAAAGTAAAGTGGGTA TTGTT A 

TTTCTTTGTCCCTAGTTCACATGATTTACATTGATTAAAATGTTAATTTT 

TACATATGTGAATAAAACGTAAAGGAGCAAACTGGAGATTGCGCCATGTG 

CTAACAATCATTGCGGGTGGGTAAACTGACAACATGTAACTGCATATTAA 

GACAAATGTAGAATTTAAACAAAGTATTCCATCTTTT TTCAGA TGTATAC 

TTTTAAACCTCAGGAACTGTTTTCAGTAGATGTCATGCCTTTTAACTTGA 

AAAAAGATAAGCGCAAATAAGCTCCCAATTGTCTCCCCAATATGTAAACC 

ACATTTGGGGCTGCTGTCTCTGCTACTCCTT 

>Sequence 2193 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCAA 

GGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTA 

TACTCCTGTGAACAAAATTTGGAACATATTTGGTGCTCTCTAACTGATTT 

CTCCAGAATTTGGAACTAGTTGTAGCTGAGACCAATGATGCTGACCTCCC 

TCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTG 

TACCTGCCCG 

>Sequence2194 

AGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAGCACTGC 

TCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATCCTGACC 

ACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTTATCCCC 

TTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACCAGAGGG 

CAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTATTAATTG 

AGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCCTTCCATCTT 

CACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATGACATTCCCAAAGG 

CACATCTGGGCAAGCAGGAACTTGGGCAAGTATTTTAACATCTCTAAACC 

TCAGTGAATTCATTTTCTTAAAAAGAAAAAAATN 

>Sequence2l95 

TCCACCGCGGTGGCGGCCGCTTTCTCTTACTGATAGTAGGATATTTCTGC 
TTTAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGC 
ATGTTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCAC 
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GTTGGCATGATAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGT 

AATCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGC 

GTGAATGTTCGGTAGGCTTTGTCAAGCTTGCATACAATAAATTATATATG 

TCCCTTTTCTTTTAGGGTCTCCTGTTGAAGATGGTCTTCTGAAGGCTAAC 

TGCGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACAT 

GCAAACTTTCAAAGCAGAGCCTCCCGAAAAGCCATCTGCCTTCGAGCCTG 

>Sequence2196 

ccggck:aggtacacaactcactccttttaaagaaaaaaattgaaatgtaa 

GGCTGTGTAAG ATTTGT'l " IT1 AAACTGTACTCAC ATTGGAGCC ACTAGGA 

ATCCTGAGAAAGAGGAGTGGACATACTCAGAGGAGTATAGGCCATTTGAC 

TCGGCATTGGGAAGCTGGAGCCACACCTGGTCATTTTCTGTGAGGATCGA 

TGATGGCACTCCXrrGAAGCCTGATCCAGGTAGCCTTTGGTGTATTCATCA 

TAGGTGTACCT 

>Scquence2l97 

CCGGGCTGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAAT 

GCAGCTTTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACAACTAGTTCC 

AAATTCTGGAGAAATCAGTTAGAGAGAAACAAATATGTTCCAAATTTTGT 

TCACAGGAGTATACITTACTCAATTGCTAAAAGCTGTAAATAGCTCAAAA 

GAAAAGCTTCCTTGACTCATTTTCCTGCAGGATGTTTATAAATAGTTCCT 

GGCAAAGGAGGTTGCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCA 

TCTCCTTCCAGCGTCAGGTCTCCCCGCGTACCT 

>Sequence2198 

CCGGGCAGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAAT 

GCAGCTTTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACAACTAGTTCC 

AAATTCTGGAGAAATCAGTTAGAGAGAAACAAATATGTTCCAAATTTTGT 

TCACAGGAGTATACTTTACTCAATTGCTAAAAGCTGTAAATAGCTCAAAA 

GAAAAGCTTCCTTGACTCATTTTCCTGCAGGATGTTTATAAATAGTTCCT 

GGCAAAGGAGGTTGCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCA 

TCTCCTCCCAGCGTCAGGTCTCCCCGCGTACCT 

>Sequence 2199 

AGGTACAGAGGTGATAGATCCCTTCTTGGTAGTGGTAATTCTTTCCTGCA 
TAGTACGCGGGGGCTGTAGTGGCTTCGTCTTCGGTTTTTCTCTTCCTTCG 
CTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 
>Sequence 2200 

AGGTACAGAGGTGATAGATCCCTTCTTGGTAGTGGTAATTCTTTCCTGCA 
TAGTACGCGGGGGCTGTAGTGGCTTCGTCTTCGG 1 1 lllCTCTTCCTTCG 
CTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 
> Sequence 2201 

CCGGGCAGGTAC 1 1111 111 1 1 11 1 TTTTTTTTTCGATTTCAAAACCCGC 

TTATTTCACGCGAGGACTCCTCTGCGAAGACAGGAAGGATGGGGTCCCAC 

ACCTGAGCCAGGCGCGGTCTCCACTGGGTGCTCCGCAGCCCGGAGTGGCT 

CCGGACGACAGCCCGCTTAGGGGAACCTTTCGCCAGGCTCGGTGGACCTT 

CTCCGCTG 

>Sequence 2202 

CCGGCCAGGTGCGATGTCTAGTGATGAGTTTGCTAATACAATGCCAGTCA 

GGCCACCTACGGTGAAAAGAAAGATGAATCCTAGGGCTCAGAGCACTGCA 

GCAGATCATTTCACCCGCGTACAGCTTAGGGGATCCTTTCTAATGACAGG 

AAGGCACTGCTTTCCTCAACACTGTGATCTGACCTGTGACAAGTCTGTAC 

CT 

>Sequence 2203 

TCGCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 
CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGTC 
GGGAGTTCCACCACGGGAAGGCGTGGGTCTTGTAAATTGGTTCTCCGGCT 
TGCCCCACCCCGCGTAACCATCGGGCCGCGTCTAAGAACTTAGTTGCGAT 
TCCCCCCGGAGCTGCAAGGTAAATTCCGATATTCAAAGCCTTATGCGATT 



Page 325 
of685 ofTable3 



WO 01/51628 



Table 3 



ACCCGTCGTACTCTTCG AGGGGGGTGGCCCCCGGTAACCCCAAGCT 1 "1 " V L 
TGTTTCCCCTTTrAGATGAAGGGTTTAAATTTGCGGCCGCCTTGGGCGGT 
ACATTCATTGGGTCCATAAGGCTGTTTTTCCCTGTTGTGGAAAATTTGTT 
TAATTCCGCCTTCCACAAATTTCCAACACCATACAATTACCGAAGCTCGG 
>Sequcncc 2204 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACG 

GCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCA 

ATGAAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAA 

GAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCC 

CAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAA 

GTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAA 

GGTAATTAATGGCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTT 

CCTGCCATGTGAGGAGCC 

>Sequence 2205 

CCGGGCAGGACGCGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAG 

ACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTA 

TACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAA 

TGAGTCTATATGTCAAAATACACATTTCCCACCTTGCCCAACAGTAGAAA 

AACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGT 

CACCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAAAAGGTAATTAATGC 

CCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGA 

GGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAA 

GCTAGCCGTA 

>Sequence 2206 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 

GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTG A A ATTTGC AA 

>Sequence 2207 

AGGTACTTTTATAAATAGCCAGAGATTGAGTCGAGGCTCTGAAGAAAGTC 

caccatgtgaaattctttccggtgacattXtccagtttggagtagacgtg 

acagagaatacacggaaagttacccatgggtgtattgtttccacaataaa 

actttttctaccagatggtatggaagcccggctccgctcagatgtcatcc 

atgcaccattaccaagtcctgttgacaaagttgctgctaacactccaagt 

atgtacctgcccggggcggnngnccgggcaggncctaccctctaccttat 

ttttataactttatattctccatggtagagaattatgggcttgacgtgca 

tttttatgt attcc at a aac atacc atttc a agggttttg'l ttttn ii a 

atgggtaaaaacagtttcacaatctttttcttattggaatttgtaaaata 

AT 

>Sequcnce 2208 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GGATTACCCTAATGGGTAAATTTGGGCAAAGCAACATTGAGTGTGCTTGT 

TTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGT 

TTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGT 

CAAGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAG 

AAGAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAACCATGTCTTCC 

CATTAGTTGGCATGAGT 

>Sequence 2209 
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GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAG 

>Sequence22lO 

CCGGGCAGGTACGCGGGGAGAGGTCTTTTGAACTCCTTCGGCCACCGTCG 

CCGCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGCGCGCGGCTACAGCA 

CGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGTGTTGAGCATACGTA 

TCAAGGACAGTAACTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGAT 

GCGTGGCCTTCTGGCCAGGCGTCTGTGAAATCATATGGCTGTAGCATTCG 

TGCTATCCCTGGGGGTTTGCAGCTTTGGATAATTGTTCGTGTGGTCTGAT 

CAAAGAAAGAAGGCATACGCCATATTTTCTACAGGAAACTACTGATGTTC 

ATG AAA AG ATTTTTG ATTGCTATTG AAGAACTGCAGGGGGG nTTTI CTC 

CATCAGTGAAGCAAATCTTTGGGAAATATAAAGAAATTTTCTGGGGCCGT 

TTTGAAATTA 

>Sequence 22 1 1 

CCGGGCAGGTACAAAACAAGCAAAGTCTCCCATAACTGAAACAGAGGATT 

CTGTTTTAGAAAAAGGCCCAGCTGAGCTTATGAGCAGAGAAGGAAAAGAA 

GAAAATAGAGAGCTTTGTGCATCTTCTACGATGCCTGCAATTTCAGAGCT 

TGCATCATTGCTTATCKjAGGAATCTCAGAATGAAGAAATTAAACCTTTCT 

CTCCGAAGATCATCAGCCTAGAGTCGAAAGAACCACCTGCCTCTGTAGCT 

GAAGGAGGCAACCCAGAAGAATrrCAGCCATTTACnTITTCTTTAAAAGG 

ATTATCAGAGGAGGTTAGCCATTCCAGCCGACTTTAAAAAGGGAGGAAAT 

CAAGAAATAGGCCCATTACCACCAACTGGAAATTTGAAGGCACAAGTCAT 

GGGAGATATTTTAGATAAGCTAAGTGA 

>Scqucncc2212 

AGGTACGCGGGGACAGCGATGTGAGCTGAGGTGCAGGCACCAGACCTAGG 

AATTCCTAGAAAAATAGTCAGGAAGCATTTAGACACATCAAATGTTAAAC 

GAGTCCTGATTATGATGATAATGATGATGATTTTGGTGGTTGCAATAGCA 

AAGCCTTAAGTATGAAGGAGACGTGCCAGCTGGAAATACAGGTAGACAAT 

GAACAACTGAATTTAGAGGACGAAGACATTGAAAGCATTGATGCCACCAA 

ATTGAGCCGTTTCATTGAGATCAACAGCCTCCACATGGTGACAGAGTACC 

TGCCCG 

>Scquence2213 

AGGTACGCGGGGGCTTGCCCCCTAATGCCTCCGTGCTTGCGCGTGTGCCA 

TTTCCTCTCTCCAGAGGACCTTTCCTGCCTAGGACTCATCATTGTCCCCT 

CCCTGGCATTTTTTACACCTGGAGCAGTCAGAGGACGCATGCATGGCTCT 

TCGGAAGCCTTCTCCTGCCACGGCATGCACCCACACATGCGAGCCTCCCG 

GGTACCTGCCCG 

>Sequence 22 14 

AGGTACAGGCATGAGCCACTGCGCCTGGCCCCATGTTTGGTTATTATTAG 

TGCTTAGGAAGAGGCACTTGCTTACATAGTAGGAGTTGAGAAGCTTGGTT 

TGTTCTTTCCTACCCCTAGATCTATTCTCACCTCCTGACCATGCTCTTTC 

TGCCACATCTATTATCATTACAAGTTGCCTTATCTGAAATTAGTGAATCA 

GAAAATAAAGCAGGGGATACTTTGTGTAGTTTCAACGTTAGGGAAAGTTC 

AGAATACTGTCTGTCTAAACTATCTCTCTAGAAGGCCTGATGGGCCACAA 

CCTGGGCCAGAAGCATTCAGTTCAGATATGAGAATGGTGGGTGTAGGGGC 

AATGGCCAATGGGCCATGGCCGGAAGGAAATTGTTACAGAGTAGTGGGAA 

GCCTGCAAAGACTGGCTTCTGTCCGTTTTGCCTTG 

>Sequence22I5 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 
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TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCT 

>Sequence 22 1 6 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACTTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATTAGGCAGAATTGCAGGACATTCTTCAAA 

ATAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGA 

TACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTA 

ACTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTG 

ATGGGAAGACTGATGAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAG 

AAGAATAATAACAATAATGGTTTAGCTGCTGGCTCCTTAATAAAATTCCC 

CTAGTTACTGTAATGTCTGAAAATGAACCCCC 

>Sequence2217 

AGGTAcrnrn 1 n i n TTTTrrrn igagcctcatttgaactattcat 

TCTTGTCTTCCAGAACTCACTTCAAATGGGTTTTCCATCTATCATGAGTC 

TAGTGTTCTCACCTTTGTCTTACAATTAATTCTTCTGCAGATCCCCTCAC 

ACTGATCTCCTCCCCTGAGCTTTGGACAATTATATTCTCTCATCTCTTTC 

ACATAAATCGCACTTGGAAGACAAACTCCTCAGGTTAAGCTGCCATCTGG 

TGTGTGTATTTTTCATCAAGAACTAGCAACACCCACATCAATAGCATCCA 

CCTTTACCATCACCTATATAAGCAACITACTTTGGGAACCTATTTCCTTA 

TTTCAGCATTCTCATTTGAATCAATCTAGCCTAGGTTAGGGACACTGGAA 

CCAAACTTGGCTGTCCCTGGACTGGCCTGGGT 

>Sequence2218 

AGGTACTTTTrnTTTTTl 1111111111 11 11 I I TCGCCAATTCAAAGT 

AAACCAAATCATCACATCAAGAAAATACATTGGGCAACTCTCATGTCCCC 

TTCTGACAAAGAAGGCACATAGCCAGGTGTATGTTCCCTGGAAGCTTAAA 

ATCTAGTTGGGGACAATCAGGCAAGAGCACAAACGGCCTCTTGCTTGGGC 

TGTGGCAAAAAGCTGGATTTTATCCTAATTGCGACAGGATGACATCAGGA 

GAGCAACATGATCTCATAGAGATTCTTTTAAATATATGAATTTTTAACTT 

TAGAGACAGGGTCTCACTGGGTCACCCAGGCTGGAAAGCAGTGGTAAGAT 

CATAGTTCACTGCAGCTTTGACCTTTTAGGCTGAAGCGATCCTCCT 

>Sequence22l9 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACN 

>Sequence 2220 

GGAAGTNGTCCCGTTCTACTCATTACTGACATCGGTTGAAGTGTAGCTCC 

ACCGCGGCGGCCGTGGTCGCTGCCGAGGTACGCGGTGGCAGTGGGAAGTT 

CGCAGCTGCTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGGAGG 

GAGATACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGAGAAC 

TAACCCACACAGGATCATTTCGCGAAGGAGCAAGGCTGAAGAACCAGACC 

TGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGA 

TTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCTACTATCAATACCAAA 

TCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGTTTAAC 

ACCATCTTACTAACCATTATTGCTATGGTGGTATACACTGCCTATGTCTT 
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TATTCCAATCCACATTCGCCTGGCT 
>Scqucnce 2221 

CCGGCAGGTACTTA 1 TTTTATATTAAG TCAG ACTTCAGG ATTTATTTTAG 

CCTTCCTTTTTGAGAAGCTTTCTAAGCCCTCAGCATTAAGCAGCATTTTT 

CCTCATCGCACACGGATCTGAGCAGGTGACCGCGGCTGGGATAGGTGCTG 

TTGTGTTGTGTGCAGGTGGGCTGGCCAGCCGTTGGGTGTGTGTTTTTCCT 

AGAGTAAGAAGCACTCCAGGCTGAGATGAGAGCTGTTGAAATGAGTAACA 

TTTCCGTCTCCTGTGATACGCGCTGCTGTTGCTTCTTTCAAATGATCAGA 

TTTACATTCTTTTAATGGGTCCTTTAAAAATGTAATCGAGTGAGAACGAC 

TACTAAAGATTTTCTTTTGGCCTGGTTACACACGAGGGGATTGGAAATTA 

CTAATTCATGAAAATGAAAATGTCKjGCTTCTTTTAAGGAAAAATTCCCTT 

TGAACATTGACAGAAGTGGGCGTAGGGAAGGGGAAGATTTTGCCTGGATT 

CTCCACTTAACTCTTGTCACCACTGGAGCATGCTGACTCCCTAGACACAA 

GTGATGGAAGTTATTTTGTTTCCACTCTATACACTGTCTCATGGGGACAT 

TGATGGGATGGGGGGAGGGGTGTTCCATTGTGACAACGAAAAATAGGTGG 

GGATTTTGATGTTGGGAAAATCCAGTGCGTTATCTTGCCAGGGGAAAGGC 

TAAGGGCCGGCATGCTCTGTCGTTGCGAAAGGGTTTAAAAGTTTTGTGTT 

CCAGGAATTCTGTCTATACCAAGAACTATACCAATTTTTTAGGACGGTGA 

GAATCCTATTATTAAATAGATTGAGAATGTTCTATATGGAGTAAGATGTA 

GTTTTTTTGAAGATATTTAACG 

>Sequence 2222 

AGGTACAGCAACAGAATGAGAAGCTACAAACAAGAAATGGGAAAACTCGA 

AACAGATTTTAAAAGGTCACGGATCGCCTACAGTGACGAAGTACGGAATG 

AGCTCCTGGGGGATGATGGGAATTCCTCAGAGAACCAGAGGGCACATCTG 

CTCGATAACACAGAGAGGCTGGAAAGGTCATCTCGGAGACTAGAGGCTGG 

ATACCAAATAGCAGTGGAAACCGGTAAGAATTCTGAGAGTGAGCAAATTG 

TCTTGCTTATGCACAGCAGTCTTCACAACACATGACATTTCAGGGAAACT 

TCAAAGGAGTAGCAGAGACAGCAGCCCGAGATGTGGTTTACATATTGGGG 

AGACAATTGGGAGCTTATTTGCGCTTATCTTTTTTCAAGTTAAAAGGCAT 

GACATCTACTGAAAACAGTTCCTGAGGTT 

>Sequcncc 2223 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACrCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTAACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGTACCTGCCCG 

>Sequence 2224 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTAACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGTACCTGCCCG 

>Sequence 2225 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAAT'l 1 1 1 ACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTGATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 
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TACTTTCAATGAGATAAGAAA GACAG GCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGAC 

>Sequence 2226 

AGGTACCCAGCCCCTCCCCTTCTGAGATCTTTCCTGTCACACACTCTTTC 

CCCAGCTCTGCACATTCTGACACTCACCACACCAGCACAGCAGAATCTCA 

AAAAAAAGCCACAGCAGAGGGCTCCGCTGGTAGAGTTGAAAATTTTGGCA 

AGAGGAAGCCACTCCTCCAGGCCTGGGTCTCACCCTCGGAGACACATCCA 

GTCTCAGCTCAGCCAGGCGCTGGAACTGGGTCAGCCAAGCACAGACTTCA 

TCCTGTGAAGCCAATGAATGCCACGGCCACCAAGGTTGCTAACTGCAGCT 

TGGGAACTGCCACCATCATCAGTGAGAACTTGAACAATGAGGTCATGATG 

AAGAAATACAGCCCCTCGGACCCTGCATTTGCATATGCGCAGCTGACCCA 

CGATGAGCTGATTCAGCTGGTCCTCAAACAG 

>Sequence 2227 

CCGGGCTGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

TCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TTCCGAAAGGAACCAGGGCTTAAAAACCAGACCTGGACTTTTTTAGGACA 

AACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGG 

AATATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCT 

GTTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCAT 

TATTGCTATGGTGGTATACACTGCCTATGTCTTTATTT 

>Scqucnce 2228 

AGGCCGGTAAATTACGGTTTATTCCACAAGAATTCAAGGGGAATTAATCG 

CTAGGAAAAGAACAATGTTGGAGCAAAAAGGGCCAGGCA AAAAGGGC CAG 

GG AA AACCGTAA AAAA AAGGCACCGCGTTTGGCCTGGGCG 1 1 1 TTTTTCC 

ATTAAGGCTTCCGGCCCCCCCCTGGACCGAGGCAATTAACAAAAAAAATT 

CGGACCGCTTCAAAGTTCAAAAAGGTGGGGCGAAAAAACCCCGAACAGGG 

GACCTAATTTAAAGGAATACCAAGGG 

>Scquence 2229 

AGGTACCAAAGTGATCCTCCATCTTAAAGAAGATCAGACAGAGTACGCGG 

GGTGTTTTTAAAAAAGAATTTAATTAGGAAATTTTGATACTCTTCATTAC 

TAGGATTTATCCATTGAAATTATTTATTGCTATTACTTTTAACAGAGTCT 

CTGTGAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTGCGCATC 

AAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGGGTCTCCTGTTAAA 

GATGGTCCTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATTCCAACTAA 

AGCCTTAGAATTGATGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGA 

AGCCATCTGCCTTCGAGCCTGCCATTGAAATGCAAAAGTCTGTTCCA 

>Sequence 2230 

AGGTACGCGGGGTCCCGGCCCAGTGTCCTCCAGGACCCTGGCCCCTCATG 

CCTCCGAGCTTGCGCGTGTGTCATTTCCTCTCTCCAGAGGACCTTTCCTG 

CCTAGGACTCATGATTGTCCCCTCCCTGGCATTTTTTACACCTGGAGCAG 

CCAGAGGACGCATGCATGGCTCTTCGGAAGCCTTCTCCTGCCACGGCATG 

CACCCACACATGCGAGCCTCCCGGGTACCTGCCCG 

>Scqucncc 2231 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAAATCCGACTTTCATCATACTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCC 

TGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACT 

GAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGA 

G A AATTCCTTG A AAT 

>Scqucnce 2232 

AGGTACCTGTGTCAGGAGTCCCCAAGCCCACTCCCAAAATAGAAAATTCA 
CTAAAAGGAGTCAAAGGATTCAGCATACAGTAATATTAACAACTAAGATT 
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TATTCCAGCAGGATACAAAGCAAAATAAGAAAGGAAAAGTCGCATGGGGC 

AAAATCAAGTGAAAGGCTTTCAAGAGTCCTCTCCCAATGGAGTTACACAG 

GATGTGCTTAATACCTCCAGCAACCAGTTGTGACAATACATGCAAAGAGT 

GCAAAGTCTTGTCCACGACGGATGTTCTl TH'l 1 1 1 1 1 I 1 1 IGAGAAAGC 

CTTGCTCTGTCACCCAGGCTGGAGTGTGGCACGATCTGGGTGAAGAGCAA 

GACTCCGTCTCAAAAAAACAAAAGAAAAGAAAAGTCCAGTCCTTGTCTTC 

AAAATTACTTCAGT 

>Sequence 2233 

GGAAATGACCCATTCGAAGACTGCGAATNGGATCTCCGCCGAGGTCGCGG 

CCGCCCGGGCAGGTACATTATGACCCAACATTTACCTCAAAAGCTATGAA 

TGACCTTTGCGGGGAACTGTCCCCAAGACAACCTTAAAGAGACAGCACAA 

CATTTGCAGCTGTTTCTCTTTCAGCCCAAGGTCGCAAAGGATATAAGAAG 

CCAATGCAGCTTGGAAGAAAAGGATTCCTGTAAATCACTCACTATGATTT 

CCCACAGCAGGCAAGTGGATCCCCTAAAGAAAGAAGGCTTATAGAGTTCC 

CTCAAAAGAGCTCAGAACTTCAACAATGATTCTATTCACATAGGCATTTC 

TGTCTTCCAAATTTTAGCTTTAAGAGTCTGAGGAAGTACCTCGAGCGGCC 

GCCCGGGCAGGTACTGGAAAACCTCCATCTTGGCTCCCAGAGCTCTAGGA 

ACTCTTCATCACAACTAGATTT 

>Sequence 2234 

AGGTACTGACCTCTTAGGGATCTAAGGAAAAGATTCTGGACCAGAATGGG 

CCTAGGCTTGAAGTGGATCTCTTCCAAAAGAATAGTGAATAGTTTTTATC 

TTTTCTAAAAGATGGATTGAATGGAATTCTTCCATTTGTAGTAGTTCTTG 

TAAGriTAATTAATTTTGTAACATCTTTTGAGAATTTACCACATGCCACT 

CCTTGAGCTGGGTGCTTACTATGTGTTTATTATTTTAACCCTCACAACAA 

CCTCAACACCCTCATGAAGTAGGTCCTATTAGGATCCCTGTTTTGAAGAT 

GAACTGAGGCTCATGTTTAGCCCAAGTTCACTGAGCTAGTAACTGGCAAA 

GTTAGAATCTGAAATGAAATCTGCCTGATGTCAGAATGATGTTGTTCATT 

CATAGGCTGATATTCTTA 

>Sequence 2235 

AGGTACTI n 11 I I I 1 1 ITl l rrri rn iGAGACAGGATCTTACTTTGTT 

GCCCAGGCTGGAGTGCAGTGTCACGATCACAGCTTGCTGCAGTCTCAAGC 

TTCCAGACTCAAGCGATCCTCCCACTTCAGCCTCCAGTGAGTTGTCTTCT 

CATTTT I CTGTTCCTTTAACCCTCTCCCCTCTCCACTAGCTGGTTTCCCT 

CACAGGACCAACACGCATGTGCAGTATTTGCTTCCACCTCTTAGAGATTT 

CTCAACTACAAGGACTTAGGCAAGGTTTCCCTTTTGACTGGAAGGCTTGT 

AGAAACGTGACAACCCGCCTTCCCTAACACTCATGTCACAGCGGTAGCGG 

ACCGTATTCTGGGACAAATGGAACTCACGACATTCCCCCCGCGTACCTGC 

CCGGGCGGCC 

>Sequence 2236 

AGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCCAGGCGA 

ATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATAAT 

GGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAG 

CACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCC 

TTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTAAGTTTG 

TCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATG 

ATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCC 

AGTTGGGTGTATCTCCCTGCGGCTTANGTGAGCGCTGAGGCTTTGGCTCC 

TCCCCAGCTGCTGCGAGCTT 

>Sequence2237 

AGGTACGCGGGGAGTCTTGACACCCTAGATCCCAAGATCTCCAAGGATTT 

GGTGGCATACCCACTCCAGCACACAGAAGCATGGAGTTCATGGACTCTCC 

TTTTCCTGACAGCTTCTGGCAGGAGCCCTGGTCTGTGCCTATGATCCAGA 

AGCCCGCCTTTGGCCCCAAGATCGGGGAAACCCTTGCCATGAAGCATCAG 

CAGCTTCAAAAAGGAAAATGCAGGGTGAAAGAACCCAGGTTAGCCCAGAA 

CAGGGCACCCAAAAGCCAAAGGAAAGCCAAAAAATCCACCCCTTTTGGAA 

AAAAAGGCCCTATAACCGGAGCAAAAAAAAAACCTGTGGGGGGGGAACTT 
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CGGAAAAACTTATGAAAAAGAATTGCAATTC GAAAA GATTCTAAAAAAGC 
CGTGGGGTTAAAGGAAGCCCGTCCCATTGAACTTTTAAAAGACCGTTTCC 
TTTGACCTTCAATAACCCTTGCCCCGGGG 
>Sequence 2238 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACCGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGC 

CTGGCTTGGGAA 

>Sequence 2239 

TACCTCGGCCTCCCAAAGTGCCGGGACTACAGGCATGAGCCACTGCGCGC 

AGCCCCACTTGCCCAATTCTTGACCATCATTTATTGAGCTAAATCCAAAA 

AGGAAACTCTACCACTGACTCrm CTH CTCATGGCCTCCAAAATGAAT 

CCTAGGTTTTTCCAGCAGGGTAAATTCAAAAGGACTCAG GTTGGAA ATTG 

ACTTCTTGGTTAAAAAAAAAAAAGTATAAACAGAAGGTCCTTTTTAGAAA 

TGAGGTTTATTTTCAAGGCTACTCAGTCCTAAAAGCCTGCATATTTACTT 

TTTTTCCTTCCTCCAGCCCGCGTACCT 

>Sequence 2240 

GCAGATGGATCATACTTAGGGCTAATTGGAACTGCATCTCCACGGCCGTG 

GCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTT 

GTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTG 

TAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCC 

TGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCA 

ACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGT 

TAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 

TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCITCC 

TACCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGGAAGAGGACC 

CTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTC 

CAG 

>Sequence 2241 

NTGGAACCCTATTATTAGTATAAGGCGAATTGTACCTCCGCAGGCGGCCG 

GCCCGGGCAGGTACGCGGGAGATCAGACTCTAACAGCCAGTCATTGTAGT 

CTCCTTTAAATGAGATGTCTGATGATGATGACGATGATGATAGCAGTGAC 

TAAGGACACATTTGGGAGTATTTAATCAGGTGTGGCTATCCGAGAAATCA 

ACTTTGGGGGAAATGTAAGATTCTGAGCTCTCTGTTTTGTTCTAGCCATG 

AATTTGCCTGAGAAACTTGTAACCTATGTGCCTCAATATATTCCATAGAA 

AGTAGGTCCCCCTGCCTTCTCCCACTCCTCACACTCTTCTAC AGGGA TAG 

GCTTTTGCAAATATATCAGATAAATTTTTTGTTTCTTGTTTATTTTTAGG 

TTATTTTCTTGGAAGGTTGGGAAAAGATGTTTGTTTTAACAGATCATGTA 

CCT 

>Sequence 2242 

ccGGGCAGGTAcrrrn mrm 1 i i rrnn tit i itctt aagtatca 

ATGAGTTAATTTTAAAGGTAATAAACTGTAACTTGTTTTCTTCAAAACTG 

CTTTTAAATGTTGCTAATTTCTATTCCTGCACACTAACTGAACAAGGATG 

CTGGCAATGATAACTGTAAGACAGAGAAATGACATGATTCTGAGCTGCAT 

TTTAAAAAGATTACTTTGGCAGCCAGGCATTATACTGATTAGATGACAGA 

AAGACCAGAGAAGCACAAAAGATAACGGATGGGTCTTCGGCTTAATACCG 

GGGTGACAAAATAATCTGTACAACAAACCCCCGTGACACAAGTTTACTTA 

TGTAATGAACCTTCACACGCACCCCGGAACCTAAAATAAAAGTTAAAAAA 

AAAAAAGAAGAAGATGGAAAGACCAGAGGAGGGAGGCA 

>Sequence 2243 

CCCCTCGACGCTAATCTGAAATACGGCGAATTGGTGCTCCGCCGAAGTCG 
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CGGCCGCCCGGGCAGGTACTATGATTAGTTAAATATAAGACTCCGTAATT 

TTTACAATTTTAACAATAATTTTATTTCTTCAAG(nTGTTAGTTTGGGAT 

TGTATTAAAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATG 

GAAAATGGATTATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATAC 

CATCAGTGTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCT 

TAGACTAGGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAA 

TAATACATTAGTAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTG 

ATACTTGTGTTGTTACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAA 

CGTTCAGGCKjCAGGGGATGAGAAGAAAACAAGAATTTTATGTT 

>Sequence 2244 

CCGGGCAGGTAC 1 rTTTTTTTTTTTTTn I GAGGCAGGAGGATCACTTGA 

ACTTGGTAGGCCAAGGCTGTAGGGACCTGAGATTATACCACTGCACTCCA 

GCCTGAGCAACAGAGGGAGACTCTGTCTCAAAAAAAGAAAAGAAAACAAA 

ACAAAACAGAAAACCTAGAAGTAAAATCACACTTAATAAAGACTAAATAC 

ATTTCTCTCAAAATCAGGAAAAATATATGGTTGTTACTTCTTTATTCAAC 

TTTGTATTTGTGGTCATGGCCAATGCAATATGACATGAAAGGAAATAATA 

TATATATAAGAAAGTAGTAAACAATATTTATTrATAGACTACATGAGCAT 

GTACCT 

>Sequence 2245 

AGGTACGCGGGGATATTTGTGAAGTATCTCCTGGACCCCACTTGAATATG 

ATCGTTGGAGCCAATGGAACAGGGAAGTCGAGCATTGTGTGTGCCATTTG 

CCTTGGTTTAGCTGGAAAACCTGCTTTCATGGGACGAGCAGATAAGGTTG 

GGTTTT 1 1 GTGAAG AG AGGATGTTCTAGAGGCATGGTTG A AATTG AATTG 

TTCAGGGCTTCTGGAAATCTTGTAATCACCCGTGAGATTGATGTGGCAAA 

AAATCAGTCCTTTTGGTTCATCAACAAAAAATCTACAACCCAGAAAATAG 

TGGAAGAGAAAGTTGCAGCCTTAAATATTCAAGTGGGGAATCTTTGCCAG 

TTTCTCCCTCAGGACAAAGTTGGAGAATTTGCTAAACTCAGCAAAATTGA 

ACTCCTCGAAGCCACTGAAAAGTCAATTGGTCCCCCAGAAATG 

>Sequencc 2246 

CCGGGCAGGTACGCGGGGGAACAAAACCCACACTATCTCTGAGGTGTGCT 

TGTAGGTTTTTGTTTGTAACATTTGCCTTACTGCACTCCTGCCTTGCGAC 

AGAGCAAGACTCCATCAAAAAAAAAAATGTAATTTAAAAGATTAAAAATT 

AAGATAGATTTTTACAAATGTATATATCTACCATTATAGTATCATACAGA 

ATGGTTTTACTGCCGTGAAGTTTCTCTGTGCTCTGTGTATCCATCTCTTC 

CTTCCCCTTGGTCCATGGCAACCACTGATCTTTCTACTGATCCCATAGTT 

TCACCGTTTCCAGAACGTCATATAATTGGAATCGAACAGTATATAGACTT 

TTCGGATTGGCTTCTTCITTTAGCAATATGCATTTAAGTTTCCTCCATGT 

att rn n gtggcttg atagttc atctcctgttagc agtg aat 

>Sequence 2247 

aggtacttccgaagatgggcttgcatctggtttcggacggactgttaatg 
acaatttgatcgacgggaattgcacaccccagaatccaccacaaaagaaa 

AAGGTTACAAATTrAACAATTTATAGTCCTTTTAATAGATGTA'1'lTTTTT 

ATTCATAATACTACTGAGGGGAATTGTAAGATGTATATATGTAAGGCTAT 

TCTA AATTAAACTTATTTA AAAGTTC ACA" I " I TTTTA Al 1 I I I I I I 1 1 AAA 

CCCTTTTAGTAAAATGCTGGGCTTTAAATrACAAAAAATGTTTTACAGAA 

AAAAGTTAAAAAAAATTTCTTAAATAAGTATrGGGAAAAATCTCTTTGTT 

AAGCCAAGCCATTGGATTGTCATGAAAAAAATCTTCAGAGAATGGAATTT 

ATTTTCCACCCTAATTGAATTA 1 T 1 1111 1 AAAAACATAGGG AACCTTCC 

CTAACCCCAAAAATCACAGAACTmGAATTAATAATTTTGCGGTTATTT 

ACCTTTTAATTGTAACCCTGCC 

>Sequcnce 2248 

TAACCCTGGGTCTTCACCTGCATTTrCCTTTTGAGCTGCTGATGCTTCAT 

GGCAAGGGTTCCCCGATCCTGGGGCAGAGGCGGCCTCTGGATCATAGGCA 

CAGACCAGGGCTCCTGCCAGAGCTGTCAGGAAGAGGAGAGTCATGAACCT 

CATGCTTCTGTGTGCTGGAGTGGGTATGCCACCAAATCCTTGGAGATCTT 

GGGATCTAGGGTGTCCCGCGTACGCGGGGACCTCATTCATTTCTACCGGT 
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CTCTAGTAGTGCAGCTTCGGCTGGTGTCATCGGTGTCCTTCCTCCGCTGC 
CGCCCCCGCAAGGCTTCGCCGTCATCGAGGCCATTTCCAGCGACTTGTCG 
CACGCTTTTCTATATACTTCGTTCCCCGCCAACCGCAACCATTGACGCCA 
TGTCGGGTTATTCGAGTGACCGAGACCGCGGCCGCTCTAGAACT 
>Sequence 2249 

GCCCCATCGACGCCCATCTGTAATACGGCGAATTGAATCTTCGCCAAGGT 

C GCGGCCGC CCGGGCAGGTACTTATTGTGTCCACTGTAAAGGTAAATGAT 

TGTTTTTTTATATTGCATCAAACTTGGAACATCAAGGCATCCAAAACACT 

AAGAATTCTATCATCACAAAAATAATTCGTCTTTCTAGGTTATGAAGAGA 

TAATTATTTGTCTGGTAAGCATTTTTATAAACCCACTCATTTTATATTTA 

GAAAAATCCTAAATGTGTGGTGACTGCTTTGTAGTGAACTTTCATATACT 

ATAAACTAGTTGTGAGATAACATTCTGGTAGCTCAGTTAATAAAACAATT 

TCAGAATTAAAGAAATTTTCTATGCAAGGTTTACTTCTCAGATGAACAGT 

AGGACTTTGTAGTTTTATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTA 

AACTGTAGGAGAATTTAATAAATCAGCAAGGGTATTTTAGCTAATAGAAT 

AAAG 

>Sequence 2250 

AGGTACGCGGGGACCTCAGAGCTGAGCTGGGeATGAGTAGATGCTCAGTA 

AGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTAACACCGCCCA 

ACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCACGGGCATGAAGG 

CCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGTGCCGCAGGGCC 

TGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCATCACTGGTCAC 

CAAATTGTCGGCCTCCTGTACCTGCCCG 

>Sequence 225 1 

CCGGGCAGGTACT T TT H 1 III rTTTTI 1 1 1 11 i r n GCCTTCTGGGGAA 

GTGCTGGGAACGCAACTTAAGGTGTTTGTAGACACTGCCCCTCTTAGAGC 

CTGAAATGCCACAATTTAAGCTCTAAGCCTITrTGTTCTCTGAGTGTCCT 

CTAGAAAAGATAACATCTTCAACCCTTTTGGTTTTCAGGGATTCTCTGCC 

AGTAGCCCTGGGGGTGAAAGGAGGTCAGCAAAGGGACTTGCCGGATGTCC 

GAGTAGGAAGAAGATTGCTATAAGGAGTCCAATCCAAACCTCACTCATTT 

CACAATTTTACCGGAGGCTCCTTTTGCTCTCCCCAGGGCCCTAGAACATT 

ATCAAACCTTGGTGAAGAAAGCTGACACCTTTGATTGTCTGCTGGGTAAC 

TTGATGAAAGAGGGCAGT 

>Sequence 2252 

CCGCCCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCATGGAA 

AACTTAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTC 

AAGTTTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAG 

GGAAGATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTT 

GTTTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGA 

GTTTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCAT 

CCCGCGTACCT 

>Sequence 2253 

CCGGGCAGGTACTTGGAGGCTATGCAGATATATTCTTTTCTCTTTAAAGT 

TTTGCCCACCAGTTTTAGAATTCATCAGTAAATCTTGTCTACAGTAATTA 

TTACTATTTGCTATTCTAATGGGAATTTGTATATCTCCATCCCTTCTAAT 

ATA TTTAA CAACTGAATTCTATAAACAAGATTTGTTTCTTCTCCACATTA 

TTTATTTTATCAATACAGACACATACTTTGGGGGTTATAATCCAATACTA 

TTGT TATTTATTATGTTGTTCATATTGTTCTAGCTTTGGCTACTGGGATC 

TTTTATAAGTGTCTTCTGTGTCCTTCTGACATGCCCCATTTTTTTCTTTT 

TAAGCACATCTTTACTTTCTGAGACTACAAGATTGTCCAGGTTCTCATCT 

TGTGTTTTCCCTTCCCTAGCCTTGGAATGAGCTGATTTTCCAATGATCTC 

TAGTTCCTTTATTAGAAAATGGTGGCCAACATGGTGAAACCCCATCTACT 

AAAAATACCAAAAAAATTAACCAGGCGTGGTGGCAGGCGCCCGTAATCCC 

ACCTACTCTGGGAGCTGTTGCAAAATTGCTTGAACCCCNTAGGCGGAGGT 

TGCAATGAACCAAGATCGCGCCACTGCACTCCAGCCTGGCGACAGAACAA 

GACTCCATCTTAAAGAAAAAACTCATTAAAGGGTCCCTGGGCCCTCTAAA 
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ACTAATGGATCCCCCGGCTGCAAGAT 
>Sequcnce 2254 

AGGTACATTTCTTCTAATTGATCATATCTGCTTATTTTCCTCTGGATTAA 

GGATCAAGGAGATAGTATATTAGATGATTTGATAAATTTCCAATGCTTTG 

C A A AGTAGTTG AAC AAC l"] Til CT T TGTG ATGCTAGGTGGC ACTACTAGT 

CAAGACTTGGTATTTCATAGCTGGCTTTCTTATTCTGAAGGTTGTAAAAA 

GACATATGAAGTAATATTTAACATTGAAAACATGATAATCAATTTGATTA 

TCTATGAATTGTCCTAAACGTTCAGAGTAAAGTTTCCTTTAAAGTTAAAA 

TCTTTCAAGTGAAGGAAATTATAAAGTCACATGTAAACACCAAAATAAGA 

GGAATAGAGCAATAGGATATTTTTGGCTTTATAATTCAATTTAAAAATTA 

AGGTGCATTTATTTTTTTGGCAGCTGGCCATAAAGCTTCAATGTCCAGTA 

AGCAGTTGCTATCTATGATTCATGAGATCATGGGGTTCCAACACCACTGC 

TGATATTACTGTCAGCAATATTAAAACCGCTTAACTCTTGGAGACCAAAT 

TAACTAGTTTATATTTTGCTTCCCAGTTCCTGCACCTTCTGGCTGCATAC 

TCCTTGTCTCATAAGGCGTTTGAGTATGCCACTCACCTGAACAAAAGAGC 

CACACTCCTGTAACATATTCTGCAAGGGGGTCAGGGAAACTCTCCATTTA 

ACATTTGTTGATTTCCAGTGGGGGTG 

>Sequence 2255 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 
ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 
TGAGAAGCATTATTAGCATTATGCCTTTACCAATCCCAAACCATGGGGGT 
>Sequence 2256 

AGGTACACACTTGTGTGCATTTCTGTTGGGTATATAACAAGTATGAAATT 

GCTGGGTCTTAAAATATTTATATATTAACTTCATTAAATGCTGCCTAAGA 

ATTTTTCAAGCGGTTGTGCTATTTTACCTTCACCAGTT CTAG TTGTTCCA 

TATCCTTGCTGTCACTTGGCATTAATCTGAATTTTTTATTTTGACCAGAC 

TGGTCTGTGTGTCATAGTATCCCATTGTCATTTTAAGTTGCATGCCTTTG 

ATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATCCTGTAAC 

TG ATTTGT AGG AG' 1"1 T I 1" 1ATAT ATTCTGG ATATAAGTTTTTTTATTGG A 

CATAAATATTGCAGATATCCTTCTCCCACTTTAA CTTTT CCTTTTCTTTT 

TCTTAATCATGACTTTTTTAATACAAAGTTCTTAATTTTAA 

>Sequence 2257 

CCGGGCAGGTACGCGGGGGGAGCGGCCAACATGGCGGAACGCAGGAGACA 

CAAGAAGCGGATCCAGGAAGTTGGTGAACCACCTAAAGAAGAGAAGGCTG 

TGGCCAAGTATCTTCGATTCAACTGTCCAACAAAGTCCACCAATATGATG 

GGTCACCGGGTTGATTATTTTATTGCTTCAAAAGCAGTGGACTGTCTTTT 

GGATTCAAAGTGGGCAAAGGCCAAGAAAGGAGAGGAAGCTTTATTTACAA 

CCAGGGAGTCTGTGGTTGACTACTGCAACAGGCTTTTAAAGAAGCAGTTT 

TTTCACCGAGCCCTAAAAGTAATGAAAATGAAATATGGTAAAGACAAAAA 

AAAAAAAAAAAAAAAAAAGTTACCTT 

>Sequence 2258 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGGCATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGGGACAGATCAGACTCCCCCGCGTACCT 

>Sequence 2259 

CCGGGCAGGTACATCTTTAGAGAGTAGAGATACATCTGCATATAAAAAAA 

AAATCTGCCGTAAGTGATAGAGTTGAAAATAATGTCCTACATACCAGAAT 

GTTCTTCTGAATTAGGCATCATGTAGGTATTCAGCATTCTTTCCATTTCC 

AAATTGCTCCCACTCCCTGTTTTTTCATCATCCCCTTTTTTCCTCATTAG 

CTCATTTGGAAATAAAGA1TTTTATTTTATTTCATTTTTTTTTCTGCAGA 

GAAGCACATATGTATGAGATTTAGGCAATGATTTCTCAAGGAAAAAATGT 

TTTAAAAGTACAGCATGGCTGGTGGTTTCAAAAAACGTAGTCATTCTTCT 

CACTGCAACAATGTAAGATAAGCAGGGTAGATCTGTTATTTCCAAATTAA 
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AGGTGATTAAGATATATGGAGAGAGAACATGGCATGTGAGGTTTATAGGG 

CTAGAAACTGCAGAACCATTGTAGAACT 

>Sequence 2260 

TTAAACATCTTTTTCTTCTTAGTCCCAGGTTGTTCTCATTCGTGGCTGGA 

TCACACCAGCAAGAAGGATTTTAAAGGACAACTCCTTGGGGCCGTCCAAC 

ACTGAAACCGCCTGACCGCTGCTGTCTTTGTGCTTGCAGAAAATCACGTG 

GCCCCGGAGAGGGTCAGCGAGGGGGCCTCCACTGTCTGAGTCCGCTCCTG 

GCAACGCCTGCTCTCTGCACTCAGAGGCCCGGTCCCGGCAGCTGCCACGT 

TGCTCAGAAGTTCTGGCAGGGGGAGCCTGAAACCCCTGTCTGCTGGCGAC 

ACTCCCGGAGCAGCAGGAAATCTCTACATTTTATTTTTTTTCTTAACAGA 

CAAAAGTATTTGACTCCAGAATGATTTCCAGGAATTACAGTATGAGAACT 

TAGTCTTTGAGATTTTTATTTTCTTCTTAAAAAAATAAAAATGAAATCAA 

AGCNGANNANAAAATANAAATAAAAAAANGGTGCCTCGGC 

>Sequence 226! 

AGGTACGCTTTGACGACACTCTCAGACATGCTGTGCAACTTAACGTCACT 

GCCACCCGGCAGCTCTTGCTTATGGCTAGTCAGATGCCAAAGCTGGAAGC 

CTTTATACATATCTCTACTGCCTATCCAAATTGTAACCTGAAGCACATCG 

ATGAAGTTATCTATCCCTGCCCTGGGGGACCCAAAAAAAATCATGGATTC 

CCTTGAGTGGTTAGACGATGCTATTATTGACGAGATTACACCCAAGCTGA 

TCAGAGATTGGCCCAATATTTATACCTACACCAAGGCCTTGGGAGAAATG 

GTGGTGCAGCAAGAGAGCAGGAACCTGAACATTGCCATCATAAGGCCCTC 

CATTGTGGGAGCAACTTGGCAGGAGCCTTTCCCAGGTTGGGTTGATAATA 

TAAATGGACCTAATGGAATCATTATTGCGACTGGGAAAGGGTTTCTTCGG 

GCCATAAAAGCTACTCCAATGG 

>Sequence 2262 

AGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATAC 

GGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGA 

GTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAAC 

ATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAG 

CAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCT 

TGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGA 

GCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCT 

AGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGA 

AGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCA 

GTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTAT 

ATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAA 

CACATAACACCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTT 

GGTATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGTNTCTAATTT 

TTATATATAATTGACAAAATGGAGAAACTTAACACCATCCTAGATTTTAG 

CTGCCCCNGGANAAAAAANATTAGATAATATAAAATAGGTTCCTGCCC 
>Sequence 2263 

AGGTACCTTAGATTTCTATGGGACATCGTTTAAAAACTATTGTTTACGCG 

AGA GCCTT GCTAATTTCCTAAAAATTGTGGATACATTTTTTCTCCCATGT 

ATAATTTTCTCACCTTCTATTTAAAAAGAAAAAAAAAAGTCAGTGTAGTA 

TTTACATATTTTACCCTATAAGGAGCTAACATAACTTTTGATTTAGTGTT 

ATTCATAAAATTAGGTTAGCAGTTTATTAACCTTTTGTATTTGCTCTGGC 

AATGTTTAATATCTCATAAGCTATACACACCTCGAAGCCATCAATGACAA 

CCTTTTCTTGCTGAATAGAACAGTGATTGATGTCATGAAGACAATTTTAT 

CTCCTTTTGCCTTCCATAATTTGTACCTGCCCG 

>Sequence 2264 

CCGGGCAGGTACTTNN rTTTTTTTTTTTTTTl 1 TTTTTTGGG AATCTAAA 

CCAAACAAAACATGATAATTTCAGAAGAGATTAACTTGATTTTTTTCCTT 

CATCGGCAGCAGAtTCTGACTTACCCACCTTTCCCACTATTTCTTTGAGT 

AAGGATTTGAATAATTTAAGCCTTCACATTTGGAATTTTATCTCTTTTAA 

TCTTTGTAAATATTATGAGTAAAAATCAGGAAATGCCTCACTGGTACCCT 

TGGTTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCATAAACTCAT 
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TTTCCTTATATGAATGACATTTCCACATCCACAACAATGCCACCAAATAT 

ATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAACTGCGTGCAT 

TTTAATGTTGCGTAAGTTGCTGATTTATGATTTCCCTAATGTACATAGTT 

CACATTTTTGGANGAATTCCTCAAAGGAAGAGGAAAAGGAAATCTAATCT 

AAAATACTATTTTGGAGGGGATAGCANATTGAAAATGAAAATTTGAAAGT 

TTCAATACCAGTGGGGGAAGCATTTGCTAGAAGTTTAGAAGGACAGCATA 

TGGTACCTACAGGGGGACCX3GCAGGGGCCTTCAGAATCGGTATTCTGAAG 

TCCTCTTGAAGAGCAGTAGAAGTTGGTTTAATTAAGTGCCAACACCTTGG 

TTCTTAATTTGAAAACnTGGGGCCAGAAACAGAACCCCGAAACAAATTTT 

CCCATTGTAACCTTGAATTCTGGCCTCTGGAGTCGAAGAAACTCTTTTGA 

GAATGCTATTATTTGGTAACGCTAAAACCTTTAAATTCATAGCTTG 

>Sequence 2265 

AGGTACAGGAGGGAACCAGGCGCTACAGACTGTGTAATGAGTGTCTTGCA 

GAATTTGGCATAGACAGCCTCCCCATTGACTTGGAAGCTGAACAACATCT 

TATGTCCCCATCAGATGGAGATAAGGATTCCAGATGGCACTTGAGTGAAG 

ATGGGAATAGATCCTATGTGGAGATTGTAGAAGATGGGTCTGCTGATCTG 

GTCATCCAACAGGTTGATGATAGTGAAGAAAAAAAAAAAAAAAAAAAAAG 

GTACCTGCCCG 

>Sequence 2266 

CCGGGCAGGTACGCGGGATTGACATTGCAAGAAGCAAATGTTACCTCTAA 

TAGCGTGGTCCAAAATAATGTCTATTTACATTCTCAGAGCACTTTGTCAA 

GGTTATTCAGTTGAAGGCTGTAACACTCTCAGGAGTTAATCAAGAGCAAT 

GGCATCTATGTTTATTAGTGAAGGGAAGACTTACTTGCACCTACTGCATA 

TCTGAGTTTACTGAGCTCAAACTGGAATTTAGGAAGCCAAAAAAAAAAAA 

AAAGAAAAAGAAAGACAGTGTAGACAGAGGCAAGAAAGTAGAGTGATTGC 

ATTTGGGCATCTGAATGACCCATCTTGGAATCACAGCTCAGTCACTGGCT 

GTATGCCTTGAGAATGTTTCTTCTCTGTTCTGAGCCGCTGGTTCCTTATT 

TATGAGATAAATGAGGAACTGTGCTGCACGCAGTTGGTTGGAGCCTGAAA 

TGAAATAATGGATGTTGTCCTAGTTAGAAGATGAGTAATTTTAGGGCCGG 

ATGTGTTGGCTCACGCCTGTAATCCCAGCAGTTTGGGAGGCCAAGGTGGG 

CTGATCACAAGGTCAGGAGATCAAGACCGTCCTGTCTAACACGGTGAAAC 

CCATCTTTACAAAAAATACAAAATTAGCCAGGCATGGTGGCGGGTGCCTG 

TAGTCCCAACTACTTAAGAGGCTGAAGCAGGAAAATGGTGTGAACCCTGG 

AAGCCGAACTTTGAGTGAGCTGAGATTGCACCACTGCCTTCAACCTGGGC 

GACAGAACGAGAATCTGGCTCCAAAAAAAAAAAAA 

>Sequence 2267 

AGGTACAGGAGGGAACCAGGCGCTACAGACTGTGTAATGAGTGTCTTGCA 

GAATTTGGCATAGACAGCCTCCCCATTGACTTGGAAGCTGAACAACATCT 

TATGTCCCCATCAGATGGAGATAAGGATTCCAGATGGCACTTGAGTGAAG 

ATGGGAATAGATCCTATGTGGAGATTGTAGAAGATGGGTCTGCTGATCTG 

GTCATCCAACAGGTTGATGATAGTGAAGAAAAAAAAAAAAAAAAAAAAAG 

GTCCCTGCCCG 

>Sequence 2268 

AGGTACGCGGGGGAGCGGTGAGTGATCCTTTCAGCAAAGTCAGTCCTGGG 

CAGGAGACGGCTTCAGGAATACTGTCAGCTTTACTGGATTCCACCATCGC 

TTTCCAGGACTGTTTAGGCCCTGGGCCCTTGAAGGGTTTGCGTGCCTCTT 

GTCTCCATTCATACCTCAAGAACTTTGTTCATGTTAATTTTTTTTCACTC 

TATCATATGGAATTGAGCAAAAAAAAAAAAAAAAAAAAAAGGTACCTGCC 

CG 

>Sequence 2269 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 
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TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACTC 

TGGGGTATAGATCATGCTTCTAAGCTCCTCCTGGGGTCCTGCTGAGGCTC 

AATGCCAGCTGAAACCATACCCTTGCTCACATACTTTCCCTTCTCTTTCC 

TTCTTCCCTTGCTTCCTTAGAGATTCCTCCTGCAATGGCTTCCTCAAAAA 

AGCATTTTCATAAGCAACCTCATGTCAGCCTCTGCTTCCACAGAAACCAA 

TCTGAATTAAGCAGCTGTTTAACTTAGCCTGTCCAACATAAAAATCTTGT 

TTTCTTCTCATCCCCTGCCCCTGAACGTTCTACTTGGCCTGGCTTTCTTA 

ATTTATTGAAAGTAACAACACCAAGTATCAAGTGAAAAATAAAAGAATCT 

TCTCTGAATTCTTTCTTTCTAAGGGATAATAAAATCTACCN 

>Sequence 2270 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTA 

AAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAG 

GTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAG 

CTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTG 

CAAC CTGCAA GAGGACCCTTACTAGAAGCTAGCCATACTGGCATCCTCAT 

CTTGGTTTTTCAACXirrrCAAAACTGTGAGAAGTTTATGTTGGTGGTTAAG 

TCAATGGACTATGGGAATTTTTTTATAGCAAGTCCCAGCCAAGACAGGGC 

CTCATTTACTACATACCAtTATTTTATTATATAAGGCCCCTTTAGAAACC 

CAGGTCAAATTAGAAATTAGAATCTGGAAAACATAACACCTTCACTTGTG 

TTTAGTATACAAATATTGGGAAATAGTTGTGATTAATAATC 

>Sequence2271 

AGGTACGCGGGATGATTTTTTATTTTAAAATAATCTGGAAGTAATGGGAA 

CTTAGTTn 1CCTGAACTCCAACCAGAATCCAAATTGGTTAGATGAGGCC 

GGGCGCGGTGGCTCACGCCTGTAATCCCGGCACTTTGGGAGGCCGAGGTG 

GGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTG 

AAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGCGCC 

TGGTTGAGGCATGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGA 

GCCAAGATCATGCCTACTGCACTCCAGCCTGGGCAACAAAGTGGGACTCT 

GTCTTAAAAAAAAAAAAAAAAAAAATCGGTTAGATGAGAAAGCATGTATA 

TTTTCTATATACCAAAACAAGGAAGG 

>Sequence 2272 

AGGTACGCGGGTGCCCAGGTCTGGCATCCTGCACTTGCTGCCCTCTGACA 

CCTGGGAAGATGGCCGGCCCGTGGACCTTCACCCTTCTCTGTGGTTTGCT 

GGCAGCCACCTTGATCCAAGCCACCCTCAGTCCCACTGCAGTTCTCATCC 

TCGGCCCAAAAGTCATCAAAGAAAAGCTGACACAGGAGCTGAAGGACCAC 

AACGCCACCAGCATCCTGCAGCAACTGCCGCTGCTCAGTGCCATGCGGGA 

AAAGCCAGCCGGAGGCATCCCTGTGCTGGGCAGCCTGGTGAACACCGTCC 

TGAAGCACGTCATCTGGCTGAAGGTCATCACAGCTAACATCCTCCAGCTG 

CAGGTGAAGCCCTCGGCCAATGACCAGGAGCTGCTAGTCAAGATCCCCCT 

GGACATGGTGGCTGGATTCAACA 

>Sequence 2273 

AGGTACGCGGGGGCATTGTTGGAAGTTTACTCTGGTTAAAGGATAGAGAA 

AAAAATGGAAAGAGGAGGGTAATCACAACAGTCTAGGCAAGAGATGATGG 

TAGTTTGGAGACAGAAGGTGTGGCAGTGGACATGAAGATAAGTGGATGGA 

TTTGAGAGAAACTTGGAGAGTGAAACTGCATGGATAGTGATGGATCAATG 

ACAGTAGACTGGGATGAATGGAAGTACCTGCCCG 

>Sequence 2274 

AGGTAC1 rTTTTTTn 1 1 TTTTTTTTTTTTTTTTTG AAAGGTTAAAAATT 
TTAAAATTTAATAACTTGAATATACATCTGCTTTGAAATAGGACATAAAG 



Page 338 
of 685 of Table 3 



WO 01/51628 



PCT/USO 1/00798 



Table 3 



TCATACAGTATTTTTACATAATTTTCTTGCTTTTCAATAATAGTATGCAA 

CTCATAAAGAAATAAAGATCTAAGGAGCACAAAGATACATGTATGTGATT 

TAAAAGAAGCATTTCAAATAAACAGGAAAAAAATTACTCTCTTATTTCAT 

ACCGTATCTATTGTCTTCATCATAACAGAAATCTATAATAATAAGAACTA 

GAGCTATCACAGCACCTCTCATCTGCTGACACTGTGTTAAAGACTATACA 

TCCATCACCTCCTCTAATCTTCACAATTCTGTGAGGTGGATACTGTAATT 

GACTTTATCTCCATATTA 

>Sequence 2275 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACT 

GCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTC 

TCCTGGCTXrTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTA 

TGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGCCTGGCT 

TGGGAATTTTTCTCAAAAT 

>Sequence 2276 

AGGTACTAGACGGGGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTTAAAAAAAAAA 

AAAAAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGG 

AAGGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGC 

AAAAAAGTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAA 

CC 

>Sequence 2277 

CCGGGCAGGTACTGTTGCAGTGAGCTCAAGTGTTGGGTGTATCAGCTCAA 

AACACCATGTGATGCCAATCATCTCCACAGGAGCAATTTGTTTACCTTTT 

TTTTCTGATGCTTTACTAACTTCATCTTTTAGATTTAAATCATTAGTAGA 

TCCTAGAGGAGCCAGTTTCAGAAAATATAGATTCTAGTTCAGCACCACCC 

GTAGTTGTGCATTGAAATAATTATCATTATGATTATGTATCAGAGCTTCT 

GGTTTTCTCATTCTTTATTCATTTATTCAACAACCACGTGACAAACACTG 

GAATTACAGGATGAAGATGAGATAATCCGCTCCTTGGCAGTGTTATACTA 

TTATATAACCTGAAAAAACAAACAGGTTATTTTTACACAAAGTAATAGAT 

ATCATGACACATTTAAAATAGGG 

>Sequence 2278 

ATG AG AG AC AAA GCTG AG A AGTGTGGTGGAA A AGG A AG AG A G A GCTG AGG 

CAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCTTGGGGTGA 

AGCAGCAAGAATGCCCTTGCTAGATGAGGCTCCTCAACTGTAGACTTCCC 

AGCCTTCATAACTGTGAAGTGAAGTGGGTGTGCCTGGGATCGCACACAGC 

TGCTAAAAGAAGGTCTTAAGAGCCACAGATGTCTTGGATATTTCTGAATT 

TCAGACTCTACTACCCAGACACCAAAAGAAGAAATGATTTACGCTGGAGG . 

CTGCCTTGGTCTTGGTGAAAAAATATATGTACCTT 

>Sequence 2279 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2280 

AGGTACGCGGGGGCATTGTTGGAAGTTTACTCTGGTTAAAGGATAGAGAA 
AAAAATGGAAAGGGGAGGGTAATCACAACAGTCTAGGCAAGAGATGATGG 
TAGTTTGGAGACAGAAGGTGTGGCAGTGGACATGAAGATAAGTGGATGGA 
TTTGAGAGAAACTTGGAGAGTGAAACTGCATGGATAGTGATGGATCAATG 
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ACAGTAGACTGGGATGAATGGAAGTACCTGCCCG 
>Scqucnce 228 1 

CCGGGCAGGTACCATpATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

GATTATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGT 

GTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTA 

GGTTCK3TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACA 

TTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTG 

TGTTGTTACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCGG 

GGGCAGGGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTT 

AAACACCTGCTTAACTCAGA 

>Sequence 2282 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACCTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATAGGCAGAATTGCAGGACATTCTTCAAAA 

TAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGAT 

ACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTAA 

CTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTGA 

TGGGAAGACTGATCAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAGA 

AGAATAATAACAATAATGGTTTAGCTGCTGGCTCCTTAATAAAATTCCCC 

TAGTTACTGTAATGTCTGAAAATGAACCCCCTATGGTGGGCTACTGTGAC 

TGTTCACTGCATTTGAGAATAAAGAATAATTAAGGAAAAAAATACTCTGT 

CAGCCTAGGCAATATAGTGAGACTCTATCTGTACCT 

>Sequence 2283 

CCGGGCAGGTACCAGGCAGGATGGAGCAGGATGGTGTGAGATTTCATCAC 

ACTACTCAGGATAGTGCACAATCTAACACTTATGAATTGTTTATTTCTAA 

AGTTTTCCATTTAATATATTTGAAATGAAGTAGACCCTGTGTGTAGCTGA 

AACTTTGGAAAGGAAAACTATGGATAAGGGGGACTACTAGAATACACTTC 

AATAAAATAGCATTTTAACAAAATCCTAGTGTCCGTAGAGTAGTTCTCCA 

TCTAGCTGTCCATCTTTCAAACGTGGAGAGAGGTGAGATGAGGGAGAAGT 

ATGGTCAGAGAGGGGAGACAGGTGTGTGTGGTGTGGGTGTGCAGGTAGAT 

ACATAGCTCAGTGTTCACTGTGAGAGGTGAACAGAGAACATTCCAAGCAA 

TGGGAGTGGCATGATACAAGGCACAAAGAAGTCAAACTGAAAGGCACCTT 

CAGGAAAAAGAAAGGAGTCTCTTGCAATTCATACACAGAGATCGGCACTG 

GCAAGAAACAGGACTCTGGGGGAAAAATCAGGGCTTCCAAAAAAAAANGG 

AAAAAAAAAAAAAAAAGTTCCT 

>Sequence 2284 

CCGGCCAGGTACTTAAACAGTTATAGTCACCATCACCTGCTTCAGAATGG 

TCTTTTAGATTTGTGTTTGTTTTGTTAAAGTTGTTGGCACCAGGATGCAG 

AGAATCAGACTGGCCTGAGGTGAAGGAGCACACAGCACCTGAGGGGCTTG 

GAANACCCTGGGTCCAGTTCCTCTTCACANCCCCCTTCCACTCTGAGTAG 

CACATCTCCCCAGGTGCCCATGGAACACCTGCTTTCATCCCAAATATCCG 

TCCACCTAGGCGGNGTGGTATGTTCTTACGTCTCTCTGACTTTGATGCCA 

CTCATTCTATAGTTTAGCTGGTTTTCGTTCAAGATATTCTTGGTAGTAAC 

TGACAAGTATGTTGCACATGTATTGGGGGAGGCGCTTCATTTTTATTTTA 

ATACACATGTATTTCCTCCTTGCACAGGATTTTGATGGTGTGGGAATATC 

CTAAGTGGTAGCCTTCCAAGTAGCAGTGAGTTGACATTCAGCTGCTTTTA 

ACTATTCAGGCTACCTTTTATACTAAACCTTGAAAACTAGAATCTAATGT 

CTACCCCAAAAAAGTAGTTCTTTGATATTTTATACTTTTTATGTACCT 
>Sequence 2285 

AGGT A CCC AG ACTCC AGT ATG AA A ACTCTCTGG GCTGTGTCCT ATG ATCT 
TCCCATGAGTAACTCATAGTCTTGATCCAGTGGAATCTGGCCTTCATTAG 
TCTCAGTGGCAAGTTGGTTATGTGGAAAGTCTCTGTTCACTCACTTGGGT 
GAATAACAGTAAAGACCTTTCTATTGTTTTCACTTTACATTAGGCCATGA 
GTATTTGTGCCTGTAGCTGCAGTTTGTGTTAGTTTCCTACCCCAGGTATC 
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TCCTGCAGCATGCAGCTTCAGTCCTACCAGACCCTCAAAACTTAAAAGCG 

AACACTATTTCTAGGGAGGATTTTGCAGGAAAATGGAGAAAGGGTTACAC 

ACAAAAAAGGTTAAACTACTCTATGCATGTTTCTGCAATGTGTTATCTCA 

AGAATTCATCTCTGTAGCCCATCAGGGCAGGAGCTGGTCTCTCACCTGTT 

GATAATATTCCATAAGGGAGGTTCTTCCCCACAGTGTTTAGTCTTCCGAC 

GCTGGTATAGCCTGACATGATGACATTCTACTTTCATGTTGGTCGTGCTG 

CAGGGAAAATTCTGTGAGTGTCCTAATAGGCTGGGATCACTTGCTAAGGT 

GAACCCCATCTTTGGTGCTCACTTTTCTGTTATCTTATAATTAGCTTTAT 

TTCTAGCCAATCCATGTCTAATTTATTAATCTGTTAATTAACCTTATTTA 

TATGTATGGG A AA AACACA J J Ti J 1 J 1 ATTTGGCTTATTATTTAAG AG 

>Sequence 2286 

AGGTACTTTTAGTAGAGATGGAGTTTCACCATGTAGTCCAGGCTGGTTTC 

AAACTTCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTAG 

GATTACAGGTGTGAGCCACTGTGCCCAGCCAGAATATATCATTTCACTGG 

ACTCTGCAGGTGCTTTGGATGATCAAGGAATAGGACATGGCTGTAGAAGT 

ACGCGGGTGTTGAGGAGGCATATTTTTAAAAGAATCAAATATAATTTAGA 

TAGGAAATGACAAACTCAGCAGACATATTATGAAGGAAATGAGACATACA 

GGAGAAGAGAATTAATGAATTGGTTGGAGGCTAGAACTTAATACCCTCAT 

TGTAGCCAAGAAGAGAGAGAGAGAAAAAAAAGGAAAACATGAAGGGAATA 

AAGAAACATGTTAGTGGGATGAGAGTCTCACATATGTATTCTGTAAGTAG 

AAACTGAAGGAAGGGACAATATTCAAAGTGAGATGACCAAGT 

>Sequence 2287 

AGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAGCACTGC 

TCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATCCTGACC 

ACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTTATCCCC 

TTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACCAGAGGG 

CAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTATTAATTG 

AGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCCTTCCATCTT 

CACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATGACATTCCCAAAGG 

CACATCTGGCH:AAGCACKjAACTTGGGCAAGTATTTTAACATCTCTAAACC 

TCAGTGAATTCATTTTCTTAAAAAGAAAAAAATCTGTT 

>Sequence 2288 

AGGTACT1T1 TTTTTn I TTTTTTTTTI I CTGCTTTG ATTTCATTTTTAT 

TTTTTTAAGAAGAAAATAAAAATCTCAAAGACTAAGTTCTCATACTGTAA 

TTCCTGGAAATCATTCTGGAGTCAAATACTTTTGTCTGTTAAGAAAAAAA 

ATAAAATGTAGAGATTTCCTGCTGCTCCGGGAGTGTCGCCCGCAGACAGG 

GGGTTCAAGGCTCCCCCTGCCAAAACTTTTGAACAACGTGGCAGCTGCCG 

GGACCGGGCCTCTGAGTGCAGAGAGCAGGCGTTGCCAGGAGCGGACTCAG 

ACAGTGGAGGCCCCTCGCTGACCCTCTCCGGGGCCACGTGATTTTCTGCA 

AGCACAAAGACAGCAGCGGTCAGGCGGTTTCAGTGTTGGACGGCCCCAAG 

GAGTTGTCCTTTAAAATCCTTCTTGCTGGTGTGATCC 

>Sequence 2289 

CTGGGGCGCGCGTATTCAACTTACGTTGAGATCGAATCTCCACCGCGGTG 

GCGGCCGAGGCACTTTATTCril'IUnH'nHUll'irrrrrTGGGATTTTTA 

GCTGATGAAATATGGTCCCATTTATCATCAGTTCTAACTTCGTGTTACTA 

CTGTTGTTCTTAAGGTCCTTAAAGTAAATTTAAGACTCAATCTAAGTGTG 

TCAGTGTTGATTACCATTCTATTTAGAAAGGCAGAATTTGTCTTAAAAGA 

TATTTGTCTAAAGTGTGTGTTAGTATTTGTCAAAATAAATGGAGGGAGGG 

AGTGGGTGAGCTGGGATAGAGGCAGGCAGAAAGCAACAGGACAGAGAGTT 

TGACAGAGAGAAAGAAAAAAAACTTTTTGTATCCTACCATACATCTTCTG 

GGGAGTTATAAGTTGGACACTGACTCATCCCAGGAAGCCAACTGGTAAAT 

ATTCAGAAATCCTGTGGGCCAGTCGTTAAACCAATAGTAGTTTGAAATCA 

GTCTAGGTGTACCTGCCCG 

>Sequence 2290 

CCGGGCAGGTACTGCTAAAGAACTCTAGAACATACAGGGTGTAGACGGCA 
GTCTTCTTGGGGAAAAAGAGGCTTCAGGATTGCAAGATTTCAGCTACTGT 
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CTCTCCTCGGAGCAGGATTCCATCTTTTCCATGGCTGGGGCCCTTGACAC 

ATGTCACTGTACACTGCTCTTCTCGCTGGGATTTCCAAAAGACCTTGGCT 

CAGGTGTCACTTTTGCAGAAAAGCATTTACTGACTGTTGACTTGGCCAAA 

TCCCTGTGCTGTGTTTCCTAGCACGGTGAGTTGCATTTTCACATGAACTC 

ATGCCTACCTTCTCTTGTTTTATAAGCTTCATGAGGCAGGTACCT 
>Sequence2291 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGG A G AG AGG A A ATGGC AC ACGCGCAAGCACGG A AGC ATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGCjGACAGATCAGACTCCCCCCGCGTACCT 
>Sequence 2292 

CTGGGCAGGTACACACTTGTGTGCATTTCTGTTGGGTATATAACAAGTAT 

GAAATTGCTGGGTCTTAAAATATTTATATATTAACTTCATTAAATGCTGC 

CTAAGAATTTTTCAAGTGGTTGTGCTATTTTACCTTCACCAGTTCTAGTT 

GTTCCATATCCTTGCTGTCACTTGGCATTATCTGTATTTTTTATTTTGAC 

CAGACTGGTCTGTGTGTCATAGTATCCCATTGTCATTTTAAGTTGCATGC 

CmGATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATTCT 

GTAACTGATTTGTAGGAGTTTTTTATATATTCTGGATATAAGTTTTTTAT 

TGGACATAAATATTGCAGATATCTTCTCCCACTTrAACTTCCCTTTTCTT 

TCTCTTAATCATG ACTTr CTTAATACAAAGTTCTTAATTTTAATGTAGTC 

CAACTTAGCAGACi l i t 1 CTTTATAGTTAATGCTTATTTAGTCTTGCTCA 

AGAAATTT ITGTCAACTCCAGTGTCA TAAAGATACTCTCTTATGTTATAG 

AAGCTTGI J Nllllliimni I TlGAGATGG AGTCTCACTTTGTCAC 

CCAGGCTAGGGTGCAGTAGCACAATCTTGGCTCACTTGAACCCTCTTATC 

CCAGGTTAAGCAATTCTTCTGCCTAACCTNCCGAGTAGCTGGGACTACGG 

TGTCAACAACATGCCTGGCTAATTTTGG 

>Sequence 2293 

CCGGGCAGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGAC 

CCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGG 

AAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTA 

GAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGG 

AAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTA 

ATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCAT 

GTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACT 

AGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAAC 

TGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

>Sequence 2294 

AGGTACACTGATTTCCGATCAAAAGAATCATCATCTTTACCTTGACTTTT 

CAGGGAATTACTGAACTTTCTTCTCAGAAGATAGGGCACAGCCATTGCCT 

TGGCCTCACTTGAAGGGTCTGCATTTGGGTCCTCTGGTCTCTTGCCAAGT 

TTCCCAGCCACTCGAGGGAGAAATATCGGGAGGTTTGACTTCCCCGCGTA 

CTTTGGAGTCCCCTGGTTTCrCAAGAATTGCCGTTGACTCTTTCTTTGGC 

TTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAG 

CAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGAT 
>Sequence 2295 

AGGTACACTGATTTCCGATCAAAAGAATCATCATCTTTACCTTGACTTTT 

CAGGGAATTACTGAACTTTCTTCTCAGAAGATAGGGCACAGCCATTGCCT 

TGGCCTCACTTGAAGGGTCTGCATTTGGGTCCTCTGGTCTCTTGCCAAGT 

TTCCCAGCCACTCGAGGGAGAAATATCGGGAGGTTTGACTTCCCCGCGTA 

CmGGAGTCCCCTGGTTTCTCAAGAAnGCCGTTGACTCTTTCTTTGGC 

TTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAG 

GAGG J GACTG ^^ 

CCCCAATGCATTGCCACTTCTGCCCCGGTTGTTCACAGGCT 
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>Sequence 2296 

aggtacgcgggggtggacagacatgggagtgctgaatccccagagttaga 

gtccacatcatgtctctctgaagaacagttaaagtgtcttctggatgaat 

ck:atacttaaacaaaaatccatcattaaactttcttcagaaagaaaaaag 

gaagacattgaggacgtaacacctgtgttcccccagctttccaggtccat 

catctctaaattgctaaatgaatcagaaacaaaggtccagaaaactgagg 

tagaagatgcagatatgctttgagagtgaaggaatgtgaagctttctaaa 

ggcctactatcttcactaaaagcctttgactggacaataacatggtcaga 

agcttcttggccacttgaagcagaaaaatatggaaattgcccttcaattt 

TCCAAGGACCGTTATTTATTAGTGG 
>Sequcncc 2297 

AGCGGCCGCCCGGGCAGGTACACACACTCACGCATGCACAGGCACACTCA 

CCGGGACACGCACACAGTTGTGCTGTGCACACAGGCATACACACACACAC 

CCTCACACGCACACACACTCGCTGGATCACTCACACACACACATCCACGA 

GAGGCGCGGCGCCTCTTTGGTCGTGCAGCCAGCCCCTGGCTTGCTTTTGA 

AGGCTCTGCTAAGTCGATGGTCAGGTTGCCAAAGGGCCGGTCATCTCGCA 

TCCTCCCTCCCTTCGGTGCCTCTGGTCTGATGTCCAGTGAGGATCAAAGC 

CAGGAGAGCGAGATGGAAGTTTTCCTGCTGCAACGCTTAAGCTCCGGTGA 

ACACAAGGCTGGACTCCCCGCGTCCT 

>Sequence 2298 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTTACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTT 

>Sequence 2299 

AGGTACGTAATAGTATCAGGCATTGGCTTAGACACTGAGGATAAGAGCTC 

TATATACTTGTGAACTTGGTGAAAGTTGAGAAGGATGGAGAAAGAGATAG 

AATGAATATAAAAATATGAGTAGAGAATTGCTTTAATTTGAATAGCCTCA 

TTGTTTTAGTGCTCTGAATAGAAATAGAAAAAAATGGTTAGTATTTACTG 

G A ATTGCTA I " I" 1"1 " 1 AGGTC ATTC AG AGTTAAGG AC A AATTTCAATTGTCA 

CACATAAAAGGTCTTATTTACATAAACAATTTTACAGGGCTTGTACAAAT 

ACAAGAAACCAAAAGCCCTAACTGCTGTTTCTCATGGGTTAAATCTGTCT 

CTTCAATCTATCAAATATTTGGCTTTAGAATCCTAACAGTCTTTAGCTAT 

CATTCAAAGT 

>Sequence 2300 

CCGGGCAGGTACATGGAGGGCTGATTTATCACATACGTGGGTTCTGTAGG 

GCCCACTGTGGGACTTGAGTATGCATTGGGTTTTTGTATACTCAGGCGTT 

CTGGAACTATCCTCCATGTATACCAAAGGATGGTTATTTCTACAAAAGCA 

GGAGGTAAGCCCAATGCACAGCTTGCAGATTCCCCTCAGGCGAGAGACAG 

AGGTTAAGGGTAGATGGCAGATGACCTAAGTGGCTTGTTTTAGGAGGCCA 

CTCCCAGGGCCACAGCTTTCATGTGTTTGCCACCAGGGTAGAAGGTCTGC 

TGACAAGGGCAATGACTACTAACAGCCCCAGCTGCATGGAACAGAAAGGG 

CATATGCTGTGGCCACCAGGCTCAGGCTCTATCCCTCAGCAGCTTTGGGA 

TCCN 

>Sequence 2301 

AGGACGCGGGAGTTTTTCAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 

CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATGTCAC 

ATACCTGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

TTTTCCCGTGCCTAGAAGTTGCAGAAGACCAAGGAACCTTGGAAGTGACT 

TACTCTTTTGCTTCATAAAGTTGCTTTAAAACAGCCTTTATTTTAATTAT 

TAACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTA 
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ATTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTT 

ACTTGGAGTTACTTGAAGTTTGCTTAAACTTTATTCACTTGGAGTAGAAC 
TTCCTAGC 

>Sequence 2302 

AGGTACGCGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGCT 

GCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGA 

ACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGG 

GAATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCT 

ATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAA 

GAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAAT 

GTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTA 

AGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCA 
AGAA 

>Sequence 2303 

CCGGGCAGGTA CCATG ATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

GAATAATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAG 

TGTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACT 

AGGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATAC 

ATTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTT 

GTGTTGTTACTTTCAATGAGATAAQAAGGACAGGCAAAGGAGAAAGTTCA 
GGGGCA 

>Scqucnce 2304 

AGGTACGCGGGGATTATCTTAGTGTAAATGATTTTTTGTAAAATAATTTA 

GTTGTTAGATACATGAACAGATTTTTGCAAAGAAAACAAATTGCATGGCA 

CTGTATCCTCTCAGGACATTTTGAGATAAGATGTGAAAATGATACTCAAT 

TGAACCAAAAAAGATTGAAAATAATTTTTGTAGAAAATATAATTAATTTA 

TTCTACTATGGTGTGTATGGTGTGTGTGTGTGTATATATATATATATATA 

TATACTGAAATAAAATTATGAGTAATTAACTTTATGACAGGTAACACTAA 

TAAAGTGCAGTGGCATGTTCCTGAAATCCCAGCATTTTGGGGGATTGAGG 

TGGGAAGGATTACTTGAGGCCAGGGAGTTTGGGACTAGCCTGGGCAACAT 
GGCA 

>Sequence 2305 

AGGTACACT GAGATGATT ATTCCCTCTTTTTTTAAAATTTGAAGTTTCCT 

TTGATTCCCCTTTTCTTTTACAAAATGGAGTCATGACACGATCCCCGTGT 

CCCGTGTTGAGAACTGAAAGGTTTCTGTAGCTTTCCTTTGACATGAAATT 

TCAAAAATATACTACTCTGTTTCACTCTGGCCTGTAATTGTTGCACTCTG 

GCCTTTAATTGTTGCAACTGATTAGACATTTTTCCTTCCAGCATTATGGT 

AGACTCGATGCCCTGACCAAGCACCCTTTAACATGCTTAAGTTATTATTC 

TCAGTCTA GAATTGT AGAGTTCCTTTAAGTAACCTTTAAGAATTGAAAGG 

GAATTAA A l mil lAGAAGAATTTGAGAAACCCACAGATTTTGGTATCA 

GCAAAGGCCATGTGAAAATGGAGCAA 

>Sequence 2306 

AGGTACTTTTTCACTTT I 1 1 i J 1 1 11 1 1 1 1 1'U GCATTTGAGCTAAGATT 

TTAACAATCCTGTGAAAATAGGTAATATAGTCACGTATTTGTTGAATACA 

TTATTTCAAAGAACCACAAACACACAGAAAAAATATTTAAAAAGTCCATG 

GTGGGGGAAATGATCCAGAAACAACAGCTCTTCTACTTCCAGCCCTAACC 

GTCTGGGATGC TAGAT GGTTGTGGGCAAACCGTGGAAAAAGATAAGCTTC 

TGTTTTTCAAGATTTTATTTTGTTAGAGAGTGCAGAAAATCTAAGTGATG 

TCTCTGTT i I 1 GCCTTCTAGCAATTAATATATGACAGCAGTCTTTGTGAT 

TTATTTTAACTTTCTGCAAGACCTTTGGCTCACAGAACTGCAGGGTATGG 

TGAGAAACCAACTACGGAT 

>Sequence2307 

AGGTACTCTTGGTTTTTTAAGACAAAGAGCAAATCCTCCCCTGCCAGGAT 
TGACTTTTGGCTCTTTTT'lM'ICAAACCTCACTGCTTTTTGGTTTAGTTGT 
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CATAAAATGCCAAGCACCATGAACAGGGCTCCATGAAGGGGCTCAGAGGT 
AGGAGGGCTGTGATTAGGAGAAGGCTTGGACTGATGGGCAATTTGAGTGC 
TCAGAATTAGAGTGAGGGGGTGGGGGTGCTGCAGGGACAGATGCTGGGGA . 
AAGACACCCTGAAGGGCAAAGGGAGCAACAATGGCTGCAGTACCTGCCCC 
>Sequence 2308 

aggtacgcggggatgctgcx:acctacgttacttgtaggaccctatacgga 

aacctcctttgccaggaactatttataaacatcctgcaggaaaatgagtc 

aaggaagcttttcttttgagctatttacacktitita^ 

tatactcctgtgaacaaaatttgaaacatatttgcttctctctaactgat 

ttcttcagaatttggaactagttcagtgaagtagaagagacagggatatc 

ccagaaggttatgcaaaacatcaagagaagatgagaggagtctatatgtc 

agaatacacatttaccaccttgcccaacagtggaaaaacataagaagaga 

aaaacattaaaaaatgacaaggaagttaatggaagtcagcaatgtgattg 

ggtttggagggggagcctttaaaaagttattaaaggccttga 

>Sequence 2309 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCTACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AAGAGCACGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACT 

GCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAG GAATA TTTC 

TCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTA 

TGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGCCTGGCT 

TGGGAATTTTTCTCAAAAATATGTGGATATCACAGTAACCTCCG 

>Sequence 2310 

AGGTACGCGGGAGAATTTGTTGCATTGAGTTATTAAAGTAGATTATACAC 

ATTTAGCATGGTTAGAAACTAGATGTTACCACTGAGTGTTTTCTCCTTAA 

TAAGTTAGTTTAAGAGGCTGGGGATAATTTCACGGTAAAATGGCAGCTTA 

ACCCCAGTTTCAAACATTGAAACTTGAAAATTTTCCTTTTTGAAAAATTA 

CATATACACCTGGCACTCTCTATCTGTGGGTTTCACATCCCAGGAGTCAA 

CCAACCTCAGAAACAACCAATCGTGGATTGAAAATACTTTGGGGGGGAAA 

AAATTNAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGC 

>Sequencc2311 

CCGGGCAGGTACGCGGGAGAACTTGTGTGCTTAGACCTGACGCTGGGAGG 

AGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTT 

GCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCAAGGAAGCTT 

TTCTTTTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTATACTCCTG 

TGAACAAAATTTGGAACATATTTGTTTCTCTCTAACTGATTTCTCCAGAA 

TTTGGAACTAGTTAGTCTATATGTCAGAATACACATTTCCCACCTTGCCC 

AACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAG 

TTAAT 

>Sequence2312 

AGGTACGCGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAGC 

CTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGG 

AAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGAA 

GGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGTGCTCATTCCTGG 

GCCCTCGATCACTGCATGTTTGTTACATGGTCCAGTTTGCTGCTTCCTGG 

AAGAGCATCTCCTGACTGTGATGCCTTTGAGAATAAAGTCTTTCCGAAGC 

CATTAATATTCAGAAGGAGCCACATGGACAAACTTACTGCAGCTTGN 

>Sequence2313 

CCGGGCAGGTACTH TTTTTTTTTTTTTI TITrTTTTTI TTTTTAAAGAC 

TGACTGTGCTCCAAAGAGTGGAGAAAAATGAATTGGGAGCTGAGGAGGAA 

TGGTAAATGGAGGCTAATTACAGGATATTCCAAGATGCTTGAAAATCAAC 

ATCCACATGATGAGATGACCTGGGTATCTTGGGTTTCTTGTGTGACTGGC 

AGAAATTCATATATAGAATATAAGGGGGTTAATATTGGCATTCTCTAGGG 

TGGTGGAAGTGTCTGTTGTATCGTGTGGGGAAGAAATCACCTTGACAGGA 
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AAACATGGAGCTCAACACATCACTTATTCAGTCACAAA 
>Sequence23l4 

CCGCCCGGGCAGGTACTATTCTCTCTCCCAGATCAAATTTTCTCCGGTGG 

CTAAAAAGTTGTTTGTGGTAACTGCAGTGAGTGCTATACCTGTAATTTTT 

CTGGCTCATCACTTTAAAAGAAAACGTGGAAAGAAGAAAGGAAAAATATT 

ACCATGGGAACCAGAGCACCTCATACTTGAATACACTAAAAGAGCAGCAT 

CAGACAAAGGTTCAAGTTGTTCCAGTAGCAGACAGAATTTGACATTATCT 

TTAAGTTCTACCAAAGACAAAGGATCTCAAGTTTGTAACTATGCTAATGG 

AGGACTTTTCAGTAAATATTCAGGTTCTGCACAGAGTTTGGCCTCTGTCC 
AGA 

>Sequence 2315 

CCGGGCAGCTACGCGGGATAAGAGGCCAGAGGAAGAGCGCTTCGAGCTTC 

TTCAAGGAACTTAGAGAAGAGCGGCATTGTGCTCCTTCTGGGACCCCCAC 

AGGACCAGAGATCCTTGCTGCTGCAGTTCCTCCCTCTTCCCTAAAGAACA 

ATAGGGAACAAGTAGAAGTGGTAGAATTTCACAGCAATAAAAAAAGAAAA 

TTGACGCCAGATCATAACAAGAACACAAAGGCTAATCCTAGTGTTTTGGA 

GAGAGATGTGGATACACAAGAATTTAACCTAGAAAAAGCTCGTTTAGAAG 

TGCACCGGTTTGGTATCACGGGTTATGGAAAAGGAAAGGAGAGAATCCTG 

GAACAGGAACGTGCCATTATGCTGGGCGCTAAGCCTCCTAAAAAGAGTTA 

TGTGAATTACAAGGTTTTACAGGAGCA 

>Sequcnce 2316 

AGGTACTTTGTTCTTTTTTTA 1 rTTTTTCI TC I 1 G GAGC AGCTAAA ATCT 

AGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGA 

AACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATT 

TCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTCCAGTA 

TCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAAT 

ATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAA 

AAAAATTACCATAGACCATTGACTAAACCAACAAACATATACTTCTCACA 

GTTCTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCT 

AGTGAGGGTCCTCTTGCAGGTTGCAAACAGCCGGCTTCTTGGCTCCTCAC 

ATGGCAGGAAGAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCAT 

TAATTACCTTCTGAAGGCTCCACCTTCAAACACCATCACATTGGTGACTT 

CCATTAACTTCCTTGACATTTGTCAATGGTTTTCCCTTCTAAGGGTTACT 

ACCGCGGGGCAAGGTGGGAAATGTGTATTCTGACTAATAGACTCCCCTCA 

ATTTCTCGTGAGGTATCKK^ATACCCTX^GGGATTTCCCGGCTTTTAG 

CAATGCTTTTCCTGCAGGAGTTTAAAATAATTCTGGCAAAGGAGTGCCGT 

ATAGGGCCCTCAAGTACCTAGGGGCGGATTTTTCCCCCGGTACTTGGCCG 
CGGTTAAATAG 

>Sequence 23 1 7 

AGGTACGTGGGGAGGCCATCTGGCTGCTGCTGCTGCTGCCAGCTTCCAGA 

CGGAAGCTGACATTCGCTATTGATGTTCCAGCATTGATTGAGCTCCTGCC 

TCGTCTGCATCAAGCATGGTCCTCGCAGCTCACGCAGTTAGAGTCCACAT 

CACGTCTCTCTGAAGAACAGTTAAAGTGTTTTCTGGATGAATGCATACTT 

AAACAAAAATCCATCATTAAACTTTCTTCACAAAGAAAAAAGGAAGACAT 

TGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATCATCTCTA 

AATTGCTGAATGAATCACAAACAAAAGGTCCAGAAACCTGAGGTAGAAGA 

TGCAGATGTGCTTGAGAGTGAAGAATGTGAAGCTTCTAAAGGCTACTATC 

TCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCTCTTGTCACTGAA 

GCAGAGAATATGAAATGCCTTCAATATTCCAAGGACGTTCTTATTAGTGA 

CACAAAAGACTATTTTATGTCGAAGACTTTTGCCATTGGGAGACTGAAAG 

GGCCCTCCTTCTTAAATGATCCACTTGATGGTATCAATGTGAGCCTTTCA 

TAAAAAACCAACATCTGAAAACTCATTCTCCAGAGAATCAATAGCCCATG 

AACAGGATACTAAAGATGCAGCTTAAGAATGGAAAGAACCCTTATCCACG 

ACCTTGTTGGGGTGCCTTATAAAAAGTTGGTAATGAGTTAAATTAAATTC 

TTTTTGAATTATTTGAAATCAATGAATGCCTCGAGAGACTATCTTTAATG 

ATTTTGCCCTTGAAGCCGCTTTTTGGGATTATAT 
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>Sequence23l8 

aggtacaattgtgtcatattcatck:acaacttcattttagtctctatttg 
acttgatttctttagtggatttgggctttttggccaataagataaatacc 

TGCAAGGGACATCACATAAAATTCGATCATAGAAGAGGATCTCTTTCCTG 

CCGTCCACATCTATCTGGAGCCTGGGTATGCTGGAGGCATCATGGTTGAC 

CACCCCCGCGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGA 

ATGTCTGGAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCACTCACC 

CGAGACTGCCCAAGCCCAGATTTCTTCCTTCTATAAGAATA 

>Sequence 2319 

CGGGGACCCCGGAAGGAGATGCTGCCACCTAGGCTACTTGTAGGACCCTA 

TACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAA 

TGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAA 

AACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGT 

CAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGC 

CCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGA 

GGAGCCAAGAAGC 

>Sequence 2320 

AGGTACGCGGGGGACAAGGGGCTTGAGCGTTCTGTGGAGAGAGTGCGAGG 

TCAGGCCATGAACTTGGGAGATGGTTTAAAGCTTGAAACTGAATTACTGG 

ATGGAAAAACCAAGCTAATATTGTCTCCATATGAACATAAATCAAAAATT 

TCTGTGAAGATCHjGAAATAAGGCCAAGATTGCAAAATGTCCTTTAAGAAC 

AAAAACTGGGCACATTCTAAAATCAACACAAGATACTTGTATTGGGAGTG 

AAAAACTTTTGCAAAAGAAGCCAGTTGGTTCAGAAACATCACAGGCAAAA 

GAAAGAGATTTCACCTGCAACTCCTAATATGCAGAAGACTAGAAACACCG 

TAAATACATCTCTAGTAGGTAAACAGAAGCCTCACAAAAAACACATCACA 

GCTGAAAACATGAAGAGCAGTTTGG 

>Sequence 2321 

CCGGCCGGGTCCCCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCTT 

GCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATTT 

CCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAA 

ATGACAAGGAAGTTAATGGAAGTCAGCAATGTGGTGGTGTTTGGAGGTGG 

AGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTG 

CGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAAC 

CTGCAAGAGGACCCTCACTAGAAGCT 

>Sequence 2322 

AGGTACACCAGAGTCCAAAGACGTAAACGTGCCTTCAGCAGGGAAGTTCG 

GAGGTCTTGGATTCTGATGGTAATATTCTTTTCATAAAAAGGAAATAAGT 

AATATTTTTGTCGGCAAGATCACAGTCCCTAGCTATGCCTTAAATATCAT 

CTCAGCTGAATTCTGTGTTCCACTCCACAGCCTTCTTTGCAACACTGGAA 

GGTTAACGGATTTGAAGTAAATGAATTGTAACTGTAATTTCAACCTAATT 

AGAATTGGTTTAAAATGCCAGTTTGGACCGTGAACAGGCTAGCCAAGAAC 

AGTATTGGGAGGTCCATGTAATATAGAAGAGAGTTGATATTTGGCCCAAC 

TTCCTGATACTTTAAAAACAGAGAAGTAAAACAAAATATGAGATATCTTT 

GGCCAGCAAGTCCCTTCTTGCCTGTTTGGTCTGTGTTA 

>Scquencc 2323 

AGGACCCCATTGGCTTCCAGCGGGCTTCACCAAATTTTTTCTTTTTTAAA 

AAAATGAATTCACTGAGGTTTAAAGATGTTAAAATACTTTGCCCAAGTTC 

CTGCTTGCCCAGATGTGCCTTTGGGAATGTCATCTTCTTTCTCAAGCCTC 

CTTACAGGGTTGTAGTGAAGATGGAAGGGGATAAGGCAGGTGAAGCAATT 

GGAATATATTAAGTGCTCAATTAATAAGGACCTGTCATTTTTTTTCTCAA 

GTTGAGGATAGGACCTGCCCTCTGGTGTCTGGGAAAGAAACTGTGGGTCC 

AGCTTACCTAAGGAGAAGGGGATAAAAGCTTCATTCTTTTTCAGTGCCCC 

ATTGGCATCCAGAAAGTGGTCAGGATTGAAGGCGTCTGGTTTTTCAAAGT 

AGTGTGGGTCACGGAGAGCAGTGCTCAGGATG 
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>Sequence 2324 

GAAAGGACCCGTATCACCTACTATGGGGATTGGAGCTTCCACCCGGGGGG 

GCGGCCGCCCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAA 

GGAAAACTTAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGA 

CTTCAAGTTTCCATGTGAGGACTCATGCTCTCTCCACHTTCTTCTTGGGA 

GGAGGGAAGATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGT 

GCTTGTTTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGAC 

ATGAGTTTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGG 

CCATGTCAAGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAG 

TCTGAGAAGAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATG 

TCTTCCCATTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGT 

>Sequencc 2325 

CGACTCACTACTATTGGGCGAATTGCAGCTCCACCGTGGTGGCGGCCGCC 

CGGGCAGGTACGCGGGGTAATTGACATTGTGGACTTCCTGGGGTAAGTCC 

TGAGTAAAAAGCACTTAAGCACCTGTGGTACATCAAAGAGTCTCTTTGAG 

AGTTCTGCAAAGATTCAAGTGTGTATACCTGAGTCTATATATCAAAAAGT 

AATGGAGATAAATCGAAAAGTAAAAGAGCCCTCTAAGAAGCCATCTGCCT 

TCAAGCCTGCCATTGAAATGCAAAACTCTGTTCCAAATAAAGCCTTTGAA 

TTGAAGAATGAACAAACATTGAGAGCAGATCCGATGTTCCCACCAGAATC 

CAAACAAAAGGACTATGAAGAAAATTCTTGGGATTCTGAGAGTCTCTGCG 

AGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAA 

GAAAAAAAAAAAA 

>Sequence 2326 

AGGTACT1 ITTTTTTTn ITTI ITGl 1 1 1 " 1 C ACTGTGGT AGGGTGG AGCT 

TAATTGGGCAGACCTGTCCTCAGGGACCCTGGTGGTGCATGTCAAGCAAG 

GCTGGCTGTGGTAGTCAATGGGCCAGGTGATAACCAGGTCTCTGGTGGTA 

TGTCAGATGGGGGGCCAAAAGGGGTTGACTGGGACCATGTTACTGGAGGA 

GGTGAAGTACCTTTCAGGGGAAGCCTCCATAGGCAGGAAGCTAGGGACAC 

AAACTTTGCTAATGCTTTAGCCCCAGAGGCTACAACCCAGCACAGCAGCA 

GTTATGAGCAGTGAAATTTACCCTTGAGGTACCTGCCCG 

>Sequence 2327 

AGGTACGCGGGAGAATTGGAAACTATAAAAAAGTCACTGCAGATTTGTTA 

AAAAAAAAAAGCCAAATATAAATTTGAAAACTTGAAAAACCAAACAGTGA 

AAATTAAGAACTCCAAATGTGTTAGTTATCTATTGCTGTGTAACATACTG 

CTCAAACTTGACTTAACATACCGTTAATTATTTTAATTTTTTGGTTGGTC 

AGGAAATCCAAGCATTGGCCTAAAGTGGGTTCTCTGGTTTTAGGGCTGCA 

ATTCAAAAGCATTTGGTCGGGGGTTAGGGGTCTTCCTTTTGGAAGGCTTG 

AGCCTGTGGGAAGGGAATCTGCTTTTAAGAATTTTATGTTAAGTTGGCTA 

agccagggtttcttttggaccttgagggaaccttcaaattagck:t^ 

TGGGGCTTGGTTTGGGATTGAAAAGGCCATUinririCAAGGTTTCCCTT 
TTGTCCCCAATGGGGACCCCTCTTTCCTT7TAAGGAACAAGG 
>Sequence 2328 

Ar.r.TAr r.ArArArArArAr^,rArArr.PAr.r.rArArArr.rAr.ArArArArA 
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ATCTGTGTTAACCCACACATATTACAGGCTGTAGTTAATAGTTAATAAAG 

AATTAACTGCTGCATAAAATATTCAGAGAGGAGGGGCTTACTCCACAACT 

GGATCCTTGAGTCTCACCTTCTCTACATCTCCCAGACCCTCGGTGTCCAG 

CAGAACTAGGATGTGGCCTGGCTTCTTGGGGTGGGGCACACACCACATCC 

AGATTCCTTTAGTGTGAGACTGCACCGTGGAGCCCAGAGAGAAGCCTGCA 

AGGGAGAGAGGAGACCAGT 

>Sequence 2330 

AGGTACGCGGGGAAACACTTCTTACCTCAGAGCTGAGCTGGGCATGAGTA 

GATGCTCAGTAAGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCT 

AACACCGCCCAACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCAC 

GGGCATGAAGGCCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGT 

GCCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCA 

TCACTGGTCACCAAATTGTCGGCCTCCTGTACCTGCCCG 

>Sequence 2331 

CCGGGCAGGTACTTTTTTTTTTTI 1 1 1 1 1 11 1 1 1 1 1 1 11 1 1 1GACATGAA 

CTAATTTAATCCTCTTAACAAATTTACAAGGAACATATTCCCCTCACTTC 

ATTATGTAAATAATAAAACAAAAGCCTAGAAGGGTTAGTAACTTGCAGAT 

CATATAGTCACTTTGCAGCAGGTCTGAAATTTGGGTCCCAGAGAGGCAGT 

TCCAGCCACCATGCAACCGAATCCTGCGCAGCACAGTTCGGTGTCATTCA 

ACAAGACGGTATCCATGTTGATTAAGGAATCtTAGCTCTTAAAAGGTTCT 

ACGAATTACATTTTTTCCACCCAAGCCTATGATCACTCAGTTGGCTGTGT 

AAGGTAATTTGATAGGAGCTCGCATTATTTTTCTGATTCAAAGAGAGTCT 

TTTCAAGCGCTACN 

>Sequence 2332 

AGGTACTAAAAAAAAAAGAAGTGTTTATTTGAAATTCAAATATAATTTGA 

CATCATCCCITATTATCATTTGCTTAATCTAGTAATCCTAACTAGGAAGA 

AAGCAAAAAAAAAGGCTTCTGTATATTCATATTAGATGCTAAAATGTATT 

CAAATTAGATGCTAAAATTCATGCACTTACCTTGCAGAAGGCTCACTCTC 

TCAGGACCTACAAACTGGCAACTCTCACGCCAAATTTACCTCACTGATAT 

ATTTTATTTGCTAAGCAAAATATTTTAATTTCAATTAGTTACCATCATTA 

AAATGAATAGAGTAGACATAAAAAAATGATTTCATATTCTGGCTTAAAAA 

AATTTGCCAGCCTGGGTAACATAGCAAGATCCTGTCTCTACAAAGAAAAA 

AATGTTAGCCAGGCCTGGTG 

>Sequence 2333 

AGGTACAGTAGGAGTGCCCAGACTCGGGGAGAGGCAAGCTGGCGCGTCTC 

CAAGGTGCTTGTCACTCACCACTAGAACGTGGTCCTTTACCACTAGACAA 

GATCTCCTGGTTTGACAATGCAGGTGACACAGCTGAAACTTTATCTCAAC 

ACGGCCTGAAGAATACCACTGTCTAAATATGAGGTGCTAAAATACTATGA 

CCTACTCTAATATTCTCTCCCAACTCTGTCCATCCTCGTGACTGGCACCC 

ATGCTGGCCCAAATGATGACAACCTCCTGTTCTAAGTGCACAAGCCGCAC 

ATTTAATAAACCTTTCACCCAGTTCCTTCACTGGTGTTCATCTCTCGGCT 

TCACTTACAACCACTCCCTGTGGCTTTTGCAGTGAAGCCTCTTAGCCCAA 

AACTCTTCCACTCCCCAA 

>Sequence 2334 

CCGGGCAGGTACATGAAGGAGGGCACTAGGGGGAGTTAAGAATTTGTGAG 

TTAGGTAGCCAAGATTGTTGAGGTTGGAAGAATGAGGAAAGAAAGGGGAT 

CTGTGGCAAAAATATGCTATTGGATCCACAGTTCTAGTTTAAGGACATGT 

CTAGTCCCTTTTCCAGCCCCCAGTTAATTACAATCCCCTGCTGCCCAAAT 

GGAGAGGGAGGTTGTTCACCAGTAGAGGGAGCCAGGGGCTGGGTGTCTCA 

ATAGAAACTGATCTGGTCCCAGAAGGGGCCTTTAGATTTAAGTTTTTCGG 

ATCGAAGGCAGAGCAAAGTGTCCCTTACAACCAATGGCTAAAATGTATGC 

CATTGTAGTAGATCACATTGTTAGTTTTCTTTTCAAAANAAAAAATATAA 

TAAAGTACCTT 

>Sequence 2335 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 
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ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 
TGAGAAG CA TCA TCAGCATC ATGCTATTACAATCCCA AACC ATGGGGGTT 
TCTCACAGCTTTACACCAAAGGGCATCACTATCCCTCAAAGAGAGAAACC 
TGGACACATGTACCTGCCCG 
>Sequence 2336 

CCGGGCAGGTACTTirn-nTTl 1 MI " HTITGG ACAA AG AAACGTGTTT 

TAAAAAATAACACAAAGTCCATAATTTCAATGAAAGTAAGTGTCAAGCTC 

TTACCAGGCTGGTCCTCTGGTCCAGTTATAGCTAGTATATCTGCTTCAAT 

ACTATCATCTTCTGGTAAAGGTCTAGAAGACACAGGCATACTTTTTAATC 

CAGAAATTAAGAAAGAATTTTTTTTTGAAGTTCAATCTATTAAACATACA 

GCTTATAGAAATAATTATTTGGAAAATGGAATAAAGCAGTGTTGTTGTTT 

TTGAGACAGGGTCTTGCTGTCTGTCACCTAGGCTGGAATACAATGGCACA 

ATCATGGCTCACTGCAGCCTTAACTCCTGGGCTCAAGAGATCCTCCCGAG 

TATCTAAGACTACAGGTGCGTGCCACGACGCTTGGCTAATTTTTAGTACC 
TT 

>Sequence 2337 

CCGGGCAGGTACT T 1 1111 rTTTTTTTTTTTTGGACAAAGAAACGTGTTT 

TAAAAAATAACACAAAGTCCATAATTTCAATGAAAGTAAGTGTCAAGCTC 

TTACCAGGCTGGTCCTX^TGGTCCAGTTATAGCTAGTATATCTGCTTCAAT 

ACTATCATCTTCTGGTAAAGGTCTAGAAGACACAGGCATACTTTTTAATC 

CAGAAATTAAGAAAGAA 1 1 II'ITITI GAAGTTCAATCTATTAAACATACA 

GCITATAGAAATAATTATTTGGAAAATGGAATAAAGCAGTGTTGTTGTTT 

TTGAGACAGGGTCTTGCTGTCTGTCACCTAGGCTGGAATACAATGGCACA 

ATCATGGCTCACTGCAGCCTTAACTCCTGGGCTCAAGAGATCCTCCCGAG 

TATCTAAGACTACAGGTGCGTGCCACGACGCTTGGCTAATTTTTAGTACC 
T 

>Sequence 2338 

CCGGGCAGGTACGCGGGGGCCACCTAGGTTACTTGTAGGACCCTATACGG 

CAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGT 

CTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACAT 

AAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCA 

ATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTG 

TAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGC 

CAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAG 

CCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAAAACTGGGAG 

>Sequence 2339 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACrrTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTTCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGAC 

>Sequence 2340 

CCGGGCAGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATC 

AAACGCAAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGC 

CTTCCAGGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAA 

CTGGTTCATATCTTCAGATAGTGTCATTCAACCCCTTGGTAGCTTTCTGG 

GCTACTAAATATCACACCGTCTGGTGGGACATTTCACCCAAGTCGTGAAG 

GTCCGCAGCTTCACTCCTGAGCCAGCGAGACCACGAACCCACCAGAAGGA 

AGAAACTCCGAACACATCCGAACATCAGAAGGAAGAAACTCCGGACACAC 

CGCCGCCTTTAAGAACTGTAACACTCACCGCGAGGGTCCGCGGCTTCATT 

CTTCAAGTCAGTGAGACCGAGAACCCACCAATTCCGGACACAATATAGTC 

CAAGGATGTCAAAAATACGTGATTGCAGTAGAAGTCTGGTAGGAAAAGCA 

ATGAATGAAAGCCAAGAGCAATGGAAGAAGATTTCTTCACAAGTGTCTTC 
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ATGGAAAAATGCTGATTCAAATAACAACAATCACGAATTCAGAATAGTGA 

CnTTCTGACTCAGTCTTCGTGTATGTTAACACCCGTGCTTTGCATTTGGG 

GCTTGACAATTTTATTAACCTGCCCTCCTGGTCATTTAATAAGTTTTCTG 

GCTTCGTCKjGAGAATTAACTGGCCTTCCTGAAGATATGATTTAATTGTGC 

GCATGGTGAAAATATCGCTGTGTCATCAAGGGAGTAGAATTGAGTCCCCG 

GTACCTGGGCGGTTTAGAACAGGGGTACCCCCGCCTGCGGAAATTAATAT 

CAACCTATCGAACCG 

>Sequence2341 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCnTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCAGGGGCAG 

GGGATGAGAAGAAAACAATGAATTTTATGTTGGACATGCTAAGTTAAACA 

CCTGCTTAACTCAAATTGGCTTCTGTGGAAGCAGAGGCTGACATTGAGGT 

TCTTTATAAAATGCTCTITrGGGGAATCCATTGCATAGGAATCCTCTAGG 

ATGCATGGTATGTAATGATGAGAAGTGGAAGGGGTGGAGCTAGGGAATTG 

TTTAATTTAGCAATGGGTCTCCTGTTGTCCTCATTTAGGATATTTAGAAA 

C ATG ATCGGTACCCCCG ATAGTATTCTTAAAG A AGG AAGG AGTC AGTTGC 

GTTATACTTAGATTTAAGTCACGTTATGGTTATGGCTCTTATTTTCATTA 

TAAATGTTATGTCGTGGGGTGGTrGATTTTTTATAATAAATAAAATATGT 

TTATGGCGGAGCGGCGTTTCGTTATTCATTTATATTAAATAAGAATTGGT 

ATGAGGTTGTGTTCTATAATAATGTTTAGAACAG 

>Sequence 2342 

CCGGGCAGGTACCCTCTCTGTTCCCCTCCCTCCACCCTTCCCCTCCTTTT 

CTGTTTTTAAGATAAAGTGTTGATTTGGAATTCAGCAACTGCAAGTCCAT 

TTGAAAGAGGTCAGTTTTGTTAGAGGNCCTGGATAGAGCAATATGTTGTA 

ACCAAATCACACGTGAACATTCTGTGGCTGAACATAAGAAATTGTGCATT 

ATTAACGTTGTGCTTCAAGGTGGAATGCTGAAAGCACTTGGAAAGTAGTT 

GCCAGAGAAGAGCTCACTGAAAACATTATTAGCTTTATATATCCACTTGT 

AGAATCTCTGTACAGTGATACATCCCTCCCTTTCATCTTGATCATAAATA 

TAAGACTTAAAGGAGGCAGAGTGAACGTGCTTAGGAAGCCCACTGAGAGC 

TCTCAGAAAGGCGCTTAATACCTTTCTTAGTAAGTTGAAAGTAGGTTGAT 

CTTCAGTTTTAATCCAAAAGACAGATTGCTGCTTCTTCCTGGCTTGAATT 

CAAGTTATTTCAGCCGGCAACCAGGAACTAGACTGAATGCAATCCTTCCA 

CATCCCCCGGGTACCT 

>Scquence 2343 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGTAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAGAAAAA 

AAAATTTAAAACAGCTATTAAACTGAAAGCATCTGTAAAAAAAAAAAAAA 

AAAAAAAAAAAAGGTCCTGAGCACCCAAGTCAGCTGTGCACTGAGGATTA 

TGAGGACTGCAGGCTGTAGTCATTCTTCCCCCTGAGTCGTCAGCCTTGTC 

CCACACAGCAAGGTACCT 

>Sequence 2344 

AGGTACGCGGGGGACGCTGGGAGGAGATGCTGCCACCTAGGCTACTTGTA 

GGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTG 

CAGGAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTA 

GCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTT 

TCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTGTAGCTGAGACCA 

ATGATGCTGACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAA 

CTGTCTGCCTATATTGTACCTGCCCG 

>Sequence 2345 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
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CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 

ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 

TGAGAAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGT 
>Sequence 2346 

AGGTACGCGGGGAGTGTCCTCCAGGACCCTGGCCCCTCATX3CCTCCGTGC 

TTGCGCGTGTGCCATTTCCTCTCTCCAGAGGACCTTTCCTGCCTAGGACT 

CATGATTGTCCCCTCCCTGCTGTGCCTAGTTTCCTGGTATTAAGGAGAAT 

CAACTCTCTGGATAAACGTGCCTTCTCCTGCCACGGCATGCACCCACACA 

TACGAGCCTCCCGGGTACCTGCCCG 

>Sequence 2347 

CCGGGCAGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

5^ ATAGGTGOTTAAGAC " CA,n, GCAAAAATTGTGTAATACCATCAGT 

GTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTA 

GGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACA 

TTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTG 

TGTTGTTACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCAG 

GGGCAGGGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTT 

AAACACCTGCTTAACTCAAATTGGCTTCTGTGGAAGCAGAGGCTGACATG 

AGGTTGCTTATGAAAATGCTITTTTGACKjAAGCCATTGCAGGAGGAATCT 

TTAAGGAAGCAAGGGAGGAAGAAAGAAAAGGGAAAGTATGTGAGCAAGGG 

TATGGTTTAAGCTGGCATTGAGCCCTAACAGGAACCCAGGAGGAGCTTAG 

AAGCCTGATCTATACCCCCAAATAGGTCCTGGCATGAAGGCATGAAATCA 

TATTCAATAGTCATTTGCTTGGAGCTGTCATTTGAAAAATGTTTACCCTC 

AGGAACAGGTGGTTTCAATTACTGAGTTCAGTTTCCCCCAAAGGATGCAG 

ATTCTTTGTAAACAAAGCCAAACTTACAGCT 

>Sequence 2348 

AGGTACGCGGGGGAGAAGAAACGGCGGAGACCTGAGACCGGGAGGCTGAG 

GCTGTAGGCTGTTATCCTTGACATCTGCAGCAGCCCTTCCAAGCTGTGGA 

GAGGAGGTCATCTGGAATGCC CATTTATGTCAATGGAAGA^ 

GGTCTCCTCCCATCCTCACCACTGCATTCTCCCACCAACCCTGCTCCTGT 

CCCACTTCCCACAACTCAGTTGTTGACAATTTAACAGTGGGTTTCTGGAA 

ACAGTGCTGCCTCCTTGATGGTCTAACTAACTACCAGAGTTATTCTAACA 

GCGGGAATTTCAAGCCAGCAAACCAGACATACATAGGAGGCACAGCAAAA 

GACCCAAGGTGAGGGGCTTCCCTCACCTTCACCCTTGTTCTCACGTGGAG 

GTGGCGCATGTCTATGAGACACAGTACCTGCCCG 

>Scquence 2349 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGTAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAG 

CTGCTTAACTCAG ATTGGC TTCTGTGGAAGCAGAGGCTGACATGAGGTTG 

CTTATGAAAATGCTTTTTTGAGGAAGCCATTGCAGGAGGAATCTCTAAAG 

AAGCAAGGGAAGAAAGAAAGAGAAAGGAAAGTATGTGAGCAAGGGTATGG 

mCAGCTGGCATTGAGCCrrAACAGGACCCCAAGAAGAGCTTAAAAACA 

TGATCTATACCCCAGAGTACGTCCTGTCTTGAGGCCATGAACTCATATTC 

ATTAGTCATTGACTGCAGGCTGGCATTTTGAAGAGGCTTTCCCTCCGGAC 

e^ g ;^ 

TTTG G TACCA AT 
>Sequence 2350 
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AGGTACGTGGGGAGGCCATCTGGCTGCTGCTGCTGCTGCCAGCTTCCAGA 

CGGAAGCTGAGATTTGCTATTGATGTTCCAGCATTGATTGAGCTCCTGCC 

TCGTCTGCATCAGGCATGGTCCTCGCAGCTTCACGCAGTTAGAGTCCACA 

TCACGTCTCTCTGAAGAACAGTTAAAGTGTTTTCTGGATGAATGCATACT 

TAAACAAAAATCCATCATTAAACTTTCTTCAGAAAGAAAAAAGGAAGACA 

TTGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATCATCTCT 

AAATTGCTAAATGAATCAGAAACAAAGGTCCAGAAAACTGAGGTAGAAGA 

TGCAGATATGCTTGAGAGTGAAGAATGTGAAGCTTCTAAAGGCTACTATC 

TCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCTCTTGTCACTGAA 

GCAGAGAATATGAAATGCCTTCAATTTTCCAAGGACGTTATTATTAGTGA 

CACAAAAGACTATTTTATGTCGAAGACTCTTGCCATTGGGAGACTGAAAA 

GGCCCTTCTTCTTAGATGATCCACTGTATGGTATCAGTGTGAGCCTTTCA 

TCAGAAGACCA 

>Sequence 2351 

GCGTGGTCGCGGCCGAGGTACGCGGGAGTCTCGGTCTCCAAAAAGGGATA 

CTACTAGGGAAAGCAGAAGATCTGAATCACTGTCCCCAAGAAGAGAAACT 

TCTAGAGAGAACAAAAGATCTCAACCAAGAGTGAAAGATTCTTCCCCAGG 

GAGAAAAATCCAGGTCCCAGAGCAGAGAACGAGAAAGTGATAGAGATGGG 

CAGAGGAGAGAGAGAGAAAGGAGAACCAGAAAGTGGTCTAGGTCCAGATC 

TCATTCTAGGTCCCCCTCAAGATGTAGAACAAAAAGTAAGAGTTCATCAT 

TTGGTAGAATTGACAGAAATAGTTACT 

>Sequence 2352 

ccgggcaggtacgcgggggcagtgggaagctcgcagcagctggggaggag 

ccaaagcctcggcgctcacx:taagccgcagggagatacacccaactggga 

gatgaggaaacagcaacccagagaggagaactaacccacacaggatcatt 

tcgcgaaggagcaaggctgaagaaccagacctggactttcttaggacaaa 

cttactgcagcttgaaggagccaaccatggatttgaggcgtgtgaaggaa 

tatttctcctggctctactatcaataccaaatcattagctgctgtgctgt 

tttagagccctgggagcgatctatgtttaacaccatcttactaaccatta 

ttgctatggtggtatacactgcctatgtctttattccaatccacattcgc 

ctggcttgggaatttttctcaaaaatatgtggatatcacagtacct 

>Sequence 2353 

CCGGGCAGGTACGCGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGA 

GATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTG 

CCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGGCTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTATAGCA 

GTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTTA 

TATAGGCTCC 

>Sequence 2354 

GAACTAGTATTACAGATTCGTTCTCATATAATAGTCATAGTCTATGGTAT 

TTAGTAATCATAGTATAACGTAGTATTCGTTATCTTATAAATATAGCACG 

TATGTGATATTTATTGTAATATTATGTCATGTATATATATTTATCTTTAC 

TATATTTATAATGTTGTGTCTATGTCT 

>Sequence 2355 

AGGTACGCGGGGCCCGCCGATATCTCTGCCGGGTGACTAGCTGCTTCCTT 

TCTCTCTCGCGCGCGGAGTGGTGGCAGCAGGCGCAGCCCATCCTCTAAAT 

GCAGAACGACGCCGGCGAGTTCGTGGACCTGTACGTGCCGCGGAAATTGC 

TCCTTTGGCAAATCGCATTCATCGGTGCCAAGGGAACCACGCATTCCATT 

CCATGATGAAACCGTGGCCCGAAGGTTTGAACAAAGGTTCAACAGGGCCA 
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GGGTTTTAAATGGGCCCAAGTTTTAAAAAACTTAATGGCCTATCCATACG 

GGGGGCTCAATTTTCGTAAGGCATTGGGGGTGGAGGTTCAAGGAATGGAT 

TTCCCCATTTTCCTCCCGGAATTTGAGCCCCAAAGTGACCCGAATTGGTC 

C A ATCTGGTTCTTC AAATAGTA AATC'l Tl TIT! GCAACCTGGG AAGTAGT 

AATATCCAACCAAGAATTGGTGGGGAAATTATTTTTGGTTCAATAAAAAA 

TAAAGAG 

>Sequence 2356 

AGGTACTGGAGATTCATATATGCAAATATTCTCATGCAAGAAGTTCCACA 

GTAACAACAGCAAAAAGAAAAAATTAGTTGTCCAGCCAGTGCTGGAGGAA 

AATXjTTTCTGGGGAAGATGNACTCAGTCATTTTGTGGGCGAGACANCCCT 

ttggtaacctcccactttgaccagtcttgggack:ccttcctgggaatgat 

ncgtgggctgagccggagatgttttttgcaaaatgaaactgaagctgaaa 

gaaaggagaattcgagtgaaccaagagaaatccaaagacctgtggaagga 

ggacttaagatgaaagtgaagcaagagaaaaataattaaaaaaaaaattt 

ttaaatgtacctgcccg 

>Sequence 2357 

aggtacacaaccaccctcatgcctcctacccccgaggttcctagagctag 

gctctcctg aggcaa tgcittccttctcaattcatattcttccaggaggg 

gcaccaacgttttttaaaatgatgttggcgacgaggacggtaaattttct 

agatgactgaaggctgactttcccctttctgtgactctctaggcaacacc 

gtgacaggagagacgactcccttttctcctcttgtgaccacttctgaatc 

tgtgaccgaaatcacagccagtagctttgtggtctcctgngtctcagctt 

ccgacaccgtgtcgggattccgggtggaatatgagctgagtgaggaggga 

gatgagccacagtacctgcccg 

>Sequence 2358 

ccgggcaggtaccatataggtccaaacccaaaactgatttttgttttatg 

aagtagaaatggttgcatgggctcttggctagaaccatctttggcccatt 

gaaaatcaagtttctgagactgaaaaggaaacacacagtgacaccatttt 

gatgaggaagagaagattctgaaggagccagaatatatttgctgaatttt 

gacactgaagaagaaataaacattgaaaaaacaaagcaaaacaacagcaa 

caacaaaaaactaaacccatttaggtttccactacagatgcaagaaaaaa 

gtgcccitgcacgttttttctgtctgagtgtgtcagccaaggttgcatgg 

gggaattcaggatgtataaaaacatagacagagagaagaagataattttg 

cacctcagaaataaccttgtgaacagcgagtagcctgtt 

>Sequence 2359 

ATGTACT I Mill 11 rri'l i rri'rri-IGTACGGATGGGTTTTTGCCATGT 

TGTGCCAGCCTGGTCTTGAACTCCTGGGGGTGAGGCCAGNCCTCCCACCA 

ACATCAATAACTTAATCAGAGCAGCAAGTGTCCATATGGTAACACAGTCA 

CAACTCCCAGGATTAAAATGGGGACAGTGGACATCTTTGGGGGGCCATTA 

TTCAG CCTGAC CCTGACTCAAGGTCTGGACCAACAAGAAAAATGGGCAGC 

CAGCACITTTTTCCTCCTTTCCTCTCCTTTCATCCCATTTTTTACATTCA 

GTCAAAGATTGTCAGAACACAATTAAAAAAGAAGCAAGATTGGGGCTGGG 

GACTGACAGAGGTGCATTGCATGCCAAGAAATGTGCTTTCTAAAATCAAG • 

GGCTGTGGATAGGGCCAGTGACCAAAAGAACCCCTGGTAGAAGTGCATTC 

TGGGAGTTGCAAATTGTCATGCCCTAACTCTGTTACAGTATCTGAAAGCC 

AAGTAGTGGAAAACAGGGACACAACCTTGCCTTTTAGCACAAGAAAAGTG 

CTCCAAACA AATGA ACCGCCAGAACAGGGGTACCTTGCTCGGTNTCTTTG 

GATC ATTA TATTTTGACAAAAATAACATTATATTTACATATGTCACTAGT 

AATCTTTTATATATTTAAAAACTGTTGTACTTACTTTATCTTTAAAACTA 

TAACACCGCGATAAAAAACGTTAATATTTGAGAGAACTTTCTATTAAATC 

TTTCAAATAACATAGACTTGATAGAGATAATTTAATTGGGATTAATTTTT 

TTTTAACATGAAAT 

>Sequencc 2360 

AGGTACAGATTGTGTCCACTGGAAAGGTAAATGATTGCTTTTTTATATTG 

CATCAAACTTGGAACATCAAGGCATCCAAAACACTAAGAATTCTATCATC 

ACAAAAATAATTCGTCTTTCTAGGTATGAAGAGATAATTATTTGTCTGGT 
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AAGCATTTTTATAAACCCACTCATTTTATATTTAGAAAAATCCTAAATGT 

GTGGTGACTGCTTTGTAGTGAACTTTCATATACTATAAACTAGTTGTGAG 

ATAACATTCTGGTAGCTCAGTTAATAAAACAATTTCAGAATTAAA GAAA T 

TTTCTATGCAAGGTTTACTTCTCAGATGAACAGTAGGACTTTGTAGTTTT 

ATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTAAACTGTAGGAGAATTT 

AATAAATCAGCAAGGGTATTNTAGCTAATAGAATAAAAGTGCAACAGAAG 

AATTTGATTAGTCTATGAAAGGTTCTCTTAAAATTCTATCGAAATAATCT 

TCATGCAGAGATATTCAGGGGTTGGATTAGCCGTGGAATAAAGAAATGGG 

CATTGTTTCCCCTATAATTGTGCTGTTTTATAACTTTTGTAATATTACTT 

TTTCTGGCTGTGTTTTTATAACTTATCCATATGCATGATGGAAAAATTTA 

ATTGGAGCCATCTTTTCCCATGTAATTAGTTTGATTCATAGAGAAACTTA 

TGTCCAAAATTTCCTTTGGGGAGGCATGTAATAAGATAAACCTTATACAT 

TTAAGGGAACCCCAATACAAAAGGGCAAACATTTCTCTGATTCTTG 

>Sequence 2361 

CCGGGCAGGTACTTTTTTTTTTTTTTTTI 1 I I I 1 1 H TGG AGTAACATCC 

TCAGACAAGTAGATAGACAAGCCTCCAGCAAACAATGGGAGGAAGAATGC 

CATGATTCCTCCTTAAATTGTAGAAGCTCTCTGGCCTCTGCTGTGCATAA 

TCTGCCTACCCATCAAATCACAAAATTTGTTTGTTTATATAATATCATCC 

TTTCTCACAGCTTTTATCAGCAGAGTTCTTAAGTTCTCAAGGGAACTGTC 

TATTTGAGGAACTATAAGGATTGGTCAAATATGCTGGAATACTGCAAAGG 

CTAAAAAATGAGATTCTTTATAAGACTATGAATCCAGTGAACTAAATATT 

AGGCAAGACAACATTGTTTTATCCAGATGGCTAATTTGCATGACTCCGTT 

TAACACTTGATTTTTTTC 

>Sequence 2362 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTGGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATG 

TGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAA 

GAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAA 

GAAGCCGGCTGTCTGCAACCTGCATGAGGACCCTTACTAGAAGCTAGCCA 

TACTGGCATCCTCATC 

>Sequence 2363 

AGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACACACACA 

CATATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCTTAGGAT 

TCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAACACAAGG 

GTTATATCAATAAGAGATGGGATCCCCGAAGTAAACCGTGGAATTTGAAT 

CAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCAACATTCACCTTC 

TTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAACATTACAGTTTC 

AGGATACAAAAGTAGAAACATCTGAGATTAAGCCTACATTTTTAAAAAAA 

GATATTGAAAATTACTGTGCTTGTAATACCAGCTTTTCAAACATCAATAC 

CAGTATTGGCATTACGTAGATCA 

>Sequence 2364 

AGGTACGCGGGGGCGCGTGTGCCATTTCCTCTCTCCAGAGGACCTTTCCT 
GCCTAGGACTCATGATTGTCCCCTCCCTGCTGTTGCCTAGTTTCCTGGTA 
TTAAGGAGAATCAACTCTCTGGATAAACGTGCCTTCTCCTGCCACGGCAT 
GCACCCACACATGCGAGCCTCCCGGGTACCTGCCCGGGCGGCCGCTCGA 
>Sequence 2365 

CCGGGCAGGTACGCGGGGTCCCTGAATTCCATCTGACTCTAATTTTATGA 

GAATTGCAGAACTCTGATGGCAATAAATATATGTATTATGAAAAAATAAA 

GTTGTAATTTCTGATGACTCTAAGTCCCTTTCTTTGGTTAATAATAAAAT 

GCCTTTGTATATATTGATGTTGAAGAAGTTCAATTATTTGATGTTCGCCA 

ACAAAATTTCTCAAGAGGGGCTAAAAATCTGGAAGAACTTTTGGAAACCA 

CCACTCKNTGATCAACTCTNNTCTCTGCCGACAGNTWCATTTTGCTGAN 

NATTTCAGCCCAAAAATANTTTATGCAhnslTTTTGATGCCCCTTTATTCAA 
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GGGGCTATANCCCTCAANNAC1 I I "I TCI I CCTCAAG AAAATCCAGGAATT 
TCACAAGGATAACCTTGTTATTATTATGNGGAAAACAAGNCTAAGTTTTA 
TT 

>Sequence 2366 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCmCXTTCTCACTGTGTGCTCTTTC^ 

CATGGAGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAG 

GGCACTAATC 

>Sequence 2367 

AGGTACGGGGGGAGGAGTTAGGGCTTAGGAAGAAGGAAATGCACAACTTG 

GGACCTGAGTTAGGCCTTCATCGTCGCGGACTCAGTAGACAGAGGCCATA 

GGTGCAGCTGTGATGGTAGAGGTGGAAGACTGATTTGCATTTTCACCAGG 

TGAGACCTGGTTACTCATTGTTTGATGAGGAAAGAGATGATAGCCAGGGC 

GGCATAAAACGGCAATGAGCTCAGTAAACAACCCCCTTCCCGTGATCTTC 

GTGG.CTTCCCGCCCAGACGTGTGACCAAGATAGCAAGGAGCAGTCTTTAA 

GGCGACACGGCAGAGAGGCAGAAAAAGATGGGCCTTACCGGTTAGTTAAG 

AAAAAAAGAGGACCTGTTGCCTGGCCCTCTAGCTTTGAACTACAAAGTGG 

AGGGGAN 

>Sequence 2368 

CCGGGCAGGTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAA 

TCTGAGAGTAATACCCAAGATGCCTCCTACCTTGCAAATTTCAAGGAATT 

TCTCACTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACT 

TCAGTGGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACT 

CCCCCAGTAGATCCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCC 

CAGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGA 

ATCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGAT 

CAAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCC 

AGTGG 

>Sequence 2369 

AGGTACTAGACGGGGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAA 

AAAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAA 

GGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAA 

AAAAGTGCATGACTCACTGGAGGACTTTCCCAAGAACAGCTTCGTTTAAC 

C 

>Sequence 2370 

AGGTACCATTTAATCCTCACCCCTGACTGTCAGTAGACTGCCATGGAAAC 

CCCAAGGATGCCTGTCCTGTTGGACATGTGGTCAGAGACTGGCTCCAAAG 

ATATCTCCCAAAGAGCAAAAGCCACCATCTTCCTGTTGGTGCCCAGACAC 

AGGTGCATGAGCTCCAAGGACTCCTTCCTAGGCCACCTCTCTGCTGCCTG 

ATCTAAACTCACCTCATTTCTGGGAGCTGGTCTGAGAGTCTGCCTTGGAG 

ATGTGTTGGATGGGAACTAGGGGTTTGTAGGCTCCATTGTGAGCAATACT 

GATGGGAAATGACCCCAACTGGTATGGATATTTTGCATAAAGCCCCTGAA 

ATCTGACATGCTCAGGGTCAGAGCCATGAACCACTGTCTTGACAAACCCC 

>Sequence 2371 

AGGTACAATCAACCAACAAGTCATTATTACCCTCACTGTCAACCCAACAC 
AGGCATGCTCATAAGGAAAGGTTAAAAAAAAGTAAAAGGAACTCGGCAAA 
TCTTACCCCGCCTGTTTACCAAAAACATCACCTCTAGCATCACCAGTATT' 
AGAGGCACCGCCTGCCCAATGACACATGTTTAA 
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>Sequence 2372 

AGGTACTTCAAATTTGGAGCATCATTTGAAATCATTTTCTGATTCTAAGC 

TATAACTGAAATACAAATATAACATTAAGACACCCCAAAGAAGACATTAA 

GGATACACTTGTCGTTCTTAAGTGTGTTTCACTAAAAATAATAACAAAAA 

ACTTTTAATTTTTAAAATGTTTCTAGCTTTTAAAAACCTGCAGTAAATAC 

TTTACAAGTGGCTAGACACCTTCCCTGGTGGTTTAGTTTATACAAGCAGG 

AAACTTTCTCTCCTACTCTTTCTCTCTCTCTTTCTTGTTTTCTTTAAACC 

AACTGACGTAATGCCAAACTTTGCTTTAAAAGAACAGACAGAAGTAATTG 

GTAGCTTTTAACTTTTAATAATGTTCTGGATTGGTTTTAGTGGCCAAAAT 

GCCATTTAAAAAAAAAAAAAGTTCAAGTAAGA 

>Sequence 2373 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATT l r iACAATTTTAA 

CAATAATTTTATTTCTTCAAGCnTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAA 

>Sequence 2374 

AGGTACGCGGGCATCCTTATGAGACCTGAGTCCTCAAGAAAACCCTCTTC 

TGGAAGTAGTTGCTCCTTCAGAACGTTTTACAGAAAACACTAATGTAAAA 

GACACAACTAATGTAAAAGACACAAAAGAGATGTGTTCAAAGACACATTT 

TTGTAAACACCAAACTTCCAATTCATTCCTCCCTTGAGGCCATTTTTCCC 

GCTGGGACCTGCAATTTCAACTTTAGAAACCAAACTGGTTAAAACAAAAC 

TTGAGGACCAAAAATGGTGAAATACAAACAAATGTTGGGGCAATTTGACC 

TTGGTTCCCCCTGAGGCCCCCAAAAGACTTTTCAAATTAACCCCATTTGC 

CTCTTCGTTCCCCCAAGGGTGGATTCAAGCCTTTGAAAAATTTCAAGCCT 

TAACCCCGAGGCAACCTAACCTGGTCTCCCTTTAATCCCCCAAACGGAGG 

GAATTGTGGAGAAAAAAGTTTCAATGGTCCTCCAATGTTAATTCTGGGGA 

CACTTTGGAAAAAATTGGAAATG 

>Sequence 2375 

CCGGGCAGGTACTCATTTAATTAGGGTTGCAGAGGAGATGGAAAAACAAG 

CTGTTTGATTATGAAGGCAACACTTCTGTCAGTAGAATTGCTTTGGATTG 

TAAATATGTTTACTTCAGAGGAAATCAGTCAGAGTGGATGGCTCAGCAAA 

ACCCATCACAACTGCGGAAAAAAGGAAGTGACTGGCTAGAGGTAAGGAAA 

TAGATTTTCTCTAAGTTAACTGGCCTACGTGTGAATCGAACCCTGCACCC 

TGGCCTCATTAGCACCAACACTGTGAAGAACAGCTGTGGCAGAGAAAGTG 

CCACGGCCCCACCCCATCACCAGATTCAGTAGAAAGGCCCTTGGAATTTC 

CTACAAGGTTCAGTTCTGAACAGCTCCACTTCAAATCAGTATAGAATCCT 

CACAGTGACTCTGTGAGGGAGGTAAATGTCACTGCTCC 

>Sequence 2376 

CCGGGCAGGTACATGTGTCCAGGTTTCTCTCTTTGAGGGATAGTGATGCC 

CTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTTTGGGATTGTAATAGCA 

TGATGCTGATGATGCTGGAAGAGGCATCAAAACTCAGTTACTTCCCAAGG 

TTTGACTTACAGACATAAACTTCCCAGGGACCATACTTTGTAGGAACTTA 

AGAAGGTATTTGCCATTATTCCAAGGCTGGTTGTCCTTCAGAAACAAAAC 

ATGGGGATCAGTGGAGCATTGGAAAGTGGGCATGCTGGGCACAGTTCATC 

CATTGTGGTCAAGAAGCATGTCACTGGGAGAGTACCT 

>Sequence 2377 

CCGGGCAGGTACATGTGTCCAGGTTTCTCTCTTTGAGGGATAGTGATGCC 

CTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTTTGGGATTGTAATAGCA 

TGATGCTGATGATGCTGGAAGAGGCATCAAAACTCAGTTACTTCCCAAGG 

TTTGACTTACAGACATAAACTTCCCAGGGACCATACTTTGTAGGAACTTA 

AGAAGGTATTTGCCATTATTCCAAGGCTGGTTGTCCTTCAGAAACAAAAC 
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ATGGOGATCAGTGGAGCATTGGAAAGTGGGCATGCTGGGCACAGTTCATC 

CATTGTGGTCAAGAAGCATGTCACTGGGAGAGTACCT 

>Sequence 2378 

CCGGGCAGGTACTTCATCTCTCTGACCTCATTCGCATGGCATTCATGGCT 

GCAACTGATCATAGCAACCAGCTGCGAATGGCTGGGCTCCAGGCGCTTGA 

AGACATTATCAAGAAGTTTGCGTCTGTGCCTGAGCCAGAATTTCCAGGTC 

ATGCGATACTGGAGCAGTATCAGGCTAATGTGGGAGCTGCTCTAAGACCA 

GCCTTTTCACAAGATACACCATCAGATATAATAGCGAAAGCTTGCCAGGT 

ATGTAGTACCT 

>Sequence 2379 

AGGTACACGGCCTGGCTACCTGTGGGTTGTTTGGATCTATCGGAACCTCA 

TTGGAAGTGTGC ACTT C [TTTl C ATCCTCACCCTCATTGTGCTAATCATC 

ACCTATCTTTACTGGCAGATCACAGAGGGAAGGAAGATTATGATAAGGCT 

GCTCCATGAGCAGATCATTAATGAGGGCAAAGATAAAATGTTCCTGATAG 

AAAAATTGATCAAGCTGCAGGATATGGAGAAGAAAGCAAACCCCAGCTCA 

CTTGTTCTGGAAAGGAGAGAGGTGGAGCAACAAGGCTTTTTGCATTTGGG 

GGAACATGATGGCAGTCTTGACTTGCGATCTAGAAGATCAGTTCAAGAAG 

GTAATCCAAGGGCCTGATGACTCTTTTGGTAACCAGACACCAATCAAATA 

AGGGGAGGAGATGAAAATGGAATGGTTTCTTCCATGCCACCTGTGCCTTT 

AAGAACTGCCCCAAAAAAAA 

>Sequence 2380 

AGGTACGCGGGGGTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCAC 

CTAGGTTACTTGTAGGACCCTATACGGCAACCTCCrrTGCCAGGAACTAT 

TTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTC 

CCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAA 

TGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGA 

GCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGC 

GCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACC 

TGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGG 

CTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAAT 

GGTCTATGGTAAT1 1 TITTATAGCAGTCCCAGCCAAG AC AGTGCCTCATT 

TACTACATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGT 

TCAAATAAGAGATAAGATACTGAAACACATAACACCTTCGCTAGTTNTTA 

GTATACAAATATTGAG 

>Sequence238l 

AGGTACAACATGGGGCTGTTCATCCTTCGTCTTGCTGAAGATGGTCCTGC 

CACCAAAGATGGCAGAATTCATGTTGGTGACCAGATTGTTGAAATCAATG 

GGGAACCTACACAAGGAATCACACATACTCGAGCAATTGAGCTCATTCAG 

GCTGGTGGAAATAAAGTTCTTCTTCTTTTGAGGCCAGGAACTGGCTTGAT 

ACCTGACCATGGTGATTGGGATATTAATAATCCTTCGTCTTCAAATGTGA 

TTTATGATGAACAGTCACCATTACCCCCATCTTCACATTTTGCTTCCATA 

TTTGAAGAGTCTCACGTGCCAGTAATTGAAGAATCTTTGAGAGTTCAGAT 

ATGTGAAAAGGCAGAAGAATTAAAGGACATTGTGCCTGAAAAGAAAAGCA 

CTTTAAATGAAAATCAGCCTGAGATAAAGCATCAGTCTCTTCTCCAGAAA 

AATGTGAGTAAGAGGGATCCACCCAGCAGTCATGGGCACAGTAACAAGAA 

AAATCTATTAAAAGTAGAAAATGGTGTTACACCAAGAGGTAGATCGGTTA 

GTCCCAAAAAGCCAGCCAGTCAACATTCAAAAGAACATTTGGATAAATTC 

CTAGTCCTTTAAAAAATAACCCCAAAAGAAGAGCGAGAGATCAATCCCTC 

ACCCCCAGCAAAAGGGAAAATAAAAGTGGTAAGTCAACACCAGGGCAAGC 

TCTGGACAAGATCAGTACAGAAAAAACAGAGGTCGGTCGGCCAGCCCAAA 

AAAAGCAGCAAATAATGGATGGAGCAAAGCTTCATCAAATGCTGAAGGCC 

AAATATTAG 

>Sequence 2382 

ATGGCCTCTTCTAGGCAGATCCGTCTACAACTGGTAACAGCAACCATATC 

GAGTTTCTCTTTATCACAATACCACGAGGCTTATCATCATTGCCATGCCT 

TTAGTAACATCACTTTTTTAAATGGGCATTTTCACAATGTAATCTGCAAC 
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CTACATATAACATGCACTCTTTATTGAAGGCCGTACCTGCCCGGGCGGCC 

GCTCGAGAGACACATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATT 

GGGTGACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCT 

TGGCGGAATATCTCTTTGACAAGCACACCCTGGGAGACAGTGATAATGAA 

AGCTAAGCCTCGGGCTAATTTCCCCATAGCCGTGGGGTGACTTCCCTGGT 

CACCAAGGCAATGCATGCATTGTGGGG 11 ITCn T ACCTTTTCTATAAGT 

TGTACCTT 

>Sequence 2383 

CCGGGCAGGTACGCGGGGGGGGGGGGATTCTTGATCCATGCACAGCGATG 

TGAGCTGAGGTGCAGGCACCAGACCTAGGAATTCCTAGAAAAATAGTCAG 

GAAGCATTT AGAC ACATCAAATGTTAAACGAGTCCTGATTATGATGATAA 

TGATGATGAT7TTGGTGGTTGCAATAGCAAAGCCTTAAGTATGAAGGAGA 

CGTGCCAGCTGGAAATACAGGTAGACAATGAACAACTGAATTTAGAGGAC 

GAAGACA 

>Sequence 2384 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGCCTGCAGGAAGCTGCCTGCTCCTGTGACCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAATTCCTATGTTCTGAACTCAGGGAAAGAAATAGGAGAATCATTTGCAG 

CCTACCTCACCACAGCCCCACCAAGATGGCTACATAATACTTGTAAAAAT 

GTTTCCTACTTCCTTGACTTTGTAACTTTATATTCTTCAACACAACCCCC 

ATGTTAACAATAAGAAGGGCTGGAAGAAACTGAAATCAAGCCCCGCGCGG 

TGGCTCACGCCTGTAATTCCCGCACCTTGGGAAGCCGAGGCAAGCANATC 

ACCAAGTCCGGAGATCGAGACCATCTGGCTTACACAATGAAAACCCGCTC 

TACTATAATAAAAAA 

>Sequence 2385 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACf 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGCCTGCAGGAAGCTGCCTGCTCCTGTGACCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAACCATGTGTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAATTCCTATGTTCTGAACTCAGGGAAAGAAATACGAGAATCATTTGCAG 

CCTACCTCACCACAGCCCCACCAAGATGGCTACATAATACTTGTAAAAAT ■ 

GTTTGCrACTTCCTTGACTTTGTAACTTTATATTCTTCAACACAACCCCC 

ATGTTAACAATAGGAAGGGACTGAAGAAACTGAAATCAGCCCCGGGCGGT 

GGCTCACGCCTGTAATCCCGCACTTTGGGGAGCCGAGGCCGCANATCAAC 

GAGTCATGAGAACGGAACCTCCTGGCTTACACAATAAACCCCGTTTTACT 

ATAATTAAAAAC 

>Sequence 2386 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGGCATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGGGACAGATCAGACTCCCCCCGCGTACCT 

>Sequence 2387 

AGGTACGCGGGTTTCCTCAACATGGCTGCGCCCTTGTCAGTGGAGGTGGA 
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GTTCGGGTGAGTCACAGAGCTGGGGCGCCGTGGGGATGGATTGAAGTCGT 

CGGGCCCAGAATTCCTTTCCTTCTGCCGTGGGGCCTGACA 

>Sequence 2388 

CCGGGCAGGTACGCGGGGGGGGGGGGATTCTTGATCCATGCACAGCGATG 

TGAGCTGAGGTGCAGGCACCAGACCTAGGAATTCCTAGAAAAATAGTCAG 

GAAGCATTTAGACACATCAAATGNTTAAACGAGTCCTGATTATGNATGAT 

ACATGATGATGATTTTNGGTGGTTGGCAATAGCAAAGCTCTTAAGTATTG 

AAGGAGACCGTGCCAGCTGGAAATACANGGTAGACTAATGAACCAACTGA 

ATTTAGAGGGACGAAGACANTTGAAAGCATTTGATGCCACTCAAATTGAG 

GCCGTTTCATTTGAGATCAACAGCTCTCCACATGTGTGGACAGAGTACTC 

TCG 

>Sequence 2389 

AGGTACiri"l"l'lirri"lirrrrri-rrriGGGGAGAAGATCATGCATTTCC 

TAGGACAGGACTAATACATTTAGCTGTGGCTATTATCAAAGAGCACCAAG 

ACCTTAGGTGGGGCAACCACACTGGCTATGGGGCTCGATGTAAGCCAGAC 

CCATGACCCATAAACTATTTCAGGTAGGAAGTAAGCAATACTATAACTTG 

GACTCGAGGGGGAGCAAAAGGGCACCCCTCAATGGTGATGGCTGCCCACT 

TGGTCTCAACACTGTAAAACTTGGGACTTGCTGCCAAGCTCCACCAGGCA 

GGGGGCAGAGGACACTGAGTCTCCTCCAAC 

>Sequence 2390 

ACKjTACTTCTATTTI TTTTTTTTI 1'irnriGGGGGGATTACACAATCTA 

AAAGCCCCAAGGATATTCATCAATTCTATTCTTTTCTCTTTATGACTATT 

TCCTTCTTTATCCTAAATTGTCAAAAATACATCAAGGGGCATTCTGATAC 

AGAAGCACTCTGATACAGAAACACGCATTTAACATGAAAATTAACGGTTA 

ACAAAAAAGGAAAGTTACAGAGGATAAAATACCmTAGCCTTGACCCAT 

TTTACTTCTTTCTTGGGCATACAGATACATGCTAATATCCATACCTTGCT 

AAATATAAAAATACCTGAGAGTAGCTGGATGGAGCCCAATTTTGTATAGA 

CAGCCTGTTAGTTTCTCCATCTCTATATGCATTGTCATATAAAAAGTAAG 

AGAAAACTAAACAAGTTCTTTTTAAATGTAACTTCCTTTTTGAAAAT^ 

CATATAAGACTATGCATTTTAATTTTCATGAATACTGACCTTCTGTAAAT 

GCAAATACGCATTTTCTACATTACAATATTACCCAAGGGGGAAAAAAAAA 

CCAACCACCAAAAAGGAAATGACTGTGTATGAATAAACCGGAATAAAACA 

ATCCCACTTTTGTACCATTTCCACGTGCTTTCAGAATGGCTTTTAAAATT 

CTACCTTTAAAATACTTTTATTCCTATTACAGATCATAAAAGTGGTGAAA 

ATTTGAATTCCCAATTTCCTAATTAAAAAAAATACCTTCCTTATCGGGCA 

CCGGCTTGCTTTAAGGGAACGTCTCATAACCATTGGAAATTTTCCATGAC 

CCCATTTTTTT 

>Sequence 2391 

AGGTACTTn i ri'i rn-m'l'i l'l l'rm-lGATGCTATTACTGAATAACT 

CTTTCTGAGATGGTTGTTGTATAGTAAACCATGAGTCTGGCATGTCTAAA 

ATTGTCTTCATTTCTTTCCATAAATTGAATGTTTTGCTGTGTAAGTCATT 

CAAAGTTGAAGACAATGTCCCATCTTTTGACAGAAAGGGAAGGAAGGATA 

TGTGCTCAGCCTGCCAGTTTGACCCACTTTTGAAAAGGGCTTTGTGGTCT 

CTACCAATGAGAAGTCTGGTGTCAATGTGATTTTCTTAACTTTATAGGAA 

TTGTTTGTTTCCCTCTTITCTGAAAACTTGTGCTTTCATCAGGCTCTACC 

AGCCTTGATACTCTGTCACTCACTGGGCATGGTACCTGCCCG 

>Sequence 2392 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAAGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAG 
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TTAAGTACCT 
>Sequence 2393 

CCGGGCAGGTACGCGGGGAGAACAGGCGATATCTTCACCATGCGCACAAT 

GAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAGCCAGAAAACT 

AATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATATTTA 

GTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGATATGA 

ACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGATGCCT 

GGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTTTG 

CGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTATTTCATATGT 

TGAAATCCTGACTCCCAGCCTGAGGGCATTACGAGGGGCTCTGGGAGGTG 

ATTAGGTCATGAGGGTGGAGCCCTCATGAATGGGATTAGTGCCCTTATAA 

AAGAGGCATCAGAGAGATCGTTTGCTCCTTCTGCCATGTGAAGACACAGC 

AATGGATGACTATCAAGGTATAAGAAAGAACACATGATTTTCTCTTCCTG 

AAGCATGGGACCGATATTATAGCTTACCCTCCAGGGCAGGATAATTTGCT 

CATTGTGGATTAATTGGCCTCAGCAGATGAAAACTCCTTGAAACCATGGA 

AATCAAGGAGTCAGAATGAACGTCAATGGCATTGTTTTCAATAGCCTTAC 

AAATTAGGCTTGGGAAAAAAATTGCTGGTGAGTGAATATTAATGTGATGT 

AAAGAGGAACTTTTGAAAAG 

>Sequence 2394 

CCGGGCAGGTACGCGGGGGGGATGAGTCAGGGAGAGCTAGTGTGGTAGCA 

GTTTCTAGAGCTGTTTTCAAGGAATGGAAAGAGGAGTGGGGAAAGGATTT 

AGGATCTATGGGGTTGGCTAGGTTTCCGCTTTCTGAGTTTATATAATGGT 

TTCGAGAATAAATGTTGAAGGAGCAGGAGGGTGTCTTGTTGAGAAGATTT 

AAAGGAGGGGCTACAAAGTAGAAGGTCATCAATATATTGAATAACGTGAG 

AAGCACAGGGGTGGAAAGAAAGTAAATCATGAGAAAGAGCTTGGCTGAAG 

GAATGAGGGCTGTCCCTGAAGCCTCGTGGCAGTACCT 

>Sequence 2395 

CCGGGCAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCC 

AGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGC 

AATAATGGTTAATAAGATGGCGTTAAACATAGATCGCTCCCAGGGCTCTA 

AAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAA 

TATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTA 

AGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGC 

GAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTCKjGTTGCTGTTTCCTCA 

TCTCCCAGTTGGGTGTATCTCCCTGCGGCTTAAGTGAGCGCCGAGGCTTT 

GGCTCCTCCCCAGCTGCTGCGAGCTTCCCACTGCCCCGCGTACCT 

>Sequence 2396 

nctagtgctggacattggccatactatgatctagggcgaattgtagctcc 

accgcagaggcggccck:ccgggcaggtacttttatttgggtttttt^ 

cttttttagaacaaacacaaaaaagttttatttaaaaaaagagtttgaca 

tttaaaagtttgaaataatattaaagtgacaccctgtttccttggaaaca 

caatgcagaaccacaaactctgagacttattatagcgaaagtattgtcat 

tcagttcaatctaatggtatgaggttagctttgaaggccaaaagaaacta 

gtttctaattcttattcttctccccactagacttgtggcctaggtaattt 

tgtaatctttctgagtctgttttctcatcaggagcaggataattcctaag 

taatagatcatatgtagaagtgaatatgatctcatggcagaggacatcaa 

ccatagttaattattaagaatatatttacattgagctatcctttatctac 

tttaaaattgcagacaaacaagatttggcaaagtatagataaaatgtttt 

aacattaaaatttctttctttctttttaggaaaaagtcacaactacagta 

aaaatatttaaggaaggacccagttcattttgatacacctttccccaacc 

ctaatacaggtttgtttttat 

>Sequence 2397 

GGAGCACCCAAGGGTGCGAGGGCCCAGTCTGTGGGCGCTGTGTGGCACCA 
TTCACAGCAAGTCCATCTTGGGTCTGTAGTGCAGCAGGAGCGGCGCCTTC 
TTGAATCTCCACCTAGTGACAACCACGAACTTGAGTGTGTGGTCCTTGCC 
CAGGATCTCCTCGTTGCATAAAATGTCCAGCTCGTTAAAGGATGCCCGCG 
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TACCT 

>Sequence 2398 

AGGTACGCTGGCAGGGCCAGTGGCAGGAAGOGAGGGACAAGTGGACAGTG 

GTGTGTCTGAATTGTAGAGTGTTAGATTCCAGGTCATTCCCATCTGCTCA 

ATTCCATCAGCCGCAGAGTTCAAGCTGTCATCTAAGCCCAGGGAGGTGTA 

AGGAACAGGCCACATCTGGTTCTTGGAAGTATATGCCCAGGCATTTAAAG 

CGGATCTTl CCTCTTTGGGCCATGGGTGGATTTCCTGCTCAAGCAACCTT 

CATCTCTTAAGCTGTGTTGCTGGGAATTCTGGGACTTTTCCATTCAAGGC 

TGGGGGCCCATTCAATAACTTGGGCCKjTTTCCTCCCCCATGACATTTGAA 

ACGCCTTTCCTTGCGGCTTAATTTTGGGAACCGGGAGGGGCCCATTTCAC 

TTGGTCCCC 

>Sequence 2399 

AGCGGCCGCCCGGGCAGGTACGCGGGGGTTGGAGACCATTGCTCTATAGC 

AAGACCAGACTTTGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAA 

TGAGGATGAAGACCTTTGTAATGACCTTTTCCCACATAATGAATAGCCAT 

TGGGAGACACACTTCTGAACACCACCACTGGAAAATCACACATGCTGAAA 

TGGGAGAGTTCCCTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTC 

ATTCTGTTCAGCTGGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTA 

TGCAGACAGAAAGTGCAGGAACTGGGAAGCAAAATATAAACTAGTTAATT 

TGGATCTTCAAGAGTAAAGCGGGTTT 

>Sequence 2400 

AGGTACi l I'i ri rrri'l"i'{ - i rri I"l"I"rrri"I k i"IGTAGAGATGGAGTCTTG 

CTGTTTTGCCCAGGTTGTTTTCGAACTCCTGACCTCAAGCAATCCTTCTG 

TCTCTGCCTCCCAGAGTGCTGGGATAACAAACATAAGCCACCATGCCCAG 

CCAATCCTCAGTTATTTTCTAATACTAGATAATCTAATTGCTCACTTATT 

ACATTATTTTTCCAATTAAAGGTGTAAGATTTAGACATTAAATTTAAGTT 

ATAAGTGTTTCCTTGAACACCTAATTGTAACTGTAACTAGAACAGGTGAT 

CATTGGTGACTATTGAAAGTTTCAGTGGATTTTTAAATTATATTTTCAAT 

CTGTAAAGTAGTAGCAT 

>Sequence 2401 

TGTCCTCAGATCTCAGGCTGCTCAGCTCCATGTAGGCTGTGTCTGTAGAT 

GTGTCCTCGGTCATGGTGACTCTGCCCTGGAACTTCTGTGCGTTGATTGT 

TTCACCATCTTCAGGATCAAAACCTCCCTTCCACTCAAGCCCCTTTTCCA 

GGAAGCCTGTCGCACCCAGTGCATGGATAAATTTCAGTGAGGGGTGTAAT 

CCGGAAAACCCTTGCAGGAAGACCCTTTCACTGGAGGGCCCCCAGGCTTT 

CTTTTCACCCTTCAGCCCCCAGAACTGGTACCTTCGGGCCCGCTTCTAGA 

AACTAAGTGGGATTCCCCCCGGGGCCTGCCAGGGAAATTTCGGATATTCC 

AAGGCTTTATTCGATTACCCCGTCGAACCTTTCGAGGGGGGGGGGCCCCC 

GGGTACCCCAACCTTTTTTGGTTCCCCTTTAAAG 

>Sequence 2402 

AGGTACGCGGGGAGGATTAACAGAAGCAGATTAACCTCAGAAATCCTGTC 

TGGCTGGCAGATTTCAAGTAAAAAAAAAAGGTG GGTTGGGGG GACCCTTT 

TCTTTCTAGTTGTCTTTAAGGAAA ATTA ATTTTACT ITTTTTn GTTCTG 

GCCGAAATTTTTATGAGATATNCTCTCACTTGTCCTTCCACTTTGAACCC 

GGTTAAANGCTCATANGCTGTCAGCTTCTGAATGAGGAGGGNGAGAAAGC 

CCCTGGGTTCTTTCCTTTTGAAAGGGAATCCGCTTGGCTTGAGGGGCTTG 

CCCTCCCTCATAGGTGGTGCGTGGTCGTTTTCTTCTTTCCTGAACGCATT 

TTTTGGTGATTATTCAGGAGGGTTAACTTATTGCTAAAGGCATTCCAGGG 

CCGG 

>Sequence 2403 

AGGTACTTTTTTTTTTTTTrTT nTTTTTl GTTTA ATTAC ATTTATTTC A 

TTGAATAATGGATTGTCAACAGTAGTTATAAAATAGTGCATGGCTTAATG 

TGTTAATTATCATAAGTAGAATCCACAATTAAAGTTTGATATTTGCTGAA 

TACTTTCTCTGCAAGGATATAAAAATTAATCATCCACAACCTAATTAACT 

TAAATTTCAAATTAAATTCACATATGTGGGTGTmACTATCTTTTGCTT 

TTCGGTAATGTTGGTGACATTTTAGTAATGCATTATGAACAGTTATTATA 

Page 362 
of 685 of Table 3 



WO 01/51628 



PCT/USO 1/00798 



Table 3 



CAATGTGAATTAATTGTGTAATAACTTTAGTGTCACATGTTTAAGAACTA 

TTTAGTTTAT 

>Sequence 2404 

CCGGGCAGGTACGCGGGGGATGCTGCCACCTAGGTTACTTGTAGGACCCT 

ATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAA 

ATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAA 

AAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAG 

TCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATG 

CCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTG 

AGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCCAAGAGGTATCCTTCACT 

AGAAAGCTAGCCC 

>Sequence 2405 

CCGGGC AGGTATTA TTC7TTCCTTTTGTGTATGTTTGA AA TTTTCC ATTA 

TAAAAAGGACAAAAAAAAAAGAGAGAGAAAACTAAAAAAGAAAAAATAGT 

GTTGCGCTTGTTAGTAAAACCAATCTTAAGGCCAGTTACTAAAAAGTAAA 

CTCCTACAATTTTGAATAGCTATTTGCTAATACAGTGATTTGCTGCCTTC 

TTGGGGTTAGTTTAGCCTGTCCATTCCTTATTTAACTTGCTCCCTTCCTT 

CCCTTTrAATAAAGTCCTGCCTAAGCTCCAGGCTCTATTTTCCACCTCTC 

CCCTAAGATTTAGGATTGTTTCCGTTTTAAGTTCAGTGGGCCATATTGTC 

TTTCCTGGTTCTCCT 

>Sequence 2406 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

GTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 

TAAAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCTCGACATACTT 

TTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCA 

GGCTGAAGTGAAAACGTTCATGTTTGCANGGACATGACACCACATTCCAG 

TGCTAATCTCCTGC 

>Sequence 2407 

CCGGGCAGGTACCGTTAACTTCCAATTAACTAGTTTTGACAACATTCAAA 

AAAGAGTAATAAACTAAGGCTTAATTTTAATAATCAACACCCTCCTAGCC 

TTACTACTAATAATTATTACATTTTGACTACCACAACTCAACGGCTACAT 

AGGAAAAATTCCACTCACTTACGAGTTGCGGCTTTCTACCCTATTATCCC 

CCGCCCCGCGGTCCCTTrrCTCCATAAAAATTCTTTCTTAAGTAGCTAAT 

TAACCTTTCTTATTTATTTTGAATCTAAGAAAATTGGCCCTTCCTTTTTA 

ACCCCCTTACCA1TGAGGCCTCTACAAAACCAACCTAAACCCTTGCCACC 

TTAATAGGTTATTGTTCAATTCCCTTCTTTATTAAATTAATCATTCCTTA 

ACCCCCTAAAGTCTTGGCCCTTATGAGTTGACCTACCAT 

>Sequence 2408 

AGGTACGCGGGGCTCTCACTGCTCCCAAAAATGGCGGACGCATTCGGAGA 

TGAGCTGTTCAGCGTGTTCGAGGGCGACTCGACCACTGCGGCGGGAACCA 

AAAAGACAAGGAAAAGGACAAGGGGAAATGGAAGGGGCCTCCAGGGTCTG 

CAGACAAGGCAGGGTAAGGAAGAAGTTCCAGTTGTTGCTTTTATTTTTTT 

TCTCGGTGGGGAGGAAGAAAACACTACTCTCTTAGGAAGAGCACGAGAAA 

GTGAAGTGTACCTGCCCG 

>Sequence 2409 

CCGGGC AGGTAC 1 1TTTTT1 rTTTTTTTn lTl'l'lTlCCTTTTAATGCTG 

TTCACTG CTAC CCATTTAGTCAACTTGGACCACCCTCTAGAGGGGCTTCA 

ACTGTTATTTTCAATACATTGTCACAGGGACAGAGGAGGGTGTTAGGGAA 

CTCTGTGACTAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTACAAGC 

ATTAAGTTATTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGAGTGGA 

AAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTTTTTCTGTACCT 

>Sequence 2410 

AGGTACGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 
TGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGG 
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AACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACA 

CATTTCCCACCTTGCCCAACAGTATAAAAACATAAGAAGAGAAAAACATT 

AAAAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTG 

GAACCTTCAGAAGGGTAATTAAATGCCCTTTGTAAAGAAGAGGGCCCAGA 

GAGCCTTTGCGCACCCTTCmCCTTGCCATG.GTGAGGAGCCCAAAGAAG 

CCCCGCTTGTCTTGCAACCCTGCAAGAAGGACCCCTTAACTAAGAAAGCT 

AGN 

>Sequence24U 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTANT 

CTTCTCACAANTCCTGGAGGGCTTGGAAGTCTGCAATCNACGGTGCCAGC 

ATGNGTCAGGGTTCTTGGTGAGGGGCCTCTTNTCCTTCTCACTTTGTGTG 

CTCTTT 

>Sequence2412 

AGGGACTTTTTTTTTTTTTn I'l l 11 " I" I " i " 1 ATTCTTTGGGC AGCTA A AAT 

CTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTA 

GAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTA 

TTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAG 

TATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATA 

ATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTAT 

AAAAAAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCAC 

A 

>Sequence 2413 

AGGTACTTTTTTTTTTTTTTTTT^ 

CCnTTCAGGCATCTCCTCGTTTTATTTTCTGTAACTCACAGAGTGCTGCA 

AAATAATGTTAGGGCTTTGCAGTTrATTCCTTGCGATTTAACTGCATAAA 

TATAAAAAGTGCCTGAGCAATAATGCACGTTGGGTTATTCAATAACACAA 

GGAATGTAAAGTCGATTTCATATGCTCCTTGAATCAGGGAACACTTAATT 

A AGTC ATATTGATG AG A AATGCC A ACGG T HIT ATTTATCC AGGTGC AAT 

GAGGGCTTGCCAAGAATACTITCTrGAGGTTTAAATAAATTGCACCACTT 

CTGTTGGAAGGGGAGTGGAAAAAATT 

>Scquence2414 

CCGGGCAGGTAC1 TITTTTTTI TTTTI TTTTTTTn 1 GGGCAATACCAGC 

TTTCACCCTGTCCTCTGCACTGCTTAGCCTTGGCTCTGCTGAGTTGTGCA 

ACACATTCTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAAA 

CAGGAATGAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAA 

TAAATCACGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTG 

C ACTTT AT AC ATT A ATG AATTATT 1 T TT A A A A AG AA ATT AGCTCTATC AT 

GAAGACAGGGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAAT 

TGTTAC 

>Sequence 2415 

AGGTACATAGTTCACATTTTTTGGAAGAATTCCACAAAAGAAGAAGAAAA 

GGAAATCTAATCTAAAAATACTATTTTGGAGGGGATAGCAGATTGAAAAT 

GAGAATTTTGAAAGTTTCAATACCAGTGGGGAAAGCATTTGCTAGAGTTT 

AGAAGGACAGCATATGGTACACCAGATCACGAGACATCGTTTCATACTTC 

CCAAATAGTTTTATATTTTAGCTTTGAAGGTCAGTTACCAGAGCCAAACT 

TGTTCTTAACAAGCAGAATTTTATGTCCATTCAAAGAGTCTCTTACACCT 

TTCTGGGCCTATTCACTTGCAGAGAGGAGTCGAAACTGTAACCAGGCTCT 

TC ATATCGTGC ATTCA TAT 

>Scquence2416 

AGGTACTTTTTTCTt 1 111 rTTTTTTl 11 1 1 1 1 1 ACTACTTTCTTCTTTC 

TTATTTTCTCATTGGCCTCAGGTCTTGGAATATCTTGAATTCAAACTAAT 

AATTCACCTCCTTCTCAGCACTCTCAATATAGTCTTTTGCCAACACCTGA 
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TGAGACATATAACTTATGACCATTGCACTTCTCTTTTTTTCCATGGTTTG 

CATT TAGGAGGTAATTTTCTTCAGCTATTAGAGCATATCCTTCCTCATCA 

TTTTAGAG AAATA CTTGGTCAAATGACCTTTTAAATAAAAGATGGTTCTT 

ACCTTCTAATTTTCCACTTATTTTATCCATTTCTTTTTGATGTGTAGCCT 

TGGGTAAACACACATCCTTCTGTG 

>Sequence2417 

AGGT AC i 1T1 T1 1 1 rT TTTT I 1 1 1 rTTTTTT CAAATGTGACAGGCATTTA 

TTTTAACAGAGAGGAAGGGGAAGACAAAATATCATAAAATGTGTGGGTTT 

TCCCCAGATGACTCTGTTGAAAAAACCAGGAAATGCAGAGCGGGGGGACA 

AATGGAGGAGAGATATTAACTAGAACATTGCTGACTCAAGGCCGTCCAGC 

TTCAGTGGGAGTTCTGATTAGGCCCCATGTCTGCCTGATGCCACCTGCAA 

CATGGGCTCCGCATGTGCCAAGACACTGAAAACTGTTTGCCGACACTTGG 

TGTATTTGTCAGTGATCTTACTTTTCAGTGTATTTATGTGCTAATCTTTT 

ATTATTGGATTTGCnTCTACAAATTTGTTTTTACCATAAGACAA 

>Sequence2418 

AGGTACGCGGGGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAA 

TGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAA 

TTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGC 

CATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTC 

ACTAGAAGCTAGCCAT 

>Sequence 2419 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTCGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATAC 

>Sequence 2420 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACITGTAGGACCCTATACGGCAGCCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCC 

AGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAG 

AATACACATTTCCCACCTTGCCCAACAGTAGGAAAAACATGGTAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGTTGCCTTGGGCCGGTTCTAGAAA 

CTAGGTGGGATCCCCCGGGGCTTGCAGGAAAATTGAATATTCAAGCCTTT 

ATTCGAATACCCGTCGAACCTTCAAGGGGGGGGGCCCCGGTACC 

>Sequence2421 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACTTGTAGGACCCTATACGGCAGCCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCC 

AGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAG 

AATACACATTTCCCACCTTGCCCAACAGTAGGAAAAACATGGTAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGTTGCCTTGGGCCGGTTCTAGAAA 

CTAGGTGGGATCCCCCGGGGCTTGCAGGAAAATTGAATATTCAAGCCTTT 

ATTCGAATACCCGTCGAACCTTCAAGGGGGGGGGCCCCGGTACC 

>Sequence 2422 

aggtactcagagtgcacaatgtaagaagtcactcactcttgggcatgcgc 

tagttcagggttggcack:gacagtgagtgccttcttacattttgcaccct 

ggataccttccttgcctcaccctagactggcccagatgtctagtctacag 

ctcaccttatcacttgcaatttctatttcaatgactacacttttcacttc 

caaggtttttatattttaatcccn'atctattcttaagaattctttgttcc 
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CCTTCCCTCTTTTACTTATTGGATGATTCAAGAATCCTTATTTTAACAAT 

GAATATTGCACCATTATGTCTGGTTCTTCATGAATGGACTCCCACAATTC 

TTTGGGTCTGATGACTATACTTATGCCAAAAAAAATTTCCTGGGTGCCTT 

AGAAATTATTCTTTAGAGCCTACCTTGTTAGGGAAGGAATCTTAATTGTC 

TGGTATCCTAAATGGTGGATTTATAACTTGTGAAAATATTTCTCTGAGGT 

TAGTTTAAGAAATTATAGTTCTCACACCCTGGTTGAAGCTGTATTGTAAA 

CTATGGGTAACGATCTTGTTTAATCCTAGTACAAAAAGAAAACTGATCTA 

TCTTACTTAGTGGTTCGTTTTAGCGTATGTAAACCTTACATTTTGGATTG 

TTGTTACATGATGTACATAGATATTAAGTTTTTAATCCTGATATAAAATA 

ATTTACGTCAATTAGACTCTCATCTAGTTGAATTAGTATCTAAAAAGACG 

TACTTGGCGATTCATTATATCATTGTACATTTCCCTATATCGACCGTGTT 

ATTAAAAAAACGTGCTATTGAAGAATAAGTGTGTCCATACCGTATCGTTC 

TAC ATTTATGGA AGAG Al ATCCTCCGG AGG AATACTCCCT 

>Sequence 2423 

AGGAC T TT T T TTTTTT n 1 nTTTl j ' i ' I " 1 ' i ' 1 A CTGC AACAACCTAACAGG 

AAAACTAATCAGAGATCATGAGGAGAGTGGTATATCAGTCAGGGACTAAT 

CAGGAACATAATCCACTTGAGAATTTAAAATAAGAGGGCTTAGGCTGGGG 

AGTTGGTGACAGCATAATGGGAAATCTACAAAGCAAACAGGAATAGGGAG 

ACAACCCAGAGCCCATCTAGGCTGGCAGAGTCATCATCTCTAGGCTGGAA 

GGTCAGAAGAAGGTGGTGTTAGTGGAGCCAGGAGATGCACAGTCTCCCAG 

GGGAAGCTGGAGCTAGGGTGTACCTGCCCG 

>Sequence 2424 

TTCCCTTTAGTGAGGGATCATAGCACGCGGAAAGCATTATTTTGATTTTA 

TATCTGAGTATGTTTTTAGCCAGAAGAGGAGAAGAAAGAGGTTAAAAAGC 

AAAAACAGAATTTATAGATGCACGATATTACTTCTGAACAAGAGAAAGAA 

ACTGGTAGGAAAATTTATTTTAAAAAGTGTTGAAGGGAAAGAATCAAGAC 

CACAGATCCAGATCCGGAGATTATTTTGCTAAAGAATAGCAATTGTGAGG 

CATGAGGTGGGAGGGGGGAAGAAGCTATGAACTTAATTTTGAGGTTTCTG 

AAAAGGAAACTTGAGTGAATTCACTTCAGATGCATTTGGAATGTTTGCAC 

TCCAGAAGATGAGATTGTGTGTGCTCTGGAGAGTATTGGAAGAAGGAGGT 

ATTACTAGATTTGGCGACTCCCACAGTGACTCATTACTCTTCTGTGTTAC 

TTTCAGGATTCATAGAGATATGTTTTGCTGATATTATCTATTTAAGCGAG 

AATAATTGGA A ATTG A ATCCATGGGCn " IT IT11GG AA A AATTTGTGCTT 

TATAAAATCTGTTAGAAGGGTGGGCCCGGGGGGGTATGCCCTGTAATCCC 

AAAATTTTTGGAGGCCAAGGGCGGCAAAATCATTTGGGGTAACAAGTAGT 

AGACCAGCTTGTCCTAAGTGGAGAAACCCAGGTTCTTCTATAAATGCCAA 

AAATTATTAGCTGGGGTTTGGGGAACAATGCX^GTTAAACCAATTTCTTAA 

GAGGTTTAAGCAGGAAAAATGGTTTAACTCT 

>Sequence 2425 

AGGTACTTTN1 HTTTTM 1 1 TTTTTT 1 1 1 ITTATATTTTTT TrTTTTTT 

IH'l^lUU'riTACAAAATTCTTTCTTrnTAATTTAAATTGAGTTCATTTA 

TTTGAAACAGACTGGGCCAATGTCCACAAAGAATTCCCGGTCAGCACCAC 

CGATGTCCAAAGGTGCAATATCAAGGAAGGGCAGGCGTGATGGCTTATTT 

GTTTTGTATTCAATGATTGGCTTTCCCCCCCGCGTACCTGCCCG 

>Sequence 2426 

AGGTACGCGGGGGATGTGGGAGGATTGCATTCAGTCTAGTTCCTGGTTGC 

CGGCTGAAATAACCTGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTC 

TGGATTAAAACTGAAGATCAACCTACTTTCAACTACTAAGAAAGGTATTA 

AGCGCCITTCTGAGAGCTCTCAGTGGGCTTCCTAAGCACGTTCACTCTGC 

CTCCTTTAAGTCTTATATTTATGATCAAGATGAAAGGGAGGGATGTATCA 

CTGCACAGAGATTCTACAAGTGGATATATAAAGCTAATAATGTTTTCAGT 

GAGCTCTTCTCTGGCAACTACTTTCCAAGTGCTTTCAGCATTCCACCTTG 

AAGCACAACGTTAATAATGCACAATTTCTTATGTTCAGCCACAGAATGTT 

CACGTGTGATTTGGTTACAACATATTGCTCTATCCAGGCCTCTAACAAAA 

CTGACCTCTTTCAAATGGACTTGCAGTTGCTGAATTCCAAATCAACACTT 

TATCTTAAAAACAGAAAAGGANGGGAAAGGTGGAGGGAAGGGAACAAGAA 
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GGGTACCTGCCCG 
>Sequence 2427 

CCGGGCAGGTAC 1 rTTTTTTTTTTTTTTTTTI 1TCCTTAATAAGTGAGGC 

CAAGT GCTGTG TGTAACTGTGGGGTGGGCAAAATTAGGATTCCTCAATCA 

CTTCACTTTTTGTTGCCTTTCTCTTGGGAGAATGGTTACCATTGCAGAGA 

AGCATAGTTAAAATTGCTTTTGTGTTTCATAAACGAATTCATACTTAGAT 

GTCATTGACCAACAACTAAATAGTATATCAGAGATGAAAGGCATCCTAGG 

gatgaccaaatcaagctcttcattactcaaaggagaaaaaaatccagaaa 
gtggatgacatatgttgaactagtgatggaagtagaacagggtagtgtat 
tttctgcctcttaattcttcattttttacactaaaccagata™ 
atgactaggaagatacgtgaggtaaggagcaaaaggtttggctccaaact 

CATCATGTAGTCATCCTCCTCCAAGCTCTGAGAGCTTCTTTCACATGTTA 

ATTCAGAGGCAGTAACAAAAGArTTAATGCTCCTGAAGGTTTCTCAATTT 

TATCATCTGGAAAGTGGAGTGAACCTTTGCAGAGTCCTNTTGAAGAGGCT 

GACCTTGGACTGCACTAGGTTATATTCATTTGCTATTACTCAACAATTAA 

AAGGAAATGCACCAATATTAATGAATCTTAAAAACATTATTTGGAAAAAA 

AGCCCCCAAACACAAAAAATACCCTCGGGTTGGTTTCTTACCCTTAAACC 

TAAACCGACCATGAATTTTCCTTGATTTTAAAAGATCTTTTGACCGAAAA 

CCTTGCCGTTAT 

>Sequence 2428 

AGGTACGCGGGGGAGTCTGATCTGTCCCGGCCCAGTGTCCTCCAGGACCC 

TGGCCCCTCATGCCTACGTGCTTGCGCGTGTGCCATTTCCTCTCTCCAGA 

GGACCTTTCCTGCCTAGGACTCATATTGTCCCCTCCCTGGCATTTTTTAC 

ACCTGGAGCAGCCAGAGGACGCATGCATGGCTCTTCGGAAGCCTTCTCCT 

GCCACGGCATGCACCCACACATGCGAGCCTACCGGGTACCTGCCCG 
>Sequencc 2429 

CGACTGACTATATGGAGCTCCAGCCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCA 

CCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTA 

TTTATAAACATCCTGCAGGAAATGAGTCTATATGTCAGAATACACATTTC 

CCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAA 

TGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGAGCCT 

TCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

CTTTTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCA 

AGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTT 

CCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTC 

TATGGTAATTTTTTTATAGCAGTCCCAGCCCAGACAGTGCCTTATTTACT 

ACATACCATTTATATTATTATATAGGCGTCCTTTAGAAACCCATGTTCAA 

ATTAGGAGATTAGATACTGGAACACATAACACCCTTACTAGTTTTTAGTT 

TTCCAATATTGGAAAAATAGTTGGTATATAACTATTTAATCCAAAAAAGG 

CAAATCAATGTGGGTCTAAATTTTTTTATATAAATGACAAAATGAAGAAC 

TTAACCCCTTTCTAGAATTTGCTGCCCCCAGGCCCGAAGAAAAATACATA 

GACGTTGGGCCCTCCGGCCTTT 

>Sequence 2430 

CCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACA 

CACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCT 

TAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAAC 

ACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCGTGGAAT 

TTGA A TC A AGTTTCG AAG AGCTAAA AAAAGAA ATTGGAGT7TCAACA TTC 

ACCTTCTTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAACATTAC 

AGTTTCAGGATACAAAAGTAGAAACATCTGAGATTAAGCCTACATTTTTA 

AAAAAAGATATTGAAAATTACTGTGCTTGTAATACCAGCTTTTCAAACAT 

CAATACCAGTATTGGCATTACCTAGATCAAATCTTTTCATCAAAGTTGAA 

AAAAATAAAGCATTGGGGATAGAAGGACCATCAAAATGTCCAATATTGAA 

ATATTGGTCTTTGCATAGTTCCATTAAAAAATTTACCTGCTCTCAATGTT 

TGTTCATTCTTCAATTCCAAAGCTTTATTTGGAACAGACTTTTGCATTTC 
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AATOGCAGGCTAAATGGGGTTGGGAAGCAAAATGATAAATAAAGAATGGA 

TACTTCACAAAATACATAGTTTAATAAGTCATTCAAAATGAAATCATGGA 

ACTAAATTCCCTCGAAGCAGAATGCTTCTGGGAGGCTTTTAAAAGCAAAT 

TAAATTATTATTCATCATAAGTAAATTTACAGGCCG 

>Sequence 243 1 

AGGTAcnrm rrnrn 1 rn m iigatgtgtagccttgggtaaaca 

CACATCCTTCTGTGAAACAGTCTCACAGAGACTCTCAGAATCCCAAGAAT 

TTTCTTCAACGTTCTTTTGTTTTGATTCTGAAGGGAACATCNTGATCTAT 

AAAACKjTTAATCACAGATACATTCATGAGAACATTTCTCCACTATACATT 

TTAAAAACATATACAAATCTACTTTCATTCACGAATCTGTGGTTCCTCCT 

CTGTAGCCCGTATATTCTTTTTGTTGATTACAATGACTACTTCCTATAGT 

CAATCCGTTAGAATTGAAATCTGAAAAGTCTGAAAATTAACATTATTTCA 

TTAGAATGCACAAAAATATAAATTTGACTAACTTCTATGAATTATTTCTT 

CACAAAGCAGTCACATACTCTTCTACTCTGAAACAAGGTATATCCTATAT 

TTCCTGTTCATTCAGAAAACTTTAATTACCTACCATCTCTCATTTCTTTG 

GAAATTTTTATTTGGGAGTATTACTTACGTTGATTGACTCAACAATCTCT 

CTTACACAGTTCTTTCAAAAGGATGATTTATCAATGAATAAGATGTTTTA 

AAAAATATTAACTTTTTGAAGGCAGGCAAACTATATTTCCAACCCCTTTT 

ACATTTTAGGATGCTATGACCGTGTATTGGGTGTGGTTTGCATGGTGTTT 

AGCTTTGGGAAAATAGCCTTAAAAACTTTAATTGTCGTTTAATTAAGACT 

CGGTTCTTTTTCCAAGACCCCTTTGTTCCCTATGC 

>Sequence 2432 

AGGTAC 1 "1" IT! "1 TT 1 I T HT1 C ACITATTTTACCGCA AAGACC ACAAACC 

ACCTCTGAAGCCAAGAAAAAGACGTGATTAGAGGGAAACACATCAGAACC 

TTTAATCCTCCACTGACTTTGGAAAAACAACAAAATGCCAGCTTCCACCA 

GATCATTTCTTCTTAATTAAAAGTTAGCCAGATTCTTTTGGAGCACTCAA 

TTTTCTGGTCAGGTCAACAAAAAAGTAATAAACATGACACACACCTCCCT 

CCCCTGTCTTCCTAGCCCCATTCCTGGAGTTATGCAACCCTTGGGGGCGG 

CATACACTTCAGCTATTTGCTCTGGGTTCATAATTAGATTGTCTAGACAG 

GAGATGTTGCTGGAGCAATAGGAAAATATTTTACAAGATGTTCCGCAGAA 

CCACACTTATAACAGTGATTAGGACACACTGACAGACGCGAAGCCAGCAG 

AATTGGCCCGGGCCACGAGCXZGGTTTCACCCAGAGCAGAAGCCCTTrCAA 

GCCTTTATTTCAGGAAGAGGGGCCAAATTAAAGCTTTTGAGGGCTTGGAG 

CACCAACTTTCTTGGCCTTGGGATCCGAGAAAGCAAGGGTTGAATAATAG 

AATGATTGCTGGGAATGCCCTTCTTTCTCCCTCCACTGGTGTGCACTTAA 

TCAACCGGAGGCAAATGGTAGTTGCTGCTTCACCAGAATTTCTTCAAAAG 

GATTGTGTAAGGCCCAAGAAAACCGTTTCCCGGACCGGGTTTATGAGGCG 

TGGGCTTATCCTTTTAGTTGCAAATCGCAATTTAA 

>Sequence 2433 

AGGTACATTTCTTCTAATTGATCATATCTGCTTATTTTCCTCTGGATTAA 

GGATCAAGGAGATAGTATATTAGATGATTTGATAAATTTCCAATGCTTTG 

C AAAGTAGTTG AACAACT Till CTTTGTG ATGCTAGGTGGC ACTACTAGT 

CAAGACTTGGTATTTCATAGCTGGCTTTCTTATTCTGAAGGTTGTAAAAA 

GACATATGAAGTAATATTTAACATTGAAAACATGATAATCAATTTGATTA 

TCTATGAATTGTCCTAAACGTTCAGAGTAAAGTTTCCTTTAAAGTTAAAA 

TCTTTCAAGTGAAGGAAATTATAAAGTCACATGTAAACACCAAAATAAGA 

GGAATAGAGCAATAGGATATTTTTGGCTTTATAATTCAATTTAAAAATTA 

AGGTGCATTTATTTTTTTGGCAGCTGGCCATAAAGCTTCAATGTCCAGTA 

AGCAGTTGCTATCTATGATTCATGAAGATCATGGGGGTCCAACACCACTG 

CTGATTTTACTGGCAGCAATATTAAAACCGTTTAACTCTTTGGAACCAAA 

ATTAACCAGTTTATATTTTGCTTTCCCAATACTGGGCCTTCTGTCTGGAT 

ACTTCCTTGCTTAAAAGGGGTTTGGAGAATGCACTTCAGCTTGACAGATG 

AACCCCACTTCCTGTACCATATTCTGCAAGGGGGTCAGGGGGACTTCCCT 

ATTTAAACATGGTGATTTTCCAGTCGCGGGTGGCAAAAGTTGGTCCCCCA 

ATGGCGTATCATTTGTGGGGAAAAGGCATTTTCATGGGCTCTT 

>Sequence 2434 
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CCGGGC AGGTAC 1 rTTTTTTTTTn UTnTIGATGCTATTACTGAATAA 

CTCTTTCTGAGATGGTTGTTGTATAGTAAACCATGAGTCTGGCATGTCTA 

AAATTGTCTTCATTTCTTTCCATAAATTTGAATGTTTTGCTGTGTAAGTC 

ATTCAAAGTTGAAGACAATGTCCCATCTTTTGACAGAAAGGGAAGGAAGG 

ATATGTGCTCAGCCrGCCAGTTTGACCCACTTTTGAAAAGGGCTTTGTGG 

TCTCTACCAATGAGAAGTCTGGTGTCAATGTGATTTTCTTAACTTTATAG 

GAATTGTTTGTTTCCCTCTTTTCTGAAAACTTGTGCTTTCATCAGGCTCT 

ACCAGCCTTGATACTCTGTCACTCACTGGGCATGGTATTTGCACCATCCT 

TTCATCCTTAAGGCTGCTAACTGTCTTCACAATTGGGAAATTATCTTTAC 

TATTTCCCCCAATTTAAGAACATAGGCTTGGGAGACAAACAGCCTAAGTT 

CAAATCTCCCATTATTAGCTATGTGAACCAAGGCAAATCCCGCGTCCTCG 

GGCGTTTTAA 

>Sequence 2435 

AGGTACTAGACGCKjGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGCGGCAGTGGAACCCTTCTTGGTG 

TGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAAAA 

ATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAGGCA 

TCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAAAAA 

GTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAACC 

>Sequence 2436 

AGGTACCTGAGGATCTGAAACTTTGGCGACCAAAAGTCCTGATTTGCGTG 

AGGCAC ACCAGTTCACACTAGTTGTCTAGGTTTAATAATTAATAATGCTT 

CTTTTTCATTCTCAAAAGAGCCCTGATTAGACAATAAATTATATGGTCAC 

CCTACCTATAGCCAGATATTTCTGCACCAAATGCCTCGATTTTGGTGGGT 

GGCTTTAATTAAGGAAGAATGCTTTAAGTTTTATGACATAACTCTGTTGT 

TCTTGTCAGGAAGTGATATGTATAAAACTATTAATTCATCAGATTATATA 

TAAGGAGATAGGGTGCACTTAAAATTGCTAGGAAGTTGAGATCTCTAGTT 

GTTTAGTTGGAAGTA ATTG AAGTAACAGTTGGACAAGCTGTCATGATGGA 

CATAGTAGAAGTGCCTTTTAATTAAAAACAATGATAACAAAACAAAATGC 

AGCTACGGTTTCAGAGTTCCTTAGTTGATAGTATGTGTAACGATGGCTGT 

TGTCTAAAATTATCTGAGATGTTGGCAAGGGTGAAAATCATTCCTTTCTT 

CTGGACATAACATACCCTAGAATTAAAATACCCTAGCTAGATAAATATGA 

GATATGTTGACAGTGAAACTAATTCAAGGCCGTATTTTCATTTCACCGCT 

CCCCTAATCACAGTCCTAAACCTAAGTTCTTATACCTGTATGGACTCTGA 

AACAACAATGTTAATGATGGTATTGGTCCTTGGCGAGCGGCCGGCCGGCA 

GGTACGCCCCACAGAGCTAATCTAAATCTTGTGCTAGAAAAAGCATTCTC 
♦ TAACTCTACCCCCT 
>Sequence 2437 

CCGGGCAGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAG 

CACTGCTCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATC 

CTGACCACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTT 

ATCCCCTTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACC 

AGAGGGCAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTAT 

TAATTGAGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCCTTC 

CATCTTCACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATTACATTCC 

CAAAGGCACATCTGGGCAAGCACKjAACTTGGGCAAGTATTTTAACATCTC 

TAAACCTCAGTGAATTCATTTTCTTAAAAAGAAAAAAATCTGTTGAGCAC 

CGCTGTAAGCCCAGTGCTGTACCT 

>Sequence 2438 

AGGTACTT rTTTTTTTTTTI 1 1'l ri TlGCTGATATTGAGCCATAGAGCCA 

AGAAGATTGCTAATTTTGAAGTGTGCTTGGTCGGGCTTTCTACTGATGAT 

GTTGCTATTGATTCAAACAGTCACAAGTCTTTAGGGATNCTATTTTTAGA 

GNNCAATGGCAAGAGTANNGGGCTGAAATGAAAATCAGTCTGNAGAAATA 

ATGAACACTCCTGCTCAGNAGATCATTATGGGNCTGAGCTGTGCTAGGGA 

AGGGCACTAGAGCCTTGGGGAGGCTATACACTTGCCCTCAGTGGAGTTAG 
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CACTTCAGTAACCCAGGCAATCANCCTCGATCCAAGGGGCTTTCAACTCT 
CGTNGGAANNTATCTGTCAGTTTGGTCAGTTCAGCACAATAACAAAGTGG 
TTTTGTTTGGTTTCTN' iTI " 1 TGGTTTTCCCCCCGG A AC ATGTG ACTTTTA 
TAAACAGCTTNAATTATAAAACTATGGCACTCTTTTCCTTGTTGTTCAGT 
TTTGGAGGCAAAAGACTACTTGGGTTAGTTGGGTGAGAAGGCTTATTAAA 
AGCAGCTTTGCTTTTCTCCTGAGGTGGGAAGGCTTAACTTCCATGGTGTA 
TGG T ACCTGCCCC 
>Sequence 2439 

TATGACGCCNTGTACTCATTACGGTACTAGAGCTCACCGAGCGGCGGCCG 

CCCGGGCAGGTACGCGGAGGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGAGTCTATATGTCAGAATACACATTCCCACCTTGCCCAACAG 

TAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAAT 

GGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAAT 

TAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCC 

ATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCA 

CTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTNTCCAACTTCCAGA 

ACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTT 

TTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTA 

TATTATTATATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAG 

ATACTGAAACACATAACACCTTCACTAGTTTTTAGTATACAAATATTGAG 

AAATAGTTTGGTATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGG 

TTCTAATTTTTATATATAATTGACAAAATGAAGAAACTTACACCATCCTA 

GATTTTACTGGCCAAGAATGAAAGATGAAAAAAAATTTTTGAAAACCCAC 

AGTGATATGGACTAATTATGGTTAAAAGAA 

>Sequence 2440 

AGGTACAGGAAGAAGTTCCTTGTGCTATTTCTCACAATTTTTCTTTAAGT 

TTGAAACTATTTCAAAATGAAGTTATATAACTACATGAATTGTGAGTTAA 

AATGCAAGCAAGATCTTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGA 

GGCAGGAGGACTGTTTGAGCCTAGGAGTTTGAGAACAGCCTGGGCAACAT 

AGTGAGACCCTCATCTCTACAAAAAATTTAAAAAATTAGCCAGGCATGGT 

GGCTCGTGACTATAGTCCCAGCTACTCAGGAAATGGAGGTAGGATGATCC 

CTTGAGCCCAAGAGGTGAAGGCTGCAGCAAGCTGTGATCACATCACTATA 

TTCCAGCCTGGATGATAGAGTGAAACCCTGTCTCAAAAACAAATAAAGCC 

TAAGGGAATATGCAGATTAATGGAAGAGAAGGCTATTTTGTGCAGACAGG 

AAACAGATGAAAGACAATTTGACTTTTAAAACTATGAGTAAGGCTCATGC 

CTATAATCCCAGCACTTTGGGAAGTCAAGGTGTGAGGACTGCTTGAGCCC 

AGGAGTTCGAGACCAGCCCTGGCAAAACAGTGAGACCCTATTTCTATAAA 

ACATTTAAAATATTAGCCAGGTGTGGTAATGTGCACCTGTGATCCCAACG 

ACTCGGAACCCCTGAGTGGAAAGATGCTTGAGCCTGGGAGTCAAGCTGAA 

TGGGCCGTATCATGCCATGTATCTGGCCTGGAGACAACAAGACCTGTGTT 

CAAAGAAAAGAAAAAACC 

>Sequence 2441 

CCGGGCAGGTACACATGTCCAAGGTCAGGTCCTGNGTGGTAAAGGTAAAT 

ACAAATTGGAAGGGCACTGTGTGAGCCAAAATGAGTCAGATTAGTCATGA 

TTCATTTCCAGTTTGGGTTTTGGGTGGTCTTGGAGAATGTTGTAAGCACT 

GCTTCATTGATAGGTTGATTGAGCCAGACTTTACTCAGCAGCCTGGAAAA 

GGAGAGATGGGCTCTGGGTTCTACCTTTGCTCACTGGTAAGTTGCTAAGA 

TTTCAGCCTTGCCCTCAAACCCTGAAGTAGTCCTTCATTCACACAGTGGG 

ATCACTCGAAAATGTCAGATGGGGAAGTCCATAGGTTGTTACTTTAAAGA 

AAATAGAAAAAATGCTGGAAAAGGTTTCTTCAATTTTAATACCCATGAAG 

GCCCATGTTTTAGCTTTCCTCCGATGGGCAAACCATACACTAACTTGGGC 

CTTGTAATCAACAAGCAAGGCTAAAAGCTCTCTAAGTGCTTGCTGTTTAA 

ACTATTTTGTGTTGGAAGAAGAGTTGGAAAAGAGGCAGTGTGGAAGTGAG 

GGAGAAGTTNNCCTCCTTCAATCATTTCCAATNAATGGAAATTTAAAGGG 

AAAATTTGTGTTTATCCTTAATATCTTAAAATAATCACTGTGCCATGCCA 
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TTGGTCCCTG 
>Sequence 2442 

AGGTACGCGG GAAGG AGATGCTGCCACCTAGGTTACTTGTAGGACCCTAT 

ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 

GCAGTGAAGTAGAAGAGACAGGGATATCCCAGAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGTGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTCGCATCCTCATCTTGGCTTTCCAAC 

TTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

TAATOrTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATA 

CCATTTATATTATTATATAAGCTCCTTTCAGAAACCCATGTTCAAATAAG 

AGATAAGATACTGAAACACATAACACCrrCACTAGTTTTTAGTATACAAA 

TATTGAAAAATAGTTGGTATTAACTATCTCATCCAAGAAATGCAGATTCA 

TGTTGGTTCTAAATTTTTATACATAATTGACAAATGGAGAAACTTAACAC 

CATTCTAGATTTTAGCTTGCCCAGGNAGAAAACNGATTTANNNCAAAGGG 

TCCCTGCCCGGGCGGCCGGTTTAGAACTAGGGATCCCCCGGGTGCAGGAA 
>Sequence 2443 

AGGTACTTGCAAGAAACCTCACK5ACTTGAGTAACAGCAACATGGTTCTTC 

TGAGCTATGAAGGGGCCCAGATTTAAGGGCTATTTTTGACACCCTAAATG * 

TGCTGAGACAAGTCATTAAGGTGGTCCTGCCAGGAACACAGCCATCTAAA 

GCAGCAATCTGCTTCTTGCCAGAAAATCTCGTGCCTCTGCAGAGCCTTTT 

CCAGAATGAACCACACCATGCTGAGGAAAGGAGAAAGAGACCACCTACTG 

CATTTCTGTCACTCGCTGAAAAGGACACTCTGTCAGAAAATCTTCTAGCA 

AACTrCAAAGGGCAAAATCACCCCTTGTTACTGATAAAGCCCAGAGAGCT 

TCAGCAGCTAACATTCCCTCK)ACAGGGCACAGCAAGGATTTGAACCTAGG 

TCAGTCTGGCCAGAACACCCACAAGCTTTCCTTAACTCAGTGTGCTATCT 

CCCCACGACTAGGTCACTACTGCTTTATAATCACCTTTGTAGCCACCAGT 

GGATTTTGCTCATCAGTATTTTTCAGGCAATTGATACTTTAGATATTCAG 

CTGCAAGACGTATGCAGTTTTCATTGACATCTTTTGGAGAAACTGACAAA 

CCTGGACTTGACTTAATGCCTTTGGAACCTTCCAAGATGTTATATAACTC 

TAGATGGAAGGCTGGGCCmCATGATGTCAGGAATGTTGCATTCTTATTT 

TCCCATAGAATAACCCATTTGTCCACAAAGTCAAGGAGTCAGGCAGAAGC 

CCTTTGCATGGGGCGTTTTAAGATAAAGCAACAAGCCTGGACTTTGCTTT 

ACAACAGGTTTTGCATAGGGAGTGGTATAACAGATCCCTTAAGAAGAAGC 
CTT 

>Sequence 2444 

AGGTACATATTCTTACTTCTTGTGTAGGAGGCAAAAGGTATCTGCAGGGC 

TCTGGGCTTGCTAACCAAACCGTTAATCGCTTAGAAACAGCAAGAGGTTC 

ACTAGTGAGATGTTTATCACATACCTGGAACACGAGTTGACTTTCTGTGA 

GACATCATTCTGGAATGAAAGCCAAAATCTCTCTGCTATTCAGTTGAGGC 

TGAAAAAACAATCACATGAGAATTAGTAAGGCACATGACCACGAGAGAGA 

AATGAAAACAAGCCAGTATTCAATGGGGCTAGGGGGAAAATTACCTGGGC 

TTCAGGAATTACAGGAGAGTTGGGGTTTTGAGAAGGTAAAAAAGTGGGCC 

AAGTGCGGTGGCTCAAGCTTGTAATCCCAGCACTTTGGAACGCCAAGGCA 

GGTGGATCACGAGCTCAAGAGATTGAGACCAGCCTGGCCAACATGGTGAA 

ACCCTGTCTCTACTAAAAACACAAAAATTAGCCCGGCGTGGTGGCGGGCG 

CCTGTAGTCCCAGCTACTCCCGCAGGGAAAAATATGGGCATAAAAAGGTG 
CCT 

>Sequence 2445 

TTTTGACTTTGGGGTGCTTTGCGGCCTCCAGAACAGAAGTCTATCAAGAC 
TGGTGCCTTAAAGGAATCTGTCCACGCTTCGGGTAGAGGCAGTTTGCATA 
TAGGACCTCTTATCTCTTCTCTTAGTCTACAAGATTTCAGCACTTAGGAC 
ATTCTGTTGCGTCGTACCGTGTCTATATGAAATCTTTATCCGGTATTTTG 



Page 371 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GCCACTCACATGTACTGAGTGATATCTCCTAGTTATAATCAAGTGTATTT 

AAAGGCCACTATTTATGGCCCTCTACCTATTAAATCGCGAAAAGGCCTCG 

CTCCTATTTCA AGAG IT l"C ITCCCTCTTG AAGAA AG AATG A ATATTTGTG 

CTTTTTGGTGAAACTAGCTACACCTTCATATGAAAATATAGCGATCACAC 

GTGTTACAACTTGTAAGATTATACGGCCTCACTCCTATTTGCATCTTATC 

AAGATACGCAGTACTCTTAGACATCA 

>Scquence 2446 

AGGTACTAAACAAAACTAAAAATAAAAAGTCAAAAATTGGAGATGAAATG 

TATGTTTTGAAACACATTATTTTGGATCTTAAAAGATTTCCATGATATTT 

TTTGAAGGTGTAATATTAAAATGATGTCTCTGTTTTCTGTCTCATTCCAA 

AGAACCATAAAAAAGCAAATTAAAACAGTGATGAAACAAAACGCTTACAG 

GTTTGTATCTCAGTGCATCTCTGTAGGATCCAAACAAAGCAGCCTGTGCT 

CTAAGAAAGGCCCTAGCTACTCCATCACCCGTAGCTGTAGACTGCTTCTT 

CAGTTTATTTTTCAAGGCCCCCGCGTACCTGCCCG 

>Sequence 2447 

ccgggcaggtacgcgggagaaaccgtctgaactatcctacccgccatcat 

cctagtcctcatcck:cctcccatccctacgcatcctttacataacagact 

aggtcaaacgatccctcccttaccattcaaatcaaattggtccaccaaat 

gggtactgaaattctaatataattctaaaatattatcccacctgcagcct 

tgatatgaagtggttattcttgattgcaaaattattggttgaataagtgg 

gcgacccttcttctaaacttggggcataaaaataatccctttggaccaag 

ccn r r n " n aatactgggtcccttcttccaaaggta atg ttt n aaggt 

CCTCCl 111 1 AAGCCTTTACTTGTTGGCC AAC AATGTTTCTTGGGTAGGG 

GAAACCTTGAAGAGGATTGGGAATTTTTAAGGCTTGGCTTTCTGGGGGTG 

GCCTTGGCATTCCCAAAAGTTTAGGTTrGGGTGGGGGGTGGCCCTTTTCT 

TTGGCTTTACCCCTTTCGGAT 

>Sequence 2448 

CCGGGCAGGTACGCGGGGGCGGCTTCTTAGCTTTACGATGGCAACAAGTA 

TGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGG 

AAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGC 

CAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGGTG 

AGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCTCA 

CAGGAACACTTCTGTGAAGAAAAAGAAAGAAAAAATGACCTAGCTTTCAA 

AAAAAAGCCATAGAATGGAAAAGAAAAAAAAAAGAGGCCTGTAAATCCCT 

ATTGTATGAAGGAAAAATAATGAGAGGGTTCCCTTTGGGGCCGCTTCTAA 

GAAACTAAGGGGGGGATCCG 

>Sequence 2449 

AGGTACTTACCTACACAAGTTTrACTATCTTGGAATGTTCTAGAATTCCA 

GTTAATAAGGTGAAAGTGATAAACATGGCTCCATTTAGTTGTTATCTCTA 

AATGATTTAGAGAAGTGTTTGCCAAATTATAATGTGCATATGAATCACCC 

GGAGATGTTGTTAAAATTCAGGTTCTGATTCAAAAGGCCTAGGGTGGGGT 

CTGAGATTCTGTGTTACTAACAAGTTGCTAACTGAGGCTGATGTTGCTGG 

TTCCCAGATCACACTTTGTTTAGTAAGGATAAGGGCAGGTTTCCAATCTT 

GGCTGCAATTAGAATCACTTGGGAAAATTAAAAACATCTATATCTGGGTC 

CCATCCTACCCCCCAGAGATTTGTCTTTAATTAAGTGGAATGTGGCCGGG 

TATCAGGATTTTAAAGAAGCTCTCCAGCTGATTNTGGCGTTCAGCTCACG 

TTGAACATGACTGAGTAGAGAATGGACCCTTGAAGATGAAA 

>Sequence 2450 

AGGTACTCTCCCAGTGACATGCTTCTTGACCACAATGGATGAACTGTGCC 

CAGCATGCCCACTTTCCAATGCTGCACTGATCCCCATGTTTTGTTTCTGA 

AGGACAACCAGCCTTGGAATAATGGCAAATACCTTCTTAAGTTCCTACAA 

AGTATGGTCCCTGGGAAGTTTATGTCTGTAAGTCAAACCTTGGGAAGTAA 

CTGAGTTTTGATGCCTCTTCCAGCATCATCAGCATCATGCTATTACAATC 

CCAAACCATGGGTGGTTTCTCACAGCTTTACACCAAAGGGCATCACTATC 

CCTCAAAGAGAGAAACCTGGACACTTAACTTTGTCCTGTAAATATATTTA 

TTATTTTTTTATGTATACATTGTTATATTTATTTTATTTAAATTTCTTAA 
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TAG 

>Sequence 245 1 

AGGACTTTNT f 1 1 11 ll'lTi 1 1 11 1 1TIT1TACTGCAACAACCTAACAGG 

AAAACTAATCAGAGATCATGAGGAGAGTGGTATATCAGTCAGGGACTAAT 

CAGGAACATAATCCACTTGAGAATTTAAAATAAGAGGGCTTAGGCTGGGG 

AGTTGGTGACAGCATAATGGGAAATCTACAAAGCAAACAGGAATAGGGAG 

ACAACCCAGAGCCCATCTAGGCTGGCAGAGTCATCATCTCTAGGCTGGAA 

GGTCAAAAAAAGGTGGTGTTAGTGGAGCCAGGAGGTGCACAGTCTCCCAG 

GGGAAGCTGGAGCTAGGGTGTACCTGCCCG 

>Sequence 2452 

CCGGGCAGGTACATGTGTCCTTXnTATCAGTTTGGTTTGTTTGGTTTTGA 

AAAAGTAG G1 "i I I 1 T I ' 1 T I AGTATGTGATG AGCTTATTCTTAAGTG AATT 

AATAAATACTTTTTAGTATCTGTTTTATTCTAACAGTATGAGTGTTGGTA 

GTTATATTCCAAATAAACAAAAACTCTTAGAGTCCTCAGTAATTTTTAAG 

ACTGTAAAGGGGTCCTGAAAATGATTAAATGTTTGAGAATAACTCCCTCA 

GAAC ATTGT TCTTCAACCCTAATCAAACCCAGCACGGCATTTATATAAAA 

AATGATrTTATAATGTCCCATTTGCTAATCCTGAAATAAAATACATAGGT 

AATAGAATGACTTAGCAATTTCAAAATATCAATGGAGGAATACTAGTGTT 

TGGAGACCTAACTATACAGGAQAAATAAAAGGAAAGTCATTTTTTATAAC 

ATTATGCATGCATGTATAAAGCACTCAGATCTGATGACATTGGGAGACAC 

GGTGGCATAGCCAGATCCTTACACCTGTTTGTGGACTCACCATGAATACA 

GCAGTGACAAAGCAAAACCCCACCGCTATAACTGATAGGAATTTCATTGG 

TCTTGGTGATGTCATTTTCTAGAATGGTAAGACAATCTTGGTAAAGTTAA 

ATGAACCAAATAAAATTGCCCAATCAGATACACAGTAGTGCTTGTTCTGG 

AAAGTCAATGCCTCATAAACTATACAAAAATTCTTTCAAACTTTCCAAAT 

TTTTAAAGCGGAATTCATTTTGGGTTAAGTGACAGGGATTGTATTGGTGC 

TGGTGGTTACTTACATAAAACGAAAGAGAG 

>Sequence 2453 

AGGTACGCCACAAGGCATTTAATGCCCACAGTAACAGGGCTGTTTGACAG 

TGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGA 

AGCACAAAG TTTGGT CTGTTGCGTAATTGAATTTTTAACACTCTTATCCA 

CAAC AAAC ACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTA 

CAGATTTTCAAACAGGCAGGTATCAACATTTACATTGTAATTCAATAGAC 

GCTACTACTACAAAGGAGCTTTATTCTTCCAACTTAATATGGTTGCTGCG 

GGAACACTGCAGGATGAAACTGACTTTTTTTGTGGTAATGTTTCTCCTGG 

TTGGGAACAACGCANATTAGCAAAGGCGTAAT 

>Sequence 2454 

CCGGGC AGGTACTTTNT T 1 1 1 1 i 1 1'l T ri'l Tt ATGCTAGGGGCTTTTTCC 

CCTAGGATTTCTCCAATGAACACAAAATGCTTTTGTAAAAAAGAAAACAT 

GATAAAACACATTGAAAAAAAAGAAAAGTGGTGAAAATGTCAATGAAATT 

CTGGTTTGTAGAACCATCAAAACTTGGAAAAGTTTAATAAGACCACCAGG 

AAGAAGAAGAAGGGCAAGTTTCCAAACTGATTTCACAGGGCCAGGAGGGC 

AGGCCACTGATATAGGTAAACCATGGAAGCACAATCAGTCCCATCTCATG 

GATATTCTACCTGGGGCTTTTACTTTGCGTGGCTCAGAAGCATCTGAGTA 

TTAGACCAACAGAAAGATAACTCCAGAAGAAAGATGTAATAGTGTCATAT 

TTGTGTAATTGATTGATCTAAGACTTGGTTGATGAAAAATCACCTGGGAC 

AACAGCAAGAAGAGTTGCGTTCCAACCCACCGAAGTCCTGCTGCTTTCTG 

AGCTGCAAGTATCATATCTCTTGCTTTTGATTTTAAACTTAATTGTTAAA 

TATCTGCAAAAATATTAAGATGCTTAAAGCCAGTTAACTTATAAAAAGTA 

CCTTGGGCGGTC 

>Sequence 3364 

AGGTA CATGG TTCTTCCTCAAAAAGTGGTAATTCCTTAATGTGTTTCTTT 

TTACCCTTTTTCTTCTTCTTGGAAAGGGGATTTTAAGTAAAGAACTGAAG 

TAATGGAAAGAGTAAGCTAGAAGAATATCTGGGGAAAAGCACCCAGACAC 

ATGGAACTGCTAAGTGCAGAGGTGTCCCTGGAATCTTTTAAGCAGTAGGG 

TAGGTAAGGAATAGCAACAAGTTCAGTGTGGCTGAAACAGAGCAAAGGAC 
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ATTANGAAACAGAAGTTTAAGCCGGAGAGGTAACATGCCAGATGGTTTAC 

TGCCTTTCAGTTATTAGGAGGAACTCTGGCACATACTCAGAGTGAAATGG 

GAGGCAATCAGAAGGGCTGGGGCAGAGGAATGACACAATTTGACTTTATG 

TTTAAATACATNCACTGAGTTAAGAATNGACANAAGGGGAAGTTTTTAAA 

AACCAGGACTATCAATTCCAAGTCTATGACACTCATCTAGACTACAGATG 

ACGGTGGCTCAGATGTACCTGCCCG 

>Sequence 3365 

CCGCKjCAGGTACGCGGTGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCTGCAGGAAAATGA 

GTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAAC 

ATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAG 

CAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCT 

TGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGA 

GCCAAGAAGCCGACTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCT 

AGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGA 

AGTATATGTNTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCA 

AGTCCAGCCAAGAAAGTGCCTCAATTACTACATACCAATTAATATTATTA 

TATAGGCTNCTTTCAGAAACCCCTGTTTCAATTAGGAGATAAGAATCCTG 

GAACACATAACACCCTTCACTTAGTTTTAGTATACAAATATTGGGAAATA 

GGTTGGTATTAACTATCTTCATCCAGAAAGCCAAATCATGTTGGTTCTAA 

AIT i "i "1 ATAATTAATTGCC A AATG A AG AACCTAAC ACCATCCTAG ATTTT 

ACTGCCCAANGAAAAAAAAATAAANAAAAGGGCCCTGGCCCTCTAAACTA 

AGGAATCCCGGGCCGGAGAATTCATTTAAACTTATTATCCCGGCACCCTA 

GGGGGGGCCCGGACCAATT 

>Sequence 3366 

CCGGGCAGGTACGCGGNGGGAGACCATTGCTCTATAGCAAGACCAGACTT 

TGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAATGAGGATGAAGA 

CCTTTGTAATGANCCTTTTCCCACATAATGAATAGCCATTGGAGACACAC 

TTCTGAACACCACCACTGGAAAATCACACATGCTGAAATGGGAGAGTTCC 

CTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTCATCTGTTCAGCT 

GGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTATGCAGACAGAAGG 

TGCAGGAACTGGGGTGAGTACCT 

>Scqucnce 3367 

NGACTAATACGTACTACTATATGGCGAATNGGAGCTTCACCGCGGTGGCT 

GCCGCCCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACTCAG 

GCACACACTCAGACACACACACACACATAAACACACAGAGTTCACTAGTC 

CGAGTTACTGATTTTCTTAGGATTCTCAAAGTGACAACACCGAAACAAGG 

TAATTCATGTTAAAACACAAGGGTTATATCAGTAAGAGATGGGATCCCCG 

AAGTAAACCGTGGAATTTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAAT 

TGGAGTTTCAACATTCACCTTCTTGAATCCTTAAGAAATACAGAAGTTCA 

AAATAGAAAACATTACAGTTTCAAGATACAAAAGTAGAAACATCTGAGAT 

TAAGCCTACATTTTTAAAAAAAGATATTGAAAATTACTGTGCTTGTAATA 

CCAGCTTTTCAAACATCAATACCAGTATTGGCATTACCTAGATCAAATCN 

TTTCATCAAAGTTGAAAAAATAAAGCATTGGGGATAGAAAGACCATCAAA 

ATGTCCAATATTGAAATATTGGTCTTTGCATAGTTCCATTTAAAAATTTA 

CCTGCTCTCAATGGTTGGTCATTTCTTCAATTCCAAGGCTTNTATTTGGA 

AAAAGACT>rrTTGCATTTCAATTGGCAGGGCTCGAAAGGCAGATGGCTCT 

CTCGGGGAAGGCTCTTAAAAAGCCAAAATAGATTTAATTATCAATCATTA 

AGTAAATATGACAAGCCCGGCACCAATGAAATGCCGCGATAGAATCTAAC 

TGACTCCTTTTGTTCCATTGGAAGAATGAATCTTTAGAATTGAAAGTTTT 

CTTTTGTTTGTTTAGGACCCCCCCACGACAAGATTCCCTGAAGAAATTTA 

ATTCCGGTTTTCAGATAATC(nTTAGACTTTAGAGACGAAATGTTTT 

>Sequence 3368 

CGAGCGGCCGCCCGGGCAGGTACGCGGGGGACGCTGGGAGGAGATGCTGC 
CACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAAC 
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TATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 

TGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCA 

ACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCT 

TGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTC 

AATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTC 

ATTTACTACATACCAATTATATTATTATATAGGCCTCTTTTCAGAAACCC 

ATGTTCAAATAAGAGAATAGATACTGAAACACATAACACCTTCACTAGTT 

TTTAGTATACAAATATTGAGAAATAGGTTGTTAATAACTATCTCAATCAA 

GAAATGCCGAATCATGGTGGTTCTAATTTTTTATATATAAATTGACAAAA 

TGGAGAAACTTAACACCATTCTAGATTTTAACTGCCCAAAGANAAANNAN 

AA ANNN AA GGGGGGG ANGG ACCTCGGCCGTTTTTA 

>Sequence 3369 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCGTCTGAGAGGACCAAAGAG 

AGTGACCAGCAAGCAhmTriTGCAAGGCTGAGGAGCTGACAGCTTCATG 

AAAGGCTGGACCACCCAGTGGTGAGAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCC 

>Sequcncc 3370 

AGGTACTTTGCCAAGCAGTAAAGGATCCAGGAGATAGCACTGGATGTGGT 

GTCATGTCCTGCAAACATGAACGTTTTCACTTCAGCCTGGAGATCTGCTT 

CAGAGAAATCTTT GGTG TTTTCGCTTTTGGCACTCAAAAGTATGTCCAGA 

AAATCCCAGCGCCTTTTCTGAGTAGTATXnTGTTTTAGCTTATCCTTAAG 

AGACTCCTTCCGGTCCTGGATTACTTTCTCTGTGAACTGATGAAGTTCTT 

GGTTAAATTTAGAAAAGATTTGGCCTTGAGAGCTGAATTTGAAAACCAGG 

TCGTTGTGATGTAGAAAATTGTTCATGCGCTGGTTGGAGATTTTGCTAAG 

GTTGAACACTGCTTTCAGGTATGAGTCCAGGGTACCTGCCCGGGCGGCCG 

CTC 

>Sequence 3371 

CCGGGCAGGTACCTGAGTAGTCTGTAACCAAAATAATTCATTTGGCACAT 

TTAAGGCATCTGCCCAATAAAATACCTTGTGAATAAATTCTTTAGGAATT 

ATGAATACTACAAGGAGAAAAATGACAGAAAGAAGCTGACTTGGGGGGAA 

TGGGAGTTGTTTTTAATAACCTTTTTACCACCCTAGACTTCTGGCCAATC 

AAATTGAATCATACCTTGGGAAGGGAAACTGCCTGATGCAGCAGCTGAGC 

CAAAGTCAGCAAATCCTCCGAATAAATCAGCTGATCCTCCTAGAAGTTAA 

GAAAAAGTTAAAACTGTTAGAACTAGAGAAAAATTGTAAATAATTTCTGG 

AGGCCATTTTAGTGCCACACAAAAAGTACCT 

>Scquence 3372 

TTCTCTTACTGATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATATTTTCAATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATT 

CCAACTAAAGCCTTAAAATTGATGGACATGCAAACTTTCAAAGCAGAGCC 

TCCCGAGAAGCC 

>Sequence 3373 

AGGTACTCACCCCAGTTCCTGCACCTTCTGTCTGCATACTCCTTGTCTCA 

TAAGGGGTTTGAGTATGCACTCCAGCTGAACAGATGAGCCACACTCCTGT 

CACATATCCTGCAAGGGGGTCAGGGAACTCTCCCATTTCAGCATGTGTGA 
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TTTTCCAGTGGTGGTGTTCAGAAGTGTGTCTCCCAATGGCTATTCATTAT 

GTGGGAAAAGGTCATTACAAAGGTCTTCATCCTCATTATATTCACGTTGA 

GTAGGCTGAGAGGAGGAAGGGCAAAGTCTGGTCTTGCTATAGAGCAATGG 

TCTCCCCCCGCGTACCTGCCCG 

>Sequence 3374 

CCGGGCAGGTACTTGGCCACTTTCCTGAGCCAAGCACTTCATTATCTTCT 

TGTCCTGTGAGTCCTAATAGATATATTTAGAAACACTTCTATGAAATATG 

GAATCCACKjCTTAACCAGCTGTTTGAAATCACAACCCACAACCACTTTGC 

TGGTGTGTGCTCACACACACAGACACACTGACACATGCTTGCTATACATA 

C ATAC AC AC AGTTTCC ATC ITrrTTTTTI 1 1 1 1 1 1 GAGACAG AGTCTTGC 

TCTTTCGCCCAGGCTGGAGTACACTTGGCTCACTGCAACCTCTGCCTCCC 

AGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAG 

GCACGTGCCACTACACCCGGCTAATTTTTGTATTTTTAGTAGAGACTGAG 

TTTTGCCGTGT 

>Sequence 3375 

CCGGGCAGGTACGCGGGCTTCCACCATGTGAGGACACAGCAAGAAGGGGC 

TGACTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTG 

GACrrCTCAGCCTCCAGAACTGTGAGAAAGAGATTTCTATATTTATAGAG 

CCCACCCAGTAGAATGGTACCTTTGTTACCAGCAGCCTGAAAGGACTAAG 

ACACCGACCTAGTCTCCCTGATGAAAAAGTTTCTCTCAGACTTCTACCCT 

TTCCAATGTGGCCAAAGCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAA 

CGCTCATTGTGTCGTTTGGCTTTCCCCGTCTCTGCTTGACACATGAACCA 

AAACAGAGGCAGCCAAAGCAGGGAAAAAAAAATCCTAGGATCAGAGTCCA 

CTCTATGCCCTTTTGAGCTTCAAAAGGAGAAAGAGACAAAAGCCAAAAGC 

AATGGAGGTCAAGCTGCCCGGTACATGTTTCrTTACGCCTGACCTCCTGA 

TGGACTCACTAGATAAAATGCTCCTTCTTGTAGCCAGCAAGCAAATGAGT 

ACTTTTTTATGGCTTACATCTGTGCCTGGTCGGCCATCAAGTCTGGGTGG 

CCACTGTTGAGATTTGGGGCTGTTTCCTGCAACTGATCTCTGCTACAGAT 

AAGCnTCCCTTCTGAGGCCAAAGCCCTTGTTAACGTTAGAGCTCTATGAT 

GATGCAAACCTTAAAAGCGATCAACTAACATAACAAAAACCTCCCCAGAA 

CCAGACCCGGTTTTTTACCAAAACCCTTCCGTGGG 

>Sequence 3376 

CCGGGCAGGTACXjCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGTACG 

AGATGCTGACACCTAGGTTACTTGTAGGACCCTATACTGTAAAGTCCTTT 

GCCAGGAACTATTTATAAACATCCTGCGGAAAATGAGTCTATATGTCAGA 

ATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAA 

ACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGT 

TTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCC 

AGAGAGCTTGCGCACCTTCTTTCTGCCATGTGAGGAGCCAAGAAGCCGGC 

TGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCAT 

CCTCATCTTGGCITrCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTG 

GTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGAC 

AGTGCCTCATTTACTACATACCATNTATATTATTATATAGGCTCCTTTCA 

GAAACCCATGTTCAAATAGAGATAAGATACTGAACACATAACACCTTCAC 

TAGTTTTAGTATACAATATCGAGAATAGTTCGTATTACTATCTATCAAGA 

ATCAGATCATGTGTTCTATNTTATTATATGACAATGAGAACTACACATCT 

AATTACTGCCAAAAAAAAAAAAAAAAAATCTG 

>Sequence 3377 

AGGTACGCGGGGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCATCC 

TTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGAGAAAGCGACATC 

TGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGGAAATTACGAGTC 

CTGCAAAAGAAACATCTGAGAAATTTACGTGGCCAGCAAAAGGAAGACCT 

AGGAAGATCGCATGGGAGAAAAAAGAAGACACACCTAGGGAAATTATGAG 

TCCCGCAAAAGAAACATCTGAGAAATTTACGTGGGCAGCAAAAGGAAGAC 

CTAGGAAGATCGCATGGGAGAAAAAAGAAACACCTGTAAAGACTGGATGC 

GTGGCAAGAGTAACATCTAATAAAACTTAAAG 
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>Sequence3378 

AGGAOTI rTTTTTTTTTCI rTTTTTTTTTTTTGOATTGTTGATCACACC 

TTTATCTTGCTTAATATGTGTCCAGATTCACAAAAATATCTACATCCTTC 

TGATGTATCATTTTAGGGTATGATCTCAGTAATCAGGCAGTGAATTTTCT 

ATAGATTTGTAGGAAGTCTAGGACAAGATGCATATTGTTGGCATGCTGTA 

TACTTCAGAATGCTTAGTTTATTAATCAACAAAGGAGTCATATCTTTTTG 

TCAC TAA TGTCCTCAAA ACAATCCCAACCAATCTTACCGCTAAAATTGTA 

TTTTATTATTTTA 11 111 ATTTTTT ACTTTGTA AGC A ATCAAAG AC AAT A 

TGTATCTTATATAGTATAAGGTTTTTTATCTGTAAACTAA 

>Sequence 3379 

AGGTACGCGGGGGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTAT 

AAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTCnrnTGAGCTATTT 

ACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAA 

CATATTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTAAC 

CAGGAACCCTC TCTT GGGGTGTGGATCGAGACCCCTTTCTGGTAACGAGA 

GCACAGCTTGGTTTT ATACA TTTTAAGGAGACATGAGACATCAATCAACG 

TATATAAGATGAACATTTTGATCTGAAAAGGCCTTTTTAA 

>Sequence 3380 

AGGTACTTTTTTrTTTTI i 1 ITl'll'ITl GCCTGGAGAGAGAGAGATGTTT 

TATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCA 

CCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCT* 

GTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACA 

ATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGT 

TTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGAC 

CTGCACTTAGTGGGTGCCATTTCGCTGTCTCAGGTGCCTGCTCTACTGGT 

G AT ATTTTTC ACTGGCTCTGTTGCTC ACTTTA AAATT 

>Sequence 338 1 

AGGTACACCCCCTTTTTACCITGGACAGTTTTCAGAGAGAAGCCATAGCT 

GCCTCCTTCCTTCACGAGATAGCAGAGCCGGGGCTGGGTCCAAGTTTGCA 

CACCTCCATTCATCACAGGGGAAAGTATATTATCACTCAAACCTTGCTCC 

TTCrGACTTTGACCCAACTCTTTCAAGTCCACCCGTGTTTTCACTGCTTT 

CTCATAGGAATCCCCATCCAGAACTAGTAAAGTCACTGGATTCCCACTCT 

TTCTGACCAGATCCACAACCTGCATATGTTCTTCTTTGTCCACAAAGACA 

CCATTGATCCTAAGAACTCTGTCTCCATCTTGAAGGCCAGCCTTCTCTGC 

TGGGCTACACTTCTCAACCACCCGGACCAGGTGGCCCTCGGTGTCCTTCT 

T 

>Sequence 3382 

AGGTACAATGCCAGGAAGATGAATGTGCGTTAATGTTGCTGGAACATGGC 

ACTGATCCAAACATTCCAGATGAGTATGGAAATACCACTCTACACTACGC 

TATCTACAATGAAGATAAATTAATGGCCAAAGCACTGCTCTTAJ'ACGGTG 

CTGATATCGAATCAAAAAACAAGCATGGTCCTCACACCACTGCTACTTGG 

TGTACCTGCCCG 

>Sequcnce 3383 

CCGGGC AGGTACCACCACGCCTAGATAACTTTTTGTAT T 111 AATAGAG A 

CAGAGTTTCACCACGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGT 

GATCTGCCTGCCTGGGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCA 

GCACACCTGGCCGTTAAACTAGTTATTTTAATCATGCTACACAAAGAAGA 

CATTTCTCCAAAGGAAATATATAAAGGGAAACACTGTTGAAATAAATGGA 

AAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAACAAGTGGAAATTG 

TAGAACTGAAAATACAATAACAAAATTTACTGGAAGGTCTCAACACAATG 

AAGATGACTGAGGGAAGAGTCAGTAAATTTGAAG 

>Sequence 3384 

CCGGGCAGGTACGCGGGGTCAGTTACATGAAAATCCCCTTTGGTCACTGA 
GATCCAAACCTTGCCGGTGTGTCATTGAGCCAGGTCAAGTCTTCGATATG 
ACTGTGCTCCTACCCTCAACCCAGCCTTTGGCGTTTGTGCCTTAGTGACT 
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GCAGAAGCCTCTTAGTCTTCCCATCTCCACCTTGCTCTATACC CCTG CCT 

TGACCCTAGCTGGCCAATAGTAAAAATCCCCTCCCAAAATATTTTTAAGT 

AAACAAACAAACAATACAAAATAACGTTTAAAAAAAAAAAAAAAAAAAAA 

AGTCCCT 

>Sequencc 3385 

CCGGGCAGGTACTCACAGTTGAGATAGGATTAAACCCCAATTTCAAAGCC 
CCTTACAGAGTTCCACTTACCAGGTTATTTCAGCCGGCAACCAGGAACTA 
GACTGAATGCAATCCTCCCACATCCAAGGTCCCCCGCGTACCT 
>Sequence 3386 

CCGGGCAGGTACACTAACTGCAGTGCCTCATTTCCTAATTTCCATATAAG 
CTGCCCCTCTGACCTAGAGCATCTTTGTTTTCCACCTACCATAACCTTTA 
AAGCAAGGGTCCCTAACCCCCGGGGCCACAGACCCTGTTAGGAACCAGGT 
TGCACAGCAGGAAGTAAGTGGTGGGCAAGTGAGCATTCCCGCGTACCT 
>Sequence 3387 

CCGGGCAGGTACCGGGCAGCTTGACCTCCATTGCTTTTGGCTTTTGTCTC 

TTTCTCCTTTTGAAGCTCAAAAGGGCATAGAGTGGACTCTGATCCTAGGA 

TTTTI I T n CCCTGCmGGCTGCCTCTGTTTTGGTTCATGTGTCAAGCA 

GAGACGGGGAAAGCCAAACGACACAATGAGTGTTCTCAGAAAGGAAACTT 

CITCGGAATGAAAAGCTTTGGCCACATTGGAAAGGGTAGAAGTCTGAGAG 

AAACTTTTTCATCAGGGAGACTTAGGTCGGTGTCTTAGTCCTTTCAGGCT 

CGCTGTAACAAAGTAACCTCGGC 

>Sequence 3388 

AGGTACGCGGGGACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCT 

TTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATATGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGAC 

>Sequence 3389 

AGGTACGCGGGGACTGTGGGCTGGAATCCTAGCACCCCAACCTGCTAGAT 

GTAAGGC ACTTACCn" I" PI 1 CTTCCTCAGGTTCXnTTGAACAGTGTCG AG 

CACACAGGCTTAGCTCCATTATGGTTACTTTGGGAATAGCCTCTCGACTC 

AAATTGGGAATAAGAAATGTCACTGTTAAAGAAATCCCTAAAAAAAAAAA 

AAAAATCAAAAAAACAAAGGTCCCCTGCCCGGGCGGCCTGCTCTAGAAAC 

TAGGTGGATCCCCCCGGCGCTGCGAGGAATTTCGATTATCAAGCCT TATT 

CGATACCCCGTCGACCTTCGAGGGGGGGGTCTCCGGTACCCCAGGCTTTT 

TGTTTCCCTTTTAGTGGAGGGGTTAAATTTGCGCGCTTGGGCCGTAATCA 

ATGGGTCATAGGCCTGTTTTTCCTTG 

>Sequence 3390 

AGGTACTTGCAGGCTACGAGAGGTGATTTGCAGCATGCTTCAGAGACAAC 

CATGCTGAATCATTCGTAGATGTCAAAAGTGTTAGAACTGACATGGATCT 

TAGAAGCCACCTGGCTTTCACCACCCATTTTCTCCTGCTTCCCAATGTCC 

CGGGAACACACGGCACTTAGGAGGGGACTGTAAAAGCAGTAGCTCCCAAT 

TATAACACCAGTCTCCCAGTTTGGAACTTTGAGGTTAGGTAACTCCAAAC 

TTAGCCTACCCTTGACACTCCCCTCTACCCATTCTCTATTCAAACCTCAA 

ATCCCGCGTACCTGCCCG 

>Sequence 3391 

CCGGGCAGGTACGCGGGGAGTCAACACACCCGTGGGTAATTAACCTGGTC 

ATCCCCACCCTGGAGAGCCATCCTGCCCATGGGTGATCAAAGAAGGAACA 

TCTGCAGGAACACCTGATGAGGCTGCACCCTTGGCGGAAAGAACACCTGA 

CACAGCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCACCCTTGG 

TGGAAAGAACACCTGACACGGCTGAAAGCTTGGTGGAAAAAACACCTGAT 

GAGGCTGCATCCTTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGA 

GAAAGCGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGG 
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AAATTACGAGTCCTGCAAAAGAAACAT 
>Sequence 3392 

CGGGCAGGTACTCGGGTGACCCAAGGAGGACCATTTTAAACTTCTAAGTT 

TTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCTCTTTTACCCTA 

CTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGTTGGAACATTTG 

GTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTCAAGTAGGTAAA 

AATGGAGCACATACAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 3393 

aggtacti rrn nrnn 1 1 ri riiiiiUMCCTGTTTTTGTTAAAGcrr 

TATTTGGTGACACTCCCTCCCAAGACCAACAGAATTGGGGAAAGGTCCCA 

AAGAGAGGAATCCAACTTTTAAAAACGGCCTCATTCCATACCTGAGTCAG 

GCTGCTCTCTGGCTCGCTCGCTCTCCTCTCTAACAAGAGTTATGTGTTCT 

TTCTGTTCTAGTATCAAAAAAGGTGATAACAAGGGAGTCATTTACAAGCC 

AGCCACCAAGATGGAGACTGAGGCCCACGCTTGAGGTCCCCGGAACTCCC 

GGGCACATCCAGGAAGGACCTTGTTTTGGACCCTACACACTTTGGGTTTT 

TTTGGAACTTTGCGAACCCCTTAAGGGTGTTTTTTGTAAACTCAAATC 

>Sequence 3394 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTrCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCATAAGCTCACTGTGGCTGCACATCTGA 

>Sequencc 3395 

CCGGGCAGGTACGTAATGAAAATTGAGGTTCATTCTATGAAAAAATCTCC 

CCTTCTCCCCTTCCCTTATTGCCTGTCTTGGCAATGGCCAGTAGAGTAGT 

TATTTAAGGGATTTTGTTTTTTTGTTTTTTTG 1 I I 1 1 ITIT GGTAGGGGA 

GGTGGGGAATTTCTGGGTTTGTCT \ \ 1 1 1 I I AATGTATATAAAAGTTTGC 

TAGTTGTTGTTATTGTTGTTCriTCACTCTCAACACAGTTTTTTG 

AGTTGTAGGAATCAAATTGTAATGAGGGGACCCATTACCCGAAAAGTGTG 

G AAA AAA l 1 1 1 n 1 GCCTTCCTTAAAAAGCCTGTTTTTCCCCTTTCTAGT 

ATTTTTGTTGGACCCTTTACGGGGCTTTGGGGTTTTTGGGTTTTTTTGGC 

TTTTTAAAGG 

>Sequence 3396 

TGGGGGAGCCGTATCACTACTATAGGGCAATTGGAGCTCACCGCGGTGGC 

CGGCCGCCCGGGCAGGTACAAAAATCCCCAGAGCCACATAGACGGGGGTG 

GTAGTGCGAACCATAGCAATATTGGCATAGGTGCCAATCTGTAGCTCTTC 

CAGAGACTTGGACATGAACTCTGGCTTGGGGAACTCAGTGATAAACAATT 

TGAGGAACTTCAGAATGCGCTTGTGGGTGAGGATGTACATGCCGGCTTCC 

CTTAAGTTGATTAGATGGGAAACCAAACACCGTCTTTCAAGTGTGAGGCT 

GTGCCATGCTCCCTCAGGGAGGAGGGGCGCTGGGTCTGACCAGGTCTGCC 

TCTGCCCTCACCAGCTGGCAGACGTGAACTGGAGAACAGCACCAGAAAGG 

CTGGTGGTTGGCAGCTGCTCACGACACAGTTGCTGACCTGCAGCAGATCG 

>Sequence 3397 

CCGGGCAGGTACCTCAGTTGTAAATGCAGAAATCAGCCATCTTCTGTGTC 

AATCATGGTGGGAGCTGCAGACCGGAGCTGGAACTATTCAGCCATCTTGG 

AACGGGAGCCCTCTAGGTGATATATTTTGAAGTCAGAAATGGAAAATGTT 

GTCCAGAGTTCAGGGGAAGAGGATATTGGGTTCTTTTCTCTGAGGTCACT 

GTTTCAAAACGTTACAGAAGAAAAGGCTAATATTGCTTCAGCCCTTGCCC 

AGATCCCACAGAAGGTCAGTAAAACCTCCATTCCTGATAAGCAGCTATTC 

ACATAGTGAGAAAGTATGGCTTTTGCCCTACTCAGTCTTGCTGTTATTGG 

AAACAACTCTCTTGATTGTCGTTCGTTTATAATAAAATAGAAATAA 
>Sequence 3398 

AGGTACCAGGTGAACAATGTTTACCAGAAAGCAGTTGAGACAAGAAAATA 
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AGAGCTCAGGATGAGGGAAAAGAAAAAGATTGAGAGAATTTGTGCCCCCA 

ACCATTTCCTCAGACTCTAAGAAAGAACACGCTTCTCTCCAGGCAGGTCT 

GAAGCTCAACCTCTCTTATTGCCTCACTTCAGGTATACCTCACTTTACAC 

AATAGAATTTATAACTGGAAAGAAGTTGGGGACACATGTATTTGGTGATT 

ACATTTTAAACACATTAGGAAAAGTTGCTATTTGAACTTTTTATTGATTT 

TTGGGGGGAGTAAAGAATTATTTTGTGATGCAAATAAATATCCTTTAATT 

GATCGACTTGCCAAAATTAGAATTTGTGTGCATTAAGCTTTCTrTTATTC 

TTTTTTTAGAGAAGTTAAATATTTAGCI IT1TCI 1 1 IC1 1TGTTTATTTC 

TTTCT 

>Sequencc 3399 

AGGTACTTTACAGTTTATATGATCTCATTTGATTCTTAACATGAGCCTGT 

GAGTGAAAAATTCCTTCCCCTCTTCTACAGATTAGGACGTTGAGATTCAG 

GGAGGTTCAGAGGGATTCAGGGAAAGTCAAGTGGCACCTGGAGTCCCGTG 

GCTAATTTGAGGCCGGTAGGGGGATTCGAACCCAGGATTTGTGCTTCTTA 

TGCCTGGGCTTCTGCTCTCTGGGGCATGGTCTTCCCCCTAGCTTTCCCAT 

TCACTACTTTAGCCTAGGGGTCCTACCCTTTATTAAACTGCCAGTGCCTC 

ACTGCTTTTCTCCCCCAAAGACAAAAAAAAAGTGTTTTTGCTTTTGTTTT 

GTTTTTCATGGGCAGAGACCTGGAATTTCAGCTTGAGAATTTGTGCCATA 

TGATAAATAAATCAACAGATGGCTTTTTCCCCAAAAAAAAAAAAT 

>Sequence 3400 

GTGGCCGTCGCACCCAACTTCGTATATCGGGCGAATTGGTGCTCCACCGC 

GGCGGCGGCCGCCCGGGCAGGTACATCTGAGCCACCGCATCTGTAGTCTT 

TGTAGTGTC ATAG ACTTGGAATTGATAGTCCTGG Mill AAAAACTTCCC 

CTTTTGTCAATTCTTAACTCAGTGGATGTATTTAAAACATAAGTCAAATT 

GTGTCATTCCTCTGCCCCAGCCCTTCTGATTGCCTCCCATTTCACTCTGA 

GTATCTGCCAGAGTTCCTCCTAATAACTGAAAGGCAGTAAACCATCTGGC 

ATGTTACCTCTCCTGCTTAAACTTCTGTTTCTTATGTCTTTTGCTCTGTT 

TCAGCCACACTGAACITGTTGCTATTCCTTACCTACCCTACTGCTTAAAG 

ATTCCAGGCACACCTCTGCACTTAGCAGTTCCATGTTGTCTGGGATGCTT 

TTTCCCCAGATATTCTTCTAGCTTACTCTTTCCAT 

>Sequence 3401 

CCGGGCAGGTACTTTTGCCGATGGGGAGGGGGATACAGAGGAAGATGATT 

ACGATGACATTATTGAGCCCCTTCTCTCCCTTGACCAAGCTTCTCACTGT 

GAGCTAGGGCCTGCACCCAGCCTGGGTCAGGCCTCTCACAGTGACTCCGA 

AATGACATCACAGCGATTTTCGTCAGTTGATGAACAAGCAAAACTTCATA 

AGACTATGTCTCAAGGAGAGATTACCAAGTTGGCAGTGAGACAGAAGGCT 

TCGGATTCAGATATAAGACCTCAGAGAGCTAAGATGAGATTCTGGGCCAA 

AGGGAAACAAGGGGAGAAGAAGACTACCATAGTGAAACCTACTACCCAGT 

CAGAGGTTTCGCCACTCTTTGCAGGCACAGATGTGATTCCAGCTCATGAG 

TTTCCAGATGAATTAGCTGCATATCACC 

>Sequence 3402 . 

GTACGTAACATAATTCAGTAATATGGAGCTCACCGCGGTGGCGGCCGAGG 

TACIT T'l 1 1 1 1 1 r ri i ri l rGAGAAGACATCATTACCTGTATATGCCCCC 

TCTTCTCAGTTCCCTCAATGGACATTGGCATTGATGAGCCCATAAGTACA 

TGATAAGCCTACAAGGACAATAGTGAGTTTATATTTTTATGTAATGATTT 

TAGAACATGGGATAATATCCAAAGTGATGGAGGTAAAACTATTCACATTT 

CCATATTCCAAACTACTTCAAGAATCACTAGAGTGCAGAAGTTATAACTC 

TAAATGCTGAATGGAGAAATCATCTGTCCCAAGAACTACACCCATATGAC 

TTTCCAATAAATCTATCTCAAAAGGCCTACCATTTAACAACAACAGCAAC 

AACAAAACTTTAAAAGAACCCAAATGAAGTTTTGTATAAGTTGGGGTCTT 

TTTTTCTATACATTTTGAATGACAAAAAGCTGCTGTGAGCTA 

>Sequence 3403 

AGGTACGCGGGGAGAGCTTTTGGTTTGCTGAGGTTTGTCAGATTTTCCAG 
CTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATTC 
AGACCACATGTCCCTGTrAAATACATTAGCTTTTAAATCAATCTTTGTTC 
AAAGTCCAGTGAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTCC 
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TGAGTGAACGAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCCA 

CCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTAT 

GGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCCGGTCCGGGT 

GGTTGAGAAGTGTAGCCCAGCAGAGAAGGCTGGCCTTCAAGATGGAAACA 

GAGTTCTTAGGATCAATGGTGTCTTTGTGGACAAAGAA 

>Sequence 3404 

AGGTACAGTGGATTTGCCAGATCATAGCGAGACTGCTTCTTTAAGTGGGA 

CCCTGATACATTTCTGCTCACTGGGTGAAACCTCCCAGCCAGGCCCCCCA 

GCCATGTCCACCTGCACTTATTAGGGACAGAGCTCTGATCTCTCCCTGGG 

AAGGAGTGCCTGGGGGCAAGGAAGGGTGGCCACCTGGGTTGGTTGGATGA 

CTCAGTTCTTCCAACCAACCTCCTCCCCAACAGGGGCAGAGGCAGTTCCC 

CACCATGACACGGTTCCCCCACCACAATACAGCTCTTTTCTTGAGGCATG 

GACAGACTGCTCCTTTAAGTGATTTACTCCTTCTCGTGGATTGGTTTCTC 

CCGGCCAGGTCCTCCCAGTCGGGGCTTCCAGCCACCTGACCTGTATTCTG 

TGGGGCAGACAGAGCTCGGGTTTCTCTCTGGGAT 

>Sequence 3405 

AGGTACTTTNT T T T 1 11T1TT1 1 i 1 1T1TITGGCCTGGAGAGAGAGAGAT 

GTTTTATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACAC 

TTCACCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCA 

TTCTGTTACATGACCACAATACAATTCAGCACAGATAGATATTAACATTG 

AGACAATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATA 

AGGGTTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCTCTG 

TAGACCTGC ACTTA GTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTA 

CTGGTGATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCC 

AGCTGTTGACATTTTATTTTCTGCATAGTTCTGAA 

>Sequence 3406 

AGGTACCTTGGTTTTCAGGTTATCTGACAAAGGCAGCTTTGATTGGGACA 

TGGAGGCATGGGCAGGTTCTCCTTTCTTTGGAAACACATCCATGCTGGGA. 

TGCACAGTTCITrTCCTAAGGATTGTGTTTACTCCTGACTGCAACGTCTT 

GGCCACTGTTTGGAGCAGTTTGGGTCTGAAGGTCATTAAGGATCTGCTTG 

CATCTTGTTTCATGTCCTCCGTGACAGACTGCAGACCATGTTAGAAGAGA 

AGGAAGGTTTGTGGATCAAGAGGGTTGACATTAGGTTTGGTGAGATGAGT 

TGCTTGGCACAGATCAGCAGAACAGGACCCTGGTGATAAGGCATCTGGCT 

TTGCTAACCACTTATCATCTTCCATTATTCTCTTTCTTAACTAAGTAGAC 

CCG AAAG TGC ACTTTTG AAGTCTGGTTTA 

>Sequence 3407 

AGCGGCCGCCCGGGCAGGTACGCGGGATTGAGAGCAGGTAAATTTTTTAA 

TGGAACTATGCAAAGACCAATATTTCAATATTGGACATTTTGATGGTCCT 

TCTATCCCCAATGCTTTATTTTTTTCAACTTTGATGAAAAGATTTGA TCT 

AGATGAGATACTCCCATCAGAATCCCAAACAAAAGGACTATGAAGAAAGT 

TCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTG 

TTTACCCAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAAT 

TAGAAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATG 

AAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACATGCAAACTTT 

CAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTC 

>Sequence 3408 

GGGGAGATCGACGCTAATCTGAATNTACGGCGAATTGGTGCTCCACAGCG 
GCGGCGGCCGAGGTACTI nrTTTTTTTTTTTTTTTTTI rTTT TT GGAGGA 

CTGGGAAATAGAGGACTGGGAATTTGAGCAAATTTTGAGGAATCTTAAAT 

TGCTATTAGGACACCAATATGACGCAGCAATCAATCATTATTTTCTAGGA 

CTCTGGTTACCAAAGTTATAGACAGCGAGCCAATTCTCCATTATTTTGGC 

AAAAGATAATGCAAATTTATGTTACTGTTTGCTAGTTGATTTGATTCACT 

GCCTAAAATAAACTGATTCCTTGTGTTTTAAAAAATCCATTTTGAAGCCA 

CACACAACAAAAATCATTCAGTTAGTTGAATTTGCTTTATAATTAGACTA 

TGGGTGAAGACACCAGATATTTTAAAAAGCAATCCAAATGACTGAGTTTA 

GAAAATAAAATGAGATTACAGCACCTCTTGAGAGTGTCTGAGGAG 
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>Sequence 3409 

AGGTACCATTGTCCAGGGAGCTCTGAAAAGCATCCTATGTCGCACCCCGG 

GAGAGTTTTACCACAACACTCTGAGCTTCCTCAAGGTAAGGGCAGCTCCT 

GCCCTCCACTTTGGGAGTTTGGGAGTCAGAGAATGCCGCCCGTGGAATTA 

GGAATAATTGGTTCTCCTTTCTGGAGCCATGTTCCAATATTAGGAGACGG 

CATCGGTGTAAGCATCCACACACACGTTTCTC ACTTCCGGCCA TTCCCTC 

TGCCCCTGGTGAAAAGCTTCAAGTAATAGAGCTTTTTCTTTTTCACTCCT 

TATGCCAGAACATCACACCTACGTTCCCACTCTTCAATGAGGGGTCTATT 

TTTAATGACTTGGCT ITTC f rrTACTTAAATTTTG ATCCTTG ATTTCTCC 

TTGCCTC I " I TT'l GTAATCCAATGCTG ATCTCT 

>Sequence3410 

GCCCCATCGACGCTAATCGTATATTCGGCGAATTGTTTCTGCCCACGGCG 

GCGGCCGAGGTACATGTTCTTGGCATCCTTTCCCTCAAAGTAAACATGrT 

TAAAGCCACACAGACTTTAACACATTATACCTTAATTCCATCAACAGTGT 

CCTGAGACTGAGGATAGATAAAATACTTCAGGTCAAAGCAGAGCCTGTGG 

AATTTTAATTTAAACAATAGATGAGAAAATGTCTTTTGTTGGAAAAGAGA 

CATTCAAAAAAGATGTTAAAATATACCCTGTTTATTATGAATTATTTGGG 

AACGTAAACATTACCTTTTATCTTACAGACCAGACTGACAAGGCCACCGA 

GTATGTGCCCCACCTGCTGTGAGCCATCAGCTTGCACAGGTACCTGCCCG 

>Sequence 3411 

CCGGGCAGGTACATACAGTAAGCTTCTGCCTTCCCAGCTGCTGTCTGGTT 

AGTGGAACTAACAATTTCCTTGATGGAAATTGAATAAGGTAATCCAAAAA 

GAAGGCTCTTTTAGATGAAAAAACATGGATAGATTATTAAGCGCCAAGTT 

TTCTCTTCAACCTACTGCTCACCAGTGCTCCCTCCTCAGCTCC AAGGCTG 

TGG AGGGCTC ATG AAGTC AC AATGTTCTACTG AG AATTTAGC L" [TTTTTT 

TTTTTGGAGTGGGTATACCATTTTGTAATTCCACTTGATAATGGCATCTG 

ATTATTTGATCATGACATCATTATTTGTATACAATGCAGCAAGAATTTTG 

inrrTAATGTAGGCTmAAATGGGCTTTGATGGAACTTGGTTCCATAGA 

AGGAATCCCAGATAAGGCTTTTTAAAAGCT 

>Sequence 3412 

CGGCATGGATTCGACGCATACTACTGACTATCGGGCGAATT GGTGCT CCA 

CCGCGGCGGCGGCCGAGGTACTTTTTTTTTTTTTTTTT1 1111 TTTTTTG 

GAGGATTTTTAAATAGAGGACTGGGAATTTGAGCAAATTTTGAG GAATC T 

CAATTTGCTATTACGACACCAATATGACGCAGCAATCAATCATTATTTTC 

TAGGACTCCTGGTTACCAAAGTTATAGACAGCGAGCCAATTCTCCATTAT 

TTTGGCAAAAGATAATGCAAATTTATGTTACTGAGTGCTAGTCGATTTGA 

TTCACTGCCTAAAATAAACTGATTCCTTCTGTTTTAAAAAATCCATTTTG 

AAGTCACACCCAACAAAAATCATTCAGTTAGTTGAATTTGCTTTATAATT 

AGACTATGGGTGAAGACACCAGATATTTTAAAAAGCAATCCAAATGACTG 

AGTTTAGAAAATTAAATGAGATTACAGCACCTCTTGAGAGTGTCTG 

>Sequence 34 1 3 

ACACAGAGCTGAGGATGAAACACACCCAGAGTGGACAGAGCACATCTCCA 

CTGGTGATAGATTATACTTGTCGAGTTGGTCAAATGGCCTTTGTTTTCTC 

AAGCCTGATACCTCTGCTATTGATGACACCTGTATTCTGTCTGGGAAATA 

CTAGTGAATGTTTCCAAAACTTCAGTCAGAGCCACAAGCGTATCTTGATG 

CACTCACCACCATCAGCCATGG 

>Sequence 3414 

AGGTACATTCCAAACACTTTTTCATAGAATGGCTGTAAACATGCTCCCTA 

TTTCTGCTTGACATGTTACATCACAGTGCTCTAAAAGCTCTGTCATGCGT 

ATTATACTCTCAGCATCCTGGATAATAGAGTTCATCTCCAGTTCAAATTC 

TCCACCAACCAGCTTTATCTTGTTTCCTGCAAAATCATGGAGGTTTGGGA 

AGTTCCTTTAGACCCATTCTCGTATGGAGGTTTGTTTTCTTCTTTTTTCT 

TTCCGCGGAGACCTGCCTCCTACTCCACCATCACATGGAACCCACCACTG 

CTTCTCCGAAGCTCGCTCTCCCCGCGTACCTGCCCG 

>Sequence 3415 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 
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CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 
GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGG 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTACTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCATTAGTT 

GTCATGAGTCAGCAATA 

>Sequence 3416 

TGAATTGAGCCCTTCGAAATCGGCNAATNGGTTCTCCACCACGGTCGCGG 

CCGAGGTACACACAAAGACAAACCTCAACTTAATTTCAAGGAAAATTTAA 

ACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTC 

CATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGAT 

TTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTCGGC 

TCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCG 

TTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGC 

AATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAA 

ATCTTCAGAAACTCACTGTGGCTTGACATCTGAGCCATGTCnTCCATTA 

GGTTGTCATGAGTGAACAATAAAACCGGTATTGTGG 

>Scquencc 3417 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGACC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACATACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTrCTTACTGTGTGCTCTTTCTTGTGCATGGA 

GAGAGAGCATGAACAAGCCCTCTACTGTCCCTTTTAGAAGGGCACTAATC 

CCATAAT 

>Sequence 3418 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGCCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCT 

>Sequence 3419 

AGGTACCCTACTGGCCTATGCCGAAAGCACAGGAACTGTGAGGGTGTTTG 

ATCTCATGGGAAGTGAACTCTTTGTCATTTCCCCGGCATCTAGTTTTATA 

GGTGACTTAAGCTATGCCATTGCTGGGTTGATATTTTTAGAATATAAAGC 

AAGTGCACAGTGGTCTGCAGAACTCCTGGTCATCAATTACCGAGGAGAAC 

TTAGAAGTTACCTTGTAAGTGTTGGAACAAATCAGAGCTACCAAGAAAGT 

CACTGTTTCAGCTTCAGTAGTCATTATCCTCATGGAATCAACACAGCTGT 

TTACCACCCTGGTCACAGACTTTTACTTGTTGGTGGATGTGAAACTGCTG 

AAGTAGGCATGTCAAAAGCTTCTAGCTGTGGCCTTTCTGCCTGGAGAGTT 

CTTTTAGGATCACCGTG 

>Sequence 3420 

AGGTACTTTCACAGCAACATTTAGACTAGTGTTTGACCAACAACTGGGCA 
CCACGGTCAAGCCAAGTTGGCATATAGAATTAGCCAGCAAACTTGGTATT 
CACAATCTGTCATTATAGTCTTATCTATAAACCTAAGGTTTAGAGAAACG 
CTGGTCATTCTGAACAATTCCCTGTGAATGCAGAGATCAAGGAGCCTCCC 
CTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTTGACCTTACTG 
TTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATATAATATT 
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ACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGATGGTGAT 
GGTGT AT ATT AC V 1 TTACCAGCCCCAG ACCTGTA AG AGGTTCTC ATCTCT 
TTTGTTTAAGATTTTGTTG H ' I Mil 1AATGC 
>Sequence3421 

AGGTACGCGGGGACACGTTTCCCGTCAAGATGGCGGATACTCTCCCTTCG 

GAGTTTGATGTGATCGTAATAGGGACGGGTTTGCCTGAATCCATCACTGC 

AGCTGCATGTTCAAGAAGTGGCCGGAGAGTTCTGCATGTTGATTCAAGAA 

GCTACTATGGAGGAAACTGGGCCAGTTTTAGCTTTTCAGGACTATTGTCC 

TGGCTAAAGGAATACCAGGAAAACAGTGACATTGTAAGTGACAGTCCAGT 

GTGGCAAGACCAGATCCTTGAAAATGAAGAAGCCATTGCTCTTAGCAGGA 

AGGACAAAACTATTCAACATGTGGAAGTATTTTGTTATGCCAGTCAGGAT 

TTGCATGAAGATGTCGAAGAAGCTGGTGCGCTCGCATNTAAAACTAGTGA 

ATTAAGTACCTGCCCG 

>Sequence 3422 

CCGGGCAGGTACGCGGGTGACCCAAGGAGGACCATTTTAAACTTCTAAGT 

TTTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCTCTTTTACCCT 

ACTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGTTGGAACATTT 

GGTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTCAAGTAGGTAA 

AAATGGAGCACATACAACAAAAAAAAAAAAAAAAAAAAAAAAAAAGTTCC 

T 

>Sequence 3423 

CCGGGCTGGTACCACTCAGAAGCCTTCACTGTCAACTTCGGGGACACCGA 

ATAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGACA 

TCCTGGACTGATTCTGTAATTCTCGTATCTTrTTTCTCCCATGTTCC^ 

TATGTGCCTTTAGGTTCTTGC 111 1 1 GGG AG ATM TCTI AACTTG ATCTA 

CCTGAGGCTCAGTCCTCATCTGTTAAATGCTGATAAAAGGACCTACCACC 

TAGCGTTGCTGTGAGGTGTCAGTGAAATAAAATGTAAAATGCTTAGCACA 

GTGAACTTTAAATAAATGGTAGTTGTGGTTGCACATTTGATTTAAATTGT 

GATCCCCTGAATCGGTTCTTCTCATATATTCATAAAGGGGTCCCTTGGCC 

GCTCTAGAACTATGGGTATTCCCCCGGGCTGAGGGATTTCAATTCAACCC 

TTAG 

>Sequence 3424 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGACC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTGCATGGA 

GAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGG 

>Sequence 3425 

AGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

CAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CC A AC AGTAGA AAAACATAAG AAG AG A AA A ACATTAA AAAATG AC AAGG A 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGTTAGCCATACTGGC 

>Sequence 3426 

AGGTACTTCCATGTTAGCTGTGCATGTCCACCACGCTTTGTCTGTAACTC 

GAGTAGAAAAAGATGTTGTGTTTTAATTAATCATTCCTTACAATTCAAGA 

TGAACTCCACATACCCGCGTACCCACTGAATGTTGTTACTACATATTGAG 

AGTCATmATGCATATGCATTCTACCTTTCCTGCTTTATGAGTATTTTT 

AAGCTTTTAGTTCAAGGTTATATTCAGAAAATATTTCCCAGTATAATGAT 
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ACATCGTAGCCTAAGAAATATTTTCTCAATGTAATTCCCTTCCCAGCTAC 
CCAAATGCTACAGAGAAATGTTTTCTACTTGGCCACTATCAGGGTTCGTC 
ATCTATTGTGTTGACTATTAATGGCTTTTTGATTGGGTAAGGATT 
>Sequence 3427 

AGGTACl 1 1 111! rTTTTTTTTTTTTTTCCTATCCAGAGCCCTACTTGAT 

CAAAAACTGGTTCTTTAATCCATTGCAAATTATCAAGTAGCTTTTAATAA 

CTAACACGGCTATAAACCACCATAACTGTTCTTTTTTCCATATCAATACT 

ATTCACTTACTAAAAAAAAATCTGAGGGTATAGAATATGCTGATAACTGT 

GCTGGGTATTGGCGACACCAGGGAACAAAACAGACGAGGCCTCTGGCTCT 

TCTAATGGACAGCTGGGTGCAACTCTCTAAAAATACTACTTCATGATTTG 

ACAGGATATTTGCCAAAGTCCTTCACTACTCTACACAACTATAACAACAT 

TTTCT 

>Sequence 3428 

GCTCATACAGCTCAAACAGGAGGAAAAGCATCTCTGGGAGCAGGCAGCCT 

CATGTGTCTGATTCGCTGCTCAATTCCAGGCAAAACTACAAGAATTACTC 

CATGGAGTCAAGGACACACTTTCGAATCCAGGCAGCCACACTCCAAGCCA 

AGTCTTCCCTAGAGAACAGCAGCAGATCCATGGTCTCATCAGTGTCCTTG 

TAGCTTTGTGCAGCAGTTCCGGGCTGGAAGACAGAGACAGCTGGACAGAG 

CTCCTGAAAACATTTCAAAATACCCCCTCCCCCTGCCCTGCCCTGCCTTT 

GGGGTCCACCGGCACTTCAGTTGGATGGCACAACATAGTGTATCCGTGCC 

GAAGCCGAGCTGGCATTTTTCACCAGTGGAGCCAAGGGCCTTTGCCCAGG 

GCAGAACAGGTGGAACCCTCTGCCTGCCCTATCACACATACrGGTACCCT 

TGG 

>Sequence 3429 

AGGTACTGCACCCTCCCTACCCCCTTAAAAACCCACTAGGAAAGGAAGAA 

GGGGTGGAAACCCATTAGGAGGGAGTGAGCAGGCAGATTTGCCCTGAGAG 

TCTACACCCCTGGCCTGATGCACAGAGAACAAGGATGTCCTAGTGTGGCA 

CAAAATCTAGGGCCACCCAAAACTGCTCTCATGTTCTAAAGGTGACTGTG 

TGGGGTTTGAACCTTGGCGCCCACTGGACAGTGGTGAGCACTCACCACCC 

TGAGGCCTGGCAGCCTGTCTGTCACTGGAGAGCGTTCAACACTGACACTG 

ACATTAGCAGATCACAGAGCTTTTCAGCCCACGTATGTATCTCTGTGAGG 

CAGGAACAGGCCTGCTTGTCAGTGAGCCATTGAAGTTTGCAGCATGCAGT 

ACAAGCCCATATTTTTGGCTAGGTACCTCGCCGGGCGGCCGTTTTAAACT 

AA 

>Sequetice 3430 

ATGAAGGGTTTAAATTGGCGCCGCTTTGGGCGTTAATTCATTGGTTCAAT 

AGCCTGTTTTTCCTGGTGTTGAAAAATTGTTTATTCCCGCTTCACAAATT 

TCCACAACAAACATACCGAAGCCCGGGGAGGCATTAAAGTTGGTAAAAGC 

CCTGGGGGGTTGCCCTAAATGGAGGGGAACCTTAACTTAACAATTTAATT 

TGCGGTTGGCGCCTCAACTGCCCCGGCTTTTCCAATTCGGGGAAAACC 

>Sequence 343 1 

AGGTACATTGTAGGATGCTTACCAGATCCTGCCCACTAGAGGCCAATAGC 

ACCTCATCATCATAGCACCCCTTCCCTCAGTGATAATAAAAAATGTCTCC 

AGACATTGTTTAAGTTAATAAATGTGCCCAGAGCCCAGGCACAGTGGCTC 

AGGCCTGTGATTTTAGCTCTTTGGGAGACCGAGGTGGGTGGATCACTTGA 

GGCCAGGAGTTCCTAGAACGTTCCTCTGTCAAAAGACAAAATTACAACAA 

TTTAAAATCTAATTGGCTGTTATTGGCCATTCTAGAATTGGTTGACATCT 

CATTCTATGAAATACAATGAGTGCTCTTCAATAAGCTGAGCAGAGGGGGG 

TTAGCTTTATTGGCAGAAAAGGGCTAAAGAAAACAGAAAAAGAACAAAAA 

GTGATTGGTTGTTTCAGAGTTACTTTCCTTAAAGAGGG 

>Sequence 3432 

CCGGGCAGGTACGCGGGGTGGAGACATGGGATTTCTCATGGAAAGTGAAA 

ATAACTCACTCAGAATAATGTTTTTTCAAACTCTTCTGTCTTTCCACAGT 

ATGTTCTTGTTACTGATTGTCAGAAAGCTGGTTTTGAGACTGCAGCTTGG 

ACTAAAGTAAGTTTTGTCTAGAATTGTTTCTCTATTCAGTATAGACATTT 

TCATGCTATGATTTATTTCTAAGCCTAGGGGAAACAATAAACAACATCTG 
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GCTATCTTATTTCAAATTTGTTATGTAAAAATTGTGGATTGATCTTTATT 
GGAGCAAATTTGTAATCCAAATTCTCTTGGTGATTTATTTGCTTGGCACC 
TAATACACCTCTAAGCTAACAACAGTCATCTCATTTCAAATGTAAAGCCT 
CATTGTAAAAACAAAAAGCATATACATACACAAATATATG 
>Sequence 3433 

AGGTACCATGCGGTCAGCCAAATGTGTAAGGAACTTGTTTTGAGAGGAGA 

GAAGAAAATTCTATAGTAGGCGAGACAGGCTTCTCTCTCCTGCTCCTCCT 

CCCTTTCTTTTTCTCTCTCTCCTCTTTCTTCCCTCCTTCTCTCC 

CTCTTTCTCTCACACAGTTCCTACATTTCTGCACTGGGGGACAAACCAGG 

CTTCTGATCAAAGGCAATCCGAGACTTGGGTTCAAAAGCTTTGATGAAGA 

TTGGTACCTGCTATGCAGATGGGGGGAGGGAAGAAGAGACTAGCCTAGGG 

GCnTrTATATTTCTTTAAAGCATCAGCCATTAATGGGCTAAGTTTACCAC 

TGGGACCCAGAGAGCTAGTCCCCAAACACAAGCTCAAAATGTATGCATTT 

TCCAATTCATGGTTTTCAAGGACATGTTCCCCCGCGTACCTGG 

>Sequence 3434 

GCCGCCCGGCCAGGACCTTCTG1 Till 11 1 rTTTTl llTl'll 1 ATGCATA 

catcactcaaattttattaaaggcagcacaatack:ccgctcattttttga 

ttcagaaataaacttgtaactaaaccatctctcttcaaatagtaccgcag 

actgtcttttaaagtagctcatctttatttgatgcaatctaaaaggccca 

aactctgaaagaaaataagaaactattgttaactattattaacaaagtaa 

tatatcaaataattcactcaaactcctacttaagaaacgtgtcatcacca 

ataagatagtaaaggctcttctaatattgctttgttgagacaattcattt 

catcttatggcaggttgtaccagtttcacagacatgaaacaagtgggaag 

aaggaaaagcagggcccccg 

>Sequence 3435 

AGGTACGCGGGGGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTT TGCC A GGAA CTATTTAT 

AAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTT 

ACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAA 

CATATTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTAAC 

CAGGAACCCTCTCTTGGGGTGTGGATCGAGACCCCTTTCTGGTAACGAGA 

GCACAGCTTGGTTTTATACATTTTAAGGAGACATGAGACATCAATCAACG 

TATATAAGATGAACATTTTGATCTGAAAAGGCCTTTTTAAATATACACTT 

CTCTGTA 

>Sequence 3436 

AGGTACGCGGGGGGGCACTTTACTTGTTCCAGAACTGGAGCAGGATTAAA 

CTGGTCGAGCTTCTTGGAAGAAATTTTATTTTGTTTATCATCTTTGGCAC 

CATGGAAGAAATGCAGAACAAAGCTGTGGTTTTCTTTGTGTTTTATTTGG 

GGAGGGCATTTGAAATTTTCAGGTGGGTAGAAATGCCAGGATGGTGTTTG 

AATGCTGCTCCCTGTTTGCAGCAGCTCTGTTCTTGAGGGAGTTGTTATCT 

TAGCC AG AG TCTC ATTTGGTTTGGG ACTAA A ATTAC ATATGTGG AG A ATT 

CTGGTTGCACCTATGTGCTCTGCAAAGTTGAGACAGATTTTTTTAAAGCC 

GTCATTGGATCATAATACCCGACTGGTTACTAGGGAGCATAAGAGGAGAT 

CCAGAAAAGGGGAAAACTCATT 

>Sequence 3437 

AGGTACTTT TTTTTTTn 1 1 1 1 11 1 rrTTTTTTTTACAGGGGTGTCTTTC 

CCTCTTTGACAACCCCCATTCCAGCTTCAGCCCTAACATGACAACATAGC 

TGCAGCAATCTTACGTACCTTCCATTTCAAACATTCTTGTGGAACTTAAT 

TGTATACTAAATCGTATGACGTGCCAAGCACTGAGCTAACGGGTTTATAT 

AAGAGGCACAGCATAATGGTAAAAGCAACTGGGGAGTACAACTGAGTTTG 

AATTGTGCCATTAGACAGCCTTCAGACTTGAAGTGCAACACCGGCTCCTC 

CCTGGGTCTCAAGTGGATTGGGTCTCTGTGGATTTTAAACTTGCCAGCCT 

^Sequence 3438 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTG 
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CCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAACG 
AAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 
TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCC 
TGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAC 
>Sequence 3439 

CCGGGCAGGTACTGTCTGTAGTATCAGCTAGAGCTGAGGGTAGCTGCTCT 
GTCTGGATAGCTAGGCAGGCACAAAATGGGAGAAGGAAATTATTCAGCAG 
CCTTGAAGCTTCAAAGACTCAGAGAAAGGAAACTGAAACTCAGTGTGCCC 
CAGCCCACTTGACAGCATGCCAACTTCTCTCAACAAAGGAGCATAAGCTG 
ATCC AGC1T I " 1 AG ACAGTAAATTTATATTAAAAAAATTGAAAG A ATC AAG 
GAATTGAAGTCAGAGGGAAGAAAACATAACAGCTCACTTACTTTTAATAA 
ATCTTTTTATTTAAGGAAAATGCAACCAATTTCTGTATATGGACATAN 
>Sequence 3440 

AGGTACTATTGACATTTGGGGCCAGGTAATTCTTGGGGGCAGTGGGGAGA 

TGCTGCCCTGGGCACCGGAGGATGTCCAGCAATATCGTCTACCTACTAGT 

AGTCAGCAGCACCGCACCAAGCTGTGACAACCAAAAAGGTCCCAGACATT 

GTCAATGTCCCCTGGAGGACAGAACTGGCCCTGTTTTACAGGAAGATAAA 

TGTCCCCTAATCCTTTTGTGTAAAAGGGGGAAfGTTTTTTACCCTTAGAC 

CGGATAAGCAAGACCAGCTGAGACCTACTGGTATAAAGCATACTGCCTGC 

TCACATGGTGAGAACTCAATAAATGTTTGTATCACTACGTAATGAGAGAT 

C 

>Sequence 3441 

AGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCATCATTC 

AAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAATCATAC 

GTTATGGTTTTCAAATGCACCCAGAGGAAAGGCAGGGTTGTTTTTGAAAA 

GTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGTGCAAAG 

CTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCCACATTC 

ACCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGCTGCAGG 

TTAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATACAGGAT 

>Sequence 3442 

CCGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAACT 

AAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACACA 

CACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGCG 

TGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGTG 

AGCTGGAACACGGGGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTCT 

GAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTTC 

TGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAGG 

GATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATCC 

CTGCAGCCTGCACACCAGAGT 

>Sequcncc 3443 

AGGTACTCAG TGGC CATGTGGAGCTAGTGGCCACCACACTTGACACCACG 

GATGCAGAACTT TTCCATCACTGCAGAAAGCTCTGTTGAACAGTACTTTT 

TTTT 1 1 1 1 1 1 1 1 1 rTTTnTTTTI 1CCGCATTA AATCACTGGGGGTCTTA 

AGCCATTTCTTCAAAGCGAACTTTGGTTTTTACTTTTGCTTCACTCTCAG 

CTGTAGGCATCTTTCAGCTTTATGCAGAGGACTGAAAATGCAAAGCATTG 

ACTCAATCAGGATCCTTTTCTCAGACATAATTAAAAAGGCTTTGACAGGT 

TGAAAATTCAGCCCCAGGTTCCCGCGTACCTGCCCG 

>Sequence 3444 

CCGGGCAGGTACTGCAATAACAAAATACAGCAATAAAACAACTGGACACT 

CCTAGGGGACACCAAAGATAAAGGGCCCATTAATCAGGTGGAGGCCAGAG 

AAACCGGAAGGCTATTTTAAAGTGTTTAATATAATCATGTAAGGAAAAAA 

AAAATCTCCCCCA AAAC AAATAAAGTCCAAAGCAAATTTCATAATCTATA 

ATGAAACCTTATATTTTCATTATCTAATTATGACCTAAAAAGAAATGAAA 

AAATGAACCCTTTTGGCTGGGCAATTTATTTGGCTAACCGCGGAAATATT 

CCAATTAAC TTTTGC GCCCCTTTGAATATTTTTAAAGGGACATTGTTGGG 

GGAGAAAACTTTTTATTAAAAACAAAGGTAAAAGGTGGTGCCCACAGGAA 
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AGGTCAACTTGGTTTTTGGGCCAACTAAGCCAAAAAAAAGGGACCAGGTT 
TAAAATTTTTCAACAATGGAAATTCAACCGGTGAAAACCTTTTAAAATAA 
ACCCCCAATGGATAATG 
>Sequence 3445 

CCGGGCAGGTACAGGAGGAGTGGCATTGTCCAGTATAGCCAGGCCAGTCT 
GTGGTGGGCTCACKjCTGTTTCTGCTGGCTTGGTCCTGCTGTCCTGGACCC 
TAGCATGTGTGCAGTCCCCGCGTACCT 
>Sequence 3446 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAAGGTGTT 

TTTGTTTGTTTCCATCGTGACTACCAGAAAATTATAGAAGGCCAGACGCA 

GTGGCTCATGCCTGTAATCCCAGCCAG T I 1 1 1 CTAATTAAGTTTTAATCT 

GTCTCCTCCACTAGGCCATGAGCCCTAGGAGGAGATTGTCTCTAGAGGGT 

ATCCCCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAAT 

GAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTCTGAGGCTCTA 

>Sequence 3447 

AGGTA C rTTTTTTTTTT I ' l Trrn n CGTCACTACCTCCCCGGGTCGGGA 

GTGGGTAATTTGCGCGCCTGCTGCCTTCCTTGGATGTGGTAGCCGTTTCT 

CAGGCTCCCTCTCCGGAATCGAACCCTGATTCCCCGTCACCCGGGGGTCA 

CCATTGGGTAGGCCACGGGCGACTTACCAATTCGAAAGTTTGATTAGGGC 

CAGACGTTTCGAATGGGGTTCGTCTGCCGCCCAACGGAGGGGCAGTGTCG 

AATCGGACCCGCCCCGCAGTACCCTTGCTCCGGGCGTGCCCGCTTCTTAA 

AACCTAGTGTGGAAGTCCCCCCGGGCCTGCAAGGGAATTTCGAATAATCA 

AGGCTTTATTCGATTACCCGGTCG AACCT TCGAAGGGG GGGG GTCCCCGG 

TTACCCCAAGC111UUIGTGTCCCCTTTTAGTTGAAGGGTTTTAATTTGC 

CGCCGCTTTGGGCGGTAATCCAATGGGGC 

>Scquencc 3448 

GACTAAGAAAAGATAACCAAGGCGGATCCCCCCCCTGCGAAAGCTCCCAC 

ACGGGGCCGCTCCCCCCCGAACCCCGACCCCATGGCCCGCTGGACCCGGT 

AAAACCGAGTACCCGCCCTATCAACCCCTCTCGGGGAAAGCCGAGGGCGC 

CCTACCCACATAGGCCTCACCGCCCGGAAAGCAAAACCCCAAACCCGGGG 

GGAAGGACCGACCCGCCTCCAAAAGCCCGGGGCTGAGGCAGCACCAA 

>Sequence 3449 

AGGTGCGCGGGGAGAACTTdTGTGCTTAGACCTGACGCTGGGAGGAGATG 

CTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCCTTGCCAG 

GAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATAC 

ACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACAT 

TAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGG 

AGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAG 

AGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTC 

TGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTC 

ATCTTGGC 

>Sequence 3450 

AGGTACTTTTTTTTTTTTTTTTTTTTT^ 

GGAGTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAATCTGA 

GAGTAATACCCAAGATGCCTCCTACCTTGCAAATTTCAAGGAATTTCTCA 

CTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGT 

GGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCC 

AGTAGATCCTAAGGCCTTCTCCTTGGCTCTTGTCCAGGGACATCCCAGGG 

AAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCG 

CTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGA 

GAGTCTTG 

>Sequence 3451 

AGGTACTCCTTGCCCAAAATGTTTAATGATTTCCAGTTTCATTAACTAGT 
AGATACATTGAAAAATATAAAATTAAATATTCCCCTATAAGTCAATATTT 
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GCATAATACTGCTAACTTGTTT1TTTATTAGGTCATTCATTTCACTTTAC 

AAATCCATTTCATACTTGTTATTAGATCCCTCTCTGGGCGCATTGTTGGA 

GGTGTGTGGTGGTTCTTTACCCTGATCATAATCTCCTCCTACACCKjCTAA 

CTTAGCTG CCTTC CTGACTGTAGAGAGGATGGTGTCTCCCATCGAAAGTG 

CTGAGGATCTTTCTAAGCAAACAGAAATTGCTTATGGAACATTAGACTCT 

GGCTCCACTAAAGAGTTTTTCAGGAGATCTAAAATTGCAGTGTTTGATAA 

AATGTGG 

>Sequence 3452 

CCGGGCAGGTACT T T 1 1111 ITHTnTHTHYAGGATACTCAAAAAAC 

atatatttgcatgtgccaggaaaaggtaaggaaagggagccttcatgtgc 
cagcccctgtgctgagccctggack:tgtagagatgagtgaggtggatttt 

TTGTCTGTAAAGAGTTTGCCGATGGGACCAAGTCTGTCATCTCTCTTTCC 

TGGCCTGACCGAGGACAAGCACTTCTTAGTAACCCTGTGAATACCGATGC 

ATCCCGTCAGTCAGCAGCTGTTTGCGGAACACCAGCTGCAGGCCAGGCAC 

CGTGCTGCAAGGCGTAGATATGTTGCTGAACACGACTCCCTTCCAGATGT 

TCAGGATTTAACAGGCAAGTTAACAGAGGGTCCAGAGAAGGCACTTAGCA 

CTGCCTCATGACATCAGGGAGGATTGCTCAGAGGAAG 

>Sequence 3453 

CCGGGCTGGTACCACACACCCTCCACTACTCATCACCAGACAGGGAACCC 

TGGCTTGGGCCCACAGCACAGACCCTCCATCCTGGGCCGATTACACTAAG 

TGATTGCTAACTCACATGTCTCTGGGATGGAGCACCCAGGAGACAAGCAA 

AGTGTTGGAGCAGCAAGTCAGGTGATGTGGAGCCCAGAGGGCTGGGACAG 

CTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTTTATCCCAGCACT 

TTAGGAGTGCTGAGGTCATACCAGCCACATCTCATGTGCAAGATTGCCCA 

ACAGAGATCAGGTCCAAGAGTTCCTGTTTTAAGAAAGGGGACTTGTTTGA 

TAAGGGAAGTCTGGCCATGTTTGTGTGGAGCAGCTGTGCTGTGCTGGGGG 

TTCACTTTTGAGAGAGTTCTCCTCTGAGACCTGAT 

>Scquence 3454 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACXACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCCTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCT 

>Sequence 3455 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCrrTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAAAAAAAAAAAAAAAAAAAA 

AAGTACCT 

>Sequence 3456 

CCGGGCAGGTAC1 1 1 11 1 11 rTTTTTTTTnTTGGTAGAGACAGGGTTTC 

ACCATGTTGGCCAGGATGGCCTTGATCTCCCAGCCTCATGATCTGCCCAC 

CTT GGCTT CCCAAATTGCTAGGATTACAGGCGTGAACCACCGCGCCTGGC 

CTATTTTTAATTACTTTCTGCCATTACTTTTAGTGGCAAAAATTGTGATT 

ATTTTTGCATCAACCCAGTAAATTTCAAAATGACAAAACTGCATATCCAG 

CACCACCCACACTGCCTTATTATATTTCTACAAAAGAGTGTTTTTTCCTG 

GATTAGACAATGCCCAGTAATCACCAAGACAACTACATTTGGGTCTGGCT 

TCAGAGACGACGACTGTGGAGCATTTGAGACGTCTGACAAACTTGAGGCC 

ATTGCTGCGCCATGTTTTCCCAAATGATAAAGGCAGCACAAGTGTCCAT 

>Sequence 3457 

CCGGGCAGGTACCACTCATAAGCCTTCACTGTCAACTTCGTTTTACACCG 
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AAGAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGAC 

ATCCTGGACTGATTCTGTAATTTTCGTATCTTTTTTCTCCCATGTTCCCT 

TTATTTGTCTTTTGGTTCTTGC ITT I ' T GGGAG AT i'lT C 1TAACTTG ATCT 

ACCTGAGGCTCCAGTCCTTAATCTGTAAAAATCGCTGATAAAAAGGAACC 

TTACCAACCTTAACGTTTGCITGTTGAGGTTGTCTAGTCGAGAATAAACA 

TGTTAAAAAATGCCTCTATGCACAGCTGAAACCTTTTATATAATAATGGT 

TAGTCTGTTGCGTTGCCACTATTATATTCAGGATTCACACATAACCTCTT 

GCGGA IT H TTI TCCGCl "IT rACCAAGGCTTAATCTTAACGTCCCCCTTC 

ACCGC 

>Sequence 3458 

CCGGGCAGGTACTCTTCTCCCCTTTCAC IT Tl CTGTCTCCCTAGAGCTTC 

TGCTGCTTTCTACTGAATTTTGTTTCTTGCTTGAAGAAGAGGGTAGTGAA 

GGAAAGGAGGAAGQCAAAACAGCAAGAGAGAGAAGAGGCTGTTTGGAACA 

TTCTGGAACAGTTTGAAACAGCTCAGGCAGGGAGAATGGAACGAAAGCCT 

GCAATGAGAAACCAGAATGCTGCTATCATTTTGTTCCTGACATTCACACC 

TCATGTCTTCACTTTGGGGAGCGAAGCCTTTTAGCAGAAATACCAGAAGT 

ACCT 

>Sequence 3459 

AGGTACTGACCCTAGACATAGGCATGGCCTTTGACTTGGTTTGGGGGACT 

TTTCCTGGGTTCGGCCAGGGGTTTGGTCnTAGTCTCAACCATGACrCTAG 

TCTTAGTTGTATCTTCCACCTTGATCACTTCCCITGTCACAGCCATAGCC 

TCCCTGTAGGTCACTGTATGTGTCCTGGTCATTGCTCCATCACCAGCTTT 

GGCCTGGGTCACTGATTCTGTTTTCAGTTCTGCCTCAGCCACTGCCTCGG 

CCTGGGTTTTACCATTCACTCTAGCAGTGGCAGGACCACTGATTCCATCT 

TGCAGGCCAGCCTCAGCCTTTCCTCTAGCCCTTGCTTCTGTCCCAGAGTC 

AACCATGTTCCAAGTTTAACGTAAGGACAAGTTATATACCCCCACCCGTC 

TCAACCTTGACTG 

>Sequence 3460 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACCAGCGCATGAACAATmCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

ATTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 

TAAAACAAGATACTACTCAGAAAAGACGCCAGGATTTTCTGGACATACTT 

TTGAGTGCCAAAAGTGAAAACACCAAAGACTTCTCTGAAGCAGATCTCCA 

AGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACAACTACTG 

CTATCTCCTGGATCTTTTACTGCTTGGCAAAGTACCTGCCCG 

>Sequence 3461 

CCGGGCAGGTACGCGGGTAAGCTGTGTGTTTITGCATTTAAGCTTTAATA 

ATGGAAAGCGCCCAAAACCTrTTCTTTTTCAGAACAGGAAAAGCTAAGAC 

TTAGTCTC ACCCCTCTTCTG AC ITT T l"C AA AAC AGTTTTCTA ATTCCAG A 

GAAGAGCCTGAGCTCTGAGAATCATTCTTCCTCATTTTAATTTTCCATAA 

CCTTGGTCCCCGGAAAAATGCAGTCTTGGGGGAAAAGCAATTTTAAAATA 

GTAAATCATCTGAGTTCTAGTTCCAAGAATTTTGGAATTCCAAGGGGCAA 

GGGCGGGATACCCTTTGTCCATTAAACAGCGAAGCCAAATAATTACCGTT 

AGGAATTAATTGGCAGGTTCCAGGTGGGAAGGGAAAAAGGTTCTGGGGCG 

GCTTGCTTCGGTGGCCTTCTTGAACTTGGCTTCCTCTGGGAATTAAGTTT 

AACCTAAGGACTCAAAAATTGGTTTGGCAAAAACTTGGGTTACACAATTT 

GGCCTTTTTGGGC 1 1 1 1 1 1 GGAGCCCAAAGGCCACCCCGGTTATTTTTTT 

AA 

>Sequence 3462 

AGGTACAGACAGGCTTCTCTGCTATCCTCCAGGCAGTGTAATAGTCAAGG 

AAAAGGGCAACAGTATTGGATCATTCCTTAGACACTAATCAGCTGGGGAA 

AGAGTTCATTGGCAAAAGTGTCCTCCCAAGAATGGTTTACACCAAGCAGA 

GAGGACATGTCACTGAATGGGGAAAGGGAACCCCCCGGTTATCCACAGTT 

ACTTGTAAGCATTCCAGTTGGCAGGGAAGAATGGCATTTGGGTCAGTGGC 

TTGGATGAAAAGCAAGATTTTGAGAATACCCCTAGCTTCCGGGAACCGAG 
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GGTCAATCTTACTTACAGGGTTCCTTTCCTTTCCACTGGAGAACAAATGG 

AAATTTCATGGGGTTGGATTCATTTCCTACTGGAGAGGGGCTTGGAATAG 

GGTTGGCClTrrCCrCCGAATTTTTTCACCTAG^ 

TGGGCTT CTTTC TGTTCTTCAGAAGGGGGTATTCTTCTTAAAGAACCTAG 
GGGGGGCCTTTGGGGTTATTATTAATGTTGGGTTCCAAAAACCGAA 
>Sequence 3463 

CCGGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAAC 

TAAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACAC 

ACACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGC 

GTGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGT 

GAGCTGGAACACGGTGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTC 

TGAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTT 

CTGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAG 

GGATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATC 

CCTGCAGCCCTACACGCCAGTAGTGTAAGGCGCCCAGGAAAAC 

>Sequence 3464 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 

TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 

CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCTGCCAATTACCACCATGC 

AGGAATTTGGCCTAGTGTGCTCAGCTCTTCCTGGTTTTACCCAGAAGCTA 

GGAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCC 

ACTCTGAAAAAAAAACAAAACACCGTGTGGGCCAAATAAAACATTTGCTG 

GCCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTT 

GTTCATTTCTCTCTTGTGGTACCCT 

>Sequence 3465 

AGGTACTrriiillll"l'l"irirrCCCTTGTGACTGGAGAGAAGTGTCACA 

TTTTGCTCACTCTCAACCTTCCTCGCCCACCCCCTTCCCGGAGAACCTGT 

GCGGTGTGTAGAGGGTGCTGTGAGCCACCTCCAGCCTCGGGTGGCTGCTT 

AAGTAACTTTCAACTCCTTTCTTTTTAACACTTTTAAAGTGTTTTCGGGA 

AGGCG CAGGGGCCCAGCCAGCTGCTTTTCCnTGCCTCTTTGCTTGCnTrT 

TTTTTGAAGATTTCTGCAAACCCGGGGCAACAGCCACTCTTTAATAACAA 

ACCGGCITATGTCrGGTGAATAANAGTTGATTAAGTATTTTATTTCCCCA 

AAAAACAGTAAGAAGGGAAAGCATTATTTGCACCTGAAAAGAAAAATTAT 

TCCTTATTCAAACTTTTAAAGCTCTTGGGATAAAACAGTTAAAAAAAACA 

GGGAACTCCTCAAGGAAAGTATTGTAAAAGGAAGGCTOVGGTACCTATTG 

GGAAAAAAATTTTCCTTGGGGATTCTTTTCAAAAAT 

>Sequence 3466 

GGGGATGCGAGGCTCGGAGCACCCTTGCCCGGCTGTGATTGCTGCCAGGC 

ACTGTTCATCTCAGCTTTTCTGTCCCTTTGCTCCCGGCAAGCGCTTCTTG 

CTGAAAGTTCATATCTGGAGCCTGATGTCTTAACGAATAAAGGTCCCATG 

CTCCACCCGAGGACAGTTCTTTCGTGCCCCCCATATTTTTTGAGCAAAAA 

GACCAAAGGTCCCCTTTGGCCCGGTTCTAAGAACTTAGTGGGAATCCCCC 

CGGGGCTGCAGGGAAATTTCGTATAATTCAAGCCTTAATCCGATAACCGG 

TCGAACCTCTCGAGGGGGGGGGCTCCGGGTTCCTCCAAGCITrTTTGGTT 

TCCCCTTTTTAAGTGAAGGGGTTTAAATTTGGCGGCCGCCTTTGTGCGGT 

TAAATCCATGGGGTTCATTAGGCCTGGTTTTTCCCATGGTGGTGGAAAAA 

TTTGGTTTATTCCCGACTTCACCATATTTTCTCACCCACCAAACCATTAC 

CCTAAGCCCCGGGGGGAGGCCAATTAAAAGGTTGGTTAAAAGGGCCCCTG 

GGGGGGTGGGCCCCTAAAATG 

>Sequence 3467 

AGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCAGGCCACTCAGC 

TTTGAGTAGCCATGTCCGCAACAGGCCCTGCGGCACATCTCAGCTCCCTG 

GGTGCAGAATTCTGACATCATGGCCTTCATGCCCGTGCTCAGTGCGTGGA 

GCTGTGAGAACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTCCACCAT 

AGGGACCAACCCTGTGCACCACTTACTGAGCATCTACTCATGCCCAGCTC 

AGCTCTGAGGTCCCGCGTACCGGCCCG 
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>Sequence 3468 

CCGGGCAGGTACCTTTAAACCAGGCCATCTCCAACTTTTAAAAAGGACTT 

TTAGGTGGGCCTGGCCTTATTTTAAAAACTAAAGGTTCAAAATCAGGGGT 

GACATGAGGACTTATTTATTTAAAGTGCTTAAGCCTTGGTTTTAGAGTTT 

CTAAGAGACCTAGTGGAATTTGCTATTATGAAAAGCATGAAAAGAT TAAG 

AAACCTGGCTAAAGGTCAGGTGCCCAGCTTCGAGGAAAAGTTGGGCTTTT 

AGGGACCGGGAAGCATTAAAGGCACAGAAACTTTACATTTTGGGGGTCAT 

TTTGTTGAGTAGGTGAAGTGAGGGATTTGGGCTTGATATTTGGCTGCCCC 

ATCTCTATGTGGGAACTCAAAGTTAAAAACCCACTGTAGGTAAATTAGAA 

GGGCAGCTCTTGAATCTGGGCCAGTCTATAT 

>Sequence 3469 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAACGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AAT 

>Sequence 3470 

AGGTACTTTTTTn 1 1 r TTT TTTTl rn 'GGTCTCTGAGCATTTGCAATTT 

GAACTGTGGTTCCCTGGCCACAGTTGTCTTCAGGAGTTGAAATGGCCAGA 

AAGGGAAATATCTACATGGTTTATCCTTGAGATGGCAAAGACATCTGCAC 

CCATGCACAACCCCACCGGGAGCATGCATTGCTAGCAGGTGAAATTCACA 

TGGAAAAGTAGGATTGTGGGTTAGGGTAAGAGATACAGCAATGGTTACAA 

GTGCAGAATTTGGAGGCAAGTAGTCCTTGATTAGAATCCCAATACTAGCA 

TTTGCTAGCTGCATAATCTTGGGCATGTCACTCAGCTTCTCTCTGAGCCA 

CCCTCTCTTTACCTTTAAATGGAGTTGATGGTACCTGCCCGGGCC 

>Scquence 3471 

AGGTACCCCATCAGCGTTGCACCCATCTCCATAGTTGTAGTTTCCACACA 

CTTATACAACTCAAATGTTCACnTrACTGTGCAGTCCATTCCCTCTGTTT 

TGTGATTTTTAGGAAATCTTCATAATTTACGGTCTACAAAACTATTATTT 

TGTTTTCAAGGAAGTCGTGTTATATATTTCTGACTGTCTTTTCTCTTATT 

TCTAGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTCTGGATTAAAAC 

TGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGATCATGGACATTG 

AAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGAACAAATTGGAC 

TTGGAAACATTAACTGACATTCTTCAACACCAGATCCGAGCTGTTCCCTT 

TGAGAACCTTAACATCCATTGT 

>Sequence 3472 

AGGTACCCCATCAGCGTTGCACCCATCTCCATAGTTGTAGTTTCCACACA 

CTTATACAACTCAAATGTTCACTTTACTGTGCAGTCCATrCCCTCTGTTT 

TGTGATTTTTAGGAAATCTTCATAATTTACGGTCTACAAAACTATTATTT 

TGTTTTCAAGGAAGTCGTGTTATATATTTCTGACTGTCTTTTCTCTTATT 

TCTAGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTCTGGATTAAAAC 

TGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGATCATGGACATTG 

AAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGAACAAATTGGAC 

TTGGAAACATTAACTGACATTCTTCAACACCAGATCCGAGCTGTTCCCTT 

TGAAAACCTTAACATCCATTGTG 

>Sequence 3473 

CCGGGCAGGTACCATTGCATGCAGGCGTGAGTGATCACAGCACGTCCCAG 

GAACTTCAGTCATGGTTTTATCTGTATTCCACTTACCATGGCTGTGCAAA 

TAACTACTGCCAAAACACACTAGTGTAAAACAACCATCCAGTTTCTTCAT 

GGATATTATAGGTCAAGAATTTGGACTGGGTGCAGGGGAGATAGTTTGTC 

CCTGCTCCATGACCTCTGGGCCTTGGCAGGAGAGCGTGAAGGCTGGGGCA 

AATCACCTGAAGGCTCACTCCCTTGTGTGCCTGGCAGTTGATGCTGGCTG 
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TCAGCTGAAGGCCTCGGTTCCCTCACATGAGCCTCTCTGTGCGGTGTCTC 
CAAAGGCTAGCTCGTGCTTCCCCACTGCATGGTGACTGGGTGCAAGGACA 
GGCATTCAAGGGAAAAAGAGCCAGAGGAN 
>Sequence 3474 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAGGGTGTT 

TTGTTTGTTTCCATCGTGACTACCAGAAAATTATAGAAGGCCAGACGCAG 

TGGCTCATGCCTGTAATCCCAGCCAGTTTTTCTAAAGTTTTAATCTGTCT 

CCTCCACTAGGCCATGGGCCCTAGGAGGAGATTGTCTCTAGAGGGTATCC 

CCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAATGAAT 

GAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTCTGAGGCTCTAG 

AAATAGGGGTGAGAGGCCAGCCAGGTGTAG 

>Sequence 3475 

CCGGGCAGGTAC TTTT i rTTTTTTTTTl 1 ACAGCAATAAAAACGTTTTAA 

TACAGGAAATTATTTTGCTGTACAATATAGGCAGACAGTTTGCCTTCAGA 

AATCCAGAAATGCAGCTTTTGAGGGAGGTCAGCATCATTGGTCTCAGCTA 

CCATTTTCCTGCAGGATGTTTATAAATAGTTCCTGGCAAAGGAGGTTGCC 

GTATAGGGTCCTACAAGTAACCTAGGTGGCAGCATCTCCTCCCAGCGTCA 

GGTCTAAGCACACAAGTTCTTCXnTCCATCTACCCCCGCGTACCT 

>Sequence 3476 

CCGGGCAGGTACCGCGGGGGAGGAAGTGCAGACTGACATGGGAGAGTTTG 

GCAGGCAAACTTAGCCTGTAAGGGTGGAGGTGCTGGAGAGACACTTCCTG 

CAGGAAGTGGCCTGTAGGCTGATACTTGAAGAATGGTTAGGAGTTAGGCA 

ATTGGGGTGGGAGGGAGGAAATGAAGCTGAGACAAAGAATAGCAAGGGCC 

AAAACCTAGAAACAAGAGACTGTAAGCTATAGCAAAGGAAGTGGGGTAAT 

GCATGTTTTAGGTCCTGTGTGGGGTGTTTGTGAATACACATGCGGGGTGT 

GGAGCGTGATGAGAGACAAAGCTGAGAAGTGTGGTGGAAAAGGAAGAGAG 

AGCTGAGGCAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCT 

TGGGTGAAGTGAAGTGGGTGTGCCTGGGAT 

>Scqucncc 3477 

GGAGTGCCTTAGTACACTCATATAGGGCGACATTGGAGCTCTTCGCGGTG 

G CGGCC GCCCGGGCAGGTACTTGGCTACTTTCCTGAGCCATGCACTTCAT 

TATTTTCTTGTCCTGTGAGTCCTAATAGATATATTTAGAAACACTTCTAT 

GAAATATGGAATCCAGGCTTAACCAGCTGTTTGAAATCACAACCCACAAC 

CACTTTGCTGGTGTGTGCTCACACACACACACACACTGACACATGCTTGC 

TATACATACATACACACAGTTTCCATCn i l l TlU n rTTTTTTTG AGA 

CAGAGTCTTGCTCTTTCGCCCAGGCTGGAGTGCACTTGGCTCACTGCAAC 

CTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGC 

TGGGACTACAGGCACGTGCCACTACACCCGGCTAATTTTTGTATTTTTAG 

TAGAGACTGAGTTTTGCCGTGTTGGCCAGGCTGATCTT 

>Scquence 3478 

GTATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGC 

AAGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCAC 

CTGACTTGCTGCTCCACX^ACTTTGCTTGTTTCCTGGGTGCTCCATCCCAG 

AGACAAGTGAGTTAGCAATCACTTAGTGTAATCAGCCCAGGATGGAGGGT 

CTGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGA 

GGGTGTGTGGTACCT 

>Scquence 3479 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTG 

CTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCT 

TTGAAAGATATAGATTAATACAACTACTTAAAAAATATAGGTCAATAGGT 

TACTTAAG ATATTGCTTTAGCCGTTTA AG T ITT 1*1" 1TA ACGTTAATTTTT 

TAAATTAGCTTTAAGTATTTTTAAAGAAGAAAATTATTGAAGGACTTTAG 

AAAGAAGTAGTCATTGAGTGAAGGGAAAAGGATTAAAAAGGTTTTTCTTA 

TAAAACATTGTACTTGGAGGGTTrGAGAATGAAAAGCCTTTCTTTCATTG 
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GAAGTTATAAAAAAAATAAATAATATAAATAAATATAAGTTTCCCCTTCG 

GGCTCGCCTTCTTAAGAAACTTAAGTTGTGAATCNCTCCCGGGGGCTTGC 

CAAGGAAATTTTCGAATTATTCAAAAGCCTTTAATTCGAATAACGCGGTC 

TGACCCTTTCGAGGG 

>Sequence 3480 

AGGTACTCTTGTTTAACCATCAGAGGTGATCCCATCACCTTCACAGCCCC 

AGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGCCATCCT 

GCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCATTATTT 

TATTAACCGTGTGGTAGGTTTTTAACTCAGTTATCCTGGATATCCAAAGG 

TTTGTCKiTCCATCTTTAGGCTTCCGTTTGTTCTTTGGTACCTGCCCG 

>Sequence 3481 

ACTGCTGTGGGCTGAAGGGAGGAAGATGGTGTCTGCAAACCAGGAAGCAG 

CCTTGCCAGACACAGGATTGGCCACAACCTTGACCCCAGACTTCCAGCCT 

CCAGAACTGAAGGACTGAGTTCATmCAGCGTGTCTGGCTTTTCCATTT 

CTGTGGCCTGGGAAGGAATTTCCCTGCACAGGCTCTCTTGCCTGCCACCA 

TGTAAGACCTGCCTCTGCTCCTCCTTCACCTTCCGCCATGATTGTGAGGC 

CACCCCAGCCATGTGGAACTCTCCTACTGCACTGAGAAGCACGTGTTCTC 

CATTTCCCTGGGGGAGACCATTGTATTGGGCAGTTTGGAACAAAACACCA 

TGGC 

>Sequence 3482 

CCGGGCAGGTACCCTCTCTGTTCCCCTCCCTCCACCCTTCCCCTCCTTTT 

CTGTTTTTAAGATAAGGTGTTGATTTGGAATTCAGCAACTGCAAGTCCAT 

TTGAAAGAAGTCAGTTTTGTTAGAGGCCTGGATAGAGCAATATGTTGTAA 

CCAAATCACACGTGAACATTCTGTGGCTGAACATAAGAAATTGTGCATTA 

TTAACGTTGTGCTTCAAGGTGGAATGCTGAAAGCACTTGGAAAGTAGTTG 

CCAGAGAAGAGCTCACTGAAAACATTATTAGCTTTATATATCCACTTGTA 

GAATCTCTGTGCAGTGATACATCCCTCCCTTTCATCTTGATCATAAATAT 

AAGACTTAAAGGAGGCAGAGTGAACGTGCTTAGGAAGCCCACTGAGAGCT 

CTCAGAAAGGCGCTTAATACCTTTCTTAGTAAGTTGAAAGTAGGTTGATC 

TTCAGTTTTAATCCAGAAGACAGATTGCTGCTTCTTCCTGGCTTGAATTC 

AGGTTATTTCAGCCGGCAACCAGGAACTAGACTGAATGCAATCCTCCCAC 

ATCCAAGGTCCCCGCGTACCTCGGCCGCTCTAGACN 

>Sequence 3483 

CCGGGCAGGTACGCGGGGGGGGGAAAGAGCCAAAAACAACAACAAAAAAA 

CTCTCTTACAGAATTTTCCTTAACATTAAAAAAAACTTGTCGTATTTTTC 

AAAGGCACATTTGATACTCAGAATTGCTAAAAGTATATTTAAAGACATCT 

AGCCTTCCATATGTAAAAAATATTTTAGATAAAGACAGGTACAGGACTCA 

GAATAATATATTGGGTGATTCACTGTATCCTCCACTTTTACATTTAAAGA 

A ATTC A A A ATACGTG ATTAA ATI - 1 TTTTTTTTI T A ATGG ATGGGTTGGTT 

CTCGCTTAACCACTTGGGTGCTAGTGGTCTTGAACTGTGATACAGTGTAG 

ACAGTATTTGTAACCTTGCACAGCCTCTGGGGGTAACTGTCAAACTGTCA 

GATTTAACTTAGACTAATAGAATATATTGCTGGACAGTGTGTGTATATGT 

TTATATATGAGGGCGGAAGGGGAGAGGTTTrGATCAGACTAATGCTTTGC 

TGCCTATCAAACTTATTAGTTTTGTTAGAGCATTCTGAAGAGTTTATCGA 

AGTCTCTGGAAAAGGTGCAATATTCCTAATGCTAAATCCCTTCTTATAAA 

>Sequence 3484 

CCGGGCAGGTACAGGATGGGAAGGCTTGGCTGTGGATCCCAGCCTTTCTA 

GGGCTGGGTAGTGGGAACCTCCCAAAATTGGAGTTCGGGTTAGGAAATCC 

TCACATGCAGTTTGGGAGAGGCTCAGGAGGAGGAACCTGAGCCATGTCCT 

CTGTTCTGCAGTGAAAAGAAGATTAAATATGACCGGTGCGTGATCCCAAA 

CGCCCTGCTGGAGCTGGCCCTGCTGCTTATGGAGCAAGACAGAAACGAAG 

AGGCCATCAAACTTTTGGAATCTGCCAAGTAAGGCTTGGGTAACCTCAGT 

CTGTCCTTTGCTCCCTCTGAACTCAGCTCAGGAGCTGGCTGGGGACAGAG 

TTGCCCAGAGAGCANTGAGTGGAGTTGCTAGCAAGGCCAGTCTGGCAGTC 

TAGAGGGTGGACCTGTGTCCCTCGGAATCCAGCTCTTCCCTGTCATAGGA 

AGACTTCTTTCTTAATGTATAAATGCGCCGTTAGACTCCCAGAAGCAGGA 
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AGTTAGTTCCCAAGGTCACATCAGAAGCCAACTGCATGGCTGTGTGGAGG 
ACCCTTGCCTCCCTGCCTTCANGGGTAGGGGTCTATTCCTTAAAACCACC 
CCTTCAAGCTTAGGAACCCAGGAAGGCCAAN 
>Sequence 3485 

AGGTACAGGGCCCTGAGATGGAAACATGCCTGATGGGTTCAAGAATTAGG 

TCATTGGCCAGTGTGGTTGAAAGGAATGATGGGTGGGGAACGTAGTAGGA 

AATGCGGCTACAAAGGAAAAGAGCCAGAAACTAAAGGCTCCTGAAGGCAA 

TTGCTAGGATTAAGACTGGAGAGCCATTGGAGGCTTCTACTCAGAAGATT 

GTCATGGTGTGGCTTAGGTTTTTAAAAGAATTTCTCAGCATGTTAGTTGG 

CTTGG GCTTC CATAACAAAATGCTACATACTGGGTGGCTTGAACAACAGA 

CATTTATTTTCTCATAGTTCTGGAAGCTGGAAGTCCAAGATGAGTATGCC 

AATATGGTCAGAATCTGGTGAGGGCTTTCTTCCTGGCTTGCAGACAGCCA 

CTTTCTCCCTGTGTCCTCATAGGGTGGAGAGAAAACAACATCTTTGCTGT 

GTCTTCTCATAAGGATCTTATCAGATCAGGGCCCTCCCCTTGTGACCTCA 

T TAAA TCTGAGTTACTTCTATAAAGTCCCTATCTCACATTAGGGGTTAGG 

GTTTTAGCATATGAATTTAGTAGGGAGACAATCCAGTCCATTGCATTGTA 

GCTGATTTGGAAATAAAGATTG 

>Sequence 3486 

AGGTACl nTTTTTITI 1 I ITi nTn iGGGGAACAAACACAAAAAAGTT 

TTATTTAAAAAAAGAGTTTGACATTTAAAAGTTTGAAATAATATTAAAGT 

GACACCCTGTTTCCTTGGAAACACAATGCAGAACCACAAACTCTGAGACT 

T ATTA TAGCGAAAGTATTGCCATTCAGTTCAATCTAATGGTATGAGGTTA 

GCTTTGGAGGCCAAAAGAAACTAGTTTCTAATTCTTATTCTTCTCCCCAC 

TAGACTTGTGGCCTAGGTAATTTTGTAATCTTTCTGAGTCTGTTTTCTCA 

TCAGGAGCAGGATAATTCCTAAGTAATAGATCATATGTAGAAGTGAATAT 

GATCTCATGGCAATGGACATCAACCATAGTTAATTATTAAGAATATATTT 

ACATTGAGCTATCCTTTATCTACTTTAAAATTGCAGACAAACAACAATTG 

ACAAAGAATAGATAAAATGTTCTAACATAAACATTCTTCCATTCTTTCTA 

GGAAGAAGTCACACATACAGTAAAAATAATTAGAGAGGACCCAGTTCATA 

TCGAACAACCTTCCCCAAACCCTGAAACAGGTCTGCTTTCTACATCAGAA 

N 

>Sequence 3487 

AGGTACTGTGTTGACCACTTTTTGAGGCTACTTAGGACCTGAGCAGAACT 

GAAATGCATTTGGCTCCATGGGAGAACCACAAGCAGCTCCAAATTAAACT 

CCTTTAGAGACACAACACAAGTATAAACAAGCCTGAGCACTTCTTGGACC 

AAAAGTCACATTACAAGCTCTCAGAGGCACATGCAATTTTATTTGCTTCT 

TACA ATTTAAACT CTGAAAGTTTAAATCCnTAAAAAAGTTTTCTATTGTA 

GCTCATTTTTTTTAACATGCTACTAAAATATAAAGAGACTTTATTGTGCC 

TAAGAAACTTGCCTGTCACGATCTTTATCCACCAGATGATACCTTGCCCT 

AAATGCTACAAGCCGGGCATAATATGCAGGGGCTGGAATAGAGACGGAGC 

GAGTGCACCTCACATAGGTGTGACACAGCTGGTAAGTCAGTAGCTGGAGT 

TCATCTGCAGTGAAGCAGTTGTCATCCCACAAGACCTGGTAATGTGAGGG 

ACGGCTGGTTCCTGAGGAGAGAGTTTTATGATTAATGTTTTTTTTTTT^ 

GTTCGTTTTTTGTTTTTGG I ill ill 1 11 1 T1TI GAGATGGAGTCTCACT 

CTGTCACCTAGGCTGG 

>Sequence 3488 

AGGTACTTGGTTCTT 1 n 11 1 TITTnTI TGGAACAAACACAAAAAAGTT 

TTATTTAAAAAAAGAGTTTGACATTTAAAAGTTTGAAATAACTATTAAAG 

TGACACCCTGTTTGCTTGGAAACACAATGCGGAACCACAAACTCTGAGAC 

TTATTATAGCGAAAGTATTGCCATTCAGTTCAATCTAATGGTATGAGGTT 

AGCTTTGGAGGCCAAAAGAAACTAGTTACTAATTCTTATTCTGCTCCCCA 

CTAGACTTGGGGCCTAAGTAATTTGGTAATCTTTCTGAGTCTGTTTTCTC 

ATCAGGAGCAGGATAATTCCTAAGTAATAGATCATATGTAGAAGTGAATA 

TGAGCTCATGGCAATGGACATCAACCATAGGTAATTATTAAGAATATATT 

TACATTGAGCTATCCTTTATCTACTTTAAAATTGCAGACAAACAACAATT 

GACAAAGAATAGATAAAATGTTCTAACATAAACATTCTTCCATTCTTTCT 
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AGGAAGAAGTCACACATACAGTAAAAATAATTAGAGAGGACCCAGTTCAT 
ATCGAACAACCTTCCCCAAACCCTGAAACAGGTCTGCTTTCTAACATCAG 
AAATGAAAGCAGTC 
>Sequence 3489 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCCGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCT(nTrCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAG 

TTAAGTACCT 

>Sequencc 3490 

AGGTACCCTTCCACCATAGCTGTAATCTTCAAAAACAGGAACACAGTGAC 

AGAGACTGTTAAAGGAACTTCTTCACTGAAGGTAAGAAGAATAACACAAA 

TTTGAAAAGGGCCTCTATCAGATATAGGGAAACTTCrAATGACCTGGATT 

GAATACCAGACACAGAAATGTATCCCTGTCAGCACGCTGAGTATCATGGC 

CAAAGTATAAAGTTTGTGATGTTGAAAAAAAAGGCTGGATCTGACTATGA 

TGTCAGATGTTAAATTTACTGCTAGCTCTGGGTGGTTTAAACAATTCAGA 

ACCATTATTCATTACATAATGTGAAAGTGAGTGCTGAGTCTGTGAGTGCT 

AATGTTAAGGCAGCTGGAGAATTTAGAAACCCTAGATAAGCTAATTGTGG 

AGGAAATTTACTTGCCAAAGCAAATCTTCAATGTGTATGAACGCTCCCTA 

TTCTGGAAATGGATGCTGAAAAAGATATTCATCCATAAGGAGGCCAAGtC 

AATGTCAGGTCTCAAGCCTTTTAAGAACAGGATAAAAGTCTTGCTTGGGG 

GCAATATTTCAGGCTACAAATTCAAACCCTTTGTGATCTGGCACTGGACA 

A ACCCTGNG GCCTTC AAGCA 

>Sequcncc 3491 

CCGGGCAGGTACACAAGAAAGTTCAGAGATGAGACCTCTGGTTGTATTCC 

ACCTTTGGGACATGGGGGATGTCTTTAGTTCAAAGTCACAAATAAATGCA 

GGTTCTACAATTCAGAGGCTTCATATCCCTGCTGGAGTATTACATGTTTA 

TTCAGGATGGACCACTTTTCTTAGCAACAGTTTCTAAACCTTTGCCAGGT 

CTGGGAAGTCTGGCAGGAGAGATTTCTAAGAACCAATCATTCCTGCACAC 

ACTTCTTGAAGATAATATACATTATTCCCTAGTTATCTCTTCCTAGGTTT 

TTGTAGGCTCATTTCAATATTACAACAATCTTTATTGGAAAACCCCAAGT 

ATTTTGTCTTGAAAAATCAGCAATCCAGGTATTAAAAATAGCATGGAATG 

CCCAATTTTACnTTGATAATTACATGGTAGTCAGTTTCCGCTCCTGGCTA 

AAGCCTTGGATTTTCTTCTGGGCAGTTCCTAAAGGCACAGGTGGCATGGA 

AGAAATCATTCCATTTTCATCTCCTCCCCTTATTTGATTGGTGTCTGGTT 

ACCAAAAGAGTCATCAGGCCCTTGGATTACCTTCTTGAACTGATCTTCTA 

GATCGCAAGTCTAGGTTT 

>Sequence 3492 

AGGTACGCGGGGGGCCTGATTATATGTGGCAACTGCATGTAGAGAAATCT 

AATTGCCATACCTTCCTITTTCTAATTrCTTTTAACAAAACTGCTTTTTC 

TCTCCCTTTGGCACTAATTGGTAACATTGCTTCCTTCCATCATAGCCCTG 

AATTATCAGATCTCTCTACCCAGCAATGGTTCTATTAACAACCTCAATCT 

TAAAACACAGCCAAATAATTAACTCAAATTTATTTTTTTCTTCTCCXCTA 

CCCCTTCCTTTTACAGCCAAAGAACCTGAAATTGGAAACTTAAATGTTTC 

TGACATAACTCCCGAGAGCTTCAATCTCTCCTGGATGGCTACCGATGGGA 

TCTTCGAGACCTTTACCATTGAAATTATTGATTCCAATAGGTTGCTGGAG 

ACTGTGG AAT ATA ATATCTCTGGTGCTG A ACG AACTGCCC ATATCTC AGG 

GCTACCCCCTAGTACCTGCCCG 

>Sequence 3493 

CCGGGCAGGTACATAGAATTATTTCTTCAAGTATAATTCAAAATAATATG 
GACATTATCATGTTCTGCATTACAATAATGGGATGTCATCACCATTGCTA 
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G AATA CTGGCATGATTCTTCTGAGCAGAAGTTGAAACTGTAAATTTAAAC 

CTTTTAATTATCACCTTACCTGAAAGAGGTTAGTTAAGATATTCACACAG 

TATGTATTATATTAACCATATCACACTTAAGTTATTAAATTCAGACTATT 

TGTAACTTATTGTTATAGGGCCTGCCGTATGGCTTAGGATATTTGAGTAA 

TCATATATTTAAAGTAAAAACTTTGGGCTGGGCACAGTGGCTCACACCTG 

TAATCCCAGCACTTGGGGAAGCTGAGGTGGGCAGATCAGTTGAGGTCAGG 

AGTTCTAGACCAGCCTGGTCAACATGGCGAAACCCCATCTCTACTAAAAA 

TACAAAAATTAGCTGGGCGTGGTGGCACACACCTGTAATCCCAGTTACTT 

GGGAGGCTGAGGCACAAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAG 

TTAGCCAAGATCGCCCTGCTGCACTCCAGCCTGNGCAACAGAGGGAGACT 

CTGTCTCCAAAAACA 

>Sequence 3494 

AGCGGCCGCCCGGGCAGGTACAGGATGGGAAGGCTTTGCTATGGATCCCA 

GCCTTTCTAGGGCTGGGTAGTGGGAACCTCCCAAAATTGGAGTTCGGGTT 

AGGAAATCCTCACATGCAGTTTGGGAGAGGCTCAGGAGGAGGAACCTGAG 

CCATGTCCTCTGTTCTGCAGTGAAAAGAAGATTAAATATGACCACTACTT 

GATCCCAAACGCCCTGCTGGAGCTGGCCCTGCTGCTTATGGAGCAAGACA 

GAAACGAAGAGGCCATCAAACTTTTGGAATCTGCCAAGTAAGGCTTGGGT 

AACCTCAGTCTGTCCTTTGCTCCCTCTGAACTCAGCTCACGAGCTGGCTG 

GGGACAGAGTTGCCCAGAGAGCAGTGAGTGGAGTTGCTAGCAAGGCCAGT 

CTGGCAGTCTAGAGGGTGGACCTGTGTCCCTCGGAATCCAGCTCTCGCCT 

GTCATAGGAAGACTTCTTTCTTAATGTATAAATGCGCAGTTAGACTCCCA 

GAGGCAGGAAGTAAGTTCCCAAGGTCACATCAGAAGCCAACTGCATGGCT 

GTGTGAAGACCCATGCCTCCTGCCTTCCAGGGTAGGGGTCTATTCCCTAA 

AACCACCCCTTCAAGC 

>Sequence 3495 

CCGGGCAGGTACATCAGAGAAATGGCCCTGGTAAGCTGAGCCTGCTTCCA 

GAGTGACCACAGTGAGGCAAATTCAAACACGCTCCATTTCATTCAGTGGG 

CTGGTCGTCACATATTTTAGCCATGAAAGGAACAAGAATTCACTCAACTT 

CTAACTCAAAATTTCTTCTTAGTTTTCTCACTGCTACCCTGCAAGTAGTG 

CAAGAAGAATCAAAGAGGGATGGCTATTAGTCACATAACTCTTAACACTA 

AAAAGAACCTCTTGTTATCTGTGTGGTTCGTCACCCTCTTCACTTCACAA 

ATGAGACTTGAAGACAAGAAATGTCAGGTGACTTGCCCACAGACACACTG 

GTCAAGACGCAAAGCCAAGGCTGGAACTGGGGCCCATCCTGAGGAAATGA 

CACTGCTGCTGCTGCCTACAGCTCCCCTCCCCAACTCTCAGGAGCTGGTG 

TGCCTTGCCTATAGCTGGCCTTAGAGAAGCTGCTCCCAGATCCTGCCTCC 

ACCATTCCTGCTGTTCCTTGCnTCTGACTCCTAAGAAGACTTGGTTTTAG 

AGCTAGGGAAGCAATGAAGAGCACCACAGCAGTTGCTGCACATCATCAG 

>Sequence 3496 

AGCGGCCGCCCGGGCAGGTACnTTTTTTTTTTTTGTAATAGTGCGTGTTT 

ATATTCAGGAGTGCTTAATCCAAGAACCTGTGATTTCTGCTCTTGTTTTA 

CCTCCTATG A ACG AA AA ATTGTTGTCCTTACGGTTTTTTCTGCr rTCTTT 

GAAATGTTCCTTACAGAATAACTACATGAATGTAATCACATGCATTTAAA 

ATAGTCTAGAGAATATAGTGTGAAACTATAATGGTATTTTTTTAGATGAG 

GTTTCTGGTGGTATATTACTAAAATTTTAAACTCCTTGATCTTATGCTGT 

TAACCAAGAAGATGGGGATTTGTGTTACTTTAGACACTGCTGGGTGCCAT 

GGTAAATTGGGATGTTATTGTAAATTGTAGCTCTCACAGCTGCGTATTGC 

TTACAAACTCGGAAGGATAGTCTCATATCAGTAAACATTTTTATGAACGT 

AGTTGAACTTTTTTGTAAATTAATGTGCTGGAAAGAATACCAAAAGGGCC 

CTAAAAAAGTCTAAAAGGATTAAAATTTACTTATGTAATTATTGGTATTT 

TAAAATATNTGGTAGTCACTTAAAATGCATAATGACAGACAATAGGGTGT 

CA 

>Sequence 3497 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 
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TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGCAATGTGAT 

GGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAG 

AGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAG 

CCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACT 

GGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGT 

TTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCC 

AAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTCC 

TTTCAGAAACCCATGTTCAAATAAGAGATAAGATA 

>Sequence 3498 

AGGTACGCGGGGTCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGA 

CTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGAC 

TTCTCAGCCTCCAGAACTATGGGGTTCTGCTCTTGTCACCCAGACTGGAG 

TGAAGTGGCACAATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAG 

CGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCACGCCA 

CCACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATG 

TTGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAAC 

CTCCCAAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCC 

GATGGCAGACATTCTCAGATAGGTTTGTAGCTATTGACCTGGCTGCATCA 

AAGGAGATGAAATCCCTTAGAAATTGACAGCTTCTATGAAATTTACAATC 

AAGAAGGCATAAGAACAACTGCTGCAGCTTCAGAACTATGCAGAAAATAA 

AATGTCAACAGCTGGGAGAAAAAATTCTAAGTGAGCAACAGAGCN 

>Sequence 3499 

ccGGGCAGGTA CTTTrnTi i mn 1 1 T 1 1 1ACTATTAGAATATTTGCT 

. CTATGCGTTTCGACATTTCGTTCTGCTCACTGTTACACGTCCTAACACCT 
AGAAGAATGCCTACCACATGGTAGGCATTCAGTAAATATTTCTGAATAAA 
TGAATAAGCAAAAGAACTTTGGAGCCACAGACAAACCCTCAAAAACAGGA 
AACTTGGAAAATGCAAAAACACATAAACCCCGACTACAAGTGCATGGTCT 
TTGGCTGACCATAACCTACAACTGACTGTAATGAGGAAAGCACGCCCTTT 
lTl'l'l'l'T T l'tTGAGACGGAGTTTCGCTTTTGCTATCCAGGCTGGAGTGCA 
ATGGTGCAATCTCGGCTCGCTGAAACCTCTGTCTCCTGGGTAAAAGCAAT 
TCTCCTGCCTCAGCCTCCTGAATAGCTAGGACCACAGGCATGAGCCACCA 
CACCCGGCTAATTrrGTATTTTTAGTAGAGACGGGGTTTCTCCATGTTGG 
TCAGGCTGGTCTCGAACTCCCAAACTCAGGCGATCCACCTG 
>Sequence3500 

CCGGGCAGGTACATGAATGTGCAGAGTGTGACTCAGTTTCCAAGCTCACT 

CATGTGGCTCTTGGCAGAAGACATAAGTTCTTTGTGACATGGGCCTCTCT 

GTAGGACAGCTTACAGTGTGACACCTGGCTTTTTTCAGAGTA ACTGAGCA 

AAAAGCCAGAGAGGCAGAGCCCCCAAGATTGAAGCCACGGACriTTTTTG 

AGACAGAATTTTGCTCTTATAGCCCAGGCTTGAGTGCAGTGGCGTGGTCT 

CAGCTCACTGCAACCTCCACCTCCTGGGTGCAAGCAATTCTCCTGCCTCA 

GCCTCCCGAGTAGCTGCCACAGACTTTTTATGACCTAATCTTGGATGTAC 

CT 

>Sequence350I 

AGGTACGCGGGGTCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGA 

CTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGAC 

TTCTC AGCCTCT AG A ACTATGGGGTTCTGCTCTTGTC ACCC AG ACTGG AG 

TGAAGTGGCACAATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAG 

CGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCACGCCA 

CCACTCCTGGCTAATTTTTGTATTnTAGTAGAGACGGGGTTTCACCATG 

TTGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAAC 

CTCCCAAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCC 

GATGGCAGACATTCTCAGATAGGTTTGTAGCTATTGACCTGGCTGCATCA 

AAGGAGATGAAATCCCTTAGAATTTGACAGCTTCTATGAAATNTACAATC 

AAGAAGGCATAAGAACAACTGCTGCAGCTTCAGAACTATGCAGAAAATAA 

AATGTCAACAGCTGGGAGAAAAAATTCTAAGTGAGCCACAGAG 
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>Sequence 3502 

AGGTACGCGGGGGCGTTCGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGC CAAG ACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

A 

>Sequence 3503 

CCGGGCAGGTACAAGCTGGCATACCCATTGGGATGGGAGGACTCTGGGCT 

TTCAGAGCTTCTTCAAATGGTCTTTGTATGGCAGACTATAAGTAACTCAA 

TAAAATTCTGTCTTCTCCTCCACATGGGTGCTGTATTTCACAACCTTCCC 

TACAATTAGTTAAGTGTGGCCATACAACTGATCATGACCAGTGGAACTGA 

GATGGGAGAATTGCCTTGGCCCCTTCATGGGACTCCTCACAAAGGGGGTG 

GCTCATTTACTCAGCCACCATGCACTCAAACCCCTTACAGGAAGGAGAGA 

ATGCAGGTGAGCTGGGGTGAGCGCTGTTGGGCTCCGGCCCCATGGCAGCA 

TCTAGGGGTATTACAGTGTTCCTTTAGCTTTGCCATCCATGGATGGCTAA 

GTGTTAACCAACTCAGTGGAGAGTCAGGGTGACAGCTNTTTATACCCCGC 

CCTCTTQGTACCT 

>Sequence 3504 

AGGTACAACTGAAGCAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTGAAAAAAATTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTAATTGCTGCCTTATGGGCATGATACG 

CCCATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCAAATGACC 

ACAGTACCTGCCCG 

>Scqucnce 3505 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATAATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 3506 

AGGTACCAACCGATGACGGGAATACTTCAGCTGCAATAGGTCCCCAACTT 

CATCTATCTCCTTTAAAGCAGTATCAAGTATTTCTTTGGTATGAGCTGCT 

GACAGGCAAAACCTGGCTCTGGACTCAATAATTGGGGTGGCAGGAAATCC 

AACCACAACGACACCGATGTTCCGCTTCAGCATCTCCCGTCCAAAGGTGC 

CAATTTTGGCAGGCATGTAGAGCATCAAAGGCACTACTGGAGAGTCTTCA 

TTTCCATAGACCCGCGTACCTGCCCGGGCGGCCGCTCGACCTGGGTCTGC 

AGTAAGGAGCATTGCTATTGGACACATAGCTGCCAAGACAGTATCCAAGA 

ATTGTCCACGTGGTCCCTGGGACTGCCCTCCACTGGGACACTTAGTCTGA 

GGTTTGTTCCTTGGTTGAGTAGTTACTCTGTGGACATGGACATAGTGCAT 

TATTTCAGGGGTTCCTGAAATGTCTGTGTGTGGTCAGAAGGAGGCTTACC 

CCCAGAAAGGAAACACCTCTGCTTCCTGCCTAACTAAACAGGCAGTGATG 

GTCTCTTCTCCATCTGGAGAAGCTNGGGTTGAGTAGAGATCCAGAGGTCT 

TCTTCATCCTTCTTCN 

>Sequence 3507 

CCGGGCAGGTACGCGGGAGCCCCTCATGGGAGCCGGACTCCCTGAGACTC 
AAGAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGG 
AACACCCCCCCCTTCTCAACAACCACAGAAGATAAATGCCAAGGGGACCA 
CCAACATGGGCATGGGGCTGTGATGCCAATCTTAAGGGAAAACACAAGTA 
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AAATTGGCTCCAGGACTGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGAC 

TTTGAGGCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTC 

CTCTCGCAGGTTTCAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGC 

AGGGCTCACGGTGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAACCTCC 

CGATATTTCTCCCTCGAGTGGCTGGGAAACTTGGCAAGAGACCAGAGGAC 

CCAAATGCAGACCCTTCAAGTGAGGCCAAGGCAATGGCTGTGCCCTATCT 

TCTGAGAAGAAAGTTCAGTAATTCCCTGAAAAGGCAAGGTAAAGATGATG 

ATTCTTTTGATCGGAAATCAGTGTACCT 

>Sequence 3508 

CCGGGCAGGTACGCGGGGGCTTTCTCTTACTGATAGTAGGATATTTCTGC 

TTTAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGC 

ATGTTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCAC 

GTTGGCATGATAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGT 

AATCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGC 

GTGAATGTTCGGTAGGCTTTGTCAAGCTTGCATACAATAAATTATATATG 

TCCC mTCTT I TAGGGTCTCCTGTTAAAG ATGGTCTTCTG AAGGGCTAA 

CTGCGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACA 

TGCAAACTTTCAAAGCAAAGCCTCCCGAGAGCCATCTGCCTTCGAGCCTG 

CCATTGAAATGCAAAGTCTGTTCCAAATAAAGCCCTTGGATTGAAGAATG 

AACAAACATTGAGAGCAGATGAGATACTCCCATCAGAATCCAACAAAAGG 

ACTATGAAGAAAGGTCTTGGGATTCTGGGAGTCTCTGNGAGACTGGTTCA 

CAN 

>Sequence 3509 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATCTCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAATTCCTATGTTCTGAACTCAGGGAAAGAAATAGGAGAATCATTTGCAG 

CCTACCCGGGTACCT 

>Sequence 3510 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGAGTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGNGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCITATGCTACTTTCACTGAGCATNNCTATGAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGGTAGGAGGCATCTTGGGTATTACTCTTAGA 

TTAGCTTTGTTGCTGGAGCTATGTGCTCCTAGGGACGTGTACTCCCTAAC 

AAACA 

>Sequence 351 1 

AGGTACCATGCGGTCAGCCAAATGTGTAAGGAACTTGTTTTGAGAGGAGA 

GAAGAAAATTCTATAGTAGGCGAGACAGGCTTCTCTCTCCTGCTCCTCCT 

CCCTTTCTTTTTCTCTCTCTCCTCTTTCTTCCCTCCTTCTCTCCCTCTTT 

CTCTTTCTCTCACACAGTTCCTACATTTCTGCACTGGGGGACAAACCAGG 

CTTCTGATCAAAGGCAATCTGAGACTTGGGTTCAAAAGCTTTGATGAAGA 

TTGGTACCTGCTATGCAGATGGGGGGAGGGAAGAAGAGACTAGCCTAGGG 

GCTTTTATATTTCTTTAAAGCATCAGCCATTAATGGGCTAAGTTTACCAC 

TGGGACCCAGAGAGCTAGTCCCCAAACACAAGCTCAAAATGTATGCATTT 

TCCAATTCATGGTTTTCAAGGACATGTTCCCCCGCGTACCTGCCCG 
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>Sequence 3512 

AGGTACTAGGTTTTGGTTGGGTAGGAGAGACCAAAACCAGGGAAAAGCTT 

AGAAATCCTTTATTGGGGTTTCTGCAGGAAATGCAAGGCAGGTCACAGTT 

AACAGCTTATTATTGGCTAGTTTGAATAATTCCAGTGGGCCCTGGGGCAC 

AGGTATCTAGTTGTCTGGTCCCAGCTCTGAGATGATTTANAACAGGGAAA 

TACTGGCTTAGTGTGTGAGAGTGAGAAAAGGAGCTGATTGTGGCTTTATA 

CTTGGGATTCATTGGTATGTATATGAAAGACATATTCTCAGTGGAACCCC 

TCACTAAGACTGCCCAGGAGGGGGCAATCTTTTTCCCAGGTCTGTAAGGC 

CCCNCCCAGTACCTGCCCCGGCG 

>Sequence 3513 

CCGGGCAGGTACAGfCAACATGCATGATGTGTAACTCCATCTCCATAGGC 

TAGAGGCATCCTAAGTGCTGCAGACCAGACCTGGACAATAAATGTCAAGA 

GTCACCACCACCCCGAAAAGAACTAGAAGTCTGTAGATCTGCTGAGGAGC 

CCAGTCATTAAAATACAGGATGGGGTTCACAGAGACTCAAGGTCTGCCTC 

TGAAGCTTTTCTTGGTAGGATCTGAAAACCCAGAAGATGCTTTAAATCCT 

CACCCTAGTGAACAGATGCAGGTTCCCTGGTCCTTGGCCTGACTGCAGTC 

AGAGAGCCCAGGAGTTAGCTGGTTTTCTCCCTCCATTTTTGGTGTGAAAA 

GAGCCACTGCCACAGCAGCCATGGACTTAGGATGCTAGAGTGCATGGTCT 

GGAT GCAAA ACTTTTGCCCTGAAATGTGGCATCAACACAAATACAGAGTC 

CAG A TTTT I'C ATCTTCCTCTGGTGATG ACTCACCATTAGTGTCCATACAT 

GTAGGTGCTTATGANATAACCCTCAGCCAGGACAGCTCACTCTTCTGGAA 

CTGTAGGAAGTGTTCTTATACCTTTTTTTTCAGATTAAACTGATTAATAC 

CTTAT 

>Sequence3514 

CCGGGCAGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCA 

AAATCTCCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTT 

TTCAAATTCAGCrCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACT 

TCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGCCTCTTAAGG 

ATA AGCTA AAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCTGGAC 

ATACTTTTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGA 

TCTCCAGGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACAT 

CCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACCT 

>Sequence3515 

AGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCGACCTAGTCTC 

CCTGATGAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAATGTGGCCAAA 

GCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAACGCTCATTGTGTCGTT 

TGGCTTTCCCCGTCTCTGCTTGACACATGAACCAAAACAGAGGCAGCCAA 

AGCAGGGAAAAAAAAAATCCTAGGATCAGAGTCCACTCTATGCC 

>Sequence3516 

AGGTACGCGGGGACTTCCTCATAGACCTTGGATGTGGGAGGATTGCATTC 

AGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATTCAAGCCAGGAAG 

AAGCAGCAATCTGTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAA 

CITACTAAGAAAGGTATTAAGCGCCTTTCTGAGAGCTCTCAGTGGGCTTC 

CTAAGCACGTTCACTCTGCCTCCTTTAAGTCTTATATTTATGATCAAGAT 

GAAAGGGAGGGATGTATCACTGCACAGAGATTCTACAAGTGGATATATAA 

AGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCACTACTTTCCAAGTGC 

TTTCAGCATTCCACCTTGAAGCACAACGTTAATAATGCACATTTTCTTAT 

GTTCAAGCCCAAAATGTTCACGTGTGATTTGGTTACCCAATATTGCTCTA 

TTCAAGCCCTTTACCAAAACTGGACTCTTTTCAAATGGCCTTCCAGTTGC 

TAAATTCCAAAACACCCTTTATCTTAAAACCAAAAAGGGAGGGAAGGGTG 

GGGGGAGGGGAAACAAAAAGGGTCCCTTCCCGTGCGGTCTTTTATTTATA 

CCCCAAG 

>Sequence3517 

AGGTACTTTGTGGGTTGAGGGTAGGAGGCTAAGACTGCCAGGGAGGAGGT 

CCCGGCTTCCTGCTCCTACCGGGGAGCAGCAGGTGAAACTCTGACCACGT 

TACTGCAATCCTGACATGCTCCAGTGGAGTGGCGACATTTTTCTTCTCGA 
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GGCAGCTTTTGGGGATCTGTATTACTTTCATGTGGACCACITGCTAGTTT 

TGATTTCAATGATAATTTCTTCCTTCC IT mTTTn 1TTC AAGCCTGTC 

TTCATAGTGATGACAACACATTTAACATTTGTTTTGATTTTACCCTCTCC 

TCTCTCCCCACTCTCAGTCTGCAGCCAGGAGAGCAGGGACGTCCTGTGCG 

AACTGTCAGACCACCACAACCACACTCTGGAGGAGGAATGCCAATGGGGA 

CCCTGTCTGCAATGCCTGTGGGCTCTACTACAAGCTTCACAATATTAACA 

GACCCCTGACTATGAAGAAGGAAGGCATCCAGACCAGAAACCGAAAAATG 

TCTAGCAAATCCAAAAAGGGGCAAAAAAGTGCATGACTCACTGGAGGACT 

TCCCCAAGAACAGCTTGTTTAACC 

>Sequcnce 3518 

CCGGGCAGGTACTTTTTTTTTTT1 1 1 1 rTTTTTTTTTTTACGTAATACAC 

GTTCCTATGTTTTCAAAAATTAAATAACAATTTAAAACGCAT CCATTG TT 

ATACTGTTCCTCACTATAATTCCTGAACCTC CATGTA AACCCATTTTTAT 

ATCTATCAATTTTTGTTGGTGTCAATTTCATGTTTTTAAATAGCATGACA 

TGCCTTTTTATTTTGAAGTTriTGGCATGATATATTGACCTATCTCTAAT 

GGAAAACTGAAGTTTATCTATGTTACATTATGCCACTGAAATAAACATAT 

CCCAGCTGTTGAACAAGTGACACTTCCTGTCTACCACCAGAAACAGCAGC 

CCCAGGATACGC 

>Sequence 3519 

AGGTAC T II I [T V { ' 1 ' t " l 1 TTT Ti ' rT TTGCAGGTTGAATCCAGGGTTTTAT 

TGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCTGGAAGCGGG 

GATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACCTCTCCGACC 

ACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCTTCTCTCTTTC 

TCTACTGTATCGTTTCACCATTCATCTGCTTGTCTGGGATGGTGAAGACA 

ACTGTTTGCTCATTTGCTTGGCXjATAGGTGATTGTCTCGCCGCTCAGCTA 

TAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCCATTTAGGTCG 

CCAAAATGTGCCTGGAATTGGTGGGTTCTTCGTCTCACTGACTTCAAGAA 

TGAAGCCGCGGACACTCGCAGTGA 

>Sequence 3520 

AGGTACGCGGGGTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

TATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACA TCCT GCAGGAA 

AATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCAATT 

GAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTTTCTCTC 

TAACTGATTTCTCCAGAATTTGGAACTAGTTAGTCTATATGTCAGAATAC 

ACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACAT 

TAAAAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCC 

>Sequence 3521 

AGGTACTTAGAGTCCAATTTTCCTACCTTGGCTTGTGCATGAGGTTGCCT 

GGTTGCCACGGTGCCTGCTTTTCTCCCTGTGTCACCTCCACTGCCTCCTG 

AATAACAGTCTCAGGTTTGTCTATGGCCTCTGCAGGGAGCCGGGATTCCC 

AGACAGAGCAAGCCCACTTAAAATCAGGGTGGGGACCGCCTCTTCCCTTC 

TTTGGGCCCGGAGTTCCATACTTTCCACGCCAGGGCACCAGAGAAATCCC 

AGAATGGGGGCTCCCCACAGTTTTGTTGAGGAAAAACACATTTCAATCNT 

GTTCCCAAAACCCTCAAAAGAAATGGAACTTCAGAAGGACCACCAAAAAG 

AAACAAATGGGAAGGAGAAGAAAATTTTTAAATGGTTGGAATTCGTGGCA 

AGGAAATGGTGGTGTTCTTGGGTAAGGGCAGGGACTCCCCGGCGTTACCC 

CTGGCCCCGGGGCAGGCCCGGGGCTCCTAGTAA 

>Scquence 3522 

CCGGGCAGGTACGCGGGCAACTATTGCAATGAAAAATTTCAACAA TTT i 1 

TAATGAAAGGATTCTGAAGGAGGAACAAGAACTTTATCAAAAAGAAGGTT 

TAGGTGTTAATGAAGTGCATTATGTGGATAATCAGGACTGTATAGATTTA 

ATTGAAGCCAAATTAATGGGAAATACCTGGATATTTTTGAATGAAAGAAA 

AATCGCCTTTCCCCAGCCCAAAGTGAATCAACAACTTTKNACATCTGCAG 

TTTCAACCAAAACAGCACAGAGGATTCATTTTGTCGGACTTCAACTAGTG 
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TCCCAAGAAAAATACTAAGGCGNTGGCAGTTNCAATTAGGAAAATATCAG 

GAAGAACGAACGAAAGGGGCTTTCAATTNNATCAGGGCATTTTTTTGCGG 

GGGGGCCAGTTGGTGTCTTATGGAAAACCAACCCCCAAGNTTTTGTTGGG 

AGGAAAAAAATAAAT 

>Sequence 3523 

CCGGGCAGGTACCAAGAAAACTCCATCCACAAGTCCTTGCTGAATAATCA 

ATCGCTGAGCCTCATCTCTAGAAATTTTGTGGTGAAACCATGGCTGGGAC 

CGGTGGATAGCCATGTTTGTGGCAGAGCTCTGTGAAGAGGCAGTGGGGCT 

ACCGTGAGTGCCCAGGCCCGTAAACATTCCTTTTTTTCCTCCAAGCGAGT 

TCCTTCTTCAAACCGCAACTGAAAGGGGCTTCAGGTGGGGAATTTTCTAT 

ANACTCNhrTGCTTTTC^TGGCCTGAGAAAAGTCCATTGCNNTACCAGGG 

AAThrTWCTCTGAGTATTACTTC^^ 

GTGAACTTNGCAGCCACTTTTCTAACCTNTTGATATGGNATGNCCNATAT 
AATN>n-CTGGTTCCTCGGGCCGGCTTCTAAGAAACTAGTTGGGAATCCCC 
N 

>Sequence 3524 

TCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGA 

CAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACA 

GACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGT 

GCAGCTGCAGCGGATTTCTTTGAGCGCTGGCTATCGCATCTGCCTGGGCA 

AGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAA 

CCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGA 

AATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATG 

TCT 

>Sequence 3525 

AGGTACGCGGGGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGG 

AGCCTTCAGAAGGTAATTAATACCCTTGTAAGAAGAGGCCAGAGAGCTTG 

CGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAAC 

CTGCAAGA GGACC CCTTATTTGAAAGCTTAGCCATACTTGGCATTCCTCA 

ATCCTTGGCTTTTCCAAACTTTCCAGAAACTGTTGAAGAAGTTATATTGT 

TTTGTTGGTTTTAGGTCAAATTGGTTCTTATTGGGTAA A 1 1 1 1 M M H A 

TAAGGCTAGGTTCCCCAGTCCCAAAGAACCAGTTGNCCCTTCCATTTTTA 

C TTACC ATTAACNCATTTNTAATAATTTAATTTATAATTAGGGGCCTCCC 

CTTTTTCCAGAAGAAACCCCCATTGTTTTCCAAAATTAAGGAGGAATAAA 

GGAATAACCTTGGAAAACAACCAATAAACAACCCCTTTCAACCTTAGTTT 

TTTTTAG 

>Sequence 3526 

A GGTACT T 1 T i rTTTTTl 1 H I rn'I't'lGCCTGGAGAGAGAGAGATGTTT 

TATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCA 

CCCCTCAAATATTTTCCCACGTATCACTTAAAAACAAGGGCATTCATTCT 

GTTACATGACCACAATACCAACCGGACCAGATAGATATTAACATTGACAC 

AATG CTCTGATGTATTGGTATCTACTATGCCGTTCATAATCAAATAAGGG 

TTTTGGTAACTGGGGATCCATAAATGGTCTGCAAGGACAGCCCCTGTAGA 

CCTACACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTATACTGG 

TGATATTTTTCACTGGCTCTGATGCTCACTTAGAATTTTTTCTAC 

>Sequence 3527 

AGGTACAAAAGGTCTGTCTTCCATCAGACGCAGTGATGCTGCGACTCACA 

CGCTTCAATTCAAGACCTGACCGCTAGTAGGGAGGTTTATTCAGATCGCT 

GGCAGCCTCGGCTG AGCAG ATGCACAGAGGGGATCACTGTGCAGTGGGAC 

CACCCTTACTGGGCCTTTTTGCAACCAGGGGTTCTGGGGATTGTTTTCAG 

TGGTTCAAAAATAGCTCTGTTTTAAGAAGCAAGGGGCTTCATGAAAAACA 

GGAAATTACCTGGTCATTTGGAGGGTGCCTGGAAACAACAGGTGGAAGGG 

TTCTGTGTTACCTTGCCCCCGGGCCGGCCCGGCTCCTTAAAAACTTAGCT 

GGGATTCTCCCCCCGGGGCTTGTCAGGGAATTTTCGATTATTCAGAGGCC 

TTAATCCGAATAACCCTGTCCGAACCCTTCGAAGGGGGGGGGGCACACGG 
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GTACCCCCAGGCCTTTTTTGTTTCCCCCTTTTAAGG 
>Sequence 3528 

AGGTACAACCTGAGAATCACAAGCGGTGTGGTGGTGTGTCAGTGTGGCCT 

GTCCATCCCATCTCATGTGAGTGTTCCACACACAGATTTCATGATACTTC 

TTCCCACATGGATCTACTTTCTTGAAGATCCTCCAGTGCTGACTTGGAGC 

CCATTGTGCATATTTCTTCCCAGTTTTATGTTCAGTGGTGTCACATTGGT 

AGCTTCAAATCAGCCATGGTGAGAATATCTATGGCATGAAAATTGGCAAA 

CAGTACCTGCCCG 

>Sequence 3529 

AGGTACGCGGGGAACAGAAAGCAGCCCAACTTGCTACTGAAATTGCAGAT 

ATAAAGTCAAAGTATGATGAAGAAAGGAGTCTTCGAGAAGCTGCTGAACA 

AAAAGTGACACGTCTGACAGAAGAATTAAACAAAGAGGCAACTGTAATTC 

AAGATCTGAAGACGGAACTGCTTCAGAGACCTGGTATAGAAGATGTTGCC 

GTGCTAAAGAAAGAACTGGTCCAAGTTCAAACACTAATGGATAACATGAC 

CTTGGAACGTGAGCGAGAATCTGAAAAACTCAAAGATGAATGCAAAAAAT 

TGCAGTCACAATATGCTAGCTCAGAGGCCACAATAAGCCAGCTAAGGAGT 

GAACTTGCCAAAGGCCCCCAGGAAGTTGCTGTATATGACACCCCCCCGGN 

NN>rrNTNTNCTNGCCTCTTTTCTTTCTC T TT^ 

>Sequence 3530 

AGGTACTTTTnTi"rrirri"irri"Il"irrilGAGAGTACTTTCACATGCT 

ATACCACATTTAATTAATTCTAACAACAGCACTGGAAAATAAGTATAATT 

ATGCTCTTTAGTTCCTTCTAGACAGAAAGCTTTCATGGGGATGAAAGACT 

GTTCCTTAGCTCAGAGTAGGGAATCAAAGTAGGCGGGGCTTAGTTCAGAG 

TGGGCGGGGCTTAGCnX^AGAATTGGCCATCAATTTGTAGAATTGAAGTGT 

GAACTCTGAGGATGAAAAAACAAGGCTTGCAGGGGTGTGTAACTTGCACC 

AAGTTACCCCTACTTTTACATTGCGCCAAACCGGCCCAACTTAATTCTTT 

CAAAATGGTCCATAAGGGGGTTTGAACCCCTGATTTCCCTTTGCCCTGTT 

AAAAAGGTTGGAATTTCCCCCTGGGCCACGGGCTTTTTTTTTTTTCCCCC 

GGAAAGGAAACCAAAAACCTGGG 

>Sequence 353 1 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGT 

AGAAGAGACAGGGGATATTCCCAAGAAGGGTTATGCAAAACATCAGGAGA 

AGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAAC 

AGCACAAAAAAAAAAAAAAAAAATAAAGTACCTGCCCG 

>Sequence 3532 

CCGGGCAGGTACATAGCCCCAGAAGGGCGGACTGGCCGGAGTCCAGGGAT 

GGCAGCCAACGCCCCATAACAGAGATCAGCATTGGACTACAAGAAGAGGC 

AAGGAGAAATCAAGGATCAAAATTTAAGTAAAAGAAAAGCCAAGTCATTA 

AAAATAGACCCCCTCTTTGAAAGTGGGAACGTAGGTGTGATGTTCTGGCA 

TAAGGAGTGAAAAAGAAAAAGCTCTATTACTTGAAGCTTTTCACCAGGGG 

CAGAGGGAATGGCCGGAAGTGAGAAACGTGTGTGTGGATGCTTACACCGA 

TGCCGTCTCCTAATATTGGAACATGGCTCCAGAAAGGAGAACCAATTATT 

CCTAATTCCACGGGCGGCATTCTTTGACTCCCAAACTCCCAAAGTGGAGG 

GCAGG 

>Sequence3533 

CCGGGCAGGTACAGAAGGGCGGTCCTGCTGACTTGGCTGGGCTAGAGGAT 

GAGGATGTCATCATTGAAGTGAATGGGGTGAATGTGCTAGATGAACCCTA 

TGAGAAGGTGGTGGATAGAATCCAGAGCAGTGGGAAGAATGTCACACTTC 

TAGCTCTGTGGAAAAAAAGGGCTATTAATTATTTTCCCAAGCTAAAGAAA 

ATTCCCTAATTTGTTTTCCTCCCCTGGCCTGATTCCACTTTGACATCCCC 

TTTCAGTATTCCTAAATGAAGGGAATTAGTGGTTGGGATGTCAAAACCCA 

TTGACTTCGCCACCATGGTCAAAAAGGAAACGTGTGCCCCACAGTTAACC 

TTCGAGCCGCTTTCTAGCAACCTAGGTGTGATTCCCCCCCGGGGCTTGGC 

AGGGAAATTTCGATTATCAAAGCCTTTATTTGCATTACCCGTCTGAACCC 
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TTCGAGGGGGCG 
>Sequence 3534 
>Sequence 3535 
>Sequence 3536 
>Sequence 3537 

CCGGGCAGGTACGCGGGGCTGCCTGGGGTGACCCATAAGGAACACCCCCC 

CCTTCTCAACAACCACAGAAGATAAATGCCAAGGGGACCACCAACATGGG 

CATGGGGCTGGATGCCAATCTTAAGGGAAAACACAAGTAAAATTGGCTCC 

AGGACTGAGCTGGGCKjCAGCTGCTCTTTCTGTCCATGACTTTGAGGCGGG 

ATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCGCAGGT 

TACAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGCAGGGCTCACGG 

TGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAACCTCCCGATATTTCTC 

CCTCGAGTGGCTGGGAAACTTGGCGAGAGACCAGAGGACCCAAATGCAGA 

CCCTTCAAGTGAGGCCAAGGCAATGGCTGTACCCTATCTTCTGAGAAGAA 

AGTTCAGTAATTCCCTGAAAAGTCAAGGTAAAGATGATGATTCTTTTGAT 

CGGAAATCAGTGTACCT 

>Sequence 3538 

AGGTACTGTATATTTTGTAAACAAAAATGACTGGCTTTTCAACCACCCCC 

TAGTCAAATCCACCACAGACTTTCCTGGTAGATTTAAGAAACCCAGTCTT 

AAACTGCTGTTTGCATATGTCTTCTGATGTTGATTATTTAAAAAAAAACA 

AAAAACGGCCATTTCGGAAATTTCATATTGACAGTTTTCATTTATAGTAC 

GCGGGGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTACATTTG 

GAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGA 

CAAAAATGACCCCCATTTGTGTGACTTCATTGAGACACATTACCTGAATG 

AGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTGACCAACTTGCGC 

AAGATGGGAGCGCCCGAATCTGGCTTGGCGGAATATCTCTTTGACAAGCA 

CACCCTGGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAATTTCCCC 

ATAGCCGTGGGGTGACTTCCCTGGTCACCAAGGCAGTGCATGCATGTTGG 

GGTTTCCnTTACCTTTTCTATAAGTTGGACCTGCCCA 

>Sequence 3539 

AGGTACATCCAAGATTAGGTCATAAAAAGTCTGTGGCAGCTACTCGGGAG 

GCTGAGGCAGGAGAATTGCTTGCACCCAGGAGGTGGAGGTTGCAGTGAGC 

TGAGACCACGCCACTGCACTCAAGCCTGGGCTATAAGAGCAAAATTCTGT 

CTCAAAAAAAGTCCGTGGCTTCAATCTTGGGGGCTCTGCCTCTCTGGCTT 

TTTGCTCAGTTACTCTGAAAAAAGCCAGGTGTCACACTGTAAGCTGTCCT 

ACAGAGAGGCCCATGTCACAAAGAACTTATGTCTTCTGCCAAGAGCCACA 

TGAGTGAGCCTGGAAACTGAGTCACACTCTGCACATTCATGTACCTGCCC 

G 

>Sequence 3540 

aggtacgcgggggaccttggatgtgggaggattgcattcagtctagttcc 

tggttgccggctgaaataacctgaattcaagccatgaagaagcagcaatc 

tgtcttctggattaaaactgaagatcaacctactttcaacttactaagaa 

aggtattaagccm:ctttctgagagctctcagtgggcttcctaagcacgtt 

cactctgcctcctttaagtcttatatttatgatcaagatgaaagggaggg 

ATGT ATCACTGCACAGAGATTCTACAAGTGGATATATAAAGCTAATAATG 

TTTTCAGTGAGCTCTTCTCTGGCAACTACTTTCCAAGTGCTTTCAGCATT 

CCACCTTGAAGCACAACGTTAATAATGCACAATTTCTTATGTTCAGCCAC 

AGAATGTTCACGTGTGATTTGGTTACAACATATTGCTCTATCCAGGCCTC 

TAACAAAACTGACTTCTTTCAAATGGACTTGCAGTTGCTGAATTCCAAAT 

CAACACTTTATCTTAAAAACAGAAAAGGAGGGGAAAGGTGGAGGGAGGGG 

AACAGAGAGGGTACCTGCCCG 

>Sequence3541 

AGGTACCGTAGGGTTTTTAATACCAGGTTCACCACAAACACGAGTAATGT 
GTTGTCTGTGGAGTTATGACAGGTGGTAGAAAGTTCCCCGCTCTATTATA 
ATATTATGGGACCAGCTTGATACACAGCCATCCTTAACCAAAACATCATT 
ATGCTGCCATGACAACATTTGTTTGGTTTTCTTGTTTGTTGTTTG'l' 1" I 1 1 
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AAGACCAGGTCTGGCCCTGTCGCCCAGGTTGGAGTGCAGGAAGAAAACTA 

GGAGAGTATGGTGTCACCGAAGCCCAGGGAAAAGCGTTCCCGAAAGGGAG 

CGGTCCACAGGACACATGAAGTTAGAGTATCCGGAGGATTGAGCAACATG 

GAGATTGCTGCTCATCGCAACTACAGCAGTTGCAATTGAGTTAAGGACCT 

GAACGCCAGACTACAGCGGAGGTGACAAGAAGTAAGAAAGTGAAGACTAA 

AAATGTAAATAATTTCAGTTGTAATTGTGAAAGGAGAGATGATTCAAAGA 

TAAGTTGAGGAAGAGGTGGAGCAAAGGCATTACTTCTTTGTTTCCCCTCC 

CTCGCTTTACTfTTTCCTAAGAGGAAGACAGGCACATTTAAAGGCTAAAG 

AAGGTGAAAACTATTGAGACTAGATCACTAGTAGAGTGAAGTCCATCAAA 

TAATAAAAGAGTGAGCTCTACAAAACAGGAAAAGACATNCTTGCCTTTGG 

GGATTCGGGACAAAACAAGGAGGGTTGTTGGATCTTTCCAGGGGTGAGGA 

AAGTGAAGGGTTAAAATTGCCAAACAATCTTGCACCTATTAGCCTAGCCA 

GGA 

>Sequence 3542 

AGGTACGCGGGGGGCTTTTTCTCTGAAAGCAAACGTGTGTCTTTTACACC 

AGGGCTTTCTCCCCACCCCAGGGGGTGTCTTCCATCCTTTTGTGGCTCAG 

TTGAAGGCGAAAAGGGCTCCAAACCACTAACTAACCAGAGGAGAGCCCCT 

TCTTCCACCTCCAGGGAGAATTTCAGATTTAATTTGTCCGAAGATAGCGT 

GCTCTCTTCTTACTCATTTGCCATCATTACGAGGAAAACAAACCACCACC 

TTGGCTTCAAGATCCTGGGTAGAGGCTCACGGTCTTTTCAACCATCTTTG 

GCGAGGCCTTGCTTCCTTCCACTCGAGCCTGTTGACTGGGGCTGCTTTTA 

ACCCTTTCCTATTTGCTGAGAATGCAGCCGTGTGACAGTAACTGAACATT 

GGTCTAAAGTCTTTCCAAAAGGTCAAGGTTCACAAGAACATCTGCTCAAA 

TTAATGACCATGGGGGATATGAAGACCCCAGACTTTGATGACCTCCTGGC 

AGCATTTGACATCCCAGATATGGTCGATCCTAAAGCAGCTATTGAGTCTG 

GACACGATGACCATGAAAGCCACATGAAGCAAAATGCTCACGGAGAGGAT 

GACTCCCACGCACCATCATCTTCTGATGTGGGTGTCAGCGTTATCGTCAA 

GAATGTTCCGAACATTGACTCTTCCAAGGCCGGGAGAAAGAGGGCACACC 

CCACTTGGCATGGCTACATAATGGGGTTCTACAAGATTCTCCCTTGACAG 

TCCAGTAAGATGAAGCAAATCCTTGAAAGGAAAGTGCCCGCTCTGAGGGA 

CC 

>Sequence 3543 

AGGTACCAAAAGAATTAGGCACAGAAAACTGTTTTAATTAGGGTAACAGA 

AAGCAGCTGCAATACAGAGTGATGAATGTGAGCTTTGAAAGTAAATTTGG 

TGGGTTTCAGGATTTCTGAGGAGGGAAGTCAAACAGTTCTAAAGAGTTGG 

CAAGGCCAATTGAGAGGGTGGTAAGCTATCCTAAGCCCTTTCTTCTACAT 

TAACTCTGCTTTCCAGTTAGTCTTCAGGTGCTTTAGAATTTGAGATCCTT 

TTTTCTCATTGTGTGGTCCATGGACTAGAAGTATTAGCACTACCTGGAAA 

CTTGTTCAAAATGCAGAATTCTGGGCCCCAAAACAGACCTACTAAATAAA 

AGTCTCCATTITAAAGAGATTGCTGAATGATTCATAACTTGTTAAAGTTT 

GAGAGGCATTACCTTAGATTCTGTCTTCTTCTTACCTTTCAAACCCAGCT 

GAAAGTGGGTTTGTATTTCCCTTTACTTTCGACCTTTACGGAAGTACCTG 

CCCG 

>Sequence 3544 

GNGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGCGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGG 
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AGTATTGGGTTTTGAGAGTCTTTTTGGTCCCTC 
>Sequence 3545 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGGCC 

TGGTAGAGG CACCAC TAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTrCTCACTGTGTG(nX2TTTCTTGTGCATGGA 

GAGGGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGCACTAA 

TCCCATAATAAGACATCCACCCTCCTGACCTCGGCTAACCCTAGTTAAGT 

ACCTGCCCG 

>Sequence 3546 

>Sequence 3547 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGGCAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAGGCTGAGGAGCTGACAGCTT(XATGA 

AAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCT 

GCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCT 

TCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTC 

AGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCCTTCTTGTGC 

ATGGAGAGAGAGAGCGTGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGC 

ACTAATCCCATAATAAGGCATACACCCTCCTGACCTCGGCTAACCCTAGT 

TAAGTCCTCC 

>Sequence 3548 

CCGGGCAGGTACGCGGGGAGAACTTGTGTGCTTAGACCCGACGCTGGGAG 

GAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTT 

TGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAA 

AAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGT 

GTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGG 

CCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCG 

GCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGC 

ATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTG 

TGGTTTAGTCAATGGTCTATGGTAATTTTTTATAGCAATCCCAGCCAAAA 

ACAGTGCCTCATTTACTACATACCCATTATATTATTATATANGGCTCCTT 

CAGAAACCCATGTTCAAATAAGAGATAGGATCCTGGAACACATTACACCT 

TCACTAGTTTTTAATATACAATATTGAGAAATAAGTTGTATTAACTATCT 

CATCCAAGAAATGCCGAATCATGTTGGTTCTAATTTTTATTTATAATTGA 

CCAAAAGAAGAAACTTACCACCTTCTAGATTTTACTTGCCCAAAAAAAAA 

AAAAAAAAAAAAAACCCGGGGGTTTAAAAAAAAGGGGCCCCCGGGTTGGG 

GAAAT 

>Sequence 3549 

CCGGGCAGGTACGCGGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATGTATAAACATCCTGCAG 

GAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATT 

AATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCAC 

TAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAA 

CTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTT 

TTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTAT 

ATTATTATATAAGCTCCTTTCAAAAACCCATGTTCAAATAGGAGATTAGA 

TACTGAAACACATAACACCTTCACTAATTTTTAGTATACAAATATTGAGA 

AATAGTTGGTATTAACTATCTCATTCAAGAAATGCAGATTCATGGTGGTT 
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CTAATTTTTATATATAATTGGCCAATGAAGAAACTTAACACCATTCTAAA 
ATTTAACTGCCCAAAGAATGAAAGGAAGAAAAAAATTCTTTGAAACCCCC 
AGTGGATTGGATCTAATTATGGTTAATTGGATTTGTTTACAACAAGATAC 
CCTGT 

>Sequcnce 3550 

ccgggcaggtacgcgggctttgaccaaagagtgctctgacacactgcatt 

ccctttcccctaggggtagcccatgttgagggcaagacctccagaaatcc 

tgcagcacctccgggtcttgacagttcccctgtagttgccacggtctcag 

tgggttctaccgggttgtttgcaggaaatcaactcacgtggagacattaa 

gggctgagattctctgggcagaatggcagcacacaggcgataaagtgccc 

acctcctcagcttgggtttgacgtgagggtgaatgaaactttgcgaactg 

gcctcctgatgctctgctcccaaggactcctcaaatggccaccagcagca 

gttcctgggcttgggggtgcagaggagctcaccaccattttggcagtcag 

caatctgggck:aggtggaaggggagcaaagaaacacccaacctactcttt 

tcatgggattacaagttcctcagggggcattagcttccaaactcttgctg 

cctt c i '1 ' 1 14ctgcgcoccagattcatcccatgggttctctg acaggttc 

ggaaactcttccttcagtattctactctggccatgatcatttacctgtaa 

CTTTCK3TTTTTATTTCTGAAAAAGACCAGTAGCTAGT^ 

CATTTTGGAAGCGAAAAAAAAAAAAAAAAGAAAACCCTTCGCCCTTTAAA 

ACATGGGGACCCCCCGGGCGGGGGGATmAATTAAATTTTTTTAACCCC 

CCCCCTTGGGGGGGGGCGGCCCCCATTTTTTCTCCTTTAAGGGGGAATAT 

GCCCCCTGGGAAAC 

>Scquencc 355 1 

CCGGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAAC 

TAAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACAC 

ACACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGC 

GTGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGT 

GAGCTGGAACACGGGGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTC 

TGAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTT 

CTGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAG 

GGATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATC 

CCTGCAGCCTGCACGCCAGAGTGTAAGCGCCATGA 

>Sequence 3552 

AGGTACCACAACACTCACCAGGACTGGAGTGCCACCTATGACCTCATTGC 

GTAATGGATGGCTTGTCCTCAAATGGGCCCGGTCTTGGACGAGCCTGAGG 

ATGTCTACAAGTGGAAGAAAAGAAGCCACTGGAGCAGAAGGTGGGGAGGA 

TAAAATTTGGAGCAAGATTCTCAAGGAAGCAACAAGATCCTAAGGAAAGG 

AGAAAGAGACCACCTACTGCATTTCTGTCACTCGCTGAAAAGGACACTCT 

GTCAGAAAATCTTCTAGCAAACTTCAAAGGGCAAAATCACCCCTTGTTAC 

TGATAAAGCCCAGAGAGCTTCAGCAGCTAACATTCCCTGGACAGGGCACA 

GCAAGGATTTGAACCTAGGTCAGTCTGGCCAGAACACCCACAAGCTTTCC 

TTAACTCAGTGTGCTATCTCCCCACGACTAGGTCGCTACTGCTTTATAAT 

CACCTTTGTAGCCACCAGTGGATTTTGTrCATCAGTATTTTTCAGGCAAT 

TGATACTTTAGATATTCAGCTGCAAGACGTATGCAAGTTTCATTGACATC 

TTTTGGAGAAACTGACAAACCTGGACTTGATTrAATGCCTTTTGGACCCT 

TNCAGATTGTATATAACTCTAGATAGAAGGCTGGCCTNCATGATGTCAAG 

AATGTCGCATTCTTATTTTCCCATAGATTAACCCATTGTCCACAAAGTCA 

AAGAGTCAGGCAAAGCCCCTTGCATGGGGCTTTTTTGGAAAAGCAACAAG 

CCTGGACITGGTCTACCACAGGGTTTGCTTAAGAAGTGTTTGACAGATTC 

CTCAN 

>Sequence 3553 

CCGGGCAGGTACGCGGGGGAGGAAGTGCAGACTGACATGGGAGAGCATGG 

CAGGCAAACTTAGCCTGTAAGGGTGGAGGTGCTGGAGAGACACTTCCTGC 

AGGAAGTGGCCTGTAGGCTGATACTTGAAGAATGGTTAGGAGTTAGGCAA 

TTGGGGTGGGAGGGAGGAAATGAAGCTGAGACAAAGAATAGCAAGGGCCA 

AAACCTAGAAACAAGAGACTGTAAGCTATAGCAAAGGAAGTGGGGTAATG 
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CATGTTTTAGGTCCTGTGTGGGGTGTTTGTGAATACACATGCGGGGTXjTG 

GAGCGTGATGAGAGACAAAGCTGAAAAGTGTGGTGGAAAAGGAAGAGAGA 

GCTGAGGCAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCTT 

GGGTGAAGTGAAGTGGGTGTGCCTGGGATCACACACAGCTGTGCAATACC 

AAG 

>Sequence 3554 

AGGTACGCGGGGTGCTCCTCTGAGAACCATCTGTTGGTCTGATGGTGCTA 

GATCTGAAGCTGGTGAGCCTCTTGGGGCGGCCTCAAGGGCTAACAAGATC 

TCAAATGCCCTTCTCTCCATCATTTGTGGTATCCTGGATTATTGTGAAAA 

TGTATAGGGATTCCTGGGGAAGAGTTAAGGATTAAAATATAAAGGTTTAA 

ATATAAATAACTTTATATATATATGTTTTTTCTTGTAAACCAATATGTTA 

TATAGTAGGAAGTTTAATTCCrrAACTTTGGTTTTTCT 

TA TAGC CAACAAGAGCAAAAGCACACTGCAATGTCCAAACGAATTGCAGG 

CGTTTTCTGCTCCCTGAAGCCTGGGAATGAATTTATATACTCAGTCCCTT 

TTCCCTTGGCTGGCCATTGAAGTAGTTGAACCACAGGATTGGACT 

>Sequence 3555 

aggtactttactcacccttcctctgacagaaaaggatgaagtcaagggcc 

tggtagaggcaccactaagaaaggcatctgaaaggaccaaagagagtgac 

cagcaaacattttttgcaaggctgaggagctgacagcttccatgaaaggc 

tggaccacccagtggtgaaaagcatcatctgggttaccttgtgctgcx:at 

aaaacacaccacagactrggtgacttaaaccacagatatttatcttctca 

caatcctggaggctggaagtctgcaatcacggtgccagcatggtcaggtt 

ctggtgagggcctctttccttctcactgtgtgctctttcttgtgcatgga 

gagagagagcatgaacaagccctctactgtccctcttagaagggcactaa 

TCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAGTTAAGT 

ACCTGCCCG 

>Sequence 3556 

CCGGGCAGGTACGCGGGGTGGCTGGCGAGCAGCGGCCTCCCCGCAGGGCC 

AGCK^AGGTGGGCCAGAGCTTTTGGTTTGCTGAGGTTTGTCAGATTTTCCA 

GCTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATT 

CAGACCACATGTCCCTGTTAAATACATTAGCnTTTAAATCAATCTTTTGTT 

CAAAGTCCAGTGAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTC 

CTGAGTGAACGAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCC 

ACCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTA 

TGGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCTGGTCCGGG 

TGGTTGAGAAGTGTAGCCCAACATAGAAGGCTGGCCT 

>Sequence 3557 

AGGTACCTTGGTTTTCAGGTTATCTGACAAAGGCAGCTTTGATTGGGACA 

TGGAGGCATGGGCAGGTTCTCCITTCTTTGGAAACACATCCATGCTGGGA 

TGCACAGTTCTTTTCCTAAGGATTGTGTTTACTCCTGACTGCAACGTCTT 

GGCCACTGTTTGGAGCAGTTTGGTCTGAAGGTCATTAAGGATCTGCTTGC 

ATCTTGTTTCATGTCCTCCGTGACAGACTGCAGACCATGTTAGAAGAGAA 

GGAAGGTTTGTGGATCAAGAGGGTTGACATTAGGTTTGGTGAGATGAGTT 

GCTTGGCACAGATCAGCAGAACAGGACCCTGGTGATAAGGCATCTGGCTT 

TGCTAACCACTTATCATCTTCCATTATTCTCTTTCTTAACTAAGTAGACC 

CGAAAGTGCACTTTTGAAGTCTGGTTTAGATGGCGAGATTCCGAATCTAC 

AATGATCGAGT ACCTGCCCG 

>Sequencc 3558 

CCGGGCAGGTACTTTCACAGCAACATTTAGACTAGTGTTTGACCAACAAC 

TGGGCACCACGGTCAAGCCAAGTTGGCATATAGAATTAGCCAGCAAACTT 

GGTATTCACAATCTGTCATTATAGTCTTGTCTATAAACCTAAGGTTTAGA 

GAAACGCTGGTCATTCTGAACAATTCCCTGTGAATGCAGAGATCAAGGAG 

CCTCCCCTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTTGACC 

TTACTGTTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATAT 

AATATTACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGAT 

GGTGATCGTGTATATTACriTTACCAGCCCCAGACCTGTAAGAGGTTCTC 
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ATCTCTTTTGGTTAAGATTTTGTTGTTTTTTTTTAATGCTCAATAAAAGA 

AGCTTTATTCTTTCATTAAAAAACAAATCTCAAAAGAACAGGGAAGAAGA 

GGGTAGCCTATGAAAGTGTGATTGTTATTTGATACCATCGTGACTTAGCT 

TGTTTTCACCTAAGACTCTGAGATTCTATTCTTGTTATGTGAGATTTGGG 

CTGAGTTCAACTACTATCCATATTAACTGAATAT 

>Sequence 3559 

>Sequence 3560 

NAAGCGCGTATTGACACGCGATATCGACATACTATACGGCACGCGCGGAG 

GCGGCCGACGTACCAAATGAAGTGTGAAGACAATGCCATCCACCACTTTA 

TAGAGGGTGTAAAAATAAACCATAAATCAAGGGAGAAAGAAAAGATGAAA 

GACAAACTGCAAAAAATTGCCAAAATGCGACTTTCTAAAAATGGAGCAGA 

TTCTGAGGCTTTGCATGTCTTGGCATTCCTTCAGGAGCTGAATGAAAAAA 

TGCAACAAGCAGATGAAGACTCTGAGAGGGGTTTGGAGTCTGGAAGCCTC 

ATCCCTTCAGCATCAAGCTGGAATGGGGAATGAAGAATACAGATGTGGTG 

CCCACTAAGCTACTGCTGAAAGGGAGCTGAAATTCCTCCACCAAGTTGGT 

ATTCAAAATATGTAATGACTGGTATGGCAAAAAGATTGGACTAAAGACAC 

TTGCCCATACCACTGGGACCGGGGTTATGTAAACCACCTGAATTGCCTGG 

GCCTTGAGAAAACCCCAAGGATGTCTTGGAAAAGGGACCNAATTGGGGGG 

TGGGTCCACGGCCTTGGGAATAAAATAATTCTTGAATGGATCCTGGAGGC 

CATTGGAACGGTAAAATTTGCTTATCACTTTTATGGGAATAATCAACTGG 

CCTGG'l" I" IT 11TIT1TI ATAAAACCATCCAAAACCTTCGTG AAATTTTAA 

AACCCTTT II IGCAGGTGGC(XCTTCTTGAAGGTTTTTGCCTCCCTTGGG 

GGTGGGCCTGGTTTGCCTTTATGGGCAACTTCATCCAAAACCTGGGGACA 

CAAATTAAATTGGGCCTAATACCCCCAAGGGTTTATTTTCCACCTTCCAC 

CTTTTCAAGN 

>Sequence 356 1 

AGGTACGCGGGGGACCTTGGATGTGGAGGATTGCATTCAGTCTAGTTCCT 

GGTTGCCGGCTGAAATAACCTGAATTCAAGCCATGAAGAAGCAGCAATCT 

GTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAAA 

GGTATTAAGCGCCTTTCTGAGAGCTCTCAGTGGGCTTCCTAAGCACGTTC 

ACTCTGCCTCCTTTAAGTCTTATATTTATGATCAAGATGAAAGGGAGGGA 

TGTATCACTGCACAGAGATTCTACAAGTGGATATATAAAGCTAATAATGT 

TTTCAGTGAGCTCTTCTCTGGCAACTACTTTCCAAGTGCTTTCAGCATTC 

CACCTTGAAGCACAACGTTAATAATGCACAATTTCTTATGTTCAGCCACA 

GAATGTTCACGTGTGATTTGGTTACAACATATTGCTCTATCCAGGCCTCT 

AACAAAACTGACTTCTTTCAAATCGACTTGCAGTTGCTGAATTCCAAATC 

AACACTTTATCTTATAAACAGAANANGACGGGAAGGGTGGAAGGAGGGGA 

ACAAGAGAGGGGCCTGNNCTNNNCNAGGGGCTTNAGCTAGGGGATAAGTT 

TTGGGAGGAAGTTAAAAAGGTTTTCCCTTGCCGGGGAAAAATNAAAANAA 

ATGAGATGTGTTGTATGAAATTTTATTTATGAGGAGTGGAGTTTAACATA 

AGTTGATATCTGTTTGTGGAAAAAGATATTATTAAGTTTGTAATTTGTTC 

TCAAAGAGCGGGGAGCAAAACAGCAGTATATACCTACATACGAAATAGAC 

>Sequence 3562 

CGGCCTTGAGCCCTATTTGAATACTCAGGGCGAATTGGTTCTCCACCGCG 

GCGGCGGCCGAGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCG 

ACCTAGTTTCCCTGATGAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAA 

TGTGGCCAAAGCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAACACTCA 

TTGTGTCGTTTGGCTTTCCCCGTCTCTGCTTGACACATGAACCAAAACAG 

AGGCAGCCAAAGCAGGGAAAAAAAATCCTAGGATCAGAGTCCACTCTATG 

CC 

>Sequence 3563 

CCGGGCAGGTAC 1 1 1 rTTTTTTTTTI rTTTTTTTTTTGGCGGCTTAAAAC 

AACAGCCATTTTATTTAATATCTCATGATTTTGTGGTCAGGAATGTGGAC 

AGAGCTCACCTGGGAGATTGTTCCACTCCATGTAGCATCAGAAGACAGGT 

CTCTTGGTGATATTCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGAT 

GGTTTCACTCACATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTC 
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ACCCAGATCAGTTAACTGGCGTGCCTGCATATGCACTCTCCACCATGGTG 

GTCTCTAGAATTGACTCAAATCTAGAATTGGCTGGAAGACATAGTGGGAG 

AAATAAACTTAGCAGCCACATTTAGTCTACCACATGGAGTAAGAGAGAAA 

GAAAGGAGTCAAAGGGGCCTAGTTTATTTCAATGTX3ATTTAAAATTGTGA 

CAACATAGAAATAACCAAAATATCCAACTGG 

>Sequence 3564 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCGGGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTAT 

ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 

GAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAA 

ACATATGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATCGAAGTC 

AGCAATGTGATGGTGTTTGGAGGTGGAGCXTTCAGAAGGTAATTAATGCC 

CTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAG 

GAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAG 

CTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACrrCCAGAACTGTGA 

GAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAG 

CAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATT 

ATATAGGCTCCTTTCAAAAACCCATGGTCAAATAAGAAATTTGATTCCGA 

AACACATAACACCTTCACTAGTTTTTAGTATCCAAATTTGGAAAATAGTT 

GGTTATAACTATCCCATCCCAGAAATGCAAATTCATGGTGGTTCTAATCT 

TTATATATTATGGGGGAATGGAGAAACCTACACCTTCCTAAATTTAGGGT 

GCCAAAAAAAAAAAAAAAG 

>Sequence 356S 

TTAAGGGCTATAATACGTTATAAAGTCTATATCCATGTGAATTTTCAAAT 
GAGTCTGACCCTGATGTCTAGGACTATTCAAAAAATAGCAGTTATAGTAA 
GATGAGAAAGCATTGACTATGTGTTATGTATTGTCATGTCTCTAG 
>Sequence 3566 

CCGGGCAGGTACCAAAATTTACCAGAGAATTACAGCAAAAGTATTCTGAC 

TCTTAATGTCTTTCTCACTGGTGGGAAGCCATTAGGGATGGAAGCACCTG 

ACCATGGAGAGCTGTGTTCTATTTGCCATAGGTGAGAATAAGCATGTCTG 

CATGGCCACACATGTATATAATTTGTCATATACACTCCGTATAGACCAGA 

AATTTTCATAGAAAATCAGCGGAAAACCTAGTTAACAATTCACACTGTGA 

TTCAGCTGACTTGGGATTCTGCATTTTTAAAAAGTTCTCAGGTGATGCTG 

ATGCTGGTGGTCCTTGGACGTTGCTCTGGGTAGCAAGAGGAGAGGCCTTT 

TGTGGGAAAAATGTGGAAGCAGAGCAACTGGATAGAAGGTCAGGACAGAA 

AAGGTCAGGAGAAAACATCATGGTCCTCTTAATTTTGAGGATGTTTTTAG 

TCAGGGGAGACGGAAAATAATAAAGGGGATAATATAATGGTCCCT 

>Sequence 3567 

CCGGGCAGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGAT 

GAACTCACTGAAGTCCACCTGGGCATCTCCATTGACGTCCAGGTCCTTGA 

GCAATTTATCCACGGCATCCTTGTCTTTTCCACTCTCAGGGACACAGCTC 

CTGGGGAGGGCGGCAGAGACCCTGACAGTC7X:GCCTCGCAGGCGTCT7TC 

TCCAGGCTAGAAACCAATGACTCATCTCTCAGGCTCTCTAGCAAACAGCG 

GGGCCCACACACCACAGTTGTGGTCGAATGTTTCCCTGAGGGCTACGGAG 

TCTGGTCTTGCCGAATACCCCCGCGTACCT 

>Sequence 3568 

CCGGGCAGGTACAGTGGCCCCCCGTGAAAGACAGAATTGTGGTTTTCCTG 

GTGTCACGCCCTCCCAGTGTGCAAATAAGGGCTGCTGTTTCGACTACACC 

GTTCGTGGGGTCCCCTGGTGCTTCTATCCTAATACCATCGACGTCCCTCC 

AGAAGAGGAGTGTGAATTTTAAACACTTTTGCAGGGATCTGCTCTGCATT 

CCTGACGCGGTGCCCGTCCCCAGCAACGGTGAATTTAGTCCCAGTAGCTT 

CGGCTGTCCACTCTCTCACCGGAACACCCTCAAAACACCGCTTCTTGGCA 

GCTGTGGCCCTCGGCTTCACAAACACATAATTGAACTGCTTCTTGACTTT 

GACTTACTTCAAAAATTGGGCCTTAAATAATTAAAAAGAGATCCGATAGT 

TTACATTATAAACTTATTTTTATTTTATATTAAATATGTTTCCTTGGGCC 

GGTTCTAAAAATTAGTGGGAT 
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>Sequcnce 3569 

AGGTACTTTAACTCAGCCATTTTCTCTCTCCTCTATGTGTGGTGACTTCA 

GGAAACCCAGGCCCAGAGGATATAAAGCCACAATGCTTCTTTCTCCTTCA 

AACCACTCTTTGGATATTCCGGTTCCCACTGCTTCACTGCGCTTCACTGG 

TCAGTGCGTCACTCAAACTAGCTGAAAGAATTGTCTAACTCATACACAGG 

GACAAAGTCCAGCAAGCTTATTTAACCGGTTACACAATTGCCTTTGGTTT 

TTACAGTTTGTTCCTAAGTGTTTCCAGAGGCTTGGTTCCTCTTCACCTGA 

GGTAGAGATTGACCAATTATTTATTCCAGTTAAAAGTAGGCTTATTTCAA 

AAGGCAGAGAATTTGAAGCTATCGGGGAAAGGAACTGTGGCAGATAGTGC 

CTGCTGTGTGTGGTGGAGGATTCTCTGC 

>Sequence 3570 

CCGGGCAGGTAClTHTn rTTn n 1 rri'l l 1 11 i 1 rACGNCTTGGAAT 

ATCTTGAATTTAAACTAGTAATTCAGCTCCTCTTCAGCACTCACAATATA 

GTCTGTTGCCAATGCCTGATGAGACACATAGCTTATGACCATTGCACTTC 

TCTTTTmCCATGGTTTGCATTTAGGAGGTAATm 

AGG ATATCCTTCCTC ATC AATTTAG AGAAATATTTGG TC A AA TG A 1 Till 

AAATAAAAAACGGTTCTTACCTTCTAATTTTCCATTTATTTTATCTATTT 

CTTTTTGATGCGCAGCXriTGGGTAAACACACATCCTrTTGTG AAAC AGTC 

TCACAGAGACTCTCAAAATCCCAAGAACTTTCTTCATAGTCCTTTTGTTT 

GGATTCTGATGGGAGTATCTC 

>Sequence 3571 

CCGGGCAGGTACTTTNTrnTlTl 1 11 TTTTTTTn TFTTTAAGTGACAG 

AAAACAGGTTATACGTAACGTTAAAAATAATAAAATGGAAGACTATGCCT 

TCGGGGCTCATTTCTATAGTTTGTTGTTAGAAGAAGTTTCTCTGAACGTG 

TGGAGCACAGGGAAAAAATTGGTCTATAGGTTGTTGGGTTATAGACCCTT 

CCTTTTATATTCATATGTATTTATATGAGAATAAACATGACCCAAATATT 

CTACACTTAATATTTTGCAATCAGGAAAAAATGACTTGATAGAAGTATTT 

ACCCTGCCAGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGG 

CCGAACCAGGAGGATCATCTGAGGACAGGAGTTCGAGGACAGCCTGGCCA 

ACATCATGAAACCCCATCTCTACCAAAAATACAAAAAATTAGCCAGGCAT 

GGTGGTGCACACCTGTAATCCCAGCTACTCAAGAAGCTGAGGCAGGAAAA 

TTGTTTGAACCCAGGAGGCGGAGTGAGATCGCATCATTGCACTCCAGCCT 

GGGCGATAAGAGCGAATGCTCTGTCTCAAGAAAAAATTAA AATAA ATTAA 

ATCCAGGTCAGGCGCGGGGGCTCACTCCTGTAATCCCAGCACTTTGGGAG 

GCCAAGGTGGGCACATCACGAGGTCAAAGAATCAAAACATTCTTGGCTAC 

ACGGGAAACCCCTTTTTTCTAAAATACAAAAATTTCCCCGGCGTAATGGT 

GGCCCCTGTAATCCAACTTTTCAGAAGCTTAGGCGNGAGATCT 

>Sequence 3572 

ACAATCAAAGTCCTTGGCCACATTGTAGAACTTTGGGGGAAGCTCGCTCC 

AACCGACTACTATCACCTTCGCCGTTCCGGTTTTCAAATCCTGAGTCAAG 

CCAATAAAAAACAAAACAAAAAATGAAACAAGAAAACAAATAAAGCCACG 

CCAATCTCATGTTGTTTTCTGAGAAAGTTTGGTTTTGTCAAGAAAGGGTG 

TAACGCAACTAAGTCAGAGTCCACCTAGAAGCATTTGCGGTGGACAATGG 

AGGGGCCTGACTCATCATACTCCTGCTTGCTGATCCACATCTGCTGGAAG 

GTGGACAGCGAGGCCAGGATGGAGCCACCGACCCACACGGAGTACCT 

>Sequence 3573 

CCGGGCAGGTACTGTGTTTAGAAGGGATTACCAAAGGCTGGAGCAATTTA 

AGCTATGCACTAGCCTTGCCCTCTTAGGTTGCATTCTCTTTAGGCCACTG 

GTTCTCAAACATTAGGGTGCACTGTAACCATTACAGAGCTTGTGAAAAGT 

GCAGAAACCTGAGCCTCACCTTATGAGATTCTGATTCAGCCAGGGGGAGG 

ACAGGAATCTGTATTTTTCATAGCAACCTCAAGTAATCTTTATTCTGAGG 

GTCTCGGGATTGCAGGTTGAAAAACACAACCTTAATCAGCAGTAAATTCT 

TCTCTACTCGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGGTGGGTGGATCACAAGGTCAGGAGTTCGAGACCAGCCTGA 

CCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCGGGC 

GTGGTGGTGCTCGCCTGTAATCCCAGCTACCCAGGAGGCTGAGGCAAGAG 
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AATCACTTGAACCCGGGAAGCAGGGGGTGCAGTAAGCCGAGATTGCACCA 

CTGCACTCCAGCCTAGGCGACAGAACGAGACTTTGTCTCANNGAAAAATA 

TGATCTGTGAAAGGAAGATTCTTTTCTACCCATTGGGCTTTAAACAATTC 

CCAGAAGGTGTTTCATTTTTAAAAAAATATTATAGTAAATGAAAGCAATT 

TAGAGGGGGAAAATTCCTTAAAATGGAATATTTGCTTTTTTGACAATGAG 

AA AGTGACA TG ATTGGCTA AAGTCATCTTGA A A 

>Sequence 3574 

ccgggcaggtacgcgggggcacccgtcctgcgttcctcctgcx:tggggtg 

acccataaggaacacccx:ccccttctcaacaaccacagaagataaatgcc 

aaggggaccaccaacatgggcatggnggctgtgatgnccaatcttaaggg 

aaaacacaagtaaaattggctccaggactgagctgggggcagctgctctt 

tctgtccatgactttgaggcgggatctcgagcgtctgtctgacgggcctt 

ctgtctgctgtcctctcgcaggtttcagacattgaatccaggattgcagc 

cctgagggccgcagggctcacggtgaagccctcgggaaagccccggagga 

agtcaaacctcccgatatttctccctcgagtggctgggaaacttggcaag 

agaccagaggacccaaatgcagacccttcaagtgaggccaaggcaatggc 

tgtgccctatcttctgagaagaaagttcagtaattccctgaaaagtcaaa 

gtaaagatgatgattcttttgatcggaaatcagtgtacct 

>Sequcnce 3575 

CCGGGCAGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCT 

TATTATGGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCAT 

GCTCTCTCTCCATGCACAAGAAGAGCACACAGTGAGAAGGAAAGAGGCCC 

TCACCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCC 

AG GATTG TGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGT 

GTGTTTTATGGCAGCACAAGGTAACCCAGATGATGCTTTTCACCACTGGG 

TGGTCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATG 

CTTGCTGGTCACTCTCTTTGGTCCTTTCAGATGCC 

>Sequence 3576 

AGGTACAACTGAAGCAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTGAAAAAAGTTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTATGTGCCTTATGGGCATGATACGCCC 

ATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCAAATGACCACA 

GTACCTGCCCG 

>Scqucnce 3577 

AGGTACTTTNTTVTT1 1 llil ITnTlTlTlTnTGCAAATTTACACAGT 

TTTCTTAGG A ATGCTCTTTCT1 1 ' H "1 " IT1TCTCTTGGGACTCTACATTCC 

TGTAGCTCCTATTCTTAAGGGCACAGGGCTTACTTAAACATAAAATTTTA 

CAACTTAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGAG 

CAGACTTAACTGCAGCAAGCAGGTGACAGAGCAAGGAACAGGATCCAAAA 

TTATGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTAC 

TCAGGGTCATAGGCTGGGTTGGAAGACTGGGAAAAGGAAATCAGTAGTAT 

CTATATCTAATTATGGGGACAGAATTTCACAGACATCTATAACCTAGGTC 

AAACGTCAAAGACATGAACACCTAAGACACTTTCACACATCCCTGAGCAT 

CATGATTAAATTCAGATAGTTGGGGATCTGTCCCCAGGACCAAAATCCTA 

TTCTGTTAGGGGCCTCTAAATAATAAGACTTTATGTGTTCTTTTCCCACA 

ACAAAAAGTAGGAAGTGATTACCAGCTGGGGAGAACAAAAAGACTTTTCC 

AAGTTAAGGGTTTTCAACCTCCTTTAACCCTCCAATTAAAGAAAGGAGGA 

GTTTTGAACTATGACATTATATTGGAAAAAAACACACTGCATGGTTAAAA 

AAAAAACAATGCTTATGTTTAAACAACCTTCTTCATAGGTGGCTCCAAAA 

CCCCTAAAAAAAGAACCTGGTCCCCGCCCGGGGGGGCGATTTAAAAATAA 

TGGACCCCCG 

>Sequence 3578 

AGGTACTTGAAAATGTAACCGATACAGCACAAGACATCCCCACCACTGTG 
GATACCAAAGATTTACCTCCAACGGCCATGCCAAAGCCACAGCATACATT 
TTCTGACTCACAGTCCCCTGCTGAGTCATCTCTGGGCCTTCTCTTTCACT 
GTCTGCACCCGCTCCTGGGGATGTTCCCAAAGACACATGTGTTCAATCAC 

Page 413 
of 685 of Table 3 



V 



WO 01/51628 



PCTYUS01/00798 



Table 3 



CCATAAGCAGTTTCCCATGCACTGATCTAAAAGTGTCAGAAAACCATAAA 

GGATGTGTTTTGCCTGTGTCTCGTTAGAACAATGAGAAAATGCCACTTTT 

AGAACTTGGAGGAGAAACAACCCCTCCTTTGTCCACAGAGCGTAATCCAA 

AAGCTGTGGGAAGTGAGTGTCCATTCAGAGTCCTCGTCCAGGTCAGGTCC 

TTCGTGCTCCCCGTGGAGAGCACCCAGGATGTGAGCTCCCAGGTCATCCT 

AGAGAGCTCTGAAGTTAGAGAAGTGCAGTTGCCAACTTGTCACAGTAATG 

AACCTGAAGTGGTTTCCGTTGCAAGTTGTGCTCCCCCACAAGAGGAAGTA 

CCCTGCCCGGCUGTAACNACGAAAAAAACATTCTAGAATTAGGAATCCGC 

ATGGGGGTATACCCTATAAAGGCCCCGATCTTGGGTTCTTTAAAAATGAA 

TTCCCAACCTGTTAATCTCTAAAAATCTTATATCCTTATTTCGCTATTGG 

AAAAATGTCTAATACTCGGATTGAGAATCACGGTAATTTCCCTCTGGGAA 

ATGTCGGTAATCATGAATTGTCGAAAACCTCGTATCTAAAAATAGAGCAT 

CTTCGTGATACATCTTTTTA 

>Sequence 3579 

CCGGGCAGGTACCGGGCAGCTTGACCTCCATTGCTTTTGGCTTTTGTCTC 
TTTCTCCTTTTGAAGCTCAAAAGGGCATAGAGTGGACTCTGATCCTAGGA 
t tt t r m n CCCTGCTTTGGCTGCCTCTGTTTTGGTTCATGTGTCAAGC 
AGAGACGGGGAAAGCCAAACGACACAATGAGCGTTCTCAGAAAGGAAACT 
TCTTCGGAATGAAAAGCTTTGGCCACATTGGAAAGGGTAGAAGTC 
>Sequence 3580 

CCGGGCAGGTACI' , ri"rrri"l"l"rrri"lITTnTnTGGTAACAGATCTAAT 

CTTCCACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGG 

GATCTATTTAGACAAATCCGATATATCAGAATGATTCAGTAGGCAAAGAA 

TTCCTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCAC 

TGTCCTCAGGATTATGGAGGGGAAGATGATGCANAATTCGCACATGTCTT 

CTGGATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTG 

ATTGATAGGAGTGACTGCTGAGATCCTGGATCTGACCACTGAGATATGTG 

GCCCAGTGCCATTCACCCTCGCAGGGTAACATTCTGGCTCCATGGGCAAA 

GCCCATTGTCCTAATTGTCAGTCTTCCATCTCAAAGTCCCTCACACACAT 

GCTTGCCTCTCCATTCTGACCCTTAACTTCAACAGTCAAAAGCTGGCCCT 

CCTCTTCCGGGAACACACACCAATTTCTTGAATTTTTTTGCAACCTTGCC 

AATGCCAGGGGGAAGCCTAAAGTGGCCAATTCCACCCATTAGGTTCCTCA 

TGAGATTAGGCAGGCTTTGAACCCAAGGGTTGACAGGTTTTTGGGTATGG 

TAACCCTTCCCAAGCCTTGTCACCTACCTGGGATGGTAAAGGCTCCTTAA 

ACCTGCATGGAAGGTTTTAAAAGCCCTTTAACTGGGATTTCCCCGGACCT 

TGGCCGTTTAAAATAACKjGATCCCCGGCTTGCGGGAATTAATCAACTTTT 

TGACCCCG 

>Sequence3581 

AGGTACGTAACAAGAAGGGGAACACTCCATTGTGGCTAGCAGCAAATGGT 

GGACACCTCGATGTGGTTCAGTTACTGGTGCAAGCAGGTGCAGATGTGGA 

TGCAGCAGATAACCGCAAGATAACTCCTTTATGGCAGCATTTAGAAAGGG 

TCATGTGAAGGTGGTGCGCTACTTAGTCAAAGAAGTCAATCAGTTTCCAT 

CAGATTCTGAATGTATGAGATACATAGCAACCATCACTGATAAGGAGATG 

CTGAAGAAGTGTCATCTTTGTATGGAGTCAATAGTACCTGCCCGGGCGGC 

CGCTCGACCCGGGCAGGTACCCACAGAATGTGGCCCCAAATGATTCAATT 

ACAGCTAGAAGTTGTTCTCTTCCCAAAGCACGAGTCTTTTGCATTCACAG 

GATATTTTTTCTTTCATAAACATTCCTGCGAGAATGTAAGTGCGGATGAA 

G ATTGTGTTCTGTCTTCTTCTTGTC TTTT f TCTGTTT ACTCTG ATTTTAT 

AAAATGCAGTGTCATGTCTTAGGACAAATTATCCTCAGTTTGCCAGCAAG 

TGAGTTTATAAATTATTTTATTCAAATGAGAAAATTTTTCGCTAGAACCA 

ATAGTAAAGGATGGTGAGTTTCCAGCTGACCCACAATGACGTATTTAACT 

CACAGTGAAACTTAGCTCTGCGGGTTTAATAGTTCCCTTTTATTTCTAAG 

AGCAAGGGAGCCTATGTTTCTAATAATTGGACATGTCTGGAACTGTTCCT 

ACCATTTGACAGTTTTTTCCCTCTTGGCCGGGGTTAAGGAGATCCCCCCT 

CCTCATTCCAAGG 

>Sequence 3582 
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AGGT ACTTTN 1 1 1 VI 1 U 111 1 1 li II II 1 1 TCI 11 i Tl A AAAG ATCATT 

TTTTAACTTTTCATTTTGAAGTAATTACAGGGTTTTAACAAGTTGCAAAA 

ACAGTAGAAAAGTTCCTGTGGACTCTTCATCCAACGTrCCCAAAAGTTAG 

CTTTGAGGCTGGGCGCXjGTGGCTCACGGGCACTCATCACAGCACTTTGGG 

AGACCGAGGTGGGTGGATCAGCTGAGGTCGGGAGTTTGAGATCAGGCTGG 

TCGACATGGTGAAACCCCGTTTTCACACTCATGGAGCCAGGAGGACCAAT 

CCATGAGCACAGGGCACCTCGGAGTCCCGGGCGGGCATTCTCCGGCGTCC 

TTCTTCTGAAGCTTCTGAAAAGTTGCTGTAGGACTCCTTTTCCCAGGTTG 

GGGTTTCTATCTGCGTTTTAGCTGCTTGTGTTGCCATGTGGATCTCCCCG 

CGTACCT 

>Sequence 3583 

CCGGGCAGGTACCTGTGCAGGATTGTTGTGGCTACTAGAGAACAAGAGGG 
AAAGTAGGGCAGAAACTGGATACAGTTCTGAGGCACAGCCAGACTTGCTC 
ATGGTGGCCCTGCCACACKjCTGCAGCTACCTAGGAACATTCCTTGCAGAC 

cccgcattgccctttgggggtgccctgggatccctggggtagtccagctc 

ttcttcatttcccagcgtggccctggttggaagaagcagctgtcacagct 

gctgtagacagctgtgttcctacaataggcccagcaccctagggcacggg 

agaagggtggggaccgttgctgtcactactcaagctgactggggcctggt 

cagattacgtatgcccttggtggtttagagataatccaaaatcagggctt 

ggtttggck}aagaaaatcctacctcttcctcccccgcccx:gatccctacc 

gcctaca(nx:ctgccagctcatttacttcaatttcctttga 

ttaa aaaagaaaggcttcatttccagccacagggcagcctttcctgggcc 

ttttgcttctctagcacaattatgggttacttcc rtttt ct 1 'aacaaaaa 

agaatgtttgattccttctgggtgaccitattggctggaattgaaaccct 

attgagaggggatgtctgggttaacctaatgactcaggtgaactggttca 

gccttctttgggttggcttggttggaaaagggatttcatcttttctgatt 

ggcaggtaagcgatccccaaaggactgataatttgggagggccaaaaata 

AAT 

>Scquence 3584 

GGCCCCGGTAGTTGTCTTCTTTCCCAGTCATGTCTTTTGTTAGGCTGCTG 

GTGACAATGATGACATCCTCTGCAATGCAAGACATCTCCTTGATGGTCAA 

GTAGCACATCCGACGGAGTGTGGGATCATTGGACTGAAAGAGCTTGGTCA 

TGGCAAAGAAGGCCTCGGTCGCTTCCGTGGTCCCCAGGTGCTCCCCCTGG 

TTTATGAGATAAAGAATCTTGGTGAGGATGTGGGCACATTTCCGAGGGTT 

GATGGGAGTTTCATTAAATACACGGGCCTCCTGGAGTACGCGGGGAGGCG 

AATTCTGGGGCTGCTGGATGCTTACTTGAAGACGAGGACTTTTCTGGTGG 

GCGAACGAGTGACATTGGCCGACATCACAGTTGTCTGCACCCTGTTGTGG 

CTCTATAAGCAGGTTCTAGAGCCTTCTTTCCGCCAGGCCTTTCCCAATAC 

CAACCGCTGGTTCCTCACCTGCATTAACCAGCCCCAGTTCCGGGCTGTCT 

TGGGCGAAGTGAAACTGTGTGAGAAGATGGCCCAGTTTGATGCTAAAAAG 

TTTGCAGAGACCCAACCTAAAAAGGACACACCACGGAAAGAGAAAGGTTC 

ACGGGAAGAAAGCAGAAGCCCCAAGCTGAGCGGAAGGAGGAGAAAAAGGC 

CGCTGCCCCTGCTCCTGANGAAGAGATGGATGAATGTGAGCAGGCACTTG • 

CTGCTGAACCCAAGGCCAGGACCCCTTCGCTCACCTGCCAAGAGTACTTG 

GCCGGCGGCCGTTTATAACCTGGGATC 

>Sequence 3585 

CCGGGCAGGTA CCAGT GCATTAATTTGGGCAAGGAAAGTGTCATAATTTG 

ATACTGTATCTGTTTTCCTTCAAAGTATAGAGCTTTTGGGGAAGGAAAGT 

ATTGAACTGGGGGTTGGTCTGCCTACTGGGCTGACATTAACTACAATTAT 

GGGAAATGCAAAAGTTGTTTGGATATGGTAGTGTGTGGTTCTCTTTTGGA 

ATTl 1 I I 1 CAGGTG ATTTAATAATAATTTAAAACTACTATAGAAACCGCA 

GATAAGTTTTTTTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAA 

AATATAGTCAATAGGTTA CTAAG ATATTGCTTAGCGTTAAGTTTTTAACG 

TAATTTTAATAGCTTAAGATTTTAAGAGAAAATATGAAGACTTAGAAGAG 

TAGCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTG 

AGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGA 
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GAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAAGGCAATGCTTTT 

AGATTAAAATGAAGGTGACTTAAACAGCTTANAAGTTAGTTTAAAAGTTG 

TAGGTGATTAAAATAATTTGAAGCGATCTTTTAAAAGAGATTAACCCGAA 

GTGATTAAAGACCTGAAATCATGAGCAGGGAGAATGCGTCATTTAAGCCT 

ATTAAGCATTTACTAACGCGACAAAATGGAAGATTAATGGGATTGGAGAT 

AAACATTTTGAGAAA 

>Sequence 3586 

ACCGGGCAGGTACAAAAATCCCCAGAGCCACATAGACGGGGGTGGTAGTG 

CGAACCATAGCAATATTGGCATAGGTGCCAATCTGTAGCTCTTCCAGAGA 

CTTGGACATGAACTCTGGCTTGGGGAACTCAGTGATAAACAATTTGAGGA 

ACTTCAGAATGCGCTTGTGGGTGAGGATGTACATGCCGGCTTCCrTTAAG 

TTGATTAGATGGGAAACCAAACACCGTCTTTCAAGTGTGAGGCTGTGCCA 

TGCTCCCTCAGGGAGGAGGGGCGCTGGGTCTGACCAGGTCTGCCTCTGCC 

CTCACCAGCTGGCAGACGTGAACTGGAGAACAGCACCAGAAAGGCTGGTG 

GTTGGCAGCTGCTCACGACACAGTTGCTGACCTGCAGCAGATCGGCTGTG 

GGTGAGCA<3GACAGT . 

>Scqucnce 3587 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAGCTGGATCTGGAAGAGGAAAGAC 

ACTGATGGTGTrAACTGAACCCGTTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTTCCTTGCCCGTGGG 

AGTATTGG [TTT IG AG AGTCTTTTTTGGTACCTT 

>Sequence 3588 

AGGTAC TTTTTTTn MTl ' lTi ' l ' l ' l iC TCTAAAGAAAAAACTTAATGACC 

TTTCAAAATGAATAGGCCCGATTTATGATAAATGATTAGTTAA CAAT TGA 

AGTTTTTTAGTTTCTTTCTTTCTTGG 

TATTAAGCCCATAATATTTGGTAGTAATACAAATATTTCCTAGTGGCTCC 

CATTCTCTAGCAGCAAGTCAAACAGCCTCAAGAGAAAAGTATTAAAATTG 

TGCTATTATGACATAGCAGATAATCTGGAATAAAACAAATCCCT CTAGG A 

TCATTATATCCTAAAAGTTCTTTGCCCCAGTCTTAGAACATGGCACTTTT 

GAGCATGCTAAAATCATGATAAGGACATATTTCTCTTCTCATTTCACACC 

AATAAAGGAGGAAAAAAGCCTTGTCCTATAGGCACCATCAAAATAATCTA 

CCCACCCGCAACTATGCCAGGCTCCTGTCTCTGTGGAGTTCGGTGGCTCC 

TCACTAGCAGGAAAGTATAAGCAGAGAGACCATTAGTTATGACATGGAGA 

CTCTAGCTGATAATGCTGACTCACTTCAGGAGCTATTATACTATAAACAG 

TGTGCTGAAAGCCATTTATCTGCATTTTAGGATAAACCGCAGAAAAGCCT 

CAAATTAATAGAATTGCAGAAATAAGCTGCTGATGTCAAACCAAGTGAAG 

CTTACTTTTGAAAAGAAAAATCTGTGAATGTAATAAAAATCAATTTGGGA 

CTTCGGGAAGTGTAAACACGAAATTCACC 

>Sequence 3589 

GGTTGGATCGACTATTATCGGTGAATGGCGACTGCACCGTGGACGGCGGC 

CGCCCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGG 

ACCCTATACGGTAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCA 

GGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCA 

AAACATCAAGAGAAGATGAGAGGAGTC 

>Sequence 3590 

CCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCT 
TGCAGTTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTT 
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CTGTAATATTTTCTGGTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAG 

AAGACCCAAGATATGTCATAGGTTCCACTTTGACCTCAGTAATTTTGGCC 

TCAGTTGATCCTCTGGACAATATCTCTTTAGCCTCCTGCTGGTAGTGAAG 

CAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTATGTATT 

CCTTCATCTCAGCCACAGATGCTTCCAAAGAAAAATCTGATGCTTTTCCA 

TTTGAATCTTCAAAACATTTTTGTAGAGTTCCATCAGTTTCCAGTCCGTC 

TGCAAAATGTTTAAATTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAAC 

TTrCAAGACTGAAGCCCTTAGTGTCCCTTAAGAAAGTTCANGTTTCTGAA 

TAGAGAACTTGAAACTGGAAAGCATGAAACAACCCAGCCGGTTGCTTTCT 

GCTAAATCGACCCTGATAGACCCGCTGAGCTCTGTGATGCCCTGGTGAAT 

GGGATGCAGCGACTTCCGCCCGGTCGTTTCTTTCATACTTGCTCGGCGCC 

AGGATTGCCTTCTGTGCTGATAACTGGCAGATTGTTCTTGAGGAGACCAA 

ATGAAGGACACTTAATTGAAGTTTTTCTGGTGGCTGAGATCACAATTTCC 

CCTTTTTAAGGCTTAAGCCAAGGGAAATCTTTCCTTGAACGCCTCGTrAT 

TTCCAGGGAGCAAG 

>Sequence 3591 

CGGGTCGCCGTNATGAGNGCCTATTTGAATNATCTGGGCGAATTGGTTCT 

CACACGCGGCCGCGGCCGCCCGGGCAGGTACGCGGGATAGCAGTCCCAGC 

CAAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTC 

CTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAAC 

ACCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTTGTTATTAA 

CTATCTCATCCAAGAAATGCAGATTCATGTTGTTTCTAATTTTTATATAT 

AATTGACAAAATGAAGAAACTTAACACCATCCTAGATTTTAGCTGCCCAA 

AA AAAA AA A A A A AA AAA A AAAAGTCCCT 

>Sequence 3592 

GATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGCA 

AGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCACC 

TGACTTGCTGCTCCACCACTTTGCTTGTTTCCTGGGTGCTCCATCCCAGA 

GACGAGTGAGJTAGCAATCACTTAGTGTAATCAGCCCAGGATGGAGGGTC 

TGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGAG 

GGTGTGTGGTACCT 

>Sequcnce 3593 

AGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGAGGA 

GAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAGATT 

TCCCAGCAATCTTGAGCTTCAGGCCTGCACAGCTCGAAATAATTCCACTT 

CGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAGGTAG 

GCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCATGTCAGT 

TCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACATCTCCTA 

CAATTTCCTTGACACCTGCAGCACTCCCGCGTACCTGCCCG 

>Sequence 3594 

AGGTACCCCTCCCATTGTGGTAGTCCCAGCAGTTTACCAAACACTAGTTC 

CCCTAGTAGAGCCAGCCTATGAGAAGAAAAGCTTTGTTGGCCAAGTTCTT 

ACATTAATGACTTCA TAGT AAGAAACTGATTTCAAAGTGAATTAAGGAAA 

TCATCACAGAGAATATTTTCAAACAGATGTTTCTCTTTTTAAAAAGTGAT 

AGTAAGATGAAC TTGTAA AAAATTTCCTCTGATGTTAATTGTAGAGTTGT 

GGGGGACGGCCTATTTTTCTCTACCGTTGGGACTGGCAGGGCATTGCCCA 

CCATATACCATAGTGGTCACCAAAAAAGAAACCTCTTCAACTTGAAAAGG 

GAAGTGAACATGAGCCATGAGAGAGATTTAAAAGACCCCTGTGCTTGCAG 

TTAATGC CACGT TGATTGATTATCTGTGCTTCANAGGTCACAGAAAATCT 

TA AAGG ATTTT 1 AGC ACC ATGTAG ATATTGTCTTTTGTCCCTGCTTA ATA 

AAAAGCGTTGCTATAATGTATTAGTGGGTTCTTCGGTCTTCAAAATTACC 

ACGGGGCTTAGGCTGTTGGAAAAAAAGCACTGGTCTGGTCAATTCCAAAC 

TTCTTGGTAAACTCTGTTGGGTCTATTAAACTTTTGGGAACCCCGTGGGT 

TTTTACTAATAACCAGGTCCAAGTTAATTCCCCGGATCTTGTTATTCCCG 

CTTACCTTTCCCGGCCGGCCGTTTTTA 

>Sequence 3595 
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AGGTACGCGGGGAGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATT 

CAAGCCAGGAAGAAGCAGCAATCTGTCTTCTGGATTAAAACTGAAGATCA 

ACCTACTTTCAACTTACTAAGAAGGTATTAAGCGCCTTTCTGAGAGCTCT 

CAGTGGGCTTCCTAAGCACGTTCACTCTGCCTCCTTTAAGTCTTATATTT 

ATGATCAAGATGAAAGGGAGGGATGTATCACTGCACAGAGATTCTACAAG 

TGGATATATAAAGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCAACTA 

CTTTCCAAGTGCTTTCAGCATTCCACCTTGAAGCACAACGTTAATAATGC 

ACAATTTCTTATGTTCAGCCACAGAATGTTCACGTGTGATTTGGTTACAA 

CATATTGCTCTATCCAGGCCTCTAACAAAACTGACTTCTTTCAAATGGAC 

TTGCAGTTGCTGAATTCCAAATCAACACTNTATCTTAAAAACAGAAAAGG 

AGGGGAAGGGTGGAAGGAGGGGAACAAAAAGGGTACCTGCCCG 

>Sequence 3596 

TCGAGCGGCCGCCCGGGCAGGTACCACACACCCTCCACTACTCATCACCA 

GACAGGGAACCCTGGCTTGGGCCCACAGCACAGACCCTCCATCCTGGGCC 

GATTACACTAAGTGATTGCTAACTCACATGTCTCTGGGATGGAGCACCCA 

GGAGACAAGCAAAGTGTTGGAGCAGCAAGTCAGGTGATGTGGAGCCCAGA 

GGGCTGGGACAGCTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTN 

TATCCCAGCACTTTAGGAGTGCTGAGGTCATGCCAGCCACATCTCATGTG 

CAAGATTGCCCAGCAGAGATCAGGTCCAAGAGTTCCTGTTTTAAAAAAGG 

GGACTTGCTTAATAAAAGAAGTCTAGCCATGTTTGTGTAGAGCAGCTGTG 

CTGTGCTGGGGGTTCAC i 1 1 1 G AG AGAGTTCTCCTCTGAAACCTG ATCTC 

TGGAGGCTGGGCAGTCTTGCACATGAAATGGGGCTGGTTTGATGGCAGCA 

CTCCCTAAACTGGTTGCCTCTCCCATGGCCCTAGCCTGGCCACACAATGC 

TTACAGGGCACTCTAAGAAGCCCACACTAATACTGCCGGGCTAGTGGACT 

GGACCT 

>Sequence 3597 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAG 

AAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCC 

CGCTGGAACCCATGGTCCACTGAAGTTCCnTATGCTACTTTCACTGAGCA 

TCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTG 

GGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 

ACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTT 

GATTGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAAAC 

TTGGCTATTCCCTTGCCCGTGGGAGTATTGGTTTTTGAGAGTCTTTTTGG 

TACCTT 

>Sequence 3598 

CCGGGCAGGTACGCGGGTTCTCATTCTTTTCTCCTTTATCTTCACTCTGA 

TT f 1 " I CTTTTGTC ATTC AACGCTT ACTCCCTTCCCC ATACCTC AGTCCTC 

CAGGTGACACCTGGGCGCTTTTCTGCCTGAACAGCATTTCCCACCAACGG 

CCACAGCAGTCGGTCAGTGTCCTCTTGAGCACCTCCTGAAGCTGCAGTGT 

CATTTGCTGTTTGCCCTAAAAAGCCACGCCCAGATTTCTTCTACCGCTGC 

TTCCCTGATGGGCTAGCCCATTCTGACTTGATGTGTACCT 

>Sequence 3599 

CCGGGCAGGTACTCAGTGGATGACGAGTGCTTGGTGAAATTGTTGAAAGG 

CCTGTGTCTGAAATACCTGGGCCGTGTCCAGGAGGCCGAGGAGAATTTTA 

GGAGCATCTCTGCCAATGAAAAGAAGATTAAATATGACCACTACTTGATC 

CCAAATGCCCTGCTGGAGCTGGCCCTGCTGCTTATGGAGCAAGACAGAAA 

CGAAGAGGCCATCAAACTTTTGGAATCTGCCAAGCAAAACTACAAGAATT 

ACTCCATGGAGTCAAGGACACACTTTCGAATCCAGGCAGCCACACTCCAA 

GCCAAGTCTTCCCTAGAGAACAGCAGCAGATCCATGGTCTCATCAGTGTC 

CTTGTAGC 

>Sequence 3600 

CCGGGCAGGTACTGAAGTCCTCAGCCTAGTGCCTCCCGATGCGTTATTTT 

CACACAAGCGATCGGGTTAACGCCACAGTTCCACATGGCTGGGGTGGCCT 

CACAATCATGGCGGAAGGTGAAGGAGGAGCAGAGGCAGGTCTTACATGGT 
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GGCAGGCAAGAGAGCCTGTGCAGGGAAATTCCTTCCCAGGCCACAGAAAT 

GG AAAAGCCAGACACGCTGAAAATGAACTCAGTCCTTCAGTTCTGGAGGC 

TGGAAGTCTGGNGTCAAGGTTGTGGCCAATCCTGTGTCTGGCAAGGCTGC 

TTCCTGGTTTGCAGACACCATCTTCCTCCCTGTCCTTCAGCCCACAGCAG 
TG 

>Scqucnce 3601 

AGGTAC1 rTTTTTTTTTTTTTTTTl 1 i ' J TJ TIGGTAACAGATCTAATCTT 

CCACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGGGAT 

CTATTTAGACAAATCCGATATATTCAGAATGATTCAGTAGGCAAAGAATT 

CCTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCACTG 

TCCTCAGGATTATGGAGGGGAAGATGATGCAGAATTCGCACATCTCTTCT 

GGATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTGAT 

TGATAGGAGTGACTGCTGAGATCCTGGATCTGACCACTGAGATATCCN 
>Sequence 3602 

AGGTACI 1 1 1 11 1 1 1 1 1 1 " 1 Tl GTCTGGAG AG AGAG AG ATGTTTTATTTTT 

GCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCACCCCTCA 

AATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCTGTTACAT 

GACCACAATACAATCAGCACAGATAGATATTAACATTGAGACAATGCTCT 

GATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTTTTGGTA 

ACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACCTGCACT 

TAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGGTGATATTT 
TT 

>Sequence 3603 

CCGG GCAGGTACTTT 1 1 11 1 1 11 11 mTI 1 1 rTTTTT GGGAGAGAGATG 

TTTTATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACT 

TCACCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCAT 

TCTGTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAG 

ACAATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAG 

GGTTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTA 

GACCTGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTA 
>Sequence 3604 

AGGTACGCAGGGGGGAAAAAACACCTGATGAGGCTGCACCCTTGGTGGAA 

AGAACACCTGACACGGCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGC 

TGCATCCTTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGAGAAAG 

CGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGGAAATT 

ACGAGTCCTGCAAAAGAAACATCTGAGAAATTTACGTGGCCAGCAAAAGG 

AAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAGACACACCTAGGGAAA 

TTATGAGTCCCGCAAAAGAAACATCTGAGAAATTTACGTGGGCAGCAAAA 
>Sequence 3605 

CCGGGCAGGTACCAGATTTTCACCGCTATGCCTCCTTTCACTCTGGGAGT 

CTTCCAGAGGTCTTGCACTCGGGAGAGCATGCTCAGGTTTCCCCAGCTCT 

ACAAAATCACCCAGAATGCCAAAGACTTCAACACAAGGATACTGTGTTGA 

CCAGTGGTCATGCCACTGCCTGTTGATTTGTTGAAAATATTGTTTACACG 

TATGTTCTTGTTACTGATTGTCAGAAAGCTGGTTTTGAGACTGCAGCTTG 

GACTAAATTCAGTCATCTGGCTGTCTGGGGAAGCATGCTGACCAGTCTGG 

TGTTCTTTGGCATCTACTCAGCCATCTGGTCCACCATTCTCATTGCCN 
>Sequence 3606 

AGGTACCTGAATGAGCCTGGCCTGGTGCTGTGTCTCCAGACTCGACACAG 

CCCAGAAAGAAACAGGTGAACACACTCCTGAGAGCCGAAACTGGACTCTT 

GCTGATGGACTCATGGCAATACTCCAGCCAAAGGCTGCTCCGAGTCCTAG 

AAGGGCTCGGAACTGTCCTGGGTAAGCCTGTCGACACAGTAGGGACAGAG 

AGGGGTTAGTGTCCTCTTTCACAGCACTAAGCATGTTGTTGCCCACATGC 

AACAGTTATGACAAGAACAGCAAGTCCAATTCAGGAAATACATGTCTTTA 

TCAAAGAAAATAGATGTGACTGACACAAAGGCTTGCTCCAGAAGCAAAGG 
CGCACA 

>Sequence 3607 
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AGGTACGCGGGGAGACCGTGTGTTTCCAAAATGGCGGCAGCGATGGATGT 

GGATACCCCGAGCGGCACCAACAGCGGCGTGGGCAAGAAGCGCTTTGAAG 

TGAAAAAGTGGAATGCAGTAGCCCTCTGGGCCTGGGATATTGTGGTTGAT 

AACTGTGCCATCTGCAGGAATCGAGCGGCCGCCCGGGCAGGTACGCGGGT 

GTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAG 

CCAAGACAGTGCCTCATTTACTACATACCATGTATATTATTATATAGGGC 

TCTTTCAGAAACCCATGTTCAGATAAGAGATAAGATACTGAAACACATAA 

CAC 

>Sequence 3608 

CCGGGCAGGTACTGAACACTACATGCTATGCACTGCTCCAACATTTTTAA 

GTGTCCTAATTTATTAAACTCTCACACATTTGAATAGGGAGGTTTCACTG 

ATCAGGANATAGAGGATCAGAGCATTTAAGTAACTAGCTCGAGGTCACAG 

AGCTAATAAAGGGAAGAGCTAAGATTCAAACTCAGACAATCTAGCTTCAG 

AACTGATGCTTAATGTGTAAACATCCTTTCTTTCTTGTCCTTCAACATTC 

CCATTTCCCATCTGTAACCAAACATATGGAAGGCATAAATTTCTTTTATG 

GGTCCTAACATCACCACAGAGCCCTAGATAAATCTTAAGTAGGTGCTGGA 

TG 

>Sequence 3609 

AGGTACAACTGAAACAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTGAAAAAAATTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTAATTGCTGCCTTATGGGCATGATACG 

CCCATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCANATGACC 

ACAGTACCTGCCCG 

>Scquence 3610 

CCGGGCAGGTACAATCTGGAGCTGGCCTTTCATCATCATCTCTGCAAGAC 

TCATCGCCAAAGCATCCTGGCAAAGCTGCCACCCAAGGGGAAGCTTCGGA 

GCTTGTGTAGCCAGCATGTGGAAAGGCTGCAGATCTTCCAGCACCTCCAC 

CCCATCGTGGTCCAAGCCGCTTTCCCTCCACTCTACAAGGAGCTCTTCAG 

CACTGAAACCGAGTCACCTGTGGGGCTGTCCAAGTGACCTGGAAGAGGGA 

CTCCTTGCCTCTCCCTATGGCCTGCTGGCCCACCTCCCTGGACCCCGTTC 

CACCCTCACCCTTTTCCTTTCCCATGAACCCTGGAGGGTGGTCCCCACCA 

GCTC 

>Sequence3611 

C CGGG CAGGTACATGACGTTGCTTACAAGTTTGACGTAGGACAATTAATC 

CTTTTCAAACACTTCTAATTTAGATTAAATCACTGACCAGCATTAACAAA 

GAAACTCTATAATAATAGGGTTCCCTCCTGGCACCCAAAACTGCCAGGAG 

AAGCTCCTGCCATCTGCAAACCTGAACTGCAATAAGCAGGTTGGAAAAGG 

ATCAAGTGAACGAATGGAAAGTACCT 

>Sequence3612 

AGGTACTTT1 rTTTTTTl 1 1 rTTTTTn GG A ATACTC A AAA AAC ATATAT 

TTTGCATTGTCGCCAGGAAAAGGTAAGGGAAAGAGGGACGCTTTCATTGT 

GCCAGCCCTCTGTGCTTGAGCCTCTGGACGCTGTAGAAGATAGAGTAGAG 

GGGTGGTATTTTTTGTNNCTGTAAAGAAAGTTTGCCGATGGGGAAACCAA 

GTCTGTCATTCTCTCTTTTTCCTGGCNNCTGACCGAGGGGACAAGCACTT 

CTTAGTNNAACCCTGTGAATACCGATGCATNCCCGTCAGTCAGCAGCTTT 

GTTTGCGGAACACCAGCTTGCNNAGGCCAGGCACCGTGCTGCAAGGCGTA 

GATATGTTGCTGAACATGACTCCCTTCCAGATGTTCAGGATTTAACAGGA 

>Sequence3613 

AGGTACGCGGGGAAAGGGCAGCAGGCCGCCTGCCAGGCAGTGTGTGTCAG 

AATCCCACAACTCTCTGGGCCTCCTTAGGCCACAGGGTCTGGACTCTATG 

AACAGTTGGTGCTAGGCATGGGGAAGATAGAAATGTTCCTTGTGGCCTAG 

ATTCAACCAGGAGGCCTCCCTGGAGGAAGTGTCCCCTCTGAAGGTGTGAG 

ACTTCCTGCCTATATCTGTGAGCTGGGGCAGGGGAGAGTGGAGGCTCTGG 

ACTGGCCCAATTTAACTTCATTTACCACACTTTAAGAAATCTTCCCCAGG 

CTGGGAGCAGTGGTTCACACTTGTAATCCCAGCACTTTGGAAGGTCAAGG 

TGGGAGGAT 
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>Sequence 3614 

CCGGGCAGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCA 

TCATTCAAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAA 

TCATACGTTATGGTTTTCAAATGCATCCAGAGGAAAGGCAGGGTTGTTTT 

TGAAAAGTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGT 

GCAAAGCTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCC 

ACATTCACCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGC 

TGCAGGTTAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATAC 

AGGATGN 

>Sequence3615 

AGGTACAGCTCCCAGGAATCCCCTTCTCAGGCCTGTTTCAGTTCAAACTG 

GACATATTCCT GGGTTTT CAGATTGAAGAAACAAGATTTTGCTACGATTT 

TTGTT AACCCTC 1 nTTTG CAGTCTTTTTGGTTATTTGCTGGTTTGTATC 

TGTGTTTGAATCAGTTGCAATTITGGTTTCTCKjCATTTTAGCAGCCTATG 

CTA TACT ATGAGAAATAGATATTTTTTAAAGGCACTTTTTTCAGCAGCTA 

CCATTTTCCTAAAAGTTTTCAATCAGTAGTATTTCCATCAAAATGCTAAT 

TATTGTTGTTGTTGTTGTGATTAAAGACAGGGTCTCCCTCTGTCANCCCG 

GCTGGAG 

>Sequence 3616 

AGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I'll GAG AAG AC ATC ATT ACCTGTATATG 

CCCCCTCTTCTCAGTTCCCTCAATGGACATTGGCATTGATGAGCCCATAA 

GT ACAT GATAAGCCTACAAGGACAATAGTGAGTTTATATTTTTATGTAAT 

GATTTTAGAACATGGGATAATATCCAGAGTGATGGAGGTAAAACTATTCA 

CATTTCCATATTCCAAACTACTTCAAGAATCACTAGAGTGCAGAAGTTAT 

AACTCTAAATGCTGAATGGAGAAATCATCTGTCCCAAGAATTACACCCAT 

ATGACTTTCCAATAAATCTATCTTAAAAGGCCTACCATTTAACAACAACA 

GCA ACAACAA AACTTTAAAAGAACCCAAATGAAAGTTTTGTATAAGTTGG 

TGTCTTTTr rrCTA TACATTTTGAATGACAAAAAGCTGCTGGGAGCTACA . 

CTGGCTTTATTTTATTATAAACCATTCTTATTITATAAAACAAAGCCTTT 

ACTTCCAGAAAAAAAATTATTGGGAACTAATGAGGGTTAGAATTATATTT 

GGGGGTCCCATATGAACCTAAGAAGAACCCAAGGAATGCAGTTTTATGGA 

CTGTTTAATTGGTTGAAAATTTGGTTTAAGGAATAAAAGAGAAAAGCCAT 

GTACAGTGGTTAAAAAAGGGCAGGGCTATAATAAAAGTTTGGAACATTTT 

AGGTGTTCAAAAAAGGGTTGCTTTCCAAGGAATTTCAGGAAAAGGAATTC 

AAGAATTATTT 

>Sequence 3617 

AGGTACTGTGTCACTTTATGGGGTTGGTGCTTGCCACACTTCTTACAGAA 

AGTCCGGCGGGTTTTAGGGACGTTAACCATGCTTGCGTCCCCGCGTACGC 

GGGGGGGGGAATTGGAGGCTTCTAGGAGGTGGCACGGTGCACGCCAAGAT 

GGCTGTGTCCACAGAGGAGCTGGAGGCCACGGTTCAGGAAGTCCTGGGGA 

GACTGAAGAGCCACCAGTTTTTCCAGTCCACATGGGACACTGGTGCCTTC 

ATTGTTTTCCTCACCTTCATGGGCACCGAGCTGCTCCTGCTGCTGCTGGT 

CGTTGCCCACTGCTGTTGCTGCAGCTCCCCCGGGCCCCGCAGGGAAAGCC 

TCAGGAAGGAAAGACCCAAGGGAGTGGATAACTTGGCCCTGGAACCCTGA 

CCCTGTGTCTACTGCCCGGTGGGTGGAACAAAGCCTTTTGTCTGTCTCAC 

GAATTATAATCATTTTAAAGTACCTGCTCCG 

>Sequence3618 

AGGTACCATTGAGTrCAACCACATCCTTACTGATTTTCTGCCTGCTACAT 

CTGTCCTGTGCTGACTGAGGGATTTTAAGTCTCCTACTACAGTAGTGGAT 

GCATCTCTTCACGGGTCTATCGTnTTTTGGCCTCACGTGTTATGATGCTTT 

GTTGTTAGGTGCATGCACATTAAGTATTGCTCTGTCTTCTTAGATAATTG 

ACCTCTTTATGATTATGAAATGCAGACTGTAATTTAACTGAGATGGTTAG 

AAAAGGCCTTTCAGGGAAGTTGGCCAAACTTCTGGCAAAGCTGATGGGGC 

AAAGGTGAAGGCTGACAATTGCCTGCACCAGAAGCAGCCAAAAGGTCCCA 

TCACAGTGCAGGTCATCACCACCGGAAACCTCAGCCCTGGCTTTGCATTA 

GCCCTAGAATAAGCCAATCCAAGCCTGACCCACAAATCCTGTGAGATCTA 
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GGCCCATCCGTCCTCTTGTCATGATACTTATCTTCCTTCCCTAAGCTCAA 

GCTGCCCTGGAGAGGGCCTACCGTCTCTTCCTCTAACCAGAGAGCTGGTG 

CCTACCTCAAGGCTTACACATTCCCNTCCCTCTACCAAGGATGCAGTTCC 

CCCTGTGCAATGCCTAGTCAACTTGCTCTACAGNCTTGGCTTCCATGCCA 

CCTTTTCCAGGCCGGCTTACCTGAACAACCCATCTAACTTCTAACTGCAT 

ATCCTGGGAATTTCCTCCGAAGAGCCCAACAGGTGAAAGAAATTGCATTA 

TATGGCATTTCCTTGAAGGCCCTGATGG 

>Sequence 3619 

AGGTACTTCCAAGACTGAGATTTGGGTGCTATAGCCTTTTTGCTTTACAG 

GAAAGCAATGGAAAATAGAACAATTTCCTTCAGCGCTGGTTGTAGATCCC 

GCGTACATCCAGGAGCTATGGAGAAAGAAGCAGTCTGATGTCATGCGCTT 

TCTTCTGAGGGTCCGCTGCTGGCAGTACCTGCCCG 

>Sequence 3620 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCATTAGTT 

GTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATCTAATTC 

CTATGTTCTGAACTCAGGGAAAGAAATATGAGAATCATTTGCAGCCTACC . 

TTACCACAGCCCCACCAAGATGGCTTCATAATACTTGGAAAAATGTTTCC 

TACTTCCTTGACTTTTGAACTTTATATTTCTTCAACACAACCCCCATGGT 

AACCAAAGGGAAGGGCTGGAAGAAACTTAAAACAGGCCCGGGGCCGGTGG 

CTCACGCCTGGAATCCCGGCCCTTTGGGAGGCCCAGGCAAGCCTAACCAT 

AGGGTAGGAGAACCAGACCATTCTGGTTAACACAAGGAAACCCCGCTTTT 

TATTAATAAAAACTTACCTCCC 

>Sequence 3621 

AGGTACGCGGGGACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCT 

TTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCpACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GC AATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGACCAGAGAGCTTGCGCACCTTCTTCCTGCCATATGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGCCCAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

GCACATAACACCTTCACTAGGTTTTAGTATACAAATATTGAGAAATGGTT 

GTTATTAACTATCTCATTCCAAAAATGCAGAATCAGGTGGTCCTAATTTT 

ATATATATTGACAAAGGAAGAAACTTACACCATTCCTAATTTAGCTGCCC 

AAG A ATG A AAGG ATG A AAAAATTT 

>Sequence 3622 

CCGGGCAGGTACCATAAATGTTGTCTCTTAAGAGAATGTCAAGTTTCAGT 

AAATTTACTTTGAACTTCAAAGTAGTGTGCAATAACTTTGATAAATAAGC 

CGATCTTATGAAATTTGAAAGTTACGTTTATAATTATATTATAAAATAAA 

ATGTTGAATTTTCTGTTTTAACTTCCCCGATGTCCCATATTGATTTTATT 

ACATTCACAGATTTTTCTTTTCAAAAGTAAGCTTCACTTGGTTTGACATC 

AGCAGCTTATTTCrTGCAATCTATTTAATTGAGACTTTTCTGCTGTTTAT 

CCTAAAATGCAGATAAATGGCTTTCAGCACACTGTTTATAGTATAATAGC 

TCCTGAAGTGAGTCAGCATTATCAGCTAGAGTCTCCATGTCATAACTAAT 

GGTCTCTCTGCTTATACTTTCCTGCTAGTGAGGAGCCACTGAACTCCACA 



Page 422 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GAGACAGGAGCCTGGCATAGTTGGGGGTGGGTAGAATAATTTTGATGGGG 

GCCTATAGGATAAGGGTTATTTTCTTTCTTAATGGGGGTAACATGAGAAG 

AGAAATATGTTCTTTATCATGAATTTAACATGGTAAAAAGGGATCTGGAA 

ATAAGAATGGGGGTAATGAAACTTTTAGGATTATAAGATTTTAATTGGGT 

ATT TGCTA ATTTCAAAATATTTGCTTCGATATAATAGACCTGAATTTTAT 

AACTTTTTATTTTGGGCTTTTGAATTTGCTAATTCAGAAAGTGCGTATAT 

AGGGAAATGGTTGATTGCAATTCGGTTATTTGGGG 

>Sequence 3623 

AGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCGACCTAGTCTC 
C CTGAT GAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAATGTGGCCAAA 
GC rm CATTCCGAAGAAGTTTCCTTTCTG AGAACACTCATTGTGTCGTT 
TGGCmcCCCGTCTCTGCTTGACGCATGAACCAAAACAGAGGCAGCCAA 
AGCAGGGAAAAAAAAATCCTAGGATCAGAGTCCACTCTATGCC 
>Sequencc 3624 

AGGTACGCGGGGGGCCGCTTTCTCTTACTGATAGTAGGATATTTCTGCTT 

TAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGCAT 

GCTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCACGT 

TGG CATGA TAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGTAA 

TCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGCGT 

GAATGTTCGGTAGGCTTTGTCAAGCTTGCATACAATAAATTATATATGTC 

CCTTTTCTTTTAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGCTAACTG 

CGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACATGC 

AAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCC 

ATTGAA ATGC AAAAGTCTGGTCCAAATAAAGCCTTGGGAATTGAAGAATG 

AACAAACTTTGAGAGCAGATGAGATACTCCCATCAGAATCCAAAAAAAGG 

GCTATTAAGAAAGGTCTTTGGATTCTGAGAGTCTTTGTGAGACTGTTTAC 

AGAAGGATGGGTGTTTACCCCAGGTTCACCTTAAAAGGAAATGGTTAAAA 

TAATTGGAAAATTAGAGAAGCTCCTGAAATGAGGGTTTTTTGAAGCTCCC 

TGCGCAAGAAAGTTTTAATTCACTAAGCCCTAAATTGGTGGCATGAAACT 

TTAAAGCAAGCCT 

>Sequence 3625 

CCGGGCAGGTACGCGGGGGAGGAGGTGGATTTGAGAGATACCTCCCCTCC 

TTCTGCTCAGCTGCCTTGCAGTAATTAAACTCTTTCTCTGCTGCAACACC 

CCTACTGTTCTCCGTGTATTGCTTTTCTGGGCAGCAGAAAAAAGCTTGGC 

CAGACCACAAGCGGGAATGCAAATGCCTTAAAAGCTGCAAACCCAGATAT 

CCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTCTTCAAACTTATGGA 

TGGAGCACCTTCAGAATCAGAGAAGCTTTACTCATTTTATGATCTGGAGT 

CAAATATTAACAAACTGACTGAAGATAAAAAAGAGGGCCTCAGGCAACTC 

GTAATGACATTTTAACATTTCATGAGAGATGAAATACAGGATGCCTCTCA 

GCTGCCACCTGCCTTTGACCTTATTGAAGCCTTTGCAAAAGTGATCTGCA 

ACTCTTTCACCATCTGTAAATGCGGAAATGCAGGAAGTTGGTGTTGGCCT 

ATATCCCAATATATCTTTGCTCAATCACAGCTGTGACCCCAACTGTTCGA 

TTGTGTTCAATGGGCCCCACCTCTTACTGCGAGCAAGCCGAGACATCAAG 

GGGGAGAGGGGCTCACCATTTTGTTCCTGGATATGCTGATGACCAATGAG 

GGGCGCCGGAAGCATTTGAGGGACCAGACCTTCGCCTTTT 

>Sequence 3626 

AGGTACG TGGCGT AGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTCTTCAGTGTATTCTTGTCGT 

GTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTCAT 

TCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTCATT 

TGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTTTGC 

TTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGAAAT 

GCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACAT 

TGAGAGCAGGTAAATTTTTTAATGGAACTATGCAAAGACCAATATTTCAA 

TATTGGACATTTTGATGGTCCTrCTATCCCCAATGCTTTATTTTTTTCAA 
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CmGATGAAAAGATTTGATCTAGGTAATGCCAATACTGGTATTGATGTT 

TGAAAAAGCTGGTATTACAAGCACAGTAATTTTTCAATATCl 1 1 tTTTTA 

AAAATGTAGGCTTAATCTCAGATGTTTCTACTTTTGTATCCCGAAACTGG 

AATGTTTTCTATTTTGAACTTCTGGTTTTCTTTAAGGATTCAAGAAGGGG 

AAGGTTGAAACTCCAATTTTCTTTTTTAAACTCTCCGAACTTTGATTTCG 

ATTTCCACGGGTTAACirTGGGGGACCCCTATCTTTACCTGGAATTACCT 

>Sequence 471 

ACGTACAGGCTGTGATACGTGTGGCGATCGATCTTCTTAGATTCACGGTA 

TCTTCTGAGCAGCCGGCGCAAAATCCTCATTCTCCTCATCCATGTGACCT 

TCTCTGGCATTCGGGCATTGGCTGTACGAATCAAAGCACTTACATGAGGG 

GGCAAAGTCAGAGACAGCTGAGGAGCTGAAGAAGGTGGCTCAGGAGCTGG 

AGGAGAAGCTAAACATTCTCAACAATAATTATAAGATTCTGCCGGCGGGC 

CAAGAACTGTGACCACAGGGCAGGGCACCCACCACCAGAGATATGCCTGG 

CAGGGGCCAGGACAAAATGCAAACTTTTTTTTTTTCTGAGACAGAGTCTT 

GCTCTGTCGCCAAGGTGGAGCTTGCAGTGAGCCGAGATATCGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAAAAGAGAAGACC 

AATATATTGACGGACGAATAAAAAGGAGGCTTGAACGAACCATCCATGAA 

AAGGCCAGGAAAAGAATGAGCTCAAAATGGATAAAGCCCAAGAGTTAGAA 

CAGTTGGATACAGGAGAAGAAACAGNGGCTTCACTACAGACCCAGCCCCA 

GGTTTAATGTCCTCCGAAGAATGAAGTCTTTCCCTGCGGATGGACCCCTG 

CCCAGGTTTNCAGCATCCACTCTACCTTGACCTCCTGGGG 

>Sequence 472 

ACKjTACAAGCTTACCTTTTAGGGTAGAAAAAGAAAGATCATTTGAAAAAT 

gtatctaaaataatccagagaacataatgtttgtcttggtctgataatga 

taagaagtcaaggattggcagagaaaatactaaacgccaagagttgagcc 

tgtgggtctctccataagagttttaaaactcttgccagttaccacrrtat 

ccaatttgctatcattttcgtattatcagctatcgccctgtaaaatattc . 

aaaactagctatttctaaagtaaacattttatctgttacttttaaccaga 

taggtgtctttgtcatccttctactataaattgttctrtgccaacctgta 

cctgcccg 

>Sequence 473 

ccggccagggctggtttggggcacaaggaagccttagggtatggggaaag 
gctgttattacctagagtttactcccagck:cagggggctgccatcttctt 
cacagacatccctgaaaggaagcccctttggggcagggaggtgaggactt 
c atctcaac atcg g ctggt ggttgg taggg gagct itt 1 cttttctttcc 

1 1 11 ITTTGTTTTTGl l i i lG i i l'l iG i ri'I'l GGTAACATGTTAGGAGTC 

AATGTTGCAAAGAGTAGTTTACATCTTCACTTTCTGAAGACACTTGAATT 

TAGGACCGATGTATCTGTGACAAGCATGCCAGAAGTGGCAGGGGCCATCA 

GGGCTAACCACTTCACACCTACCATCGTCCCATGGGGATCCAAGACCTGA 

GATAAAGCAACAGCCTGCCCAGATCCCTCTGTTCATCCTATCCCTTCCAA 

GGTTGGTCCATGCCAACATAACCTCTGGGCATCAGACATCAGCAGGTCTG 

TGTGCCTCAGCCCTGTTAAGGGGCAGGTTTCTCTTTAGCCCTCTTCCTGC 

ACTTGGGAGCAAAGGCACTACCAGTAGAGAAAGGCCATTCAGCCGTGCCC 

CACNCTGGACC CCTGG GGCTCAGATAGAGGTGCTGAGCCCCTGTGTCAAA 

GTTGGTAAATGTTTTTGGTTTGGTCCCTTG 

>Sequence 474 

CCGGGCAGGTACATTATTTTCAAATATACAAGGATCATTTACCAAGATAA 

ACCATAATTTTGGGCCATAAAACATTTAGGATTGAAAATACAGAGCAAAT 

TCTCTAACCACAATAAATTTAAAAAATCGATAGCCAAAAGATAACTGAAA 

ACTCCCCCAAATGTTTGAAAATTAACACATTTCTAGAAAAGTCATAGATC 

AAAATTAAATTACAAGGGAAATCTGACACTATTTTGAACTACGCGTTCAT 

GAAAACACATCAAAACTTGTGAAATGCAGCTAAAACAGTGCTTGGAGAGA 

GAAAAGTTCTAAAATTACTAATATAAACTTCTACCTTAAAAAAGCTAGAA 

GAAAAGCAAACTCAAAGTAGAAGGAAAGAAATAAAGATAACTGCAGAAAT 

CAATGCGATAGAAAATAAGCAAATAGAGAAAATTAGTAAAACCAAAAGTT 

GCTCCTTTAAATGATCAATAAAAATTACAAACCCCTAACTAAAGCAATGA 
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ACAAAAGAGAAGATATAAATTAACAATATTAAGAACAAAAAGAGACANGT 

GACTATGGCTTTTGGAGCCAT 

>Sequence 475 

CCGGGCAGGGCTGGTTTGGGGCACAAGGAAGCCTTAGGGTATGGGGAAAG 

GCTGTTATTACCTAGAGTTTACTCCCAGGCCAGGGGGCTGCCATCTTCTT 

CACAGACATCCCTGAAAGGAAGCCCCTTTGGGGCAGGGAGGTGAGGACTT 

CATCTCAACATCG GCTGGTGGTTGGTAGGGGAGCTTTTTCTTTTCTTTCC 

1 1 1 1 1 1 1 1G 1 1 1 1 1GTTTTTGTTTTTGTTTTTGGCAACATGTTAGGAGTC 

AATGTTGCAAAGAGTAGTTTACATCTTCACTTTCTGAAGACACTTGAATT 

TAGGACCGATGTATCTGTGACAAGCATGCCAGAAGTGGCAGGGGCCATCA 

GGGCTAACCACTTCACACCTACCATCGTCCCATGGGGATCCAAGACCTGA 

GATAAAGCAACAGCCTGCCCAGATCCCTCTGTTCATCCTATCCCTTCCAA 

GGTTGGTCCATGCCAACATAACCTCTGGGCATCAGACATCAGCAGGTCTG 

TGTGCCTCAGCCCTGTTAAGGGGCAGGTTTCTCTTTAGCCCTCTTGCTGC 
A 

>Sequence 476 

AGGTACTGTTCTATACTATTCAGGTATCITrTTATTTCTGATAGTGTTAT 

ATTATAATAGAAAGCCAGCCACTGCTTAGCTATCATAGTCACCATTTTCT 

CACTGTTAACATTAGGAAAATCAAGGCTACTATGCTTCAGGATTGTCTGG 

TTAAATAGTATGGGAAAAAAACTGAAGAGTTTCACATAATTACACACGTG 

AAATAATTAAAGCTTAAACTGAATTTGTATTTCATTTTATTGTCAGATGG 

TGGTGTTCACCAGCCTGTATCTTGTCTGAGACTGCATTCGTATCTGAGCA 

GGTTTTCTATGCCTACTGATGTCAGTATGTTTATACTAACCTTCATGC 

>Sequence 477 

AGGTACTCAGCAACAACTTAAGTGTTTTATCCTTACGGTCAGCTTTGGTT 

AAAACAGTAACATAACAAAATTAATAGAATCATGCATCGCAGGTGATAAA 

TGATTCAAAATGACAGGAAATCAATTTAATTAAGAAATAGCAACACTTAA 

AAAATGCATAGGGTTGAGCACCCGTATTATTGAGGGTGGATAATTTAAAT 

GTATAGAAGAAATCAGTTCAGAGTTTAATGATTGAATAACATTCTCTTTA 

GCAACTATGAGTGTGAAATTTTGGTTAATGATACCGAAAATATTAGGTTA 

TAGGAAGTTACAGTATTACATAAGGTGAGCAAAATAATCTAATCCAATTA 

ATATAACGCCATCTGGGGGCTTGCCAGACAGTCACAGTGGCAAACTGCTG 

AAATATGAAAGGCTGCATCATATGTGATACATATTCCCACTGCTAATACA 

ATGGTGCCACACAATTAGGTGTATTCTGGCATGGGCCATCTTCATATTGT 

GAGGGAAACTTTGCTGGAATGGAACAGATGATTGGGAACTGGGCAAGTTC 

TATTCTTGCAGTAGACTAAGATAACC 

>Sequence478 

CCGGGCAGGTACATTCCAGGCAAAAACAGGGATCTCAAGGGGGGCAAGAA 

GAACATTCTGGATAGCAAGCCCACTGCAAACAAGAAGTGCGACCTGATCA 

GCATCCCCAAGAAAACCACAGACACGGCCAGTGTGCAAAATGAAGCCAAG 

TTGGATGAGATTTTAAAAGAGATCAAATCTATAAAAGACACAATCTGCAA 

TCAAGATGAGCGTATTTCCAAGTTAGAACAGCAGATGGCAAAGATAGCAG 

CCTGAAGGTCCCACCCCCACCCCTACAGAAAAAATGGGAGCAAGAACTTG 

TGCTTGGGAGCTGGTTATTGGTGTGGTCCTAGGGAGGGCGGAAAGGGAGG 

CACTGCCATTTGGAGACATTCCATTTCAGATTTGTCAACCAGCGATAGGC 

CACATTCCAGTAAGAACTCAATTTGTCTCCCAAATTTGCAGAAACAAAAC 

GTGATTTAAAAGCTGAGCTTTTTATCAGAAAGCTTTTTTGATGTTTTAAG 

TGTTATGTGACTTGTTGAACTTTTTAAAAAGTGCTACTTTTAAAATCCCA 

GATACTCTGAATTTTAGAAAACAAACTAATTCTGATTGTGTCGAGCCCAA 

GTACCT 

>Sequence 479 

AGGTACCAGAAACCCACCTCACCCCGGCTCACATCTAAAGGGGCGGGGCC 

GTGGTCTGGTTCTGACTTTGTGTTTTTGTGCCCTCCTGGGGACCAGAATC 

TCCTTTCGGAATGAATGTTCATGGAAGAGGCTCCTCTGAGGGCAAGAGAC 

CTGTTTTAGTGCTGCATTCGACATGGAAAAGTCCTTTTAACCTGTGCTTG 

CATGCTCCTTTCCTTCTCCTCCTCACAATCCATCTCTTTTTAAGTTGACA 
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GTGACTATGTCAGTCTAATCTCTTGTTTGCCAGGGTTCCTAAATTAATTC 

ACTTAACCATGATGCAAATGTTTTTCATTTTGTGAAGACCCTCCAGACTC 

TGGGAGAGGCTGGTGTGGGCAAAGACAAGCACGATAGTGGAGTGAGAAAG 

GTAGGGTGTAGGGTGAGGGCCAATCAAGTCCAGCAAAAGTCAGTAAGGAC 

ATTGCAGAAGCTGAAAGGCCAATACCCAGACACAAGCTGATGCTTCTGAG 

AAAGTTTTTTCTAGTATTTACAGAACCCAAGGGACAGAGAGAAATGAGAT 

TGCAAAAGTGATTAACTTGCCCGTG 

>Sequence 480 

AGGTACAGGTTGAACATTCCGTTCCAACAATCCAAAACCCCAAA TGCTC C 

AAAATCTTAAACTTTGAGTTCCAGCATTCCGTCAGAAGTGGAAAATTTTA 

CACCTGACCTCATTTGACAGGTGGCAGTTACAGTGCAATCAAAACTTTGT 

TCCATGCCCAAGATTATTAAAAATATTGGATAAAATTACCTTCAAGCTAT 

GTTGTATAAGGTGTATATAAAACAAATGAATTTTGTGTTTAGACTTGGGT 

CTACTCCCAAGATACCTCATTATATATATACAAAAATCCCCAAATCCAAA 

AACATTTGAAACACTTCTCKjTCCCACACATTTTGGATAAGGGAT ATTTG A 

CCT ATATCT AATT ATATA ATAAG A A AAATGTATTTTC1 " 1" 1 1 " I ' 1" I" 1 ' L I " L 1 1 

TTGAGATGGAGTTTCACTCTTGTTGTCGCCCAGGCTGCAATGGCACAATC 

TTGGCTTACTACAACCTCCGCCTCCCTAGTTCAAGGGATTCTCCTGCCTC 

AGCCTCCCAGGTAGCTGGGATTACAGGCATGTGCCACCATGCCTGGCTAA 

TTTTGTATTTTTAGTAGAGACGGGGTTTCGCCATGTTGGTCAGACTGGTC 

TTGAACTCCTGACCTCAGGTGATCCGGCCGGCTTAAGCTTCCAAAGTGCT 

GGGATTTCAGGTGTGAGCCAC 

>Sequence481 

ccgggcaggtggcagctctgck:cctgctctttgccatccacagctacaag 

ccagcccccttcttcgtcctggatgagattgatgctgccttggataacac 

caacattggcaaggtggcaaattacatcaaggagcagtcgacttgcaact 

tccaggccatcgtcatctctctcaaggaggagttctacaccaaggccgag 

agcctcattggagtctatcctgagcaaggggactgtgtgatcagcaaagt 

cctgaccttcgacctcaccaaatttcctgttaatcgaaatttaacccgaa 

aggctggataccttaatgctaggaataaaacaggcttggtgtcatctacc 

tgggacagacagttttacttcacgcagggtggaaatttaatgagtcaggc 

ccgtggggatgtagcaggaggcctggccatggacatagacaactgttcag 

tgatggctgtggactgtgaagacagacgatattgttttcagatcacctct 

ttcgatggaaaaaaatcrrcaattttgcaagcagagagtaaaaaagatca 

tgaagagtggatctgtacct 

>Sequence 482 

CCGGGCAGGTACAGAAGAGAGATGACGCCTCCGGCTGGGGAGGGAGGGGC 

TGGCGCCTCTGAGAGAGCCCATTTATTATCAGGGTCACGGCCAAGACCGT 

GGGCTTGGTTTCTAGGTAGGTGGACTTTGAGGGGCAAAGACAACCCACTT 

TTCCTGCCCCCTACCCCCGGCTCTTAGAGACCATTTAAATCCATATCCAA 

AGTATATCCAGAGCCACCTGGGACCATCAGGCCTCTGGCTAGTCTTTCTG 

GGCCAAACCTGTCCTCCACCCTGAGGACCCTCAGGGAACCAGGAAGGTGA 

GGGGCTGGCTCCGCCCCACCTGTAGCACAAGAGCTGGCCCAGGAGGAGGC 

TGAAGATGTGTTTCTAGTTCCTGCATGCTGCTTTGTTGTGTGACCTCGGA 

CATGTCACCTCCAGCCTTCTTCACCCACCTCACCTATCAACTAGGGCTAG 

TAATTGCCTGTGGTGGGTGGGCTGGGGGGCTCTGATGCCAAAATGCAGGT 

AGAAGACACACTGTGAGAGGCAAACGTCTTCACTCATCCTGCAGGGAAAG 

GCCAAGTGAGCATCTGGGACCCATTCGAGCTGAATGACCCCCACCCCTTC 

ATCTGTGTCTATGGAGGGCAGTGCGTGTCCTCATCCTGGCGAGAAGAGGA 

ATCTGATCCAAAGCCCT 

>Sequence 483 

CCGGGCAGGTACGCAAGCCTCTTCTCTCCCTTGATGTGGTAGCTACAGGC 

AGTTACATTCCTTTGCTGCTTGTGAGAAGCTTACATTTTGGCATrrTCTT 

CCAAAAATTACCACGTTGACCAAAGTAAACATTACAAGAATATGAACTTG 

TTATTGGGGGAAAGGGGAAGTGAAGCAATCTGTAGAAAATATTTAACTGA 

AATTACAAACATAAGGACAAGCCTTTAAAGCAAATTATACAGGCATTTTT 
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GTCCTCTCTCTGGTCCCTGCAGTTAATTAACAGGGCCACAGATAATCTGA 

CATCTTTAGATAAAACAACTACACACCTATATTACTTAAGTTAAAGCCAG 

TAAGTTCAAAAAAAGCAATTACAACCATTTGACATGTTTGTATTTTTCAT 

CTCTAACTCCTGATTTCCTAAATTACATTCAGTCATACAAACATGGCTGA 

ACAACAGCAAATGGGATCTGACTCTGGGATGTTTACTTCTTGGGATTAAA 

ATTCCCAAACACTTTGGTGTCTCTTTCTTGTGAATCTATACAACATTTCC 

AATAAATGTTTAATAATGATTTTTTAAAAGATATTGCCAAAAATGGCTCA 

GATTTAAGATGAAATAAAAACATAGCANACAAGCTATGGAAAAGTAGCCT 

ACATTTTGGGGCCCTGCAA 

>Sequence 484 

CCGGGCAGGTGGCCTGTTCACTTTCTCTTACTCACTGTCTATTCACTTGT 

CCTGTTCACTCGTCTGGAAGATCTCAGCCAGCACCATGACTGACAATGAG 

CTGTCTGCCTTGGTAGTGGATAATGGGTCAGGGATGTGCAAGGCAGGCTT 

TGGTGGTGACGATGCCCCCCGGGCTGTGTTCCCCTCCATGATAGGGCGTC 

CTCGACACCAGGGCGTTATGGTAGGCATGGGCCAGAAGGACTGCTACGTG 

GGAGATGAGGCTCAGAGCAAGAGAGGCGTCCTGACCCTGAAGTATCCTAT 

CGAGCATGGAGTGGTCACCAACTGGGACGATATGGAAAAGATCTGGTACC 

T 

>Sequence 485 

AGGTGGACAAGAAACACGTATGGCTAGGAGAAACTATCAATGCTGGCAGC 

CAGTTTGAATATAATGTGGAAGGAGTGACTTACAAGGAAATGGCTACCCA 

ACTTGCCTTCATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCACCT 

ACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTG 

AAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGTTGCTGA 

GCKjCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTAAAA 

AGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCA 

TCACGCCTGCCCTTACTTGATATTGCACCTTTGGACATCGGGGGTGCTGA 

CCAGGAATTCTTTGTGGACATTGGCCCATTCTGGTTCAAATAAATGAACT 

CAATCTAAATTAAAAAAGAAAGAAATTTGAAAAAACTTTCTCTTTGCCCA 

TCCCTCGTCTTCATTTTTAACTGAAAGCGGAAACCTTTCATTCTTTTGGA 

CATCAAATTGTG 

>Sequence 486 

AGGTGCTGACACACATCTACATACATAGTCCCACTTAGGTGTTGATATTT 

CTTTAAAAAAAAAAACAGGGGCTCGCAAACAATAAGACATCACAAATAAT 

ACAGCCGAACCACAGTGCCAAGAAATGCCAAGACCAATATGCTGCTGAGA 

CAACTGGTTGAAATGTCACAAAACAGCTATTCACTATGTATTGACATATT 

CTTGTAGATACTGAGGTGAAGGTAAACCAACAGGAAGAGATTACTCCTTG 

T AACTG GGCTCTGGTTTAAGGGATCTTrTACATCTTTTTGTAACCCATAC 

CTl " 1" fl ATAA A AA AAGTATCAACTAC ATGGTACTG AGGGAAAATAGG ACC 

TGCCCGGGCGGCCCGAGTACCCTACAAAAGTTTTCTGCAAGTAAAAATGC 

TAAAAAAGGCCCACATGGAACAGTGCCCCGCAATGAATACAGTTAATTTC 

AGGGGCCACCCCACCTTAAAGACCCAAGTTTTAAATATTTTTCCCCACCG 

GAAAAAAAAAAACTGTTTAGAAACCTAAGTAAAAATTTAATTCCACTTTA 

AAAAGGACCTCCCCGG 

>Scqucnce 487 

AGGTGAGACAGGCAGCTCGGATTCAACTACCTTAGATAATATTTCTGAAA 

ACCTACCAGCCGGAGGGTAGGGCGCAAAGATGGATGTAATGCACTTTGGG 

AGGCCAAGGCGGGAGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGG 

GCAACATACCAAGACCCCCGTCTCTTTAAAAATATATATATTTTAAATAT 

ACTTAAATATATATTTCTAATATCTTTAAATATATATATATATTTTAAAG 

ACCAATTTATGGGAGAATTGCACACAGATGTGAAATGAATGTAATCTAAT 

AGAAGCCTAATCAGCCCACCATGTTCTCCACTGAAAAATCCTCTTTCTTT 

GGGGTTTTTCTTTCTTTCTTTTTTGATTTTGCACTGGACGGTGACGTCAG 

CCATGTACCTGCCCG 

>Sequence 488 

CCGGGCAGGTACCAAGCAAGAAGCTGGGGGGCTCCATGTTCACTGCCAAC 
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CCATGGATCTGTATATCAGGAGAATTGGGTGAGACGCAGATCATGCAGAT 

TCCCAGGAATGTGCTAGAGATGACCTTCGAGTGCCAGAACTTGGGGAAGC 

TTACTACTGTCCAGATTGGCCATGATAACTCTGGGCTGTATGCCAAATGG 

CTGGTGGAGTATGTGATGGTCAGGAATGAGATCACAGGACATACCTACAA 

GTTCCCGTGTGGCCGGTGGTTAGGGAAGGGCATGGATGATGGAAGCCTGG 

AGCGGATCCTAGTTGGGGAGCTGCTCACATCCCAGCCTGAGGTGGATGAG 

AGGCCATGCCGGACCCCGCCGCTGCAGCAGTCCCCCAGTGTCATCCGGAG 

GCTTTGTACCATTTCACCCAACAACAAGCCCAAGCTGAACACTGGGCAGA 

TCCCGGAGTCCATCGGGGAGGCAGTCAATGGCATTGTGAAGCACTTTCAT 

AAGCCTGAGAAAGAGCAGGCAGTCCGACCCTGTTGCTTTGTGGAGAGGGT 

GGGCTTGTCTAG 

>Sequence 489 

ccgggcaggtacaaggtagtggaattatttcttatattgctttttccaaa 

aagtaaaaaccaaaaatgtgggccgggtgtggtggctcatgcctgtaatc 

ccagcactttgggaggctgaggcaggcgaatcacaaggcx:aggagttcaa 

gaccagcctggccaacacagtgaaaccccgcctttactaaaaatacaaaa 

ttagccagatgtggtggcgcacacxtgtaatcccagctactcaggaagct 

gaggcaggaaaatcgcttgaacctgggaggtggaagttgcagtgagccga 

gatcgcaccactgcactccagcctgggtgacaagagcgaaactccatctt 

aaaaaaaaaaaaaacccaagtggaacactaaaaattccctatagatatat 

ttcaggaaatattttaattggggctgattttaattaggctggatcattga 

tgattactggattcgatttatggctttcgattttaaacacttgggttaat 

taacccctggcaaatccatttgg 

>Sequence 490 

CCGGGCAGGTACCAACATTTATTAATCCTCACAACACCCCTGTGAGGTAG 

GTCAGTTTGGGCTTTAGAGTCGAGAACTGAGGCAGAGGTCAAGCAAACCT 

GCCCTGGGCCACAGAGCACCAGATGAAGGGCCTAGACCTGGATCCAGAAG 

CTAGGGCTCTCGGTCCAGCATTCATCCACTGGTGGACATGACATGGGCTT 

ATTTTTACCAGCGAAGGTTACGTGAAGGACAAAACGCACTCAGCCAGCAA 

CGGAAACTCAACAGTTCAAACAGCACTGGGGAACATGTCAGTTAAAGAGA 

CGAAACGCTGACCAGCTCATGAATGAGGCAAGACAACATGCGGCTGAGGA 

AGTGTGGAATCATCACGACTGGGGATTAGACCAAGAACGGGCGCTCAGAG 

GGTTCAGGAAAATGTAAACAAACTAGGAACCCAGTCAGGGGGGGCAGGCC 

CAAATGCCTACCGGCTTCAAATGGGAGGAAAATTTGGAAAAGATGTGGGA 

AAATCAACCACGCG 

>Sequence 491 

AGGTACTAGTAACATGGTGTGTATGATACACTAAAAAGTAAATGGACAAG 

AAGTAAAATGCCAGTGAGATTATGCTGGGTCAGATCCAAAGCCAGCACGG 

CACCGGGTTTCTTGCCTAAGGTCCATGGTGACCACTCCTTGGCTATTGCC 

AATGTTCACTCAAGGCCCAAGCACTCTTTATTCAGCTGGTGGCAAATCCA 

GCCAGGCTTGTGTTTTTCCCTTCAGTATGACGAGCTCCCCCTAAGCCCAA 

GACAAGTCCTAAAATGTCATCTGGGAGCCAGGACCTGGAATCAGGATCCT 

TAGGAATTTACTTGGTGCTGTATTCTACTATGGCTGAGCTGGCAATCAAA 

GTGCAAGATTAAGCCCnTTATITrCTTTGGTCTCCTTTCCTCAAGCAGAT 

GGATGCTTTTCCTGGGGTCACCGACACCCCCAGCCTTGAGGCAAGTACCT 

GCCCGGGGCGGCCGTTTAAAACTGGGGGATCCCCCCGGCCTGAAGGAATT 

TGATTTAAAGCTATTGGATC 

>Sequence 492 

GCGGGCTAAACGCGGTGTGGGACTTGTGGGCCAAGCAGGAGGGAAAGCCT 
GTCTGGAAGTTACGTGTGGACATGGGGGCCAGGACGCTGGTATCCTGCAT 
AGATTTCAGGTACCT 
>Sequence 493 

CCGGGCAGGTTTTGTGGGGTGCAGTGAATGAAACTAAAGAGTTGTTGCAC 
CTGAAAAAGACACCAGTGATTGGGTATTGGGTAGTCGATTGGAGACTTTG 
ATTTTTTTT I ITTTTCAC ATGGG AA AGTCTTAG ATTCCAGTAG ATGG AAT 
TGCAATCCTTTGCAGTTTGTTCTCATTACAGATAATCAACATTTCTTTTG 
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TATAATTCAATACATGATCAAGTTAATTGGTAAATTTTTATTGAAATTTA 

AAACTTGCATTTTTATATATGTGTATGTGTACCT 

>Sequence 494 

AGGTACAACTTGAATGATATTTTGACCACATCCATGCAGGGTGCTAACAC 

TGTGACATCGGGGACTGATATCAGGTCAGCTCTCTGCCTGACTCATTATG 

CATCACTATATCTCATCAATATGAATCATATTGATACTGAAGGCGCTGAA 

ACAAATGAAGCAGGCGTTTATATATTAACTGTGTGTGGAGTGCGTATAGA 

ACATGGGCTCACATTCACTAATATTATGTGTATGCATACACATGCACAAA 

ACCTTTTGGGGGTGAAAGCACAAGAAAAACACGGCATCCTGATCTAGTAC 

ATAAAAGAGAATGCAGAAATATTTGAAAAAGGAAAGACCTGGAGTTTAAA 

GCCATAAAAGCAAGTTATTATTCAAATAGTCTGGAAAATCAAGGTTGATT 

TAATTTGTATTGCACCTTAATTATTGGAGAAAGACAATACTGACTTCTGA 

ACACAGAATGAAATGAGCCATGTGAAAGACTGGTCCTTCATAGACAAGTC 

TTATGTGGAATCTGGGGG 

>Sequence 495 

AGGTACTTTACCCTTCAACGGGACAAGAAACTGCACCAGAAGTCAACTTC 

ACATTTGAAGGAAAAACGGGAAAGGGTCCAGATGAAGAAGACAACACATT 

TTATCAA AGAC TTAAGTCCATGAAGGAACCGTCTGAAGCACAAAATATTC 

CAGACAATTTTGGAAATGTATCTCCAGAAATGACGCTCGTTCTACATTTA 

GCCTGGGTTGCCTGTGGTTATATAATATGGCAAAATTCTACTGAAGACAC 

ATGGTATAAAATGGTTAAAATTCAAACTGTCAAGCAAGTGCAAAGAAATG 

ATGACTTTATTGAATTAGACTACACCATTCTACTTCATAATATAGCATCT 

CAGGAGAATA1TCCCTGGCAAATGCAAGTTCTTTGGCCTCCACAATACGG 

CACTAAAGTAAAACATAATACCCGTCTGCCAAAGGAAGTACTTGCGGACA 

GTGGGCGTTGCTGATCTGGGGGAAAAACGCCTTGACCACCAAAAAGAAAG 

CCGGGGCAGGAAGGCCACCACCCCGATGGCACTGCCATAACGG 

>Sequence 496 

AGGTACTGTTCTACCAACAGCTCTGATTTGGTGAGTGCATTTTCTACGCC 

ACTGCTCACGAGCTGCATCATCCGACTCCCCAAGACTGTGTTAATGCTGC 

CACTGACCACAGACTTGGTCTTCTCCACACTGCCAGTCACTGCCCCTTTG 

GTCTTGTCCATCACCCCTGTGATCGTGCTGGCCACAGAATCCTTGGCCCC 

AGTCACAGTAGTCGTCACAGCATCTTTTGCCX^CAGTCACAGCGCCTTTGG 

CATTGGCAACAATCTGAGTTGATGGCTGATTCAGAATAGGCAGTCTCTCC 

TCAATCCTGTCTTAGCCCCTTACAGGCATAGGTATTGGCAACTGCAATTT 

GCGGCTCTAGCTTCTGGATGATGGGCAGAGCACTGGTCATGGCCACGGAG 

GTGATGGTCTTCACACCGTTCTCTGCCATCTTACACACAGACTTCAAGTA 

GGGATACTGGTCCTTTGTACCTGCCCC 

>Sequencc 497 

AGGTACTTTTCTACCXrAAAAAAATCAGTGAGGATATTTATTTAATGAAC 

ATCAATTCCTTTTAAATTTTCTTAGAGAAATTGCTCTGTGGCTCAGTTTT 

ACCACCCATAAAGCGGAGACAGTAATTTATGGTTATCCTTTCTGACCCAC 

AAAGTATGAAAAGTTCTGTAATTTGTAAACTCAGTTCTGTAATCTGTATT 

ATTGAGATGATTAATATAAAGTTGTATTTTCACTGAAATGATTGTTTTGC 

TGGTTATGCTTGGTGATATTTTAGCCK}GCTTATTTTTGA^ 

TACTTCAGTGGCATAAAGTGCCCTCACACTGCTGTGCATGCCTTACCACC 

ATTCATCTTCAGAATTTGTTCTTAGTCCCAAACTGAAACTATACCATTTA 

AACAACAGCGCTCCCCATTTTCTCCTCCCCCCAGCCCATGACATCTCCTT 

AATATTAATTTTTTTTGAGACAGGGGGGTTTCTTTGTTGCCCAAGCTTGA 

GTGCGGTGGTGTTAAATCTTGTTAACTGTGGCTTTCACTTCCGGGTTCAA 

>Sequence 498 

CCGGGCAGGTACAGTTAATCATTTTGACTGTGTCAGTAATATAATCAGAA 

TACTGTAACGGTAAGAGAAAAAGACTTTTTTTTTTTTTGAGACTGGGTCT 

CGCTCTGTCGCCCAAGCTGGAATGCAGTGGCGCAATCACACCTCACTGCA 

GCCTCAACCTCCTGGGCTCAAGGATCCTCTAGCCTCAGCCTCCTGAGTAG 

CTGGAACTACATGCATGCACCACCACACTCAGCTAA T i T T 1 i T1AAATTT 

ATTTTTAGTAGAGACAGGGTCTCACTATGTTGCCTAGGCTAGTCTTGAAC 
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TCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTGCTGCGATT 

ACAAGCGTGAGCCACCGCCTGGCCCCAAAAATACCTTGGTTTTAATCAAT 

CCCATTCAGCAATAATGAAAATGCTCTATGTACCTCGGCCGGTCTAGAAC 

TAGGGGATCCCCCGGGGCTGGAGGATTTGATTTCAACTTTTTCTTTCCGT 

CCACCTGAGGGGGTGGCCGGTACCCG 

>Sequence 499 

AGGTACTACCTGGGGGGGTTTGCTTTCCTGCCTTTTCTCTGGTTGGTCAA 

CATCTTCTGGTTCTTCCGAGAGGCCTTCCTTGTCCCAGCCTACACAGAAC 

AGAGCCAAATCAAAGGCTAGCTGGAGATGGCCAAAGCCCGGAACCAACTG 

GATGCTGTCTTGCAGTGTCTGCTGGAGAAGAGTCACATGGACAGGGAGCG 

TCTGGATGAGGAAGCTGGGAAAACACCCTCAGACACCCACAATAAGGACT 

GCTCCATCGCAGCCACTGGCAAAAGGCCATCTGCCCGCTTCCCCCACCAG 

CGGAGGAAGAAGAGGAGGGAGATGGATGATGGGCTGGCTGAGGGAGGGCC 

GCAGCGATCCAACACATATGTGATCAAGCTGTTCGACCGGAGCGTGGACT 

TGGCCCAGTTCAGCGAGAACACGCCACTGTACCTGCCCG 

>Sequence 500 

AGGTACAGAGCTCAGACCCGGGGAGACCCTCAGCGTCAACTTCCTCCTGC 

GAATGGACCGCGCCCACGAGGCCGAGATCCGCTACTACACCTACCTGATC 

ATGAACAAGGGCAGGCTGTTGAAGGCCGGACGCCAGGTGCGAGAGCCCGG 

CCAGGACCTGGTGGTGCTGCCCCTGTCCATCACCACCGACTTCATCCCTT 

CCTTCCGCCTGGTGGCGTACCTGCCCGGGCGGCCGAGGTACTTACTACCA 

CTGCTGCATGAGTATAATGCTCCGGAATTATCAGAAAGCATAATGCACAA 

ATACGAATTAGTGGAACTTAATCATGTGCCATATAAGCTTACCTAACAAA 

CAGTTATATCCCTATTCCTCAACTGAATGTCTTrCAATAAATAAGAATTT 

ATCATTTATTTTCTGCAACl'ri4"14ATGTCTCATTCTTTAAACATTAAAA 

ACCCTTAATATTTTAACAAAAATTTCTTGATTAGAGGCACAGTGAAAAAG 

AAGTCAAAAAAAAAAGTTCTACTTTTCATCAATGCTATAAAGGTGGGCGG 

AAATGTAAT 

>Sequence 50 1 

AGGTACGTGTGGCTTGGTCACTTCGTGGCTAAGGTAAGAACGTGCTTGTG 

GAAGACAAGTCTGTGGGTTGGTGAGTCTGTGTGGCCAGCAGCCTCTGATC 

TGTGCAGGGTATTAACGTGTCAGGGCTGAGTGTTCTGGGATTTCTCTAGA 

GGCTGGCAAGAACCAATTGTTTTGTCTTGCGGGTCTGTCAGGGTTGGAAA 

GTCCAAGCCGTAGGACX^CAGTTTCCTTTCTTAGCTGATGTCTTTGGCCAG 

AACACCGTGGGCTGTTACTTGTTTTGAGTTGGAA GCGGGTTGC ATTTACC 

CCTGTAAATGTATTCATTCTTAATTTAAGGAAGGGTTTTTTTTGTACCTT 

GCCG 

>Sequence 502 

aggtacatgaacatacacacacacacacacacacacacacacacagaggc 

caatttccagtgaggaacaggctccacagaagaagctgataggcaggggg 

gatcaaacgctgctcccctgctcaccgatctacttctccaaatacaatat 

cttgggtacttacaactataaaaagatacaataactctaccaattataaa 

taatgtack:atttcatattaaagacattatcgtacctgcccg 

>Sequence 503 

aggtactgttcctcacggcagtcaagaggcccaggctctgtgggctccag 

ctctgcatttcctggttctggggttggggctgggatgacttcctgttgga 

cttgctgctgggactggaactggaactgttcctcggagggccgaggagtc 

acctctgcagccaggggaggataagggggtctgctccctctacccctccc 

agggggtctccccaccccagctgccggcccgtcctatcctacccctagcc 

cgttaccttgataatcatagtagtctgggttgtcgatctggtcgctatag 

tgggtgtacctgcccg 

>Sequence 504 

AGGTACATTCAGAATCCCACGAGCAATTCAGATAGACCAGTCACCAGGCC 
TCTAGCTAAAAGAGCACTGAAATACACAGAGGAAAAAGAGACGGAGGGTT 
CTAAGCCAACAAAAACTCCTACCACTACACCACCTGAAACTCAGCAGTCA 
CCTCATCTTAGCCTGAAGGATATCACCAATGTCTCCTTGTATCCTGTTGT 
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GAAAATCAGAAGACTTTCTCTTTCTCCAAAAAAGAATAAAGCAAGCCCAG 

CAGTGGGTCTGCCTAAACGTAGGGGCACAGCCAGCGTGAACTATAAGGAG 

CCCACC CrCGCTTCGAAACTGAGAAGAGGGGACCCTTTTACAGATTTGGG 

TTTTTTGAATTCTCCTATTTTCAAGCAGAAAAAGGATTTGAGACGTTCTA 

AAAAAAGGTTGAAACAAATACAATGAAGGTGTCGCTGGATATTGTTTAAA 

TTCAATCTACACCTCTTTCTGTTGCTTTAAGAGAGGATCTGTAAAAATAC 

CTGCCCCGTCGGTCCAAGTACATGTTCTT 

>Sequence 505 

AG GTAC ATGTATTTGTCACTTAAAGGTTCTTTCTGTAAACTGCTTCAGAT 

GCTTTTACTATTCAATTTTTAATGCTTAATATCTGTAAAGAACGTTAATA 

TTC CTCT CTATAATCAATCTTTCCCAGTGTAGCCATAAAAATGTATTCCC 

TACTITTGCTTCAGGAGATCATTATTTGCAAATGCAAAGATTTTTTACTT 

AGACTTTTGAAATCACTCnTAGTAACTTrAACATTGCTTTTAGGTATGAA 

ATTGAAGGCTGTGAAGTGATTTGGGCCATTAAAGATAAAGCTATAGGGAA 

TACTTTCTTCTATGCAAGAGCAGATGAATTCTTGACTTCAAAGCTCATTG 

CTGAAAAATCAGAGGCTAAAATTGCACATAAAAGAACCAGGTATACAACT 

GAAGGGAGGGAAAATGAAGCTTGAAGCCAATCTAAAGCAGATTATGGAGG 

GAGGGCATTGGGACCAGAATGGCCTGAAGGCTTGAATCTTAAAGAACAAA 

AGAGTTTrCTTATTAGATTCAGCCTTGAACTATGGTGGAGG 

>Sequence 506 

CCGGGCAGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGT 

TCACCCATTCTTTTAGAGACAACAGACACGCAATTCTGACGAGGACTCCT 

GTTACTAAAAGACACAGCCTCTGATACAAGAGAGATATCCCTNTGACTAA 

AGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGGGGCGGTAACACTAC 

GGGTCTCCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAGAG 

GAAATTAAGCAAGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTT 

TAAGGCATATTTATAAATATTTTAAAGTAAACAATATGAGTGAGTGCCTT 

TCATTAGCTATGATCTTTCATACTGATATATTTTGACTGATCTGAATAAG 

CAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATATGATTCCAGTG 

GGTACCTTGGT 

>Sequence 507 

GCCGGGCAGGTACATAACATTTCAAATATAAGTGGAAGGATCATCAGTAG 

TGTTATCAAAATGCATAGGACAGAGACTTTTTAAGAAAGGATAAAAAATT 

ACACTCAGG ACCCAT AACTCTTCCTCATTATAAGCATATGTAGTGATTCA 

TTCATGCAGGTTTTTATATGTAGATAGGA 1 IT1 TTTTTCCTTTTCAAGAA 

TTCCATTGTAGCCATGAGATGAAAAATGTATTATGGTAATGGTATAGCTT 

TCTTCTATTTTGCTTTTAGTGTTAGGTTTGCTAAAAGCTTATTTAAAATT 

CCCAATTGACATAATGTGTTTTCAATAAGGAGGACGCTGCCTACTCCGGG 

AAGCGGGGCCCGGTTCCCTGAGCAACCCTTGGTCGGTTTAAAAACAAGTG 

G 

>Sequence 508 

CGCCTCCAGCCGTGTGCCGCTATGGGAGTCCCGGCGTTCTTCCGCTGGCT 

CAGCCGCAAGTACCCGGCCATCATAGTCAACTGCGTGGAAGAGAAGCCAA 

AAGAATGCAATGGTGTAAAGATTCCAGTTGATGCCAGTAAACCTAATCCA 

AATGATGTGGAGTTTGATAATCTGTATTTGGATATGAATGGAATCATCCA 

TCCCTGTACTCATCCTGAAGACAAACCAGCACCAAAAAATGAAGATGAAA 

TGATGGTTGCAATTTTTGAGTACATTGACAGACTTTTCAGTATTGTAAGA 

CCAAGAAGACTTCTCTACATGGCAATAGATGGAGTGGCACCACGTGCTAA 

AATGAACCAGCAGCGTTCAAGGAGGTTCAGGGCATCAAAAGAAGGAATGG 

AAGCCGCAGTCGAGAAGCAGCGAGTCAGGGAAGAAATATTGGCAAAAGGT 

GGGTTTCTTCCTCCAGAGGAAATAAAGAAAGATTTGACAGCAACTGTATT 

ACACCAAGAACTGAATTCATGGACAATCTTGCTAAATGCCTTTGCTATTA 

CG 

>Sequence 509 

CCGGGCAGGTCGCTTGGAACCTTTTGGGGATGTGACAGAGAGGAAGCAGC 
TCCGGGACAAGCTCCAGTGTAAAGACTTCAAGTGGTTCTTGGAGACTGTG 
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TATCCAGAACTGCATGTGCCTGAGGACAGGCCTGGTTTCTTCGGGATGCT 

CCAGAACAAAGGACTAACAGACTACTGCTTTGACTATAACCCTCCCGATG 

AAAACCAGATTGTGGGACACCAGGTCATTCTGTACCTCGGCCGCCCGGGC 

AGGTCTTTTTTTTTTTTTTTTTTTTTTTI rTTTCTTTTTTTTTI 1 CTCCA 

TGGGAAATTTGGCTTTTATTTAAAAAACCAAGAGAATCCATTTTTTTGTA 

AATTACCAACCAGGAATTTATCTGTTTTGGGGCTTCTTCATCTATCTAAA 

GGGTATATTGAGGGACCAGAATTATAGTCATCCTATAGGGAAAAAATTGC 

ATCCAAATTCAAAGTTTAATGAGTAAATCATGACATTTTGCCTTTCTAAA 

AAGACATCAACCGTCTAAAACCTTAGGAGGAGAATTTTTTAGCCCTACAG 

AACTTAAT 

>Sequencc5lO 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 511 

AGGCACTGCTAGCAATTAATCATATATATAGAAACAGCAGCTATACAGCT 

GACATTACCATTTAATGTTATATGATGAAAGCAAGTCATCTGCATGTGCA 

TCAAGGCCAGTCCTATACAACCTAGCTGTCGAATGCTGATATCTGGATAG 

CATGTCATTCTGAAGCTGGCACATAACTTATCTAAAAAAAAGCAGTCTTT 

GTTGTATGCTTCTTTCCTACAGATGACTTCTAAAAATATATGACGGGTAT 

AAAAAAATTAGCTATACTTGATCATATCAACACTGTAACTGCTGAAATGG 

CATTGTAATGTTTGCTITTTATTCTGACAGGCCACATGATGCATAGAGCC 

TCTTTCATGTGACTTGAGTCTACTGCTGAAATCTTTATGCTGCGTTGATG 

ATATTATATTGACATACGAAGCTGTATATGTGTATGTATTTTGCGGAGAA 

AGGCATTACACGATGTATGTAGTTTATGACTTGCTAACCTTTCACGATTC 

AGAGAAAGATGAAAGAAGACCATATCTAAATATTACACTTCATCATTGTA 

TGAGAATAAATGCTCAAGTC 

>Scquencc 512 

CCGGGCAGGTACAGGTTCAAATGAAATTCAGGTTGTTGCAGGAGACCATG 
TACATCTTGCAGTATGGGCCGGCGAGTTATGTTAATATGCAAGGTTAAGC 
AGAAAAAAGCGGAGCCGTAGGGAAACCGAGTCTGAATAGGGCGACTTTAG 
TATATTGGCATATACCCCCCCCCCCCCn'l'Crn 11 CTTTC ATTTTAATT 
CT IT T 11 ' 1" IT T 1 CTTTT AAATTC C ATTCCTTTTT T AAT T AT AT AT ATTTT 
CCATTATGTTTrCTrrATAATTACTATATATTATTTT ATCTT CCTCATCT 
TTATTATCTTTATTGTGTGTTATTCTr'rTTACTACTAATTTTCTTTCCTT 
TCTC A 11 Tr 1 ATAG ATCTATTTATTACCC^TTTATTTGTTAGTCATTAAT 
GGTCTATTA AATl T HT1 ACGTCCGTTATATCATTTATV HTA mTTTT 
TACrrnTlTCTTAATATTTTCGl TI Tl GTTTCTCTATATTTTGTGTCTT 
TTC l l l i C l 1 1 1 11 11 l l GTG l 1 11 1 i l l i CTGTGG 
> Sequence 513 

AGGTGCTAGCACCATCTGCTAGACTTGAAAAATCTACTATGATATCAATT 

ATTTTAGACTTCTTGTTTGCAGTTCATTATTATTTTAAATATGGAATTAT 

TTTATATG AAA A ATAGTTGTCCC AC AGGTTA 111 1" TATCTTTAATAGTTA 

TATATGAGAGGAAGGGTCAACAAAACAATATAGATAACACTGGAGTCTCG 

CTGTAGTATACTCATTTGGTTCTGTTAAAAAGAGTTTTGTATTATAGAAT 

GTACCTGCCCG 

>Sequence 514 

AGGTACTCCTTTTTTAAAAACACTGTAAAAGTAACCACACATATGTGAGG 

ACTTACTATTTTAAATGGAATGGAATGAGCTCCATAGATTAGTTTTGAAT 

ATAAAGTATATAAAAGTGCATCAGTGGTTTATATAGGCTTTAAAAACATG 

TTATCTTACAGTCCTTTAAAGCAGCCATAGAGTTTGTATCATTTTTCAAG 

CCAATTTCAGTCAGGGATTTGAATTGTTTGATTATGGATGATAAAGGTGC 

CATATCTTATTAATATGAGGCAGTGCTTGTTCCTATGTAATATGATTGAG 

CTGGAATACATTTTCTTTTGGCCCCATGTTAAATTTCATAAAACGTTAAA 
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CAGTGGCCATATATATTGGGAATTCCTGCCAACAGGGGTTGGAATCCCCC 
CGGGGGGAAAA TTTTAAGA' l'ri'ri'l'rTAAACAAAAGAGAAGGGGCGCCCC 

ccccccccccccn n i i 1 rrrn rrn i i i'icgcgcgaaaaaaggggtg 

GTTTTTCCCCCTAACAAAAACTATTATGTCTCTCCATA 
>Sequence515 

AGGTCCTCAGCAAAAATTACAGTGGTTGATGCCTTACATGAAGTACCAGT 

GAACAAAGGGGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCT 

GCATGGTTAAAAGTAGTCATGGATAACTACATTTCCTGTGGTTGCCTAAT 

AAGTTTCTTTTAATCCAATCCACTAACACTTTAGTTATATTCACTGCTTT 

TACACAGAGAAATACAAAATATCGAGCACACATCAAGACTTTCTACAAAA 

ACTTATTATATTTTTACCTGATGAAAGCCATGCGTTTTCCCTTAACTTAT 

TAAAACCTCTTTTTTCCCACACAAAATAATCCTCCTCAAAAACTTTTCCG 

GGGGGGGCCTTTTATAATATTGGGATCCCCCCGGGTGGGGGGGAGGGGCC 

ACA CAATCTC TTTTCTCACCCACCCTCCACGGGGGGGGGCCCCCCCCCAC 

CAATTT 1 1'llCTTTATGAGTGAAATTAACTCTGCTTTACCATATTAATCT 

TACTTTCTCTCGATGAATATATTCTTTCATTATTTCCCnTACTrCTCATT 

TATTGTC 

>Sequence516 

CCGGCCAGGTACCAGTGGAGGAAGGCCTTCCGGCGGAACATGGCAGTGAA 

CTGCTCCGAGATGCGCTTGAAGAGCTCCTGGATGGCTGTGCTATTGCCAA 

TGAAGGTGACTGCCATCTTGAGGCCACGAGGTGGGATGTCACAGACTCGG 

TCCTTGTCGCCTGGAAGGCCCCGCGCCGGGAGCGGTCGACCTCGGCCGAG 

GTACCCACCACCACTGTATGATGCTCATGAGCTCTGGCATGCCATGAAGG 

GAGTAGGCACTGATGAGAATTGCCTCATTGAAATACTAGCTTCAAGAACA 

AATGGAGAAATTTTCCAGATGCGAGAAGCCTACTGCTTGCAATACAGCAA 

TAACCTTCAAGAGGACATTTATTCAGAGACCTCAAGACACTTCAAAGATA 

CTTTCATGAACTTGGTCCCAGGGGCCCGAGAGGGAGGATATACAGACCCT 

TCGATGGG 

>Sequcnce517 

CCGGGCAGGTACAGCACTGGGCTTTATAAAGACTGCACTGAGAACCACAC 

TGCACAGTCC AGTT TTTTAAAAAGCTGCTACATGACAGACAGGTAATCCC 

ACTGAGTGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAA 

AAACCAAATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAATAAA 

AAATAAATACAAATAGTTTTAAATAACATTTATAAAATTAATATTAAATA 

AT ATA TG A AG ATTTTGTTTITTAATTTTTTTG 1 " l' T ' l ' 1 ' 1 " 1 ' 1 ' AGTTT ATTAT 

TTTTTATTATAAATTTATATTATATATGTAGNNTTTGGGTGGGGGGGGGG 

CTC TTAAAAAAA AAA irni 1 1 1 T GGGGCCCCCCCA 1 1 TTTTTTTTTTTC 

GAATTTTTTTTTCCCCCCCTTTATTTTTTTG(XCCCCCCCGTGAGAAA^ 

AAAATGGGGGTGGGGGGAAAAAAAATCTT 

>Sequence5l8 

CCGGGCAGGTACCATCTGAATACCTCTTTGAAAGAAGGAAGACTTTACGT 

AGTGTAGATTTGTTTTGTGTTGTTTGAAAATATTATCTTTGTAATTATTT 

TTAAT ATGTA AGGAATGCTTGGAATATCTGCTATATGTCAACTTTATGCA 

GCTTCCTTTTGAGGGACAAATTTAAAACAAACAACCCCCCATCACAAACT 

TAAAGGATTGCAAGGGCCAGATCTGTTAAGTGGTTTCATAGGAGACACAT 

CCAGCAATTGTGTGGTCAGTGGCTCTTTTACCCAATAAGATACATCACAG 

TCACATGCTTGATGGTTTATGTTGACCTAAGATTTATTTTGTTAAAATCT 

CTCTCTCTTGTGTTCGTTCTTGGTCTGTTTTGGTT^ 

TGCTGTGGTCTCTTTGTGGCAG AAGTG TTTCATGC ATGGCAGCAG GCCTG 
TTGCTTTTTATGGCGATTCCATTGAAATGTAAGTAATGTCTGTGGCCTTG 
TCTCTTATGGTAAGATATATCACCATGTAAAC 
>Sequence 519 

AGGTACACTGTGAAATTAACTGGCATCCTGGTGGGCCCAAGGGTTTTCAG 

GACTGGGGGCCAATGACTCACCCCCTCCTTCCTCCTCCTGATCCCTATCT 

CTAGCTCTTATCACAGATTTTGAACAATTGTCTGTGAGGTTAATGATGGT 
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TTCAGAGGGAAGCCCTTTTCCTCCCTGAGACTGTGTGGGGTTCAGTCAGC 

CTGCTGAAATTGCTTCCACTTATTACCCATCCTTCCTCTTAAAAAAAAAA 

AAAGCCCACCAAGTTAGTATTCTCTGTAGCTCTCAGACAGCTACAAGTGT 

TCCTGGCATATTTACCAAAGTACCTGCCCG 

>Sequence 520 

CCGGGCAGGTACTGGTTTTAGTGTGAATTTACATAGAATAAATTTACTTC 

ACTTTCATGTCATCGACATGAATGACACAAAAGCTACTTCATAATACTAC 

TTTACAATAGTTTTCAACATTTCX^ATATGGTGCGACCCCTTTGCTCTCAT 

CAATTTTGGGTGTCATGAGAACAATAGGTATCCCGTTGGACATGATGTAT 

TGCGAAGAGCATATAAAGCAGAGGGAAAATGAAAAAGCAAGAGAAACTCA 

TTTCAATGCTTTTTCTAAAAGGTAACAAATATAATTTTAATCAACTTCCT 

TGGAAAATATTTTTAAAACAGGTATCAATAGAAAAAATTACAAAACATCA 

TATGAAGCTATAAATAATTTTGAAAAACACCT 

>Sequencc 521 

GCGATTGANNCNNNNCNCTTTTCK3AGTCCACGCCGCGCCGGNGCCTCTCT 

CAAGGCTGTACCACCNAAGTGATANCACCACCCAAANGGNNAAAGANGGG 

GGGNACTTTAAAGCGCCGAGCGAGGCAGTTITrTTTAATT(nTCGNNAAC 

TAAACTCTGGGCTAGACATTAACTTTAAAGATACTATTTCCCCTTATTTA 

AAAGGTATATGATCATAACATGGCACGAGCCAAAGAAAATGTTCAAGGAC 

TTTGCCCCCCTTCCCTGCCCCTTGAACACCTTCTAAAGTTTTAGAGAAAA 

GAAGGAAAGTCCTGAAGTGAAAGCAATTCCTCACATTCATTCTGGAAAGG 

CCCTAAAGTCAAATGGAAAATAATGACATGCCAAGCGCAA AGCA GTAAAG 

ATCCTTCCX^AATGCACTAATGCTGAATTTAAAAAGTAGGGCTTTTCCTAG 

GCAGCGAACTGGGCCCTGGCAAAAACCTAGGCACAGAATTGACTATAAGG 

AACAAAGCATAAATAGTGCGTCCCTAAAACCCACAGAGGCCGAGAATTCT 

TAAGAGATTCAGACCTATGGACTGGCCN 

>Sequence 522 

AGGTACTGTCCTCGGTAACGGGCCGACTTAATGGGTAGATCAACGCGAAA 

TCCTTGGAAATATATAACAACAGCAAACACAAAAACTGTAGCAATGAGGT 

TTATGAGATTGTGTAAGTTCTGCCGATAAAAAGCCTCCCGTAAAGCTCGG 

ACTTTGTCCGTCCTGGTGGCCAACAAATGGAACAGAGCTATGACTGCACC 

CTCAAACTCAGTACCTGCCCG 

>Sequence 523 

AGGTACTACAGGTTGAGTATJCCTAATCTGGTAATCTGAAATTTCACATG 

CTCCGAAAATCACAAACTTTTTGAGTGCCAACATGATGCTCAAAGAAAAT 

GCTCATTGCAGCATTTAAGATTTCAGATTTTTGGGTTAGGAATGTTGAAC 

TGGTATAATGCAAATACTCCAAAATCTGAAGAAATCCAAAGTCTTAAATA 

CTTCTGGTCCCAAGCACTTCAGATAAAGGATACTCAATTTGTATTCCTAT 

TTTGGAGATAAGAGATGGAGACTTACAGGCTGGGTTGGTTGGATTGGTTG 

CCTGTTTTTTGTTGATGTTCTAGTGGAAGCTAGGAATGGTTTTTCACAT^ 

TTTTAAGTGTACCTGCCCG 

>Sequence 524 

AGGTACCGGCCATTGGTGCCTTGTGTCAGGTCCCAGAGGGCTGCCTCAAT 

GCCAGCAGCAATGCCCTCCACCACCTCTTCACTCAGTACTGGGTCTGGGA 

GCTCCCGAAGGCTGTGGAGGCCAGGGCACAGAGTAAAGCTCCTGGGCTAA 

GCCAGTGGCCAAGCCAGAAAACAATGCTGGGCAGAAAAGGGTTACAAGGC 

AGGTAGTCTGGACACTGGATTCAACAGCTTGCCATCAGCCAGGGAAAGTG 

AAGCTGAGGATGCATATGGAGCAGGGCCAGGAAGATCAGGAGAGCTGAGG 

GAGAACAGGAAAATTGGGAGGAAGGAAGAGGCAGCTTAGCAGCAAACTCC 

AGGAGAAATAACCAGCAGCCCTCACAGATTTGTGATTGTCTCTTAAAAAG 

AATTATTTTCTCTTCTTGCCTGAATGTACCTGCCCG 

>Sequence 525 

CCGAGGTACCACCGATAATGCTATTAGCCCAAACCGTGGGTGTTTTCTAA 
ATATTAATAGGGGGGCTTGATTCAACAAAGCCACAGACTTAACGTTGAAA 
TTTTCTTCAGGAATTTTCTAGTAACCCAGGTCTAAAGTAGCTACAGAAAG 
GGGAATATTATGTGTGATTATTTITCTTCTTATGCTATATCCCCAAGTTT 
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TTTCAGACTCATTTAAGTAAAGGCTAGAGTGAGTAAGGAATAGAGCCAAA 

TGAGGTAGGTGTCTGAGCCATGAAGTATAAATACTGAAAGAAGTAACTTT 

TATTCAGGAAATAGGGGGAGATTCAAGTCCTATAGAATTCCTAACTCGAA 

AATC TTGACAC CCTTGCTTTTTCAGGATGCACATTTTAATCCGGAGACCA 

GTTTCC IT V l" IGGTTTCTTCA AGTTAAGTAAAACC ACCCGTTTCCTTTTT 

CCCCAAATATTAATAAATTTTGCTCCTAAGAGAATTTTTTGCCCTGGGTC 

CANNCCCCCCCATTCCCGCCTTTAAAACGCGCTCT 

>Sequence 526 

AGG TACTT TTTCCA(XACAAATTCTTCAGGCTCTGCCTCTTCAACTTTTT 
TACTCTTTCCATTCTGTTTTTTTCCCAT 

GAGGCCATTTTTTATTGCAGACTTGAAGAGCTATTATTCACCGCCTCCGA 

GCTGCTCCGACX^TGCCCGGGCGGCCGAGGTACTTGTGCCTAGTTTTTCAA 

GGTA TTGGC TGTTCTATAGATGCAGTGATTGTCCCAGCTAGCTCTGTTAC 

CAGCCITrrGGTGTGTCTTTATGTTCATTTGGAGAGTCAGGCCGAAAGAC 

AGGTGATGTAGCACTTCTTGTTTTTAATAATAATGGTTTAAAATACCTAA 

TAAAAGTTTTGGGTCATTTAAGGGGGCCTGAGGAAGCTTCCCAGGATTTC 

CGAAGAGTGTCCCACTAACAAGATGGCTTGGCCGATTCCTAAGTTTTGGA 

TTGGGGTCAAAAAAAAAATTGGAAAAGGGGAAAAGGNNAAAGAATTGGGA 

AAAGCCCGGGTTTTTTTTAG 

>Scquence 527 

AGGTACATAAAGACAAACTAGTATGCATGACCTGGGGAAATGGTCAGACC 

TTGTATTGTGTTTTTGGCCTTGAAAGTAGCAAGTGACCAGAATCTGCCAT 

GGCAACAGGCTTTAAAAAAGACCCTTAAAAAGACACTGTCTCAACTGTGG 

TGTTAGCACCGGCCAGCTCTCTGTACTCCCTGGCACCATCTGGTTCATGC 

CAGGTTTAGAGTrCATCGTGTTrGGCTTCCTGGTCmGAGTTTAAATTC 

CTCGGCTGTGACCTTCCCATCTCCATTCCGGTCCTGGTTGGTGAACATAT 

TCTTCACAATCAGTTTAGCATCAAAGCCAGGAGCGAGTTTCCCTTTGCCA 

GATGCCACCTGGGCGTGAATGTACCTGCCC 

>Sequence 528 

AGGTACAAACTCTGTCCAGTGCCCTGTTAATTGTTAATGTTGGTAGAAAG 

CAGATTTGAATGCTTCTTTTAATTAGCTTCATTAGTCATTTCCCACAAAC 

AAAACAGTATGTCTGTAGTTAACCTACTACTCTAGTAACCAACACATGGA 

AGCATCATATGCACATAAAAGtTAAACATTAAAACAAAACTTAAAACTCT 

CAAAACAGATAATCATGAATTTGTGTTTATAAAATTATATAGAATAAAGG 

CTTTGTGTGTGGGGACTTTCAGACCTGCCCG 

>Scquence 529 

GGGAGCACGTACGACGCNTTGGAGCTCCTCCGCGGTGGCGGCCGCCCGGG 

CAGGTACAATTCGCCCCGTGAGTCTAGGAAGAT 

>Sequence 530 

CCGGGCAGGTGCGACCGCCACGGAGCAGTGGGTTCTGGTGGAGATGGTAC 

AAGACCACACCGGATGTCATCTTTGTATTTGGATTCAGAACTCATTTTGG 

TGGTGGCAAGACAACTGGCTTTGGCATGATTTATGATTCCCTGGATTATG 

CAAAGAAAAATGAACCCAAACATAGACTTGCAAGACATGGCCTGTATGAG ■ 

AAGAAAAAGACCTCAAGAAAGCAACGAAAGGAACGCAGGAACAGAATGAA 

AAAAGTCAGGGGGACTTGCAAGGGCCAATGGTGGTGCTGGCAAAAAGGTG 

AGCTGGAGATTGGTTCACAACCCAAAGGGGTAAAGGTGTTGCAATGATTT 

TAGCTGGGGCCCATTGGGGATTTTTCCCAGGACCATTATTACCTTAAAAT 

TTCAAAAAAAAAAAAAAAAAAACCTCGGCCGCTTTTAAAAAGGGGTTCCC 

CCCGGCCTCGGGAAATTTTTATTAATTTTTTTTATTCCCCCCCCCCGGGA 

GGGGGCCCGCCCCCAA1 i 1 1 1 riTlTCG 

>Sequence 53 1 

AGGTACCTGACAGTAGTCTAAGATGAGAGAGTTTAGGGACTACTCTGTTT 

TAGCAAGAGATArmGGGGGTCTTTTTGTTTTAACTATTGTCAGGAGAT 

TGGGCTAAAGAGAAGACGACGAGAGTAAGGAAATAAAGGGAATTGCCTCT 

GGCTAGAGAGTAGTTAGGTGTTAATACCTGGTAGAGATGTAAGGGATATG 

ACCTCCCTTTCTTTATGTGCTCACTGAGGATCTGAGGGGACCCTGTTTGG 
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agagcatagcatcatgatgtattacctgttcatctggtaatgggttgaat 

ggacataaatatttgtacctttcaattttactggggggccx:tcctctcta 

tataaaaattggcccttggggaaggggtctttgagtttattaggccccca 

ctctcggggtgggatatta i i r n 1 1 1 1 i cttccggggggggogtttaaa 

aataagagactcccccgcgtck:ggatttttttattatattaat^ 

ccccctctggggggggttcttt 

>Sequence 532 

cttggcaggtacaatttttattaggcatgttattgttccgaatgaaaaga 
gtggagctttaagttaatatgccaaaaaaatattcctagcacaaaagcct 
gcaccactgcttgagtctcc 

>Sequence 533 

aatacctaaggccggnatttgnaccgncannancagtoangcttgcgacg 

ctgtccnggccgaggngcggggggggggtttggggggggggaaagccctt 

ttggggggggttttaaccccccgacacacagggaggggggggttctccca 

ggaacaaagggccaaaatatactccttctttcaggggaaaggagaaagag 

ggccattaaaatcagctcttaccagacatgggaagaaaaagtatagcttg 

ctgcccaggcccggtttgggacccaagttaatactgcccagtgggtttca 

CKjGCCACATACCAACGGGGGTATTTCCTTGACCGGAAAGTATGGTAGTTA 

ttagatcccaatcgtccaaaaaagaaacactcatccgaaccacattgaga 
agccaggaatctgccatcttccttaatagccaggtaacggttagcccaca 
ctccttggatagacacaactcctctctcttttgctggaagtggtagcttg 
atgtgagggtcgctcttctcccggaccccgtaaactg 

>$equence 534 

ggtacagaggcctgaattcatgtccacaatgacctgtgcttaactattcc 

aaaggtcgctaaagatactgttactactattgagatattattggctactt 

cacgtttacatagtaaatgtttgcagcatataacattacaactcataaac 

ccataattaacttataagtgttaatggacaactgtgctttgatttttgcc 

tttagtgataagaaaacaaagtagtgaaatgggtcactcctcaaagcatg 

gaacattttaactttgcctagtaaggaaaaacaaaacaaaa 

>Scquence 535 

cggcaggtacatgaaatggttttgaaacaataggaacagataagtcccag 
ataggaggctcactgatacttaattggccatgtcaccaatgtttgttttt 

AAGGGAGTTTGGTGGTTGCCATGT TATCAi n-rrirVlATCmCTTrOT 

TTTCTTTCTTTCTTTCrrrciTTcrrici r nci rrcT i cctcttcttct 

TCTTTTTTGCAAATAATTTACAGGCATATGTAAAATACAGTAAGAATACT 
GGGTCATAGTTTCATCCAGTGAAACTCTGTGACAATCCTTCACTAGAAGG 
AGAGTACCT 
>Sequence 536 

CTGGACAACACTCTCAAATACCATTGATTTAATTCGTTATACTCACAACT 

TATTTATAAATATATNTGATATATACAGATTATCTGNGATGGCTGTGGTG 

AACTATTGCGTAACTAAATGAGTAGATGTTCGAATATANGTNAATTGAGA 

GGATGGAGATGAGGGGGAATATGGAAATTGTAATTATAATGGATCAACCG 

GGTGGCGGCCGAGTACCTTTCTCCCTCTCTACCAGTTTTTCCTCTAACTC 

TCTCACTGTCTCTTTATTTCTTTCACTTTCTTCTAATGCATTCTGCAGAT 

CCTGCTTTAGCACATGTATTTGCTCTTCCGAACCCTCAGCTCGTGGAAAG 

GAATAATTATCCATGCTTTCAGGTGAGACAAGACCGAGTTTCATCTGCTT 

CTGCACACTAAGGACTTCTTTCATAGCCTCCTCGTATTTGCTCTGAGTTT 

CTTTAAGTTTCTGGCTGAGGTCAGAGCTGTTCTCTGAAATCTCAGTGTTG 

TTTAAGCATACCAGTTCTGCCCTTCGGGATTGGAGTTCGACCTGTAGCTG 

TTTTCTCTCTGCTTCAGAGCTCTCTAATCTCTTCTGGAAATCTTGCAAAA 

TCTCTTGCAGTTGCTGAATTCTGACATCATTGTCAGTAGTGGATTTACCT 

AAAAAATGTATTAAGACAGATGGAGAAAATTTGGAAGCTGGGGAAGAGGT 

TTAACCAGGTTTTCCCAGGAAGGGCCCAAATTAAGTTGGGGTGGAATGGG 

ATAAGTAAAAACTAAGGGTTGGTTCCGCCTCCTGGGGGAATTGGGCCGGA 

AATAAATTGGAAACTCCTAATGGGGAAGGGAAGGGAAACAACTTTGGGTT 

GGAAAAAAAGAAAAAAATACTGGTGGGGAGCTTTGAAAACTTATTTCAAA 
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AAGGCTTTAACCCCTGGGGTACGGTGGGGGGGGCCGTATAAAAAAAGGGG 
AACCCCGGGGGCGGGGAAATTTATTTAAAATTTAAATACCCCGGT 
>Sequence 537 

AGGTACCCTCTCATGAGGAGGAATCCATGCTGGAGGATTCTCATAGGCAG 

GCAAGAAAACCACCGGGTAGTCATCATAAGGAATCCGGCTGTCCATCTCG 

GGCAAGGCCTTAGCTAAACATCTTCTGGATGCCAAGCAACCTGTCAGGTA 

CGCGGGAAAGTTGAAGGCTACAAGAAGACCAAGGAAGCTGTTTTGCTCCT 

TAAGAAACTTAAAGCCTGGAATGATATCAAAAAGGTCTATGCCTCTCAGC 

GAATGAGAGCTGGCAAAGGGCAAAATGGGGAACCCGTCGCCGTATCCAGC 

GCAGGGGCCCCGTGCATCATTTATAATGAGGATAATTGGTATCATCAAGG 

C CTTC AGAAACATCCCTGGAATTACTCTGCTTAATGTAAGCAAGCTGAAC 

ATTTTGAAGCTTGCTCCTGGTGGGCATGTGGGAACGTTTCTGCATTTGGA 

CTGAAAGTGCTTTCCGGAAGTTAGATGAATTGTACCTTGCCCGGCCGCCG 

GTCAGA 

>Sequence 538 

CCGGCCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGACTTTTTGGA 

AGTTCGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTT 

ATCTCTAGCAGCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGC 

AGGGCCTGGGGAATGCTTTTTTATCTCATATTAGTGCCTGTGATGGCATC 

TTTCATCTAACACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGG 

AAGTGTAGATCCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGC 

TTAAAGATGAGGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTG 

GCTGTGAGAGGAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTG 

CGAAGTAAAATCCTGGGTTATrGATCAAAAGAAACCTGTTCGCTTTTATC 

ATGAATGGAATGACAAAGAGATTGAAGTGTTGAATAAACACTTATTTTTG 

ACTTG 

>Sequence 539 

GCGATTG GAGC TCCCCGCGGTCGCGGCCGAGGTACACTGATCAGGGACTG 

GAATOTCTTTCCCAATTTCCATCKjCATATGCTTTCA 

TTTTTTTAAGTGCAAGTAGAGCnTATCTTGGTATTCTATAGGACTTGCAG 

TTGTCTCTGGAGTTTCTTCCTGGGAGTTTTCTTTAACAGTTTCTGACAAA 

TTCTCTGAGTCTATATGTATAATATTTGGGTATGAAACTGAAGACTCCCC 

CAGCTGTGATCTCTCAGTGTCTGTCTTAAACGGCAGCTTGTCATTTCCTT 

GG CCAAG TGGGTCTATTTCTGAAAGAGAGATGCTGGCTGGTATGTCTCCC 

CTGTTTTCATCTTCGCCGTCATCTGAACCCACACCCTTTGTGAGCATAGT 

GTGGAAAGCCAAACTTTTTGACCT 

>Sequence 540 

CCGGGCAGGTACCAGGCTGTTCACCAGCTTGCTCAGAATCACGCCATTCT 

TCAGCCAGACCTGAAGCCAAGCGCCAACGGGCTGGGCCGGGCCACATTAA 

GGCCCCACC TGGACT AATGATTCAATTCAACCAGCCGGTTCTTCAAGTTC 

TTGGCTT AC IT! T 1"! TG AATTTTGG AACGG A ACTTGGGGGTT A AGGCCTT 

AGGAGGGACCCTGGTGGGCCATGTTTGGGGGAAAGAAGGCTTCCTAAGGG 

CTTCGCAGGAAGGAGGGAAGACTTGGGACCT 

>Sequence 54 1 

TCGAGGTACTGATCTGGGTGGAAGGTGACTCCTGTGGGCGCGATGATTGG 

G TGGAG GGTGTCTGATGGAATCCCGTTGGGTCCCGGCTGCCCTACGTCAC 

CCTTTTCACCCTTAACTCCGTAGAAACCAAGTCCTCTGTTGCCTTGCTGT 

CCTTTTGGTCCAGGGGGTCCAGGTGGTCCTGGTCTCCCTGGAGCTCCAAC 

TGGACCCATCTGTCCCACATGCCCGGGCGGCCGCCCGGGCAGGTACTCTC 

AGAGAACAGGAGATATGTGTGCATGCCTTAGAAAAAGCCCTTGAGTAGGT 

AAGGAAGGAAGAAACCTATGGCAGACAGGATTGCTGCAGCCAAGGGGGCT 

TCAAGCAGAAATGAAAGAGATGGCTTGTGAAGCTGCCCGTGTCGTGTG 

>Sequence 542 

>Sequence 543 

AGGTACAAATTCTCTTCTTAACCATTTGGTCCTCTGATATAAAACTTGCT 
TAACTGGCAAGATGGCTCACTTGGTCCTCAAGCCAACATCAAGAAATATT 
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TAGCTGTCTTA ACACAGGTGGGAGAC1 TTTTm AATGAAATACATAGG A 

ATCCATTAAGTAACATTAGCATGTCATGTGTTAAATA GCTTC ATTTAAAA 

ATGTTACAGATCAACAGAAGGGAAATCAAAAACTTATTTTTCTCAGTAAC 

TACTTTACATACTAGTGTAATTAAAGGTTTAACTGGAAGAAAAATTCAGC 

ATAAAAGTATAATTAAAGTAAAAAGCTGGTATTCCACATTCCTGTTCCTA 

TGAACACCTGAGCTGGCACAAAAGCTGAGTAGTTTAATGCATTGGCATAT 

ATATGCCTTAAGGACTGTACCTGCCCG 

>Sequence 544 

CCGGGCAGGTACAATTAGAAAACCTGCATCTTTAATACAGTGAGATTTGT 

ATGCATACACTCTGGTGTCTTCATTTTGCAGCCCATTATATTGGCTTAAA 

AGCCAGAAAGGTGCTCATGCATGTAATTTATACTGGAGCAACGAATGCAG 

TGTATGTGGACGCGTGTGTGTGCACTTTGAAAGGCAGTAGTTTTAGAAGA 

ATGAGAAGAAAATTACTTTCTGGGCATTCATTAATAATTCAGGTGATATC 

CTGTACCTT 

>Sequence 545 

CCGGGCAGGTACATTATTGTTTATCTGAAATTTTAATTGAACTAACAATC 
CTAGTTTGATACTCCCAGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTG 
TGTTGAATTACGGAATAATGAGTTAGAACTAftAAAACAGCCAAAACTCC 
ACAGTCAATATTAGTAATTTCTTGCTGGTTGAAACTTGTTTATTATGTAC 

err 

>Sequence 546 

GAAAAAACGTTGATGCGTCGTGTATNTCGGCGAATTTTTCTTGCAGCGTC 

GGCGGCCGAGAGACCAAAATTGTGGGAGGGGGTGAAACNGGCAGTTTGTG 

AACCKNANGCCNATAAAAGGGGGGGCTTTGTTTAAGACGGGGGGCCCGGG 

GGAACAAAAACCACACGGTCTCTATGGAAATGTGGAGAGAACTGAGAGCG 

AGGTGTGGCAGAAGCAGGCTTGGAGCCTGAGGAGGGTGGCTATCGGCTTT 

ATTCTCAGGGAGAGATGGCGCTGTGCGGTCAATGATGCAGCTGTTATGTG 

ACCTGTCGGGGAGGGAAGGGACGAGGGAAGGGAGCAGAAAACGAGTTTTT 

TAAGAAAGGAATCTAACGAGTGCACGGGGTGTCTGGGTAGCATGAAACAA 

GTAGGTTAGCATTGCTGGTTTCTTTTAAAAGGCTTCACAAGGCATTTTTT 

AAGAGCTTCTTGGTTTGATTTGGCTGCAAAGGCTGGACAGACCCTAGCCC 

ATTGACGATATTCTTGGTTTTrCAAAGGAGATTTTGTTAAGGGACCTGGC 

CGGGCGCCGGTTTAGAACAGGGGATCCCCCGG 

>Sequence 547 

CCGGGCAGGTACATAGACTGGGTCAGAAACAGATATAATACATTATTATT 

TTAATATATTGCTTGTTAATAGCTTTAAAAATACTACATTCTATGGTAGA 

TTATTGGTTATATAAAAGGTAGAAATGTCATAAGTATTATAATGTCCAGT 

CTGTAAAACCTGTCAGTTGAGTGCTTTGAAGGTACCT 

>Sequence 548 

GCAGCAGGAGCCTGGGAANGAGGCCCTCACCTGGCGAGGGCCTCTTTCCC 
ATC 

>Sequence 549 

AGGTCACAGTTATGGCAAAGTAGACAAAGCATTTGTTCATTTGGAGCTTA 

GAGTCCAGGAGGAATACATTAGATAATGACACAATCAAATATAAATTGCA 

AGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTG 

TAACAGGAGGACACAGCATTATTCTAGTGCTGTACCTGCCCGGGCGGCCG 

AGGTACCTTACATCAATGGCAAGTTTAAGAAGGATAATTAATTACACAAA 

CCCTTCACAGACTGCTCTGGTGCCTGGTGGTGCTAGCTCCTCCCACCTCA 

GCACCTGCTGATTTTGGGAGCAGCCCANGCCTCANGATGG 

>Sequence 550 

CCGGC AGGNNTAT mTTT TTTTCTTTTTC rTTTTI 1 1 1 1111 I I I 1111 

iTTTTTTTTrrrn rn 1 1 rrTTGTGTTvrrrnn - rrrnTTTrrn it 

CTTCCCCCCTTTTAAAATTTTTTTTTATAAAAACCCCCAAAAACCCCCAA 
AAAAAAACCCAATTCTTTTCCTCTTCCCCCCCCCCCTCCCCCCCCCGATT 
TAAAACCCCGCCGCCCCCCGGGGCTAGAAAATTTATGTTAACGGGTTCCC 
CCCCCCCCGGCCCCGGGGGGGGCCCCCGGCCCCCTCTTTGGGGCCCCATG 
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AGGGGGCCCCCCCCCCCCCCCTGCAAAAAAAAGGCCCTTGCCCGTTCCCA 

AGGGAAAACCGGTCCCCCTTCCAAAATAACCCCACACCCCGGCCGGGAGA 

TAAAAAGCCGCCCCCCCCGGGGCCCAAAGAACGCCCCCCCCCCGCGGATG 

GGGGGCCCCCCCCCGGCGGGGAACAAAAGGGAACCCCCCCCCCCCCAGGG 

GAAAGGGCGGCGCCCCCCCCCGGGGGAAATN1WNTTGGGATAAGGCCCCC 

TCCCCCCTTTCCGGACCCAGGGCGCGGGGGGGTTGGGNTCCGGGGGGGGG 

GAGCGCCATACCCCCTCCCCGGCK}GCGGTTACCCCCCrrcCCCAAGAACC 

GGGGGAACCCCTGCAGAAAACCGCGGGCCAAACGCCGCCCCGGCCCGGGC 

CCGGTmGQGCCCmT(mTACCTrTCCACACCCCCCCCCCCCCCAAAAA 

AAAACCACCCTCCCCCGGAAGGACCG 

>Sequencc 551 

CCGGCAGGTACTTGTTATCAACACGTTTGTATCAGAGTTGCTTTTCTAAT 

CTTGTTAAATTGCTTATTCTAGGTCTGTAATTTATTAACTGGCTACTGGG 

AAATTACTTATTTTCTGGATCTATCTGTATTTTCATTTAACTACAATATC 

ATACTACCGGCTACATCAAATCAGTCCTTTGATTCCATTTGGTGACCATC 

TGTTTGAGAATATGATCATGTAAATGATTATCTCCTTTATAGCCTGTAAC 

CAGATTAAGGAATACAGCTCTTAAAAAATCAAGAACTTCCTGAGTTTCAC 

ATATAAAATGGTGACAAACACCTGCTTCTGATAAAGTTTATCCAATTTTG 

TATTTATAGTATTCTATTGTAATAATAGAATTCTATTATGTGCTTCCCTC 

CTTAGACATAGTTTTTCTCCTTTTGTACCT 

>Sequence 552 

AGGTACAAATTCTCTTCTTAACCATTTGGTCCTCTGATATAAAACTTGCT 

TAACTGGCAAGATGGCTCACTTGGTCCTCAAGCCAACATCAAGAAATATT 

TAGCTGTlCTTAACACAGGTGGGAGACni-rrri-l'AATGAAATACATAGGA 

ATCCATTAAGTAACATTAGCATGTCATGTGTTAAATAGCTTCATTTAAAA 

ATGTTACAGATCAACAGAAGGGAAATCAAAAACTTATTTTTCTCAGTAAC 

TACTTTACATACTAGTGTAATTAAAGGTTTAACTGGAAGAAAAATTCAGC 

ATAAAAGTATAATTAAAGTAAAAAGCTGGTATTCCACATTCCTGTTCCTA 

TGAACACCTGAGCTGGCACAAAAGCTGAGTAGTTTAATGCATTGGCATAT 

ATATGCCTTAAGGACTGTACCTGCCCG 

>Sequence 553 

CCG GGCA GG1 1 1 1 1 1 1 1 1 rriGTCATTTTAAATGTTTATTTTATTTTGCA 

CAATTTTAACAGTAGAGTAATTTTGCTGTGGAAAATAAAATTTCATCTTG 

CAAGAAAGAGAAAACTCAAGACCACCAACTGGCGTCTTTATTTACATATT 

AGAGCGGGTCAGCCAATGAAAATCCTGGGCCTTCCGTGTGGCTTGTGGCT 

CAATCATGATGTTGATAAGAGAAGGTTTAGTTGTGTCTGCTAGGCTCTGC 

CTCAGGGATTTTTGGAGTTXrTTCTGGTGTTTGTACCT 

>Sequence 554 

AGGTACCCCGTTCTGCCTGAGCATTTTTTCCTAAAGGGAAGAATCAATAG 

TTTCT GACTG TTTTAACAGCTGAAAGCTCCAACTGGAGGCAGAAGArGGG 

ATGGCTTTTCACACACGTGCGTGCAAGTTTAGCCACCTCAAGGCCTTGTT 

CTTAAAGCAACAGTGCTGTTTGCATTATGAAATGTCTCTGGAGTTCCCCT 

TTGGAAAGGCTGCTGGTGGGCCACATGGTCACGATACTTTCAAGTCACAC 

CCTACTTTGTGACCTTATCCTCAGAGTAAAGGCTTTAGAGGAAAAGGGAC 

CCCAC AGTC TCACCCATTACCTGGCTGTCAGCATCTCCATATGCTCCTGG 

CTGAGTTTTATT GAGCA TCAGCTGGGGATGTGAGCAGAAACCTGAATCCT 

TGAGACAGGTGGTTTTCAAAAAGGAAGCCATAACAATGAGTGGCTTAGTA 

CCTGCCCG 

>Sequence 555 

AGGt 1 n 1 1 1 1 1 1 1 1 1 1 I H 1 1 1 1 1 1 1 11 i 1 1 1 1 GAAGAGAAAAGATATT 

TAATTATTTCTCAGGCTAATCTTTTAAAGCGCTCAAAGTGTTTTCACAAG 

TGCAAGGGGAGGGAATTGTTCTTAGCCAACATTTACTAGTGTTTTTCGAC 

A TC ACG CA AA AAC ACTCCTA TTTTACGGTGCTTTTATAACTTACTTTTTA 

ATTTTTCTTGCACTGTAAAAAGAAAAATGGAAAAGGCTTAATAACTAATT 

TGTCAGGAATTAGGCTTCTACAGGTTGACCTTTTAATTTTTTTTTGTCCT 

TTAAAATTAAACCCTTTTGGCTTCTTTTTGTAGGCATTAAGTAGGGATAA 
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AGACCAGGTTGTATTATTTTAAGTCATTGAATGGGTGGAATACGGGTGTA 

TCCTAGTTTTACTTCTCGTGTCTTCKjGTTATATCAAAGGGG GGTTCTT AA 

ATAAACTTTTGGATCACGGTGGGCCCTCTAATACGTCTCTTTTTTTTTGT 

TATATATTTGGACCGGGCCAACAAGTTTAATATTCCCTTTATAATAAAAA 

ATGGAAAGGTTTATCCCCACATATTCCATTTTTTTAAAAATTTAAGGCCC 

AAAAATTTTGTACAATTGAAAACCATATTTCAGGGTTTTGGAGGG 

>Sequence 556 

GGTTACGCCCGTAACACTAACTACTACTAAAGGGCGAATCGCCGCTGACG 

CGGGGCGGCCGCCGCCCGGGCAGGTACACAGCGGCAGTCGCGCCCACACG 

TCCATGACTCKjTOjTCCTAGATTTTAGGTGTCGATGAATACGGCCCACTG 

GGAACTGCAAGCCGGCTCTCTGCGAGCGGGAAACCGCCTTTGTCTTGGCC 

TTTCCGGAGTCCTTTCCAGCCTTACCGCCAGCCATTTCGAATTCCGCTGA 

AGCTCAAAGCAAGCAGGCAGAGAAAAGGCTAATCGGACCCACGTGAGGAT 

CCCACCAACTACTCTTTTTTTTGAACCCGAAATAAAAAGGGCGTGGGTCC 

CCGCTTTCCCGGGGCCCTTTAAAAACCCCCCCGCCCCTTTAAAAAAAAGG 

GGGGGCCCCCCCGCGGGGGGGGGGGrrrrrn'rAAA A'l'rniTTTCCCCC 

CCCCCCCCCCCGGGGGGGGGGCGCCCCCCCCACCTnT [TTTTT 111 T 1 T 

AAAGGAAGAGAAACCCCCCCCCCCCCCCAAAAAAAAAAAAAAAAATATTT 

TTTGGTAAA 

>Scqucnce 557 

CCGGGCAGGTACATGGGCTGGAAGTGGGGATGTCCATGGCCCAAGAGACC 

CCTCCAGCTTCCAGCCCCTGGCAACAGCGGGAGAGCAAACCCAGCACCAG 

GGACTTGGCGTGAGCCAGGGCCGGGAGGCCCCCAATCAGGCTCTGGGGTA 

TCAGAGCAACCAAGTTGACGTAGTGTGAAAAAATAGTATTCCTTTGATAA 

AAAATACTGTCCCTTGGTCTTCTCTAAGTTTGAAACACCCTGGGAGCTTA 

TTTTTAGCAAAGCAATTTCCCCATCCCCCCCCCAAAATTTATTCATT CCA 

GGTTAGGGGTAAACCGGACATTTAAACGTAAAAACTTTAACCTTAACTTT 

TTGAAAGGCCTTTGAAATTAAAAACCTGGGGCCCCTTTTAAAAATAGGGG 

GACCCCCCGGGGGTTGGGGGAATTTTTATTTTAAAGG 1 11 11 1 1 ATATCC 

CCCCCCCCCTTTGGGGGGGGGGGCCC 

>Scquence 558 

CCGGGCAGGTTTTTTTTTGAGACAGAGTCTCACCCTGTCACCCAGGCTGG 

ATGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAAGCTCCGCCTCCTGGG 

TTCACACTTTTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGCG 

CCCGCCACCACGCCCAGCTAATTTTTTTGTAGTTTTAGTAGAGTCGGGGT 

TTCACCGTGTTAACCAGGATGGTCTCGATCTCCTGCCCTTGTGATCCGCC 

CGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCTACCACGCCC 

GGCCGAGGTACTGTTCCTGTTGGCCGAGTGGAGACTGGTGTTCTCAAACC 

CGGTATGGTGGTCACCTTTGCTCCAGTCAACGTTACAACGGAAGTAAAAT 

CTGTCGAAATGCACCATGAAGCTTTGAGTGAAGCTCTTCCTGGGGACAAT 

GTGGGCTTCAATGTCAAGAATGTGTCTGTCAGGGATGGTN 

>Scquence 559 

AGGTACAAGTTGGGGTCATAATTATCGAGTCTCTTGATATTATCACAATT . 

ACTGCGCCCCCTGCACTTACTGCTGCAATGACTGCTGGTATTGTGCATGC 

TCAGAGAGGACTGAAAAAAAACGGTATTTTCTGTATCAGTCCTCCAAGAA 

TAAATATTTGTGGACAGCTCAATCTTGATTGCTTTGACAAGACTGGAACT 

CTAACTGAAGATGGATTAGATCTTTCGGGGAATCAACGAGTGGAAAAAGC 

ACGATTTCTTTCACCAGAAGAAAATGTGTGCAATGCTGATCTTGGTAAAA 

CCCCAGCCTGTCGCTAGCATGGCTACTCGCCATTCACTTACAAAAATTGA 

ACGAGTGCTCTCTGTACGATCCACCTGATCTGAAAAACCCTTGAGCGCTA 

TTGGATGGGACCTTTAAAGAAGGCATCTGTTGCACGCTACAGCGCTTTCA 

TGAGTCGAAAT 

>Sequence 560 

CCGGGCAGGTACCTGAAACTGCCGCCACATGCACTCCTCCACCGCTGAGA 

GTTGAATAGCTTTTCTTCTGCAATGGGAGTTGGGAGTGATGCGTTTGATT 

CTGCCCACAGGGCCTGTGCCAAGGCAATCAGATCTTTATGAGAGCAGTAT 
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TTTCTGTGTTTTCTT 
>Sequence 561 

AGGTG AACTTGCTAC 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 IGAGACAGAGTTTTGCTCTC 

ATTGCCCAGGCTGGAGTGCGGTGGTGCTATTTCAGCTCACCACAACCTCT 

GCCTCCTGGGTTCAAGTGATTCTCCTGCCTTAGCCTCCCGAATAGCTGGA 

ATTACAGGCACGCACCACCATGCCTGACTAATTTTGTATTTTTAGTAGAC 

ATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCCACCTTCAGG 

TGATCCGCCCACCTCGGCCTCCTGAGGTGCTGAGATTACAGGCGTGAGCC 

ACTGTGCCAGCTTGCTAATTTTCACAGAAGTTGATGGCAATTCTTCACAT 

GTAAACAGTGCCAGTGCACAGAACCTTTATATATTTTTTGAAGCCAGTAC 

CTGCCCG 

>Scquence 562 

CCGGGCAGGTACACAAGTCAGTCCAACAGTTAGTGTTAATTACTAATAAT 

ATATGAAAACCCTGCCAACACAATTGCTGCTACATCACCAATATAATTAT 

TAACCACTGTCGGAAAAACACACATAAATTCAGGTAAGACTAAAAGCTGT 

CTCACAAAAAGAAAAAAGAAATCCAATGGATCCACTAATGCTATCAAAAG 

GGACATGCAGGAATGTAACATGACATTTTTAGAAATGTGTGTTTCTAAAA 

AGAAAAAAAAATACACTAAAATGCCAGTGGACTATAATTCATTCAAAACA 

TCTTTAGTGTTCCTTCCCAAAGATCTTGATCTGCTCAGTAATTGCTTCAC 

AAGATCTATCACAGCCATCTTTTGGAGCGTATGGTTAGGCTGGTCCTCCT 

GTGGTGGTAGGGGCAGTCTTTTTGAAGCTTTAAGTATCTGGTGGTACCT 

>Sequence 563 

AGGTACATCGGAAATTATCTACAATGAAGAAAATTTTTTGGTAAACTTAT 

CCAACAGCCTGGGCAAGCTACCTCTCGCATGGGAAATTGATAAATCTGAA 

TTTGATGGGGTGACCACAAATTCGAAACACAAATCAGGCAATGCAAAGAA 

ACAAGTTTCCAAGAGAAAAACTTCAGATAAAAAGGGAAGATATCAGAAGG 

AATGTCCTCAGCATTCTCCTCTTGAAGATATTAAACAGCGGAAAGTATTA 

GACCTCAGACGATGGTACCTGCCCG 

>Sequence 564 

TGTATCAATA CGACTCAGGGCAATTGAGCTCACCGCGGTGGCGGCCGGGT 

TTTTTTTTTTTTTTI rTTTI m m IT I ' l l AGGCCCAGNTATTTATTGA 

TTAAATCATTGTATTCTCCAATAGAGATTACAATAGAGATCTCCAACATG 

ATTTCATGCATTTAGAGGAGAAATATTTCCTGGTTAAGGGGAAAATTGTG 

CGGATGTGGCTTCTGGAAAACCTTCATTCTAAAGCAGCGTTATAGGGAAA 

CATTTCATTTAAAAATCTGGACGTTCCTTCTTCAGCTTGCTGTAATCCAC 

ATTCACTGAGTAAAACTTGTATGGATCATTGGGACCCAGTTTGTTCCAGG 

GCTCTGGGTTATTTCTGTCCCAACAAACATTTGGATTGAACAATGCCAGA 

CCCAAGAAATACAGTGTTGCTrCCAGTAGCTCCAGTTTCCAATAAATACA 

AAGAGGTGGGATCAAGCCTGGATGCTTTTTGGCCTGACCGATG 

>Sequence 565 

CCGGGCAGGTACTGAGGATACAGGAGAGAATCTAGCGTATAGTCTTTGAT 

CTCAACGAATCCGCATTGTAGAAAGTAGAAAATGTCAGAGATGTACACAT 

TAATTAGATCATGCCCTTCCACTACCTAAAATACTGCAGTGGCTCCACCT 

TACGCATATAAAAACTCCACATTCCAGCCCACGCCTTCACGGATTGCTGC 

GATCAGGCCCCCAGCACTTGACCCTCACCACACACCATCACCTCACCTAT 

TATATTACATTCCACCAGCCCTTCTGGGCTTAAACACATGATCCCAGCAC 

ACCTTACGTCCCTTACAGCCAGCGGTCCTTGGGCTGTGACACACTTTTCT 

GAGACTTCCACCCCACCTGGAGTGACTCTCTACCCCACTGTCCTGCGCTA 

TGATCTTTATGGCATTTGCCACCATTTGAGAAGAAATACTCATTTG 

>Sequence 566 

CCGGGCAGGTACAATCTCATTTTCATAAAAACAAAAGAAAATCATTATGG 

ACATGTGTGTGTAAAAATGCTTTTTGGAAGGACTAGAAACTAGATCAACC 

AGCTAAACAGAAGTTCCTTCTGTAGCATGGCAGCGGGTTTCCATTTTTTA 

TTAGTTTCCTAGTTTTTTAAATATAAAAAGAATGTTTTTACAAAGAAAAT 

AGTTGTTTATTATGCCTACAAAAATTAATATTTATATTTATTGTGTATAT 

ATATAAAACCTTACAAACACTTAAAGTTTATACATATACACACTAGATAT 
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GGCCTGTGAATTGTACCT 
>Sequence 567 

AGGTACTCCAATGCGTGGCTCTCCTGTGTGATTCTTTCTCTCCACATGGT 
TGTGAGTCTTGACG ATCGCAGCCCCTGC 11111 CCCTTCCCTGGGAGGCT 
AGAACAGAGAAGCCCTTACTCCTGGTTCAGAGCCACGCAAGGCATAGGAG 
AGCAGCTGCCAAGAAAAAGCCCTGGCTTTAACCCCGGGGTTTTGGGACAC 
ACGGCC AAGGGTAGGGGCC ATTTA AACTTGGCCCTC [TO 1 TiTGAGGGG 
AGGGGGGGTCCTGTTTTTCCTTGCAAAAAATATGGTGCAAGTGGGGGTTA 
ACACCCTCCGTCTAATTTTTATTTTTITITATTCTCACrACCCGTATTGT 
AAATACTAATTTTGGGTTCTOACCCCTTCTAATGATGTCGTTTCCCCCC 
TACG AATTATC ATTA IT T l" 1 CCTCTCTGTTTTATTTTTTA ATA AATTTTG 
TGT1 "nilGGATGTATAATTTTCATATTTATATCAATTTTTCTTTTATTA 
TATAGTGGTGGTG 
>Sequcnce 568 

GAAGCTCGTTTGATCACTTCAG 
>Sequence 569 

GGCGGACCTCATCCGCCTCCTGCTGAAGCACGGGGCCAACGCAGGTGCCA 

GGAACGCAGACCAAGCCGTCCCGCTCCACCTGGCCTGCCAGCAGGGCCAC 

TTTCAGGTGGTGAAGTGTCTGTTAGATTCGAATGCAAAACCCAATAAGAA 

GGACCTCAGTGGAAACACGCCCCTCATTTACGCCTGCTCCGGTGGCCATC 

ACGAGCTTGTGGCACTGCTGCTACAGCACGGGGCCTCCATTAACGCTTCT 

AACAATAAGGGCAACACAGCGCTGCACGAGGCTGTGATTGAAAAGCACGT 

CTTCGTGGTAGAGCTGCTTCTGCTCCACGNAGCGTCAGTTCAGGTGCTGA 

ACAAGCGGCAGCGCACGGCTGTAGACTGTGCTGAACAGAATTCAAAAATA 

ATGGAATTGCTTAGGGGGTACCTCGCCCGAGGTCTCCTCCTATGACTCCA 

TTCAAACTACGGGTATTAAAGCAGGGCCTCAGGGCCCGGGTCCTG 

>Sequence 570 

AGGTACTAAAAACACAAAAGCACTTATCAGACACCCTATGGCATTTGTTG 

CTGAAATGTCTACCGGCTGGAGATTAGCCTTGAGCCGAAGCAGCCTCAGA 

GCCAACACTGGCTTCCTCCTGTAAATCATCTCCAGCAGAGGACTCTGACT 

CAGCCGGAGAATTTTCTTCTTCTAGTTCAGCATATTCATCAGAGGTTTCG 

TTCTTTGTTGTATCTTTATCATTATCGATGGTGACAGCTTCATCCAGGGC 

AGCATTTGTAACCTCTGGGGTTGTTTCAGGGTTTACTTTCCGTGGTTTCC 

CTCGCCGCTGCATCTGTGACCTCTGGCCCGGTTTCAGCACTGACTGGCTG 

TGGTCTCCGGAGCAGCCTCCCACGTGACCTGGACAGGCAGATGCCTCTTT 

TATGACCACAACTGTAGTACCTGCCCG 

>Sequence571 

AGGTGAAAAGTTTTATTCCTTTTGAGGACAAACAATTAAACCACATCCAA 

GGTCTTAACTTACAGACAGAAACCAAAGTAGCCATTTAAAGCGTTAGATA 

TCGGATACAAGACATACACTGGGGAGAATGCTTCACCATCTGAAGCTCAC 

ACCACAATGGCCCAGTGGACAGCTGTGCACTCTGCTTGTGCTTAAGTGCC 

TGGGTGTGGCTGAGGGGAAGGCGTGTCTGCAGAACAGAAGAACAGCTGTG 

TTTCACAAGTACCTGCCCG 

>Sequence 572 

AGGTACCTCCTAAACAACACAAACTCAAAATGGCTCTAAAAACCTGCAGT 

GCCAATCAGGCTGTGCATAGCAATTGCAACCCGTCCAGCCAATCTGTGAT 

GGATGTAAAAGGTCTGTAGCTCCAAGTCCACATGAAGTGAGTGTCTTCAA 

TGTGTTTAGAATAGTGAAGTAATACTAAGGTCACrrCTGAATAATATTTT 

TGTCV Til" 1TV 1 GTTTGTATG AACAATCCATTGGTC ACTTAG ACCCCTAT 

GTAAAAATAAAAGAATCCTCAAGGCATGAAAACACCAGTAATCTGTAATC 

TGCAGGACTCTTCCCCTGTCTGGGAAAATATTTGCCACAATTTGCCTCAA 

GCAAATTCTTCTTGGTCACTCAAGGCTAAGAAAAAAATTCAGATTGTAAG 

AATTGGAAAATTTTTCTCTCTCTCTrr rn TTTn 1TTTGCCAGCAAACT 

ACCATTCTGGTGGCAAATTTAAAAGTGCAGAATATATG 

>Sequence 573 

CCGGGCAGGTACGCATTTAAAATAAACCATATAATTTTACCAGTAAGAAA 
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GCCGATAGTTAAGTTCAATTCAAATTGGAGTTCATAAGTTAGTAATTTAA 

ATCCTTAGACAAAGTTACAGAAAGTGCATCTTCrTATTTTCCATCTTCAT 

ACAATGTTAATTTTTTTTTTGGTGTTTATACCTTTTAAAAAATAAAAACA 

GCCAAATACTTAAGCAATATGTACCTCGGCCGAGGTACGCCAAGGGCGCC 

CTGGAGACCKjAGGATCCTGCGTTAATCTATGACTATGCCATTGTGCTATT 

caagggtcaaggagtaaaaaagaacagaccgcttgccttaaaactgatga 
aa aaag cacctttcaagggattgcattagggaatccaatgggcctgggtg 
ggttttccaccaatttaagaaaaatttcccccaagccgcaaagttccctg 
gccgggcgckk:cggtttaaaactgggggaccccccgggctgaaggaattt 

GA 

>Sequence 574 

CCGGGCAGGTACGTCTTATCGCTCAACAACAGAGCTCCCATTAATTGGGA 

ACAGTTCTAACACrCCCCCAACTTCCTCTCCAACGCCTAAAAGCTTCAGA 

ATGGTTATGTGGCGCAGACCAAAATTGCACGCCTGACCACTGAGGGCAGA 

GAGCTGCTGTGAATAGGCCCAGTCTTCATCGTTAGGAGCAGAGATCACCA 

GCAAC CTCCTCCTCCACCGGAACCTGGATAGGAAGTTCTCCAGGGACTGC 

ITT r lGTCCTCTTTGCAAACAATGCCCTCCTTCrrCTGCTTCTCCATATC 

TTtGATTCGGGACTGGAAAGTATCGATCAGATCAAACACAGACTTCATTG 

TTATTGGTACCT 

>Sequence 575 

aggtacacaaggagagctcctgggcagtgacggtggaagctccactacct 

ctgggattaggggcactgtttccagagtctgtaaggtcgtgaggatgtca 

cttatg<nx}tgctcctgtggctggttctcccctccagggagtctttcccc 

agccrcagctggttcctgcccagcctcaaccccaggcttgccttcagcac 

ctcgctccaggcctggctgtgagagccgnagctgtaacctgcccggggcg 

gccgcccgggcaggtacaggggtgctgcaggtggcagagtgaatgtcccc 

catcatgtggcccaactctcx:tggcctggccatctccctccccagaaaca 

gtgtgcatgggtt atttt ggagtgtaggtgacttgtttactcattgaagc 

agaattctgcttccttttatttttatagggatagaggaagaaaggtcaga 

tgcgtgcccagctctttaccccccaat 

>Scquence 576 

CCGG GCAGGTACATGAACTGTAGAGTCAGAGTTAATGTTGACAAGGTATT 

TTITGATTTAATGAGAGAAATTCGAGCGAGAAAGATGGAAGACAGCAAAG 

AAAAGAATGGAAAAAAGAAGAGGAAAAGTTTAGCCAAGAGAATCAGAGAA 

AGATGCTGCATTTTATAATCAAAGCCCAAACTCCTTTCTTATCTTGACCA 

TACTAATAAAT AATTT ATAAGCATTGCCATTCAAGGCTTAATTGACTGAA 

ATTACTTTAACATTTTGGAAATTGTTGTATATCACTAAAAGCATGAATTG 

GAACTGCAATGAAAGTCAAATTTACTTTAAAAAGAAATTAATATGGCTTC 

ACCAAGAAGCAAAGTTCAACTTATTTCATAATTGCCTACATTTATCATGG 

TCCTGAAGTAGNCGTGTAGCTTGTGTTTCTGGGCAGTCTTTTTGAATTGA 

AGAGGTGATGGGGGGAG 

>Sequence 577 

GCGGGGTACTCATGACGGAAGTTGCCGCTCGCCCACTTGTGCAGCAGCGT 

ACTTGTCATTGTCCAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGC 

TCCATGGGGATGAGGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAG 

GTACCTGCCCGGGCGGCCGAGGTACCAGAAAGATAACGGAATGTAAAAAC 

TGGAATTATGAAATCTGGAGTTATTATTTGGGAAATGGCAGAAAAAAAGA 

CAGTAAATACGAAACATACTTGAAAAGAACAATGCAAAATTTAGTAAGAT 

GAAAGGGAAATCTATATAAATGTTTGAGAACATTTTAGAGCACGGGATTT 

GTAAATTTCCCCATAGGACAGATGGAATAAAAATGTCTAACTGATCCTCT 

AACCTCAATCTTGTTGTCTTGCCANAAACATGTTATTAATTAAGAAGTCA 

GACAAGCTCAAAAAGCATGGGGTTATTAAACTTGCCGGGGCGGGC 

>Sequence 578 

CCGG GCAG GTCATAAAGAGTGTTGAAGTTTATTTATTATAGCACCATTGA 

GACATTTTGAAATTGGAATTGGTAAAAAAATAAAACAAAAAGCATTTGAA 

TTGTATTTGGTGGAACAGCAAAAAAAAGAGAAGTTTCATTTTTCTTTGTC 
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AAATTATACTGTTTCCAAACATTTTGGAAATAAATAACTGGAATTTTGTC 

GGTCACTTGCACTGGTTGGCAAGATTAGAACAAGAGGAACACATATGGAG 

TTAAA 1 ' 1 TTTTTTGGTGGGATTTCAAATAGAATTTGGTTTATAAAAAGCA 

AACAGGGCCCAACGTCCACACCAAATTCTTTGATCAGGACCACCAATGGC 

CTAAGGGTGCATTTTTTCAATTAGGGTAGCCTACCAC CTTTG CGTTGTCC 

ATTTTCAAAAGACTTGTTTGGTTCATTTCCCCATTGTGTTTTCGTGCAAC 

CATCCTCAAACCTGGGTAGGTGGAATTGGCTATTTCCTTCAGCCTTTGAT 

TCACCTTTA 

>Sequence 579 

AGGTACAATCTCAGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGTGATT 

CTCCTGACTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGCACCACCAT 

GCCTGGCTAATTTTTGTATTTTTTGTAGAGACAGGGTTTCACCATGTTGC 

CCAGGCTAATCTTGAGTTCCTGAGCTCAAGTGATCCAACCACATCTTGGC 

CTCCCAAGGTGCTGGGATTCCAGGTGTGAGCCACCGCCCCCAGCCAACAA 

TAATTTTTAAGGAGAAATACCAAATCCAGAATACTGATTACCTCTGGGGA 

AGAAAACAAAAGAACAGAATGAGAGAGAGATACACAGGGAACTTCAACTG 

TrTGTCTAATATTTTACTTTCTAAGTGGAGGNNNNGNCCCCNCCCCCCCC 

NNCCCCCCCNNCC^RWCCCCNCCC^^ 

CCCCNCCCCCCCCNCAAACCCCCCCCNCCCCNCCCGCCCCNNNNC 
>Sequence 580 

AGGTACAACATCTTTGAAGGGATGGAGCTGCGCGGGGCTCCTCTGGTTGT 

CATCTGCCAGGGCAAGATCATGCTGGAAGATGGCAACCTGCACGTGACCC 

AGGGGGCTGGCCGCTTCATACCCTGCAGCCCGTTCTCCGACTATGTCTAC 

AAGCGCATTAAAGCACGGAGGAAGATGGCAGACCTGCATGCCGTCCCAAG 

GGGCATGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACCAAAAACCAACA 

TGACACACAGGAAAAAATAAAAGTGCAATTTTAATATAGTGAATGTGATA 

CATGTATAATTCCTCATAACAAAATGGTCAAAAC CTTTA AAAGATCCACA 

ATAGATATCTGAAAATCTTAGCAATGCTGTATATATTTTGAGGACTAAAT 

GATGAATTTATATTCAAATTGTTCAAATATATTTTCAAAACTTTCAGACA 

CAAATCAATGGTAATTCTGCTTTTAATTAAAAAACCAN 

>Sequencc 581 

CCGGGCAGGTACATCTCCTCGATCATCTCGCGGAGGGGCAGGAAGTAGGG 

CCCGTTTTCATTTGGGGCTCGGCGCCAGTCATAGGGAGCCCCTCGGACAT 

CCTCACCCCGTGTGTAGCCCCAGCCCACAAGGCTCTCCACCATGGTGTGG 

AAATAGGAACCCACGCTGCTTTTGCTGGGGTCCAGGAACTCCAGTGAGAA 

GGTCTTCCCAAAGCCAGGGACACGTACCTCGGCCGCCCGGGCAGGTACTC 

CACKjACGAAGAAGGAAGATCATGCTTGATACTTAGATTGGTTTTCCCAGG 

GAAGAGGGCGGAGCAGAGCAAAGTCACTGTGAACCCTGGGCCAGGCCCTG 

GCTGGGCCAGCTCCTGAGAGCGTCrrcGTGTTGCAGACCXTTGCCCACTTC 

ACCCACCTGCACCTTCTTCCCCTCTCACAGTGTCACTGCTGCTAATGGTC 

AAAGTCAAATGTGTGGCCACATGGGATGGGCCAGGT 

>Scquence 582 

AGGTACATCATTCCACTTCAAGAAA f 1 ITTTTTTCl 1 1 1 IT I IGGAGACG 

GAGTCTTGCTCTGTCACCAAGGCTGGAGTGCAGTGGCACGATCTTGGCTT 

ACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCC 

CAAGTAGCTGGGACTACAGGCGCACGCCCCCACACCCAGCTAATTTTTGT 

ATTTCTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCtCAATC 

TTTTGACCTCATGATCCACCCGCCTCGGCGTCCCAA AGCGTTG GGATTAC 

AGGCATGAGCCACCGCACCCGGCCTCACTTCAAGAATTTTTTACAAGCAC 

AGAAACTATATCTCAGTGTATGATAACTGTTACTATAATACTATATTGTA 

TTATAAATATACAAGCTATCTGAGGTGTGTGATAGCTCCACTACCTNCAC 

CAAGCTTTAGGAATATATATAATCTACTTTTGACCCCAAAGCCACAA 

>Sequence 583 

CCGGGCAGGTACCACTTCTGATGATGGAAGCAGTGACCTGGATCCCATAG 
AACACAGCTCAGAGTGTGATAACAGTGTCCTTGAAATTCCAGATGCTTTC 
GATAGAACAGAGAACATGTTATCTATGCAGAAAAATGAAAAGATAAAGTA 
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TTCTAGGTTTGCTGCCACAAACACTAGGGTAAAAGCAAAACAGAAGCCTC 
TCATTAGTAACTCACATACAGACCACTTAATGGGTTGTACCT 
>Sequence 584 

AGGTACTAAGTGAAAGAAGCCAGACACAAAAGGTCTCATACAATTCGATT 

TATATAAAATAGCAAGAATAGATAAAACCATAGAGACAGAAAGCAGATTG 

GTGGTTGCTGGGGGCTGGAGGAAGGAAGGAATGGAGAGTATCTGCTTAAT 

GGGATGGGGTTTCCTTTTAGAGGAGAACATTTTTTTGGAACTTTAAATAA 

AGGTGGTGGTTATGCAACATTGTTAACAATACTAAGTGGCACTGAACTTC 

TCACTTTAAAATAGTTAATTTTATGTTATCTGAAGTTTACCTCAATAAAA 

AAATTCTTAAAAAAAAAACTCAGTGATATCCAACCATTAAAAAATATAAG 

TTACATAGCTCGTATATAATCAACTTACTTATTACTGCACTATGAGGGGC 

ACCCAGATATGTAAGACAGAGTCCCAACTTTGGTTGTTGGGGACTATTTA 

GGATACAGAGATTAATA 

>Sequence 585 

AGGTAC AC A AC ATCCTTTC AAATATTC ITTCTn ATTCTCC A ATTC ACTT 

TTCAGGAGAATAGATAACCTCAATCATATTGATTCTCAGCCTAATGGTCT 

CCCTTACATAAATTATAATGACATAAGCATTTTGTATCACnTATTGTTA 

CCATCGACCTCCTACAGTTTGGGGGAACCCAATCATTCTTTAAAACATTA 

GAATGACAACTCCAGTTGATTTGGCATATTGTATAGGTGAGTGGGAAAGA 

CTTGTCAAATCCCAGAAAGGGGGCGTGGCACCAGCACCACCCAACCAGAA 

GAAAAATCTCTCTTTGGTGCTAGTGTCATAGCTCCCTATCTGTTCCGCTA 

ACCCA TTAAATGATGTGGTCKjAAGAGGATCCTTTACAATCTTTGTTCATT 

TTTTTACAGAGCAATGGAAGTCATCATAACCTTTACAAATTATTTTTGGT 

TTAATTTTTCCAGGTTGGGAATTTGGGAG 

>Sequence 586 

CCGGCCGGGTCCTTAAAAAAATAGAGGAAATTTTTATTGGATCCCAATAG 

GGCATTTTAAACCTACAACCAGCTTTCnTTCTTCAATTTCAAAGCTAATA 

CTCTG CAAATCCAATAAAATCTGCCATTTCATATCCATTCCTGCTTTATA 

TTT 1 rATATTTTA AAAGA AGCCACCTGTAAATACTATTTTCTrTGGC AAA 

ATACCAAAAGGGACAAAAAACCTTTAAAAATTACAGTAAAACATAAAGTA 

GTTCTCAGGTGGAAAAGTTATCATTCCCAATGTCCTTGAGTTGTTCCTTC 

CTTAATCAACCTTTGTCACATTCTGCTTCAA 

>Sequence 587 

CCGGGCAGGTACTACTTTGAGGGCATTAAACAGACCTTTGGCTATGGCGC 

ACGCTTATTTTAGGGCCAGCGGCAGGGGACTCCAGCCTGCTGGACACTTC 

AGTCCAGCTCTCTCCTGACTGGGGCTTGCGACTCACAGGATTGCATCGTC 

CCAGCTGCTAACTTGGGGCCGGGGCCCCTCCCTTCCACATATACCTTGGG 

TTTGTGCATGTTTTCTGCTGGGTGGGTTCAGAGGGCAGGGGACTCCAGCC 

TGCTGGACACTTCAGTCCAGCTCTCTCCTGACTGGGGCTTGCGACTCACA 

GGATTGCATCGTCCCAGCTGCTAACTTGGGGCCGGGGCCC 

>Scquence 588 

CCGGGCAGGTACGTAGTAAGAGAAACATTGCCACAAAATCCTCTTTTAAA 

AGCTCmCAGGACACTAAATTAAGTCATTCATTTCTGAGATTTTAAAGG 

CCAACAATGTCTCTATTTTCAGACTATGTCACAAATGACATAAATGCCAA 

AATTATAGATCTTAAGAAGACAACACATAAAATACAGACTTAGACAAAAC 

AAATGACTAAAGCTGCATAGTTCTGCTAGACTTTATTCAAAACTGGCTCT 

ATTCTTAATTATTTGAGAGACCTAAAATTCTAGTGTTCAAATGTAAATAC 

CCATCATATACTGAAAAGTCATCTTCAAATTTGTG 

>Sequence 589 

AGGTACCACTGAATCCAAGGCTCTCTTGGGTAGCCTATGTGCCTCTTGGA 

TGGTATGTGAACAAGGTAGGGATGAAACTGCAGATGTCTGAAAAGAGCTT 

AAGCATCCTGACAGCTTGCATTiri'ri'l"irAATri w rrriTrCCTCACCGT 

ATTCCACATACCTATGGCTGGGGAAGGTAATGTTACCTCTGCAAACAGAT 

GCTCTGGTAAGAGAAGAAAGACACAGGGAAGGCAGAGAGAGCAAGACAGA 

GGGCTCAATCACAAAGCTGGGACAAGGAGAGCAGCTGTTTTTCACACATT 

CCTGCTCCTCTCTCAGCTGGGCTCATGTTCACTCCGTTTCATTCCAATCA 
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TCAGG 
>Sequence 590 

CCGGGCAGGTACAGGACAGCCAGCGTCATCATTGCTTTGACTGATGGAGA 

ACTCCATGAAGATCTCTTTTTCTATTCAGAGAGGGAGGCTAATAGGTCTC 

GAGATCTTGGTGCAATTGTTTACTGTGTTGGTGTGAAAGATTTCAATGAG 

ACACAGCTGGCCCGGATTGCGGACAGTAAGGATCATGTGTTTCCCGTGAA 

TGACGGCTTTCAGGCTCTGCAAGGCATCATCCACTCAATTTTGAAGAAGT 

CCTGCATCGAAATTCTAGCAGCTGAACCATCCACCATATGTGCAGGAGAG 

TCATTTCAAGTTGTCGTGAGAGGAAACGGCTTCCGACATGCCCGCAACGT 

GGACAG 

>Sequence 591 

CCGGGCAGGTACACGGAAATCTGGACAGTGCTCCACAGATTGATACATTA 

GCCTTTGCTTTlTCTCTTrCCGGATAACCTTGTAACATATTGAAAC<nTr 

TAAGGATGCCAAGAATGCATTATTCCACAAAAAAACAGCAGACCAACATA 

TAGAGTGTTTAAAATAGCATTTCTGGGCAAATTCAAACTCnTGTGGTTCT 

AGGACTCACATCTGTITCAGTTTTTCCTCAGTTGTATATTGAC CAGTGTT 

CTTTATTGCAAAAACATATACCXIGATTTAGCAGTGTCAGCGTATTTTTTC 

TTCTCATCCTGGAGCGTATTCAAGATCTTCCCAATACAAGAAAAT 

>Scquence 592 

CCGGGCAGGTACGGTGTGCTGTCGATGAGCACGATGCAATTCTTCACCAG 

GGTCTTGGTACCAGTGCCCCTTTTCAGACAGATTTTGATTCGCTCTAGAC 

TTTTTTT T TTT T I T A AT AGGG A AAAAATTTG ATAATTTTCTTTTTTCTAC 

ATGCACTTAAGACTAAAACACAGGTTTGGATTAATTTTATTCTGCTTCCT 

TTGTCCGCnTTTATTACCGCAGAGCCTGATGGGAGAATGTTCAGGGCAGG 

GAAACCACATTTTTTGTAGGTGAAAACTCAATGAACATTGGTGGCTTTTT 

TTTACACTTCTCTCTTGGGGTTTTTTTGTGGGTGCTTATTAm 

AGGG 

>Sequence 593 

TACATAGAGGTGAGGGTCATG 

CCGTGTTTCAGCTCAATCANNGTCAGGACTTCGCWNCTGCCCACCATNNA 

TGGTAGGCGGNAGGGGCCATNTGGNAGGCAAGCTTCAAAAGGGTTGGACA 

ATTGGCTTGACCCCAGAGGAGTCCCAACACTTTCAACTGGGA AGAG GGCC 

AGCCCTTATGTTGGGGCAAAAATGGGAAATTGCGGGCCCTCCTTTTAAGC 

CTTAATTTTTCCGGCGGGCCGGATCCT 

>Sequence 594 

AGGTACTCTGAAGGTAGGATGTGCAGCTTTTTCTTAGGCAGGATAGA TGT 

AACATAGATGACTGCATAAAAAAGAGGCAGAAAGGCAGGAAGCCCATTTT 

TTTTTTAACACTTCTCCATGTGTCTCTGCCTCACCATAATGCTGTTTATT 

CAATTATTCATATATCCCGATTGTGTTTTCAACACAGGTCTACACAGCAC 

CAGCTACAAGGCAAGGTCAATCGTGTAAAAAATAAAACTGGATAATGGGA 

GGCCTTGCAGTAACTAAATTAGCCAAGTTCAGAGTATGTGGTTTAACAAT 

TTTTATATGGGCCAATCATTGATATACCTACTAAACCTTGATGTCCCTTC 

TG 

>Sequence 595 

CCGGGCAGGTACCGTCGCCCGGCTCTCCGCCGCTCTCCCGGGGTTTCGGG 

GCACTTGGGTCCCACAGTCTGGTCCTGCTTCACCTTTCCCTGACCTGAGT 

AGTCGCCATGGCACAGGTTCTCAGAGGCACTGTGACTGACTCCCCTGGAT 

TTGATGAGCGGGCTGATGCAGAAACTCTTCGGAAGGCTATGAAAGGCTTG 

GGCACAGATGAGGAGAGCATCCTGACTTTGTTGACATCCCGAAGTATGCT 

CAGCGCCAGGAAATTTCTGCAGCTTTTAAGACTTTGTTTGGCAGGGATCT 

TCTGGATGACCTGAAATCAAAACTAACTGGAAAATTTGGAAAAAATTAAT 

TGGG 

>Sequence 596 

CCGGGCAGGTACCTTTNTCGGAGATTATGTCTACTTTGAGAATTCCTCCA 

GCAACCCATACCTAATAAGAAGGATAGAAGAACTCAACAAGACTGCAAGT 

GGCAACGTGGAAGCAAAAGTAGTATGCTTTTATAGACGACGTGATATTTC 
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CAACACACTTATAATGCTCGCAGATAAGCATACTAAAGAAATTGAGGAAG 
AATCTGAAACAACAGTTGAGGCTGACTTGACCGATAAGCAGAAACATCAG 
TTGAAACATAGGGAACTCTTTTTGTCACGCCAGTATGAATCTCTGCCCGC 
AACACATATCATGGGAAAGTGCAGTGTTGCCCTTCTGAATGAG 
>Sequence 597 

CCGGGCAGGTACTCATGGAAAAGGAGTTCCCTGGATTTTTGGAAAATCAA 

AAAGACCCTCTGGCTGTGGACAAAATAATGAAGGACCTGGACCAGTGTAG 

AGATGGCAAAGTGGGCTTCCAGAGCTTCTTTTCCCTAATTGCGGGCCTCA 

CCATTGCATGCAATGACTATTTTGTAGTACACCTAGAATCTTTGTGAATA 

ATGTGAGGCCAGTTCTTCCATAAGGAAGGCTGGTTATGGATATTCATAAG 

GTTATTTCAAAGTTAATAAAGACAAAGTGGCAACTGTAGAAAGTGTTGCC 

TCCAATCTTGGTCCGTATTTCCAAAGCTTGTAAACACTGCCAT 

>Sequence 598 

AATTGCGGAACGACCCCNANAATTCGAGNGGNACTCCCCGCGGNGGCGGC 

CGAGGGNNNNNNNTAATANGANAGAGAGGGNAGGCGGGCCACCCACGCGG 

GAGNGCAGNAGCACGACCNCATTTCACGGCAACCGGCGGCNCCCGCGNAC 

AAGAGANNCNCCNGCCNCAGCCNCCCAAGGAGCNGGGANNACAGGCANGC 

GCCANCACACCTTTTTAANNmTmTNCCAGGGGGGAGGGGGCCCCAC 

CAAGAAGGCCAGATTTTTCTTGAACTCCTGACCTCAAGGGATACACCCAC 

CTTAGCCTCCCAAAGGGCTGGGATTACAGGTGTGAGCCACCGTGCCCGGC 

ACAACCTTTCTTTGTTATGAACANCCTGTGTCTGCTGTGAGATATGCTGC 

AG 

>Sequence 599 

CCGGGCA GGTA CAAAGCTATAAAGGAACGTTTTTAGAGAAAGCACTGAAG 
ACACACATTTTGCTGACCTAAAAGATTTTAAAATGAATTAGAATAATTTA 
CATCATATAAAGAGGTATTTAGTCTTTAAGTGGAGAAAGTTGCTAGTCAC 
ATGTAAGAAAAACAAGTTTTNTTTATTGGGGGGNNCCCCC^ 
NNCTCCTT illll 1 1 1'ITI riNTTCTCi 1 1 n T H Tl Vi lli 1 1 1 m i l 
TTTTTTTCTC CC CTTCCCTCCrrCCTTTC T Tl T l'l ' 1 CTTTTCTCTTTCTT 
TTC l TTCTI l CTCCTCCCT 
>Sequence 600 

ACGTGCGGGGAACACCCACCANAGCGTGGAGGTGNAACCACCGCCGNGGC 

GGCCGAGGGACNNCANAAGGGTGNCNGGGTCCATTAAGTCCNCCACCCCC 

CNNNCNAGGACACCNNGNGGAAGGGGTGCAAAAGCCNCAGGGGGGGGACC 

AAAGAGAGNGAAGNGACCGNCNCNNCCAAGGGCCNCCAANANGNCCGAGG 

NGANGGCAGCCGCNCGTAAAGANGAATGTTGTANCNGGGGGGGGAACGCC 

CCCNAGAAAAGAGGGACCNGCTCGGTCGCCCGCCCGGAGGAAGCACGAGG 

AGNNCNGNGNCCCCACGGGCACGGNNCCCGCNACGGNNGCCAACAAGGAG 

CCGAGAACCGANNNCAGCAGCAGGGANCNGGAGNCCAACGGGGAGCACCG 

GACGGAGAAA 

>Sequence 60 1 

CCGGGCAGGTACTGGTCTACAGGGACAAGCAGTCTTTAAAACGAAACTCA 

CCTTCAGACCTCACTCTACGGACAGTGCCACACATAGAAAGATGACTCTG 

TCACTTGCAGATAGGTGTTCAAAGACACATGAAGATTAGAATCTTGCCAA 

TGGCTGGTCGTGACCCTGAATGCCAACGCACAGAAATGATTAAGAAAGAA 

GAAGAACGTTTGAGGGCTTCCATACGTAGGGAATCTCAGCAGCGCCGAAT 

GAGAGAGAAACAGCACCAGCGGGGGCTGAGCGCCAGTTACCTGGAACCTG 

ATCGATACGATGAGGAGGAGGAAGGCGAGGAGTCCATCAGCTTGGCTGCC 

ATTAAAAA 

>Sequence 602 

GACTTCGGATACTCTACTATGTCTTGAAGGGAAACCACCGCGGNGGCGGC 

CGAGGGACTGCATCAGCTAGATGAGGAGGGTAAATCGNNNGGGATKNGAA 

GACTATOAAGAACCTAGNAAGTCTTCGGNAGhfNNACGGNGANGNGAGCAN 

NGAAGACCCCCCCGNNGNCACNAANCACACAAANAACAANNNNGAGAAGN 

AGGCNANAAAACAATTTAGGhmGCTTTTTNCNANNNGGAAAGAAACCAAA 

AAAAAAACAGAAAAGANGNGAANCCCCCCCAGNGAGGGGGGAAAGGGAAA 
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GCAACACCAAANAAAAGCCCACAGCAGCNNCANCNNAACGAAAACCCAGM 
GCANANGNGAAAGAGAANGANGCANNAACNGAAANACCNCANNG 
>Sequence 603 

AGGTACCACGCACAGGAGCCGTCATTTCTCTTGATGCAGGCGAAGAACTT 

GGCCTGGTGCCCGTTGATGTTCTTCTCTGTGACCCAGTCCATCCAGAGGC 

ACTCGTCCGGGGAGGAGATGTAGCACGGGATCATGGGGCAGCGCGTGATC 

TTGCACTCGCAGCCCATCTGGTACXrrGCCCGGGCGGCCGACC GGGC AGGT 

ACTTACTTTCCGCATAGGAAGACAGACC ATAGGCAA ACTCTGTTTTGGGA 

TCTCAACTCCATCACCTTTGTTTCAATA'll l i r 1 1 i T CTCTCTTG AACA A 

AACTGAGATAATTTAGAAAACAGGC 

>Sequence 604 

CCGGCK:AGGTACAGGCACAGCATATATTTGAGAAAACATCTTACAAATTT 

CATTTACTATAGGTTTCTCAATAATCTTTACATTTAATCAATGAGAAAAG 

TGATTCAGTCTCTTGAATTTTAAGTTAAAAAAATTAAAAAGTATTTCCAG 

GGACTCTTAAAGCTCTCTCCCAAAGTATAAAATATTATGTACTGTGGGGT 

CAGATTCAGCATACTTGAGGGAACGAAAGACTTTTCGTTGGGGCGTGACC 

CGTTTGATGTTTGGATGATCTTCAAGTGTTAGCAGCCX^CGCTTTCTGTTT 

TTCTTTTATCTGAA 

>Sequence 605 

AGGTACAGACATTTTCAAAGTTGCCAGTGTTACTTTAATTGGACTGCCTT 

CGTAATTCATTGCCTCTGCTTCAACAATGTGCAACTCATCCTTTGCACCA 

GCCCCTAAACTGACCGTTCTTAAAGATAACTGGTGCTCATTTTCATCATT 

ATCCACCTTAAAGTGATAATCTTTGTCGGCCTTTAGTTCACAACCGAAAA 

GATAGTTCTGGGGCCTCAGGGGGCTCATGTCCATGTCCATCACAGAATTC 

TTTAATATAAATACGAACGGATGGGGATAAATAATATTTAAAACTTAGAT 

TATTCAATGCTTGCAAAAAAC 

>Sequence 606 

CCGGGCAGGTACATATGATCCTTAGCCACCAGGGCACAAGCTTACCAGTA 

GACAATACAGACAGAGCTTTTGTTGAGCTGTAACTGAGCTATGGAATAGC 

TTCTTTGATGTACCTCGGCCGCCCGGGCAGGTACCTTAACATTCACATGG 

AAGTAGTAAAAATAAGATTCTGGGTGCAGTTCTCCAATGACAGGAAAAAA 

AACAAAGAGAATTTGAAGAATACGTCAGAGACAAATACATTACAACCAAA 

ATTGACTTCAAGGCACTTTTGAAGGAGATCAAATTTATAACAAAATAATT 

TAGTGAAAGTGAAAGCTTG 

>Sequence 607 

CCGGGCAGGTACCTGGACCTGCTGTCCCAGCCCTGCCGCGCTGTTTACAT 

CTTTGCCAAGAAGAACGACATTCCCTTCGAGCTGCGCATCGTGGATCTGA 

TTAAAGGTCAGCACTTAAGCGATGCCTTTGCCCAGGTGAACCCCCTCAAG 

AAGGTGCCAGCCTTGAAGGACGGGGACTTCACCTTGACGGAGAGTGTGGC 

CATCCTGCTCTACCTGACGCGCAAATATAAGGTCCCTGACTACTGGTGCG 

GCGCACCCTTCAGGGTCTTGAGATTGAGCTGCAGTCACAGCTGAGCATGA 

AAGCTG CCTTGG AAG AC AC ACTGGCN 

>Sequence 608 

AGGTACCCAGGATGGTAGCTGGCAGGAGGGAGCCTGTGTTCCTGTGACCT 

GTGACCCACCTCCACCAAAATTTCATGGGCTCTACCAGTGTACCTGCCCG 

GACTTCCTCTCCTACCTACAGTCCCTGCTCCTATTCCCACCTCAGCAACT 

GAAGCCGCCCCCTGAGCTCTGCTTTGAGGATATAAACACATTTAAATTAC 

TGTCATATGCTTCCTATTGCATTGAGCATGGTGATCTGGAGCTAGCAGCA 

AAGTTTGTCAATCAGCTGAAGGGGGAATCCAGACGAGTGGCACAGGACTG 

GCTGAAGGAAGCCCGAATGACCCTAGAAACGAAACAGATAGC 

>Sequence 609 

AGGTATTAACACATGATGGAAAAGTCATTGTGACGCCAATGAATTTCATT 

GAGTATAAACTCATCTACrrCAAATTTATTTTATAAGACAACCTAAGATA 

CTCAAGATAATTATTTAATGGTTAGCTCTTAAGTTGAATTGGTCTACATA 

ATGCGTGGGAAGAAAACCAGATTTTTAGCCTTCTTGCCAAATCCAGACCT 

CTGGTTGATTTTTCTTTGACAGAAGATGCAAGTTATTTTCCAATTTCACA 
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ATTAAATGTATTTAACATGAACATTATTTTGCTTTAAAAACTATAAACAT 

TGTAGGAGAATTATAGCCAGTCTTCAGTTATAACCACTC 

>Sequence610 

AGGTACTTCGAGGTCTTCGGCGAGATCGAGGAGGCGGTGGTCATCACCGA 

CCGGCAGAACGGGCAAGTCCCGGGGCTATGGATTTGTCACCATGGCTGAC 

CGGGCTGCTGCCGAAAGGGCCTGCAAGGATCCCAATCCCATCATTGATGG 

CAGAAAGGCCAACGTGAACCTGGCATACTTAGGAGCAAAACCAAGGATCA 

TGCAACCAGGTTTTGCCTTTGGTGTTCAACAACTTCATTCAGCCCTTATA 

CAAAGACCTTTCGGGATACCTGCCCACTATGTCTATCCA 

>Sequence 6 1 1 

AGGTTTTGCAGCTCGTGCCATCATTTCAGAGCTGGTGAGCATTTCAGAAC 

TAGCTCAACCACTAGAAAGTGGCACCCATTTTCCTCTCTTCCTACTTTGT 

CTTCAGCAGTTAGCTAAATTACAAGATCGAGAATGGTTAACAGAACTTTT 

TCAACAAAGCAAGGTCAATATGCAGAAAATGCTCCCAGGTAAGAGAATGC 

TGACTTGTTTGTTTTGTTTTTTTAATATTATATCTAGAGATTTCAGGTAC 

CTGCCCG 

>Sequence 612 

CCGGGCAGGTACAAATGTGCCGTGTCTAACAACTTTCATTGAAAATGCCA 

TATCTATACCATATTTTATTCGAGTCACTGATGATAGAATGATATATCTT 

TTTCATTATTATAGCAGAATATTTTTATGGCATGATATTAGACGGCTTGA 

TCATACCTATTAAAATAATGCCAAACACCAAATATGAATTTTATGATGTA 

CCT 

>Sequence6l3 

AGGTACAGAACTTGGTCATAATATCTTGCATTTTATAGATTTATTAAAGA 

TTAGTTTCAAGTTCACATTCGCTATTCAGTTGTAAACCGAATGGATGGGA 

GGGGAGAAAATATAA GCTC TCCACACAGGTATGCTCCTCTCTTTTCTGAG 

AGAGAAGGCATGGGATTTTCAGCATAAATTCCATGTTATGTGAGTGCTGT 

TTGAGTTCTGAAGTTCCTATCAATATCTGTTCCTGCAAGTGATCTCTGTA 

AGACCACCTTACATGCTGGTCTTAGTTATTGTTAAAATTGCAAGGTTTCT 

TCACACCCTCTTTGATAAGAAGTGTTTAGCTGGCAGAGCTT 

>Sequence614 

CCGG GCAGG TACCTCITGAGTGT(X:CTTGAATTGGTAACCGGTTTGTTGT 

CATTATTTTCTAAGCGAATATGCCGTAATTGGTTATTCHjGAACATCTTTG 

ACAAAGATCCATTTAACTTCAAATTTGCCCTTCCACTTATCCTGAGACCA 

GACACCAGCATACGCATTATAGTCCACAACAGACTTCATTTCAGCCACTC 

CACAAAAATGTCCACTGCCATTCACACTGAAGAGTAAATAGAGTGGGCCT 

TTCCCATTCAGGGAACGGTAAGCTGCATCCAAACGCTTATTACCATGCTC 

AGTACCT 

>Sequence 6 1 5 

CCGGGCAGGTACTTTTGATTGTGCACGCTTTTAAATAGAGAGCAGAGTTG 

CCCACTTGAAACTACTCTCTTGCATGGGATATTTCAAGCTGTTTTACTAT 

GGGCAAGGAGCAGGGACCAAAATGCTGCCAGGGCTTAAAAAGAGCCGTGA 

TCAGATTAAACAGAAGTTGGAGAAGTGGAGGGATGTGGGCCACACACGAG 

AAGAAATTCAGGAAGTAAGAAGTAAGAGTGACCCTATTATGCTTCTCAAG 

GACAGGATGGTGAACAGCAATCTTGCCAGTGTGGAAGAACTAAAGGAAAT 

TGATGTGGAAGTGAGGAAGGAGATTGAGGATGCTGCCCAGTTTGCCAC 

>Sequcncc 616 

CCGGGCAGGTACATGTACATTATAAAAAAAAAAGTTCAACTAGTATGAAA 
GGGTTATAAAGTAACAGAAAAAAAAAAAAAAAAAAAAAAAAGGAATTAAT 
CACAGTGGAAGCTTGCACGGTGGGCCA 
>Sequence 617 

CCGGGCAGGTACAAATGTGAAGAAAGCTTTGTGAAAATTCCTGGCGAGAA 

GGACTCAGTGATCTGCCTTAAGGGCAGTCAATGGTCAGATATTGAAGAGT 

TCTGCAATCGTAGCTGCGAGGTGCCAACAAGGCTAAATTCTGCATCCCTC 

AAACAGCCTTATATCACTCAGAATTATTTTCCAGTCGGTACCTCGGCCGC 

CCGGGCAGGTACCCAAGGGATGTrrCCAAGCTTCTTGATCTTTAATCTTT 
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TAGCAACCTTCTGATACTGGATTTACCTTCCTAGGTGTGGTGCCCTCCTT 

CTGGAATTTAGATCTCTGGGGCAAACCCTGTCAGGATG 

>Sequencc 618 

CCGGGCAGGTACCCTGTGGCAAAATTAGTCACTGGTAATGAGAAAGATAT 

CACTGAAAGCCTCAAGTGCCTGAGAAACAGTTTACTCATCCATGGGATCT 

CGCCAATTGTGAGGAAACAGCTCAATGGCCATTTCCAGTTATAAGCAGCT 

TATTTTTACTGATTGGACCTGGTTACCTATCATTTCTAAAAATAACTTCT 

GATACAATTTGTACTTCCAATTTATAATGAATACTTTCTTAGATTTTAGG 

TAGGAGGGGAGCAGAGGAATTATGAACTGGGGTAAACCCATTTTGAATAT 

TAGCATTGCCAATATCCTGTATTCTTGTTTTACATT 

>Sequence 619 

AGGTACTCAATACATCTTTAATAAAAATGGGGATCGGCTTCTCTGGAGTC 

ACGACAGTTGTTAAGGGCACCCCAAAATAGTTACTCTCCCAGGTTGCCTT 

TGCGGTGGATGGCCGGCGTTTCGGCTTTGGTTTCTTAGAGCTCCTCCTTA 

CGCTGCGAAGAATATTCCTGCTCCGAGGGTCTTCGACTGTTTCGTATGGA 

ATGACAGCATTGTCCCCTITATAACCCTGGGATGCCTGATCCTCCTCTTT 

CTTTCGGATGGGCCCCAGCTCATCATCACTCCCCACGCTGAAGCTGCTCC 

GGTAACTAGCAAACCGCCCCAGCCGGGTGCATGTCGTACTGTACCTGCCC 

G 

>Sequence 620 

CCGGGCAGGTACTGAACAAAGGCATAGCCCTTGTGCACAGAACAGCCGGC 

CACACGGCCATACTTAGAGAAGATGGTCTCCACATCTGATTTCTTCACCA 

GAGCTGTGTTGAGGTTTCCAATGAAGACTCGAGAGTTGATGGACTTGGGG 

TCATTCTTGTTGGTTACATTGCTTGCCTGAAGCTTCAAGGACATGGTGCC 

CACTTAACAAACATTTCTTGAGTGTCCTCCTCTGTGCTGGCACTGTGGAG 

ATGCTGGGAAACACCGTGCTCACCAGTCITCTGCTCTACTTGCmTCAA 

GAAGCCCCCTCTCTGGGAACCAGTAACAATGATGAGCTTAGCCAGCTGTT 

TCCTCCTTTGGGTTACAGGGTCAGCACCACCTGCCTCTGGGAATAGGGCT 

ACCNNCCGCCGAGAGGTCTGGAGGAAGCCCCGCGGCTGGAAGAAAGCGGT 

ACCTTGG 

>Sequence62l 

AGGrrnTiinuTiiTn'iii'iJHiTii-rrn^JTTTri'rrrriu-rrriT 

AACAAAGAGTTTGATTTTATTGATATTTAAATATATTAAATATTTCACTG 

AAATACATGGTTAACCATCCTCCCCCACCCCCACAGGGGTTACATTATAA 

AACCAAAGCCCACGGCCTCCCACCTTCTGACTCCTTTACCAACTGGGTGA 

GGAAAGGGACAATGGTACCCCAGGGGAAGGGCATGGCTGGCACTGTGGTA 

CCTGCCCG 

>Sequence 622 

AGGTACCAGGAGAGCACAATTGGAGCGGCCTTCCTCACACAGACTGTCTG 
CCTGGATGACACAACAGTCAAGTTTGAGATCTGGGACACAGCTGGACAGG 
AGCGGTATCACAGCCTGGCCCCCATGTACCTGCCCG 
>Sequence 623 

AGGTACATTATATAAGGAT 1TI T TT1 AAGTTGAAAACAACTTTCTTTTCT 

TTTTGTATGATGGTTTTTTAACACAGTCATTAAAAATGTTTATAAATCAT 

AAAAAAAAAAAAAAAAAAAAAAAAAAATAGGGGGGGACCTGCCCGGACCT 

GCCCG 

>Sequence 624 

AGGTTTTrrTTTTTTTTTTTTTT^^ 

iiiii , i"iu , ii"iTriii , i"]"rriJU"ii"i , ni'iTiiTij , ii , rri'i ,, iTi'i , rriT 

TTTTTTTTTGGGG A A A AAGGG GGTTTTTTTTTCCTTGGGGGGGGGGGCGG 

GCTAAAAAAAAAAA AGCCCCCCCCCCCCAAAAGTTI"! I T ITTAGGGGCGC 

CCCCAAAAAACCCCCGGTTTTTTTTTTGGGGCAAAACCCCCATCCCCCCC 

TTGTT TTT Tl "1 TITTTTAA AA A AA ACCTTT HT I TTGCCCCCGGGGGGGC 

CAAAAAAAAAAAAAAAGGGGGTTTTTTTCCAAAAAAAAAAAAAAAACCCC 

CCCCCCCCAAAAAGCCCCCCCTCCCCTTAAAACCCCCCCAAAAAAAAAAA 

ACAAAAAGGCCTTGGGGCCCCCCGAACCGGGGAATTTTTCCCCAAAAACC 
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CCCGGGGAAAAGGAAAAAACCCCCCCCTGGAGAGGG 
>Sequence 625 

AGGTACAACAGGCTCCAATGACAACACTTAATTCCAGCTATACGGGGCAA 

AAGATGTTATGGGAGGGAATAGAGAGGTTTAAATACAGACGAAATAAAGG 

GTCACCATCTCCTCAGGCACAAGGAACAGCTTACTTTTTGCCAGATCTCT 

TATTTCCACCTGTGGCCAAGGGCCCCTTCCCCGTGGCCTACGCTTTTAGC 

TACGCGAGTAACTACTGCTCCTATTTTTGAATCTGCTTGAAAGCCTTATC 

TTCCTCGAACATCTCCITGGCCTGCTTGTTGGGCTGGTTCAATGGGTATT 

TCTTGCCACCTAAAT 

>Sequence 626 

CCGGCCAGGTACACAAAAAAAACATTTGGTATCAATAATTTGGTTGTGCA 

TTCATTTATTCAGTCAACAAATATTTAGCTGAGCACTGGCTAGCTGCCAG 

GTATTGCACTAAGGACCCAAAGATGGAAGAGATGATGTCCCTGCCCTCAT 

GGAGCTTGCAGTCGTGTTGAGCAGACTGTCAAACAGATTTAGGTAAGGCA 

ATGTGACCAGTGCTATGATACAAACAGGATGCTACAAGAGTACCT 

>Sequence 627 

CCGGGCAGGTACATTTCGAGCAGCGGAAGAAGGAGGAAGAGGAGCTGGTT 

GCCTTGAAGGAGCGCATTGAGCGGCGCCGGTCAGAGAGAGCCGAGCAACA 

GCGCTTCAGAACTGAGAAGGAACGCGAACGTCAGGCTAAGCTGGCGGAGG 

AGAAGATGAGGAAGGAAGAGGAAGAGGCCAAGAAGCGGGCAGAGGATGAT 

GCCAAGAAAAAGAAGGTGCTGTCCAACATGGGGGCCTATTTTGGCGGCTA 

CCTGGTCAAGGCAGAACAGAAGCGTGGTAAGCGGCAGACGGGGCGGGAGA 

TGAAGGTGCGCATCCTTTCCGAGCGTAAGAAAGCCTTTGGACATTGACTA 

CATGGGGGAGGAACAGCTCCGGGAGAAAGCCCAAGAGCTGTCGGACTGGA 

TCCACCAGCTGGAGTCTGAGAAGTTTGACCTGATGGCGAAGCTGAAACAG 

CAGAAATATGAGATCAACGTGCTGTACC 

>Sequence 628 

GAACCGCCAGGAGCCAGAAGGCGAGCTTGGCGAGTTTTGTGTGCTTTTGA 

CC TGCC CGGGCGGCCGAGGTACTTGTTATCAACACATTTGTATCAGAGTT 

GCTTTTCTAATCTTGTTAAATTGCTTATTCTAGGTCTGTAATTTATTAAC 

TGGCTACTGGGAAATTACTTATTTTTCTGGATCTATCTGTATTTTCATTT 

AAC TACAAA TTTATCATTCTACCCGGCTACATCAAATCAGGTCCCTTTGA 

TTCC CTTTT GGGGGACCCATTTTGTTTTGAGAATATTGAACTTTTGTAAA 

TGGATTTTTTTCCCTTTTTTAAGCCTTGTTTCCCCCCITIT 

CCCTCCTTTTTAAAAAAATTATTGAGCCTCCCnTGGGGTTTAAAATTTTT 

AAAAGGGGGGGGAACACCAAACTACTTTTlLl-rriGAATAAAAATTTCAA 

TCCCTATGTTTGGAATTAAAATAGAATTTCTCTTTTGAAAATAAATATGA 

ATTT TTTTI ATTGTGCTTTTCC ATTAATTAAG AA ATTGG 1 " n TT l " I " i "ICC 

TTTTGGCG 

>Seqaence 629 

AGGTACCATGTACTTATTGGAGTTCCTTACGAGATGTACACATCGCAGTA 

CCTAAAGAACTGCCCCTACCACTTCCTCTTGGGCTTCTTTATTCGCATTG 

TGGATCAATCTATTTTGTGCGACTCTTTACATTGTATCATCTCGGCAACT 

TAATCCTATCCTTTACTGACTCATACTCCTTATGCTGAACTTTTCAATCC 

AAAATCTCTATTGTTGTAGGACTCTGGGAAGCGGTTGATAAAAAGATAAC 

ACGAGCTACTGATATGGACAGGAGATGTTTTCTAAACAAATTGTATAAAT 

ATAAACATGAAATGTGGCAATGATCCCTTTAATTAGAACATTGAGCAATA 

AAGGATATGAACCATTAGTATAAAAATTCACATTCAGTCTTTCCGGATTG 

TGTTGTTAGATAATAACACATCCATAAAGGGCCACATTATCCTAGTAAAA 

ACCAAAGTGGGTTGATGGCCATATTGTGTAAAAG 

>Sequence 630 

AGGTGCm rTTTTTTTTTTTTI TTT l HI 1 11 ill 1 TCC AAAATTAGCA 

TTTTATTCAAAACGCTGGGGTCAGAGGTGTATCATTTATATTCTGGTAGG 

AATTGTATTTACCTTTTATAATTATTATTAGGGGGGGTATGGCTAATGAG 

TTCTGATTCACCCACGAAGGTTACATTTATGCTGAATACATTTGAAAATA 

CTCAGTTTTATACTGTATGTATATGATGGCTACTCTAAAGGTTTGGATAT 
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ATGTATTGTAATTAGAATTGTTGGCATGATGACATTTCATTTGTGCCAAA 

AATATTAAAAATGCCTTTTTGGAGGGACTAACAGAAAGCACCTGATTTGC 

ACTTG AACCAG ATTATAG ATTTAAAAGTTTATGAC ATGTATTTTG [TTTT 

AAAACTAGAATAGCCAGTATTTATGTTTTTTATAAAACTGTGCAATACGA 

ATTATGCAATCACAATACATTTGG 

>Sequence 63 1 

AGGTACAACCAGTTGAAATTTCCAGTAAAGCCTGCTGATCTTAAGAAGAG 
AATAGAATCTTTAATTGACCGGGACTACATGGAAAGAGATAAAGAAAA1C 
CAAACCAGTAGGCTGGAAGAGGATCTTGGGCGCCGCCAGTCTTTAGCACC 
AGTTGGTGTAGGAGTTGAGACCTACTTCACAGTAGTTCTGTGGACAATCA 

caatgggaatccaaggagggtctgtcctgttcgggctgctgctcgtcctg 
gctgtcttctgccattcaggtcatack:ctgcagtgctacaactgtcctaa 

CCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATG 
CGTGTCTCATTACCAAAGCTGGGTTACAAAGTGTATAACAAAGTGTGGGA 
AAGTTTGAGCATTGCAATTTAACCGACGTCACAACCCGCTTGAGGGAAAA 
TGAGCTAACGTACCTGCCCGGGCGCCCGAGGTACACCTTGCTT 
>Sequence 632 

CCGGGCAGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAAAGGGACCGA 

AGAGATGAAGAATAATTACAATATCATGGAAATCAGGACAGTGGCAGTTG 

GAATTGTGGCAATCAAAGGGGTGGAAAGTGAATTCTATCTTGCAATGAAC 

AAGGAAGGAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAGCTT 

CAAAGAACTAATTCTGGAAAACCATTACAACACATATGCATCAGCTAAAT 

GGACACACAACGGAGGGGAAATGTTTGTTGCCTTAAATCAAAAGGGGATT 

CCTGTAAGAGGAAAAAAAAACGAAGAAAGAACAAAAAACAGCCCACTTTC 

TTCCTATGGCAATAACTTAATTGCATATGGTA TATAA AGAACCA GTTCC A 

GC AGG AG ATTTCTTTAGTGG ACTGTTTTCTTTC 1 1 1 1 A AAATTTTCTT^ 

CTTTT 

>Sequence 633 

AGGTCGGGACCGGGGCCGCTGGGGTCTGGACGGGGGTCGCCATGATCCGC 
TTTATCCTCATCCAGAACCGGGCAGGCAAGACGCGCCTGGCCAAGTGGTA 
CAATAAATTTTTTTTGGTCAAATTTAAAAAAAAAAAAAAAAAAAAAAAAA 
AAGG AGGG GGG ACCTGCCCG 
>Sequence 634 

GGCCCGAACACTACATAGGGCGATTGAGCTCCCCGCGGTGGCGGCCGCCC 

GGGCAGGAAAii'iri'irriirn-nrrnTn'n-iTi rrm i tttttti 

ATTTAAACACCCCGCGCCGGATAAAAAAAAGAGAGGGGCCCCCCCGCGGC 

CGGAGGGAAAATTAGAAAAAAAAACTCAAAAGGCCCCCCCCCCCACCCCC 

GGGGGGGCGCCCCCCCCCCCCCAAAAGTGGGTTCCCCATAAAAGGGGGGG 

AAAAAAACCCCCCCCCGGGGGGAAAAAAAAGGGAAAAAAAATTGTGTCTC 

CGGGGGAGAAAAAGGGGTGAGGTTCCACAAAAAGGCGCAAAAAAAAAAAA 

AAACGCGGCGGGGGAAAAAAAAAAGAAGAAACACGGGGGGGGGGCCCCCA 

AAAAGGAGGGACCCCCCACCAAAAAATTGGGGGGGGGGGGGGCCCACAAA 

CCCCCCCCCCTTTTAAAAAAAAAAAAAAAACGGGCACCCCCCCCAAAAAA 

AAAAAAAACACCCCCCCCCCCCCGGGGGGGGGGAGGAGAAAATGCCCA 

>Sequence 635 

AGGTACTCTAGTCGGTTAATTTAC ACTTTA T I I I I'l l AAAAAGTTG ATTT 

AAAAAAGAAACAACACAAGTTTAGAATCCATAAAATGTCAGCAATGCTGA 

TGTGCACTGGACTGAAACATCTTGATCATCTTCTGATAGAAGTAATATTC 

CATACAAAAAGATTCTTAGATTCCATTTTTTGCTTCATTATTGTTTGTGG 

CTTGCTTTCTTTGAGCAATAAAGGGGT ACCTGCCCG 

>Sequence 636 

AGGGACAAGCTTTTTTTTTTTTT] H rTTTT TT TTTT TTTT T TI ITTTTT 

t i 1 1 i m m \ i T TTTTTi u u i 1 1 mm rm 1 1 i cccaaacccca 

AGGAAAAGGCCCCGGCCCTTTTTTTATTTTTTGGGAAAAATCCCGGCCTT 
TCCAAACCAAACGGGGGGGGTTTAAATTCCCCCTTTTTACTTTCCAGGGA 
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AAAAAAAAAATTTCCCGGCCCCCCAAAAAAACCCCCCCAAAAAAAAAACC 

CCCGGGGGGGGCTTTAAAAAAAAATGGGGGCGGAAAAACCCCCGGGAAAA 

AAAAAGGGGAAACCCCCCCCCTTAAAAAAAAAAAAAGGGGGGGATAAATG 

GTGTTACCCCCAAAAAAAAAATTTTTTTTATCCCCCGGCGAGGGGGGGGG 

GGG AAAAAAAAA AAACAAAAAATTGGGGGGGGGGOCGCCCCCACAGGGGG 

GGTATTTTTTTTTCTTTTTCCCCTCCCCCCCCCAGACGGGGGGGGGGGG 
>Sequence 637 

CCGGGCAGGTACTAAACACAGATGGGCACACTCTAGATATAGAACACGTT 

TCTTGCTGTGGTTGTGTGACAAATGGCTAGAATTTTAGGAGGCTCTGGGA 

CTGCACACTGTATATGCAATCXIATCTCAGACTTTGGGATGGGAATCCATT 

TCATCATCCAGCATGGCGAAACTTGGTTCATTCGCCCCAATGTGAGTCCT 

TCCTGGGTAAAATTAAAGGCAGACCGGTTGGGTGCTAAGGATCCCTGGTG 

TGGAGAGGCCATTCCGTTGAGCAGCTGACTGTGAAATCAATACCAAAGGN 

GATGNTGGGTCCTGGCGTTGGGGAATTCTTTGACAACTTTCTTGTCCTTC 

CTTAGCATGNGCTGTTCCCCGGAGGTCTTTCGGCCTGTGTTCTGGCCTGG 

GGGGTCCCGACAGCACAGCACCTTGGTAGATCACAGGACTGGGAN 
>Scquencc 638 

AGGTCGCCGCTGGGCCTGCAGGTCTCTGTCGAGCAGCGGACGCCGGTCTC 

TGTTCCGCAGGATGGGGTTTGTTAAAGTTGTTAAGAATAAGGCCTACTTT 

AAGAGATACCAAGTGAAATTTAGAAGACGACGAGAGGGTAAAACTGATTA 

TTATGCTCGGAAACGCTTGGTGATACAAGATAAAAATAAATACAACACAC 

CCAAATACAGGATGATAGTTCGTGTGACAAACAGAGATATCATTTGTCAG 

ATTGCTTATGCCCGTATAGAGGGGGATATGATGGTCTGCGCAGGGTATGC 

ACACAAACTGCCAAAATATGGGGAAAAAGGTGGCCCTAACAAATTTTGCG 

GAAAAATTTTGGACCCTGCCCGGGGCGGCCCTTTAAAAACCTGGGGGGCC 

CCCCCGGGCCGGAAGAAATTTAAATAAAAATTTTATCGACCCCCGCCCAC 

CTGGAGGGGGGCCCCCGGCACCT 

>Sequence 639 

AGGTAAAAAAAAAAAAAAACCTCGGCCGCCCGGGCAGGTGTCTTGCGCCA 

CCATGCCTGGCTAATTTTTGTATATTTAGTAAAGATGGGTTTTCGCCATG 

TTGGCCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATGCACCTGCCTCA 

GCCTTCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCGGCCAAA 

GTCAGCTTTCAAAATCCAAGCCATAATTGGTGAGGGGGGAGTTTCAGAAT 

TACATAGAAAAATTAATATTTGAAAAAATAATTCTGAAATTTCGAATTTA 

AAAACAGATGTGCTGCTTCTGGGTGTAGGTAGCAAAAGTATAGGAAAAGA 

ACTGTTTCCTTAGAAGCGGACTGTGGAAGGCCTATGTAGAATGTCAAAGG 

GCAACAAGAGCCCGGGTTTTTAATGTCATCCTTGACCTCGGCCGTTTTAG 

AACTATGGGATACCCCTGACCGCAAGAATTTGTTTTAAAGCTATCGATCC 

CGCGACCTGGGGGGGGGCT 

>Sequence 640 

AGGTCCGAGAAAAGAGCTAGGGTAGGCAACTAAAACTTACACAGTGCCAG 

TCTCAGGAGGTCAGTAGCTCACAGAACTCAACAGATAAACTGGATTAAAA 

CTTAAAAGTCTrCTTTCTATTTGAGCCCATAATGACTATTTTGAACATGG 

CTCTTTTGCTGCTGCCTATATATAAATTTTTTATTAATTTTCTTGTATTG 

GGAAGATCTTGAATACGCTCCAGGATGAGAAGAAAAAATACGCTGACACT 

GCTAAATCGGGTATATGTTTTTGCAATAAAGAACACTGGTCAATATACAA 

CTGAGGAAAAACTGAAACAGATGTGAGTCCTAGAACCACAAGAGTTTGAA 

TTTGCCCAGAAATGCTATTTTAAACACTCTATATGGTGGTCTGCTGTTTT 

TTTTGGGAATAATGCATTCTTGGCATCCTTAAAGGTTTCAATATGTTACA 

AGGGTATCCGGGAAGAGAAAAAGCAAGGCTTATGTATCAATCTGTGGAGC 
A 

>Sequence 641 

AGGTACCTCAGGGGTGGTCTGTGGAAGCCTTAAACTCTCCACACTCAGAG 
TCCTTTGTTTCCCCAGAGGCTGTTGCAGAACCTCCTCAGCCAACGGCAGG 
TATGTCTCCCTGCAACACAGCTGTTGTACCTGCCCG 
>Sequence 642 
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CCGGCCAGGAACAAGCTTTTTTTTTTTTTTTTI 1 1 1 TTl 1 11 1 TCGGAAC 

GTACAGAAAATTTTATTAAAAAATTAAAACTATTTAAAACCTGGTATATG 

AAAATACKjCAACAGTGAGAAAAACGCACTTTTGTGACAAATATTTAGCTG 

GTTTGAAAGACAGAACAAGGAGGAATCATTTACTCATAAAGAAGGCTCAA 

ATAAGTTAAAACATGGGTGTATTTTTAAAATGACCACTCTAGTCGTGAAT 

TTAAAAGTCTTTTAAGGGTTAGAGTAATCTTTTTACATTAGGCTTGGCTA 

TTTCCTTTAGTTCT G AC AAGTACCTAGC 

>Sequence 643 

AGGTACAGTCAACATGCTAGAGGTCCAGCATTTCACAAATACGCCATGCA 

GTTACATGAGGACTGCTACAAATTTTGGAGCAATGGCCATCAGCTCTGTG 

AGGAGAGGAGTTTAACTGATCAACACTGTGTGCACAAATTTCACTCATTA 

CCTAAATCAGGAGAAAAACCAGAGGCTGATAGAAATCCGCCTGTGCTATA 

TCACAATAGCCGAGCTCGATCTACTGGTGCTTGCAACTGTGGAAGGAAAC 

AAGCACCTCGAGATGATCCCTTTGATATCAAAGCAGCCAATTATGACTTC 

TATCAGCTTCTGGAAGAAAAGTGTTGTGGAAAATTGGATCATATCAATTT 

CCCAGTATTTGAACCAAGTACCTGCCCG 

>Sequence 644 

CCGGGCAGGTACTTCAGGGCTGTGAGGAAGGGGTGCCTGGAGTTCTGCAG 

GACGCGGTTCTCGGTGAGTGTGTGGGCCACCTCGTCCTTGGCCACGATGA 

CTTCCTTCTTGAGGATCTTCATGGCGTAGTAGCGGCCTGTGGCCTTCTCC 

TTCACCAGGATCACCTTGCCGAAAGTGCCCTTGCCCAGCAGCTTCAGGTA 

CCACTCTTCCAACTCCTGAAGGAAGCTGGCTGTGCCCGTTGACTCTGACA 

CCTTTCGAGTCGCCAGTTTGCAAAGCCGCTCAACAAAGCCAGGAATGCTG 

AGAAGGGCCGCTTGATTGATTTCAGCTGCAGAAGGCCCCAAACTCAAGCT 

CTTCTTCTGTTGAGCATTTTTGGCAAGAAGCGTCTGCTTGTCATCATTCC 

CTGTATCCATCTCTGAAAAGGTGACAGCCAGAATCCGGCAGAAATTAGCG 

AGCTGCTGCTGATCGAAATTGGATACTAAGGAACTCAAATTGTGGACTTC 

ATCAGGTCG 

>Sequence 645 

AGGTCAGCAGCAACGCGGAGGAAACGGGAGTGAACGGAGAGCGTAGTGAC 

CATCATGAGCCTCCTCAACAAGCCCAAGAGTGAGATGACCCCAGAGGAGC 

TGCAGAAGCGAGAGGAGGAGGAATTTAACACCGGTCCACTCTCTGTGCTC 

ACACAGTCAGTCAAGAACAATACCCAAGTGCTCATCAACTGCCGCAACAA 

TAAGAAACTCCTGGGCCGCGTGAAGGCCTTCGATAGGCACTGCAACATGG 

TGCTGGAGAACGTGAAGGAGATGTGGACTGAGGTACCTGCCCGGGCGGCC 

GAGGTACCTGCAGAAGGCCTACAGGGTGCCAGGCACTTCTTTAATGTGTT 

CTTTCTTTATGTGATTATTTGATTAATCTCTGCCTCCCCCACTAGACTGT 

AAGCTCCCTGAAGGCAAGAATCCTGTGCTTATGCTCAATATTAGCTCTCC 

CTTGGCACAGAGTAGGCACTTAACAAATGCTCCCCAAAGGGCTGAGTGGC 

TGACTGAATTAAGTCN 

>Sequence 646 

CCGGGCAGGTACCCATCTACAAAGACCTCTATTACATAAACACTGCTTCT 

TACAGGAAACAAACCTCTTCTGGGATCTCCTTTTGTGAAAACCAGTTTGA 

TGTGCTAAAAGTAAAAAGTCTATTTTCCAGTGTGGTCTTGTTCAGAAGCA 

GCCAGATTTCCAATGTTGTTTTTCCCCTCCACTCAGAAACCCCTGCCCTT 

TCCCTTCAGAAAACGATGGCAGGCATTCCTCTGAGTTTACAAGCAGAGAC 

TCACTCCAACCCAAACTAGCTGGGAGTTCAGAACCATGGTGGAATAAAGA 

AATGTGCATCTGGTCTCTTCTGTTGTTTTTATTTCATATCAGATTAAATT 

TCTTTACCATGTTGGCTAAGTCTAAATATTAGAGATGAGGCTGTGCCTAC 

TCCCTGGCCAGCTCTGCTGATAGCCTATGATGGGTTCCAATGGGAAATGA 

CTCTTTACTATTAAAAGACAAGGAAAGCTCTGACTTCGTACCTCGGCCGC 

TCG 

>Sequence 647 

CCGGGCAGGTACTGGGATTACAGGCGTGAGCCACCATGCCTGGCCAGAAA 
TCTATGTTTTCTTAGAACATGTGGAAGAAGGAAAAAGACAAAAAAGGAAG 
TCTGGATTCTGAGGACCACGTCTCACCCAGGGTGACATCAGGAATGGTGC 
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TAGCCTCTGCAACACGACACCCAGTCTGAAAAGCTCTATACAGGGTACCT 
TGGGCGGTTCITAAAACTAGGGGGATTCCCCCGGGCCTTGCAAGGATTTC 
GAATAATCAAGCTTTATCGGATACCCGTTCGACCTTCGAAGGGTGGGGCC 
CCGGTAACCCAGCTTTTTTGTTTCCCTTTT^ 

CGCCGCCTTGGCCGTTAATCAATGGNCCAATAGCTTGTTTCCCTGGTGTG 

AAAATTGTTTATTCCCGCTTCACCAATTTTCCACACCCAACAATACCCGA 

GCNCGGGGAAGCCATTAAAAGTGTTAAAAGCCCTGGGGGGTGCNCTAAAT 

GGAAGTGAAGGCTATACTTTCAACATTAATTTGGCGTTTGCGCCTCAACT 

TGCCCGCTTTTTCCCAAGTCGGGAAA 

>Sequence 648 

AGGTGTAGGGTGTTATCCCTGTGACATTGTCTCnTTAGTTTGCTCTTTCA 

AGAGATACTTACAGATGTTGAGATGGCTGCCCTGCATTTCCAGCTAATCT 

CTTCTGCTCTAAATATTTAAAAACAGTTCTTCTCAAACATTTTCATTCAG 

ATAGCTTTCTGAAAGTTCCCTATCCCTCTTTACCATAATTTTTTAAATGT 

AGCCACATTGTAATAGTAAACTTCATATATAATGAGTGCTTCATATTTTT 

GTTATGGGAAAGCAATATATTATGCAGCCAGTCTGTAGAAACATTCAGAT 

CCCTCTTCCTTTACTCAAATACAGTTTCAAAAGGAAGACTCATGAGAAAT 

TTC ATAA AATACAAGTTTTTAGATGTTTATGCfTTGCCTTTCTTTTAAAG 

GTGTTTTCCTGCTTTGTAGTCTCTAACTTTGAAATTTAAAATATGTAAAC 

TAAAGGGGGTTTAATTTGGCCTAACCCCATTTAACTCAATGTAAATGTG 

>Sequence 649 

CCGGGCAGGTACTGCTATACATGCAAAACTCTTAGCACCTGAATTTGTAA 

ACATTTACACGTATCCGTGTATTCCAGAATATGAAGAAAAGGACCATGAA 

GTrG CACTCATTTTTCCTGGACCTCAGTCTATCTCAATAAAAGATATTTC 

TTTTCATCTGCAAAAAAGGATTCAAAATAATGTTAGAGGCAAAAATGATG 

ACCCTGACAAGCCATCTTTTAAACGCAAAAGAACTGAAGAACAAGAGTTC 

TGTGATTTGAATGACAGCAAGTGCAAAGGCACAACACTGAAAAAAATTAT 

ATTTATAGATAGCACCTGGAACCAAACAAACAAAATATTCACTGATGAGC 

GACTTCAAGGGTTGTTACAAGTTGAGTTGAAAACAAGAAAAACTTGCTTT 

TGGCGCCATCAAAAAGGAAAGCCAGATACTTTCCTTTCTACAATTGAAGC 

CATTTACTACTTTCTGGTAGACTACCATACTGGTTTATTAAAAGAGAAAA 

TACAGAGGGGCAATA 

>Scquence 650 

AGGTACCTGAGGGGCTGCTGGACAGAGCGGTAGCGATCAATGCACAGGAT 
GAAGACACTGAAAATGGACGCTGTGCTGGCCACATAGTCCATGGAAAGCC 
AAAAGAGGCAGAGAGGACGGCCCAGTGACCATTTGACCTGCCCG 
>Scquence 65 1 

AGGTACAAGCTCACTAAAAGATTGAGACCCCCTCCTAGGACTATAGAACC 

CTTCCTCTCCCTCCATATTTTATCACCACATTACTAAAGGCCTGTTTGCA 

GCAGTTCCTCTTAACTTGTGTGTCATGTCCAGTAATCAAGAAAAAAATTA 

CAAGACATATTAAAGGCAAGAAAAAACAGTTTGACGAGAAAGAGCAAGTA 

TCAGAACCAGAGTCAGATATGGCAGGGATGTTAGAATTATACACCAAGTG 

GGATTTATCCCAGGTATTCAAGGCTGGTTCAGCATTCATTCAAAAGTCAA 

TTAAGGTAGTCCATCATCACATCAGCAGGCTAAAGAAGAAAAATCATGAT 

CATAGCAGTAGATGCAGAAAAAGCATTTGACAAAATCTAACACCCACTTA 

TGATCTCAGCAAACTAGGAAGAGAGGGGAACATCCTCAACTTGATAAAGA 

ATATCTACAAAAACACCTATAGCTAACATCACACTTGATGAAAAACTTAA 

AAGCTATCCCAA 

>Sequence 652 

CCGGGCAGGTACTTTTAGTAGAGACAGGGTTTTACCGTGTTAGCCAGGAT 

AGTCTCGATCTCCTGACCTCGTGAGCCGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCATGAGCCACCGTGCCTGGCCACGTCCCTATTTTAGA 

AATGAGAGGAGTGACTGCACATAGGAAAAATGCCACTTTTAGCAATTCAA 

AGTGGAAAAACTTCTTTTATATAAAAATTATCCCAACTCCCACCCCTTGG 

CTCTCAGTGTTGCATCTCCCACAGAGGTAAAGTTGTGCCATTTTCCCACG 

GCTTTAAACAAAGCAAAACAAAACCACCAATCCTAATAACCCCCCTCCCT 
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GCCCCGTCTCCACGCTGTGCGGAGAGGGCTCTAGCCCCTCAGTCGGACTT 
TTCCTTCTCCTTCATGTGCAAGAAGACGATGCTGAAGATGAAGAGCCCCA 
GCATTATGGAGAGGCCGNTGCGTAGAAGGGTAG 
>Sequence 653 

CCGGCCAGGTACAGAGTTACAGAGCATAATTTTAAACACTTAGTTGCAGG 

TATATAAGTATGGTATGTTTCATGGACTGGAGACTTTGCCTGTTCATTTT 

TTAAATATTATTrTCAGGTCCTTTGCTTACCAAAGGAGGCCCAATTTCAC 

TCAAATGTTTTGAGAACTGTGTTTAAATAAACGCAAATGAAACGAAAAAA 

AAAAAATACAAAAAAATGGGAAAAACAAAAATAAAAGAATTAA ATATC AA 

ACATATAAAAAAAGACGCCCTCC(XGGGGGGCGCACAAACCCTTTTTTTT 

CTTTTCCACAAAAAACGTTAAAATAACGCTAGGCCTTCAAAAAAGTGATA 

GCACTTCGCCCCGAGAAATTAGCACCCTTCTCAAATTGCTCCAAAAAACG 

CGCCACCTTGTTAAAAGGTTTTTTGGTGGGTTTTGCATGCGGATATTCTT 

AAAAAAAAAAAACCTCCGACTTTTGTGC 

>Sequence 654 

CCGGGCAGGTACCCGAGACTGGGAAGAAAAAGAGGTTTACTTGGACTTAC 

AGTTCCACATGGCTGGGGAGGCCTCAGAATCATGGCGGGAGGTGAAAGGC 

ACTTCTTACATGGCAGCAAGAGAAAATGAGGAAGAAGCAAAAGTGGAAAC 

CCCTGATAAGCCATCAGATCTTGTGAAACTTATTCACTATCACAAGAATA 

GCATGGGAAAGACTGGCCCCCATGATTCAATTACCTACCCTTGGGTCTCT 

CCCACAACACGTGGGAATTCTGGTAGATACAATTTCAAGTTGAGATTTGG 

GTGGGGACATAGCCAAACCATATCATTCTACCCCTGGCCCCTCCAAATCT 

CATGTCCTCACTATTCAAAACCAATCATGCCTTTCTAACAGTCCCCCAAA 

GTCTTAACTCTTTTCAGCAITAACGCAAAAATCCACAAGTCAAAGTCTTA 

TCTGAGACAAGGCAAGTCCCTTTCACCT 

>Sequence 655 

AGGTACAGGAGCTTGAAGCCGAAAAGGGTGAGGATCACTTCTACAGAGAA 

GGAGCCTCGGTCCACAAAGTCACCATTAAATATATAGGGGTTGGTCTCCG 

AGGGTAAACCGTTGAGCTCGAATATGTTGAGGAGGTCATAGAACTGGCCA 

TGGGTGTCCCCACATACTGTAATCTTCTCTGTCTCmGAGTGTGGT TTC 

CACGAGCGTGCTCAGCTTGGAGAGGACCrCTTTGACCrGTACTGAGTTTT 

ATTATCTCCAATAATAATGGTCTGGAACTCAGGAGGATCATAGTAAAACC 

TCCAGTGAAGGTTAAAATTCAGGCCTGTTGATTTTTTCnTCGTTTTATGT 

TTTCCAGCAAGGATATCATAAGGACCAACTAATTGAAGTCCAAGGCTTGC 

AGAAAGTGAATCAGATGGCTTTTCAGGATCAAGTTCTTCACAGAACTTTC 

AAAAGTGATAGAAATCTTCAGGTAAAGAAA 

>Sequence 656 

CCGGGCAGGTACTCTCCCACTGGAACTCTGGGGCCCACTGAGGCACCATT 

ATTGGGGATTTCAGCKjTGGCTGGGCACTGCAAACTGCTCCCTCCTCTGTG 

GTCCCTGAAAGAGCCCCACACGCCTGCTTCAGACGTGTCCACGCACACCA 

GTCCTCACAGACACACACCCACATGCTTGAAGCCAATAATATGGTTCGGA 

CCTTTGGCGCGTTATAAATAT 

>Sequence 657 

CCGGGCAGGTACAGAACTGGGAAACAACACTTGGTTAGTCTCTTTTAAGT 

TACAAA AAGCC AATTG ATGTTTCTTATTC 1 1 1 i I AA ATTTTA AATATTTT 

GTTATAAATACTCACAGGATACCTTATTTCCCTAGCTATCATCTCCTGAC 

TTAATGTTTTTTAAACCCACCAATATAAATTTAATTAAAGATATATGTTG 

TAAAAAAAGAAAAAAAAAAAAACCTCGGCCGCCCGGGCAGGTACTCTCTT 

CCCACTCTGCGGTTCTGCCAAGCACCTTGCCTGGGCACTTGTGTGTGTGC 

AAGACTCTACAGTGTGTTGTCTGCTGCriinH'rrrri-lTCTTCTTCTGGT 

TCAATTGGCAGCTTTGTTTCCTAAAGTGGAATGAACTGAAGATACAATCC 

TAATAGAAGATAAATACCCATAAGCTGAAAAAAGAGACAGAGAGCAATCA 

TGTTCAATGTCACCATCCTGCCAC 

>Sequence 658 

AGGTTTTTTTTTTGTCTGAGTCCTCTGACGTCCTGCCCAAGAGAACAGCT 
GCGGCAGCCCCTGCCAGCCTACCCCTGCTGCGCTGCCCCAGAGCCTGAGA 
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aggaggccgctatgcaggggagcactgggaacaggagaacccactgaggc 

ttaatcctaagccctcaatcccacctggggaggataactacctggggaac 

ccccctt tck:ccaatgcctaccggttacaaaaacaaattcaattgctttt 

tttttttggtcccaaaataaaaacctaagcttagctcttgccaatcgtta 

ctgggaaaatgataataaaggggggggggggacactgccccgggacggcc 

cgcctctaagaactagacggaatccccccgggcctgcagtgaaatatcga 

taatcaaagct taat ctggtacccggcaaacctcggagggggggggcccc 

gggacccc^gcttttggttcccttttaagggaggggataatttgcgccgc 

ttgggcgtaaaan 

>Sequence 659 

CCGGGCAGG ITT 1 11 1111 rTTTTTTT Tn 1 Ml 1 11 ITIT AACAGGAGG 

AAAAAAAATTTAATAATATATGTTTGCACAGGAGTTCCACGAAATATGAG 

ACTCCAAGAAGGGTCAGATGATTGACACTCATACACCATCGTGAGCTATC 

GAAAAGAACGGCAGTTTGGGAGTTCTGCAGGGAGTTGACCACAAAAGTGG 

GAGAGTGAAGGGAAGAAGTGTGTCGTGAATAAAGCTTGGCTGGTTTTCAG 

ATAAAAGGTCTTGCGAGTGGCCAGGTGTGGTGGCTCACTCCTGTCACGTC 

CCAACACTTTGGGAGGCCAAGGCGGGCGGCTCATGAGGTCAGGAGTTCGA 

GACCAGCCTGGCCAACATAGTGAAACCCCGTCTTTACTAAAAATGCAAAA 

AATTAGCTGGGCATGGTGGCAGGCACTGTAATCCCAGCTTCTTGGGAGGC 

TGAAACAGGAGAATCAC 

>Sequence 660 

CGGGCAGGTACTGTCTGGGCTGGGGGGGACACTGTCCAAGGGAGTGGCCC 
CTATGAGTTTATATTTTAACCACTGCTTC^ 

TATTTATCCAGTTATATCTACATATCTGTCATCTAAATAAATGGCTTTCA 

AACAAAGCAACTGGGTCATTAAAACCAGCTCAAAGGGGGTTTAAAAAAAA 

AAAACCAGCCCATCCTTTGAGGCTGAn i 1 TC 11 T ITH TAAGTTCTATT 

TTAAAAGCTATCAAACAGCGACATAGCCATACATCTGACTGCCTGACATG 

GACTCCTGCCCACTTGGGGGAAACCTTATACCCAGAGGAAAATACACACC 

TGGGGAGGACCT 

>Sequence661 

AGGlil 1 rTTTTTTTTTTTTI 1 1 1 1 1 ri 'TTTT 1 TTTT TI T1 TTTTTTTTT 

TTGGCCACGAGGGGGGTTTTATTTTCATTATTCATACAAATAATTTTCTA 

TAATATCCCGGGGCAAACCGGAAAATTTGGCAGTCCGATTGGGGGGGGGT 

CCCTTAAAAGACCCACAGGCCGGTGGCATTGGCGCGGAGTGCCCAGGTTC 

ACAGGGCAACTTGGGGCTCGTGTCCATTTTGCAGGGGGCTTTTCCTCCAC 

ATAACAACTGGGGTCTCAAAAAGGACGGGGGTAGAAAATCCTCCAGGATC 

TTAGGAAATT TCAC TCCGCTTCTCCTGCTCAAAGGTCTCTTTGGTCGGCA 

GGGGGGGTTCTTTTCCTGCGTTTTCCGTTTTCTTTAACnTGGCCTTATTG 

AAACTGGGCGATTTCCCCATGTTTGOGTTTGCCGCCCATTTTTAAAACAA 

TCGGGCAGTCTTT 

>Sequence 662 

AGGTACAATTTCAATAATAAATTAAAAAAATGAGTAAAGTAAGTCTGAGA 

GAAGTTCATAGTCACTATATTACTCAATGACATTTTTCTGCCTTCATTTC 

TAAGAGTTCATCTGATCCAAGGTCTGATCATCTTCTTGACAGAAAAACTT 

GTTTTGACAGCACATTTGAAATGCCGAGTGTTTTGTTATGTCTAAGCAGC 

AGAGTGATGTTTGTTAATAACAGAAACACTTTAAAAAGAATCAATTGCAA 

TCAAGAAGTGTTGATGAACATTTGGACAAATGTAACTGCCCCNGGGCGGC 

CGCCCGGGCAGGTACAGCAAGTTTTCATGTCTTTTTTTAATAAATAGATT 

TCTAGGAGTCAGTATATATTTAATACTCTTCTTCCTTAAGAAATAAGAAG 

TTITAGGTCAAGTGTTAAGCTTTATCACTTTGACACTGTCCTTATCTCAC 

AAGGAGGGATTTAGAAAGGACCTT 

>Sequence 663 

AGGTACAGAAGAGAGAAATTCAAACAAAATATTGCTGTTCTTCAGTTTTG 

TTTGTGGAATTTGAAATTACTCAAATTTAAAA 

>Sequence 664 

AGGTACTTTCAGTTTCATATTACTCTAAATCCATTACAAATCTGCTTAGC 
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TTCTAAATATTTCATCAATGAGGAAATCCCAGCCCTACAACTTCGGAACA 

GTGAAATATTAGTCCAGGGATCCAGTGAGAGACACAGAAGTGCTAGAAGC 

CAGTGCTCGTCAACTAAGGAGAAAAAGAACAGACAAGGGAACAGTCTGGA 

CATGGCATCAGAGATCCACATGACAGGCCCAATGTGCCTCATTGAGAACA 

CTAATGGGCGACTGATGGCGAATCCAGAAGCTCTGAAGATCCTTTCTGCC 

ATTACACAGCTATGGTGGGTGGTGGCAATTGTGGGCCTCTACCGCACAGG 

CAAATCCTACCTGATGAACAAGCTGGCTGGAAAGAAAAAGGGCTTTTCTC 

TGGGCTCCACGNNGCAGTCTCACACTAAGGATTTGATGTGGGGGTGGGCC 

CCACCCAAGAA 

>Sequence 665 

CCGGGCAGGTACACGTGGATGGGGCAGTCGGTCTTCTCTGGGCAGTTGTT 
GTTTCTCTCGGTAGTGTCCGGCGAGATGACCTCCTGCTGCTGGGCCTGGA 
TGGCCCCCAGGATTCCCCAGAGCAGGAGCACGGAGCAGGTGCCCTGGAGC 
ATCTTGGCAGCACCTGTGGCCCTGAAGTCCTGGTCCCGAGGAGGCACCT 
>Sequence 666 

AGGTTTTT TTn I l i t 1 1 1 1 iGGCAGTGAGGACTTTATTGGGGAGGGTGA 

ctttggcttccagaaaagagggaaggtggggacctagtaacaataaccat 

ttattccaaggaggccctckk:cctgaacccggggttccx:acaggaatcag 

ggaggcacctgagtcccccaggaccagggcatcccaaggcatcatggcag 

CTGCGTTGTTCAAAAGGAAGTITCATTGAGCTTCATCTTGGGAGGTGTNG 

AGGGGAGTGCCGAGACCGCTGGAGGGCCACGGGGCTGGTGTGGGTGGCCG 

TCGGAGGTCTGGCCCACTCCGCACCAGTTCCTGGCAGCGTTCCACAAAGC 

TCCCCCCACCACGGCGCCGGGCCTCAGCCTGCGGGCKjGCTTGGGCTCCCA 

CGGTGGCCAACAGGGAAGGTGTTGCTGGAGGCTGAGTGGAGGCTGTGAGG 

TAGACCGGNTGAGGGGCTTTTTNAAACAGCCCCAAGGGGAGCTTTAGGAG 

CCCGTG 

>Sequence 667 

AGGTCTTCCTCCTCGTCCTGCCGCAGGGCCAGAACCCCTGACGGTATTCA 

GCTGCGCGTAAGTCTGGCCGGTGCCATCTGTCTCCGCAATGCCCCCCAAG 

AAACAGGCTCAGGCCGGGGGCAGCAAAAAGGCGAAGCAAAAAAAGAAGGA 

GAAGATTATCGAAGACAAAACTTTCGGTTTGAAGAATAAGAAAGGAGCAA 

AGCAACAGAAGTTTATCAAGGCTGTCACACATCAAGTTAAATTTGGTCAA 

CAAAATCCACGTCAGGTAGCACAGAGTGAAGCTGAAAAGAAATTGAAGAA 

CKjATGACAAGAAGAAAGAATTGCAGGAGCTAAATGAGCTGTTCAAACCTG 

TAGTTGCTGCTCAAAAAATAAGTAAAGGTGCAGATCCCAAGTCTGTAGTA 

TGTGCATTCTTCAAGCAGGACAGTGT 

>Sequence 668 

AGGTACCCCTGTTGGTATCTAGGAAGTAACTAGCTTG<nTITGATTTTAC 

AGGCTCATAGGTGGAAGGGACTTGCCTTGTCTCAGATGAGACTTTGGACT 

GTGGATTTTTGCGTTAATGCTGAAAAGAGTTAAGACTTTGGGGGACTGTT 

AGGAAGGCATGATTGGTTTTGAATAGTGAGGACATGAGATTTGGAGGGGC 

CAGGGGTAGAATGATATGGTTTGGCTATGTCCCCACCCAAATCTCAACTT 

GAAATTGTATCTACCAGAATTCCCACGTGTTGTGGGAGAGACCCAAGGGG 

AGGTAATTGAATCATGGGGGCCAGTCTTTCCCATGCTATTCTTG TGAT AG 

TGAATAAGTTTCACAAGATCTGATGGCnTATCAGGGGTTTCCACTTTTGC 

TTCTTCCTCATTTTCTCTTGCTGCCATGTAAGGAAGTGCCrnTTACCTTC 

CGGCATG 

>Sequence 669 

AGGTACCTTTTGGGAATCTAATGTATTGTAAGGTATTTTACACGTGTCCT 

GATTTTGCCACAACCTGGATATrGAAGCTATCCAAGCTTTTGAAATAAAA 

TTTAAAAACCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTGCCC 

GGGGGGCCGAGGTACAAGGAGCTAAGGGGCCCATGGAACAGGGTTGAAAT 

CAGCCCCAAAAACCCGATTTTGGTCAAGGGGAATCTAAAGCTGGCCAAGG 

GTTTAATCCCCCATTTTTTAAGGCTGTTCCGGAGCACGGAAAACCAAGTG 

AACTTTTAAAAGGGGGAAAGGGCCAAATCTATTATAAAGGCCGGGGGAAA 
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AACACACACAAAAGOTTTAACCAGAAATTTTTTTGGAAAAGGAACCCGGG 

AACCAATTAAAAAGGTTGGGGT 

>Sequence 670 

AGGTACAAACTGGATCTATAGATATTTTGAACTGGACCAGGTGGGTATTG 
AAGTAACCCATCAAAATATGCTCTGCAGTGATTCCGCTTAATGTTTAAAT 
TCAGTAACGTCTTTTTTn mTTTI 1 1 1 i 1 M 1 1 1 1 r TCCTT T n 1111 

ni'iuirriuiTiuii-iTni-rrnTrn'iiiii'ri'ri'i'rri'i'i'rj'rrrr 

CCCCCCATTATTAAGGGGGCCAAAAATGTrrrillUl'AATTAATTTTTGA 
AAACC C ACC TTTTTATTTTTCCGGG' mTTm ATTTGCAAACTTCTTTA 
AAAAC TTTTCCA AATGTTCACATTTTTAGGGCTAACC 1 Tl TH TAAAAGT 
TT TTTGG TT CCAAA TGTTTTTATAAGGGGGTTTTTAAAAAAGGTTAAAGC 
CCm 1 1 1 CCCT TTTAA AAATT H Tl ' 11 T 1T1 GG AAATGGGCCCCCCTTTT 
ATCTTTGAAACTTTTA 
>Sequence 671 

AGGTACTGGCCTGCACCAGAAGATGTCTGCATTACTCATTGCTAAAAATG 

TGTAGCACAGAACTGCACTAGGATTAATTTGTTTACAAGAAGAAATTTAA 

ACTC TACG TTTGGTTTTCACATACAGCAGCTCTATTGAATAACATGCATC 

TGAATTTTAAGTTGCAAAGGTATCTGAATAAfrmCATGTGCATCT^ 

GTCGAATGTTTTGGTTCAAGAAAGAATGTTTAAAGCTTTTTAAAAGAC^ 

CAGTTCTTAATGTAACTGTACAAAATTAGTTGTAAAAAATAACATAATTT 

ACCAGTAAACCCACTCATATAGAAATGTGCAAAGCCTTTTGATATAAAAA 

GTTTTGTACCTGCCCG 

>Scquencc 672 

AGGTACTGAAGCCAGCCACGCTGCGCCCGGCCCTGCCCCGGGCCTTCCTC 

GTGCCTGGGAGGTCGTTCTAGGGATGCTCCTGACCTCCGTCTCTTGGACC 

TAAGATGGAATGTGTCCCCAGCTCAGGGATTGCCTGAACCAAGAGGCCAG 

GAGCCCCCATGGGCCGCCCAGTACCTGCCCGGGCGGCCGCCCGGGCAGGT 

ACAAAGTGCTGCAGTAGCCGGTGAGCAAACTCATGTGTGGCTCCATCTCG 

GCTCCCTGTTCTTCCTCAGGAATCCACACAGCTTCCCAAAGCACTGTTGA 

TGCAGGAAATCTAACCTGCCTATTCAGCCCATCCCTCTAACCACATCCA 

>Sequence 673 

CCGGGCAGGTACAATAAATCCTACAGGAATAATAACAACAGAAACATATT 

AACAGTTTCCTTTGGCAAATTTAACGGAAGTGAATGCTGATGTGAACATA 

GAAAAAATAATTACAAAAACATGAAAAATGGAAACGACATAAAAGTTAAA 

ATAAAGGGATATTTCTAACTTTTAGACTGATGAAAGAAATGTCTGAGGCC 

ATTAAATGCAAAAAAGAAATACATTCTCITTAAATTATTGTGTACCT 

>Sequence 674 

AGGTTTTGCTTTTTTTTGAAAAAGGTAAGTTGCTGATTAAGTCTAATTGG 

AATTGATAATTCCATAGTCTTAGATTAAAATGAGGATATTTTCTCCTAGA 

TTTTCTCATGTTATGCCATGCATTTATATATCTAACCATTAATTTCACAC 

TAAGGATGCTTCACCATATAATAAAAGGAGCAAGATGGAAGCACTTTGAA 

TmCTTTCATTGAGAATAACTGTTTTATGTAAGAATCTGTATTTATAAC 

ACCAGATATTAAGATAGGCITCCATTTTTTAATGCAAGCCACTTACTTAA 

TCTTGTATTCTTTTTCA 

>Scquence 675 

AGGTACACTTC TGTC TTCAAACTGTATCTTCTTTGGATGGAATTAAGATG 

TAACTGTATAGTTTTAAGATAAATAAATGGGAAGTTGGTCCAACTAAGAT 

GACAGCAGATATATTACATGCAGGATTTAATATTTTCTAATTCTCTCTTT 

TAAAAAAAAGGATGCTGTTGGATTGGGAAAAAAAAAGTCAAAAAAGAACC 

CAGATTCAATATATAAAAATGTCCCACAATAGGTCGACAATGGCAGTAAA 

AATAAGAGGAAAAAAGTAATCTTTCTGGAACATCATTTTTCAATAACATA 

GAAACACTAAGTGCCAGGAAGATTCCTATTCATGTAATTTTAGCAT 

>Sequence 891 

ACAAACATGTGCCACGTCACCACACAAAACCAAAGTCTGCTCAGAGAGGT 

CKjGCTATGGTGTGCAGGCTGCAACCTTTCTCTGCAATTGTTAAGTCTTCA 

AAAATCTGAGTTCCTCACATAAAATTCTGTGCTGTGGCCAGAGCTCGTTT 
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TACCATTTTCTTAGATTCKjATCACTTTTAGGATCAGCTTCGTTGTTCTnn^ 

GCGTAGACAATGACTCTCACAGCTTTCTCCAAGTGTCCCAGAAGCACTAA 

CTTACTGAAAATAGAATCTCATCAAAGCTTAACATATTCACTCTGAAAAC 

AGCGGAGCTGCTGGGTCGCTTAAGGAAAGCTGAGAACCTCAAACCTGTGG 

AAAGGAAAACCAGTGACCACTTGTGGCCTTATAAAGTTGAATTGCAGGTG 

AGGAAGGGGATCTCAAGAGGAGAATCCTAATTTCAAAGACATGGGAGATT 

TGTCCCTAATGTTTTATACTAGTGCTCTAGTTAAATGGAAAA CCTTC CTG 

GATGGGGAAGATCTGAGGCTAATCTGGATCCTGGAACTTTCATTTTGGCC 

ACCACCATCTTCCTGTG 

>Scquence 892 

CCGGGCAGGTACAAACATCCACACCAGAAGAGCAAGACTTAGAAATGGCA 

TCAGAGGGAGAGCAAAAGAGGCTTGAAGAATATGAAAATAACCAGCCACA 

GGGAGAGAATGGGTCATAAAATCAACCCAACTGGCTATCAAGAGAATTAT 

ACCTTGCAGAATGGCACCTTTGGTATTAGCGTACCT 

>Sequence 893 

AGGTACCCCAGCCACATGGCCTTCATCCTTATGACCTAGCAGGCAGAACA 

GGGACCAAGCAGCTTCTATTTTGTCAAACTCCTTTGGACAAATATTCAAC 

ATTCAACAACAAGCTTTGTAAACCTAACGCTAAACAAGTCATGGCAAGCA 

AACTGGATTTTCTTAAGAAATGAGGAAAAGTGCAAGTGATCTCAGTACCT 

GCCCG 

>Sequence 894 

AGGTACTTCTTTGCAGTATACAAGGACTAGCAGTTAATATTGACCCAATC 

TTATATACGTGGCTCATCTATCAGCCTCAGAAACGAACGAGTAGACATAT 

GCAACAGCAGCCTGTGGTAGCTGTTCCTCTTGTTATGCCAGTTTGTAGAA 

GGAAAGAGGATGAGGTGTCTATTGGAAGTGCCCCCTTGGCAAAGCAGCAA 

TCATATCAGGCCTCTGAATATGCCAGCAGCCCTGTAAAAACAAAAACGGT 

AACAGAATCCCGTCCATTGTCAGTTCCTGTTAAAGCCATGTTGAATATAT 

CTGAAAGCTGTAGAAGTCCTGAAGAAAGAATGAAGGAATTTATTGGAATT 

GTTTGGAATGCAGA 

>Sequence 895 

CCGCKjCAGGTACTTACTTGATGTGACTCTCCTCTCATGCCTGGGCCCTGC 

TTACAGGTGTGATTGTGACACATAGCTTGGCCTAGCCCCTAGGTTATGTT 

ACTCTCXrrCTTATCCTTCAGTTATTTTCACAAGGGGCATTGTGACATATT 

GCTGGACTGGGAACCCAGGTGATGTGACTCTCCTCTACTGCCTGAAATAC 

AACCAAAAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 896 

GAAATGCGGGGAACGCCCACCACAAGTTGANGGAGGAACGCACCGCCGNG 

GCGGCCGAGGACNNGNCAAAGGCGGGGCAANGTATTCGNCCCCACACACA 

NAGGCAGNNCCAGANNNCAACAGTGCANCAGANGGGGGGAAGANGCCGAC 

AAAAGGNGCAGCCACAGNNNCGNNNGANCNCCAGCNGGGNCCCCNGACCA 

AAAGNGCACCNGAATTTGCGGCCGTTTTAGAACGGGGGGGGGCCCCCCCC 

AGAAAAAANNCGANATCAAGCTTACCGCCACCGTGGGCCGCGAGGGGGGG 

CCCGGAACCCAGCCGCCGGNCCCAAAAGCGAGGGGAAAGCGCGCGCGAGG. 

CCGAAACACGGGCAGAGGTCGCGCCCCGCGAGAAAAAGCCAACCGCGCAC 

AACACCA 

>Scqucncc 897 

CCGGGCAGGTACGCGGGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAAC 

TTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

TAATTTTT 

>Sequence 898 

AGGTACGCGGGGGACGCGCGTCTGTGGAGAAGCGGCTTGGTCGGGGGTGG 
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TCTCGTCKjGGTCCTGCCTGTTTAGTCGCTTTCAGGGTTCTTGAGCCCCTT 
CACGACCGTCACCATGGAAGTGTCACCATTGCAGCCTGTAAATGAAAATA 
TGCAAGTCAACGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
>Sequence 899 

AGGTACLTril^iririlTnrri-mCAGGTCTCCAGGAAAGATAGTTA 

AGGCTATGCTAGTGTAAGTCTTTATGGCTTGCATGGAACCAGGCAGGCTA 

CTGCTTTCTOCTGTGTGGCCTGGAT(XTTTTGTTGTAGAATAAATAACTG 

CAATAGGAAA GAAA CACATATATAATTTTATTCTCCATTCACAGCCCTTT 

GGGTTATAGTCTTTTCCCATATAGCAGATACTATACTAAAAAAAATTGGG 

GTGGAGGAATCTTCACTGACATCACAAGGTGATTTTTGAATCCGACTTTT 

ACAGTCTGAAATTCAGACTTCCTGCCCTACTGCAATGGGAGTAAAAACCA 

CCTGAACCT 

>Scquencc 900 

AGGTACGCGGGGGTGGCGCCAGGGATTTGAACCGCGCTGACGAAGTTTGG 

TGATCCATCTTCCGAGTA 

>Sequence90i 

AGGTACAACAGTTTTTTAAAAGATTTCACTGACATTTGCAACAATTTTT^ 

TCTAATTTCTTTTGGTGCCATTTTAGTAACTTAACAATTGCTTTAATAGA 

CAAAACTCAATCATGCATGATCAATCACAGGTGAGAAAATAGAGGCGTGC 

TTACTAATGGCAGCAAAAGGCTTCTGTGGGGGTGTGCGGGATGGAACAGC 

TAGCTAGCTAGAAAGGGGCTTCTTTATAGAGGGACTCCAGTGTCAGGCAG 

GGGCACTGAAATCTAGGGGTCACCAAGGGCCACAGCACAGGGGACTGAGG 

GAGAATCCAGTGGCTGGAACTCTCCTCACCAGTCACGTGCCTTCAT 

>Scquencc 902 

ATGACATGGCTCAGCTTCGGTTTAAAAAAGGTCAGTGTCTATCTGGAAAT 

TTCTACGTGAGAGGTGATGGAACCAGAGTTTACTTCTTCACACAAGAGGA 

ACTGGACACGCTTTTCACCACTGCTGGACTGGAAATAGTTCAGAACTTGG 

TGGACCGTCGACTGCAGGTGAACCGAGGGAAGCATCTGACAATGTACCTC 

TGTCGT 

>Sequence 903 

AGGTACGGCCACAAGAGGGTAAGAAATTATCGCATGGTCTAATACCAAAT 

TTTCCCCCAAATAGAACCTACCAAGAGATCGAGCAATCAAAGCGTTATCT 

GTCAAAGCAATTCGCTTCTTATTGATTTTGCCATAACCACGCTTGTAGAT 

TAGTTCATTTACTGACTTCAGATTGGGGTACCTGCCCG 

>Sequence 904 

GGCTTCNAGTTACTCCCCCAAGGCTGGAAGAGNGACNCACCCGCGNGGCG 

GCCGAGGNACGhfNACNCCGCTTTTCAGAGNAGANNACGCNNACGCCCCCC 

CACGCCCNAACNNGGNCCAGAAGCTTTTCNCCAAGCNCCCAGCCNGCCCC 

ACAGAAAAACGANNNCNCAGCCCNGGANAGGNNCCCCACAGANCNGCNCA 

NC AACNCNGGCNCCNG ACCCNCNCT V 1 TTTI TG ACCGCGGCCCANNCCCA 

CCCCCAGCGAAAGGGACCACAGCNNCCACNANGGCAAGGGNNNAGGAAGG 

NCCAAAGGGCNCNNCAGNGGGNACGNNCAGCNGGAGNGNCANCGNAANNN 

GNGNGCCNNCNCAGNWAGGGGCAAGNNAAAGAGCANGANGAANGNNNGA 

AG 

>Sequence 905 

CCGGGCAGGTACTCCCTCCAGACATCCGTATATTGGCCTGGGCCCCTGTA 

GAACCA AGCTTCAGTGCTAGGTTCAGCTGCCTTGAGCGGACTTACCGCTA 

\ \ i i l l CCCTCGTGCTG ATTTAG ATATTGTAACCATGGATTATGCAGCTT 

AGAAGTATGTTGGCACCCATGATTTCAGGAACTTGTGTAAAATGGATGTA 

GCCAACGGTGTGATTAATTTTCAGAGGACTATTCTATCTTGTTAAGTACC 
T 

>Sequence 906 

CCGGGCAGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTGCA 
GAGGTGAGAGAATGCTCTTTGGTTGTGCTACAAGTGCCCAAGGCCCAACA 
GTCCTTTTCTCTACAGCTTCTCCTCTCCTTGCAGGTGATTCTGGCGGCCC 
CTTGATAGTTCACAAGAGAAGTCGTTTCATTCAAGTTGGTGTAATCAGCT 
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GGGGAGTAGTGGATGTCTGCAAAAACCAGAAGCGGCAAAAGCAGGTACCT 
>Sequence 907 

CCGGGGAGGTACAAAGTGAGGAGGCAAGACAGGTGCACAGAGCATAGCTT 

TGTCCCATCTCAGGAACCCTGGGTTCCACCCCAGCTCCTGATCCCAAGAG 

ATACGTTTCCCGGGACTCCAAGGGAGAGCTGAAACACTGGTCAAGCTCAG 

AGCCCTGAAGCTCTTTCCCACTCCCCGCGTACCT 

>Sequence 908 

AGGTACTTAATGAGGCTGTATTAAGGAGAGTAACAAGTTCTAATTCTTGA 

CCCATCAAATTCTTAAGGTGAAGCTGAGGACCAGGAAGAGAAAGAAGATG 

CTGAGAAAGAAAACATTGAAAAAGATGAAGATGATGTAGATCAGGAACTT 

GCGAACATAGACCCTACGTGGATAGAATCACCTAAAACCAATGGCCATAT 

TGAGAATGGCCCATTCTCACTGGAGCAGCAACTGGACGATGAAGATGATG 

ATGAAGAAGACTGCCAAAACCTTGAGGAATTTATCTTGGCTGAGCCAAAT 

GCCC AAAGGGGATTACCCCTTTTAGCCCCCA 

>Sequence 909 

CGGGCAGGTACGCGGGGGAGTCCCCTCGCCAGATTCCCTCCGTCGCCGCC 

AAGATGATTGTGCGGGGCGCCCTCCGCCACGCAGCCGGCCACCGCCGAGA 

CCCAGCACATCGCCGACCAGGTGAGGTCCCAGCTTGAAGAGAAAGANAAC 

AAGAAGTTCCCTGTGTTTAAGGCCGTGTCATTCAAGAGCCAGGTGGTCGC 

GGNGACAAACTACTTCATAAAGGTGCACGTCGGCGACGAGGACTTCGTAC 

CT 

>Sequence910 

CGAGCGGCCGCCCGGGCAGGTACAGAGGTTACCCAGTGTTGCATTACTTT 

TAAATGATCTTAAGAAGCATACAGCTGATGAAAATCCAGACAAAAGCACT 

TTAGAAAAAGCTATTGGATCACTGAAGGAAGTAATGACGCATATTAATGA 

GGATAAGAGAAAAACAGAAGCTCAAAAGCAAATTTITGATGTTGTTTATG 

AAGTAGATGGATGCCCAGCTAATCTTTTATCTTCTCACCGAAGCTTAGTA 

CCT 

>Sequence 91 1 

AGGTACCAACTGGCCTCATCCTATATTCACTTTCGGCCCTGGGACCAAAG 

TGGATATCAAACGAACTGTGGCTGCACCATCTGTCnTCATCTTCCCGCCA 

TCTGATGAGCAGTTGGAAACTGGAACTGCCACTGTTGTGTGCCTGCTGAA 

TAACTTTTATTCCAGAGAGGACAAAGTACCTGGCCGGGCCGG 

>Sequencc912 

AGGTACCACCCATGTGCAGGAGACTGCAAGGAAGCTGTTATTCAAAGGTA 

GAACAGTCAGCCTTGTGCTTGAGTCCTGCTTTTATGCTTGCGTGTTTCAT 

AACAAAACACAGAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATTCC 

AAGTAGCTGACTACTTGTACCTGCCCG 

>Scquence 913 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGCAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAAAAAAA 

ATTTAAAACAGCTATTAAACTGAAAGCATCTGTAACAAAAAAAAAAAAAA 

AAAAAAAAGTACCT 

>Sequence 914 

ACAGGTCAGAGTCTTCTTTTCTTTTCTTTTTGAGATGGAGTCTTGCTCTG 

TTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAATCTCCAC 

CTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAACTGGGAC 

TACAGGTGCGCGCCACCAAGCCCAGCTCATTTTTGTATTTTTAGTAGAGA 

TGGGGTTTCACGATGTTGGCTAGGATGGTCTCGATCTCTGGTCAGAGTCT 

TTTCTGTAAATATCCTTGGTAAAGAAGCAATTTTAGACTGTAGCTGTTGC 

AAATGCTTTAAGGAAGAAGCAAAACAACTGTCAGTA 

>Sequence915 

AGGTACCATCGATCCTAGTGGGACGCGATCCAAAAATATGCCTATTAAAG 
ATAATTGCTTTGGTTATGTTTAATGGGAAAGTCTATCTGTTTGGCTAAAA 
AGGGGACCAAGATGTTCTGCCATCACAAATTGACCAACAGAATTCTTGTT 
TCTCCTGATACTCCAGTAAGAAAAGACACGTTACAGACAGTGGAGTCAAG 
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TCCAGCCACAGAAATATTCAAGAAGAAGGTGTAAATATTGTTTTGCCTAA 

AAGTAAATCTCCCCAGATGTGGACAAAATCACTTTCCAATACCCAGTTTG 

CTTCCCTGGCCAATCTTAGGGCAGAGAAGATTAAGGTGGTGAAACCATCT 

TCTTTT 

>Sequence916 

tit rrm tccti t r n tgta aacctatttattggtttgcgg aa aac act 

CATATAGGTCGAATTGGAGACCCCCGCGGTGGCGGCCGAGGTACAAAGTG 

TCTTTATGTCCTGTGTTTAACCCCTTAACATACAGAACCTAATTTTACTG 

CATTTTAATGTTAATTCTCCACTCGAAGGTGAACATGGGATGTTTGTAAC 

ACATATTGTTGCTTATCAAGCACACATATGACCCCCTTTCATGAATATTC 

ATTAGTTCCCCCTGTGACCCTGTTGAATATGTCTGTTTAGCCAACCTGTT 

TGGGATAAAACTCTTATCCCACTCTATTTTCCTCAAAGTCCCTGCCCGCC 

>Sequence9I7 

AGGTACACTTTGCCTGCTCCAGCCCTGGAATCAGCCATTGCTGCTGTGCT 

ATCCTTGACAGAACTATAACCTGAATTTAACAAGGAGGAAATATCAGGCA 

AACACAAATGGAGTGACATTCTAGTAAACAACTGATCAGTACTCTTTAAA 

AATGAAAGACAAAGAATGACTTGATGAATGAGTTCAGATTAAAAGAGACC 

AAAGGACACGCTACAACTGTAACTTGAACGCATGACTGTTGGCTGCGTTC 

TTGCATTGGAAAAAAGTGTTACTGATGAAATTTGAATTTCGTGTCTAGAT 

TGAGCAATTAAGCAATAATTTTGTTATAAATTGCTTTATTGGGTCATTAG 

I ill 

>Sequence918 

CCGGGCAGGTACGCGGGGCAATTTGGAGAAGATAGAAGTTTGAAGTGGAA 

AACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAG 

GGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTAA 

ACCTGAAAAGTAGGAAGCAGAAGAAAAAAAAAATTATTTAAAANTAAAAA 

GTACCT 

>Sequencc919 

CCGGGCAGGTACTTCATGAAAACTACCATAACGTAAATTCCCCTTCTCTC 

CCCTGGATGGAAGTATCAACTTGGAAGTTACTAGGAAAAGGTAAGGGAAC 

TGACTGAGGACACTAGGCTTACCTTTTAATTTCGAAGAGTAACTGGATTA 

TTTCAGGTTGCTACGATTTCTGCAAACGGAGACAAAGAAATTGGCAATAT 

CATCTCTGATGCAATGAAAAAAGTTGGAAGAAAGGGTGTCATCACAGTAA 

AGGCAAGTGTGTTTGTATTTTTAAAGATAATTTTGAGTTATCTTATGATC 

AAAAGTTTGAGTTATCTGATGATCAAAACTGAATTTTT 

>Sequence 920 

AGGTACGCGGGGCCGTAACTTTCTATCCGTCCGCGTCAGCGCCTTGCCAC 

CCTCATCTCCAATATGCCTGGTCCGACCCCCAGTGGCACTAACGTGGGAT 

CCTCAGGGCGCTCTCCCAGCAAAGCAGTGGCCGCCCGGGCGGCGGGATCC 

ACTGTCCGGCAGAGGAAAAATGCCAGCTGGGGGACAAGGAGTGCAGGCCG 

CACAACCTCGGCAGGCACCGGGGGGGTGNGGCGATTCTACACAGAAGATT 

CCCCTGCGCTTCAAAGTTGGCCCTGTTCCAGTATGGTTATGAGTCTTCTG 

GTTCTTCGCTCCCGCATTTATGCTAGCCCATTTGGGGCGAGGTCCTTGCC 

GGGCCGG 

>Sequence921 

AGGTACTT TTTTC CTT1 rTTTTTTTI TT i' 1' AAGTGCGTTC ATTCTC ACTG 

CTGTTATTGTTTTCTGACAGCATGTCTGAACCAGCTAAGTCAGCTCCTGC 

TCCGAAGAAGGGTTCCAAGAAGGCTGTGACCAAGGCGCAGAAGAAGGATG 

GCAAGAAGCGCAAGCGCAGTCGTAAGGAGAGCTACTCCGTGTATGTGTAC 

CTGCCCG 

>Sequence 922 

CCGGGCAGGTACCCAGTTCCAGGCCTTGACTCTTGGATGGCATTTCTGGA 

CTTGCCCTGGGCCAGAAGGAAGCTCACTGCCCTGAATGGAGAGTTCCAGG 

CCTGGCAGCATTCACCACAAACTGACTAAAGAGGCCCTGGGCCTGAAGTG 

AACATCAGTGGTAGTCTGGCAGTATTCCTTATGGACCTGTGGTGGTGGTG 

GCCATAGGGTGAGGCTCCTCTGCCAGTGGAAGGGGGAGGGAAGAGTAGGA 
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AGGACTGCCTCTTGTAGTTTAAGTTCCAGCTCAGATGCAGTAAAATAGAG 

CATGCCGGTAGATTTCTAATATTTTTCACTTAAGTCCCTGGCTCCTGGAA 

A 

>Sequence 923 
GTAACCACT 
>Sequence 924 

AGGTACATATCACAGGATTAAAACTCCAGTTAAGCAACTGAGCT AATCA T 

TGAAGTAAATTAAAAATACCAAGCITCTTTAACCTATCAATGCTGTTTTA 

GAAGCATCATCCGAACAAATAGAGATTTAGTTATAAATTGCTGGGCTACA 

TTCTGTGATGAGAATTTTGCTTAGTACCACTAGAGGAAGAGAGACTAGAG 

GCCCAAGAAGAAGGTGAAAGTAGAGCTATGTGCCCAAGAAAAACTTGTAG 

AGATGGAATAAGAACTGAAACAATAGTAGAAACACTTGCCCTGAAGAAAA 

AGGATGGAAAAATGAAATAGATTGATTTTTAGCTGGTAGGGAAGAAAGTT 

AACATAGTCTTAGTCGGTTGTGTTTTCTCAAGGAACTGAGAAGCAGGATT 

AGTTTTAGAAATTTGAAGAAGGTAGTGAGAGGTGAAGCCAGCTGGGTCGA 

GTG AGGACTTGGAGA AC I'l l 1 1 TGTCGG ACCTGTAGAGCCTTCTACACCC 

TACCTTTTTTCTGGGC' 1" ITTTT f nCAACCCGCAATGATGTGGCTTTTGG 

AAGGGCGTGAGCCAATTTTTTTCTGGAAACTGGGCCGGAGGAAAAAGCTC 

CTAGGGTCTACTAAGCGGTCTTCTTGAAGAATACTAAAAACCAGGGGTGG 

GGTGGCCCGGGT TTTrAA AAATCTTAGTGGTGGAATTCXCCCCCTCCCGG 

GGGTGGATTCCTCTTTTT 

>Sequence 925 

CCGGGCAGGTACThnTCTTTTTTTTTTTTI 1 1 1 1 1 11 1 1 1 AAGAACAAAAT 

GTTTATTTTTTGGATATAGACATTTAAAACATTCATGTCCAAGAACAGCT 

TCAATCAGGTATACAATAAGAAATAGACTTTAAATCCTAATACAGAAAAG 

GTAACATOAATTTTTTTGAATGCTGCTGTAGACACTAGTGTTAGAAAAAA 

AAGTTTATAAATGGTTTTGCACCAAAAAAATATGCAAAGAAACTTGAAAA 

TAGAAATTGTTTGCCATTTGTTGCTCTGGTTGCTGTTTAATATAGACCCA 

GTGACTGATTGTCrrCAGCACACATCKTAATTGGCCATTTACTGCATTTG 

GCTAATGTGAACCAAAATGTGATCTAGATAGTGCTTTTCACTGGAGGATT 

GACAAACACGCTACATACATTAGTGAATCTTCATACCACCTCAGTGGGGT 

AGCCTAGAAATATTATTATACAGAAATTGAGGCACAAAGAGGTAAGTGAC 

CTTGCCAAAGGTCCCAACAGCACAATTCCTGGAAGGGGAGGGAACTCTTC 

ACACAGGACTTATGTGCCAAAAAGCTGGGCAGGGGCACCCCTTTGGTGGC 

TTTAGTAAAAACCTAGAATAAACTGTAGGTGAACCITTTGAGCTTTAGGA 

CCTTGGGCGGTTTAAAAAAAGGGGACCCCCCGGCTGCAGGAA TTGATAT T 

AAGCCTTTTATTCCGCGGCACTCCTGGGGGGCCCGGGACCCACTTTTTTT 

TCCTCTAAGGGGGTAAAATGCGCCCCTGGGGAAACAAGGGATAAGTGGTT 

CTGGGTGGAAAGTGTTTCCGTTACAATTCCAACCAAAATCAGCCGGGATG 

CTAATAGG 

>Scquence 926 

CCGGGCAGGTACTACGAGTGAGTGAGGCTGGGAGGAACACCAACCTAAGC 

CAGGGTAATGAGGGGGGACTCTTTACCCAGGACCCTGCCCACTGGCCTTC 

CTCTCTTCCAAACACAGGTTCCGGCATACCCAGGTGTGCAAGGCCTCAGC 

ACTGAAGCATGGTGGGGATCTGGCACAAGACCCAGCCTGGACAGAGATCT 

TTGGTGTTCTCTCTGTGGCCACCATCAAGTTTGAGATGCTGAGCACAGCC 

CCACAGAGTCAGCTCTTCCTGGCTCTGGCTGACAGCAGTATCTCCACGAA 

GGGCACAAAGAGTGGCACCTTTGTCATGTATAATTGTGCCCGTCTTGCCA 

CACTCTTTGAGAGTTACAAGTGTAGTATGGAACAAGGTCTGTACCT 

>Sequence 927 

CCGGGCAGGTACTACGAGTGAGTGAGGCTGGGAGGAACACCAACCTAAGC 

CAGGGTAATGAGGGGGGACTCTTTACCCAGGACCCTGCCCACTGGCCTTC 

CTCTCTTCCAAACACAGGTTCCGGCATACCCAGGTGTGCAAGGCTCAGCA 

NCTGAAGCATNGGTGGGGATCTGGCACAAGAACCNCAGCTCTGGACAGAG 

ATCWTTTGGTGTTCTCTCTGTGGCCACCATCAAGTTTGAGATGCTGAGC 

ACAGCCCCACAGAGTCAGCTCTTCCTGGCTCTGGCTGACAGCAGTATCTC 
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CACGAAGGGCACAAAGAGTGGCACCTTTGTCATGTATAATTGTGCCCGTC 
TTGCCACACTCTTTGAGAGTTACAAGTGTAGTATGGAACAAGGTCTGTAC 
CT 

>Sequence 928 

GCGGTGGC CGGCC GCCCGGGCAGGAACTTNAi I T T 1 1 11 rTTTTTT TTTT 

TTTGGCTGCTTTTCCTG A TT H I 1 AACTACTCATACAATAGTCTGGTAAC 

TGGTAT TCTTTT TAAGCAGGGAACTCCTGGATTCAAATACCTGATAATTA 

AAGGATCTTTTGATATTTTGGCAGTTACTCTCACTAAAAGAAGTTACATT 

CAGCAGATTAGAATGATTCATGAGAAATTCTTGGTTAGTAAATATTTAAT 

CC AGATTTTATA A TTGCCTA A ATCTCTTTATAGGTTATTTCTTGCAATAT 

TTCAAGATCCTGAGTCAGCCATGCTTATACAAGCAAACTTTTATTTACTG 

TGTTTCTTTGGGCATCTCTGGTGTCTATTAACATAGTACAAGGTAGTGGG 

TCGCTGCCTGCCCACCCCCAAATGCCACACGCCGCCCCTTTACCGGATGC 

GAATCTTTGC 

>Sequencc 929 

CCGGGCAGGTACTACCTCCTGGCAGGAGGCCAACCAACACAAAACTAGTG 
CAATAAACAAAACTACAACTAAGGATCCTCACAAGAGCCCATTTCACTCC 
CCTGCCACCTCCACAACAGCAGG 7 
>Sequence 930 

AGGTACTTCTATGTCATCAKKjGTCTCAAAGGTGTTGTCAAAATTGAAAA 
GATACTCAAACTTGTCACTGGAGATGCTGCAATCTATGACTGTTTTTCTG 
CTTGTATTGA TGATT ATGAATGGCAGCTGAATGGCAGAGTTCACAGCCGG 
CGGGCCCTGGTTTTGCTGCTTCATTTTGTAAA 1 1 M T II GTCCCTGCCGG 
GGCGGCCTTTTATAAAACrrrc 

TTTA TTATTlU'rrriCCCCC C(XCCCTGGGGGGGGGGGGGGCGGCCCCCC 

CCCAl 1 i ITI i l'n ri"I"l"l"i AAAGAGGGAAATAATCCCCCCTCCTCCCCA 

AATTAAAGAAAAAAAATATTTTGCTGTGGTGAAATA 11 1 rTTTTTTTTTT 

AATAAAATATACACCCCCCCCCCCAATATATAATAATTTATTGGTGGCTG 

GTTGGGGGGGTGTCTTTTTAATTAAAAATACACTATATTTTGTGGGGCCC 

CCTCTCCCCCTCTCTTTTTTCATGAAAT^^ 

ATATAAGAAA 

>Sequence 93 1 

CCGGGCAGGTACCAGATTCTGATTCACTGATAATCGACTCATCTGTTACT 

AATACTTCCCCATCTGGCTTTCTGCGCAGCACCTTTCTCTTCATCACTGG 

CTTrCGGAGTCTTTGGGGGGGCCTCAGAGACTGTTTCTGAAGGGACATTA 

CTTTCTACATGTGGGTACCT 

>Sequence 932 

CCGGGCAGGTACTGTGCAAT GCCT CAGGTTGCACCTGACTTATATGCTGA 

ACTACAGAAGGCACATTrAGTTTTATTCAAGGGTGATTTGAATTACAGGA 

AGTrGACAGGTGACAGAAAATGGGAGTTTrCTGTTCCATTTCATCAGGCT 

CTGAATGGCTTCCATCCTGCACCACTCTGTACCT 

>Sequence 933 

AGGTACCCCGGGGCTGGCTCCTCCAGTGTCTTCTCAGTCCTGAGCAACAG 
TGCAGAGGTGAAACGGGAGCGCCTGGAAGATGTGGTGGGAGGCTGTTGCT 
ATCGGGTCAACAACAGCTTGGACCATGAGTACCTGCCCG 
>Sequence 934 

ACCTTTAAAGGGGGGGGCCCCGGTAACCCCAACTTTTTGTTTCCCCTTTA 

AGTGGAAGGGGTTAAATTTGCCGCCGCCTTGGGCCGTAAATTCATGGGAG 

CATTT AGCTTGGTTTCCCTTGTGGTGAAAAATTGGTTATCCCGGGTTTAA 

CAAAATTTCCCCCACCAACAATTACCTAAACCCGGGGAGCCTTTTAAGGT 

GGTAAAAAGCCTTGGGGGGGGCCCCTAAATGAAGGTGAAGCTTAACCTCA 

CAATTAATTTGGGGTTTGCGCTTCACAGGCCCCGTTTTTCAAGTG 

>Sequence 935 

CCGGGCAGGTACTGTGTATCATCGCAGTCTTGCTTTTTTGAGTAATGGAT 
TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 
CCAGGTGCAGTGCTTACGCCTGGGAGACCAAGGTGGGAGGATCACTTGAG 
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CTCAGGAGTTTGAGACCAACTTGTACCT 
>Scquence 936 

AGGTACCACAAACAGATCGCAGATCCAGGTTTCTCAAACTGGAGCATCTG 
CTTAATTTTC(XATAAAATCAGTCTTATTCTTTCTGACAGCTCTGAGACT 
CCTCCGGCCACGACTAGGTGCTGTCCTGGAGGAAACGGTGGAGGA 
>Sequence 937 

AGGTACGGGAGAGACTCATAACTCTCCAGGCCCAGTGCTGGGGGAACCCC 

TCATGGGAGCAGCTGTAATGAGGCCTGGAAACTGGACACTGCTGAGCCCT 

GACATCCAGACCTCAATGCCCTGACTCAGCCCATGGCAGCGACCCCTTCA 

AACAGGCTCCATGTGGGCCTGTAATCAGGAAAGACTAGAGCATCCAGGAG 

TGGAGATTTGATTCTGAGATGCTGGGAGTTGTTCCTGGTTCTTGCTCCTG 

TCTGGCTGGTGCTGACAGCCAAAAGCGGGGAGTTGTGTGAGCTTTGTCCT 

TCAGCACTAGAGGCTTCACTCAACCCATGAGAAGGGGATGCCCCAGGCTT 

GCCCATCACAAGCACTGGCCAAGCTGACTCCCCGCTGCTGAGGGAAAGAG 

AAAGAAGCCAAGGCTGCTCAAGTCAAAACACACTGCTGGCCAGGCCCAGT 

AATGTGGGGTCTGTAATCCTAGCTACACAAGGAG 

>Sequence 938 

AGGTA 

>Sequence 939 

CCGGGCAGGTACGCGGGGGGGGCCTGAGAATTTACATTTCTAGCCAGCTT 

CTAAGTGATGCTGATGCTGCTAGTTTGGAGACCACACCTTAAGAACCACT 

GCTGTTGGTCTTGTCTGCACAGTAGATGCACCAAGGCAAATGTTTAGAAG 

TACCT 

>Sequence 940 

CCGGGCAGGTACTGCTGACTGCCCTGGCTGGTCAGTGGGGCAAAGCCAGG 

CATGAAGAAGTGCAGGTAGGGGAATGGGATGATGTTCATGGTCAGCTTCC 

ACAGGTCAGCATTCAGCTGGCCTGGGAATCGCAGGCAGGTGGCAACCCAT 

TTATGGTGGCAGATACrACK3AGGTTTAGGTCACTCTAGGTGGCK:ATGCKjC 

AGCTTTAGGGTTCTGAAGCAGATGTCATAGAAGGCTTCATAATCAATGCA 

AAAAGTCTCATCTGCATTTGCTATGAGACTTGGAGGGTGACATTGTGGGG 

CTCTAGCATGGTGCCTGACACCTTGGGCAAGAGCAGAATGCCGAATGGTG 

TTTAATGATCCTATTTAAATGGTCTGAATAACTGTGATGAATTTACTTGT 

ATAATCAGAATTCAGATTAAAAATTAAGACAACTCTTTTGTTTCCAACAG 

AAGGAAAAATATTATAACTTTTATATTTGTTCCT 

>Sequence 941 

CCGGCAGGTACCTGAGACAATAGCACCAAATTCAACAGAGAGAAAGAATG 

AGTGAGAGAGCACTTTACACCAAGGCTCTGCACATAATTGGTGCAATTTG 

AAATTGAATGGCTCAGAAGACTGCTCTGTGAGGAGCAGATTGAGAGGATA 

ACACTCATCTTGCCGCGTACCT 

>Sequence 942 

CCGGGCAGGTACTCCCCTCCCCAAATAGAAACCTCAAAGACTGATCCATT 

TCCCCTAGGGCCTGGGCCAGGAGTAGCTCACTGCTCACTGCTGAGGAGAA 

AGGCACAAGATATAATGTCATAAGAGCAGGACAGTGGCTCACCTACAGTA 

GTTCCCTATANGGGGAAAGAAGGGCAGGAAATAGGGCGCAGNGGTCTGTG 

TCCTGTCCCTGCANCCACCCTGAGCNAGCTAGTCTTGGGAAGGGATTACA 

GGCCCTGGGCCATAGGCTGCTCGCCATTCTGCTTTCCTATCCTGTTTCTC 

TCCCTGTGCTGCTCCCTTTTAGCCAGGGCTGAGAAATGTTCAGCACCTGA 

GGCAAAACTGCCATAGTACCT 

>Sequence 943 

CCGGGCAGGTACCACGTGCATGAAACCCCTGTCACATATCCCCTTGCTTG 

CTCAAATCAATCACGACCCTTTCATGTGAAATTTTAGTGTTGTGAGCTCT 

TAAAAGCGACAGAAATTGTGCACTCGGGGAGCTCGGATTTTAAGGCAGTA 

GCTTGCCAATGCTCCCAGCTGAATAAAGCCCTTTCTTCTACAGCTCCGAG 

TCTGAGAGGTTTTGTCTGTGGCTTGTCCTGCTACAGTCCTTGGCTCCCTG 

ACCAGGAAGCGAGGTGACTGACAAGCCCTGTGGAGCGTCCCTGCAGAGGA 

CTCCGGCCAGCCTGAGTGACTCAATCCACAGAGCGCTTCCGGGTAGGAAA 
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TGGTCCCGGTGGAATGCCTTGCCAGAGCAACGCATAGCATGCTCCCGAGA 

AGGATTAACACTGGCTGAACATCGGGAAGGAACTGGTCCTTGAAGTTCAG 

ACATTTGAAGCTTGTCAAGACTTGTCTATGGAACTTGGCCCCTCCATGTG 

AGTGGAAGCATGGGCTGATCACCC 

>Sequence 944 

a ggta ci rmrm rm n ii'ii'ii'igaccatccacattatctgtttt 

ATTTTGGCAAAATGAAAGCATCTTAAAAAAAAAAGGCAATCACAAAATAC 

AGGGCTTTCTTAGAAAGCAACATGCATCATATCTTGAACAAGTTACCCGA 

GCGGTTTCTCCGTCCTACAAACAGACATGGATCAATCTCTCCTTCTGGGA 

GCTTCTCTGTCTTTGCCCAGGTCGCTCCCTGAGAGGTGAGGTCTGAACCC 

ACTGGGAAGCAGGACGATGTTCAAGGCTTGTACCTGCCCG 

>Sequence 945 

AGGTACAAGTTTACACCGTAAGAGGCAACATGGTCAGCCACAATGTCTTC 

ACCTCCACAAGGGCTCATCACGGTGGTCAGGGCGAGGGCCCCCAGCATCA 

GAGCTTTGTTTAGGATCATACTCTTTCCAAGGCAGCCTCAGCAGTTGCTG 

TTCTGAGCTGTAGAGCAATTGTCCCCGCGTACCTGCCCG 

>Sequence 946 

AGGTACCAGCCTGGAGCCTGGTAGACTTGCTGGGTGGCTAGATTCAGAAG 
AGAGAGAGCAATCACTACAGCTCAGCTCTCAGGAAGCCACATCCATAGGA 
AAAGGGAGAGAGTACCTGCCCG 
>Sequence 947 

AGGTAci 1 1 1 in 1 1 n t 1 1 11 U 11 1TH ATTTTGAGTCACAGTAATTT 
TACTTTACCAATCACACATGTATTCTGTGTCTCACGGGCCACCTGCTGAA 
TGAGAGGACTCCAGTTGAAAGGTCAAGAACATAAAACCACAAAAGCTTTT 
TGAGTGGGTCTTCAACTTATTTAAAATAAAAATAAAGGACCTCCCGCGT 
>Sequence 948 

AGGTACGCGGGGAATTCATGTGGAGGTCAGAGTGGAAGCAGGTGTGAGAG 

GGTCCAGCAGAAGGAAACATGGCTGCCAAAGTGTTTGAGTCCATTGGCAA 

GTTTGGCCTGGCCTTATCTGTTGCAGGAGGCGTGGTGAACTCTGCCTTAT 

ATAATGTGGATGCTGGGCACAAAGCTGTCATCTTTGACCTA 

>Scquence 949 

AGGTACTACTATGCTGATCACAAGCTGCTTGATGGGATCCTACTAGATGG 

ACAGGCTGAGGTGTTTGGCAGTGATGATGACCACATTCAGTTTGTGCAGA 

AAAAGCCACCACGTGAGAATGGCCATAAGCAGATAAGTAGCAGTTCAACT 

GGATGTCTCTCTTCTCCAAATGCTACAGTACCTGCCCGGGCGGCCGCTCG 

ATAT TATTCTTCAATTCAGCTTGTTAAACCTCCTTCAGGATTCTAAAACC 

TTTTAGACTCTTAAATTGCAGCCTTCCATGTCCCTTGTCCTGCCTCCAGC 

ACACTCTTCAATAAACAAAAGTCAACAGCACCAGGGCAAAACTAAAGGAA 

GTGCTGGATGGTCTCAGAATTCAGGATGACAGTACCT 

>Sequence 950 

AGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCAATGATTC 

ATCCGACAGGGCCACTGGCA 

>Sequence951 

GTCAGGGACCCCGGAGGCCCGATTAGAACCCAAATAGATCAGGAGCTGTG 

GAGACTGCCCTGGCTTCTGCAGGTACCTGCCCGG 

>Sequence 952 

NGCAGTGNGACTNAATGCGANTNGGCGCTCTACCGCGGNGTCGGCCGAGG 
ACAACTTTGGATTGTCAATTAAAGCTTGTTTGTGGATACTTATCAAACGT 
TTTTGTGTCTATTTAG 
>Sequence 953 

CCGGGCAGGTACAGATGATGACTGCAAAATGAAGACCTACTTTCAACTCC 

TTTTTCCCCCCTCTAGAAGAATCAAATTGAATCTTTTACTTGCCTCTTGC 

AAAAAAAAGAAAAAAAGAAAAAAGTTCATTTATTCATTCTGTTTCTATAT 

AGCAAGAACTGAATGTCAAAAGTACGTGCCAAGCATCCTCGTGCGACCGC 

GAGAGCCCGGGGAGCGGTGGCTTGC 

>Sequencc 954 



Page 467 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGTGTGCGACTGCATNTATCTCGAATNGGAGCTCTACCGCAGAGGCAACC 
C 

>Sequence 955 

AGGTACAACGGCCAGCCAATCACCAAAATGGCCTGTGGGGCTGAATTCAG 

TATGATAATGGACTGCAAAGGAAACCTCTATTCCTTTGGGTGCCCTGAAT 

ATGGTCAGCTGGGACACAACTCAGATGGGAAGTTCACCGCCCGGGCACAG 

CGTAGAGTACCTGCCCG 

>Sequence 956 

CCGGGCAGGTACTTTAGATGCAAAGTTTTAGATGTTGGTATTTGAATGGG 
ATACAAAATTGGGAACTTGGAATTTGGGTTGAGACATCTTTCCTATGCAG 
>Sequence 957 

AGGTACGCGGGGAGGAATTAACATACACTAACTTTGAGGAAGATGTGCTC 

ATATACATTATTTTTATAATTCAGTCATATGAGGCATTTTATTCACATCC 

TACATGAGGAGATTGAGAACAAAATATGTAATGTAGATTCAAGTTGCACA 

GTGAGTGAGGCCAGAGTTCATACCCCAGTCTCGTGGTCTTTCTGCAGCCT 

CATGATAGAGCAAGGATATTGTCACXrrGAGAAACGAACATTGAACCTCCT 

TCTCTGAAGCCCAGTGAGTGCCCTTCCTCTAGACTCTGGCCACAGCTGGG 

CCTCCCTCCATCAGCCCACATAACTCATTGCAGTGTGCTTATCTGTTCAC 

TACTCCTTGTCTTCAAAGGAAACTCCAGAATTGTAATAGCTGTATCCTCT 

TCATCTCTGAACCTCCAGGACTTCAAAAGAAGTGACTGGACGTAGTAGGT 

GCCTGGGAAAGGTTTTTGAATGAATGTTTGAAGACAGCATCTAGGTGTCC 

AGCTCCTAGACCTTTCTTTGAGCGACAGTGGGTCTCAGTCTCATCCATTC 

AAGCTCCTGTTTGGGTTCATATTTATCCCAACCCAACCTTCTTTCTCTGG 

CCCTTGAGTCTCTCTTCATTAAGACTAATGTTTTCCCAGCTCACCAAACT 

TGCAGTCTTCTGGGATTCTCTGCTTCCCCCTATTATTTTTCACTAATCTA 

AGGGGCTGCTTCATAAGCCTTCACAAGCCCTTCTGCAGGTCAAGCTATTT 

GCTGATTTGCTCATCAGCCTTCAATGAGGACTTCAGGAACCAACCGCCCA 

AAACCCTTCA 

>Sequence 958 

TTTAAT 

>Sequence 959 

CGAGCGGCCGCCCGGGCAGGTACATTTAACAATTGGACATACAGCACTGT 

AAACAATTCAAAGTCCATTGAGCTTACCATGAAAGAACTGAAACGTATGT 

AGGAACTGTGTCCTGCTGCAGACAAGCAGCTGCTCTGGCTCTGGTGCGGT 

GCGGGCAGGAGGTGAGGTGGGCAGGTGTGGAAGGGAGAATTCCTGAGGCC ' 

AGTCACAATTATTGAAGCTAAATTAATTTCTTCCTGACACTTTAGCATTA 

ATTCTAAGTAGTTCTAAGTTCTAAACCATTAACTGTATAGTTAATITnT 

TAAATCAAAGAAGAAAAAGGCTTTCACACAGATGAATGTATAGGAAAACA 

CAAGTAATGACAATTTTCAAGAGCCTTATTGTAAAAAAAGAAAGAAAGAA 

AAAAGGACAATTATTTTTGGAGTTACTGTCTCTAATTCTTAAAAAGTAAG 

TACCT 

>Sequence 960 

TACCCCTATTCCGATGTCGTGGATTACTTGGATTCCCTGGATTCGGGGGA 

TTCCCCTGCGAGAAGGCGGTTTTACCTTAATTCCAAGGCGGGGCTCCGGG 

TTTCCAACAAGACCCGCKjGGTTTCCGCCTGTAAACAACATGTTGCGCCAC 

AAGCGCAGGAAATGGCAAAAATCCCCCTAAAGGCCCCGGGGGTGGAGCTC 

TTCCAGGGCTTCAACCACCCCGGCGGTCCCCCCT 

>Sequence961 

CCGGGCAGGTACCTGGTTTTAACTTCATGTGTCTGAAAGCAGCACTGAAG 

AGGTTAGAAAAGACCATCTTGATCTGAGGATGCCACCCCTCTCCCATCTC 

CCAGCAGCAGCCACGTGGCATGGAGAGAATCTGTGTGCTAGGGAGAGGGA 

CAGCACAGTGATTGTGAGATACTGCTTTGAACTCAGTGCTGCCCTGTCAC 

AGCTGAAAGCAAAACTGGGCTGAACTCAGCCAGCACCCATCCACACAGGG 

AGCATTTAGATGAGCTCTAGCCAGAGAGGAATCGCCCATCCCAGCAGTCT 

GAATATGAGTTCCAGCAAGCCCCGTCACTGTGGGCTAAATTGGTCCAAGA 

CCTTAAATAAACTTGAAAGGGCAGTCTAGGCCATAAAGACTACAACCCCT 
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AGACATGTCCTAGTGCTGAGCTGGGGCTTGGAAGCCCAGGGACTTGGGGG 

CACGCTACCTACTGAGACCC 

>Sequence 962 

AATTGGTTTTCGGTTTCCAATTTTCCCACCAACATTCCGAACCCGGGAGC 
ATTAAAGTGGTAAAGCCTGGGGGTTGCCCTATTGAAGTGGGCCTAACTTC 
CCATTAAATTTGGGGTTGGGG(XTACTTGGCCGCTTTTTCCGATGGGGAA 
AACCTTGTTGTGCCCCCCTGCTTTTAATTGAATTTGGCCCACG 
>Sequence 963 

CCGGGCAGGTACTCCGCCATTTTACGTGAGAGACTTGAGCATTCTTGGAT 

TTGG TATC CTCAGGAGTCCGGGAACCAGTCCTCCATGGATATCAAGGGAT 

GACTGTTTGCCCGTGTTTTTAGCCTTTGTATCTTTGCTAAGAATCCCCTA 

AAACCTGGAGTACCT 

>Sequence 964 

AAAACCAACCGGGGGAACTTAATGGGAAGCCCCGGGGGGGCCCCATGGGG 

GGGGGCCCACTCCCAATAATTTGGGGTGGGGCCCCCCGGGCCGCTTTTTT 

AGAGGGGAAAAACTTTTGTTTTGCCGCCCnTrTTTATATAAATTTGCCCC 

CCCCCCGGGGGG 

>Sequence 965 

CCGGGCAGGTACTGTCCTTGTTTTCCCTCTGATAGGGTTTGGATCTGTGT 

CCCCACTAAATCTCATACTGAATTGTGATCTCCAGTGTTGAAAGTGGGGC 

CTGCTGGGAGGTGATGGGGGATCATGGGGGTGGAGTTCTCATGAATGGTT 

ACCACCATCCCCCCTTCATACTCTCT(nTGCT(XAGCTCTGGCCATGCGA 

TGTGCCTGCTCTCCCTTCCCCCTCCACCATGATTCTAATTTTCCTGAGGC 

CTCCCCAGAAGCTGAGCAGATGCCAGCCATGCTTCCTGTACCT 

>Scquencc 966 

AGGTACTTAGCAATCGGGTTGCCAGCAAAGCACTGGATGCAAGCCTTGCC 

TTCCAGAAGCTTACCAGTCGGGTTGCCAGCAAAGCAGTGGATGCAAGACT 

TGCCCTCCAGGAGCTTACCATCACAACGAAGAAGACAAATAAATGCATAA 

TATACAGACGACATAAATCCATACTGCACTCCAGCCTGGGTGACAGAGCA 

AGACTCCATCTCAAAAAAAAAAAGAAAAAAGAAAAGAAAAAAAAGAAAGA 

AAAAGAAAAAACAAAAAACCAGAAGAGCAAGGGAAGGCTCACAGGGCTGA 

ATCTTGAAGAATNGGGGGTTCTCAGGGTTACAGAGAAGGGGAGGACATTC 

TGGACAGAAATGGAATGTGTGAAGATATTGTGTACCTGCCCG 

> Sequence 967 

AGTTGGATATATAGATACGCTTCAAGCGCCGGGGGGAGGCACTTCTTCTA 

TrGGGCACCTATTCCCGTTTCTrCGGTCACTGACTCAATTGCGCTTGGCT 

CTACAGGATAGAGGGAGGCGGTTTTTGTTTCACTCAAAGGCGCAAATCAC 

GGGTATTCAACGGATTTTTGGTATAACGGCAGAAAATACATTGTGAACTA 

AAAGGGATCTAAAGGGGCACGATCCGCAATAGGGCCGGGTGCTGTGCGTT 

TTTCAAAGGCATCCCGCCCCTTACGAGT 

>Sequence 968 

AGGTACCTAATGAAACCCGTCTTTGGCCTGTGGCTGAGACGCCATCTGTA 

GGCGGTGAAATCTTTCCAGCCTATGTGACGAGGGTCATGCCACAGGGTGC 

GCACCTGAAGGAAAAGGAAAAGGAAAGGTTGAAACACAGCTCCTTCAGGG 

CTTGTTCTTACCTGGCCAGGGGTGTTTCCTGTGTGCCACAGGGCGTTCCG 

CAGGTGCTCGCCAGGCCCTGTGGTGGAGTTTACAACTTTCACAGAAAGGC 

CCGAGTATCCCTGAGCCCTCGTGGGGTTGGTGTCCCAGTAGGACTGGGTG 

ACTTGCTTCCACATCACAACATAAAAGCGGCTGCTGGACTGGTAGCCAAA 

GACAAATCCAGCATAGTCATCGTCCCTTTCGGTGTTGATGAAGAAGGTGC 

CACTGAAGTCCACAGCATTAAACTCATCATAACCTGGAAGAAGAGCCCAG 

AGCCAGGTTAAAACCTGCAGCCTTCAGAAGGTTCTCCGTCATGTTCCTAG 

ACATCCTCAGCACCCACAGGGATAGGTACCTGCCCG 

>Sequence 969 

CCGGGCATGTTACTTTTTCTTTTTTCT 

ACCCGGCAGATAGGTAGGAGTAGCGTCCCAAATGTCATGAGTGTGGCGAG 
GAATGGGGTGGATTACCCCCCTCCACCCCCTATCTTTCTCGTGTCCAGAG 
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CCCCCCCCTTCTCCACTCTCAATTCCTCTCATCCTCCCAACCTAGCCCAT 

AATCTTTACTCCCTCTAATCCCTCTTGTACCCCCCTCCTCCCATAATTCC 

CATTCCCCTCTCTGCCCCCCGTCCACCCTTTACACTCTCCCCTCCCCCTA 

CTTTTAACTCCTTCTCCAACCCGCCTATACCCCCCCTCCACCTTATTACC 

CCTCCCCTCCCCTCTCTCTTCCCCTACTTCACTCTCACTCTCCTCTCCTC 

TCCTCCCATCTCNTCCACCCCCCCTACCCCCCCCTCCATCCGCCCTTATT 

CCCCCACTTCCCTCTATCTCCACCCATT^ 

CTCCTCTrCTCCTCCACTAGATCCCCTTAACTCTCCCrCATACCCCCm 

TACTTCrCATTCTTCCCCTCCCTTCTCCCCCCCCCCTCACCCTTCCTCCC 

TCTCATTCCTCCCCCTCTCTTCTCCACGTCTCCCATACCTCTCATCCGCT 

CCTTAGTCACCCCTTCCTCTTCCCCCCAGTCAACTGACTTACTACCCTCC 

ACCTTACCCACTCCTTTCACGTATCCTCTTACCCATACTCCCTCTTCATC 

CTTCCCATTACTCTTCCTCCACCCCTCATACCTACCCCCATCCCACTCAT 

ACTCTCATGATATCTCTCCCCTACATACTTTTTTTACATCCCCTCCCCAC 

TTTCACCCTCATCTCCCCCTTTCTCC 

>Sequence 970 

CCGGCAGGTACCTCATCCTGTCTCCAGGCCACTGAATAACACCCAAAAGA 
GCAAGCAGCCCCTGCCATCGGCACCTGAAAATAATCCTGAGGAGGAACTG 
GCATCAAAACAAAAAAAAAAAAAAAAAAAAGTACCT 
>Sequeace 971 

CAGATGGAATATCNCGATAGTAGGAGCTCTCCGCGAGGGCTTTCGAGACC 

CAAGCATTCTACCACAGTTCTATTTGACTCCCACTTGTAATAACTCCTTT 

ATAAAATTCCATGTTTAACCATATGACCCTGCTTGCTTACTCATATTCTC 

CCTCCCTCTCCCCTTCCTTTCTCTCTCTTCCAGAAGTCATTTGCTCGTTG 

AAATATTTTGTAGGGATTGCnTATTATATTATTTTAGCTGATGAACCTCA 

GGACAACGTCTACACACACACACATACATACACGCACACAAAATCTCAGC 

TGTTGAAGAGTGGGCTTGGAATCAGACTTCTGTGTCCAGTAAAAAACTCC 

TGCACTGAAGTCATrGTGACTTGAGTAGTTACAGACTGATTCCAGTGAAC 

TTGATCTAATTTCTTTTGATCTAATGAATGTGTCTGCTTACCTTATTTCC 

TTNTAATTGATAAGCTCCAAGTAGTTGC 

>Sequence 972 

AGGTA C rTTTTT TT Tl 1 i 1 CTCC ATGGTTCTTTAGGTATCTCTCCTTCCT 

TTCCCTCTCAGCCACAGTTCmATATTAAATTCTTTTGATGGCGAGAAT 

CCTGGAGTAGGAGTGAGAACTGGACTGTAATGCACCTCTCCCACTAACCA 

CTGTTTGGGGCAAATAGTCTGTCTCGTTGGGAGATGAACTTTACAAGTTC 

AATTACTAAATCTGAAATATCTGGATTAGAATATTTCT AGGlT'r TTTTTC 

TGCTCTTGACATTCTATGATAACTCCATGACAAATGTTCTTTTTCCAAAT 

AATTAAAACTTAAAACATTTCCGTTTAAACCTTCAAAGACAAAGACAACT 

TTTTCTTTCTTGCATTTGGGTCATAAAACATTCTAAACTTAATAAGGTTA 

GATGTTGTTAGGGGAGAAATCTATTTTGCCTTACCAATAACCACTCCCCC 

TCTCCAAAAAGCTCAAAGCCAGGCAGTGTACCGTGGGAAAATGGGGAACC 

CTGCAAATTATTCTAACCTCCTTCCCTTTTTAATCCTCAGGAAGAAATGT 

TATATTACCTAGAGGAAAAGGCCCCCATTATTGACAATTGGAGAAAAAAG 

TTGGAATAACATTTTTTTTTATTTAGGGGCTAGAATTTAGCACTTTAAAA 

AAAGAAATTTGCTAACCGCCnTAGATTATTCCGGTATTTGCTTCTTTGGA 

GGGGTAACACTTGCCACCTTAATTTCTTCTTAGGCATTCCCCAAATCAAT 

TTGGTGGAGAATTAGCACAATAATTGGCCCTTCAATAGAATATTAGTATT 

GGGGTCTCTTGTGTCAATAACAACATTTTTCTTTCTGTAAAGAAAACCCT 

ACCGGCTAAAAATTTTATTCCTGGAATCATAAAGCAAAATTTAGGCGCCT 

ATATATTAT 

>Sequence 973 

AGGTACCTATTGGCCAATGAATCCCACCATTTTCAAATAAATTTTTAATC 

AGACTCCACTCAGTTGGAAAGTTTTGCTGAAAATATTTCTGGATAAAAAA 

CAAAAAACCTCATGTTGGAAATCAACTGTCCTTCCCATTTGGAACATTAA 

GAGGAGTCCCCAGGGAACACTGGTAATAGGTGAAAATGGTTCCTGGAGTC 

ACCAGTGTTGTACAGAGCCGCCAGGCGACTCAATTCACGTGCTCCTTTTC 
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TGGGGATGAAAAGG 
>Sequence 974 

AGGTACTCAGAAGTGTCTCTAGGAGGCTGGGCCAGTTTCCTCTCTTTTCT 

GCAGGCGTCTCCAGAGCACCCTCTCACCAGCTGTATCTACTCACAATCGT 

CTGGCATTTGGAATCTGGTTGAGTTTGGGTCCCTCAATACCCAGAAAATA 

GAGC CTCC AGGACCCGCCCCTAAGCAGGAATTTTTCAGATCTCCCTTCTG 

GGTCCTTTGGTCCCTAAGTCTCTGGCTTTGGCATTCCTGGTGGGAATCCT 

TGCGGAGAGCCATCCTGGTACCTGCCCG 

>Sequence 975 

CCGGCAGGTACAATTTAATACATTAATGTAGTAAGTTATTAACTGGTGCC 

CCTATGATCTGCGAGAGGTAATACACTATCACGTGTTCCAAATTTTCACA 

GGAAAAGAATCATAGAATCCTATAACTGAAGGGGGCTAAGCGGGATCTAC 

AAATGCCTGCCAGGTGCTTGGATATCCTCCATCACATCCAGCCATGACAA 

GTTACTTGTGTCATGGTACCT 

>Sequence 976 

AGTCTGGCAACCTGAAGATTNNTTGCAACTTAACTACTGGTCAACAGAGT 

TACCAAGTATCCCCCTCACTGTCGTGCGGAGGGGACCAAGGGTGNNGAGA 

TCAAACGAACTTGTGTGCTTGCACCATCTTGTCTTCATCTTTCCCGCCAT 

TCTGATGAGCAAGGTTGAAAATCTGTGAACTGGCCTCTTGTTGGTGTGCC 

CTGGCTGAATAAACTTCTATCCCAAGAGAAGGCCAAAGTACCCTG 

>Sequence 977 

CAAAATCTTGGGCATACTTTTTTTCCTGGGAGAAATTTGTTTACCCCTAC 

AAAATTCCCAAACATAATTACTAGCCCGGAAACTTTAAATTTTTAAACGC 

CTGGGGTGCCCTTATGTAGTGGGCCTAACCTCCCATTATTTGGCGTGGCC 

CTCATAmCCTGTTTTCCAATCGGGAAAACCGTTTGCGGCGCCCTTTTA 

TTTTATTT ATTCGCC GCCAACCCCCCCGTGGACAGGCGGTCTNACCGATT 

ATTGG CCTCTTTTTC ACC T TT TC 1 1 ACTTT AATTAACC AANATGCCC A AA 

ATCTCTTGTGTTTATGAGAATCGGTTTATTCrrCTTTTAAGAGGCTGTAT 

ATCTGGTTCTCCCTAAAATAAGGGTTTATTCCTAGATAAGACACATTTGC 

ACAACAGCCCTCTAAAGCCCATACCCCCAAAAGGCCCGTTTTCGTGTTTT 

TCTTAGGTCCACC 

>Sequence 978 

NAAGCTGCTACANTTGAAAGATCCGACTTTCCGGTTGGCAGCCGACGCAC 

GCGGGGGCTGCGTAACCATGTGTTCATGAAACAAGCCAGCCAGTTTGAGG 

TAGTGCATAATGAGTGTAAGGCCATTATCATGGACTTTTTCCCCAGCTGC 

AGGGTTATCTACAACTCCGGGTGGAAGTCAAAGATTGAAGAGGATGACTC 

TGATCCTGGAACTGCATTGCTTGGTGGTCAGGAGGGGTTCTTAGTAAGCA 

AACTCAGTTTAATCCCAGAGTCGGAAGTGGGTGTCAACAAGCCAAAGCAA 

CATCCTTTCAGCTCTGCTGCTTTTTTGTCTTGGTGGAGGAATAGCCAATG 

GAAGAAGATGGAGAGTCCGGACCAGAAAAAAAAAAAAAAAAAAAGTACCT 

GCCCGGGCGGCCGCTCG 

>Sequence 979 

TTGTCCACATCTGTTATTTCTGCAGGTTGTCTTTTGCAGCTTCAGGCAGT 

ATGGAACAAATGAAGGTCTATGTCACTCTAATAGAAGTAATTGTTGATAG 

GTGTTCTTCACATCCACTTCTGTTGCTGATTGAGTTAGGCATCTCTTTCA 

TGGTAAAACCCTTTTCATTAAACACAAAGAAAGC 1 1111 rTTTTT TT TTT 

TTTAATGTGCAGAGGATTGACCTGTGCATGCTTTTGATCTTTCATTCAAA 

GGACCATTCTTAATTAAAATTGCCATACCCTGTGTTGAAAACGGGGTGCT 

TTAAATAAAGAAATTGGCTTTGGGTTTTAAAGGAACTTGCCACAAAGATT 

GGAATGAGGGGATCGGGCAAAGGTTTTTTTTTTTTCGCGGGGACCCTTTT 

AAAACCCCAAAAAAAGGGGGCCCCCTTTTTTCCCCCCCCGGCGCGCCTTT 

AAAAAAGCCCCCCCCGGGA 

>Sequence 980 

NGGAGACCGTGCAATTTGGGCGAATCGGAGCTCTGCCGCTGTGGCGGCCG 

AGGACAATAACTCGCCTGAATTTCTATGGCAACAGGCATTTATTTAGTGG 

AGCTTATTATGGACTCATCTGTATCTGGGATGCAAAGAAATGGGAATGCC 
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TGAAGTCAATTAAAGCTCACAAAGGACAGGTGACCTTCCTTTCTATTCAC 

CCATTGGCAAGTTGGCCCTGTCAGTTGGTACCTGCCCG 

>Sequence98l 

GCGATATGCAATTCTGATATCGGGCAATGGTATCTCCAGCAGCTCTGGAA 

GTCGTGGAACCTTGTTGTCTACTTCCTTTTATAGATGGACATTT GTAA GT 

TAAAAATCAGTCACTATATAGGCACTGCTGTATGGAAAACGCATTTTGTG 

TTTCTACAAATTGTAAGCGGAAATGCCTTT TGAGT ACGCGGGATTTGGAT 

GATTGACATAAGGTTTTTAGCATGTTCCTCCTTTTCTTCACCCTCCCCTT 

TTTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGCCGGAT 

CTCACAGGCTGAGAACTCGTTCACCTCCAAGCATTTCATGAAAAAGCTGC 

TTCTTATTAACCATACAAACTCTCACCATGATGTGAAGAGTTTCACAAAT 

CCTTCAAAATAAAAAGTAATGACGAACTACATAGACATCGAAAATAAAGT 

ACCTGCCCG 

>Sequence 982 

AGGTACAGCCTTGCCAGACCAGAGTCAGTTGTATCATCCTGGGGCAAGTA 
TGAGGAGAAGCTCACGATTACCAGGCACCTCATTGTGAACATGCTTTCTG 
CAACGCCTGCATCACCCAGTGGTTCTCTCAGCAACAGACATGTCCAGTGG 
ACCGTAGTGTTGTGACGGTCGCCCATCTGCGCCCAGTACCTGCCCG 

>Sequence 983 

AGGACTTTTTTTTTTn t TTTT H I GTCTGAAGTTTTTTCCCATTTTATA 

TCGTCAATATCATCACTCATTTGAAAACTAGGAATGTCCAAGTTGATGTC 

CTGACCCAAGGCACCCCAGGTTTCCAAGGCATTCGAATCTTTTGGAGACT 

GACCTATAAAAAGCAAAAGAGTTACTGAGAGTCACTTTCAGGGAAAGCTG 

GGTTGGGACTTCTTTGACTCTTATGCTTACCTTTGGAAGAAACATTGAAA 

ATCAGAAGGAAGCTGGCTACAAATTTACATGGAAAGCTCATCTTAAGGGT 

TGGTTTCCTCTTTTGATTCTCCCCGCGTACCTGCCCG 

>Sequencc 984 

AGGACAGAGCCGCCAGGCGACTCAATTCACGCGCTCCTTTTCTGGGGATG 
AAAATGTGCTCACCATATCTTTCTATGCAACTGAGAGCTCCTAAATCAAG 
TCAAAGGGGACCATCGTACCTGCCC 
>Sequcnce 985 

ACCTCGTTATGCCCACTCTCATTAAAAGAAACGGCTCAACACCCCGGGGA 

GAAAGCCGTATTAGATAATGGGACCCCTCTTACCCATCTACCGTTAATAA 

GACTACGCTGAGTCATGGGCTATACATGATAATGCGAATAGTACATTTCA 

TACTCACACGGCCGGATTCACCTGTTATCTCCACTAAACGATGTGAATAC 

CTCAGGCAAAATAACTATGTGTACTCGTATGTTCTCATAATGACTAAAAT 

ACCAGTTATAAGGTCCGCCAGCATGTCTACTTTATATAGTATATATCATC 

TTATATATAACTACCTCGTCATTCTCTCTTATCTGGAAGTATGCCTTCAC 

TCTATTTTAATCATACTCAGTGCACCATATTCCCAACTTCT 

>Sequence 986 

CCGGGCTGGTGCGCGGGGGAGACCAAGGGCTAAAGCTGGGAGGTGAGTCT 

GTCACCTTGAGCCGGGCGAGCGCTGTGGGCCAAGCAGGGGTTGCAGGGCA 

GTAGGAGTGCAGACTGAAAAAATGCAGACCGCCGGGGCATTATTCATTTC 

TCCAGCTCTGATCCGCTGTTGTACCT 

>Scquence 987 

CCGGGCAGGTACAAGCACCAGCACCAAGGGATAATCAATGGGTGGCCACC 

ACGCATTCACAAGTATGCCTAGGTTTGAAGCTGTGGAACCTTTTAGCTCC 

AAGTTCTCTGCATGGGTATTGGGGCAACCTAAACTCCTAATCTAGGAGAG 

TGAGTACCT 

>Sequence 988 

GGGATATCGATCGATGCAGGGCAAATTAGCTTACCGCCGTGGCGGCCGCC 

CGGGCTTGTACCTACTTATTTCCAGCTGATGGTAGACCAAAGAATTTGCA 

GGTGGATGGTTTGGTATCACTGTAAATAAAAAGAGGGCCTGAAAAAAAAA 

AAAAAAAAAAAAAAAAGGAGTACCCAAGATCCCCAAATAAATTAGTAAAA 

GTGCCATTAAGAATTATCAGACATAGAATGTGTTTCAAATACAAATTTGT 

TAAATCCAAAAGATACAGTAATTTTATTACATAAAATTTCTCCTGCGTGC 
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TAAAAATGCTAACTTACAAGACATAATATTTGTAGTAGAGGGAA TCACGG 

TCGGCTCGTTGAATTCTTTTTCATTATTGAAGAATAGAACAATAGGTAGT 

GGACATAGAAGCACTCAGAGT(XTTTGAAATTCAAGGTTGTTACATTATG 

TTCCACCAAAATAAGACTACCATTCTCTAATAATATAAATGCCTGGTCAT 

TTGACCTTTTAA 

>Sequence 989 

CACCTATTGTCAGCTCTGANGTCACGACGAAATGATGTCACCTCNGTGGC 
GGCCGCCCGGGCTTGTACCAGCAGATACCATCTCAGGGTCCAACCTCCTC 
ATCTATGGTGCATCCGCCA 
>Sequence 990 

AGGTACAGCAGACGCTGGAGGAGATGGACTTCGAGAGGGGAATCTGGTCG 
GCAGCCCTGAATGGAGACCTGGGCCGAGTGAAGCATTTAATCCAGAAGGC 
CGAGGACCCAAGTCAGCCCGACT 
>Sequcncc 99 1 

aggtactt 1111 ftti rttttttttttttl 1 1 atcatg aag aacacaaaa 

tattacccaaagatgaagatttaacaaaattaataatttttactgtttca 

ccaaggactttatagtgaaaccgac 1 11111 rttttti acactgc aagta 

tgtggcagtcaagaacgcaatggctactaactagcaccgtttcatgccac 

taatck:tgattcacactacagtgcaagtaatttaattttacccatggtgc 

tcttg cacca tcagcacaaatgtcaacacagtggaagagccaaacaacat 

TTTAGTTTTTTGGTTTGGGTCATTGGGGGGCTACATATGTCAAGCAGT^^ 

GCTATAGGTACCTGCCCG 

>Sequence 992 

GAATTTCCATCGGTTTGCTGAGAAGCACAACTTTGCAAAACCCAATGACA 
GCCGTGCTCTCCAGCTGATGACCAAATGTGCGCAGACTGTGATGGAAGAA 
CTAGAGGATATTGTGATCGCGTATGGACAGAGTGATGAGTACCTGCCCG 
>Sequence 993 

CCC CCATCCA CTTTGCAATGCACTCCCGCCTGTGGCCGCCGGCGGTCATC 

AGC11 1 11 ri ACATC AAACCCCAAGGCTCTC ATTGCC ACCTTTAArTC AT 

GATAATCTATTGCTTCATCTTTGTCTGTATCAAATAGTTCAAAAGCATCT 

TTAATTTCTTGTTTCTGTCCTCAGACAGCTCTCTGAATATCCTCTTTGTT 

TTGTCCACTAGAAGCTCACTTCTCAGAGCTAAACTCATTATCTCTTCGCA 

CAGAGACGTTCCTCTCAAGAACGATTTTAACCCCC 

>Sequence 994 

CCGGCAGGTACTTTTCTAGAAAAGCCTACATGTATATACTTAGTTACAGC 

TGCACTTCCCCATTACTTATTTTTAGGAAGGTTATAGAGATGGAATAGAT 

GCTGGCAAAGCAGTTACCTCTTCAACAGGGCTTCAATCAAGGTTATAAGA 

AGGTCACAAGTCATTATAAACTATGGACGACTCCGAGGAACATTGAGGTA 

ATTTTTAAAGTCTAAATGCTGAATCATTTTAACCTCAATACTACTGGAGG 

ATGTTTCTGTATAAATAAAGTGTTTAAACTGAAATGCTTTTCCTGGTGCT 

AAATACACT AAAG CGTGTCGCAGATCATAGAATTATATTGCCTTCAAAAA 

GGCAAAATCTTTTATCACCTCATCTACTTTAATGTGTGAACTACATATCG 

CCTTTTCGTGCACAGAAATGGTAAGAAGATGTATACTTCTGCTACCTGAA 

CAATTATCTATCTCATTGAAAGGTCTTCAGATTTTGAATAAAACTTGTAG 

TACATGGCAAGAAAGAAATGGGCAAAAACGGGCAATGCTGTGAGAGCCAT 

TGTAAGACTGTCCTCTATGGCAATGGATCTTCAGGCTCAGTGGCAGGAAA 

ATCCTAACAGGGTCACCACCCACCCGCTTCATGGCGGAAAACTAGAATTC 

TGAGAAAATGGGTCCAAGCTTTCTTTAGCTTGTGCTGAGGAAAGACCTAT 

GTAAAACCCTATTTCTCTTAGAACATTGCGATTTAAAATTTGTGAGGGAA 

ATGCTGCTAAATTGACTGCCAATTGAAGGTCCCAAACCCGAGGTGTCTGT 

TCAAAAGACACATAAAACGGGTCG 

>Sequence 995 

CCGGGCAGGTACGCGGGGTTTTTAGCTTTTTAAATCTGCTTTGGTATACT 
CCATAAAGTTTGTGCCATTGGATTATTCTGTTCCTATAGAAATCCCCACT 
ATAAAATGTAAACCAGACAAACTTCCATTATTCAAACGGCAGTATGAAAA 
CCACATATTNNTGTTGGCTCAAAAACTGCAGAATCCTTGCTGTTACGGTC 
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ACACCCAGTTTCATCTGTTACCTGACAAATTAAGAAGGGAAAGGCTTTTG 

AGACAAAACTGTGCTGATCAGATAGAAGTTGTTTTTAGAGCTAATGCTAC 

TGCAAGCCTTTTTGCTTGGACTGGAGCACAAGCTATGTATCAAGGATTCT 

GGAGTGAAGGCAGATGTTACTCGACCTTTTGTCTCCCAGGCTGTGATCAC 

AGATGGAAAATGCTTTTCCTTTTTCTGCTACCAGCTAAATACTTTGGCAC 

TGACTACACAAGCTGATCAAAATAACCCTCGTAAAAATATATGTTGGGGT 

ACCT 

>Sequence 996 

NTGTGAACGACCTCGATATCGGCTTTGGGAGCTCTACCGCGGTGGCGGCC 

GCCCGGGCAGGTTCACGTGTCAGCATTTGTTGAATrAGCACTTATTGTTT 

AATTTAGCTCTGGAACAATGCAGGGAATTTGAAGTTTCTTGTAAATAACC 

ACAATTAGGAAAAAACCATACAGCTCAAGGAAAATCCACTAGTATAGCCA 

AGAATACCCTNNAAGTTCTTCAAGAGACACNAAGAGGGAGAATTANTGCC 

AAAGGGTNNNACTATCACCACCAGAACCCGCGGCCATCCACGTACCTCGG 

C 

>Sequence 997 

AGGTACTCGGGGGACGTTAGGTGTCCGCCGGAGGTGTCGTTGGTGTGTTG 

CGCGACTGGCCTGGAGGGAGAGCTGGGGCCTGCTCCCGGAGAGATACGGC 

TATGTCGATCGAAATCGAATCTTCGGATGTGATCCGCCTTATTATGCAGT 

ACCTGCCCG 

>Sequence 998 

AGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCAACTATGATGC 

ATGCAACAGGGCCACTGGCA 

>Sequence 999 

AGGTACTCAGCCTGGTCGGGTGGCAGCTCGCGGCGCAGCTCGTCCATGGT 
AATGTAGTTCTTGTCCCCAGCCAGGATCTTGAAGGAAGCCATGACTTGGT 
CTGCTGTATCTGTGTCGGCTGTCTCGCGGGACATGAAGTCAATGAAGGCC 
TGGAATGTCACTACCCCCAGGCGGTTGGGGCCCACGTGGCATCGATCCTC 
CC 

>Sequence 1000 

TGAGCGCTCTTGNGGCAATCTTACGGCACTCGGTGGCGGCCGAGTGTGGC 

TCTTCTGGTGTTTCAGCTTGGGGAGAGAGGAGTGGCCTTCCTCTTGCAGT 

TGAGGCCGGCGCCGAGCCGGACTTCAGCCGGATCTCGTGGCGGAGCCCAT 

CTTGCTCCCTCTCCCAGGCCTNTATCCGCTCCCTAGGATTCCCGGGCCCT 

GTAGGTGGGAGTTGGGAGACGACAGTACCT 

>Scquencc 1001 

AGGTACCCCTGCTCCAATCATCACAGCCTGGTTGTATCAAGTGTGTGCCA 

AACTGCCTGCGCTAACGACCAAATGCAAATGTCATACGTCTCTGTCACTA 

GCATCATATTTGCTAGAGAGACACTTGTGATCCACACCTCAAAGACAAGC 

CTTCATCATCTTTTCCTGGAGATAGCTGACTAGCAATCAGATGTTCAAAT 

AAAGCTACTTTCTTGTACCTGCCCG 

>Sequence 1002 

AGGTACTTTTTTTTTTn 1 1 l l lGTTTTAAAGTAGTATTTTATTTCTCTG 

GGCTGTGCACACTTAAGGCATTAGATCCACAGATGGGCTCATCCGCTGGG 

ATGCTACTTGTGGTGATCATCTCCTAAGCCCCACGTTTTAGCCTTGTACC 

TGCCCG 

>Sequence 1003 

AGGTACTTTTTTI TTTT 1 1 1 1 1 1 1 1 11 1 1 rACCAAGTCTTACAGTGATTA 

TTTTACGTGTTTCCATGTATCTCACTTTGTGCTGTATTAAAAAAACCTCC 

ATTTTGAAAATCTACGTTGTACGTGGGATACAGGTCACGGGCAGAGCTCC 

TGGCCTCAATGATGCCTCCTGATCTATCGCTGGGCCTGGACGACCAACAC 

TGGGATGATGACGAGCAGAATGGTCATGAAGATGCTCAAAATCAGGGCCC 

AGATGTTCAGGCACTTGGCGGTGGAGGCATAGGCCTGGGCCCCGGTCACG 

TCGCCAACCATCTTCCTGTCCCTAGACTTCACGGAGTAGGCGAATGCTAT 

GAAGCCCAGGCAGCAGGTGTTCATGAAGAGGGTGTTGAACAGGGACCAGA 

CGACATGGTCAGGCACCGAGGTCTTGCTGCGGATGTGGATCACGGGG 
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>Sequence 1004 

CCGGGCAGGTACATTCTCTGAAGAGGAAGCAGCTGGTTGGACAGGATTTC 

TTGAAGAGCCAGGTGCTAAGGGCATCAGGTCGACATCCATAGTAACCATG 

TGCCATAACATCTACACATTTCCACTTGTTTTACAGACAAGGTAACAGGC 

AGAAGGAAAATCCAGAGTCCTGCAGTAAGCAGATGACAAAACTTCAATAT 

GCTTGGGCACCACTTAGGTGACCCCAGGGAGATTTAGTGTGGCCTTAGGA 

AAGCAAAAGAGCACTTTTTATTGGAAATATGAGCTTGTCACTGGGAAAGA 

TTTGTAAAATTGATCAAGAACTTGATTTATAATTATGCCTCAAAAAAAAA 

GTTCTCATTTAGTAGTGGAGCAATCTAGAAAACATACCTTTTTTGTTTGT 

TTGGAAGATCCTCTIT<XCTGGCrGTATTGTAGTGTTTGCTATTT 

>Sequence 1005 

CCGGGCAGGTACAACAAACCCCTCAAGAAAGGGGCAAAAAGGCCCCGAGT 

CACTTCAGGTGGTGTGTCAGAGTCTCCCAGTGGATTTTC 

>Sequence 1006 

CCGGGCAGGTA C 1 1 1 1 U 1 i 1 111 ill! ITTTTTn r TTTT TTT ACTTTG 

AAATTACTTTAATTTAGAAATAGAAAACATTTTGAAAGGAAAAAAAAACC 

CACAAAACATACAGGCAGATTTGTATTCTGTGAGTTTCTCACACCCTCAC 

ACTTGTTCACCAATCTTTAAGATGAAAAACTCTTTTCCAAAATGTATTCA 

GCCACCAACAATGGTGTTATTAATAGGAATATGGATCAATTTCACAAAGA 

AGCCAATGAATCCCATTATAGCAAATCCTATTGCTGTTGCCATGGCAATC 

TTCTGGAATTCTTTTCTATCAGGTTTTAGTGCCTTCTTTTAACCAGCCGA 

ATGGAGTCCTTTACAAACTGCCGACTTG 

>Sequence 1007 

CCGGGCAGGTACCAAAGACTTATGAATAGATTTATGAATTGGAGTAGAAA 
ACATAGACATTTCTACCTTGAGGATATAGAAGGGAACTTAGGAAGTGAGA 
AGTCAGATTACCCTAGTCC 
>Sequence 1008 

CCGGGCAGGTACAATTTGATCAAGCTATTAAAATGCTATAAAAATATTAC 

CAGTTTGGTGGTCTTCTAATGAGAAATCTAAAGCACACCTCCCCACCCAC 

TCGGATATCTGTTTCTGATGATCACGTGACATCTAGCATATACGTCTGTA 

GGAAAAGGGAAAAAGCAAACCCATTTCACAAATGGCTAAAGTCAATCCCG 

CGTACCT 

> Sequence 1009 

CCGGGCAGGTACATCTTCTTCCGGCTGATAATTGCATTATGGATGAACAC 

AAACGAGAAATTGCGGAAGCTAAGCAAATTGTTAGA 

>Sequence 1010 

AGGTACCATGATGATGACCTGGCAGATTTGGTCTTTCCCTCCAGTGCGAC 
AGCTGATACTTCAATATTTGCAGGACAAAATGATCCCTTGAAAGACAGTT 
ACGGTATGTCTCCCTGCAACACAGCTGTTGTACCTGCCCG 
>Sequence 101 1 

CCGGGCAGGTACTGTAGGATAAGGAGGAAGGCAGTAAAGCTGCAGTATGT 

CCTTGAAGCGTGTCAAAGTGGTATGGTAAGGAAAAGGAGAGTTTTATCTC 

ACAAAGCCATAAACACTAAACAACTTAATTTTCCATTCCAGAAAATCAGC 

AGTCATCAAGACAGCACTTGGTAAAACATTTAAGATTTGTGATAATAACA 

AGTACCT 

>Sequcnce 1012 

CCGGGCAGGTACGCGGGGTGTGAGACTTCGGCGGACCATTAGGAATGAGA 
TCCGTGAGATCCTTCCATCTTCTTGAAGGTCGCCTTTAGGGGTGGTCTGC 
GTAGGGTATGAGTGGTTTGGGGTGGGTTTGGGTGTGGGCCTGGTTCATCG 
TGGG TAAAAGGGGTGGTCCCCCCGGGGGGGGGTAAAAAAACCCCCCTTTT 
TTTTGG GGGGG 1 1 1 1 1 1" H Tl CCCCCGGGGTGGTAAAAAGGGGGGGGTTA 

A/ ^^ ^ 11 ' ITl TrCCC CCCTGGG GGGTTTTCCCCTTTTCCCCCTTTT 
TTrTTAAAAAAGGGGGGGrTr iiniTAAT AAAArmrr^ 

gi 1 1 i n rrn 1 itaatccccccttti n tigggggggttttttgggggg 

GTGTAAAAAAAAAAAAAAAAAACCCCCCCTATAATAAAAATCCCCCCCCC 
CCCAAAAAATGTATAAATATAGGAGTAAAAATTTTTTTTTT^^ 
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TAGGTAAA AAA ATGG AATAAATGTG ATAAA AACCGC ITl'l 1 ' 1 V 1 CTTATT 
TTTGGGGGGGGGGGGGGGGGTAAAAAAAATTTTTTTTTTTTTT 
>Sequence 1013 

AGGTACACCAAGGCGACCACAGCAGCTGCAACCTCAGCAATGAAGATGAG 

GAGGAGGATGAAGAAGAACGTCACGAGGGCACACTTGCTCTCAGTCTTAG 

CACCATAGCAGCCCAGGAAACCAAGAGCAAAGACCACAACGCCGGCTGCG 

ATGAGGAAGTAGCCCACGTTGACAAACTGCATGGCACTGGACGACAGTGG 

CCCGAAGATCTTCAGAAAGGATGCCCCATCGATTGACACCCAGATGCCCA 

CTGCCAACAGGGCTGCACCACACAGAAAGATGAGCAAATTGAAGAGGATC 

ATCATGGTCTTAATGAAGCTGAAGCACTGCATGGTGGCTCCTGTTCAGGG 

C 

>Sequence 1014 

gggaaggtcagcgccgtaatggcgttcttggcgtcgggaccctacctgac 
ccatcagcaaaaggtgttck:ggctttataagcgggcgctacgccacctcg 
agtcgtggtgcgtccagagagacaaataccgatactttgcttgtttgatg 
agagcccggtttgaagaacataagaatgaaaaggatatggcggaggccac 

CCAGCTGCTGAAGGAGGCCGAGGAAGAATTCTGGTACCT 
>Sequence 1015 

TTCGAATTCAAGAAGGGCAGCCAGCAGAGGATGAACACAAAACCTTAGGT 

CACTGGGTGACAATCAGTGACCAAGAAAAGAGGACAGCACTGCAGGTGTA 

TTGACCCACTTGGCAAAAAACATGCACTGTAGCAGTCTTTGAAAGGGCTG 

CTAGTTCCTAATGAAAAATGCCATACCCTTTTCCTCCCCTTCTAGGACAA 

TACCGCTTTCACCCAGTAAGGAGTACAATCCTTATTTTTAAAAGGGGCCA 

CAACTTGGGCCCAAAGAAACCGTTTrrGTTCGCCATTCTTGATCAAGCTT 

CTTCCCTGTTTAGGTTTTAACAAAAAAAATTCCGGTGGTTCTTTCTTTAA 

TTTCCAGTTATAAGGAATGTGTTTTAACTTTCAATGCGCAACACTAAAAA 

ATAATTAATTTTCC 

>Sequence 1016 

CCGGGCAGGTACTTTTTTTTTTACAAGAGTGCAGAAGAGAGCGAAAAACT 

CGTGAAAGCTGAAAGAAAATTCATTGAAGATAGGGTTAAAAAAATAATAG 

AACTGAAAAGGAAAGTCTGTGGCGATTCACATAAAGGATTTGTTGTTATT 

AATCAAAAGGGAATTGACCCCTTTTCCTTAGATGCTCTTTCAAAAGAAGG 

CATAGTTGCTCTGCGCAGAGCTAAAAGGAGAAATATGGAGAGGCTGACTC 

TTGCTTGTGGTGGGGTAGCCCTGAATTCTTTTGACGACCTAAGTCCTGAC 

TGCTTGGGACATGCAGGACTTGTATATGAGTATACATTGGGAGAAGAGAA 

GTTTA 

>Sequence 1017 

CCGGGCAGGTACGGGGGCAAAACAGTTTTCCTAATCTCAGCAGTATCCAG 

TGAGTGAAGAACACTTGACTGACTCTTGGGCCACCTCTGTTACTTACTGT 

ACTATGGAAGCTCCTGGTGAATGTTTACAATTATGGGATGTAGTATTTCT 

ATTTGTACTTTAAGTCAAATGCTTATATGAAATATGTGACAACAAATAGA 

GAAGACTGGCTCTGTTAGTAATTATGCAGTATGTACCT 

>Sequence 1018 

GGGTTTTTTCCCCCAAAAAl"ri"riTrAAAAAGGGGGG GCCCC'l "l''l"l 1TGG 
GGGATTTTATTTTATTTTAACCCGCCCCCTTTTO 

TTTTGGGGGGAAAA AAAAGGAAAATTTTTTTTTTTGGGGGGCT 1 1 1 1 ITT 

TAAAAATTTTTTTTGCCCCCCCCCCGGGGGGCCCC ^ 

AAAAAAACCCCCCCCAAAAAGAAAAACNTTTTTTGTTTTTGGGGGCCCCG 

CCCCCCCCAAAAAAACCCCCCCCAAAAAAAAGCCCCCCCAAAAAAGGGTA 

AAGGGCCCCCCCC 

>Sequence 1019 

TGAGGATCCTGTGCGCGATCGCAATGGACAGCTACTAATGGTCACAACGA 

CCTCTTTCTCTAATCCTTACTTTATACATCAACCTTCAGGTGGCTCCCCA 

AAATGTTATACCAAATCTGTAAAATGCAAATAAAACAAAAGACAAATCTC 

CATCACGTACAACATGAACTGAACAGCCATTTAAAAATTCAATGGGTGAG 

AACTTCTTGGACCTCATTGGCTAGATTCCTTTCTTAAAATCCATACACCG 
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AATTTAACAGGAAGGTTCCCATTCCTTGAAGAGCAAACTTCAGATGTACA 

AGCCTTGAGTGAAATATATTTT 

^Sequence 1020 

CAGTGGCGTTTTGCCCCCCTTGGGAAGTCGTCTCTCTTCGGTGGCCGGCT 
TTCTTCCATTTGGGGGGG T 1 11 1 1111111 111 TnTAACCCCCCTCCCC 
CCGGGGGGTGGGGAAAAAAAGCCCCCTGGGCCCCCCGTCCCCTTTTTTTT 
TGGGGGGGGAGGCCCCCCGGCCCCCCCGGGGGGGGGTCCCCCCTTTTTTT 
TTTTTi mi 1 1 AA A AAAAAACCCC CCCCTCTCCCCCCGGGGGGGGGGGG 
GGGTTAATA AAAAAT 1111 llTnAAAAAATATCCCCCCCCCTTCCCCCT 

n 1 1 1 i i riGGGGGGGATGrnrrrrrrrrrccccccccAcccccccccG 

GGGTGGGTGTGAGTTCTTTATGTCCCCCCCCCCAATTTTTTTATATTATT 

TTAA G AAGTGTTTTAA ACCTCCCCCCCCTCTTTTTTTTTrTTTTTAGCCC 

CAAAGTGACCCCCCCCCGGTGTCCCCCCAGATTTTTTATTTTGTGTATTT 

A TATAA CCCCCCCCCCCCGGCATTATTTTGAGTGTGGTTTAGTTGTGGAT 

TCTTTTATAAAAAAAAAAAAAAA 

>Sequence 1021 

TGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTrTCATTATAGTGCATAACAACACTTG 

CTTGCTTATATGTTGCACAAGACTTGGGGGGAGGCACGCAATATCGAGCA 

TCTGTCGTCGTTGGGGGTGGGTGGGGGTTTTGTAAAAAATATTTCCCCGG 

GTT GTTTCTT TACAAAAAAAAAAAAAACCCTTTATATCTCTATGATAATA 

TTTAT i i n l GTTA ATTTTGGGG AGGCCCCCC ACACXCCCTCTTAAATAA 

TGI 1 1 inn ATTATTATTGGGGGGGGGGGTGGCCCTCCTCTTTCTTCTT 

TAAATATTTAAAAACGCCCCCCCCCCT 1 1111 TITlTr GCCCCTTTTTTT 

TTTTGAT AAAGTGGGG ATTTGGGAAAAAAA 1 1 1 11 1UG T1TTT1 T1 GTT 

GCCC C CCi rTTTTTI 1 1 ATTCCCCTCGGTGGGGGTGGGGGTGTGGGTTTT 

TTTTC CTTTTGGGCCCCCCCCCAAATAAATATTCCCACCTCCTTGTTTTT 

TTTTTGGGGGGTGGTGGGGGGGGGGTGTAGTATAAATAAAAGGGGGGGGG 

GGTTTATTTTTTTGCTTTCCCCTCCCCT TTTTTTl T 1TGGGGGGGGGGGA 

TATAAAAAAAAATAAAAAAAAAT 

>Sequence 1022 

AGGTACCAGGACCTCTAACTCCCCCTGACACAGAGCAATTAGACTCCCAT 
AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 
CACCCAGGATACATTGCTCAACTGCAGTTGCCTTGGGGGCCCCAAAAAGG 
GGGT7 rTTTTTTTn I I I GGGGGGAAA AAATTTTTTTCCCCCCCCCCCCC 
CAAAAAAAAAAGGGGGG CCCCCAAAATT TTTTTGGGGGGGGGGTTTTTTT 
TTGG GGGAAAA AAGGGGGl 1111 1 TT1 TlTrAAAAACCCCCGCCCCCCCC 
AAAA rrnTTTAAAGAAAGT GTTAAAATGAAAAAGGGAAAAAGTAAAACC 
CCAAA1 1 1 1 ( 1 1 n u l riTTAAAAAAATTTTTTTGGGGGGGTn' rrri r 
TAAAAAAAACCCCCCTTCCCCCTTTTTTTTGGGGGGGGGCCCC 
>Sequence 1023 

CCGGGCAGGTACTTGACCnTrATCTTCTAACCATTCTTTTATGTCATCAA 

GA GTTGCA TCAGTCGGGAAGCCTTTAATATAAACGGATCTGTTTTTTACA 

TCATTTTTATACTACATCCAGTTCACTTTCAGAGTTAGGAGGGTTTTTTT 

TTTTGGGGGAAACCCCCAATTTTTTTTATATGGGGGGGGGGTTTTAAAAA 

GGGGTTTAAAAATCCCCCTGAACCCC 1 1 1 II Tir i riYrrCCCCCCTTTT 

TTTGGGG GGGGAAAAAGT TTTCCTTTTTGGGTTTT 

GGGGGG G 1 1 11 11 U U 1 1 TTCATTCCCCTTTTTTAAAAA AATTTTTTTG 

GCCCCCCTTTTTTTTGGCCCGGGGCCCCCGAA^ 

ill 1 1 lTGGGGGGGGGGGTTTAAAAAAAAATTTTTTTTTAGTTTGTTGTG 

ATATATAA AAAGGGGGCCCTTTTGCCCCCCCCCAAAAAAAATT 1 1 11 1 T T 

TGGGGGGTTTTTTTTAAAAAAAAAGGGGGGGTGTTTTTTTTTTTTTT 
>Sequencc 1024 

CCGGGCAGGTACTGACCTTGGAAGCTAACCCCTGAGTATGATGCAACTCC 
ACTCTAATGTAAATTAAAATGCCATGATCTTAAAAATGCCATAATAGTTG 
TCAGTGATAAATTTAAATTTTCCAGGTTTTAGTTTTCCCATCTGTTTTTT 



Page 477 
of 685 of Table 3 



WO 01/51628 



PCT7US01/00798 



Table 3 



GCCCC AAAAAAACCCCCCCAAAAAAA rTri"! TTTGG'1 - 1" ITl" rGGTTTTTT 
AAAAAAGGGGGGGGCCCCCCCAAAAAAAAGGGGGGTTTTTTTGGGGGGGG 
TTTTTTTGGGGGGGTTTTTTTTTGGGGGGGTTT1 1 J 1 TTCCCCCCTTTTT 
TTTGGGGGG' rTTTTTTTl GGGG ATTGGG GGG ATATTTCCC ATTTCCCCCC 
CGGGGGGGGliri4 u l"iriCCCCClM"illll"l"ri"lGCCCCCCCCCC(XTTT 
TTTTn TGGGGGGAGTGGAAAAACC 1 TTTTI 1 111 1 GGGGGGGTTGTTCT 
CCCCCCTGGGGCCCCCCTAAAAAAAAAAAGAGGGGGGGTTTGCCCCCCCC 
CCCAAAAAAAAAAAA T TTT T Tn r r GTTTTTTTTTGTATTnTTAGGACC 
CCCCCCCCCAAAAAAAAAAAAGGGGGGGGTGGAAAAAAAT 
>Sequence 1025 

CCGGGCAGGTACAGCACTGGAACTTCTTGAGCAGGAGCATACCCAGGGCT 

TCATAATCACCTTCTGTTCAGCACTAGATGATATTCTTGGGGGTGGAGTG 

CCCTTAATG AAAACAACAGAAATTTGTGGTGGCACCC AGTTGGGG'l I'l l" L 

TTTGGGGGGTTTTTTTTTTTTGGGGGGGGGTTTTAAAATGAAAATTAAAT 

GAAAATTAAAGTCCCCCAAAAAATGCCCCAAAAAAAAAAATTTTTTTTTT 

TTCAAAAA'lUl' T l'rTGGGGGG'lll MlU U'AAAATTTITTTGG GGGGGCCCC 

CCAAAAAAAAGG'rri i'l'l i ri IGGGGTTGGTATTTCCCCCC 1 I IT TTTTT 

CCCCCC AAA A AA' 1 ' n TI'TTrGGGGGGGGTCCCCCCCCCT ITTTrAAT TTT 

TGGGGGGGGG 11 TTTTT ITTAAAAAAGGGGGGGG I Tl"l TI TI T 1 1 TCCCC 

TTTCCCCCCTTTTCCCTAAAAAAAAAAGG 

>Sequence 1026 

TAAACCTCTGTGCCCAGGACTCCACGTGTCCATCTGGAATCCGTGGTCTT 

GGGGGMTATCTCATGTTTGGGCTCTCTTAAGTTGGGGGGGGGGGGGTAT 

TAAAAAAATTTTTITTTGGGGGGGTTTCCCCCCCCCAAAAAAAAACCCCC 

CCCCCCCCCAAAAAAATTTTITrTTTAAAAAAAGGGGGTGGTCTAAAAAA 

TTTTTTT I GGGGGGGGGGTA A AA AAAG AATCTTTGGGGGGGGGTTTA AAA 

AACCGGGGGGTGGTGCCCCCTTTTTCCCCCCC nTTTTTn rTTTGGTGT . 

AATGl'l 1 1'lll GGGGGGTTTTAT AAAAAAAA AAGTG GGGGT GTNCCCCCC 

CCCTTTTCCCCCTCrrriinrrrrGGGGGTTATTTATATTTIT 

TCCTCCATTT CCCCCCCCC C TTAA ATAAAAAA AAGG GGGGATATGGGGGC 

GACAACCCCATTTTTTTrCCTTTTATTCTTTTCTm 

CCCCCACCC1 1 111 1 1 1 1 11 1 1 GGGGGGGGGGGGTATCCCCACCCCCTTT . 

n rrn r n gtttgtaggggtcaattaatcattaatat rrrTTTTTTTTT 

TAAAAAT 
>Sequence 1027 

CGAGCGGCCGCCCGGGCAGGTACAGAGATAAGATACAAAGATAAAAATGT 
TGGTATCAGTTGATTTTGAAGCAGGTAATTACTGTGGCCACCTCACAGTT 
GGCTCAAGAAATGAGTGTGCAGTGCCCTGGAAATGAGTGTTAATGTGCAG 
GCGCCCATTCAGAAAAlin m A A A A A A A A A AAAAAGGGGGGGGTGTCC 
CCCCCCAAAAAAAA1 i'1'1 rrrri'l'l'iri 1TGGGGGGGGGGGACCCAAGGG 
GGGATTTTTlUU'll^rTTl'l^'GGGGGGGGGCCCCCCCCl'ri'll'li'li'l'CCC 
CCCCTTTTITrrrrAAAAAAAAAAAAAACCCCCCCCCTTTn I 1 1 1 1 11 1 
TTTGGGCCCCCCGCXZCCCCCTTTTTTTTTTTGTCCCCCAAAAAAAAACCC 
CCCCAAAAAAAriTlTrn 1'rrnTCCCGCCCCCCCCCTiTTTrnTTTA 
ACTAATGGCCCCCCCCGGCTCCTCCTGTTTCCCCTGGGGCCCCCCTTGGT 
CCCCTTTTTI 1 1 1 1 1 I I' l GGACCCCAGGGCCCCCCCCCNNTTTTTTGGTT 
H Tir n VVAAAAAAAAACCCCCCCCCCCCC 
GGAGTACCCATACCCCCCCCCTT 
>Sequence 1028 

CCGGGCAGGTACTTATGTGAAAGGTAAAAAAGATCTCATAGAAGTAGAGA 
GTGGCTCATGCCTCTAATCTCGGTGCTTTGGGAGTCTAAGGTGGGAGGAT 
CGCTTGCGGCCTGGAGTTTTGGGTACCAGCCCTGAAGGGGCCCCCTAAAA 
ATA A A ATTCCCCCC A AAA A A rTTTTTTTTTTTI GGGTGTGCCCCCTTTTT 
TTTCCCCC A A A ATTTrrGTTA ATTTTTA ATTA A A' mTTTn TITTGGTA 
AAAATACCCTTAATTTTTATGCACTAATTrATTTTGGATTTTTATTGTAT 
TT A A A A ATTT A A ATTTT A ATGTATT ATTTT ATTTT A AT ATTT A A ATTTT A 
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TTGTCATTATTTAATATTTTTAATATGTTAAAACGTGTAATATTCTTAAT 
TTGTATAATTGTAAAACTACTATTTTTTTAAATAGTTAAATTCTTTTATT 
TTTAATAATlTrTCACGGGGGGGT Tn 1 I TTTTT 
>Sequence 1029 • 

CC GGGCAG GTACCACACCGAAAGTAAAGAAAGATAAACAGAACATCTTTG 
AATTTTTTGAGAGACAGACTTTGTTACTTAGGTCCTGGTAGGCAATATGG 
GTATGTATCCTCGGTAGTATCATGAGGTGGACCACGTGTAGACTAGGATT 
CATCATAAAAAAAAGGGGGGTGGGCCCCCCAAAAAAAAACCCCCCCGGGG 
GGGGGGAAA AAAGGGGGGTTTTAA AAATTAAAATTTTAAAAGGGCCCCCC 
CAAAAAAAAAl l 1111111 1111 llTAAAAAAAGGGGGGGGGGTTTTTTT 
Gi l l I 111 A AACCCCCTTT 1 1 1 1 1 1 11 ICCCCI I 11 lTI'lTlCCCCCCAA 
AAAC CCCCGG CCCCC1 1 111 I II I ITllACCGGGGCCCCCGGGCCCCATT 
TCCCCTT TTTCCCC AGGGGGGGGGTTCCCCCGGGGGGGGGG A 1 ' 1 1 ' 1TT1 T' 
TTT] i i IC CCCCCCIT 1 11 ll-in-lGTITTACCCCCAAATCCCCCCCCCCT 
TTTTT] lGT GATTTTTTTGAGAGCCCCCCCCGCGGGGGGGGGGTGTTTTT 

1 1 i in rncccccccccT Tri t i 1 n ' n t i * n 'GGcecc agtat acc acc 

CCCTTTTCTCCCCCTTTTTTTTTG 
>Sequence 1030 

GTTATGCCACCAGTAATTCATGGGGGATGAAGCGTCATGGGGAAGAGGAA 

ACTAGTG GTTGG AGGCCATTTAAAAGTGAAAAAGGGAAAAAAAGGGGTTT 

GGGGGGG l r M l CCCCCTTTGCCCCCCTAAAA AG A AGGGGGGTTGCC CCC 

C TGTA AAAA TTTAA ATATTTTAAAAAATTAAAAATGGGGGTTGGGGGGGT 

GTTTTCCCCCTTTTCCCCCCAAAAAAAGGGGGCGGGGGGGGGGGGTGAAA 

AAA AA AA AAAA A ATCCCCCCCCTGGCCCCCCCCGGGGGGGGG 1 i ' 1 1 ' 1 Ti - 1 ' 

TTTTAATAAATTAAAAATTTTAAAAAATTTAAAAAATTTAAAAAGGGGGG 

GTXjGGGGGGGGTTITTTCCCCCCTTTTTCCCCCCX^CGGGGGGGGTGTTGT 

TCCCCCCGGGGGGGGGGGAGAGATTTTCTTTAAAATTrnTTGGGGGGGG 

GGAGGGATTCCCCCCCCCTTTTTTTnTTTTTTGGGGGAATTAGGGGAGT 

TATATTTTCCCCCCCCCCCGGGGGGGGGG AGGGG 1 1111 1 ' H AGCATATC 

TATTTTTATTATTTT 

>Sequence 103 1 

AGGTACCAC CTGCT CCTCATCTTAGGAGTCTCCTTTTCAAATAATTAGGC 
TCTGTTCCCATTTTAAAACTCTGATATTCGCCTTCACCTGTGTACTGGGA 
CACTTTGACT GAGGAGGGC CCCATTGTTTGCACTGAAGACCAATTGAAGA 
AAG AAAAA A A 1 1 1 1 11 iriTNCCCCC l 1 1 Ti 1 TH AAAAATGGAAAAAGG 
AAAAAGT 1 imin 1 AAAAA GAAAAAAGGGAAAAACTT li H 1 1 1 i M i 
TTTGGGGGGTTTGGGTTTTTTAAAAAAAATAAAAAAAAGGGTTTTGGGGG 
GGGNTTTAAAAAAAAAAAAA T 1 IT I TriTlTAAAAAAAAAAAAACGCCCC 
CCCCAAAAAGAAAAAAAATTGCCCCCCCCTGTCCCCCCAAAAAAAATCCC 
CCCCGGGGGGGTGTTAAAAAAAATAAAAATATGTGTTTGGGGGGGGGGGT 
TTTTT AAAAAAAATATTTAAAAAT TTGTAA AAAAAGGGGGGGGGGGGTGT 
GGG AAAAAA AAGGAAAAAAGGTG I 11111 1 1 1 1 1T1 AAAAAAAGAGGGGG 
GTGGGGGGTAGAAAAAAAAAAGGGGGGGGGGGGGCT 1 i rr rrrrrr CTCT 
TTTTTTTGGGGGGGGGGGGGGGGGGGGG 
>Sequence 1032 

AGGTACGCGGGGTCTTAAGAACGAACGGCTTGGGCGCGGACTGGTATCCG 

GGGACTGTGACTTGCAGGGTCCAGTCATGGGAGCCACGAGTCTAGATTGC 

CTGGTAGGGGTACTAATATCGTCAAGCGTTTTGTCGAGTAAAAAAATGCC 

CTTCAACTTACTTTGAAAAAAAAAGGGGGGTTTTTTTTTTTAAAAAATTT 

TCCCCCAC AACCCCC TTTTTTTTTT rGGGGGGGTGGTTTCCCCT ATATCC 

CCCCCTTACCCCCTATGGTAAAATGGGGGTATATTTTGTTTATTTCCCCC 

TCCCGGGGGGGTGGGGGGGGTTGTTTCATAATTACCCCCCCCGGGGGGGG 

CCCGGCCCCCTTTTTTrGTTTTCCCCCCCCClTiri r r 

GGGGTTTGTTA AAA A AA AA AAAA AA ATACGCCCCCCT T 1 1 1 11 rTTTTT A 

AAAAAAGAGGGGTT 11 1 1 1MTTT TTGGGGGGGGAGGGGGGGAGGGTTAAA 

AAAAAAAATAAATTTTTTTTTTTGTGATCCCTTTATTCCCCCCCCTATAA 
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TTA T 1T TATTTTGTAATTA AG ATCCAAAG ATG TTTTGTTATTTGG G 
GGG ATATTATTTGGTATATTTTTCCCTCCCCCCCCCTC I' 11 1 rTTTTTTG 
GGGGGGGGGGGTGTACTCCCCACCCCGATATATATATAGTGGTGGGGGGG 
GG 

>Sequence 1033 

tgaacctctgtgcccaggacgccacgtggccagctggagaccgtggtgcg 
tggggatgacccx:aggtggggcgcccttggttnggtggggggtntaaaaa 
aaaatttttttgggggggnggggcccccccggaaaaaaggccccccccgg 
cccccccaaaaaaa1t1 ttt1 1gaaaaaa aaggg ggggggg aaaaaaa at 

TTTTTTI rGGGGGGGGAAAAAAAAAAGeKj TTirGG GGGGGGTTTAAAAAA 
AGGGGGGGGTGTGCCCCCCGGGTCCCCCC1 "1 " 1 1 1 i TT TGGGGGGTTNGGG 
GGTmGGGGGGTTTTATAAAAAAGAGGGGGGGTGGTCCCCCCCGGGCCC 
CCCTTTTTTTTTGTGGGGGTAGTGGATATTTTCCCCCCCGGTCCCCCCCC 
CAAAAAAAAAGGGGGGGGGNGGGGGGGGAANAN NAATTTT TTCAACACTT 
TTTTTGGGGTTTTTTTTGGACCC ACCCCCCCTC1" [TTTn 1 H 1GGGGGG 
GGGGGGAGCGCCCCCCCCCCTTTTTTTTTTTTGTGGGGGGNNAAGGGGAG 
AAAAATAATC ITT V 1TTTT 1 TAAAAA AAAA AAAAACCCCCCCCC 
>Scquence 1034 

TAGTCGAACTGCTGATCCCAGGACCCCACGTGCTCACATGGAACCCTAAG 

TGCTGGGGAATTACCNCAGTGTGGNGGCCTGTTCCCCCCCCCCCCCCTTT 

TTTTTGGGGGGGGGGGGGGGG TTTTTI TTGGGGGGGGGGGGGGGTTAAAA 

AAATTTTTTTGGGGGGAAACCCCCCCAAAAAAAATCCCCC CTGCCCC CCC 

AAAAAAATTTTTTTTTTrAAAAAGGGGGGGCGAAAAAAAATTTTTTGGGG 

GGGGGGAAAAAAAAGAGATCCGGGGGGTGTTTAAAAAAAAAGGGGGGTGG 

CCCCCCCGGCCCCC IT 1 1 111 1 1 1 1 GGAG AAAAGGA A ATGGGGGGTTTAA 

AAAAAAA AAGGGTGTTTTTTGGCCCCCCCGTACC ACCC l ri" 1 1 1 TTTI I T 

TTGGGGGGTTGGAAAATTTATAAGGACCCCTTGTCCCCCCCCAAA AAAAA 

AAAGTAGGGGNGGGGGGGGAANANNGACATTTTTTCCCCTCTTTCriiii 

TTATTGTCCCC(XTCTTTTTrTTm 

>Sequence 1035 

AGGTACATGGGGGTCCGTGCGGGCAGAACCCAGGGCATGAAGATCCAAAT 

GGGCCTGGTTCAGCTTTTTCTCCAGGAGCCATGCGCAGTCTTTTCATTGT 

GCGTTCTAGGGTGrriUTTrACTCCTCACCTTCAATTCTTTCC AAGCCTT 

GTGTCATTTACCCn TiTri 1 1 1 1 TGGGGGGGTTTGAAAA AAA 1 1 H H 1 

TTTTGGGGGGGGA1U LI l l'ri l lAGGCCCGTTTCCCCCCCCrrrri ri rG 

GGGGTGTGGTGGGCTTTTAAAAAAAAATAAAAAAAAGGGGTGTTGGTGAA 

AAAAGGGGGGGTGTGTAAAAAAAAGGGGGGGGTGCTCTCCCCCCCGCCGG 

GGGGGTCCCCCCCCCTGGGGATAGGGGGTGT TTTTTTTTC CTAATATTTC 

CCCCCCGCGGGGGGGGGAGTCCCTCT1 TTI 1 1 1111111 TCCCCCACTTT 

TTTTTTTTGATAAAATGGGGTGGTTTTTTAAAAAATAATAAAAA ATATC C 

CCCCTCCCCTC 1 1 1111 1 1 1 1 11 J AATAA AAAAGTGGGGGGTGCC 11 Tl 1 

TTTTTTCTTCTCGGGGGGTATTTTTGGGTGTTC 

TATTTTTTTATTTTGGTATTCCGCCTCGCK3GTCCCCCCTC^ 

TTTTATGTGATGGCCTCCCTTAGGTGCTCCCTCCTTGGTTTATTTATGGT 

GGGGGAGTATTCT 

>Sequence 1036 

AGGTACCCCCATGCTGTGGCACGGCTTCAGCTGTGATTGGGTTATTATAC 

CCCTGCATTGACAGACATCTAGGAGAACCACATAAATTTAAAAGAGAGTG 

GTCCAGTGTAATGCGGGTGTGTAGCAGTTCTTTGCTTTGGGGGGGGGGGG 

TTTTTTTAAAATTTTTTTAAAAGGAAAGGAAAAT TTT^ 

TTTTTTGGGGGGGGCCCCCGCCCCCAAAAAGGGGTTTTTTTGGGGGGGCC 

CCCTTTTTTGTAAAGGAAAAAANAAAAGGGGTTTTTTTTGGGGGGGGGGG 

GTTAAA AA ATTTTTTrn " IT 1 GGTTTTGGCCCCCGGGGGGGG AAA AAAAT 

TTTTTTTTAAAAAAAAAAAAAAACCCCCGCCCAAAAAAAAATAAAAATTC 

CCCCCCCCAAAAAAATTTTTTTTAAAAAAAAACCCCCCCCAAAAAAAAAG 

GGGGGGGGGGTTTTCTCTTTTTTTGGGGGG 
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>Sequence 1037 

AGGTACAAAAATTAGCTGGGCATGGTGGCGCACAACTGTAGTTCCAGCTA 

CTCAGGAGGATCAGGCAGGAGAATCACTTGAACCCAGTAAGGGTGGTAGG 

GTTGTCAGTTGGACCCCGTAGGATGCAATGTCGCACGTGTGCATTTTGCG 

CAGGCGCGTGGGTGGGGGGGGGCCCCCCGGGGGGGGGGGAAAAAAATCCC 

CCCCGAAAAAAGGGGGGGGTGGGAAAAAGGGGGGGTTTTTTTTTGGGGGG 

GGTTAAA AAAGGGGGGGGTTTAAAA AAAA ACCCCCC 1 ' IT X 1 TTTT T TTC C 

CCCCCTTTTTTTGGGGGGGGG 1 " l " t ' t ' 1 1 " ! I l l C CCCCCTT H ' ITtTC TGCC 

CCCGCCCCCCCCCAAAAGTGTAAAAATGTAAAAAGGTTAAAAACTGTAAA 

ATGTGAAAAAATGGAAAAAATTTTAAAAATTGTAAAAAGGGAAAAAATTG 

TAAAAAAATGTAAAAAAAGGGAAAAAAAATGTGAAAAAATGTTAAAAAAA 

ATTGTTAAA AAATTTTTAAAAAAATTGTAAAAAAAAGGGAAAAAAACCGT 

C I rm l l lGTGTTGTTTTGGGGGAAAAAAAGCGAAAAAAAACTTTTTAA 

AAATTTTTTAAAAAATGGGGGGGGGGGGGTTTTTTTTTTTC 

>Sequence 1038 

CGAGCGGCCGCCCGGGCAGGTACTCAGGGCTTGTGGTTGTCTGCCTTGTG 
TTTA GACATACCCAGGAATCTCATTACTTTGCATTGAAGACTGTTTTTAT 
T TTTGGAA TGTTCTGAATGTTTCCAAACTGCTGAAGCGTGTGCTGAAGGG 
GTT I'l'l'l'l AAAAAAT 1 1 1 1 1 1'l 1 1 1GGGGGTGAAAAAAAAAAAAAAAATT 
TnTGCCCCCCTl 1 TTTTTT TTn Tri GCCCCCT T T TT 1 TiTl TTTTTTT 
TGCCCCXC TTTTTGGGGGGGGGGGGGGAAAAAAAAAAAACCCCCCTTTTT 
T 1 T n TVi G GGGGGGCCCCCAAAAAACCCCCCTTTTTTTGCCCCCAAAAA 
1 [ rtU UU^U'AAAAA AAAAAAAAAAACCCCCCTTCCCCCAAAAAAAAAACC 
CCCCC1T] I TITI'IGG GGGGGG 1 11 U 1 rTTTTTTTTTTTTCCCCCCCCT 

iiiiiiiii rm riiAAAAAAAAAcccccccni rm rn 

>Sequence 1039 

CCGGGCAGGTACTGAGACCGGGAGGTGTGCTCTTTTTCTGGGAGCATGTG 

GCAGAACCATATGGAAGCTGGGCCTTCATGTGGCAGCAAGTTTTCGAGCC 

CACCTGGAAACACATTGGGGATGGCTGCTGCCTCACCAGAGAGACCTGGA 

AGGATCTTGAGAACGCCCAGTTCTCCGAAATCCAAATGGAACGACAGCCC 

CCTCCCTTGAAGTGGCTACCTGTTGGGCCCCACATCATGGGAAAGGCTGT 

CAAATAATCTTTCCCAAGCTCCAAGGCACTCATTTGCTCCTTCCCCAGCC 

TCCAATTAGAACAAGCCATCCACCAGCCTATCTATCTTCCACTGAGAGGG 

ACCTAGCAGAATGAGAGAAGACATTCATGT 

>Sequence 1040 

AGGTACGCGGGGGAGCCTGCGGAGTTCGAGACCATGCTGCTGTTCTGCCC 
CGGCTGCGGGAACGGGCTGATCGTGGAGGAGGGACAACGCTGCCACC 
>Sequence 1041 

AGGTACCTCAGTGCAAAAGTTAGTTGAACTGGTTCATTCATCTCTATGGT 

AACAGCTTCCTCCTCTTTATCGACATTACTTGTCTGTGACAATTTAATGT 

TTCCATTTCCAAGTTCTCCACTTGCAGAAAATTTCACTCCGTCTTTTGCA 

CAGGAAATTACAACAGCATCTCCAATATGGCTGAGATCTCGGCATATACG 

TGCAAATTCACCAGAAGGCATCTTTACTACACAGCTGTACCTGCCCG 

>Sequence 1042 

AGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGAGCAGCA 

GGCTTTACGTCTTCAGCCTAAAACCCAAAAAAAAAAAAAAAAAAAAAAAG 

GTACTGGACCGGGTTGCTGAAAAGACTCACACCCGAATACCCGCGTACCT 

GCCCG 

>Scquence 1043 

ACGAGGATGCTTGGCACGTACAGGATCTTGCCATCACCTGTTCGGTCAAA 

CAGCTGGAAGGCCTCCTTGAACTCTGCGGTCTGGT 

>Sequcncc 1044 

TTAGTGCGCCCGTAAACTGACTACTATATGGCAGACTCGAACCTGGAGGC 
GGGCGGCCGGCCAGGTACCTGAGGCAGCAGTCACTGTGGCATAAATTTCT 
AAACTTACATAGCAGATACTTGTAATAAGCAAACCTTAAAAAGGGCAAGG 
TACAGAGGACTTAAAAATGAAAAAAAAAAGCGATAGGGAGAATG 



Page 481 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



>Sequence 1045 

AGGTACCTGCnTTTGCCGCTTCTGGTTrTTGCAGACATCCACTACTCCCC 

AGCTGATTACACCAACTTGAATGAAACGACTTCTCTTGTGAACTATCAAG 

GGGCCGCCAGAATCACCTCTGCAAGTATTGGGGTCAGCATAGGGACTCAC 

TCCTTCAGACCCTGCCCG 

>Sequence 1046 

AGGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCGCGAGCACA 

GCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCAGG 

AATGCCCCCCGCGTACGCGGGGCCCGCGGAGTATACACCATGAGCAAAGG 

TTAACCCTCCCAAGTTGAAAAAATTTATGGACAAGAAGTTATCATTGAAA 

TTAAATGGTGGCAGACATGTCCAAGGAATATTGCGGGGATTTGATCCCTT 

TATGAACCTTGTGATAGATGAATGTGTGGAGATGGCGACTAGTGGACAAC 

AGAACAATATTGGAATGGTGGTAATACGAGGAAATAGTATCATCATGTTA 

GAAGCCTTGGAACGAGTATAAATAATGGCTGTTCAGCAGAGAAN 

>Sequence 1047 

GCCATCGAGCCCTCAGAAGACGNCAANNGGTTTCCGG CGAG GTTCCTGGC 

CGAGGACATTCCACATGCATTGCCTTCTTTTTTTACCCCTrTTATCTGTA 

AACCTTTGCAAGATGCAAAGAGGTTGTGTTCATGTTTAAATGACTGTGCT 

GTCCCTTTCACATCAAAGAACTACTGACACGAAGGCCGCCCTGCCTCCCA 

TCGGCCATCTATCTGGCCGGCAGGGAAGGAAAGAACTTGCATGTTGGTGA 

AGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGGACGACAGTGAAATCTACA 

GTAAAACCAAGCTGGCCCAAGGTGTCCTGCAGGCTGTAATGCAGTTTAAT 

CAGAGTGCCATTTTTTITITrGTTCAAAAGATTATAATTATTGGAATGCA 

CAATTTTTTTAATATGCAAATAAAAAGTTTAAAAACCTCAAAAAA 

>Sequence 1048 

AGGTACTGTGGGCTGGAAATCCCAAATCTAGATTCCAGCAGAGTTGGTTC 
TTTCTGAGGTCTGCAAGGAAGGGCTCTGTTCCATGCCTCTCTCCTTGGCT 
TGTAGGAGGCATCnTGTCCCTATGACTCrrCACATTGTCTTTATGTACCT 
GCCC 

>Sequence 1049 

AGGTGTCGACCCACGCGTCCGGCTACITACTGGCTTGCnTrTGTTTGCCC 

TGCCTTGCTCAGCTTGCTTTTTTATAGAACCCAAGACTACCAGCCTAGGG 

CTGGCACCATCCACAATGGGCCCTCCCACCTTTGATCACCTAATTGAGAA 

AATGCCTTACAGCTGGATCTCATGAAGGCATTTCCTCAAGGGAGGCTCCT 

TTTGAAAGAACCCCAAATTGGGGAGACTTTCGCTCCAGTCTCAGGATGGC 

GCGCCCTAGGAAACACGAGTTGCCGATCTTGAT GTACC CACCTGAGGCAG 

CTTTTATTAACGAGGATCmGGGCCGACATGTATTTTACG 

>Sequcnce 1050 

AGGTACGTTTTCAGAGATGTGTGACTGAAGTAACCTTCAGCGGGCCTGAG 

AAACCCACAGCCAGATCCAGCCCTGCCTGGAGGTCCTGACTGGAAATATC 

TGTGATTTCTTCACTGTGCCTTTAGTTTATTTATCGTTTTGGAGGAGTGC 

CAATGCCATCCACTTTAAAGAGGTCTTTCCCTTTAACCACAATAAAGGGA 

TTTCCTTGAGGCAGAACCCACCCCTTTCTTGGAAGACTTTTCACCCTTCC 

CATTTTTCTGGACAAACACCCACCCGGGGCCAATACCAAATTGGGTCTAT 

TGGTTTTAAGGGTTCTTCTTCATGGGAAAGTTTTGGGGGAAAGTAAATTT 

AGGAAATTGAACTCAATAAATAAAAAGGCTTTTTATATTATTTATATATC 

TATTATCTAAAAAAAGTGG 

>Sequence 1051 

AGGTACCCCAACATATATTTTTACGAGGGTTATTTTGATCAGCTTGTGTA 
GTCAGTGCCAAAGTATTTAGCTGGTAGCAGAAAAAGGAAAAGTATTC 
>Sequence 1052 

CGGGCATGTGGCCGCCCGGGCAGGTACTGCTAGTGCTATCGGTTGAATAA 

ATAGGCTGATAGTTTCGATGATGATTAGTATGGGAATTAGTGAGATGGGG 

GTTTCTTGCGGTAAGAAGTGGGCTAAAGAATTTTTTTAGTTTGTGTCGTA 

AAGCTTAGAATTACTGCTTCCTGTTCATAGGGGGATGGCTATTGCTTAAT 

GTTTATAAGATAGTTTGATATGGTTATGGGTTAAAATTGTATGGTTGACA 
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GTAAGC TCCTA TAAAGTGTTGTTCTAATGCTATTTATTTTATATCTTATA 
TACTATATTTTCATGATTATATAAATATTATGATATATCATCTATATTTA 
TTATAATATTATTAATTTTATTATA 
>Scquencc 1053 

CGGGCAGG TACAG ATACTTGAAGCAATTCTGCAAAGACCCTGAGTTTTCA 

CAGGGCTG GTTTT GGCTATCGTAAAAAAAAAAACAAAAACACGCACACAC 

ACACTATAGTTTTCCTGCTTGCCATAGGATCTCTCTTGGGAGATGGACAA 

CCCTCAAAGGCACTGATTGGTGACATTGGTAGCTCTGGTCCTTACTCAGG 

CAGCCAGCTCAGCCAAGGCCCGGTCCAAGGGATCCACTGACCAGTAGTCA 

TAATCCCAGCCGAGGAACCAGCCCACAAAGGAAGGAGGCTTAAAGCCTTG 

CCTAACGACAGTGATGGGGGTCCCGCTGTCCCAATTT 

>Sequence 1054 

CGGGCAGGTCGCTCGTGATCTAGATAGTGAGCGGACGCGTGGGTCGACTC 

AAGACTTTTAAAGATTTATCAAAATTTGGTGAGCCGAATCTCAGAAAATT 

GGTGAATTCGGTTAGTTCCCAATAGGCCGCAGTAGTAATAAGTGGAGTGT 

TCGGGATATAGAAAAATTTTCACGAATGGAATGAAAATTTCTAGGCGAAT 

TCAGTGAG TTCC CAATGGGACATGATTGTATGAGTGAGCTTTTTAATATA 

TAGCAACATTTTAGGTTCAGAAACTTAGTTTTATGGTGAATTCAATAGGT 

TCCCAATAGGATTCGCATGTAATAAGCA 

>Sequence 1055 

CGGCAGGTCTTGAGTCGACCCACGCGTCCGCAAAATTCTAGCCAGAATAG 

CCAGACAAAAAAAGATCTAGGGGATACAGAAAGGCAAAAGGAAGTCAAAA 

TATCACTATTTACATATGATATGATAGTATATTTCAGTGATCCCAAAATT 

TCCAGTGGAGAACTCCTAAACCTGATAAACACCTTCAGCAAAATGGCTGT 

GTAAAAAATTAACTCAAATAAATCAGTAGTCTTCATCTACAGAAAAGACA 

AACAAGCCAAGAAAGAGATTAGCGAAAAGACACCCTTCATAATAGTCCCA 

TATAATATAAAATACCTCAGTGTGA 

>Sequence 1364 

AGGTACTCAGAGTGAGGATTTTCTGCAACCTGCGTTTGTCCCTCCAGCAT 

CTGCTCTGGCTCCATGGCGGACCCTGCAAGTCACAGTCCCCGGATACCAG 

TCTGGGCGCGGGAGCACCACGAGCAGTAGAGCAGCAGAGTGGGACAGTCC 

ACGACTGGGCGCCTACATGGGGTCTGGAAACTCTACGACAGTCCCAAGTA 
CCTGCCCG 

>Sequence 1365 

AGGTACCTTGGTGTTACTTCCTTTGAAAGATGGACATTGAAAGTTAAAAA 
TCAGTCACTATATAGGCACTGCTGTATGGAAAACGCATTTTGTGTTTCTA 
CAAATTGTAAGCGGAAATGCCTTTTGAGTACCT 
>Sequence 1366 

CTTATTTTTTTTCTTTTTAAACATTGAAGGCTCCGGATACCTCCTATAGT 

CGATGGGAAACCACCGCGGTGGCGGCCGTCCGGGCAGGTACTGTTTACTA 

CACACTTAAAAACTGAGTGTTAAGTGCCTTTAGGGGAAGAACACTCTGCC 

TGCATGAAAATGTCTTAAAACTGAAGGAAAATTTCAAGAACGCTCTTGAT 

CAGAAGTCCAGACTGTAAACATAATCGCTGGGTCATGTTACTTGGAACCA 

GTACCTCGGCGCGG 

>Sequence 1367 

CACTGAGAGGAACACCCACCAAGCCTGGAAGGGNGAACCACCGCGGNGGC 

GGCCGAGGGACGAGGGCCCCTTTTAGGGGGCGGCAGCCANAAACCGCAAA 

ANCNNCAGACGGCAGGCGGCNGCCCTTGAGAGNGAACGGGGNCCCACACC 

CACAGACACNGAACCNGGCNGGGANACCAGNGGCCCNGGNGGANGCACCA 

NAGANGAGGAGCCTGTGAGCCAGGCCTGGTNNCNGCGGGGACCNGCCCGG 

GCGGACGCNCAAGAACNAGAGGACCCCCCGGGCGGCAGGAANNCGANANC 

AAGCNAANCGANACCGNCGACCNCGAGGGGGGGCCCGGNACCCAGCNNNA 

GGNCCCNNAAGGGAGGGGNAAAGGCGCGCNGGGC 

>Sequence 1368 

AGGTACTTTTTTTTGTTTGTTTTTTTTTTT^ 

ATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAA 
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AAGACATACTTCTCAGCTGCAAATATTAATGGAGAATTG GGGC ACCCACA 

GGAATGAAGAGAGAAAGCATCTTCCTAATTTCAAAACCATTTTGGTACCC 

TGCCCGGTCGGGCCGTCTAGAACCAGTGGATTCCCCTTTCTGCAAGAATT 

CCAATTTCTTTCTTATTCATACCCTTT TTCCTCGTXj GGGGGTGTCCCGGT 

TCCCAATTTTTGTTTCCTTTAATTGTC^ 

>Sequence 1369 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCT 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTGTGCAGCTGAGAAGTC 

ATGCCTTTTTATTCATTrTTAAATTTTCATTCAAGTGACAATCAGTTGGG 

AGCAAATTAAAATCCTCCCTTAAAGTGAAAAAAAAGAACAAGCTATAAAT 

TTCCCTTGTTCGTTCTAGAACTTAGGGCACCCCTCGGGTCTTTCCGTATT 

GCATCTCCCCCTTATTGATACCGTTTCTCTCGTATGGGGGTCACCGTTTC 

CTATC TTTTGTTTCTCTTTAATAAGTGTGCAACCCCACCCTTTGCTCTAT 

TTTTTGTTA 

>Sequence 1370 

CCGGGCAGGTACTGGGCTCTGACCACTATTGGTTTTGAGACCACGATGTT 

GGGAGGGTATGTTTACAGCACTCCAGCCAAAAAATACCAGCACTGGCATG 

ATTCAACCTTCTCCTGCAGGTGACCATTGATGGCAGGAACTACATTGTCG 

ATGCTGGGTTTGGACGCTCATACCAGATGTGGCAGCCTCTGGAGTTAATT 

TCTGGGAAGGATCAGCCTCAGGTGCCTTGTGTCTTCCGTTTGCCGGAAGA 

GAATGGATTCTGGTATCTAGACCAAATCAGAAGGGAACAGTACCT 

>Sequence 1371 

CCGGGCAGGTACCAAAATGGTTTCGAAGTTAGGGAGCTGCTTTCTCTCTT 

CATTCCTGTGGGAGCCCCAATTCrcCATAGATATTTGCAGCTAGAGAAGT 

ATGTCTTTTTTATTCATTTTTTAAATrTTCATTTTAAGT^ 

TTGGGAGCAAAATTAAATCCTCCCTTAAGGTGGAAAAAAAAATCAAACAA 

AAAAAGTACCTCGT 

>Sequence 1372 

CCGGGCAGGTACTTACTTGATGTGACTCTCCTCTCATGCCTGGGCCCTGC 

TTACAGGTGTGATTGTGACACATAGCTTGGCCTAGCCCCTAGGTTATGTT 

ACTCTCCTCTTATCCTTCAGTTATTTTCACAAGGGGCATTGTGACATATT 

GCTGGACTGGGAACCCAGGTGATGTGACTCTCCTCTACTGNCTGAATACA 

ACCAAAAAAAAATAAATAATATAAAAAGTCCCT 

>Sequence 1373 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCATTTTTAAATTTTCATTTAAG 

>Sequence 1374 

AGGACCTGATTGCATGCACTTAAATGCAGATTATTTTGGAGTTTGAAAAG 
GGACTATTAATGAAATCITrCTTTTCCCTCCTTTCTCTTTTTCCCT^ 
CGCCACTGATTCAGTGAGCTGGAGATTGGATCACAGGTATAATCAAGCTT 
CATGTAGTCATGTAGATCACTAGACTCCTTGGTGTACCTGCCCG 
>Sequence 1375 

CCGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACAC 

AAOAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGA 

AGACAGATGGTGCAGCCACAGTTCGTCTCATCTCCAGCCTGGCCCCTAGC 

AAAAGTGTGCGGCCAGTTATTATACTGCT 

>Sequence 1376 

CACTTATCACTTATTCTATAGTCTTTAACTAATATACATAACTTATTAAT 

ATCTTACTACAGTTfAATTGTATCGATGTATTCTTCTATCTATTGTTATT 

TCTTAACATTATCCTCAGTATATCTATTTGTTATATTATCTTTAGTAGTG 

TGTTCCTTCCTCT 

>Sequence 1377 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 
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CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAAAAACAAAAGTACCT 
>Scqucnce 1378 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGATCGAGCGGCCGCCCGGGCAGGTACCAGCA 

GAAACCTnGCCAGGCTCCCAGGCTCCTCATCTATGGTGCATCCACCAGGG 
CCACTGGTA 

>Scqucnce 1379 

AGGTACTTTTTCCTAGTAGTGACCCAGTAAATATCTTTGCAACAAACTTG 

GCTTTGCTGGTGTGCAAAGTGTAATATAAGGAAAATTAGTGACATTTTTT 

TGCCTTTTAGTGTGTAAACTGGAATGTATAGTATAGAAAACAGAGAGATA 

GTATATATTTTAACAACTTGAAATTCATAGGTGTTAATAGA1TCCTCTTT 

TTGAAATTAAAATATCTCCTAGGATTTTGATCACTTACAGTGTTGTATGC 

ACTACCTTAATTAGATAATTAGTTTTTGTCTTTTTTCTTAACTGAGATCT 

GATGAGTTGGCGA CAGA AAAATGAATGAATTTCTTGGCAGGGGTAGAACT 

AAACCAAGGGGAATTTTAACCCGGAGTGGTTTTAAGGGAAACAAGAACAT 

TGGATTCATTTGAAAAAAAGTAACTTTTTTAT7ATTTAAACAAAATTGGA 

AAACACTGTTTTAAAAGGG 

>Sequence 1380 

AGGTAC1 nTTTTTTTTTTTTI TTTl CC AAAAGCCTTGTTTTTATTTATA 

TAGAGTCCTAACCACTTCGGTGGTAGGAGGGGTGGGAGAGGCTCCTTTTT 

CAATCCAGGGACCTCCATGATGTTGGTTTGTTGATACCAAACACACAGGT 

AAGTGGCATCACGGATCTGGTAAACTAACGACAATGTTTAGTCTCTTCTT 

TGCTAGAACAACATGGTGAGCATTAATCTCTGCTTCTGTAAGAATCCTGA 

ACTTACK}GATTTCAACTGGTACTACTCCAACTTTTTATTTTAAAGGTTTG 

AAATTCAATTGCTTTAACCAGTGGGCAGGGATGTAATTGGCCAGTTTCCA 

TGGTCCTGGCAAAATGGCCAAACAAAAATTTTTTTTACAC 1 1 rTTTTTT A 

AAGGAAACCTGGTTAGACTTAAATTTGGTTAAACTCCCCGTGTGATGGGG 

GTTTTAAACCCCCCAGTAATTTACCCCTGTAATGAATCAACACTTTAATT 

TACCCTGAGGGGCCTTTGCTTT 

>Sequence 1381 

CCGGGCAGGTACTGTGTATCATTGCAGACTTGCTTTTTTGAGTAATGGAT 

TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 
TCAGTTGCAG 

> Sequence 1382 

AGGTACTTTGTTC1 11111111 1 1 ' l" 1'IU'CTTCTTCTAGTTGTTTCTTGGT 

TTCTGAGTCCAGTCCCCTTTGCATAAACTTCA 

>Sequence 1383 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1384 

AGCAGCGTAGCAACTGGCCTCGGTCACTTTCCGCGGAAGGACCAAGGGGG 

AGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATTT 

GATGAGCAGTTGAAATTTGGAACTGCCTTTGTTTGGGGCGCCTGCTGAAT 

AANCTTCTATCCCAGAGAGGCCAAAGTTACCTGCCCCG 

>Sequence 1385 

AGGTACGCGGGGGACATTCAGCCGGCGGTTCGGGGCGACGGACTCTCCAT 
TCCAGAACCATGGCCCAATTTGTCCGTAACCTTGTGGAGAAGACCCCGGC 

GCTGGTGAACGCTGCTGTGACTTACTCGAAGCCTCGATTGGCCACATTTT 

GGTACCTGCCCG 

>Sequence 1386 

AGGTACTTTCTTCTGTGTGACAATTACTGCACAGTCTTTCCCTCTGACAG 
CTACTGATGTAAGGCCACCCTGGTTAATAGCCTTAAAAGCATATTCTACT 
TGGTAGAGCCGACCCTCGGGTGAAAAAATGGTAATGTGGCGGTCAAAACC 
GGCGCTGGAACCACGGGACATGTTGGTACCTGCCCG 
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>Sequence 1387 

AGGTACAAAGAAAGCAGAACTGGCAATTTATTTGTGACTGCAACAGCCCG 

TGCGTGTTCAGGAGTGTGTCTTCCAATCTGTCCTAAGGCCCAAGCAGCTG 

CAGCCTTAATATGATCTTCCGGTTCTTCTGACAAGCATACTGACAACTGG 

GGTACCTGCCCG 

>Sequence 1388 

GGGCTTGTCGTCGATTGTGCTCCACCGCTGCGGCGGCCGCCCGGGCAGGT 

TCTTTGGCCTCTCTGGGATAGAAGTTTTTCAGCAGGCTCACAACAGAGGC 

AGTTCCAGATTTCAACTGCCCATCAGATGGCGGGAAGATGAAGACAGATG 

GTGCAGCCACAGTTCGTTTGATATCCACTTTGGTCCCAGGGCCGAAAGAA 

GGCATACCAAATATTGCTGACGAATCCCGGTACCTGGCCGGA 

>Sequence 1389 

AGGTACGCGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGTTT 

CCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCACT 

GGAGAAATAGTGATGACGCAGTCTCCAGCCACCCTGTCTGTGTCTCAGGG 

GCAAAGAGCCACCTCTCTCCTGCAGGGCCAGTCAGAGTGTTGGCAGCAAC 

TTTGCCTGGTACCTGCCCG 

>Sequence 1390 

ACGACACGCTACACCCCCCGTGCACAGGTCTTGCGTTGAACATGCCACCA 

CCATTGTACCACAAGACTCAGTCAACATTATTTGCAGCACAGACGCGATA 

TTGATCCACGATGATAGAAGAGGATGACTCTGGTTGCCTGCGGTCACTGT 

GGTCCTAGGACTAGACCGCTCATATTGTCAGTGTCGGGACACTGCCATTC 

CTCATCAAAGAAGATCAATTGAATGCTGCACAGAAAGGAACAAATGTAAT 

ACAGACCTACACCCTACACTGCCTACATAGAAAAACAGAGATTTTGTTGA 

TGGACCTATACACCACAGGGCTTTACTTATATCTGTGACTGTCCGCACTT 

GGCTCTTGGACCTTATCATATGATTCCGGTACTACCGGGATAAAAGACAA 

GAAACCAGACCTCCATACAACATTGGGTCAGAACAGGATGAAACTGACAT 

TCCTACTGGAGAATCCCTGAGAGACTTAATGGAGCAGGCTCACAGCTCAT 

GAAGTGGATCAGGCCCCCCTCTGCTGGTCCAAATGACTATAGCTAACCAC 

ATTCAGATGGTGACACATATTGTAAAAGGTCCCTATGGCGGAAGCTTGTA 

TGGTAAAGTGGCGTGGCCAAAAGGTAGCCTTTAAAAGGTrcrTTACCCTA 

AGGAAACCGCTTGGTTCAGAGAGACAGAAATTTCCCGGACGCGCCGGTTA 

AGCACTGAAACCTTTGGGGTTCCTTGCGGCAAAATCCAAGGGAACGGGTC 

CTGGACCAATTTTTCCTTGCCCGCCGCCCCTGGACCTTCTATCGGGAAAC 

CGCCTTGCCACTTGCTTATTAACCT 

>Sequence 1391 

CCGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACAC 

AACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATNNGGCGGGAAGAA 

TGAAGACCCAGATGGTGCAGCCACCAGTTCGTTTGATCTCCAGCTTGGTC 

CCCTGCAAAGTGTACCT 

>Sequence 1392 

CCGGGCAGGTACTGTGCAATGCCTCAGGTTGCACCTGACTTATATGCTGA 

ACTACAGAAGGCACATTTAATTTTATTCAAGGGTGATTTGAATTACAGGA 

AGTTGACAGGTGACAGAAAATGGGAGTTTTCTGTTCATTCATCANGGCTC 

TGAATGGCTTCCATCCTGCACCACTCTGTACCT 

>Sequence 1393 

TCCGGTGGTATCTGGGAGCCAGAGTAGCAGGAGGAAGAGAAGCTGAGCTG 
GGGCTTCCATGGTTCCCTCTGGGTCCTAACTGAGCAGTTCCTCCCCGCGT 
ACCTGCCCG 
>Sequence 1394 

AGGTACTGTCGTCTCCCAACTCCCACCTACAGGGCCCGGGAATCCTAGGG 

AGCGGATAAAGGCCTGGGAGAGGGAGCAAGATGGGCTCCGCCCACGAGAT 

CCGGCTGAAGTCCGGCTTCGGCGCCCGGCCTCAACTGCAAGAGGAAGGCC 

ACTCTCTCTCCCCAAGCTGAAACACCAGAAGAGCCACACT 

>Sequence 1395 

NNAAGATAAACCTGTACTTGACAGCGAACNGGAGCTTCACCGTTGTGGCC 
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GCCGACGTACT TGTTT G 1 rTTTTTTTTTn 11 TCACCTNAAGGGTTGACT 
TTATTsrTGTTCCCTTTTGACCX}CCACTTAAATGAAAATTTAAAAATGAATA 
AAAAGACATACTTCTCAGCTGCAAATA 
>Sequcncc 1396 

AA ATAGC ATTGATATCGGCGAAGTAGCTGAAAGGCCGGCGGCGAGACGCT 

tgcttttacaatttgck:gccgaatgttatataacgaagctcctgcccctc 

ctaaagctgaagccaaagcgaaggctttaaaggccaagaaggcagtgttg 

aaaggtgtccacagccacaaaaagaagaagatccgcacgtcacccacctt 
cc 

>Sequence 1397 

ACCGGCAGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTGCA 

GAGGTGATTCrGGCGGTCCCTTGATAGTTCACAAGAGAAGTCGTTTCATT 

CAAGTTGGTGTAATCAGCTGGGGAGTAGGATGTATGCAAAACCATAACGA 

AAAGCAGGTACCTX 

>Sequence 1398 

AGGTACCGCGGGAGCTTCTCCTTGCCAGTTTCTCCCAGCAGGACCCTCTT 
CTTGTTITGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTCAGTCTGAA 
TGTCCGCCATCTTCC 
>Sequence 1399 

CCCTGCCAATTGGAATGCACTCACCGGGTTGGGCGCCGGCAGGTACCGGG 

GAGCTCGGTTTGAGGCGGGCTGGCGTTCCTACATGGGTTCGAGAGAAAGA 

CAAAGTNTGTCCAAGAAGATCTGTCTGCTTGCATGAAGATTTATGGCCAT 

AGGGGACTGGACTCAGAAACCAAGAAACAACTAGAAAGAAGAAAAGAAAA 

TCATTAGTGAAGAGCACTGGTACCT 

>Sequence 1400 

AGGGCGTGGGCGCACAACTGGACCGGATAGCCAAGACGAGAAAACCTGGG 

CGAGCCAAGCTGGGATTAAAGGAAACGGCCCAACGCCCCGGGGAGAGGGC 

GGATAGCGGTAATGGGGCACATCTTCCCGCTTCCTCGACACAATGGACCC 

TGATGCGCCCGGGGCCGTACGGTAGCGGGGAGGCGGTCATAACATAATGA 

TAAGGGGGGAAAACGGGGAATCCACGGAATCGGGGCGAAACGGCAGGAAG 

AAACATGTGAGCGAAAAGGCCAGCGAAAGGGCCAAGGACCGGTAAAAGGG 

CCGGCGGGCAGGGCGGTTTACCAAAGGGGACGCGCCCCCTGAACAACAAG 

TAGAAAAACGCGCCCCGATACAAAGGGGGGAAAACCGGACGGGCCGTAAA 

GGAAGCAGGGAGGAGCCCTGGGT 

>Sequence 1401 

AGGTACl 111111111111 1 IT T i T I AG AG ATGGGGGTTTC ACCGTGTTG 
GCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACTCGCCTCGGCC 
TCCCAAAGCGCTGGGATGACAGGCGTGAGCCATTGCACCAAGACCCGATA 
GGTCTA AGGGGTCTCATTTGAGTCATTGTATATAAA 1 ITniTH C AATG 
111 1 1 I GTCT AAAAAACTTTAG AC AGGG A ATGC ACTCTCC AATTACCTTC 
AACTGCTACCTCTCCTTATTTTAATAACCCCAGAAACACATTTTGGCCTT 
AACCTTTTCAATAATTTAACCCCAAATTTGGTTTTGTTAAAAATTTT^ 
TTATTGGGGGGGGCCCCTTAAAACGGGGGGGACTCCGGGGGGGTTAAATT 
TTCCCCCAATTTTACCGGGTTCCCCCGGAAAACCGGTGAAAAAAGTTGGG 
G ACCTTTTC CCAATTAA AAAAAATTGGGAACTTAA ACCTTTTAACTTGGG 
GC1 1 rTTTTCCTTTTACCCCCCCCCAAAATGTTTTTTTTT^ 
>Sequence 1402 

AGGTACGCGGGGAGGAACTGCTCAGTTAGGACCCAGAGGGAACCATGGAA 

GCCCCAGCTCCACTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCAC 
CGGA 

>Sequence 1403 

AGGTACGCGGGGGAGCTACAACAGGCAGGCAGGGGCAGCAAGATGGTGTT 

GCAGACCCAGGTCTTCATTTCTCTGTTGCTCTGGATCTCTGGTGCCTACG 

GGGACATCGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGC 

GAGAGGGCCACCATCAACTGCAAGTCCAGCCAGAGTCTTTTATACAGCTC 

CAGCAATAACAACTACTTAGCTTGGTACCTGCCCG 
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>Sequence 1404 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 

CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAAAAAAACAAACAAAAAA 

AAAGTACCT 

>Sequence 1405 

AAGGAGAAATAGAACAGTGCAGGCAAAAGAAGATAGGCGCGGGCTGGGTG 

GGAAGAGGATTCGGACTCGTCACAC 

>Sequence 1406 

AGGTACAGAAACATTTTAGAAAAAGAAAGGGAACTTCAGCAACTGGGAAT 

CACAGAATACCTAAGGAAAAACATTGCTCAGCTCCAGCCTGATATGGAGG 

CACATTATCCTGGAGCCCACGAAGAGCTGAAGTTAATGGAAACATTAATG 

TACCTGCCCG 

>Scquencc 1407 

CCGGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 

CAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATG 

AAGACAGATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCC 

GCCGAAAGTGAGCGGGGTACCT 

>Sequence 140S 

CCGGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 
CAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATG 
AAGACAGATGGTGCAGCCACAGTTCGTTTGATATCCACTTTGGTCCCAGA 
GCCGAAAGTGAATATAGGATGAGGCCAGTTGCTACGCTGCT 
>Sequence 1409 

CCGGGCAGGTACTTCCAGGAAGTGAAGTAAAACCTGGTCTTGGTTGATAG 

GCCCCAGGTTGGCTTGGAGCCATTCCAGGTTGAGAGGCAGGAGCCACAGT. 

ATAATTAGTAGGCTGAGAAGTTTGGGCAGTGTAAGTTTGTGCAGGATAAT 

TGCTCGCCTGGTACCT 

>Sequence 1410 

CACGCTGGTITTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAGTTCGCGGAAGAAGTGGCTCACGCC 

>Scquence 1411 

AGGCCTTTGCCTTGAGTCCATCCACGCTTTAGCAGCTGCTCCTCAGCAAA 

CTTCATCCCACGACTCTTGACCTCTGGGGTGGCATTCATGGTGAGAAAAA 

AGTCTCTATCCTCAGACTCTCACCAGAGAAGAAGAGGTGATATCATCCGT 

CATTGCTGGGTCCGCTCCGCGGAAACATGTGCCGGACCTGACTTGTGCGC 

CGCCATCTTCCCCCGCGTACCT 

>Sequence 1412 

AGGTACiTri"rrri u riTn rnin inn 1 i aagtgatttgcagttagt 

TTATTGAAATGGAAATGAATTTGAGGTTTCAACAGTTGTGCTATGCAGAT 

TTTCCACCATGAATAAGAGACCAACCACCACAGTAGAAGTATAACAGTTG 

TGTTG TTTCTTT AGGNCCCCCG A AAA A ANTTT ATA A' rTTTTTTTGGGCCC 

CCCGAAAAAAAGAAAAAAAGGGCCCCCCCTAAAAATGG GGGAGGGGG AAA 

AATTTTTTTTGGGGGCGGGGGAAAAAAAAAGGGGGCCCGTTTTTTTTTGT 

TTTTTGGGCCCCCCCCCTTTTTTTGGGGAGGGGGGGGGGGGGGGCCCCCC 

CCCCCCCCCCTTAAAAA1 TTTI I T 1 1 1 1AAAAAAAAGGGGGTGGTGTTTT 

TTTTGGCCCCCCCCrrnTri'lGGGGGG TTTTI 1 1 11 i 11 f AAAAAAAAA 

AGAGGGAGTGNNCCCCCCCGTTTCCCCCCCCCCGGTCCCCCCTTTTTTTT 

TTTTTTTTCCCCCCTCTTTTTTTTGTGGGGGGGGGGGTATAAAAAAAAGG 

AGGGTGTTTTTTCCCCCCCCTTTTTCCCCCCCTGAATAATTTTTGATAAA 

ATTTTATGAAAAAAAGCGCCCCCCCCGGGGGGGGTGGGTGTCCCCCCTCT 

TTTTTCTTT 

>Sequence 1413 

CGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCA 
GTTG AA ATCTGG AACTGCCTCTG TTGTGTGCCTGCTG A ATAACTTCTATC 
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CCAGAGAGGCCAAAGTACCTCGGCCG 
>Sequence 1414 

AGGTACGGATAAAGATGATGTCITrrTGTTATTGTCTGTCTGTTTTGTAT 
GTGTCTGAGATAAGGGATAGAGAGGAAACATCTCGTCAGGGCTAATTGTG 
AACTACCAATTTGTATTTTTTAAAAGATTAGGAGGAAAACCAGTAAATCG 
CTGCTTTAAAAAGGGGGGTTATAAAAAAATATTTTTTTTTGTGGTTNGGG 
GGGGGTTGGGGGTTTTTAAAAAAAACCCCCCCCAAAAAAGGGCKKjTGTGT 
CCCCCCCCTAAAAAAAAGGGGGGTTTAAAAAAAAAGAGTGGGGGGGGGGG 
TTTTAAA AA AAAACCCCCCCC A AATAAA AAGGGGGTGG T 1 111 1 ITl ' lTl 
m n 1 1 1 AA AAAAAA AG AGGGGG AG I T T' l r T T TTTT AATAAAAGGGGGG 
CKjGGGAAAAAAAAAAGGGGGGGGGGGGGGGGTGGGGTGCCCTCCTTTCCC 
CCACAAAAAAAACACCCCTCCTCITTTAATATATTTTTATATATGTGTAA 
ATAAAT TTCCCCCCC CCCCC C1 1 1 11111 1 Tl 'GTGGGGGGGGGGGGGGAA 
TATTTTAT 1 1 1 1 11 TT 1 GC A A A AAA A AT A T 1 1 1 1 ll' l T ATTTTTTGTTAT 

AGGGGGGGGGGTATTATAGAATATTTACCCCCCCCCCCCCCTTTTTTTTT 

TGTGGGGGGGGGGCCCTC 

>Sequence 1415 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTTGA 

CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTGCTTCCGCGGAACC 

TGGGCCGTAGGTAGAAGTCGTCGAGGGGGCTGACXjGAGGCCGTGCTGCCC 

, tggagagaatgggggggcccccccccaaaaatgtaaatggggaaaaaaga 
a aaaaagc cccccttgccccccaaaaaaaggggggtgcccxccgcggggg 
attttttttgggggggggggggggtccccccctggttttgggggattttc 

CCCCCCCTCCCCCCCCGGGGGGGCCCCCCT TT TT rrin - l CCCCCCCTTIT 
TTTAAAAAAGGGGGGGGGAAAAAATAAAAAAGCCCCCCCCCl 1 1 1T1TAA 
AAAAGGGGGGGTTTTITTGGGGGGGTGGGGGG 

rm m i gtgccccggggccccccccca accccccggtgccccttttat 

CT CCCCGGGGGGGGTGGGGGGGGGGGTTATAATTTTATTTA 

CCCi hum I i IGGGGGGGGGGCCCCCCCCCCCCAAAAAAAGGGGGGGG 

GGG 

>Sequence 1416 

AGGTAC1 1 1 1 i L l nGTTT Gl 1 1 1 \ \ 1 1 U 1 r n 'CACCTTAAGGGAGGAT 

TTAATTTGCTCCCAACTGATTGTCACTTAAATGAAATATTTAAGAAAGTG 

AAATGAAAAGAGGACATT ACCTTTC TTCAGACTTGGCAATATTATGTTAT 

TGGTAGGAAAA AA AAAA AT 1 \\\\\\\\\ VVnTGGGGGGGGGGGGTATA 

GGGGGAAGGGGAATTTTCCCCCCTAAAAAAAGCCCCTTTTTCCCTTTTTC 

CCCTAAATAAAAAAACCCCCTAAAAAAAGGGGGGGGGGGGGGGTTTAAAA 

AAAAAAAAAATTTTTTTTGGGGGGGGGGGAAAAAAAAAAAAAAAGTTGGG 

TTGTAAAAAAAAAGAGGGGTTGAAAAAAAGGGGGTGGCTTACAAAATTAT 

ATAAAAGTTGA AATGGGGGGGTGTTCC CCCCCCCAAAAAGAGGGGGGTGG 

GC CCCCCCCCTC1 nui iiiilll 1 1 riCGAGGGCCCCCCCCCTTTGCC 

TCC i T] 1 1 1 1 iTITTTTTTTTAAAAAGAGAGAAAATTGTCACCCCCCCCT 

TTTTATTTTTTTGTGTATANGTGGAGGCGCCCCCCCCCACAAAAATATCG 

TCTGATATTGGTGGAAAAAAATTTCCCCCCCTCCCTCCCCCCC 

>Sequence 1417 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 

CA TTCCTG TGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 

CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAACAAACAAAAAAAAAGT 
ACCT 

>Sequence 1418 

AGGTACATGGGGGTCCGTGCGGGCAGAACCCAGGGCATGAAGATCCAAAA 

GGGCCTGGTTCAGCTTTTTCTCCAGGGCCATGGCAGCTTTCATGGCGTCT 

CKjGGTTTTACCCCACTCATCTTCAGCTGGCTTCTTGATGTCCTGGAAGAG 
AGC 

>Sequence 1419 
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AGGTACIT1 rTTTTGTTTGTTTn I i 1 1 1 1 1 CACCTTAAGGG AGGATTTA 

ATTTGCTCCCAACTGATTGCCACTTAAATGAAAATGTTAAAAAATGAATG 

AATAAAGTACCATATCTTTTTTCAAGGCTGTCAAAAATAATTTATTGAGT 

AGAAAATTTGGGGATAGGGGGTTGGGGTTTTTTTCCCCCTAAAAAAATAA 

CCCCCATGTCCCCTTTGTCCCCCTAAAAAAATCCCCCTATAAAAAAATGT 

TTTTGGGG 1TV1 TATAAAAAATAAAATAAA i'lTl TTI 1 GGGTGGTGTGTA 

AAAAATCTAAAAAAGGGGGGTGCCCAAAAAAGGGGGGGTTTTAAAAAAGG 

GGGGGGTTTTAAAAAAATAAAAATACTTTTAGGGGGGGGGGTGTCCCCCC 

CCATAAAAAAGGGGGTGG AGGGTCCCCTGAIT1 TTTT IT! 1CCCCTCTTG 

CCCCCCCTTTCTATATCI i 1 "1 1 T FI "I "1 ("1 1 1 AAAAAAAGGA AAATAA 

TTTCCCCCCCCCCCCtXTTTTTTTTl Mil 1ATATCTCAGGCCACCCCCC 

CCCGCCTAATTGTACTTAAAATTATTGAAATAAATAATGTTATATTAATT 

TTTCTCCCCCCCAGTGTGTCCCCCC(XCCAAAAAAAAAAAAAATTTTTTT 

TTTCGTGTATTTT 

>Sequence 1420 

AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCA 

TCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTG 

TGCCTGCTGAATAACTTCTATCCCAGAGAGGGCCAAATAAAATTAAAAGG 

GGG [TTTTTT TA AAAA ACCCCChn'CCCCTTTTTTTCCCGGGGGGGGGGGG 

GTCCCCn'CCCCGGGGGGGCCCCrril'llTGCCCCTTTTTTTAAAAGGGG 

GTTA AA AA A A AAACCCCCCTTTTTTTAA A AA AGGG" ITT ITT r 1 TGGGGGG 

GGGGGGT A AA AAA 1 11 1 1 1 1 1 CCCCTGCCCCCCCCCCCGTTCCTTTTTTC 

CCCGGGGTTTTGGGGTTTGGGGTTTTTCCCCCCCCC ri" rTTTTTI GGGGG 

GGGGCCCCCCCCAAAAAAAAGGTTGGGGGGGGGGTTTTAAAAAAAAAAAA 

AAATTTTTTTTTTGTTTTTTTTC 

>Sequence 1421 

AGGTACCTTGGTGTTACrrCCTTTGAAAGATGGACATTGAAAGTTAAAAA 

TCAGTCACTATATAGGCACTGCTGTATGGAAAATCGCATGTTGTGTGGTT 

TCTTACAATAGTGTGTGAAGTCGNGGAATATTGCCCTTTGTTGTAGTTAT 

CCCTTGCGTGGCTTTCCCCCGGGGGGGGGCCCCCC 1" 1 TTTTn IT 1 i'CCC 

CCC rTTTTTTTTTI AAA A AG AGGGGGGGGG AA A A A AAA A AAA AATCCCCC 

CCCrrrrirriTAAAAAAGGGGGGGNrrn'nTTTGGGGGGGGG GGGG GG 

TTTTAAA.AAAAATTTTTTTTTTTGCCCCGGGGCCCCCTGTCCCCCTTTTC 

CCCCTTTGCCCCCGGGGGTTTGGGGGGTTTGGGGTTTTTTCCCCCCCCCT 

TrTTTTTGGGGGGGGTTCCCCCCCCCAAAAAAAAGAGTTTTTGGGGGGTT 

TTTAAAAAAAAAAGGGAAAAACNTT1 TTTTl TTI IN TTTTj 1 1 1 ITGG GGC 

CCCCCCCCGGGGGGGGGTTGAGAAAAAAAAAAAATTTTTTTTTTTTAATA 

AAAAAAATTTTTTI II Tl TTI ' I CCCCCCCCCCCCAAAAAAAA ATTGTAAA 

TAATGGGGGGGGGGTGGTTmCCCCCCCCCCCrrGTTTGTGTTGTGGTG 

TGT 

>Sequence 1422 

AGGTACCTGCACAATGTCTACCCAGAGATGTTTGTTCCTGACCTGACGCC 

CACCTTCTATGGTGCCATCAAGAACCTCGGCACCAACCAATGCCTGGATG 

TGGGTGAGAACAACCGCGGGGGGAAGCCCCTCATCATGGGTTTTAAAAAC 

CCCCTGCCCCTTTTTGGGGGGGCCCGGCCCCCTCCCGGGTTGGGTTAGTT 

TTTCCCCCGGGGGGGGGGTl'rnTl'rCCCCCGGGGGGCCCCC ITl^rXTT 

CCCCCTTTTTTTAAAAGGGGGGGAAAAAAAAAAACCCCCTTTTTTTTAAA 

AGGGGGGrrri^U'TTGGGGGTGGGGTTTAAAAArrrri flTTTNCCCCGG 

GCCCCCCGGGCCCTTGGCCCCCTTTCCCCGGGGGGATGGGGGGGTTTATT 

TTTTTCCCCCCC' IT fl TTTG GGGGGGGCCCCCCCC A A A A A AA A ATTTTTG 

GGGGGTTGTAAAAAAAA 

>Sequence 1423 

AGGTACATATTTATGCCAGAAAGCTTGACAAACACTGAACAGTCTGTAAA 
AAAAATGGAAAATCTCTTGACCATCAATGTCAAATAAATTATAAGTTTAA 
CCTATTTTGTCAGGCAATTACCTAAATTTTTACCTTTTTAATTTAATATT 
GTAGAATTTT'lU'TTTTTTAAAAAATAACCCCCCCTTTTTirrrrrCTCCC 
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C iiiiiiiii lAAAAAGCAAAAATGTAAAAATTAAAACTTTTTTTTGGGG 
GGGGGGCCCCCCCTC i 1111111 1 TG CCCCCA I 1 1 1 H 11 1 1 1 1 1 1 1 GGG 
GGGGGT AATTAT ATTTCCCCTTGGCGGGGTG 1 1 1 1 i 1 1 1 1 1C CCCCCAAA 
AAAAAATTTTTTGGGGGGGGAATATTTTTTTTAATAAAAATTCCCCCCCT 

agggcccccctti 1 1 u i m " ictccccccgccccttgggggtgtttttt 

ACCTCTTGTCTCCCCCCGCGGGGGGGGGGGGTTTCCCCCT l 1 1 1 1 1 111 1 
TTTCCCCCCCCTCTTTTTTTTTTTTAATAAAAAAAGGGGGGGGTGATGGA 
CAAAATGT T 1111 rTTTTTTCCCCCCCCCCC T Tl 1 1 1 i J J 1 1 AAAAAAAA 
AAGGGTGGTTTTGTTTTTTTTTTTTTGGGAAAAAAAAT 
>Sequence 1424 

AGGTACTTTCTTTTTTTGTTTGTTTTTTTTTTTCACCTTAAGGGAGGA^ 

TAATTTGCTCCCAACTGATTGTCACTTAAATGGAAAATGTTAAAGAATGA 

AATAAAGAAGGACATTACCTTTCTTCAGGCGTGGCAAAAATTATGTATTG 

GGGGAGGGGGGAAAAAAAAAAAAAAAATTTTTTTTTTTTTTTTGGGGGGG 

NCGGGGGTATTAGGGGTTTGGGGGTNTTTCCCCCCCTAAAAAAATACCCC 

CCTTGCCC(^TTTT(XCCCAAAAAATATCCCCCCCTAAAAAAAATATTTT 

GGGGGTGTTTAAAAA AAAAA AAAAATTTTTTTTGGGGGGGGGGGGGGGGG 

TTAAAAAAAAGGGGGTTTTTAAAAAAAAAGGGGGTTTTAAAAAAAGGGGG 

GGGGGTGTAAAAAAAAAAAAATATTTTAAAAGGGGGGGGGGTTTCCCCCC 

CCCAAAAAAAAAAAAAGGGGGGGTGTCGCCCCCCCCATTTTTTTTTTTTG 

TTAGAGACAAGNGAACGCCCCCCCCAAGTCACCCA 1 11 1111 r TT T TT GT 

TTTTAAAAAAAGAGTAAAAAANCCCCCCCCCCCCCCCTTTTTTC 

TTGTTTGAAACCCCCCCCCCCCCTAAATGATGTGAAAAATATTAAAAT 
>Sequence 1425 

CCGGTCAGGTTCACTTGAAACCAAATTTCTAAAACTGGTTTTTCTTAAAA 
AATAGTTGTTGTAACATTAAACCATAACCTAATACAGTGTGGTTCACATA 
TAGACTTGCCACTACTTAGGTCCAGATCCTCTGCTTCACCAACATTACAT 
TACTTGAGGTG 1 1 1 1 1 Hill 1 T l 'CCCNCCAAAA ATTTTTAAA AAAGGGG 

on 1 1 1 1 1 iriri-i-iTccccccAAT i 1 1 1 1 i thtc cccccaaaaaaacc 

AA^AAGGGGGGTTTGGGGGGGGTGTTCCCCCCCAAAAACCCCCCXT^ 

TTTTTGGGGGGGGGGGGTAAAAAAACCCCCCCTTTTAAAAAATGGGGGGG 

TTTAAAAAAAAAACCCCCCTTAAATAAAAGGGGGTGTCCCAAAAAAAAAA 

AAAAAACCGCTTTTTGGGGGGGNCGGGCKjTTTCCCCCCCCCCCCTTTTTT 

1 1 i i 1 1 1 I l l iGGGGGGCHjGGGGGGGGGTTrCTTTTAAAAAAAAAGGGGG 

GTTTGGTGGAAAAAACCCCCTTTTTTTNN^ 

GGGG1 1 1 1 n u 1 1 1 GGTTGTGG AG AGTTTTTCCCCCCTTTTTTTTCCTT 
TTTTTTGAGACGCGCCCCCCCCCTTTTTTTAATAAATTTTTTTCCrc 
TTTGTTTTAAAAAAAT 
>Sequence 1426 

CCGGGCAGGTACAACCATCCAGCAGGTCCCAGAACAGTTTTCTTCTGGGC 
TCCAATTATGAAATGGGGGTTGGTGTGTGCTGGTATTGGTCTGTATGTGG 
TCCAGTACCCTGTCAGGAATAATACTTTATGCAACAAGGCTCCAAATTCT 
TGTCTT GGGGTGT GGG 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 j 1 AGGGGGGGGGTGAAAA 
AAAAAA1 i im iGGGG GGGGG GGGGTTACCCCC n 1 i 11 11 1 1 AAAAAA 
^^^^^^^^J^CA^AA-A A^A-AA TTmTGG GG GCG CGGGGG A CO A ATTTTTT ATTT 
TTTTCTTTTT CAAAAA AAAAATTTTTTGTTTTCCCCCCCCTTGGGGGGGG 
GGGGGGGGG 1 11 111111 IT rCCCCCCCC A AAA A A A A A A A ATGGGGGGGG 
GG A AAA A A AAA A Til 1 Tl 1 GTAAAAAACGCCCCCCCC CT 11 1 1 1 ll ' l IT T 
T^CCCCCCAAAAAAAAAAAACCCCCCCCCCCCCTTTTTTTTTTATATA 
TTTTGGGGGGGGGGGGGG 1 111111 11111 1 ' 1 ' 1 ' 1 ' 1 ' I TA ATCTTTTA AC A A 
AAAAT'l 1 1 1TTGT1 111111 I H GTTTTTAAAAAAAAAAAAAATTTTTTT 
ATTTCGGTTTTTGTGGGGCCCCCCCCCCCCCC 
>Sequence 1427 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAGTTCGCGGAAGAAGTGGCTCACGCC 

>Sequence 1428 



Page 491 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GAATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGCCGGAAG 

GCCTTCCTCCACTGGTACCT 

>Sequence 1429 

GGTCGAGAGGTGGTTACATTCGTTGAAGGACACCAGCTGCGGAATTTGCG 

GCTTTGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCAATACC 

AGTTCACTGGTATTAAAAAATATTTCAACTCTTATACTCTCACAGGTAGA 

ATGAACTGTGTACCT 

>Sequence 1430 

AGGTACACACTTTCATTTAGTAATTAAATTTTAGTCAGATTTTGCCCAAC 

CTAATGCTCTCAGGGAAAGCCTCTGGCAAGTAGCTTTCTCCTTCAGAGGT 

CTAATTTAGTAGAAAGGTCATCCAAAGAACATCTGCACTCCTGAACACGC 

CCTGAAGAAATCCTGGGAATTGACCTTGTAATCGATTTGTCTGTCAAGGT 

CCTAAAGTACCTGCCCG 

>Sequence 1431 

CCGGGCAGGTACATCCCCAGTCGTGGCCCTCTGGACAAGTGGCGGGCCCT 

GCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCTTAATACTCACCAAT 

AAATTCTACTTCCTGTCCAAGAAAAAAAAAAAAAAAAAAAAAAAAAGGGT 

CCGTCCGGTGTAATGGCGGCGCGGTGGAGCTCTAGGTGATGTTTGCAGAC 

AGAAAAAGTAAACTGTCAAGGAATTCAGAGCATTGGGTACCT 

>Sequence 1432 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTXjCTTTCTCTCTT 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 

CAAAATAAAATCCTCCCCTTAGGGGGAAAAAAAAAAAACAAACAAAAAAA 

AAAGTACCT 

>Sequence 1433 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGCTCCTCCCCCGCGTACCT 
>Sequence 1434 

AGGTACTTTTTCrinU^riGTTTGrriHllU'lH^'CACCTTAAGGGAGGATT 

TAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATA 

AAAAGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCAC 

AGGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACC 

TGCCCG 

>Scquence 1435 

CCCCCCTCCAGCAATATGAATACGGCATTGATCTCCGCGAGGTGCTGGCC 
G AGGTACTTTTT riT 1 t TlGT r TT T T T TTTTTTCACCTTAAGGTATG ATA 
AAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATA 
AAAAGACATACTTCTCAGCTGCAAATATTATGGAGAA 
^Sequence 1436 

CCGGGCAGGTACTCCAGGCGAGAGGCGGACGCGAGTCGTCGTGGCAGGAA 

AAGTGACTAGCTCCCCTTCGTTGTCAGCCAGGGACGAGAACACAGCCACG 

CTCCCACCCGGCTGCCAACGATCCCTCGGCGGCGATGTCGGCCGCCGGTG 

CCCGAGGCCTGCGGGCCACCTACCACCGGCTCCTCGATAAAGTGGAGCTG 

ATGCTGCCCGAGAAATTGAGGCCGTTGTACCGTATATAAAAGACAATTGC 

TCACAATGATAGCACTGAAGCACTGAGAGATATCAAAGTACCT 

>Sequence 1437 

CCGGGCAGGTACACGGGAGATGAAGGTGCGCATCCTCTCCGTTCGTAAGA 
AGCCTCTGGACATTGACTACATGGGGGAGGAACAGCTCCGGGAGAAAGCC 
CAGGAGCTGTCGGACTGGATCCACCAGCTGGAGTCTGAGAAGTTCGACCT 
TGATGGCAAAGCTGAAACAGCAGAAATATGAGATCAACGTGCTGTACCT 
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>Sequence 1438 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequencc 1439 

AGGTACCTAGAATATCAACAGAGTCTTTTAAATGAAATTGATGGAAAATC 
AAGATGGTTCTACTCACCGTGGTTGTTGGTAGAATGTTACATGTATCGAA 
GAATTCATGAAGCAATTATCCAGAGTCCACCAATCGATTACT 
>Sequence 1440 

AGGTACACAAACTGTTCAATCTTCTCAAAGTGATGGACTCGGAAGATGCC 
ACGGGTGTCACGGCCATGGAGCCCACCTCCTGACGGAAGCAGGTAGACAG 
GCCAGCATACTTGATGGGCAGGTCCTCC 
> Sequence 1441 

CCGGGCAGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGC 

CAAGTCAGCTTCTTCTGGAGAGTCTCTAGAAGACATGATGCTACACTCAG 

CTTTCK}GTCTCTGCCTCTTACTCGTCACAGTTTCTTCCAACCTTGCCATT 

GCAATAAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGG 

AGATGACATCACTTGGGTACCT 

>Sequence 1442 

AGGTACTTTTTGTTTG 1 1111111111 1 Ti l C ACCTT AAGGG AGG ATTTA 

ATTTGCTCCCAACTGATTGCACTTAAATGAAAATTTAAAAATGAATAAAA 

AGACATACTTCTCAGCTGCAAATATTATGGAAATTGGGGCACCCACAGGA 

ATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCTGCC 

CG 

>Sequence 1443 

AGGTACTTTTTTTTTGTTTGTTTTTTTTTT^ 

AATTTGCTCCCAACTGATTGCACTTAAATGAAAATTTAAAAATGAATAAA 
AAGACATACTTCTCAGCTGCAAATATTATGGGAATTGGGGCACCCACAGG 
AATGAAGAGAGAAAGCAGCTCCCTAAC1TCAAAACCATTTTGGTACCTGC 
CCG 

>Sequence 1444 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGGCCACTGGA 

>Sequencc 1445 

CTCCCTACCTCTACTTCTACATATATTTCATCTAATTCTTCTATCAATTC 
TATTATATGTTATATATACTGTTTATTATTAACTATATTATACAACCTAT 
ACTATATTTAAACTATCTTTATCTTTATCGTTATCGTGTTATCACG 
>Sequence 1446 

CCGGGCAGGTACACAGTAAACGCATTCCTCACTTCGCTGAACAGCAGAGG 

CAATCCGTTTCTAAGTTCCTAGCCACTCTTCATAGAGTCTCTCCATCCTT 

GTGCTGACAAGCTAAGGAATTTTCTCCAGCCGCAACTTTACTTTCCCCCA 

AAATTCATTATAAAAAATGAACCGGCTTACTTCTTTTTGGCTTATGTTTA 

GCTTCCTGGTTCTAAAAATATTAGGTTTTCAGTAAAGTTGGTTTGATTCT 

TTTCCCCCAGGCAACCCCTTAAAATAACCCCCGAGTTGGATTAAAATTTG 

T CGAACCT TGGGGGAATTCTTTGGGTCCGCCCCTGTAGGGCCCAAGGAAC 

C 1 l'l 1 rrrCACCTAACCTTTCCCTTTCGCCTTTTTGGCCGTGTCGATTCT 

TTCAA AATTG GTGGGAAACCCCAAAATTTCCAAGGGGAACAAAATTTACG 

TTTCACTTTTCGTACAGOGGATAACCC C 1 1 rTTTTT CCCTTAAATTTCCC 

AACCAGGGATTCCCCATAACCAGGGTCTGCGATTATAACCAATTTTCCCG 
GGG 

>Sequence 1447 

CCCGGGGAAGAGGGCCGGTTTTGCCGTTATTTGGGCCGCCTTTTCCCGCT 
TTCCTCGGTTTCAATTGACTTCGTTGCCGCTTCGGACGTTTCGGCTTGGC 
GGCAAGGCGGTTTTT 
>Sequence 1448 

CTGGTGGAGGCACCATATATGAGGAGCCTGGGAGCCTGGCCAGGTCTCTG 
TTGGTACCTGCCCGGGCGGCCGCTCGACTGTTGGACTTGAACCAGCGCGC 
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GTTCAAGAAGTTGCCGGGCAACCGCACCAGCGCCTTCGTCGAACTCGACC 

GGCCAGCCCTGCGCCCCCTGCCGGCGGTGCGCATGCCCATCGCGCGCTTC 

AAACCCGCCCGGGTCAACATTGATTTACCACGTCGAGCTCGACGGCCACT 

ACTACTTGGTGCCGCTCTTGAACTTGTGGAACCCCCG 

>Sequence 1449 

AGGTACCTGAGGCACCAAGGTGGCCTTCGCTCTCTTGACATCTTGGTCGT 

CTGCGTCCGGCGCTTTCCTCTTGACGGACTGAGGCGCTGAACTGGCGGAC 

GAACCCTGGCTGGCTTCCTTCGCGCCTTTCAGCTCGGCCACTTTCTCTCG 

GTGCTGCTTTCCCAGGACGTGAGTCTGCCACAGGAGCTCGCTCTTAACCG 

GAGTGTTACACAGGGCACAACTCAGCTGCCCCAAACGGTTGTACCTGCCC 

G 

>Scquence 1450 

TACCAGTGGCCCTGGTGGATGCACCATAGAATGAGGGAGCCTTGGGAGCC 

TGGGCCAGGTTTTCTGCTTGGTAACCTTCGGCCCGTTCTTAGAAACTTAG 

TGGGATCCCCCCCCCKjGTCTTGGCAGGGAAATTCCTAATATTTCAAAGCT 

TTATACGGATAACCCGTTCGGACTCATCTTAAGGGGGGGGAGACCTCGGG 

TTACCCCCAAGCTTTTTTGGTTTTCCCCTTTTAAGATGGAAGAGGTTTAA 

ATTTTGCCGCCGGCCTTTGTGCCGTTAAATCCATTGGGTCCATTAGGCCT 

TGGTTTTCCCTGGTGGTGAAAAATTGGGTTAATTCCCGGCTTCAACAAAT 

TTTCCAACACCAAA 

>Sequence 1451 

CCGGGCAGGTAC TT TTTTTI m TT Tl rT TTTTTTTTI I'GGCACAGTATC 

TCACTCTATCAGCCAGGCTGGAGTGCGGTGGCATGATCACCGCTCACTAC 

AGCCTTGAACTCCTTGGCTCAGGTGATCCTCCCACCTCAACCTCCCAAGT 

AGCTACGACTACAAATGCGTGCCACCACACCGGGTAATTTTnTGGATTT 

TTTGTAGGGACGAGGTTTCACCATATTGCCCAGGCTGTATCCCCTCTTTA 

GACTCATGCACTCTCTGTGGAGCAGGAACTACACTACTCTAAGTGATTCT 

GATTCTCCTCTCAAATCCCATCGGTCACCCCAACAAAAGCACTCACTACA. 

ATTCTTTCCCATAAGGAGAAATAATTATCCCCCAGGTTATTCAGGCATTT 

GC 

>Sequence 1452 

CGGCCGCCCGGGCAGGTACT1 TI I TTTI 1 1 11 111111111 1GCCCATCT 

GCCCAGTTTTATTGGGAACAAGGGCATTATAACTGCTATCAAAGAGAAGG 

GAGCCCAAGGGCTCCTTCTGTAGCAAGATCCTTCTTCAGAGTTGAGCCAG 

GGCTGGGAGGGTAAGAGACCCTTTTTTCAGGCAGGGTCACACTACCACCC 

TCAGCATGACTTCCCCAAAAAGTTATCCTCCTTTAGCTCAGCACTTGGCA 

CTTAAGGAAGAAAGGACCAACAAAGGTAGCATTAGGAAGACAAGCCCAGA 

TTTATCAGGATACCCACTCAGCCAACTGCTTTAGTGCTTCTTCATCTTCA 

TCCACTTTGGGAACTGGCCCTGCCGGCAGATGAGTAAAAGGTTCCTTGGG 

C 

>Scquence 1453 

CGGGCAGGTCGAGCTCCGGCGCACGATGCAGAACCTGGAGATCTCGCTCT 

TGCCGCTCTGCACCAGTTCGCTGTTGGTGGCCACCTCGCGGTTCAGCTCC 

TCTGTCTTGGTGAAGAACCAATCTTCGGCATCCTTGCGGCGGACGCGTGG 

GTCGACTCACCT 

>Sequence 1454 

AGGTACTCCATCGCCTGCTGCTTCAGCTTCTGCAGCTCCCTAGTGGCCCC 

ACAGCTGCGGCCGCCGCCTTCTTCCTCCATGATGAAAACATCTGAGACTC 

AGGGCTAAGCACCTTGCCCAAGGCCACACAACAAGTAGGTGATGGAGAGT 

GTTGGCGTGTACCTGCCCG 

>Sequence 1455 

AGGTACCAGGACCTCTAACTCCCCCTGACACAGAGCAATTAGACTCCCAT 

AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 

CACCCAGGATACATTGCTCAACTGCAGTTGCCTTGCAGTTTGATCCCAAG 

CATGGCTGAGTTACCATAAAAAAATTATGTACCT 

>Sequence 1456 
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CCGGGCAGGTACTAGACAGAGTCACCATCACTTGCCGGTCAAGTCAGACG 

ATTCTATGCACAGTCTGCGAGCTGAAAACGGACCCTCACTTTTGGCCGGG 

GGACCAAGCTGAAGATCAACCCGAACTGTGGTTTGCACCAATCTTGTATT 

TATCTTTCCCCGCCATTCTGATGGAGCAGTTTGAAAATCTGGGAACTGGC 

CTTCTTGTTGTGTTGCACTGCTTGAAATATACTTTCTTATCCCCATGAAG 

AGGCCCAAAAGTTACCTTCTGGCCGTCTCTTAGGAACCTTAGTGTGTATA 

CACCCCCGGGTCTTGTCAAGGGAAATTTCGAATTATTCAAGGCCTTAATT 

CGAATTACCCGTTCGTACACTCATAGGGGGGGGGTGCCCTCGGTGTTACT 

CCAAGTCTTTATGTGTTTTCACCTTTTTAGATGAAGGGGTTTAAAATTAG 

TCTGCGCCTTTGGGCCGGTAAATTCATTGTCTTCATTAGTCTTGTTTATC 

>Sequence 1457 

CGGGCAGGTACTTCCTGTGGAACTCCCTGGAGATGAAGCCATGTTCGTCC 

TGGCGCTCTTCGTGCTTGCCGTGCACCTCAATCACGTCTCCCAGAACCTT 

GACTTTGAGTTCCTCTGGAGAGAAGTGCTTCACGTCCAGGTTCACAGAGA 

ACCTGTCCTTCTCCATACGCATCTCTGAGAGCCCAGTGTCAATCCAGCTA 

GGTGCCCCCAAGGAAGGGAGGTGGGCCAAAGGTAAAAAGGGGCTCAGGGG 

AAATGGCTTGAAAAAAAAAAGGTTAAAACTTCAACCAGTTGCCTTCTTCC 

AAAAAAATTGGTAAAAAAAGGCGGGTTTGGGGGAGGTGGAAAAGGGGAAA 

AAAAGGGTCACCCCCAGTATCCCTGG 

>Sequence 1458 

CCGGGCAGGTACAGATGTCACCGGCAGCATAGATATCAGGAAGGGATGTG 

TGCATATGATCATCCACTTTCAGGCCACCATCTTCCCCTAGATCAAAACT 

GTTACCATGGAGAAAAGGTTCTACATTTGGTGTAACTCCTGTAGCACTGA 

CAATGAAAGCGCAGCCATATATCTTTTCATTGGTCAATTCCACATAGACA 

GGCCACA TCTTTG TATCGGCTGTAACTGACTTATGGTCTCTTGGAAAAGT 

GAAGGAC 1 1 [ I I CTTCAAAATTCTAAACTC ATCCTG AAGGTAGATTTTCT 

TTACTTCACACATAGTTTCAAGGTGAATCTTATGAGAAAACTCTTTTGTT 

CCTTTAAGATTCAAGCCTTTATGCCAATCTGGTCCCAATGCACTTCCTA 

>Sequence 1459 

TCGAGGCCGAGGTCTTGCGGATCTGGCGGACCTGCTGGTGCTGCGCATAG 

GATGTCTTTCTAATCTGGTTGTTACGTTTCTTAGTGAAACCAACACAGAA 

AAGTCGGAGCAAATACCCATCGGTCGTTTTCACATTAACATTGGCCTTAA 

ATCATGGGTCTCCCATTTTTTTGACCCTGGGGACCCATTTTTTGTCCCCG 

GGGGAAAAAACCCTCGCCCTGGGAATTTTTTTCAAAACAATTTTTTTGCC 

CCTTAAA AATTCTC AGT AA A ATATATTGTTGGGGG AG TTT TT T 1T AG AG A 

AAAGCCCTATCTTTCTTTTGTGTATTTGTGTAATTTGATGGAAAAATTTT 

TTTTTTTTTATAAATACACACCCCTCTCTCTTTTTGGTGGGGCCAACTTG 

TATAAAATGAATTTG 

>Sequence 1460 

CCGGGCAGGTACATAAAATGGCAAGAGTGCATCCTTTAAAGCTTGCACAT 

GAGAGACTTGGAAACAATCTTATTAGAATTGTGAAAATTCTAAGTAGTCA 

AAAAAAATAAAAAAAAATAAAAAAGAAAGTCAAGTACGTGCCAAGCATTC 

TCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGC 

>Sequence 1461 

AGGTACTATGAATGTAATTCATAATTTAAAAGGAAAACTAAAAACTATTT 

TGATTTGCGAAAATGAGCCTTAATTTGTTAAACCTATACACTGAGAACTA 

GCCTCAGGCTTAATATTCTCATTGCATTTGCAAGATCTGAGCAAATAAGA 

TTAAGTAAAACAAATCAATTGTATATATAATTGACCTTTTTGTGGAACAT 

GTAGTTTATAGAAAGTATACTCTAAAGGGAATTTGCCGAAGACCTTTTAC 

TGATTGAACAGTTGTGCTACAATCAACTTTTCATAGTACCT 

>Sequence 1462 

CCGGGCAGGTACTCGGATTTTGAATTTCGTGATTTTGGTTTGGTATAAAC 

GGTAAAAGTGTGTGTGCCCTCTTTACCTGTTCTTTGTCTTGTGGTATGTG 

TGGTGTGAGCGTGGTATTTTGTCTGGAAAAAAAAAGAAAAAAAAAAGTAC 

GCGGGGGGGGAGAGAGCCATCCTCTCCTGCTGGGCCAGTTAGAGTATTAC 

GACCTACTTAGCCTGGTACCT 
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>Sequence 1463 

CGGCCGCCCGGGCAGGTACTCAGTGGATGACGAGTGCTTGGTGAAATTGT 

TGAAAGGCCTGTGTCTGAAATACCTGGGCCGTGTCCAGGAGGCCGAGGAG 

AATTTTAGGAGCATCTTTGCCAATGAAAAGAAGATTAAATATGACCACAT 

ACTTGATTCCCAAACGCACCTGACTGGAGACTGGACCCTAGCTGCTTTAT 

GGGAGCTAAGGCTATTAAACGTAAGTAGTGCCATTCAAACTTTTTGGAAA 

TTCTGTCCAAGCCAAAAAACTACCAAGAAATTACTTTCCATGGGAGGTCA 

AGGGACAACACTTTTCTGAAAATCTAGGTCAGGCGCTATACTTTCAAGGC 

CAAAATTCTTTTTCCTAGAAGAAAACAGTCACCAAGAATCCATGGGTTCT 

ATAAAAAAGGGTACCATTGTAAGCATTTTGGTGCAAGACAAATACCCGGG 

ATCTGGGAAGAACATAGTACTATGTTGGAACAGAAGTCTCCTTGAAACAC 

ATTA 

>Sequence 1464 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGCAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAAAAAAA 

AAAAAAAATTTAAAACAGCTATTAAACTGAAAGCATCTGTAATTAAAAAA 

AAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 1465 

CCGGGCAGGTACTGAGATCACTTGCACTTTTCXTCATTTCTTAAGAAAAT 

CCAGTTTGCTTGCCATGACTTGTTTAGCGTTAGGTTTACAAAGCnTGTTG 

TTGAATGTTGAATATTTGTCCAAAGGAGTTTGACAAAATAGAAGCTGCTT 

GGTCCCTGTTCTGCCTGCTAGGTCATAAGGATGAAGGCCATGTGGCTGGG 

GTACCT 

>Sequence 1466 

AGGTACTTTTCITGAACTCAGCATTGCTGCCCTGAACCCTCCCCCAGCTG 

CCTTCCCTACTTTGGGAGCCTCTATTTCTAGAACAGGAAAACGCTAGGCT 

AAATATATGTCCTAATGGTCTCTTCCATCGGTGTGAAGGAAAGAAAATGG 

GCCCAATGTTGTTGCAAGGATTAGGAAGGTCCTGCCTTGCCACCCAGTGG 

GTTTAGAAATCCATCTTTACGGCCTCCAGAGAAGCTGGTGATCAGGTTCC 

CAGACATCAGCAATCCTGTTTCCTGAGGAGCTTGTGGGGGCTCTCTCTGG 

GGATGATCTGGGTCCTAGACAAAGAGCCACAACTGATGGGGGTCACTGGG 

ATTGCAGGGGGCCATGGCTGGCTTTTTGTCCTGGGATGTCAGGCAGGTAC 

CC 

>Sequence 1467 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCCGCGTACCTTGCCCGGTTTATACTCTTATTGTTTTCTATC 
TTCTTTTATTTG CCTA AT ATTTTCTT AT ATTCTTTCCTAATTGGTGTGTT 
ATCTTTATTATTCTn "I "I ' I TTTTCTTTG TTATCGTTTTGTTTTATTTTCT 
TA1TCTTAAATTTATAAGTITATTGCTAATTCTAATATTCTTTATTTTTC 
TTCTCTATATCCCTTTTCAATTAATTATATTATGTTTAGTATT 
>Sequence 1468 

AGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTGCAGAGGTG 

ATTCTGGCGGCCCCTTGATAGTTCACAAGAGAAGTCGTTTCATTCAAGTT 

GGTGTAATCAGCTGGGGAGTAGTGGATGTCTGCAAAAACCAGAAGCGGCA 

AAAGCAGGTACCCTAGCCATGCTGAGCTGCAGAGGCCACAGGACAGCTCT 

CCCCGCGTACCTGCCCG 

>Sequence 1469 

AGGTACTGCGCAGCAAAACAATTCTATCTTCTTAATAGTTCTTCTATGTC 
TTTCCCAGTGTTTACTGAAGAAGCTTCACCCTTGAAACGTCCTTTCTCCA 
CCTCCACCTCTACCTAACAAAGTCCCCCGCGTACCTGCCCG 
>Sequence 1470 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCA1 1 1 11AAATTTTCA 
>Sequence 1471 
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CCGGGCAGGTACCACCATGGACACCTATAAGGAACTGATTGAGAGGATTC 

CTGAGTTGAACAAAGTGGCACGAGCAGCTGCAGAGGTCGCTGGTCAGTTC 

GTGATTAAACTAACCCATGATGTTGAATTGAACCTGGACTATGAGAGGTA 

CTNNTTTn I I i 1 l"l"l"rri"lTrGAAAACTTTTTATTGCTCTTTTGGATAG 

AAACGGGAATTTATTTGCCAGGAAGGATGATCCCATCATACTTCTGCTGG 

AACCAGCGCATGGCCTCCTCTTTGCTGATTCTGTGTTTGGCCCCAATGCA 

GCCTGTCCTGCGCTTCTTGTCTGCGATGCTGAAACCTGGCCTACCCAGCA 

CCACTTTTAAGTCCAGGCCGTAGATACCAATGCTTGGGTCATATTTGATG 
>Sequence 1472 

CGGGCAGGTACTTACAAATGCCCCATTCTCTTCATATGAAAATGTCrCCG 

AGCCTTTTGGAAACAGGGCGGGCATACAGATTATCCCAATTTTATGAACT 

TGAATACGTTTCACAGAACACCTTAATTTCTCAGCGACCTATTGGGTAAT 

TTTA AGCG ATGCTCTCT AATTTAGACCC ACTAG ACCCGACTTGG A A fTG A 

AAGAAGCCCTATCTTCTACAATGTAATGTACCTGGAGAAAGCTTGGTGAT 

TTAAACCCTAATTAGGTTGTCCATAACACGGACAATGGTTTTTAAGAAAG 

AGGGAAGCTCTCTGCGTGCTTTTGAAGATTCGAACTTTCAAAGGCTTAGA 

CAA CCCCTTT AGGTCTCGTCCCACCCCGCCGAGTTGTGGAGACTTGGCAA 

GCCTTTTTTTGGTTTTCCCCCTATTAATGTGAAAGGTTGTTTAAATTTTG 

GCCGCCGCCTTG 

>Sequence 1473 

AGGTACAGCAACCTCTTGGTCAAACAGGCATGCCACCATCnTnTCAAAG 
CCXAATATTGAAGGTGCCCCAGGGGCTCCTATTGGAAATACCTTCCAGCA 
TGTGCAGTCTTTGCCAAAAAAAAAAAAAAAAAGTACCTGCCCG 
>Sequence 1474 

AGGTGTCGACCCACGCGTCCGCAAATAATGTTAATCCACACACCAAAAGG 

ACGAACCTGAGCCCTAATAATTGTATCCCTAATTATATGTATCGGCTCAA 

CCAACCTTCTAGGGCTTCTTCCCCATACATTTACCCCTACCACTCATCTA 

TCTATAAACCTAAGCATAGCCATCCCCCTATGAGCAGGAGCCGTAATTCT 

AGGCTTCCGACACAAACTAAAAAATTCTTTAGCCCACTTCTTACCGCAAG 

GAACCCCCATCTCACTAATTCCCATACTAATCATCATCGAAACTATTAGC 

CTATTTATTCAACCGATAGCACTAGCAG 

>Sequence 1475 

AGGTACCGCTTCCCTGAAGAGCTCACCCAGACCTTCATGAGTTGTAACCT 

CATCAGTGGAATGTTCCAGCGAATGGACAAACTGAGAAAAGATTGCCTTT 

GCTAGTGTTATCCTGTTTAGAAACAACAACAGCAGCTCCATTTCTGGGGT 

TTGGGTCTTCCGAGGCCAAGATCTTGCCTTTCTGCTGAGTCCAGATTGGC 

AGGTGGACTATGAGTCATATACATGTCGGAAACTGGATCCTGGTAGCGAG 

GAGACCTAGACCCTCGTTCGAGACCTGCCCGG 

>Sequence 1476 

AGGTACTT 1" 1 1 1 J 1 1 1 1 H I 1(1111 M Ti "1 "1TGGGCAGCTAAAATCTAG 

GATGGGGTTAAGCTTCTTCATTTTGTCAATTATATATAAAAAATCACAAA 

CAACATGAATCTGCATTTCTTCGATGAGATAGTTAATAACAAACTATTTC 

TCAATATTTGTATACTAAAAACTAGTAAAGGTGTTATGTGTTTCAGTATC 

TTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATAT 

AAATGGTATGTAGTAAATGAGGCACTGCCTTGGCTGGGACTGCTATAAAA 

AAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAATT 

CTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGT 
GAGGG 

>Sequence 1477 

CGGGCAGGTGTACAAGCTAGCTTGAGTCGACTCAAGCTTAGGGATCTAGA 
CCAC 

>Sequence 1478 

AGGTACTTCAGGGAAATACCACCTCCACAAACGTTGAGCCAATTCAGGGG 
CTGCCAGTAGAATCCTAAAGAGTGATGTCTCCGGTTCATGTGAACACCAT 
CTGCAGTCCACACCCCTTGAGGACAATTTTATGGCCATTAAGGTAAAAAC 
CATGCTTCAGCAGAAGCTGGCCCCTTTTACCCACCCCCAGTTCACCAACC 
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CTTAAGCCTGTATTGGGGCAAGGCGTATGGCCTCATAGACTCAGGTAAAG 

GGCTGCTCTTCCCTTCAGGGCCTTCCCCAATAACCCAAATCATAGGGGCA 

ATAACCGCGGGCTTCAGCCCAACACCTTTTGGCACTTCATTATTTCCCCG 

TTATGGCnTTTCCGTCTTTAAATTGTTACCCTTGCCCCGGGGGCTGGTCC 

GTCTTCTAGTAAACCTAGGTTGGAATTCCCCCCCGGGGCCTGTCAATGGA 

ATTTTCGAATTATC 

>Sequence 1479 

AGGTAGTTAATATTCGGATGGTTCTGAAGCTTGGCTTGAGACCCCCCTCT 
CCAACACACACACACACACACACACACACACACACACACACACACACACG 
CACACATTATCCAAGCGGACGCGTGGGTCGACTCAAGCACCTGCCCGG 
>Sequence 1480 

AGGTACTGTGGAGCTGTTGGGACTGGGCAGGCGGCAAAGATCTGCAACAA 

CATGCTGTTAGCTATTAGTATGATTGGAACTGCTGAAGCTATGAATCTTG 

GAATCAGGTTAQGGCTTGACCCAAAACTACTGGCTAAAATCCTAAATATG 

AGCTCAGGACGGTGTTGGTCAAGTGACACTTATAATCCTGTACCNTGCCC 

GGNNN^^^^^7^^ATGAACCGNNTGNATGC^^^ 

NCTGTCCGGGCATACATTAAGTAATGTTTCCTCATGGAAAAATGATGGAG 

GGGGGACGACATCTTCTCATCAACTTTGGTGGCGGACCCGGGTGGTATCG 

GACGAAGGAGGCAAAACCACATCTCGGTCAATTCTATTCCAGCAATCCAC 

ATGCTTTTGGAACCTGGCCACCCGGCTTACAGAATGCTTCCTTGGGAACC 

CACGAAGCCCATGGTCTTGCGTTGGGGCCAAAGA 

>Sequence 1481 

GGATCGCGGAAAGTGATGGCTGTCGTCCCGGCGTCTCTCTCAGGACAGGA 

CGTGGGATCATTTGCATATCTTACAATTAAAGACAGAATACCACAGATCT 

TAACTAAGGTTATTGATACATTGCATCGACATAAAAGTGAATTTTTTGAG 

AAACACGGAGAGGAAGGCGTGGAAGCTGAAAAGAAAGCTATCTCTCTCCT 

TTCTAAATTACGGAATGAATTGCAAACAGATAAACCATTTATCCCCTTGG 

TTGAGAAATTTGTTGATACTGATATATGGAATCAGTACCT 

>Sequence 1482 

taccagtggccctggtggatgcaccataaatgaggagcctgggagcctgg 
o:aggtttctgctggtactgttaacaaccggtattagaaattgagatgtt 
tttattttgactatttgagagtaacattgtagataatgttccaaaccatc 
atcaaaaatgcagagcaaacttttctgtatataaactgtacctgcccg 

>Sequence 1483 

GCGAGGTACTCATCCCTTGTrTTCTGCTCATTTCTTGCAGCCTGAGGAAC 

AGACGTCAGAAAAAAAAACAGCCACCCAGACAACTTCCCCTTTTAGCTGA 

GCTGTCTTCTGACCAATCAACAGGGACCAGCCAAAAAAAAAAAAAAAAAA 

AAAAAGTACCTGCCCG 

>Sequence 1484 

AGGTACGCAGGCGGCAGCCTCACTCTGAATGGACCAAGGCGCCAGCTCCT 

TGTCCAAAGCCAAAACCTTTGGGCCCAAAGTTTTTGGCATAGCATCCTTT 

GCAATAGATCTCACCATCCTTGTCTGCCAGGGTGGTCGACTCGAGGCCTT 

TGCCACATTTGGCACATCGGAAGCAGGACTTATGCCAGGACTTCCCGGCA 

CCGATCACCTTCTCCGCTGCATAGACTGCCTGGCTGCATCGCGGACAGCG 

CTCAGAGCCGCCGATCTTCTGAGCAAACTTGGATGCATTGGGGTTGGTGG 

TAGCGGACGCGTGGGTCGA 

>Sequence 1485 

AGGTACGCCTTCGCAGTTTCCTGCCTGATCCTTCCTCCAGCAAGTAGGTC 
ACATCAATGGCATTTTTTCCAGGGATTTTTTCAAGGAGATTGAGCAAGAT 
CCGGTTGAGTCGTTCCCGTTGGTTATGCCGTCGTTCCTCAGGGGTACCTG 
CCCG 

>Sequence 1486 

CGGGCAGGTCGACTCCTATAGGGTCTAGATCACGAGCGGCCGGCCGCACT 
Xmn , riTTTTTTTl'LTTTTrrnTTl"l'l , l rTTTTTTTTTTTTTTAAAG 
ACACACACACACACACACACACTCACACACTCTCACACACACACTCACAC 
ACATTTGTTTGCATTTTTTTAAGTGTGTGTGTGTGTTTGTCTTTCTGTCT 
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GTCTGTCTGTCTGTATGTGAGTCTGTGTGCCACATTTTTGTTGTGTCCAT 
AGCKjGTCAAAAGAGCTTCAATTTGTGTGCCATTTTCAGTTTTCGGAATTG 
AACTGGTGATAAGTTTTTTCTG 
>Sequence 1487 

AGGTACTGGGAAAAGGCCACAGGGAGAAGGAAGGCTCCAGCTGAACTTTA 

TAGCAATTTGAACTCAACCAGAAGCCTCCTGACCAGAACTCGATGGGAGG 

GGTGAAGCTGGCTTGCAGATTCCACAGGTGGGGAAAGAAGGAAGGCTTTA 

TTTGCTTTGCAGCTGGGAGGTGGGTACCTGCCCG 

>Sequcnce 1488 

AGGTACAGTGGTTAAATAATGACTCAATGACAAAAGTGGGATTGGAGTCC 

CAACAGTGTGGACATGCTTGCTTTGGATTGAATGTTTGTGTCTTGCCCCA 

TATCCCAATGTTACAGCCCTAACCACCAATGTGATGGTATTGAGATTAGG 

GCCTTGAGTACCTGCCCG 

>Scquence 1489 

AGGTACGGGGGCCAGTTATTATACTGCTGACAGTAGTAAACTGCAGAATC 

TTTAAAACTGGAAGCTGGTTATGGGGAAAAGGGACCTTTTGCCCCAAACC 

CACTGCCACTGAACCTGGCTGGGATACCAGTGGCCCTGGTGGATGCACCA 

TAGATGAGGAGCCTGGGAGCCTGGCCAGGTTTCTGCTGGTACCTGCCCG 
>Scqucncc 1490 

AGGTACATTTTGTTCCACCAAGTTATCCAAAACACCAGTGAGGAAATCTT 

TGCCCAGGGATTCCAACACCTTAAGTGGCTTTTTTTTGTGGTTGCCTTCT 

GCCATAGGGAACAGCCTCCGTCCTTTTTTACAGCGTTGGAAAACCCCGCG 
T 

>Sequence 1491 

AGGTACCAATAAGCATATTGCTTTGGCAATGCATCTCCAGAGCAGGTGAC 

CCTGGCCGTCTGTCCTGGGGACACTGACACCGAGGGTGGCTGTGCCAGTT 

CATAGGAGGCCTCAGAGCCTGTGCAGAGAGTGAGGAGGGGGAGAAGTAGA 

GGGATCCAGGCCATGGTGAGACACCCAGAGTTCTGCCTCCTGGACCCACC 

CCCGGGTACGTGCCAAGCATCCTCGTGCGACCGCGACAGCCCGGGGAGCG 
GGGGCTTGC 

>Sequence 1492 

AGGTACGCGGGGGAGCTGGAGACGGCCTGGGTGCTGGCGAAGCGGAGGCC 
CGAATAAGAAGACTGGATAAAATGCCCCTCGGTAACCCAAAGGCTGAGAA 
ATCCTGACATAAATCCTTGTTTGTCGGAATCTGATGCTTCCACCAGATGT 

CTGGATGAAAATAACTATGACAGGGAAAGGTGTTCCACTTACTTCTTGAG 

GTACCTGCCCG 

>Sequencc 1493 

AGGTACCTTCTTCACTTGGGCCACCCACCGTGATTTCTGTCCTGGATTCC 

CTGAGCCAAATACCCATGATGGGATGGTTCAGTGATGTGGATGGATGGCT 

ATTTGTGTAAGGGCCGAAAACTAGTTTTCTAAGATGGGAGAGCTGGGCAG 

TTACTTATACTCTGAAGCCCTTCTCITTCTCTGCTGGGGCTTTCCCAGCA 

GTTCCTAATAGTTCCTTGTATTTCAGATAAGTCATCATGATTGTTAGGAA 

AAAAAGAAAAAAGAAAGTTAGTTTTTAGCCTCCTGACTTCTTAAGTCAAG * 

TGAGACTTTTAAAATTTAGTAAATAATAGCTCATTATTTTTATGGTAGCT 

ATTTGATTATTTTAATTCTTTAGCAGCACTGAAGAAATTCAGAGAAGTTC 

AATAGAGAGTAATA 

>Sequence 1494 

AGGTACGCGGGGAGTGTAAGAAGGCCATCTACAATCAAGATTGAGAGTGG 

CTCTAACAAGTGCCATTTTTCCTTGTTAGCTTTCATTTCTCAGCCCTTTA 

CAAGATTAAAATAGTCTGCAGTTTAATCTCTCCAAAGCTTTACGGACAGT 

GATTCTGTCCTAAACAAGACAGTGACTCCAGGATTTCTGAAGACTATTGT 

GGAAGAAGCATCCATTAAGGCCAAGCTATAACATCAGAAATGGTGAATGA 
A 

>Sequence 1495 

AGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATAACTTGCAAAGGT 
GGAATTCTGGCGGCCCCTTGATAGTTCACAAGAGAAGTCGTTTCATTCAA 



Page 499 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



G 

>Sequence 1496 

AGGTACCAACTGGCCTCATCCTATATTCACTTTCGGCCCTGGGACCAAAG 

TGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 

TCTGATGAGCAGTTGAAATCTCK3AACTGCCTCTGTTGTGTGCCTGCTGAA 

TAACTTCTATCCCAGAGAGGCCAAAGTACCTGCCCG 

>Sequence 1497 

AGGTACCGCGGGAGCTTCTCCTTGCCAGTTTCTCCCAGCAGGACCCTCTT 
CTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTCAGTCTGAA 
TGTCCGCCATCTTCC 

>Sequence 1498 

AGGTACCTGATTGCATGCACTTAAATGCAGATTATTTTGGAGTTTGAAAA 

GGGACTATTAATGAAATCTTTCTTTTCCCTCCTTTCTCTTTTTCC 
CCGCCACTGATTCAGTGAGCTGGAGATTGGATCACAGGTATAATTCAAGC 
TTTTCATGTAGTCATGTAGATCACTAGACTCCTTGGTGTACCTGCCCG 
>Sequence 1499 

AGGTACGCGGGGGCCATTACTGCAGGAAAAGGTCCCGGAGAGCTAAGCAG 
TCAAGATGTGTGACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCC 
TTCCAGCTGTTTGACCGAACAGGTGATGGCAAGATCCTGTACGTGCCAAG 
CATCCTCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGC 
>Sequence 1500 

AGGTACTATATCAACCAGAGCAACATACATGAATAAGCCAGCAGTAAGTG 

CAAATATCCACATAGAAACATTTTCAGCATAATGACCAATGAAAATTCCT 

GTTGCCATTCCAAGATACGCCAGCATGGCTGACAATGCATTATAAAGGAC 

AGCCTGCTTAACGGTCATGCCAGCCTTTAGTAGAACAGCAAAGTCACCTA 

ATTCATGAGGCAACTCATGACAGAACACAGCAACAGAAGTACCTGCCCGG 

GCGGCCGCCCGGGCAGGTACAAGGGATTGATTTAAACCAAATTCGAGGAC 

TTGGGTTTGATGCCACGTGTTCTCTGGTTGTTTTGGATAAGCAGTTTCAC 

CCATTACCAGTCAACCAGGAAGGGGATTCCCATCGAAACGTCATCATGTG 

GCTGGACCATCGA 

>Sequence 1501 

CGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCA 
GTTGAAATCTGGAATTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC 
CCAGAGAGGCCAAAGTACCT 
>Sequence 1502 

GGGGCATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAG 

ACGGACCGGAGCGAAGAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1503 

aggtacgcgggggtcacttccggcttccttcagtccgctggtcccgagca 
cgagctgtgaggggattcacttgtgtgcggaactcctcggaaccatggcg 
tccctttcccttck:acctgttaacatctttaaggcaggagctgatgaaga 

GAGAGCAGAGACAGCTCGTCTGACTTCTTTTATTGGTGCCATCGCCATTG 

GAGACTTGGTAAAGAGCACCTTGGGACCCAAAGGCATGGACAAAATTCTT 

CTAAGCAGTGGACGAGATGCCTCTCTTATGGTATCGAGCGGCCGCCCGGG 

CAGGTACCCTTAAACTGGCAGGACATTTTTGAAATCACAAATTTGCACAT 

AAAGAATGTCACGAACAGCCATGTATCCATATACAGCAATCAAATAAGGA 

ACTTATGACCTAAAGCAAAGGTAAACTTTCTTGAAACTTT 

>Sequence 1504 

AGGTACCCTGTGGTGATGCAGTCAAAGCCCAGGACAGTCGTATAAAGGAA 

AGCAAGACCCATGCCAGCCAGAAACACAGGCTGGTTGTAGTAGGAGACCC 

ATCCATCTCGGAAGGTACCTGCCCG 

>Sequence 1505 

TTTTTTGGGGTCACTACT 

>Sequence 1506 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 
ATCCACCAGGGCCACTGGTA 
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>Sequence 1507 

CCGGGCAGGTACATTCAGGACAAGGATGGCGCTCCAGTGGCCACCAATGC 

CTTCCATAGTCCCCGCTGGGGTGGCATTATGGTATATAATGTTGACTCCA 

AAACCTATAATGCCTCAGTGCTGCCAGTGAGAGTCGAGGTGGACATGGTG 

CGAGCGATGGAGGTGTTCCTGGCACAGGTGCGGTTGCTCTTTGGGATTGC 

TCAGCCCCAGCTGCCTCCAAAATGCCTGCTTCAGGGCCTACGAGTGAAGG 

GCTAATGACCTGGGAGCTAGACCGGCTGCTCTGGGCTCGGTCAGTGGAGA 

ACCTGGCCACAGCCACCACCACCCTTACCTCCCTGGCGCAGCTTCCGGGC 

AAGATCAGCAACATTGTCATTAAGGACGACGTGGCATCTGAGGTGTACCT 

>Sequence 1508 

AGGTACCTTCCGAGATGGATGGGTCTCCTACTACAACCAGCCTGTGTTTC 

TGGCTCK3CATGGGTCTTGCTTTCCTTTATATGACTGTCCTGGGCCTTGAC 

TGCATCACCACAGGGTACATCTTTCAATTCTGGAATATCTGTGTCTAAGC 

ACAATATCTTCACACTGTGCTGTATTGCTGCTGAACTAAATGCACTTTTC 

CCCACATATGGGGCACTGGCTTCAAACAATTCAGTTCAGTATCATTACTT 

TTAATCTCATCTTTCCTTTCTTGGTAGTTGTTAATACAGTTATGGAAAAG 

AGGCACATTGCATAGAAGCCATTGGGGAGTTCAGTGGiAAGTTCTGTAAGA 

TGTGCATGTCCTGCCCG 

>Sequence 1509 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGGCCACTGGTA 

>Sequence 1510 

AGGTACAGATGGGGTCTCACTACATTGCCCAAGCTGTGCCAGAATTCCTG 
GATGCAAGCAATCCTTCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAAG 
CATGAGCCACCATGCCCAGACAAAGCCCTX^AATTTCTTACATATCGATTT 
AAGGGCCTGAATAAACCAACACATTAAAAAGGAAAAGAATAATTCACATA 

CCAGCGTGAGTAAATTCAAGACTGAGATGATATAATCGGTACCTGCCCG 
>Sequence 1511 

AGGTACTTTTTTGTTTGTT 1111 1 nTlTl'CACCTTAAGGGAGGATTTAA 

TTTGCTCCCAACTGATCGTCACTTAAATGAAAATTTAAAAATGAATAAAA 

AGACATACTTCTCAGCTGCAGATATTATGGAGAATTGGGGCACCCACAGG 

AATGAAGAGAGAAAGCAGCTCCCTAACTTCAAACCATTTGGTACCTGCCC 

G 

>Sequence 1512 

CCGGGCAGGTACTCCTCTTTCACTATGAAAGTGTGCATGAGTCCCAAGCA 
TCGG ATGTC AAAC AAG AA GCA AATCACCTGCA AGG ATCGG ATGGGC AGC A 
GTCTGTCAAGGAAAGCAAAAAAAAAAAAAAAAAAAAAAAAATGTCCT 
>Sequence 1513 

TCGAGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGA 

GGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAG 

ATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAATTCC 

ACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAG 

GTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCATGT 

CAGTT.CCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACATCT 

CCTACAATTTCCTTGACACCTGCAGCACTCCAGCCACACGACGGCCCCCG 

CGTACCTGCCCG 

>Sequence 1514 

AGGTACCGGGGGATTCTTCAGAGGTCAGCCAAGTCGGTAACATTCTGTGA 

AGCAGATTAAATACAGTAAAATCAAACAAACGGAGGTCTTTGGAAGTGAT 

GCTGGGCCCAGGCAGTGAAAATCAAGAAAAGAGGAGAAAGACCAAGACCT 

GGATGTCCTGGACGACCTGACCCAAAAAGGGGCCCAAAACAGCAGAGCTT 

CACCAGGTGACTGGGTGGCTTCTTTGTCCTCATTAAATGTACCTGCCCG 

>Sequence 1515 

TCGCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCACAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 
CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGCC 
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GGAGTCCAGCACGGGAGGCGTGGTCTTTCCGCGTACCTCCGG 
>Sequence 1516 

GATTCCCTTTAGAGGTTTAGTCGATCACCGTAGGAATCTCGTATGGGAGG 

GCTCCGGGTCCCCCATCTTTTGGGGGTCCAATATTCCTGAAGGTGTTAAA 

TTGCTCTTCTTTGGGCGTGATTACATGGGCCCCATATTGTGTATGTCCTG 

ATGTGAAAATAGGTTGATCCCGCTGCACGAAAATTCTACACCAACCAGTA 

CCCAAGCCTGGTGAGACATTAAAATTTGCTAAACGCTCTGGGGGTTGGCC 

ATAATGGAAGTGAACCTAAGCGGCGCCATTTAN 

>Sequence 1517 

AGGTACACTGTTCGTCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

TAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAAAGAGGCC 

GAAGTACCTGCCCG 

>Sequence 1518 

AGGTACGCGGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGG 
AAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACC 
ACTGGAGAAATAGTGATGACG 
>Sequence 1519 

CCGGCAGGTACCTCTGGAGAAAATAAGTGTGTTAGATAAGACTTGTTCAT 

GCATGAGTGATAGTGCTGTTAGTGTGAATTCAATGTTAATGAATCAATAA 

AATATATGAAATAAAGTGTCTTTAAACAGTAACACAAGGTTGTATGTTAC 

TAGTTGACAAAAACATTGTGACCAGAGGCTCACAGGAGTCTTAAGTCTGC 

ATTTCCCCAGGAGCAATGGCTTAGCATTTACTAATCGAGTATTCCTGGCA 

ACTTTATAGAACATAACTACTGTAAATAATGAGAATCAACTGGATATTAT 

AAATCCCCAAATATA 

>Sequence 1520 

CCGGCAGGTACGCGGGGAGAGCCACCGGGCTGGGGACCGGGGAGCGGAGG 
CTGAAATCCCCAGACGCCGGTTTTCTGGGCTGGGCTTTCTGCCTTACTCA 
CTCCTTCTCCCTCT 
>Sequence 1521 

CCGGGCAGGTACACAGAAATTCCTAGACTACAAGATGTCATCCTTCTAGA 

AGAAGACCTAAAGCATACACTGGGAGGAAAGTTTTACAGGGGAATCTAGA 

CTACTTAATTTTTTCTTCACAGTAACAAATGACAAAGCACCAATATCTAA 

AGGTTCCCAACACACAGGATAAACAATAAGGAAGTTCTCCCAGTGTTTCC 

CATTTTAGGCAAAAAAAAAAAAAAGGATTTCAGCTAGCACAGTGCATCCA 

AATGACCAAAAATACTACAATGCCGATGTTTTTTAAAAATAAATATAAAA 

GATTTTAAGGATTTTGTCTTACTGGAATAATAAAATTAATGGTGAATGGG 

TACCT 

>Sequence 1522 
TCGACGCTACTCT 
>Sequence 1523 

TGGTTCGCCTCCTGCAAGCATAAAATAATTGAGTTTAGTGTAGGAGGGAA 
CCAGAGTGTACTATTATACTAGACAGATCCCTGATAGCCATAAGGAGTCT 
TCGTT 

>Sequencc 1524 

AGGTACGCGGNGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCCCTGCCTCTTACTCGTCACGG'l'riCri'CCAACCTTGCCATTGCATA 

AAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATGAC 

ATCACTTGGGTACCTGCCCGGGCGGCCGCTCGACCGCCTGGACCAACTTG 

TCGGAAACCACCTTTCTGATGCCGCCCACGGCAGCG 

> Sequence 1525 

TGACTCTGTCCAGACCACTGCACTGACCTGCTGGATACCATGCCCTGTGG 
ATGCACATAATAGGACCTGGAGCCTCCCAGTTCTGTGTACTGCCGGCGCC 
GTTAACTATGATCCCGGCTGAGATTCATTAACTATCATCCGCACTCAGGG 
GGCCGTCCACTTGTCCTTATGAGTATGCCCTGCTATATGTCATACTGTTC 
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TGGTGAATGTATCGTACATTCAACACATACACCGAGCTAAGGTAACCTGG 
GGCTATGAGGACTACTACATAATTGGTGCGCTACTGCCGCTTTCAGTCGG 
AACCTGCTGCCACTGATAATGAATCGCAACCC 
>Sequence 1526 

CACATGTCCGGCTCGGCTGTCTTCATTCTGGACGTTAAGGGCAAGCCATT 
GATCAGCCGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGCACT 
TCATGCCTNTGCTGGTACCT 
>Sequence 1527 

tactgtcactactatagcgaatgagctcaccgcgtcgcgccgagtacata 

taggcagacagtttck:cttcagaaattcagaaatgcagcttttgagggag 

gtcagcatcattggtctcagctaccattttcctgcaggatgttcataaat 

agttc ctgg caaaggaggttccgtatacggtcctacaagaacctacgtgg 

caacattttctcccagcgtcaggtcttaacacacaaattctacctttcat 

ctacactcacattcctaccccggctggccgatcaagtaactaacgtatcc 

tcccagactacagagacatacttagtcgagctctatttatcctgtctaat 

gatactaattgcgagatatggctctctgccctctaatcacgctcgtagac 

tgataacacacttacatggaagacacatactagatcactcacgcatactt 

cgctctctatatacgatacacttgccctataataacttagcaattattta 

tttatactatatcactcaattagtcgtataactacagttgttatatgaca 

tactcataacccctatatatratacmaattcacatattttgctcacgc 

gatttatatacaagatacgactacctctccttcatgacgccaagttcatc 

aatatactttctaattagtcgactacacatcgtagactaccgattactac 

ataatctcaacgtatacatcrgtattatcatctccactatttatgagctt 

cgctactccgttcctcatctacatcgtccactcctatcgactcaactctt 

atctattaccaatattcatctctaacaatatataacgtacgttatgtatt 

ctcattcagtcaactcgatatgtattttattatatcttcaacgaattgtc 

atgctcatattctcgtacatatatacgtcttaatactctcactctatatt 

TCTACTTATGATGAATACTATATATCTCTGACGTNANTCTCTATTAACTT 

ATCATTATACCTCCGTACATAGTATCATCTACACGACACTAGGCTATNCC 

TAGGATGACATAACTCTCGTCTTAGATAGTAGTTATATCATGTACATACG 

ACATCTGCTTCTT 

>Sequence 1528 

GACTCT TGTGT GTCCTTTTATCATAGGCTTCCAGCTCCTTGATAGCTTTT 
GA GATATTTTATGTTTAG AGTTA AGTA G AGG AAA A CGCGTCATGATCTTT 

AGAAATATCGGGTGTTTCCTCGGGATAGGATCCTGTAGCTGCACTTGTGT 

TAAGACCG 

>Sequence 1529 

AGGTACTTGT 1 1 i 1 1 PITTI 1 11 TT1 "ITGATTTGCAGTTAGTTTATTGAA 

ATGGAAATGAATTTGAGGTTTCAACAGTGGTCTAGCAGTTTCCACATAAA 

AAGACAACACAAGAAAGAAAAGTGGTTTCTATCAATCAACAGATGAGTCT 

GCCATAGTCTGTAGCCCTCTGAGCCAAACGCCTTGGGTAAAGTTAATTAC 

TCTTCATATTACACCAAATGCTGTCGTACCTGCCCG 

>Sequence 1530 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGCGTGGCTGTGTT 

CTCGTCCCTGGC 

>Sequence 1531 ■ 

CCGGGCAGGTACATAACAAACATGGCGAAAAAGGAGATGTTTGAAACCAT 

CTGCATTTTTTTCTGTGATCGGTCTTTAAGCTCACTGTAAATTGGCAGGA 

CTGACGGGTGGCAAACAAATGCAAATGCAATGGTGGGTAAAGCATACACG 

GTCTTTGAATTGAAGGTAACATATTTTGGCGTACCT 

>Sequence 1532 

AGGTACT l rTTTTATCTTTn ITTT ITTTG AG ATGG AGTCTTGTTTTGTC 

GCCCAGGCTCTGGAGTGCAGTGGCGCTCACTGCAACCTCTGCCTCCCGGG 

TTCAGGTTATTCCTCTGCCTCGGCCACCCTAGTAGCTGGGATTATAGGCT 

TGAGCCACTGCGCCCGGCCCAATTTTTATTTTTTAATGGTTGTTATGGAC 

TGAATGTATCCCTCTAAAATTCATATATTGAATCTCTAATCCCCAATGTG 
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ATGACACTAGGAAGTAAAGCCCTTGGGAGATAATTAGGTTTAGATGAGGA 

CATGAGGATGGGATCCTCATGGTGAAATTAGT 

>Sequence 1533 

CCGGGCAGGTACTTTTTTTTTCTTTTTTTTTI 1 1 1 L ATCTTCTC ATACTG 
AGAATTGTTCrTGACTCCTTTTCTTGACATTCAGTTTTCAGAATTTCCAT 
C T 1 TTTT C TGG A ACTAATGTGCTGTTCTC 
>Sequence 1534 

TGGCACTCATTTACCCGGAGGCAGGGAGAGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTATAGGAAGAAGGAGCCCGT 

CCGAATTCCAAACACCGGGAGGGCGTGGGACTTGGTAGTTGATTCTCCGG 

CTTGCCCATTGGCTCTTCCCACCTCCACCGGCCGATGGTCTCTTGGGAAT 

AAGAAGCCCCTTTGGACCACGGCAAGGTTCAGGGGCTTGACACTGGTATA 

CTTGGTGCAGCCTTCATCCCCCGGGGATGTGGGTGGCAGTGGTTGTTACT 

CTACGGTCCGCGCTCTTAAGAACCTAGTTGGGAATTCCCCCCCGGGACTT 

GCAGTGAAATTTCAGATATTCAAAGGCTTTATTCGGATACCCGGTGCGAA 

CCTTTTAAAGGAGGGGGGGCGCCCGGTTACCCCCAAACTTTTTTGTTTCC 

CCTTTTAAATGAAGGGGTTTAAATTTGCCGCCCGCTT 

>Sequence 1535 

AGGTACTGGGGTTGGGGAGAACCCGTTTTGATTACAAGCAGATAATTATC 

TCAGTGAGATGGGGGTTAGTTCAAGGAAGTAAGGAGGGGGGAGGATGTGA 

GGAAGTTAGAACAACCCAATGCTTATTTGATGGGCTGAATAAACTATTCA 

NGACTGAACTATTTTTGAGCACTGTGAGGTGGCACAGTAATTACCTGCTT 

CAA AATC AACTG ATACC A AC A TTTT I ATCTTTGTATCTTATCTCTGT ACC 

TGCCCG 

>Scquence 1536 

AGGTACGCGGGGGAAGTTGATGCCGAGCGCAGATCGCCTGCAGCTTGCTA 

GCTGTGTGGGCTGGGAGGTCTGGTAGGGCTGAGCTTGCAAGAGGATCAAC 

ATGCCTTTGGCTAGAGATTTACTACATCCGTCCTTGGAAGAGGAAAAGAA 

AAAACATAAAAAGAAACGCCTAGTACCTGCCCG 

>Sequence 1537 

AGGGGAGCTGCACCGCGGCGGCGGCCGAAGCTTTATAATCTTTTAACTAA 

ATGTAATTGTCACCATAATCTTATAGACAAAGCATTGAGGTTTATTGAAC 

TAATGCTGAAGGTAGTAAGTGGAGGAGCCAGGATGAGGTCAGAATCTGAG 

ATATAACCATGCCTATGCTGTCACTTCTTACACTCTAAAATACCTCCATG 

CTCATGTGGACACCTAAGAACAAATGAATATTTCTATTCTTGTCCCAGAA 

TATCAAAACATTAAACATGTTAAACTGTATTTTTGATTACCATAAGCCTT 

TCCAGGAGGAACAAGCACTAAACACAGTCTCTGGCTTAGGATTTGGATGA 

ACATATTCAAAAGCCATCTGCTTCCCAGCAATCATAATCATACCCTTTCC 

TTTTGGCCACTATCACCAAGATCTCCAGTAGTACCTCAGA 

>Sequence 1538 

AGGTACCTATGATAATCAGATGGAGATCTGGGGAGGGGAGAACGTGGAAA 

TGTCCTTCCGGGTGTGGCAGTGTGGGGGCCAGCTGGAGATCATCCCCTGC 

TCTGTCGTAAGCCACGTGTTCCGGACCAAGAGCCCCCACACCTTCCCCAA 

GGGCACTAGTGTCATTGCTCGCAATCAAGTGCGCCTGGCAAAGGTCTGGA 

TGGACAGCTACAAGAAGATTGTCTATAGGAGAAATCTGCAGGCAGCAAAG 

ATGGCCCAAGAGAAATCCTTCGGTGACATTTCAGAACGACTGCAGCTGAG 

GGAACAACTGCACTGTCACAACTTTTCCTGGTACCTGCCCG 

>Sequence 1539 

AGGTACGCGGGGCAGGTGATGTTTGTTTTCACGATGGTCTTCAGATGCCC 

ACGTGGGCACTGCTGAGAAAGCCACTTGGTAAAACTGATGCCGGAAATGG 

GGCTTTTTGGGATCCCTGCTCAGCTGCTTCTGAGTCCCAGCATGCCCTGG 

TTACCTATGGCCCTCTTTCCCATGGGACCTGACCTATGATCGGCCCCCGC 

TCCTAGGCGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTCATCCGC 

CGAGACTATCTGCACTACATCCGCAAGTACCTGCCCG 

>Sequence 1540 
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CACCAGACATACATTGCTAGCCTGTGAGCAAAAAGGTGTAACAGCTCTGC 

GGTTGCCTAAATGAGGTGCGCATCCCTCACACTTAATTGGCGTAGCGCCT 

GCGGGGGCCTAATTGCAGGACGGTACACCCGTTTAAGCCACGCTGCATTT 

ACTGATCCGCCCTTCCACGTCGGGGAGAACTCGTTCTGGCCATACTGGAT 

TCACTCATTTCGGCTTCAACCCGCCAAGTACATGGGTTGTTCTTTTATTT 

GGGCGCTTCTTNCCGATTCTTTTGCTTAACTGACTTCAAATGGGGCTTGG 

TACGTTCTGTTTGCCCGCATACCGGCGTTTAACTTTCTTAAAAAGGCCGT 

TATT CCCGATATTCCAACAAATTTGGGGTGTTACCTCAAGGATAGAACCC 

TTTTGATCGCCAT 

>Sequence 1541 

TTAACTGGACAGGTCAATTATCTGAGCTGTGTAAATCATTGTCTGGCACT 

ACAGTTGAATCACCTTGACACTGAGCTCAGGAGCAGCCCATTTAAGAAGC 

ATCTTGTAAATAACAAAGTGACACCTTCGAGATTACAGTTGCAGCTATGC 

AAGTCATTCACAGAGTAGCTGAGGGCTCTCTTCTGAAGGAGGACCCATTA 

CATGAAGGTAGACCTTTCATGTCTTGTTGCCGACGTCCAAGTCTCTTGCG 

GTCCAGAAATGCCAGGATGGTTGTTTCAAATGCATTGGGTATGAACTGCA 

CCTTGAATCTGCCCTTCCCTTTTTCGATTAAACCTTTTCACATAGCTGCT 

GCTGCTCCTT 

>Sequence 1542 

CCGGGCAGGTACGCGGGGGAGACCAAGGGCTAAAGCTGGGAGGTGAGTCT 

GTCACCTTGAGCCGGGCGAGCGCTGTGGGCCAAGCAGGGGTTGCAGGGCA 

GTAGGAGTGCAGACTGAAAAAATGCAGACCGCCGGGGCATTATTCATTTC 

TCCAGCTCTGATCCGCTGTTGTACCT 

>Sequence 1543 

AGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGCAGCCCT 

CGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCTCTGATG 

ATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTC 

TGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGAT 

CATGGACATTGAAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGA 

ACAAATTGGACTTGGAAACATTAACTGACATTCTTCAACACCAGATCCGA 

GCTGTTCCCTTTGAGAACCTTAACATCCATTGTGGGGATGCCATGGACTT 

AGGCTTAGAGGCCATTTTTGATCAAGTTGTGAGAAGAAATCGGGGTGGAT 

GGTGTCTCCAGGTCAATCATCTTCGGTACCTGCCCGGGCGGACGTTCTAA 

>Sequence 1544 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCAGCTGCCATCTGTCAGTTAAACTTCAGAACACACATACCATAGGGAT 

GAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCAGTTC 

CTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACATCCT 

ATACAACCAAAGATGAACTAGTCTCTGAACTGGTAACTTATAAAGACCAA 

TTCCACAGTACCCT 

>Sequence 1545 

AGGTACCACC TAACA CATTATTATGTTTATTAACTTTGAGACCCAGAAAT 
AAATTCTTTTCTTTTCTTGATTCTTGCTCTTAAAAATACAAAAAAAAAAA 
TGTTTTGTTTTGTGTTATTTTTGGTTTGTTTATO 

TTGTCAGGATTATGATCTTGCTGTTTTTCTTCAATATGTATACAAGGTGA 

TGTGAAAAGATGACTTGTGCAGAGGAGTAAGAACAAGTAGGCTTGTTCTT 

CTACTTTGCTTTAAAACTTCATTAATGCCAAAAGCGGAGATCAAGCCCAT 

G TTTG ACG TTTCGTTGCTC ACCTGCTTTTCC AG AG AGTGTG ACACTC ATG 

CAGTCCCTGAGAAAAATAAAATTAGGGACATACTTCTCCTTTTAGTCTTT 

TAAAAATTTAAAAACTTTTATTTCAAAGGAACTTTTTATGCTTTTAGGAA 

AGGTT 

>Sequence 1546 

CCGGGCAGGTACTGCTTCTATAAGAACGTGGTCCTGTATATTATTGAGCT 
TTGGTTCGCCTTTGTTAATGGATTTTCTGGGCAGATTTTATTTGAACGTT 
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GGTGCATCGGCCTGTACCT 
>Sequence 1547 

AGGTACACCTCATTGAGGATCTAATGGACCCCTATCTTCAGCATGGGGAA 

CAGGGTATAATGTTCACCACCTTGAAGGCATGTTACTACCAGATTCAGCG 

TGAGAAGCTTAACTAGGCTGCATAACAGCTTGAAAACTGGATTATCTACT 

ACAGAGTGTTATAACACCATCTGGAGTCTTCCTGTAGTGGCAAAAAAGAA 

CAGTGTTGAAATTGGAAGGGACTTTGTGTTATTAAGGTTGTTAGAATGAG 

CCTTACCAATAATAAGAGCCCTGAGCCCAGAAAAAAGGACTGTTTATTTT 

AAAGGGAGGATTGAAAGGGAGGTAAAAAATCAGATTAGACCAGTTCTT 

>Sequence 1548 

CCGGGCAGGTACCACAAGCTGTGTGT(nTTAAGCAACAGAAATTTCTrcC 

CTCACAGTTGCGGAGGTCAGAGGTCAGAAAACAAGGTGTCTGCAGGACCA 

ACCTCTCCTCTGGATGCTCTAGGTGAGAATCITrTCCATCK^CTTTCTCTT 

AGCTTCTGATGTTGCCGTCAGAACTTCAGATGGTGTTCCTTGGCTTCTGT 

CAATATTAATACATAAATCCTTTTCAGTCTCAGCTTCTCTCTTCACATGG 

TCCTCTCCACCCCCGCGTACCT 

>Scquence 1549 

AGGTACTTTN 11 1111 1 1 1 1 U I 1 1 H 1111 1 1 f 1 AATATTTTA AAGTAT 

TGCACTGCAGTGGCATTTGTCTTGATGGCTGAG 

>Sequeace 1550 

AGGTACCAATTCTTCTTTGAATGTCTAATTGAAT TCAGC TGTGAATCCTT 

CTGGTTTTAGCCCTTTTTTGTTGTTGGCAACTTTCTTTTTATAACCAATT 

CCATTTAGCTGCTTGTTATTGGGCTGTTCATGGTTTCTATTTCTTACTGA 

TGTAAGACGGTTGTATATTTTGAAGGATCTATCAATTTTCTC TAGATT TC 

CTAGTCTGTATGTGTAAAGGTGTTCACAGTAGCCTTAAATAATTTTTTAT 

AATTTTTGTGGTATTGGTTGTAATATGTCCAGTTTTATTTCTAACTGAGC 

TTAThTrAGATTNTCTCTTTTCTTTTCTTGACTAATCTTACTAAGATCAAT 

TTGGTTAATCTTTTCAAAAAAATAGCnTnXjGTTAA 

GGGTTCAATGTCATTCCCCGCGTACCTGCCCGGGCGGCCGCCCXjGGCAGG 

tactcaagck:cctaatctcaataccatcacattggtggttagggctgtaa 
cattgggatatggggcaagacacaaacattcaatccaaagcaagcatgtc 
cacacttgttggactccaattccacttttgtcattgagtcattatttagc 
catgtacctcggccggt 

>Sequence 1551 

tgaaattggtaatcaacagaattctagtgaaaaggccccttaagcttcct 
tgaatctaatgctggcattccgggtttgcaaagggtgggggttcccattc 
taagggttcagttggccaggtggaatctttgggacaagaatttcaacttc 
tcaaccattcaagccagttcttgcaaaccccttgaaagaatttttgccaa 
gttttactaacctggtcataccagaaccttaaccagtttgcccccggtac 

CCT 

>Sequence 1552 

AGGTACT T T rT lTTTGTTTGTT^ 

AATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAA 

AAAGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCACA 

GGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCT 

GCCCG 

>Sequence 1553 

TGGTGAGTGACCGCGTATACACT 

>Sequence 1554 

CCGGGCAGGTACATTGGTGATCGGAGTATAGTTGGAGCGCTTTGTCATGA 
TTTCCAGGTTGGCTTTGTCCACAGCTATGTTGGCCAATGCACCTTGAGCC 
TCAAAGCTGGCAAATCGTCCAAATTCTTCAAGCCGCCAGACCGTCTCCTT 
CTTTGCCATATTCACATGGAAAATCTCATCACCCCGCGTACCT 
>Sequence 1555 

AGGTACGCGGGGGCTGAAAAGTGCGCCCTACGAAAGGACGGTCGACTCCG 
GCGGGGCCCAGGTGCCAATGGGTCATGTTTGGTTAGAAGGTGACAATCTA 
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CAGAATTCTACAGATTCCAGGTGCTATGGACCTATTCCATATGGACTAAT 
AAGAGGACGAATCTTCXrrAAGATTTGGCTTC^ 

TACGTGC CAGCC CTAATGGCCACAGATTTTTCTGATGATTATGTAAGCAA 

TTTATTTC ITT 1 1 G ACTTTG ATTATTTGTCnTCCrTTTTCATTGTGGAAT 

TTTATTTACTTCCCCGTTTGAAAACCCGTGGTACCTTGCCCCGGGGCCGG 

CCCGCC TCTTA AAAACTAGGTGGAATCCCCCCCGGGGCCTGCCAGGGAAT 

TTTCGAATTTTCAAGGCTTTAATTCGAATAACCCGTCGAACCCTTGAAGG 

GGGGGG 

>Sequence 1556 

AGGTACTTTTTGTTTG V'l 11 TTI ITri'lCACCTTAAGGGAGGATTTAATT 

TGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAAG 

ACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCACAGGAA 

TGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCTGCCC 

G 

>Sequence 1557 

CCGGGCAGGTAC 1 I I I I I I I I I nTlTnnTCTmCAATGTTCACAGC 
TACTTCTCCTITAAGAGAAGCAGAAAGGCAGTTTTAGGTGTGGTCTGTCT 
TTATTCCCCCGAACTTGATCAATG 
>Sequence 1558 

AGGTACGCGGGGTCCCAGCTCCTGGCTGACTTCTAGTCTTCTGGTTCAAG 

CTGCGCCTTTAGATGACACGACCCTACCCACCCCTGTTTCCAGCGGATGC 

CCGGGCCTGGAGCCCACAGAATTCTTCCAGTCCCTGGGTGGGGACGGAGA 

AAGGAACGTTCAGATTGAGATGGCCCATGGCACCACCACGCTCGCCTTCA 

AGTTCCAGCATGGAGTGATTGCAGCAGTGGATTCTCGGGCCTCAGCTGGG 

TCCTACATTAGTGCCTTACGGGTGAACAAGGTGATTGAGATTAACCCTTA 

CCTGCTTGGCACCATGTCTGGCTGTGCAGCAGACTGTCAGTACCTGCCCG 

>Sequence 1 559 

AGGTACCCATTCCCTTGATGTCTACAATATCACCTTTCTTATAGATTCGC 

ATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAAGGCCTAGAGAAC 

ATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATTTTGGCGAA 

TTACTGGAAGATG 

>Sequence 1560 

AGGTACTTCAATGATAAAACCATTGATGAGGAACTAGAACGGGACAAGAG 
GGTCACTTGGATTGTGGAGTTCTTTGCCAATTGGTCTAATGACTGCCAAT 
CATTTGCCCCTATCTATGCTGACCTCTCCCTTAAATACAACTGTACCTGC 
CCG 

>Sequence 1561 

AGGTACAAAAAATATTCATATAAACGTTGTTCACACGTAAGTCCTAGATT 
ACCAGCTTCTATGCAAAAAAAGGAAATGAAGAAAAATAGATTTGTTAACT 
AGTATTGGAAACTAACTTTGTGCCTGGCTTAAAACCTCCCTCACGCTCGT 
CTGTCCCACACAAATGTTTAAGAAGTCACTGCAATGTACCTGCCCG 
>Sequence 1562 

AGGT AC A AAAC 1T1TI ' A AATTTT AT ATTATTTTG A A ACTTTGCTTTGGGT 
TTGTGGCACCCTGGCCACCCCATCTGGCTGTGACAGCCTCTGCAGTCCGT 
GGGC TGGCAGTTTGTTGATCTTTTAAGTTTCCTTCCCTACCCAGTCCCCA 
TTTTCTGGTAAGGTTTCTAGGAGGTCTGTTAGGTGTACCTGCCCG 
>Sequence 1563 

AGGTACTATTTACAAAGCATGAATTCACTACAATGCTCAACTGTTTGTTT 

AGCTTTATCTCACTTGGGGAATTTATTCCTGTCTGCTGCATTGTAGGTAG 

CTGGGTAGGA TATATT TCCACTTGCTTTTTAAATTAGTTCTTCACCTCCA 

TTGACAACTCGTTTTTGGTTTTCTCCCTATAGTGTGGGTTGGTGCTAGAC 

ACCAGTCTGACCCCCAAAATGGGAGGTATTTCATCCATCTTTTCTCCATC 

CTTTCCAAAAACCACATATCTACACAAGGAAAAATTTAATACATCTAGGA 

ATTTTTTTTTTTAATTACAAGCTATTTAAAGAGATGAATGTGGCCAAAGT 

TTTACACAATTGAAAATAAAGTAAACCAACCGGATTGGGTTAAACCCGAG 

TTTATTAAGCATGGCAAGAAATTTCCAGAAAAA 



Page 507 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



>Sequence 1564 

AGGTACAACTGAGCACATAGCACCAGAATATTGGAACAGATGCTTCTCCA 
AAGCCAAGGGTTGCCTTACATTTAGAGTGGGAAAAGAGGAAAATGAGTTA 
GCAGAGGAGCAGCGGGGAGGGGGGTAAATTACAGGACA 
>Sequence 1565 

TCGGTCAGGGACCCCGGATTCCCGGGTAGATGCCCAGTTAATGAGCAGCT 

TAGGAGACTGTCCTGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1566 

CCGGGCAGGTACGCGGGGGTTCCCAGGATGGTGATCCGTGTATATATTGC 

ATCTTCCTCTGGCTCTACAGCGGGAAGAGATGGATCAAGATGGTGAAATA 

GAAGACTCCACCAATCATCCCCTTCACACGAACACCAATTTAACAACTAT 

CTACATGCACACACACAAAAGCTTCATCAATTTAACAACTATCTACATGC 

ACACACACAAAACCTTTGTAAGAACTCAAAATCAGATTAAGAAGAAACAA 

CAAGATGTGCTTGGTTTCCTAGAAGCCAACAAAATAGGATTTGAAGAAAA 

AGATATTGCAGCCAATGAAGAGAATCGGAAGTGGATGAGAGAAAATGTAC 

CT 

>Sequence 1567 

AGGTACCGTTTTTGTTGGTTTTTTTCTCCCTCAAAGTGAAATGTTAGACT 

ATTGTAGGGTTTTGAGCCAAGGAGTGATATTATCTGAATTCTGTTTTAAA 

AGGTTCATTATGGCTTCTGTGTGGAGGCAGGGTAGCTACTTAGAAACCAA 

GCCATCTCAGCCTCCCGATTTGTAGAGATGTGGTCTCACTATGTTGCCCA 

GACTGGTCTTGAACTCCTGGCCTCATGTGATCCTCCCACCTTGGCCTCCC 

AAAATACTAAAATGATAGATATGAGCCGCCACACCTGGCCATAAGCTTCA 

GCCTTGAGCAGATACTTTCTAAACACTTTATATAGGGAAAAAAAACTAAT 

TCTTGCGTAGCCAAGGTGTTCATTTTGCCGAGAATAACGTACCATAGTGT 

TTACAATTACGTGGGTGTAATTT 

>Sequence 1568 

AAGGAGAAATAGAACAGTGCAGGCAAAAGAAGAAAGGCGCGGGCTGGGTG 

GGAAGAGGATTCGGACTCGTCACACTGCAGAGCAGCAGAGCGAGAAAGGA 

TGAGAAGAGGCAGAGAAGGCGACGGCAGAAGAAAAAAGGAAAAACTGCGG 

CCGGGATCAGAGCCTGAAAGTGTCCCGCGTACCT 

>Sequence 1569 

AGGTACGCGGGGGGAGCGCTTTATGCTGGCCGGCGGCGCTGGGAGGTGGA 

GTCGTTGCTGTTGCTGTTTGAGAGCCTGTGGCGCGGCTTCTGTGGGCCGG 

AACCTTAAAAATAGCCGCAAGGGCTGAAAAGGGTGATAATGAAAGGATGG 

TTGCCTTGAAGGCAAAATTCGTTCTTCAAATTGAGAATTATTTGGGGAAT 

TTAATTTTGCCAGGGACAAGTTTTTAAAAGGGACACAGTATAAAAACTGT 

TTGAAGGGTCTGGTATACTCTGCCGGGGCGGGGGCCGTTTCTAAAAAACT 

AGGTGGAATCCCCCCGGGGCTGGAAGGAAATTTGGATAATAAAACCTTTA 

TTCAATTACCGTTCGACCCTTTGAGGGGGGGGGCCCCGGAACCCCAACTT 

TTTGTTrCCCTTTTAGGGGAGGGTTAAAATTGCCCCCGCTTTGGCAATAA 

TTTGTGGGTCAATAG 

>Sequencc 1570 

AGGTACCATCATGGCTTGAGTGCTCTGAAGCCCATCCGGACTACTTCCAA 

ACACCAGCACCCAGTGGACAATGCTGGGCTTTTTTCCTGTATGACTTTTT 

CGTGACTTTCTTCTCTGGCCCGTGTGCCCACAAGAAGGGGGAGCTCTCAA 

TGGAAGACGTGTGGTCTCTGTCCAAGCACGAGTCTTCTGACGTGAACTGC 

AGAAGACTAGAGAGACTGTGGCAAGAAGAGCTGAATGAAGTTGGGCCAGA 

CGCTGCTTCCCTGCGAAGGGTTGTGTGGACCTTCTGCCGCACCAGGCTCA 

TCGTGTCCATCGTGTGCCTGATGATCACGCAGCTGGCTGGCTTCAGTGGA 

CCACCTTCCTTTGGAGACTGCTCCATCAGTGCCGAGGTGTGTGGGAACAG 

GCTTCACTGCACCGCCATCTTACTGAGTTGCTTCACGTGAGGAAAAGGGG 

GCTTTGGCCCTGTGACTCAGTTCCACATTTTGGATTGCATACTGGAAAAG 

AAGCCAATCTTCTTGCTAGTAAACCAGCAACCCGGCTGTATACAGTGGTG 

ACCCAAGCAATGGATATAAACCTAAAAATCTGAGGGAAGGGAGAGGTGGA 

ATACAAGAGTTCTTGGAATCTGAAGTCTTCTATTTGATCAGGTTATTTCC 
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TGGGACTTGGCAAAAATCTGATTGGGGGGGATCTTCTAGGACCTAATGGA 
CATCTGGGATTAATTTAATCTCAGGAAAAACAGGAAATTACCCCAGAAAG 
AGTCTGGGTTTGGAATTCAACGTAACTTCCTTCCAGACT 
>Sequence 1571 

CCGGGCAGGTACATGATACATGACCCCAGGTTCCAGTGTAGAACCTGAGT 

CCCCCATTCCCCAAAGCCATCCCTGCATTGATATGTCTTGACTCTCCTGT 

CTACm TGCACACACCCTTAATTTTAATTGGTTTTCTTGTAAATACAGT 

TTTGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAACTGTGG 

CTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCT 

GGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGAC 

CAAAGTACCT 

>Sequence 1572 

TGCCAGTGGCCCTGTTGGATGCATCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGTTGGTACCTGCCCG 

>Sequence 1573 

AGGTACTCACTCTCCTAGATTAGGAGTTTAGGTTGCCCCAATACCCATGC 

AGAGAACTTGGAGCTGAAAGGTTCCACAGCTTCAAACC 

>Sequence 1574 

AGGTACGCGGGGAAGAGAGAGGGAGAGAGAGAGAAAGAAGAGCAGGAAAG 

ATCCCGAAAGGAGGAAGAGGTGGCGAAAAATCAACTGCCCTGCTGGATTT 

GTC 

>Sequence 1575 

AGGTACAGGAGATGTGGAACCTGGTTCCAGGCAAACCAACGCTTCCAACT 

CCAAAGAGTTGGGCKjTTGTTAGAGAGCCCTTTCCCAGAAAGCCCGACACT 

CATGTCTTTAGTCTGGCAGCTGCACTAGTCACTTTCAACTGGCTGACAGG 

TGCCCAGTA 

>Sequcnce 1576 

AGGTACTGGCTGTCCACCCCTGAGCCCATGCCCATGTCAATGGCACCCAT 

CACGGGGGAAAACATAAGACCATTTATTAGTAGGTGTGCTGTGTGTGAGG 

CGCCTGCCATGGTGATGGCCGTGCACAGCCAGACCATTCAGATCCCACCG 

TGCCCCAGCGGGTGGTCCTCGCTGTGGATCGGCTACTCTTTTGTGATGCA 

CACCAGCGCTGGTGCAGAAGGCTCTGGCCAAGCCCTGGCGTCCCCCGGCT 

CCTGCCTGGAGGAGTTTAGAAGTGCGCCATTCATCGAGTGTCA 

>Sequence 1577 

AGGTACTGGTGCACACCCCCACTCCCACGGTGTGGGTAGTGCCGTGAATT 

GGAAACCGCAGATACCCTGGAGGCCTGGTAGGCAGCTGACTGCCCAGCAC 

TGGGCAGACTGATAGTCCGTAAGTCTGATGGCAATGACGACCTAGAGTTC 

TGAGGAAAGGGAGGTTGAAACTCANAGTTTCCTGTGGCTGGACTTGAGAA 

AACTGGAATTTGAAGGTTTGGCGAGTTCTTGAATGGTTCCCCTGCAAGGG 

TTAGTGGGCTAGGCAAGCAACTTAAGAAAGGGGCAAGCCTTCCTTTCCTT 

TGTGAAAGAAATTTGCTTGCNCAAGTTTGCCTTGTTTTTTCCAGGAAAAT 

GTTGTGCCTTGTGCTTGGCTTAAAAAAATAACCCCCTTGGGTTGTTTCCC 

CCCGGTAAAAATTGGGGGGGGCTCAAAACCGAAAGTTTCTTAATGTGGAC 

CAACCAGCGGGTTGTGTGGCCGGGGGGGCTTGGGAAAATATGAGAACCGC 

TGTGGAAAGAAAGAAGAGGGAATTGAAT 

>Scquence 1578 

GGTTATGGCCGCTATACACT 
>Sequence 1579 

AGGTACTGCGGCCCCAGAGCTCCTGCCAGTCTGGGCGACAGCTAGCTCTC 

CGC CTCT TCAGCAAAGTTCGGCCCCCTGTTGGGGGTATCTCTGTTAAGGA 

GCATTTTGAGGTAAATGTGGTGCCTCTCACCATCCAGCTGACACACCAGT 

TCTTCCACAGAATGATGGGCTTTTTCTTTTCCTGGCCGAAGTGTGGAAGA 

TGATGAAGTTGGTGATGAAGAGGATAAGTCCAAACTGGTGACTACTGGAA 

TACCAGTGGTGAAGCCTCGGCAGCTGATTGCAACAGATGATGCAGTACCT 
GCCCG 

>Scquence 1580 
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TCGCACTCATTTACCCGGAGACAGGGAGGGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCCGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTAGAGGAAGAAGGAGCTGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCAT 

TGCTCTCCCACTCCACGGCGCCCGCGTACCT 

>Sequence 1581 

CCGGGCAGGTACAGGAAAGAGAGAGCCTTCTGGTGAAAATCAAAGTCCTG 

GAGCAAGACAAGGCAAGGCTGCAGAGGCTGGAGGATGAGCTGAATCGTGC 

AAAATCAACTCTAGAGGCAGAAACCAGGGTGAAACAGCGCCTGGAGTGTG 

AGAAACAGCANATTCAGAATGACCTGAATCAGTGGGAAGACTCAATATTT 

CCCGCAAGGGAGGAGGCTACTAGGGAAGGATAGAATCGGGAAAGAGAAAA 

AGAGTGGAGAGAAGAGAAAGAACAGTTCTTAGGAAGGTGAGGATCGAAAA 

GAACTTCCAAAGCAGGAGAATCAAAGAGAAATTTGAAGGAAGAGGGTGCA 

AGGCGGTTAAAGCCTGGGAGGGATTTCTAACCCAAGGGAGGACCCCAAGA 

ACACCAGGTTTGGAAAAACAGGAACCGCCTTCCCCGATATTCAAGAGGGG 

AAGAATTGAATAT 

>Sequcnce 1582 

AGGTAC 1 TTTTTTTTn 11 L 1 11111 1 11 1 I TGGTTTG AGGGGGAATGCT 

GGAGATTGTAATGGGTATGGAGACATGTCATATAAGTAATGCTAGGGTGA 

GTGGTAGGAAGTTTTTTCATAGGAGGTGTTTGAGTTGGTCATATCGGAAT 

CTGGGTGTTGCTGTTCGAATTCATAAGACCAGGGAGGTTTCAAGTTTGGG 

TCTTTGGTGACAAAATTTGTTTGTGTTTTAATTCAGGGGATGTAGTTGCC 

GTTATATTGTATGTTTCCTAGGAAAGATTTGTTCCTGGTGAAGGGTTGTT 

TTAATTATAATCAATTGTCTTGTGATATTTCTGGGCTATTTAATAAATAT 

TGGTCTT A AGGGGGTCC ATGTCTGTCC 1 TTTTTCTI ATTAGTTTGTATAA 

CCCTTG AAT ATCTAG 1 TI 11 GG AACTTCACCTATTTCGGGCAAAGTGTAT 

GTAAAGGGGGGGTATCG 

>Sequence 1583 

TGTTGTGGACGCCGT 

>Sequence 1584 

CCGGGCAGGTACAGCCCAATGAGATCTGCGTCATCCAGAGAGGAATGCGG 

TTCAGCATAGATGTCTTTGAGGAGACCAGGGGCTACATCTTGGAGGTCTA 

TGGTGTCCACTTTGAGTTACCTGACCTTGGACCAATTGGGGCCAATGGCT 

TGGCCAATCCTCGTGATTTTTTGATACCCATTGCCTGGTATGAGGATCGC 

CAAGTACCTCG 

>Sequence 1585 

AGCGGCCGCCCGGGCAGGTACCTATGATTGAAAACAGTAGTTGGTCTATG 

ACTTTTGAGGAGAGGGAGAACCGAAGATrACAGGAGGCCAGCATGAGGTT 

GGAACAAGAGAATGATGACCTTGCCCATGAACTAGTAACAAGCAAAATTG 

CTCTACGGAATGACTTGGATCAGGCAGAAGACAAGGCAGATGTGTTGAAT 

AAAGAGCTCCTTTTGACCAAACAGAGGCTGGTGGAGACTGAAGAGGAGAA 

GAGGAAGCAAGAGGAAGAGACTGCCCAGCTAAAAGAAGTCTTCAGGAAAC 

AGCTAGAGAAGGCAGAATATGAAATAAAGAAGACTACAGCTATCATTGCT 

GAGTATAAACAGATCTGTTCGCAGTTGAGTACCT 

>Sequence 1586 

AGGTACATTTTATTTTTCTCAAGAAATACGTTAAGTCCAACTGCTGAACA 

TACATCTTGAATCTCTGTAGCTGTAGGATTTTCAACAGCCTTACTTATGG 

GGATTCGCCTTCCCTCTGCGATGGTCTTCTTATTATTTAAATAAGCAGGA 

TAGATACAAATAAACCTGTCCTGGT 

>Sequence 1587 

AGGTAC IT1 rrTTGTTTG'rrrrrrTTTrCACClTAAGGGAGG ATTT AATT 
TGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAAG 
ACATACTTCTCAGCTGCAAGTATTATGGAGAA 
>Sequence 1588 

CGTTCGGCCAAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCA 
TCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGC 
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CTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTAC 

CTGCCCG 

>Sequence 1589 

ACTCTATCACTACTTAGGGTGAATGGAGCTCCCGCGGTGGCGGCGCCGGG 

CAGGTACTTTGTATCATTCTGCAAOrTTNGNATWnsJCCCCCCTCAACAAT 

TCTGGGATCTTTTCTGTTAATACATGTGGATTCATTTGTTGCATTTTACA 

GATA TTAGT ATACATAAGATTTCCATATTGTCGTGATGGCTTTCTAGTTG 

TTCTATTTTGGCTCCTCAATCAGCACAGNAATTTCTAGGCGGATTTCTGG 

CCTCATCCTCTAAGTAAACCCGTAATTTTTCAAATTGTCC 

>Sequence 1590 

AGGTACCTAATGAAACCCGTCTTTGGCCTGTGGCTGAGACGCCATCTGTA 

GGCGGTGAAATCTTTCCAGCCTATGTGACGAGGGTCATGCCACAGGGTGC 

GCACCTGAAGGAAAAGGAAAAGGAAAGGTTGAAACACAGCTCCTTCAGGT 

GACAGAACAGATGTCCCATGGTGACCAAGGACCCCAGCCTCCATTGACTG 

TAAGAAGATGAACCACAGGCAACAATTAAGATCAACTTTCAAATCCCTCC 

CTTGTCATAGACTCTCCTAAGCCCGTTCAAGAAACCTCTGCTTCTCTGAC 

ACACGGAAAGAATGCTGGGGAAGAGGGTGAGTTTGTTTTTCATTAAAAGA 
A 

>Sequence 1591 

o:gggcaggtacacttttggtcaggggaccaagctggagatcaaacgaac 

TGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGA 
AATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGA 
GAGGCCAAAGTACCT 
>Sequence 1592 

AGGTACTACATGCACATCAATGTATGATGATGACTATTTGGCTTAAATGG 

GATACAATATTCGACCACCTCAAGAACCTTCAGAGCTTGACTGAAATTGC 

TAACACTGATATTTCTTACTGAAATGTTCCTTTGGGTTTTAAACTGAGGT 

TTCTATTGTTTGCTTACAACAGACATATGTTTGACATACAAAATATGGTA 

AAGATCCACTACTTATGCAGAGGTATATTTCCATATTATTCCCTTATAGG 

CCTGGATTGCCTCATCAATAGCACAATTCATTCAAATGTGGAAAGAAAGG 

CATTGATACACTGATCAGAGTAACGAAAGTGATATCATATCAT 

>Sequence 1593 

CCGGGCAGGTACTACAATGAGACAGTTGGATCCATTTTTCCAGGGTTAAG 
CCTGCAATACCTGAAGCTCCAGACCTGAAACCCAGAGCTCCTGCCAGCTG 
CTATGCCTGTGAACCTGTGGAAGACCTGAAGTACCT 
>Sequence 1594 

TTCCAAGTCGGGTAAACCCTGTTCGTTGCCCAGCK^TTGCATTITAATTGA 

CATCGGGCCCCAACGTCGCCGGTGGGAGGAAGGCGGGTTTTTGCCGTTAT 

TTGGTGCCGGCTCCTTTCCCGCTTTTCCTTCGCTTCACTTGAACTCCGCT 

TGCCGCTTCGGTTCGTTTTCGGGCTTGGCGGCCGAAGC 

>Sequence 1595 

AGGTACCTCATTACTGCTCCCCATGTGGCCTCCTTACCCAGGAAAATTAT 

GAAAGTCTGAACTCAGTCTCTTTAGACACCATCTCAACAGGAGGGGAAGG 

GGCACCTCATTATTGCCTGGCAAGGGAGGAAGTCTAGGTTCCTCACTCAG 

TCTTTGCTGGTGACACAGGATTCTTTGGGAGGCCACTTCACCAGGCTCCA 

CCCATTCAGCCCAGCAGGCCGTGCTTGGTTTGCGCTACTGGCCTGGATCC 

CATATCCTGGGTAAAATGGTGAAGGGTGTGTGTGCAAGTGGGTGTGAGGT 

CTGACCACAGTGCACAGCCAGGCACACAGGCTGCTGCAGTGGGGCTGGGC 

AGGCAGCTCCAGATGCCCGCACAGATGCCTCCTTCATGTGAGGCTGCAGC 

TGGACTAGGCA 

>Sequence 1596 

ACGTACGCGGGGGGGCGGGGGGATAGCTGTCCAAGGTCTCCCCCAACACT 

GAGGAGCTCGCCTGCTGTCCTCTTGCGCACGGGAAGCAGCACCAAGTTCA 

CGGCCAATGCCTTGGCACTAGGGTTCCAAAATGGCTACAACAGTTCCCTG 

AAGGTTTGCCGCCAATAGGCCTGAAAATCCAAGTTACCTTGCCTCGGGAC 

GGACCTGCTCTAATAACTTAGTGTGATTCCCCCTCGGGCATGTCAGAGAA 
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TTTCCCATAATCAAGGCATTTATCGTATTACCCTGTTCAGACCTTC TAAA 

GGTGGAGGAGCTCCCCGGTTATCCCCCAAACTTCTTrGGTTTCCACTTTT 

TAAATTGAATGGGTTTTAAATTGACTTTCGCCTTATGGACCGTTAAATAC 

ATTGGGTACAATTAGCCTTGATTATCCCTTGGTTGTAAAAAAATTTGGTT 

TTATTCACCGCTTTCAACCAAATTTTCCACTACCAAATCATTTACCAAAT 

CCCCGGGGTAGACCAATAAAAGATGTCG 

>Sequence 1597 

CCGGGCAGGTACTGGGCGCAGATGGGCGACCGTCACAACACTACGGTCCA 
CTGGACATGTCTGTTGCTGAGAGAACCACTGGGTGATGCAGGCGTTGCAG 
AAAGCATGTTCACAATGAGGTGCCTGGTAATCGTGAGCTTCTCCTCATAC 
TTGCCCXDAGGATGATACAACTGACTCTGGTCTGGCAAGGCTGTACCT 
>Sequence 1598 

TCCGGGCAGGTACGCGGGCTACAAGCATAAGGCATCATGCCTGGCTAATT 

TTTTTACATGT TT TTTTI 1 i GTCGAGATTATGGTATCACTATGTTGCTCT 

GGCTGATCTCAAATTCCTGACCTCAAGTGATCTTTCTGCCACATACCTCC 

TAAAGTTGCTAGGATTACCATTGCATGAATGCACCAATGCACTATCGGTA 

TAGTATTTAACAATTAATTTATCAATAGTTCTATATTTCTAAAGAAGCCC 

ATTTTATATGTACATTTTGGGCCCTAAAAATATACCTCTAATTATTATAA 

TATTCTTCATGAAAAAACnTATTTTTTTGTACAAAAATTTATTGTGGGG 

CCAATTGAATTGTATTGAATGAAGAAAGGGTGGTGTTTTTGGAAAAAACT 

TTTTCTTAAATTAATGTAAAATTTAAACTTTTTAGCAACTCCCATTATTT 

TAAAGAAAGGGTAAAAAAATAAACCACAAAAATTTTTATTTCAGTAAAAA 

TAAAATATATTAAAAAATGTTAAAAGAATTCCAAAGTTGTCCAA . 

>Sequence 1599 

AGGTACAGTGTAGAAAGCAGTGGGAACTGTGATTGGATTTGGCAACATGT 

CAGCTTTATAGTTGCCGATTAGTGATATGGGTCTGATTTCGATCTCTTCC 

TGATGTAAACCATGCTCACCCATATCCCACTATACAAATGCAAATGGTTG 

CCTGGTTCCATTTATGCAAGGGAGCCAGTACCTGCCCG 

>Sequence 1600 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1601 

AGGTACGCGGGAGATGAAGGTGCGCATCCTCTCCGAGCGTAAGAAGCCTC 

TGGACATTGACTACATGGGGGAGGAACAGCTCCGGGAGAAAGCCCAGGAG 

CTGTCGGACTGGATCCACCCCCTGGAGTCTGAAAAGTTCGACCTGATGGC 

GAAAGCTGAAACAGGCAGAAATATTGAGATCAACCTGGCCTGTACCTTGC 

CCCGGCCGGCCCTCTTCTTAAAAACTAATGGATTCCCCCCCGGCCTGTCA 

CGAAATTTCCCATTATCAACGCTTATTACAATTACCCCTTCTACCCTTCC 

AAGGGGGGGGCCCCCCGTTACCCCAGCTTTTTTGTTTCCCCTrTTAACTG 

AGGGGTTTAAATTTCGCCCGCCnTrGGCCTTAAATCACTGGGTCCTTTAC 

TTGGTTTCCCTGGTGCTCAAAAATTTGTTTAATCCCGCTTTCAACAATTT 

TCCCCACTCAACATAACCTAAACCCCCGGAAGCCATTAAAAGGTGGTTAA 

AGCCCCGCG 

>Sequence 1602 

GACGGAAAGCTTAGATATGCCAACAACAGCAATTACAAAAATGATGTCAT 

GATCAGAAAAGAGGCTTATGTGCACAAGAGTGTAATGGAAGAACTGAAGA 

GAATTATTGATGACAGTGAAATTACAAAAGAAGATGATGCTTTGTGGCCT 

CCCCCTGATAGGGTTGGCCGACAGGAGCTTGAAATTGTAATTGGGGATGA 

GCACATATCTTTTACCACATCAAAAATAGGTTCTCTTATTGATGTAAATC 

AGTCAAAGGATCCTGAAGGCCTTCGAGTATTTTACTATTTGGTACCT 

>Sequence 1603 

TGTTAAGGCGCCGGCGCGACTACTATAGGGCCGAATTGGAACTTCACCCG 
CGGGGGCGGCCGCCCGGGCAGGTACTCCTTCGTCATACCCATCTGGGCAG 
TCCAAGACACCATTGCACAGCTGGGATAAATGAACACATTTGTTGGTACG 
CGGGATGATAATGTCCCGATCACCTTCGGCCAAGGGACACGACTGGAGAT 
TAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATG 
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AGCAGGTGAAATCTGGAACTGCCTTTGTTGTGTGCCTGCTGAATAACTTC 

TATCCCAGAGAGGCCAAAGTACCT 

>Sequence 1604 

AATGCCGCCGCTTGGCAGTAAATCATGGTTCATAGCCTGTTTATCCTTGT 
GTGAAAAATAGTTTATCACGCTTCACAATTTTCCACAACAACCATACCTA 
ATCCCGGGAGCCATAAAAGTTGTTAAAAGCCTTGGGGGTGCCCAAAAATG 
AGTTGAAGCTTAACTTCAACATTAAATATGCGATTGCGCCTCAACTGAG 
>Sequence 1605 

AGGTACAAGATGGACCCGCTACGGAACGAGGAGGAGGTTCGAGTGAAGAT 

CAAAGACTTGAATGAACACATTGTTTGCTGCCTATGCGCCGGCTACTTCG 

TGGATGCCACCACCATCACAGAGTGTCTTCATACTTTCTGCAAGAGTTGT 

ATTGTGAAGTACCTGCCCG 

>Scquence 1606 

AGGTACTGACTATAGTTAGTTATTTCTCACCAGTCACATACTCAAGAATT 

CTTTTACTCAGACCCATGACTTGACCACAGTGATAGCAGAAGCTGGGGTG 

GGCACAAATGCTTATACACAATATTACAAAAGACGACATTCACTGGCTTA 

GAGAAACTGATGAATTTTCATTACTT 

>Sequeace 1607 

TCACACCGCGGGGGCGGCCGAGGTACCAGAACTTCTATGCACACCTCCCT 

GAGAGTCTGGGAACCTTCACCGCTGACCTGTGTGAGATGTTCCCAGCAGG 

CATTTATGACACCAAATATGCTGCTGAGTTTCATGCCCGTTTCGTGGCCT 

CCTACTTAGAATATGCCTTCCGGAAATGTGAACGGGAAAATGGGAAGCAG 

CGGGCAGCTGGCAGCCCACGCCTTACCCTGGAGTTCTGCAACTATCCTTC 

CAGCATGAGGGACCATATTGATTACCGCTGCTGCCTGCCCCCAGCAACCC 

ACCGTCCTCATCCCACCAGCATCTGTGACAACTTCTCGGCTTATGGCTGG 

TGCCCCCTGGGACCACAGTGTCCTCAGTCTCACGATATTGACCTTATCAT 

TGACACTGATGAGGCTGCGGCAGAGGACAAGCGGCGACGGC 

>Sequence 1608 

AGGTACGCGGGGGAGGAAGGACCTGGTGTTTTGATGACCGCTGTCCTGTC 

TAGCAGATACTTGCACGGTTTACAGAAATTCGGTCCCTGGGTCGTGTTCA 

GGAAACTGGAAAAAAGGTCATAAGCATGAAGCGCAGTTCAGTTTCCAGCG 

GTGTGTGCTGGCCCGCCTCTCCATGCAGTGAGTTTAATATCCCAGGATTG 

TAA ATAAA CAAGGGCCTTTATAACCCCTTTATACCAAAAGAGAATACCAA 

ACCCTTTTGG AAATA GTTGAAGTATTAAACCAAAACCGATCATTTTGAAA 

AGAATAAAGGTTTTCGCTTATTTGGGCAAAAAGAAATCTAGTGGGACATT 

GGATCTCCGGGAATTAATTAAAAACTTGGGTATATTTTTTCCAAGTTTCT 

TGAAGAAA AAAA TTATAGGGTACCCCGAGAATCACTTTAAATGGACAAAA 

GCAATTTCATTTTAAGCAGTGGTTATACCGTACCAACTTTTTGTG 

>Sequence 1609 

AGGTACU' l I I 1 1 TI 1 1'lHlllGAGTTAAGTGTCTTTTTAATTGAAAAGC 

TAACTGTCCAGTTACATTTCTCCCAAAAAACCACAAACTGGGTAGTAACT 

GAGTCTCTAGGCAATATATTTAAAACTAAGAGGATTAAAAATAAAGAAAA 

AGAAAACAAGTCCTCAGATGCAATGAAGGGAGCCCTGCTACATACAGGCT 

AATCAATACAGTGGTACCTGCCCG 

>Sequence 1610 

TGGTCTAGTGGGCGCCGTATACACT 
>Sequence 1611 

TAACCTCGGCCCGCATCTATAAAACTAGTGTGATCCCCCCGAGGCTGACA 

AGGAAATTTCGATATACAAAGCTTATCCGATAACCGATTCGACCCTTCAA 

AGGGGAGGGGCCCCGGTTAACCCAAGACTTATTGATTTCCCTATTAGTTG 

AAGGGATTAAATTTGGCGCCGCCTTGAGCGTAAATCAAATGGGTTCAATA 

AGCTGATTTCCCTTGTGATGAAAAATAGGTTATTCCCGGCTTCACAATTT 

TCCCACTACAAACAATAACTTAATCCCGGGAG 

>Sequence 1612 

CTTCTACTTGTTCCCAACCCCTGACCGCTTATACCCGGAAAACCCCTGGT 
CCCAAACCTTTCCTCCCTTACAGGGAAAGCCGTAGGCCGCCTTTTCTTAA 
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ATAGCCTTAACCCCTTGTAAAGTTATTTTCAAGTTACGGGTGGAAAGGGT 
CGTTTCGCTCCCAAAGCTTGGGCCTGTGGTGGCACCAAACCCCCCCCGTT 
TCAACCCCCCAC 

>Sequence 1613 

CTGGCCGCCTTAACCGGATAACACTGTCCCGACCTTTTCTTCCCTTTCTG 

GGAAAGCGTTGGACGCCTTTTCTCATTAGACTCCACGCCTGTAAGGGTAT 

TCTTCAGTrTTCGGGTGTTAGAGTTCGTTTCCGCATTCCAAGACTTTGGG 

CCTTGTTGTTGCAACCGAAAACCCCCCTCTGTTTCAGTCTCCGAACACGC 

CTGCCGTCCTTTTATTCACGGGTAAACCTATTCCGTTCTTTGAAGTTCTC 

AAACCCCCGGTTATAGGACAACCGAACTTTATTCGGCCAACTTGTGCCAG 

TCAAGCCCAACTGGTTAAA 

>Sequence 1614 

CCGGGCAGGTACTCGGCTCTGACCACTATTGGTTTTGAGACCACGATGTT 

GGGAGGGTATGTTTACAGCACTCCAGCCAAAAAATACAGCACTGGCATGA 

TTCACCTTCTCCTGCAGGTGACCATTGATGGCAGGAACTACATTGTCGAT 

GCTGGGTTTGGACGCTCATACCAGATGTGGCAGACCTCTGGAGTTAATTT 

CTGGGAAGGATCAGCCTCAGGTGCCTTGTGGTCCTCCGTTTGACGGAAGG 

AGAATGGATTTCTGGTATTCTAGAACCAAATTCATAAGGGGAACAGGTAC 

CCTAGGGCCGCTTCTAAAAACCTAGTGGAATCCCCCCGGGCCTGCAAGGA 

AATTCCGAATATCAAAGCTTTATTCGATTACCCGTCGAACCTTCAAAGGG 

GGGGGCCCCGGTAAACCCAGACTTTTTGTTTACCCTTTAAATGAAGGGGT 

TAAAATTGCGCCCCTTTGGCCGTAAT 

>Sequence 1615 

CCCTCKjAAAAAACCCTTGTAGCCTTAAAGTCCATCCAAATGGCCACGTAT 

ACTCTAAAAAGGACCGCCTTGATATGCCGTATTTCAATAGGGCTCCGGCC 

CCACTGCAAAACCTTCAACATAATATACCGCTTAAGTCAAAAGTGGTCAA 

ACCCGTCCGGGTTTATA 

>Sequencc 1616 

CCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAACTAACTAAAAGCAG 

AACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAA 

GCACTTGAAATTATATATTTAACCTGAAAAAAAGTTGCTAAAATTCCAAT 

ATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGT 

GTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGTGCACGTAGATGG 

GCACCAAGAAGCTAAGCTTCCCTGAGCGCGTACCT 

>Sequence 1617 

CCGGGCAGGTACGCGGGGAGGTTAAGGGAGAAGATGGCGGCGCTAGGGGA 
ACCCGTGCGGCTGGAGAGAGATATTTGTAGAGCAATTGAATTATTGGAAA 
AACTACAAAGGAGTGGAGAAGTACCT 
>Sequence 1618 

AGGTACAGGTTTGTAGCCTAGGAGCAATAGGCAATATCATGTAGCCCAGG 
TGTGTAGTAGACTGTCTCATCTAGGTTTGCGTTAGTGTGTCTATGATGTT 
GGCACAAGGACAAAATCACCTAACAATGAATTTCTTGGCAGGTGTCTCTG 
TTAAGAAGACATGACTCCAGTACCTGCCCG 

>Sequence 1619 

AGGTA ciuTi iu'i'ii iiiT Trni'nTiiui'TTTrriu'i'rrTAGGenTrT 

TGGAGACCTTGCC<nTGCTGGCTAAGTTATCCAAGCAGGTTTTGATATAG 

CTTTTATAGTAATCCACCTGCTCCCCATAAAAGGGGGCCTTAAAGTTCAA 

AGCAGCGTATGTCTGTTGCAGTTTCACTAGTTCGGCCTTTCTCCTCTGTC 

GGTACCTGCCCG 

>Sequence 1620 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGAACCTGGC 

CAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1621 

AGGTAcmrn-i rnrin ttttttttttttttctgggacatcattcag 

ATGTTACCAAATCAGTCACCTTAGTTTTTAATCCTCACTATCATGCTAAC 
ATCTAACACTTGGATAGCATTTTGTGACGTGTAAAGTGTTTCCACCTCTC 
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CCAGGATATTTTAATTTTCATCTTCATAACTGCCTCAGGAGACTGAAGGG 

CAGGTTTCATCATTTAAAGATGTAGGAACTGAGGCTTACGGACATTTGAT 

GACTTGCCCAAAGTCAAACAGTTTTTGTTTGTCAAAATAGATATTCAGGG 

GGGCCTTTTAATTTCAAATATGGGTGTCCACTCCCTGAAGCTGACCTCAT 

TTGTCAAAATAATGACCCGCGTACCTGTCCGGGCGGGCGCT 

>Sequence 1622 

AGGTACAGACTCCAAGTCCAAAGCAAATACCCATGGCATGAACAAATAGG 

ATGCCTAAGATTCTAACATTTGCTTCGGCATGGCTTTCCTCCTCACTTCC 

CTACCTCACAACAAGAAAAAATTTCCTAGATGGGACAATGGCAAGATATT 

GTGCTAATACATTTCATAGGATTTCTAGATGCTGGGCTATAACATCCAGG 

TTGCAATTTGGTGACGGATTTTTTTATTTCTATTGCAAATGGACTACACT 

CCAAACACAAAAAGATTCTTGCCATAGCATCCAAACATCCCTATGTAGAC 

CCACACTTCCTCTCAATACAGAAAGAGAATCACTCAGAAAGGACAAAGCT 

GGCAGACCAAGAAAGGAGGCAAGGGTAAACTCTGTCACTGGCCAATTATC 

TAAAACAAAAATAGCAGCCTT 

>Sequence 1623 

cgacttttccaagtccgggaaaaccctggtcgjgcccaggctckk:attaa 

atggaaatcggtccaaacgtcgcgggggaaggagggcggttttggcgtta 

tttggggccgcttcttatccgcttttcttcgcatcacttgacttccgctt 

ggcgctcggggtccgttcgggctgccggccgaggcgggtattaagtctca 

cttaaaagggccggtaattacggttaatccacaa 

>Sequence 1624 

AGGTACTGCTTGTGATCCAGCTACTGAGGTCTGAACCGAACAGACCTGGG 

AAGTGTCTCAGAGCTGTCTCTCAGGCTCTGAGAGAAAGTAGCCAACATTA 

CAGTAGACAGAGAGAGACATAGATCAAGACAGAGACAGAGACAGCATAAG 

GCAAAATTACTTTATGAAATTGCCAAGTCCTTAAGCAAATCTATTTAACT 

TCTTTCAGCTAACTGTATGAACCAGGCTTTTAACCTTCAAGGTTTAAAAT 

TAAAAAAATAAAAAGTTACCTGCTCCGGGTCGGCTCGCTTCTAAGAACTA 

AGTGGAATCCTCCCGGGACrrGCAGGAATTTTGATATCAAAGGCTTTAAT 

CGATACCCG GACGA CTCTTCGAGGGGGGGGCCCCGGTTACCCCAGCCTTT 

TGGGTTCCCCTTTTAGTTGAGGGGTTTAAAATTGCCGCGCCTTTGGCCGT 

AATACAATTGGTACAAATAAGCTTGTTTAACTGTTGTGGAAAAATTGTTT 

ATCCACGGTTCACAAATTTTTCACACCAAC 

>Sequence 1625 

AGGTACCAACATGTCCCGTGGTTCCAGCGCCGGTTTTGACCGCCACATTA 

CCA1 1 till C ACCCG AGGGTCXjGCTCTACCAAGTAG A ATATGCTTTTAAG 

GCTATTAACCATGGTGGCCTTACATCACTGAGCTGTCACAGGGAAAGACT 

GTGCAATGGTTGTCACCCTTATTAAAGTACCTGCCCGGACGGCACGATCT 

ATAACAGCTCAATTCGGCGCACTTCACTGCCATGTTCCGCCGGAAGGCCT 

TCCTCCACTGGTACCTGCCCGGGCGGCCGCTCG 

>Sequence 1626 

AGGTACCCATTCCCTTGATGTCTACAATATCACGCATTCTTATAGATGCG 
CATATATGTGGCCAGAGGAACAACTACATGTTTTCTAAAAGGCCTAGAGA 
ACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATTTTGGCG 
A ATT ACTGG A AG ATG 
>Sequence 1627 

AGGACCTGGACCTTCTTTAATGGTTCTTTCCCTACCCTCTAAAACAAGTG 

TGTTTCCCCCCATT TTTG AGGCTGTCAATGGGGTTAGAGCCCTGATCATC 

ACGGGGCCTGAGGTTTTACTCCATAAAAGCACAGGAGTGGCAACCTTGGC 

TTGGGGTTTGGCAACCCCAGAAAGGCAGGGAGGAGAGCTCAAAGCCGGGT 

TTCATGTTTCACCCAAGGTTCTAATTGTGGGTAGAGGACAAAATCCCAGA 

TCCTCCCTGTTTrGACAGCAATTAGTTTCACAAATTGTTGTTTTGGCAAA 

AAACCAATGTTGACACTCTAATCCATTGATTAATTGTACTTAATTCCACA 

GAAAAGTAGCTTCTGTAGTGGCCAGAAGCTAATTAGTGAAATTCTTATTC 

TTTCCGATAATGGGGAAAAAAAAAAATCATTCCCTTCTTACATATTAAAA 

CTTGAGTTGACCATGGTAAAAAATGTTGTGAGCTTAAAGTTCAGGGGAGT 
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TTTACTTCCTTAAAG 
>Sequence 1628 

AGGTACAGCCTTGTTTAAACTGTTCACTGTGATCTGTGGGTCTTTGAGTT 

TCAGTGAGTTTGCTGAAATGTCGAAGAAGTAGTTCCAAACTTCAATGTTC 

AATGAAATTTTTGTTCAAGTTTGAAATGGAGAGAGCAGCTTTAAAAGGTA 

CCTGCCCG 

>Sequence 1629 

tgttgaaaaaatacaatattgtattttattaacta tctg ataa atata at 

aatttatctttaatgtattacatattatatttttatttttatatattt^ 

aatttctttttattatagctttcagtaattacctactaaaggaataagct 

tck:ggccgcttaattaatttttaggcacatgtagggtgatccaaattggt 

ctggggtcaggatttggcccacaagtctaatcagtttgcgtcatctagtt 

ttagttttgactttaggtttcttgaaggaagggaccaagcctgcttttgt 

catcattatatcctcacggctttaggttgtaagccctgtcagaagaagcc 

ttgtgtaccaggaaaagck:cacccttgtttgtcaaaaatatgaatgtggg 

tgggatggaagggggaaggggttagcgcaaaaatggga ttgaagtg aaat 

taatatttcattaacaggtcgtttaaagaccccaacaaagttttttttat 

aaaaaacaaacccttactcttgaaagaatctagcctcgggtggtcttaat 

gacctcaaacccaacttttattacccaaacactaattgccctcgttggac 

aattacttattggtccacattttggcacaaaaaaaatctctcccaccctt 

gtaaaaattttttcggttttttggaaaaaaagtttccattatacatttcg 

gaaacccccatggtgtttttt 

>Sequence 1630 

CCTACTAAAGGGAATAAGCTTGCGGCCGCTTAATTAAAGATCTTTTTTTT 
TTCrTTTTTAACAAAATTCCTATAGAATATAACAATATTAAAGAGGGAAC 
TTTAAGTGAACCCCCACTTTTGGCCATAACTTCTTTTTGTGTCAGCCAGC 
AAGAGCCAAGAGAACATAACCAGGGTGGTAGGATGTAGCTAGATAAGCCT 

ctttaaagcm:acaagaggccacttcttcaaccagatttgccaaagccctt 

ggttcaatgaccagataggccaacacgggtagtagtggggtcatcagccc 

taaatgcagctttctgggctaccttctaggatgctctggagcttggaact 

gtccacctgaaagagggttcagggaggctggatgaatacaatatttggtc 

cactggattttcctcataacccttagccccacacctcccagctcagaagg 

AGGGG 
>Sequence 1631 

TAGAGAGCTATTTTAAAGGGAATAAGCTTGCGGCCGCTAATTAAAGATCT 

nrm ' it r tttttttttaag aagctgtaatg atagtaac aaagaagtcc 

AACCTTTATATTGCACAAATATTTACTAACCATGTAGCATCTATGTGCCT 

GACCAGCCCTGACAGATGAGGATTCAGGAGCAAACAAGACTCGTCCCTGG 

GCTTTTAAAAACACACAGGGGTAGCAAAGCCACTGACAAGTTCCAGGTGG 

GATTTCACGTGAAGCCTTAAAAAATTGCTTGGGGGGAAGTTCAAGGGGGC 

AATGAAAAAGCACCCCTGTGGCACCAACCCTGTGGGCTTTTCCAAAATAA 

AATTGTTTCCCAAAAACTTTAAACCCTTAAAAAATAAAACCGGGGACTTT 

TAAAACCCAAGGGGGGGGGGGAGAAAAAAACCGGGGGTTGAAAATTAGGG 

GGGGGGGCCTTAAGGGGGGAAGAGAGCCCACAAAAAAAAACTCTTGTAAA 

CCAAATTTTTGTGCAACCTTTTTTTTTTTT 

>Sequence 1632 

TCCTAACTACTATTTGTTATATTATTAAGTATCANTAGTTAATAATTGTA 

TCACTATTTATCGTACTACTCAATAGTAATGAGTATTCATGTGTGACTCA 

ATATCTTTGTCTGTATTATCTATAATATAATTTTCTATATTTTTAATTAT 

TAATATTATTAGTTAGTGNGCTAATTAACCTCACTAAAGGGAATAAGCTT 

GCGGCCGCTTAATTAAAGATCT nTTT ITTT l"l ITTTTTTAAACGCACAG 

AACAACCTTTTGAAGGTGCCAAATTTAAAGATGGTAAAGTAACAGAGAAG 

TAAACTGTAACCTAATTGCTATGGCTTCAGAATAACCCAGTCAAAAGACT 

TTCAACATGAAAGGAAAAGGAATTTTAAATTAAGTTGCCCCTTTGAGTTT 

CAATATTTTAAAAGGGTTTCTGTAATTTTTTTTTTCCTACTTTTTAGCCA 

AGGGG AAACAATATATTAGTCCCTAGAATTTGGATCCAAGGGGGTGGTAT 
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TCTTCCCCCTTTCTTCAAAAGTAAATTTTTGCAGGGTTTTGGAACTTACC 

AAAATGGAGAATTATTAGGCAAACCCCCAATGGAAAAAACCAGTTTGAAA 

AGCCAAGGAACAGGTTTTCTTTTGGCATTCITGCTTTTAATGCTTGCCCG 

GCCCTGGTAATTTTCTTGGCCCCATGGTTTGGGCCTTAAGGGCCCAAAAC 

AAGTTGTCAAGGCATTTCCATTTGGAATCGGGTTTGAAAGGAAACT 

>Sequence 1633 

TATCAACTTTTAATCTTATCACTACAAGTTTACTACATCACATTCTTCTA 

CTATGGTTA TCACAT TCATTAATTACTAAACTATTAAGATTATATAATAT 

TCTATGTGTATTTTTATAATTTCATATATATTTTTAGTCNNTAAGCTCAG 

cagctaattaacctcactaaagggaataagcttgcggccgcttaattaaa 
gatcl 1 1 111 i rttttttt itgg ag atggagtttcaa ac aa aa aa a a ag a 
aagcagaatccaccatcttcctccctgctck:acatgctcttctgcaatga 
aaatatctacatctaaactagctctcaatcatcttaaaattacatttcct 

TGCAAGGCCCTAATACTTTTATAGGATTCTCCTTATGTAATATTCATTCA 

CTTT GGATGCCCCTATCTTGATTTACAGTACTTTTTTTAATGTTGTTATT 

TTTTATAGCAGAAGTTGGATTTCAAATTTTAATGCAAAATTTGGTAAAAG 

AGGGGGCCCAGTTAAAAAAAGCCATCCCAAGAGGCTGCCCCATTATATTA 

ATAAATCCAATTCTACCATGAAGGGGCCCCCCTTTTGATGCCCTTAAAGA 

ACCTCAAAGTCCCACCACTGAATGTGGGGATAGTATTATTTAACCACCCT 

TTAATATAAGGATTATTTATATTAAAATATTCTAAGTAAAGGTGTAACAA 

TAACCCCTCCACCCTTTTTAAAATTTTAATTTTCCAACCCTCACTTGCCA 

G 

>Sequence 1634 

GTACTATGATTTTTTAAANTATCTATATCTTAATGATATTATATATAATT 

CTCATGGATTATAAAGATAATGATGTATATAATTAATCTACCTTATATTA 

TATATTTATTATCTATTTCGTATGTTCTATATTCCGTGCACTACATTAAC 

ATCACTAACTGGAG TGGAATAAGCTTGCGGCCGCTTAATTAAAGATCTTT 

Tl 1 1 11 1 1 1111 Tl l i rri rAATATGAGGTTACATATTTATTTTGGTCAT 

AAACATATGAGTATTTCATATATAACCAGGTGTCATGTGCTATTTGGCCC 

GTGTAT AAACC AAAACCTAAACAAATCAACTCATTCGCCAAAAAAACCCC 

AACAAATTTTTAATGTTCGTTCAGGAAAGCCTTTATGTTTAAAAGGGAAT 

TAAAGCTTAAAACAACTTGATTAAGGGCTGGTTATTTCTTAAAATGCAAT 

TCTTTTATAGGTAAATGCCCTTTTTGAGGGAAATGTGACCAAAATAGTAA 

ACTTGGGCAACCGGAAACTGGCCTTTTTCTTTATGAAGGCTTTTTGAATA 

ACCAAAGATCCT TTTCT GGCAACAAAAAAATGGCCCCCAATCTAAAAGGG 

TCAAAAATAACCTTTTTGGAAAGGCTTAGGTAAGGCAACCCCCTTGTTTG 

TCCATTCTCAAAAAAAATTTCAGGGGGGAAACAAAAGGGTGTTGGGGGAC 

CCTCCCCAATAATGTGAAAAAGTTGTGGAAAG 

>Sequence 1635 

TAGCAG CTAAT AACCCTACTAAAGGGAATAAGCTTGCGGCCGCTTAATTA 

AAGATC1 1 1 II 1" IT l"l "R'lT n " rATACTACTTATC ACTATTTAAAATTAT 

ATTTAGGTACTTATTTGTTATCTGCTTCCCCTCTAGGCTTTCTGCTCTGC 

AAGGCCAGAGACGTTGTCTCTCTTCTTCATAGCTCGACCCCCACTGCGGA 

GAACAGTGCTCAGCACTTGCTAACATGGCAGAAACAAAGCTGTCTCCCTC 

AGTTCTCGTGGCAGCCCTCATTCTAGTTTGACTTCCTATGAAATTACTTT 

TCCTAGTTGTCTTGAAGGTCATGTTTTGCTTAAGATGTAGCTCCACCAAG 

CAGACAGCCCTATGTGGGGTTTGGAGGTGAGCAGTGAGAGGTGGTAGCCA 

TAAGGAGGAACATCAGATCTGCGGGGGGCATGGTGGCAGAGGCATCTGGT 

TCTTCTGAGGCAG 

>Sequencc 1636 

CTACTAAAGG GAATAAGCTTGCGGCCGCTTAATTAAAGATCTTTTTTTTT 

nrm rrm ' ac a a ct ag tgt attgt ac actagctc agctcc acc a a ac 

TACCTGTTCGTTCTCTTTTATTTGACATTGTTCACAGACTAGTACATATT 
ACAATAAGAGTGCTGGATAAAAACATGAGGTACGAAAGTGGTTCAAAGAA 
TATAGGTCATTGCAGATCATGCTTGACAGTAAAGAAAATTGTGACTGAGA 
AAACACTAAATAAAAATACATAAAGAATGTGCATTATAAAAAAAAAAAAG 
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GACATATGAAAAGTACTACAAAAAAAAACCAAACTCCATTAC ACCAGTT T 

TGCTTTTTTTGGTAACAAAAGTAGGTTGAAACAAATTTACAAGTTTTTTT 

AATTTCCACCCGGAAAAAAAATATACGAAATGTTTGAAAAAGCAGAGGAA 

TTCGTGGCAATTTTCTTTTTG 

>Sequence 1637 

TTCTCTCACATTATCACTACTTTATATCATCTTGAATTAATCATCTTAAT 
CGTATCCTTTAAGTACACTATCTATTCCTACATATATGTCTATTATCATA 
GTAATATGTrATAATACATACTTCGTT^ 

GGGTTTGGGCCAGCTAAAATAACCCTCACTAAAGGGAATAAGCTTGCGGC 

CGCTTAATTAAAG ATC 1T 1 ' 1 nTTT TT TTTlTI n rATTTTAGTCTTTAG 

TTCCTTTTTCAACTTCTTCTTTACCTCCACGGAGGAAGGCAGCrTGGTTT 

TCTCCTCATACACCTTGTGGAGAGGTTCGGGAGTGGG AGGAG ACACTGAC 

GTGAGAAGAGATTTTAAGGAAAGTTGGGGGGGCATTATTTTCAAGGGTGT 

TCCCCAAGTTTTGGCTTTAACGTACCAACCCTTCATCAATTGGAAGGCCA 

TTCCATTTGTTCCATrGATGTTAATTGGGAAACTTTGTAGGTTTCCCAAC 

CCGTGAAAAGTAGGCCATAAGGGAAGTTGGAATTCCCTTGACTTTGTGGT 

GAAAAAATCTGTTCCCTCAGGTAATGTTGGTGTAAGACTC TCTCG GGAGG 

TTAAGTACCCAACTTCCCGGGGGCCCTTGAAAAATTC TCTC TTTTAAGGG 

GT(nTAAGTAAAAAAATATGGTTCTCCCTTATCAAAATTTTCCCrCTTTC 

CAAGAATGAATAAAATTCTCCAAAAGGGGATTCTTGTGC 

>Sequence 1638 

CCGGGCAGGTACTTTTT T Tn 1 1 1 1 1 1 fl T T I TGT AAC AGG ATCTTGTTT 

TGTCATCCAGGCTGGAGTGCAGTGGCACAGTCACAA CTCACT GCAGCTTC 

AACCACATTGGCTCAAGTGATCCnrCCACCATCAGCCTTTITGGTAGGCG 

GGACTATAAGCACATGCCACCATGCCCAGTCAAGTTTTTAATTTCTTTGT 

AGAGACAGAGATCTCACTATGTTGCCCAAGCTGATCTCAAACTCATGAGC 

TCAAGTGATCCTCCCATCTTGGCCCCCAAAGTGTTGGGATTACAGGCGTG 

AGCCACTGCTCCTGGCCn'GCTACTCCTTTTATTATTCACAACCTCTAGA 

AATAGTATAGGAGATCCAAGCACTAGTCTCCCGTTGTCATGGATACAGAA 

AGTGGAGAAGAGAGCAGGATAAGTGGCTTGTTTGGGACTAGACAAGGCTG 

TCACTAAATGACTCACTACTTCAGCCCTTTGCTCCTCTTGGCACCTGGAC 

CAGCAAAGGCACACATATTCTGTAATTGTTTTGTTCCTGCCAAACCTGTT 

ACAAGGAATAAACTTAAAGCACCCAGAAGTTTAGCAACATATTATCATCT 

TGGAATGTGACATTATTAAACCCTCCTAATCCCCATGTCTACAAAATTAA 

GAAATCCAGAGCATGTTTTCTAAATGGAAATGGAAGCGTATACAGGCTTA 

ATTCACAAGAGGTAATTTTTAAGCCCTTAAAATTAGAGAATGGCAATGAC 

ATTTAAAATCTATTTTTACACTTTTTGGGTGAACTTGGTTGGAGAGCCTG 

CCCTGTTAAAAAGAATACCATTT 

>Scquence 1639 

CCGGGCAGGTACGCGGGGAATCATTTTGCTTCCAACCCCATTTAGCCTGC 

CATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATG 

AACAAACATTGAGAGCAGATGAGATACTCCCATCAGTAATCCAAACAAAA 

GGACTATGAAGAAAGTTCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTT 

CACAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAAGAAATAGAT 

AAAATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATAGTTTTCTGAA 

GGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGA 

TGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGNCATCTGCCTTC 

GAGCCTGCCATTGAAATGCNAAAGTCTGTTCCAAATAAAGCCTTGGAAAT 

GAAAAATGAACAAACATTGGAAGCGGATCAGATGTTCCCTTCAGAATCAA 

AACAATTGAAAGGTGGAAAAAATTCTTGGGATTCTGAGAGTCTCCGTGAG 

ACTGGTTCACAAAAGGGATGTGTGGGGTCCTTGGGG 

>Sequence 1640 

AGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGA 
AGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCA 
CTTGGAGAAATAGTGATGACGCAGTCTCCAGCCACCCTGTCTGTGTCTCC 
AGGGGGAAAGAGCCACCCTTCTCCTGCAGGGCCAGTCAGAGTCTTAACAC 
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CAACTTAGCCTGGTACCTGCCCG 
>Sequence 1641 

CACTCAAATATTCAACTAGAGTATGAATCGAATAAAATATCGAATACTCA 
CA TTAA CTGATTCAATATAATTATGCTAATAAGATATTATCGATTCTATT 
AATTTTCCTTCTTATCAAGTTGAGGACCGCTAA 
>Sequence 1642 

AGGTACGCGGGGGGAAGAGGAGGAAGGAGGGCGAGCGAGGAGGATGGCGG 
AGTC GGGGCTCCTGACGGAACTCTAATGAATCATTGATTGACCAGCACTA 
TTTTACCAGTTGGAATGAATGATCAGAAATGGGCGTAGC 
>Sequence 1643 

AGGTACGCGGGGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCT 
GGAACTGCCTCTGTTGTGTGCCTGTTGAATAACTTCTATCCCAGAGAGGC 
CAAAGTACCTGCCCG 
>Scqucncc 1644 

AGGTACGGAAAACTCTCCTCATCTGGACTCGTGACGTCCTTGCAGCCCGA 

GTTGGCCATATCCCACTACGCCCCTGCACTGGAGCCTGAAGCAGAGTGTA 

AGGAACGGCCAGAGAGCGCAACACTGGGGCCCACTACCCCGGCGCAGTGA 

CCGCCGCGCeCCCGCGTACCTGCCCG 

>Sequence 2455 

AGGTACTCTTTCTAGTTATTAAAAAGAAAAGTTAACTGTAAAACAGCCTC 

AGGCAGGTCCTTCCGGAGCTATCCAGAAGAAGCCATTGTTATCATAGGAG 

ATGGCAGCTCCATGGGTGTTATTGCCCCTGAAGACCTTCCAGTGGGACAA 

GATGTGGAGGTGGAAGACAGTGACACTGATGATCCTCACCCTGTGTAAGC 

TTAGGCTACTGTGTGTATTTGTGTCTTAGTTTTTAACAAAAAGGTTTAAA 

AATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2456 

AGGTACGCGGGGGACACCCTAGATCCCAAGATCTCCAAGGATTTGGTGGC 

ATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTCCTCTTACT 

GACAGCTCTTGCAGGAGCCCTGGTCTGTGCCTATGATCCAAAGGCCGGCT 

TTGCCCCAGGATCGGGGAACCCCTTGCCATGAAGCATCAGCAGCTCAAAA 

GGGAAAATGCAAGGTGAAGACTCACATGTTTTACCCGGAACGGGCCACCC 

AAAGCCCAAGGGAAGCAAGAAGATCCCAGCCCTTCTTGGAAAAAAGGGGC 

CTAATACCGGAGCCAAAAAAAAGGCTTGTGGGGGGGGGACCTCGGGAAAA 

ACTTAGGGAAAAAGGAATGCCATTCCGAAAAATTCTAAAAAACGCGTTGG 

GGTTAAAGGGAGGCGCGTCCCCTTGGACCTTTAAAAAAACTTTCCCTTGG 

AC 

>Sequence 2457 

AGGTACGCGGGAAGAAGGGTCAGCTCAGGGTGTTGCCATGGGAATGAAAT 

TCATATTGCCTAACCGATTTGATATGAATGTGTGTTCTCGATTTGTGAAG 

TCCTTAAATGAAGAAGATAGTAAAAATATTCAAGATCAGGTTAACTCTGA 

CCTGGAGGTGGCATCTGTCCTATTTAAAGCTGAATGCAATATCCATACAT 

CTCCTTCTCCGGGAATTCAAGTAAGGCATGTCTACACCCCCTCTACAACA 

AAGCATTTCTCACCCATAAAACAGTCAACCACTTTAACCAACAAACACAG 

AGGAAATGAGGTCTCTACCACACCTCTGTTAGCAAATTCTTTGG 

>Sequence 2458 

AGGTACGCGGG GAGG CCATCTCGCTATAGGAAAGGAAAGTGGAACAGCAT 

TCATCCTCAACATTTTACGAAGACAAAATGAAGACTGGAGTAGAAGACTG 

ATCAGTGCAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGG 
GT 

>Sequence 2459 

CCGGGCAGGTACT 1 1 1 rTTTTTTTTTTn 1 TTTTG7 ITH r TTTTTTTTT 

rTTTTTTTTTTTTTl I 111 11 rTTTT ITATA AAAA AAAA A A ATTA ACTTT 

TTGAAAAGGGGGGCATTGGCATTGGTAATCTTAAACCAAAACTGTGGTAT 

TGAAAAAATTTTAAAATAAATTAAAACTTGGGGATTGAAAGAAAAAAAAA 

TTTTTTAAAGGATAAGGGGGCCCGCCCCTTAAAACCATATTTCCAAGGCT 

GGGGCAGGATCAACCTTTATTTAAAAAGGTTTAGGAACAACTTTAAAAAG 
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TTAAATTTTTTGGAAATTGGGGGGGGTATTTGATG 

>Sequencc 2460 — ~ 

AGGTACGCGGGGAGAGCTCmGTGGCTTGGGTGGTCAGCAAGAATTTTT 

TAAGCAGAGATACTCTTGATTGGGTTGGATAAATAAAAGAGCAAGGAGGA 

CATTGTAGGAGGGGAATTGCTCCCAGCAGAGCCTAGAAGCAGAGAGATTT 

TCCAGGGTTCCCAGGAGAAGAGATTGAATAAGTGCAGTGGGCCATGTGGT 

GACACATCTTGAGTGTCCAGCTGGAGAACTGGAAGTGCATATCATAACAG 

GGGTGGAAAACTCAGAGGTTGATAGGGAATGGTGAGGTTGCAATGAGGGG 

ACCGGTGGGGACTTTGACCAGTGGAGCAAGAATCTTTCCCGATGAAGGGA 

GCAACTGCCTTACAGCTTTGGGCAACTGTGG 

>Sequence 2461 

TAAATTGTCGCGTCTTTGGCGTTAATTCATTGGTTCCATTAGCTTGTTTT 

ACCTGGTGATGAAAAATTTGTTTATTCCGCTTCAACCAATTCTCATCACA 

AACTATTACTGAGTCCTGGGTAGCTATTATAAGTTTGTTAAAGTCCCTGG 

TGGTTGTCCTTTAATGGAGTTTGAGGCTTAAACCTCTACTATTTTAAAAT 

GGCCGTTTGATGCCnTCACATGGCCTCGGCTTTTCTCAGGTCCGGGGAAA 

ACTCTGGTACGTGGCCG 

>Sequence 2462 

GCCCGGTGGCATAGTAACGGCGATGTCTGGAAGGCGGCGCGGTGGCGCGG 
TGGACCCTTACATTACCCAGCGTTTTAATCCGAAAGGGAAAAGACCCCGC 

GTACCTT 
>Sequence 2463 

ACCGGGCAGGTACTCTITCCTGGATTTACCATTTATACAAAGAAAATTCT 

TACCCAGCTGGAAGAGGAGGAACAAAACTTTTTACTATCAGGGCACAGGC 

AAAAAATCCATTTGTGCAAGATAGACATATAAGCAAAAATGCATCTACAG 

TGAGAGGGGGCGGGACCCAGTTTTTTTTCCCTGTGAAGCTACATTTAATA 

ATATCACTTGAAAATTGAGAATATAAAGGCTTCCTGATTCAATGATTCAA 

ACTCGTCAGAATACAAAACTTCAGGTTTTGGTATGAC CTAGTA TGAAGTA 

AAAGGCTCAAGAAAATGCCTAAAACAATTGCCTTAACCTTTTAGTAAGGT 

TATTAGGTATTCTTTAGGGAACCTTGTCTCTAAAGACCAGGAAGGCCTGG 

TACCAAAGGACAAACTAGAAGAAAAATTCTTATTCTTTGGCCCTAAAAAC 

CCAAAAGGCCCTAATCCAATTGGAGAAAAGAAAAAACCATCATTTTAG 

>Sequence 2464 

AGTGCTCTACTTTATATTTTTANTACTCGTACAGACTATATAAGTACATT 

TAATTTTAATTATACGTCGTCTCAAAGTCGTCATTAGTATCTTGATTACA 

CTGAGTCATAACTAATATTATCAGTGATAACTCACTTTNAACGTATCTAT 

AATCACTTTCATATATTATATAATATGTAATATATATGTGATTATANCGA 

GAGCGCTCGTAATACTACTACACTTATATGGTGTCTGAGATGTGGTAGTC 

TACTCACCCGACGTGTATGGGCTGGTCGCGTCTCCTGTGGTCTAGTGATA 

TCTCATTTATAATAATAAAATATACTATACTATAGTTTGCTTGGTGTACT 

AGTACATCTNATATGTATAAGTATCTTATGTGTAGTACAATTCGTCGTAT 

TTCATAGCGTACTANGTGTACACCATGTATATATTGTTTCTCTACTAAGC 

TTCGACTGTAGAGTGTANTATATATACATATATTTAACAAGCTTTGTGNT 

CACATCTATGAGAGGTCAGATATTTTATTTTGAACTTCTCTATCCCATCT 

ATCTCTTTAAAAAATTTTGGGGA^ 

CACCCTAAAAATATGTATTCCCCTATAGTTATTGTATTTTATCCATTTGT 

TNATATATTTAGGTTTCTATCTACTCAGTTATTAAACTACAGTTGTAATA 

GTGATCAAGATTATTTTTTTTTTAATTACGGGCCAATACTCTAGTCGGTT 

TTTAATTTAGGTTGTCTTAAAGGATTAAAAAATGCTTCAATTCATACATT 

TTATGTTGACTTAACCTGAACATTCATTTTGTATCAAAAACTGATTCTTT 

ATGGCCAACCTGGTTTTTTTCAGACCCTTTCTATCAACCGTTTGGCCCTT 

CTGGTCCCATGGCCTTTTTTTAAGTATCCCTTCCriTTTGGTGGACATAA 

ACTCATAATAGTAAAATTAATGATAGGGTATTTTTTTAGATAAACCAGGG 

GAAACATTGGC I 1 1 1 1 1 I TTCATCCCCG 

>Sequence 2465 

GTCTGAACATATATCTGTATTGTACTAATATTACATTAATTGTAACTACG 
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TCATTTATTATATCATATATCACATATACTATAGTTACTATATTATATGT 

GTATATCTACTTTAATCAAATTTTAAATATATATAGATATGGAGTTGTGA 

CTCTATACGACTCATATATGGCGAATTGTAGCTTCATCGAGGTGGCGGTC 

GCCCGGGCAGGTACCTTTCTTTGGAATGGGTTTGGTTCGACCGTCATACT 

TCTTCAAGGTGATATAGACGCTGTCCGACGTCCGGCACTTCTGGAAAAGT 

CTGGTCAGCTCCGTCAGGAACTGCTCGCTCTTCAACAACACCATTTGGGG 

GACCCCTGCTTACTCTT 

>Sequence 2466 

AGGTACGCG GGATT GACCCAAAACCTGGATGTCCTATCTGTGTGTTCCAG 

TAGTGCCCTATTTTAAATGTGTCATGATATCTATTACTTTGTGTGAAAAT 

TACCTGTTTGTTTTTTCAGGTTATATAATAGTATAACACTGCCAAGGAGC 

GGATTATCTCATCTTCATCCTGTAATTCCAGTGTTTGTCACGTGGTTGTT 

GAATAAATGAATAAAGAATGAGAAAACCAGAAGCTCTGATACA1AATCAT 

AATGATAATTATTTCAATGCACAACTACGGGTGGTGCTGAACTAGAATCT 

ATATTTTCTGAAACTGGCTCCTCTAGGATCTACTAATGATTTAAATCTAA 

AAGATGAAGTTAGTAAAGCATCAGAAAAAAAAGGTAAACAAATTGCTTCT 

GTGGAGATGATTGGCA 

>Sequence 2467 

AGGTACGCGGGGGCAAACGCCGGGAGTAGCCGAAGGGGACGCCGGGAACA 

GGAATTTCTTCACATGGCTCCTGGAGAAGTGACCATCACAGCACGCCTCA 

TCCGTTCCTTTGAACATCGCAATTTCAAACCTGGAATTGTATCATCCGGA 

GTGAAATTTGGGACCAAAACTGTAAAGGGAATTTTATCGTATTATCTAAA 

AGCAAGAATGTCTCCTTATAAAGGAACCAACACTGCGCACACACACATTA 

CAGTAACATTATTAAAATTATGAGTGCAACTAAAAGATTAATATCAATCT 

AAGGCACATAAAGATCCAAAAGAACATAGATGCAAACTATGCCGTTTGGA 

GGTTTTGGTAAAGAATTGACTGAAAAGAATCTCCCTGTCTTGAAAAGAAA 

GGAACAGCTTACTTTCTGTAAAAGTCAAGCCTTGGAATATTCGCCCAAGT 

GAAATACTTGAAAATGTGCCAATTCATTCCTGTGGGAAGAAAGTAATTAT 

TAGTGCAACCTACC 

>Sequence 2468 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTTGGGAAAAACC 

ACTACTCCCCCCGGCGTACCTCGGCCCGCTCTTAGAACCTAGTGGAATCC 

CCC GGGC TTGCAGGAAATTCTATATTCAAGGCTTATTTGATAACCGGTCG 

ACCTTTTAGGGGCK3GGCACCGTGTAACCCAGA 

TAAGTGAAGGGTTTAAATTTGCGCGACTTTGGACGTAAATCAATGGGTCC 

ATAGGCTGTTTTTCCCTGTGGTGGAAAATATGTTTATTCCGGCTTCAACA 

AATTTTCAACACAAACATACCGAGGCCCGTGGAGCCATAAAAGTTGTAAA 

AGGCCCTTGGGGTTGCTCTTAAATGAGGTGAAGCCTAAT 

>S€quence2469 

CACGTAACAGTGCAATCGATCTAAAAAACAATTGATAAATCATGAACTAT 

CAATTGCACAATATAACTATGGATAAATGTAACGAAATAAAGAGATACAG 

ATCAAAGCACATACATAAAGAACTCGGTCGCAGCAATACGACAATCGGGC 

GAATTGTTGCTCCACCACGGCGGCGGCCGCCCGGGCAGGTACGCGGGGAA 

TTCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAAACATCCCAGC 

CAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAG 

AAACTATCAATGCTGGCAGCCCAGTTGGAATATAATGTAAAAGGGATGAC 

TTCCAAGGAAAAAAGGCCTACCCAACTTGCCCTTCATGCGACCTGGCTGC 

GCCAACCTATGACCTGCACAGAAACAATCAACCTACCAACATGGCAAGAA 

ACGGGCATTAGCAATACAATGGGATGAAGGGAGAACATGGGCAAACCATG 

AAAAAAAGGGCTAGTACATATCTAACAAGGGGCCTTCATAATGGAATGGT 

AAGAAAACCTTGGATTGCTTGAAGGGGCCAAACAGTCAAGGGTATCAACC 

TTACCACCTGGTATCTATGAAAGAAATGGGCATGGCTTCTTAAAAAAAGG 

ACCAAAATGGAAATGGGGGGGAAAAGGAACAAATCG 

>Sequence 2470 
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AGGTACTTl' l ' l TTT T T rTTTTTTITITITn 1 CTA AAAGCAAGGTG ATCT 

GTGATATTTTCGTCCTTTTGTATGATTCTCTACTTCTTATTCAAGACCTG 

TGATTAAGTTGTGTGTATATTGTCTGTAAAATGAAACAAAAGTAGGTCCT 

AAACATTGTAAGAATATGGTATACTAAAAAGCTTTGAAACCAAAAGAAAA 

TTTAAAAAAACAACAACAACAACAATGTAGAGTACCTCATACCTAACAGA 

CACTATAGAAAAGCTGATATTTTTTTCCGTTGAAGTTAGGACATTAGATC 

ATTTTTCACAAAAATAGATTCCTTAAATAAGACATGTTGTCTAACAGGTA 

TTTACA 

>Sequence 2471 

ccgggcaggtacaaacaggtgctatcataattacctctgggcaacaggca 

aaaatcaagattgtccttagtaaaccaggattcataccaggtcatctgat 

gtttagtatack:actcacccgactctgccttacattgcttatttaaaatg 

tctgcctcccctrctaggttttataaaagttcttgg ctcac agtaactct 

tagtataagtttctgaaataaacactttgttatcacttttgaattgatc^ 

cttacatttttgttttckx:atitaac^ 

tgcatttcaactcatctgcaagcttatatccctcaaagtttgctgctggg 

CT 

>Sequcnce 2472 

aggtact t n nun rnririTi 1 1 1 1 1 1 1 ac atgtatc aatttattt 

ACITTTGGTTTTGCTCATTTTTACTGAAAATATGATTATCTATGTGGTGT 

CATTArrTTTCATCTCAAATAACTTCATTTTTACATAG 

GGAAACGTTTATTTCATGTTTATCTTTTAAATGATATTTTCACTGGATAC 

AGAAACCTGTCTTCTGCCTCGCTCACGCTGGGAGCTGTAGACTGGAGCTG 

TTCCTATTCGGCCATCTTCKjCTCCTCCCCACTAATGCTGTTCTTCTAGAC 

ATGTTTGAAATAGGGGCATTGCTATAATGAATGGCTAGCAAGTAGGACAA 

CN 

>Sequence 2473 

ACCGGGCAGGTTCTCTACATCCCTGTATCTCATTGAATCCTAACAATAGC 

CACACAAGCTAGACATAATTATCCCATTTTCCAGGAGAAACTGAAGTTCA 

CAGCATTTACTAACTTCCTCAAATGTATACACCTCAATAAGTGGTATAGC 

CAGAATTTGGACCCCTGTCTGTTTCAAAACCITTGTCCCAGAACACCAGC 

GGTCTTCAATTCCAGATAAAATTGGTTGCAGAGACCACACCTATGGAATC 

AGGATCTCCAGGAATCAGGGGTTTTCGTTTGTTTTGT GGTTGT TGTTGTT 

GTTGTTGCTGTCAGATGGGGCGAAAACCCGCCTGGACTTTTTATTAATAC 

CATTGCGTTTTCACGTTGAAATCCTCCCTCTTAGCGGCTATTTCTGGTTC 

C 

>Sequence 2474 

AGGTACGCGGGAGGTGTGCTGTGTGTGAGGCGCCTGCCATGGTGATGGCC 

GTGCACAGCCAGACCATTCAGATCCCACCGTGCCCCAGCGGGTGGTCCTC 

GCTGTGGATCGGCTACTCTTTTGTGATGCACACCAGCGCTGGTGCAGAAG 

GCTCTGGCCAAGCCCTGGCGTCCCCCGGCTCCTGCCCGGAGGAGTTTAGA 

AGTGCGCCATTCATCGAGTGTCACGGGCCGCTCTTAGAACTAGGTGGGAT 

GCCCCCGGGCCCTGCAGGGAATTTCGAATATTTCAAGCCTTATCGGAATA 

CCCGTGCGACCCTCGGAGGGCKjGGGGGGCCCGGGTAACCCCAAGCTTTTT 

TGGTGTGCCCTTTTTAAGTGGAGGGGGTTAAATTTGCCGCCGCTTTGGGC 

GGTAAATCCATGGTTCATAAGGCTGGG 

>Sequence 2475 

CCGGGCAGGTACGCGGGGAGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGGTAGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCA 

TTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTGTACAGCAAAATA 

ATTTCCTGTATTAAAACGTTTTTATTGCTCTAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAGTACCT 

>Sequence 2476 

GGGGTAGGATGGGAAGCCGTGGGGCAAGGGAGGTTGCAGGAAGCCCATCC 
TTCCCCTCCTGCGGCAGGTACCT 
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>Scquence 2477 

CCGGGCAGGTACCCTGCAGGTAGGCATTTAAATTGGTGCAACCGCTTTGG 

ATTGCTGCTTTGTAGTATCTGGTGCAACTGAAGATGAACATGCCCTGTGA 

CACAGCAACCGCACTTCTAGGTCAATACCCTAATTATATTCTTACTGTGG 

TTCACAAGAAGGTATGTAAGAGGTCATTGCCTGAGCACTGTTTAGAATAG 

GGGCAAACTGGAAATCCTCTAAATGTCTGTCAATGAAGGAATAGATAAAT 

TGTAATATGTTCATATAAAATACTGCATAAATAAGTGAAATTTATAAATG 

TACCT 

>Sequence 2478 

CCGGGCAGGTACTGCTGGTTCGGGCTGCCATAAAAAGCACCACAGACGAC 

atckk:ttacaccacagaaactcatgttctcccaatcctggaagctgaaag 
tccaagatcaaagtgttgtctgggttggtttcttccaagacctctactgt 

TGGCTTACA GATG ATTGTATTCAGTTCACATGATGTTCTTCTATGAGTGC 

CTGTGTCGATTTTCTGTTCTTATAAAGATATCAGTCAGATTAAATGATGG 

TTCACCCAAATGACTTCATTTCACCTTAATTACTTCTCTAAAGGCTCTAT 

CTCCAAATACGGTCACATTGTGAGTTTCTCAGGGTTAGGACTTCAACATG 

TATATTTGAGGAAGTGGAACACAATTCAACCCATA 

>Sequence 2479 

CCGGGCAGGTACTT 1 rTTTTTTTTTTTTI TTTTTAGG It 11 i rTTTTTTT 

m 1 1 1 n 1 1 i 1 U till 1111111 n n ITTTTTTTTTTTn mnTT 

TCCTAATTTTAAACAAGGTATAAAGAAAAACCTCCTTTTTCCCCCCAGAG 

AACCCCCTAAGCCCCCAAAAAAAGAACGTGAGGACAGGGCTCCTGCTGCG 

CAGGCATAAAGCATCCAAGAGTCTGCACATACATGCCACACACTAAAAAA 

AAAAAAAAATTCCAGCCACACGGAACATCTGGGGGGGGGGGGAAACCCAA 

AAAAAAAAAAAAGCATTTCCCAAAACAAAAACAGGGCGTCAAAAAAAAAA 

AAAAGGGAGGTTCCCGCCCAGGCGGGCCCCCAAAAAAAAAAGGGGCCCCC 
CCCCC 

>Sequence 2480 

CCGGGCAGGTAC' l 1 1 1 11 1 1 11 1 U 1 nil HTTTTT G I 1 1 1 rTTTTTTT 

en i n u 1 1 1 a 1 1 r 1 1 " n " r r r n a attataa aggcc a acc aaaaaaat a 

ATTTAAAAAAATCCAGGCCAAATTTAAAAAAAGGTGTCAAAAAAACTCCA 

AGAAAAAAAGCAGAAACACCAATTGCCCAAACAAAAAAAATCCCATGGCC 

GAAACCTAAAAAAACTTTACCAAAACCCACTGGGAGTTTCGGAAAAACCT 

ATAAAACCAACAGCAAAGGAAAGGGGTGTAAGACTAAAGATTATTTTTAA 

ATAAAACCCAAAGCTCTTCCCAAAAGGGAAAAACCCCACGGGAAACCCCG 

GGCGCGTTCAAAAAACTAGGGGAATCCCCCGCGGCCCCTCGGGAAATTTC 

AAAAATCAAAGCTTAACC 

>Sequence 248 1 

AGGTACATCCTGGAT GGATG ^ 

TATTTTTC1 1 1 i 1 1 1 iGTTTTCTACAGCACCAAAGAAATTCAAATAGGAA 

AAGGAGAGTTGAGAATTGGGAATCAAGAATCAGCCCTGTTTCCATCTTAG 

CCACACCAACTrATATCTTTATGATTTrCAAAGCTTTTGCCATGTGATTC 

TGCCCCCACAAAGGCATCGNGTATTCTCCTTAAATGGTACCCCTGACCCG 

GGCGGACCGCGTCGGAATACCGAGT 

>Sequence 2482 

AGGTACGCGGGACTGTTATTCTCTCCAAAGCTTACCCAGCAATAGGAACT 

CCCATACCATTTGATAAAATTTTGTATAACAGGCAACAGCATTATGACCC 

AAGGACTGGAATCTTTACTTGTCAGATACCAGGAATATACTATTTTTCAT 

ACCACGTGCATGTGAAAGGGACTCATOTTTGGGTAGGCCTGTATAAGAAT 

GGCACCCCTGTAATGTACACCTATGATGAATACACCAAAGGCTACCTGGA 

TCAGGCTTCAGGGAGTGCCATCATCGATCTCACAGAAAATGACCAGGTGT 

GGCTCCAGCTTCCCAATGCCGAGTCAAATGGCCTATACTCCTCTGAGTAT 

GTCCACTCCTCT 

>Sequence 2483 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 
CACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTGGTATCGGTT 
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ATTCAGOACTTTTTTTn Tl CTT AAATATCCTGTGCTTCTTTC A ATC ATT 

TGAAGGTAAAACCAGGTCCTGTGAGTGGTAAACTGATTTTTGGTrCTTAT 

GAAGGGATTATTCTCTGTGTAAATATTTGTTAACTTGGTGTCCTTGCAGG 

GTAGACGATCAGCGAACCrrTCTGTTCCACCATGGTTGCTCCTGTCATTT 

TAGACCTAATATGTTGACTATAAGTGTTTCCCTCTGGAAGTATTGACTAT 

ATCTGCATCAATACTT 

>Sequence 2484 

AGGTACGCGGGTGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGT 

GCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACA 

AGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAG 

GCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCCCCGGGTAA 

ATGAGTGCGA 

>Sequence 2485 

GGGGCCTAATCACT 

> Sequence 2486 

AGGTACGCGGGATAATTAACAATTTGTGGAAATT GAAAA AGCATAAACTG 

TGTTATITGATrAGTAATATGTTCCCTrAAAATTCATTTTGAGGTGTATG 

TTATACACACAGTAAATTTTTGTTCAGGAATGACTTGCTCATTCTGTGTT 

TTTAAAAATAGGAAATGAGGCATAGTGAGTCATCATTACATCAATTAACC 

AAAAAATATTTCATCCCCTCCGTCACTGAAATTATC TACTT CAGCCACCT 

TTCTT ATTCTCGTGTTAGG AGGGC ACGTTT ATGG AC T IT IT AATTTCC AT 

GTGCCATATTGTCCACTACCGGCAGTAGCCAAAGCTAGCTGTTTCAGTCC 

CACAGAAGAGACAGTGCTCTGCCAT 

>Sequence2487 

AGGTACGCGGGGGTGCGATTCGCATATTCCGCGAGATCATCAAGCCAGCA 

GAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTT 

CCTCAGCCTACTTGAAGCTGCAGACTTGAAAGAGCTCCTGACACAACCTG 

GAGACTGGACATTATTTGTGCCAACCAATGATGCTTTTAAGGGAATGACT 

AGTGAAGAAAAAGAAATTCTGATACGGGACAAAAATGCTCTTCAAAACAT 

CATTCTTTATCACCTGACACCAGGGAGTTTTCATTGGAAAAGGATTTGAA 

CCTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATCTTTCT 

GAAAGAAGTAAAT 

>Sequence 2488 

AGGTACGAAAGAGAGACAAAAGGGTTCTCTTGGAAACAAGAAGAGTGACT 

CCAGATGTGGCCTGAATAATTGCCATGTTAAGTTAATGCAAAAGATCAGA 

ACAGGGCTACATTTGCACAGGCAGTTrCTCTCCGGGCCGTAGTTTTCACT 

GATGATCACCTTTCACAGCATITrCCCCAACCAGCATTTCACTTAGTCTT 

CTCTATACCCAGCACCTCCCCCGGCATCCCCCGGCAAGGCCCACTTATCA 

CTTCCGACmCCAGACGTGGGCATTCCGTGGAGAATTCTGTGCCACATT 

AGGGCGAAAGCATGGGAGAACCACTGAAGATGCAGCCAGGATGGGGTTCT 

GGAAAGAAAGCATGCCTCTGGGAATACACAGCCTTCCT . 

>Sequence 2489 

CCGGGCAGGTACGCGGGAGCAGAAATGATTGCACTATTGATAAATTCCGA 

AGGAAAAATTGTCCATCTTGTCGTCTTCGGAAATGTTATGAAGCAGGGAT 

GACTCTGGGAGCCCGGAAGCTGAAGAAACTTGGTAATCTGAAACTACAGG 

AGGAAGGAGAGGCTTCCAGCACCACCAGCCCCACTGAGGAGACAACCCAG 

AAGCTGACAGTGTCACACATTGAAGGCTATGAATGTCAGCCCATCTTTCT 

GAATGTCCTGGAAGCCATTGAGCCAGGTGTAGTGTGTGCTGGACACGACA 

ACAACCAGCCCGACTCCTTTGCAGCCTTGCTCTCTAGCCTCACTGAACTG 

GGAGAGAGAC 

>Sequence 2490 

CCGGGCAGGTACTTn 111111' 1 Tl 1 1 1 TT'l 1 1 1 1" T l TGGGTTTCTGGTA 

ACTTCAAAGCTCCCTAAGTCACTAACCTTTCTTCGCCCCTCCTCCACTAA 

GGGGCTGTCAGGAAGCATCAATTTCAGAAAATCTTCTTTAGACAGAACAT 

ATTGAGTCTCTGCAACAGCATCTCCCACCACTGTCTGATGCTGAGTTGCT 

GTGGACATGANCGCCCAANCTCACTTATACAGTCCCGGGGACAGTTCAGG 
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TCATCTTCATGGCTCCCTCGGCGCCKjGTGGGCCTGCACCTGCCGGATTTT 

CTTCCAGGCCGAGTGACATATTTTGTGTCAACTGACCCCATATGTCTGTC 

GGAAAGGGACTCTTGGACACTGGGACCCCGTGGAACACTGATTGTTCCGC 
TTGCTTGTG 

>Sequence 2491 

AGGTACTTTAATAGCTCAAACTCAGAGTCATCGTGCTCCCAATTCCAAAG 

AGATTCCTAAAAGAGGCAACTT 

>Scqucnce 2492 

AGGTACAAGTGGATACCCCAGAATGACCTTCTAGGTCATCCAAAAACCAG 

AGCTTTTATAACTCATGGTGGAGCCAATGGCATCTATGAGGCAATCTACC 

ATGGGATCCCTATGGTGGGCATTCCATTGTTTTTTGATCAACCTGATAAC 

A TTGCTC ACATGA AGGCCAAGGGAGCAGCTGTTAGATTGG ACTTCA ACAC 

AATGTCGAGTACCTGCCCGGGCGGCGCGCTCTAGAAAACTAGGTGGATGN 

NNCCCCGGGCTGCGAGGAANNTTCGATTATCAAGGCTTATTCG 

>Sequence 2493 

AGGTACGCGGGGAGTCTTCACTGCTCTGCGTCCTGTGCTGATAAAGGCTC 

GCCGCTGTGACCCTGTTACCTGCAAGAACTTGGAGGTTCACAGCTAAGAC 

GCCAGGACCCCCTGGAAGCCTAGAAATGGGACCACTGACATTTAGGGATG 

TGAAAATAGAATTCTCTCTAGAGGAATGGCAATGCTTGGACACTGCGCAG 

CGGAATTTATATAGAGATGTGATMGGTTAGAGAACTACAGGAAGACCTGG 

GTCTTTCCTTGGGNTGATTGCTGTCTTCTAAGACCAGGAACCTGGATGCA 

CCTGGGCTTGGAGCCAAGGGAAAGGGAGGCCCTGGNANNATCTGAAGAGA 

ACATGAGGATGGTTAGAAACAAAGACCCCAGGTTATTGTGTTTCTCAT 

>Sequence 2494 

AGGTACCCCCAGTGATGGGACATGGTCGCGCTGGCGGTCGGGGCAGGGCA 

GGAATCGGCACCGATCTGGCGGCGGCGGCTTGGGCGCCTGCACTGTGTGT 

CCCCGCGTACGCGGGGAATTCAGAAATCACTACAAGCAGCATTAAGACTG 

AAGTTGGAATATTCTGTTGACCATAAAACCTTGATATCATTCTGTGTATA 

TAGAATGTAAAAGGAATATTACAGTGTTAACTGCCATATATGTAATATAC 

A CAAAC TCAATTAGCATTGTAATGGCCAAATGCATTCCCCCATGCTTTTC 

TGTTTTCAAAAAAATTGAAAAACAAATCAACTCTTATCCCCAACAGCTGC 

CTAATTTTAGGAGTCTGA 

>Sequence 2495 

AGGTACGCGGGACCAGTCTTGAGAGGTGGCCAGCCAGACTGCCTGTCCAC 

ATGCGTGTCAGCACATACAGCCGCTTCCTGGAAGCCGCCTGGAATGTCTT 

CACGGCAGCGTTTTGCTCACACAGCAGCTTTTGCACGCCCCAGGCAGCCC 

CGACTGCTGAAATCCAACTTGAGCTGGCTGGTGGTCCCTGGATCCTAGAG 

CCCTTCACTTCGGGTTACTCCCTCTTTCTTGGCCTCTANNTTTCTTAGTT 

GGAAGAAANNATAAACTCACAAATGTGATGGTGCAGTTAATTTTTTCCGG 

GGGAAAGTTAATAGCCCTCAGGGAATGGGCCCACGCCTTTGCTGTCCAAA 

GGCCTTTGTGCTCTGGAGACCTCTTGAAGTTCTTAAGATT 

>Sequence 2496 

AGGTACTT 11111111 TTm i 1 1 1 rTTTT T T AT T TTl 1 1 i i i 11 tTTTT 

1 l tTTTT 1 1CTTTGGGC AAC ACTTT ATTGGG A AAG ATTTAC AC ACGGGG A 

CCTGTCATAGGCCAAGCGATGAAAAAAGGGCGCCAGGAGCGCTGGGGTCC 

CGAGGGGGCTCAAATGGAAGCCATGGGA 

>Sequcnce 2497 

TTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTG 

GGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCATCCTGGCTCC 

CGTGGGGCTTCTTCTATCTACGCATTGTATCGACTGCATTAGTTGGACTA 

AGATGATGACTCAGTTAAAGGAGGAGACAAATGCTGACTGTCTAAGCAAG 

AATGGCCCAAGCTGGCAAGAAAAAGCACACTGCATACATCCCGCGTACCT 
>Sequence 2498 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGACGGCTCCTT 

TACCCACGCTTTC TAGAT CTTCGACTGCATCTTTTCCTAGTTTTCCGAGT 

CCCCCCACAGCTTTTTTTGCTCCGTCTAGGCCTTTTTCCAGAAGGCTGGA 
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TCTCTGCTTCCTTGGCTTTGGTGCCTGTCTGGCTAACCCTGGGTCTTCAC 
CTGCATTTTCCTTTTGAGCTGCTGATGCTTCATGGCAAGGGGTTACCCCG 
ATACCTGGGGGCAGACCCGCGTACCCTA 
>Sequence 2499 

CCGGGCAGGTACGCGGGACTCAGAAGCTTGGACCGCATCCTAGCCGCCGA 

CTCACACAAGGCAGGTGGGTGAGGAAATCCAGAGTTGCCATGGAGAAAAT 

TCCAGTGTCAGCATTCTTGCTCCTTGTGGCCCTCTCCTACACTCTGGCCA 

GAGATACCACAGTCAAACCTGGAGCCAAAAAGGACACAAAGGACTCTCGA 

CCCAAACTGCCCCAGACCCTCTCCAGAGGTTGGGGTGACCAACTCATCTG 

GACTCAGACATATGAAGAAGCTCTATATAAATCCAAGACAAGCAACAAAC 

CCTTGATGATTATTCATCACTTGGATGAGTGCCCACACAGTCAAGCTTTA 

AAGAAAGTGTTTGCTG 

>Sequence 2500 

AGGTAc mrm m 1 1 1 1 1 rrm 1 1 1 1 r m tattgcaaggactgaggc 

TGGAGCTCTACTTAAGTGGTTTGATCCAAACTGGAAAAGCAACTTCCAGC 

AAGGAACATCCAGATAAACCCTTTGCGGAACAAAAGAGTGGGCCCCCTCC 

TGACCACAAAGATGGAACCCGCTCTCCTTGATACAATCCACGAATTTACA 

TCTTTTAATCGGCGTGTCCACTTCAGGGCCTAGGGCGTAGTTCAGAAAAA 

ATGTACACCCCTTTCCACACATTGTGTGTAAGCCAGGAATATTATGCTTC 

AACCCACCGGGCGTGACNCCCTATGTTAGATTCTGGGGGGTATTGCACTG 

GGGGGAGGCCACTGTGTCAAACTTCCTATGANCGTGTCCGACGGAAAACT 

TTCACTGGNAGGCTTG 
>Sequence2501 

AGATTTGGACCCTATACACT 
>Sequence 2502 

AGGTACCACCATGTGGGACTCCAGGCACCATCTGTTCTCCCCAGGGACCT 

gctgacttgaatgccack:ccttactcctctgtgttgctttgggccacctg 
gggctgcaccccctgccxnttctctgccccatccctaccctagccttgct 

CTCAGCCACCTTGATAGTCACTGGGCTCCCTGTGACTTCTGACCCTGACA 
CCCCTCCCTTGGATTCTGCCTGGGCTGGAGTCTAGGGCTGGGGCTACATT 
TGGCTTCTGTACCTGCCCGGGCGGCCGCTCG 
>Sequence 2503 

CCGGGCAGGTACTATGATCCAAACACCAAAAGCTGTGCAAGATTCTGGTA 

TGGAGGTTGTGGTGGAAACGAAAACAAATTTGGATCACAGAAAGAATGTG 

AAAAGGTTTGCGCTCCTGTGCTCGCCAAACCCGGAGTCATCAGTGTGATG 

GGAACCTAAGCGTGGGTGGCCAACATCATATACCTGTTGAAGAAGAAGGA 

GTCAGCCATCGCCAACTTGTCTCTGTAGAAGCTCCGGGTGTAGATTCCCT 

TGCACTGTATCATTTCATGCTTTGATTTACACTCGAACTCGGGAGGGAAC 

ATCCTGCTGCATGACCTATCAGTATGGTGCTAATGTGTCTGTGGACCCTC 

GCTCTCTGTCTCC 

>Sequencc 2504 

CCGGGCAGGTACCI l l i ri I 1 1 i I 11 1 1 1 TTTTTTTTTTCTGCCCAACG A 

AATTATTTATTGCTGTCAGGAGGCCCAGGACCCTCCAGACTGAAGAGTCC 

ATGGGCCCCTGTGCATGTGAGAGCTACACAGGGAATCGCTGTCACCTTCC 

AAGGATAAGCAGACAGGGCCACACATGCCATGGCCACTCGGTGCACAGGG 

GCCAGGCTGTGCCCAGAGGACCCAGGCTATCCAGGCTTGCATTTCCAGAG 

TTGCCTTACGTGGAGGAGACCCCACATGCTTGTGATGGGCAAGCCCTCAT 

AGGCTTTGCTTGTGGGATGTGGGTGCNACTTTGCTTCAGTGAAGAAAGAA 

ATGTCTCTGGGNTCGCTCTGA AGG GGA C A ATTGTN ATCTATCAGGA AGGG 

GCCT 

>Sequence 2505 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGG 

>Sequence 2506 

TGACACTGCAGTGAAGGGCATGCTAAGTCTAGGCACAGGTCCTGGCAGCA 

Page 526 
of 685 of fable 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGAAGGAGACAGAGCCTCTCCCAGGCACACAT 
>Sequence 2507 

CCGGGCAGGTACACCACCAAAGACCAATAATAAAAAAGAAGGTTCCAGGG 

AGGGCATGACCTCTGAAATTCCCCATGATCTTTGGGTGTTTAAATCCCAT 

TTTCCCTTCTGAGTCATTGGTCATCCTTGGTCTCAGTAGATCAGGCACGT 

TAGAACTGTGGCAGAAGAGATAAGAATGAAGCAGCCAAAATTGAGCCTTT 

GCTTCTTAGGTAATGCTGAAAAGTTTCACACTTTTACCTCTGCCTGAGTC 

CCCCGCGAATCATGCGTACCT 

>Sequence 2508 

AGGTACGCGGGGGGGAAACATGCATAAGTGCCAATCCTTTGAATGTTCCA 
CGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAGAAACACGTTTGGTT 
TCGAGAGTCCATGGATGGTGGTTTTCAGTTTAGCTACGGCAATCCTGAAC 

ttcctgaagatgtccttgatgtck:agctogcattccttcgacttctctcc 

AGCCGAGCTTCCCAGAACATCACATATCACTGCAAAAATAGCATTGCATA 
CATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGT 

CAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGCAAATTCACCTACACA 

GTTCTGGAGGATGGTTGC 

>Sequence 2509 

aggtacti n n i rrrn rmm i I'ririiTCTAAACTTcrcTTCTCA 

cttcatttcattcatttgatcttcaatcactgataccctttcttccagtt 

gatcgaatcggctactgaggcttgtgcattcgtcacatagt7x:tcgtgcc 

TTGGTTTTCAGCTCCATCAGGTCCTTTAAGGACTTCTCTGCATTGGTTAT 

TCTAGTTAGCCATTCATCTAAI 1 1 1 1 ITICAAGGTTTITAACTTCrTTGC 

CAT GGGTTC GAACTTCCTCCTTTAGCTCAAAGTAGTTTGATCGTCTGAAG 

CCrrCTTTTCTCAACTCACCAAAGTCATTCTCCATCAGCTTTGTTCTGTT 

GCTGGTGAGGAGCTGCGTTCCTTT 

>Scqueoce 2510 

TGTCCTCAGATCTCAGGCTGCTCAGCTCCATGTAGGCTGTGTCTGTAGAT 

GTGTCCTCGGTCATGGTGACTCTGCCCTGGAACTTCTGTGCGTTGATTGT 

TTCACCATCTTCAGGATCAAAACCTCCCTTCCACTCAAGCCCTTTTCCAG 

GAGCCTGTCGCACCCAGTGCATGGATAATTCAGTGAGGGTGTATCCGGAA 

ACCTTGCAGGAGACCTTCACTGAGGCCCCAGGCTTCTTCACCTCAGCCCC 
AGACTGTACCT 

>Sequence 2511 

CCGGGCAGGTACCAAGGCTTAGAGGTCAGACTGAGGAAACAAATGCTTCA 

CAGAGTCCTCAACCCATGACCATGAGTTCTTTAATAAGTAAGTGTGTGTG 

TGTGTGTATGTAAAATATGTGAGGCCCTCTAACGCCTCTTTTCTACGGTA 

GAACAAAGAGAAACTTCAGTTTTTGCCATCAATTTATTAAAATAAACATG 

TATAGCAGGTTTCAACAATTGTCTTGTAGTTTGTAGTAAAAAGACATAAG 

AAAGAGAAGGTGTGGTTTGCAGCAATCCGTAGTTGGTTTCTCACCATACC 

CTGCAGTTCTGTGAGCCAAAGGTCTTGCAGAAAGTTAAAATAAATCACAA 

AGACTGCTGTCATATATTAATTGCTAGAAAGC 

>Sequence 2512 

CCGGGCAGGTACCATTGGTGGCCAATTGATTTGATGGTAAGGGAGGGATC 

GTTGACCCTCTCTGTTATGTAAAGGATGCGTAAGGATGGGAGGGCGATGA 

GGACTAGGATGATGGCGGGTAGGATAGTTCAGACGGTTTCTATTTCCTGA 

GCGTCnTGAATGTTAGTATTAGTTAAGTTTTGTTGTGAGTGTTAGGAAAA 

GGGCATACAGGACTAGGAAAGCAAATAAAGAAAATGATTATGAGGGCGTG 

ATCATGAAAGGTGATAAGCTTCTTCTATGATTGGGGGAAGTAAGCGTCTT 

GTAAAACCTACTTGCGCTGCATGTGCCATTAAGATATATAGGGATTTTAG 

CCTATAATTTAACTTTTGACAAAAGTTATTAAAATGGGTTTTTTCX^AATA 

CCTTTCCCGCGTACCTTCGG 

>Sequence 25 1 3 

CCGGGCAGGTACCTGTCCTAGCAGTGGCAATCTTTTGGGGTCCCCTAAAA 
TAAAGAAAGGCTTATCTCCACACTGTAATGGTAGTGATTGTGGATATTCA 
TCTAGCATGGAAGGGAGTGAAACAGGTTCTCGGGAGGGTTCGGATGTTGC 
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CTGCACTGAAGGCATTTGTAATCATGATGAACACGGTGATGACTCTTGTG 
TTCATCACTGTGAAGACAAAGAGGATGATGGTGATAGTTGTGTTGAATGT 
TGGGC AAATTCTGAAGAGAACGACACAAAAGGAAAAAATAAAAAGAAGAA 
GAAGAAAAACAAGATACTGAAATGTGATGAACATATCCAGAAGCTTGGAA 
GCTGTATTACAGATCCAGGTAATCGAGAGACCTCAGGAAATACCATGCA 
>Sequence 2514 

CCGGGCAGGTACTGCGGCGGGTAGGCCTAGGATTGTGGGGGCAATGAATG 
AAGCGAACAGATTTTCGTTCATTTTGGTTCTCAGGGTTTGTTATAATTTT 

ttatttttatgggctttggtgagggaggtaggtggtagtttgtgtttaat 

atttttagttgggtgatgaggaatagtgtaaggagtatgggnggtaatta 

tggtggck:catacggtagtatttagttggggcatttcactgtaaagaggt 

gttggttctcttaatctttaacttaaaaggttaatgctaagttagccttt 

accagtgcccgcgtaccttggt 

>Sequence 2515 

AGGTACGCGGGGATCCTTAAAGAAGGTGTGGGGTCTTTCCCAACCTGAGG 

ATTTCTGAAAGGTTCACAGGTTCAATATTTAATGCTTCAGAAGCATGTGA 

GGTTCCCAACACTGTCAGCAAAAACCTTAGGAGAAAACTTAAAAATATAT 

GAATACATGCGCAATACACAGCTACAGACACACATTCTGTTGACAAGGGA 

AAACCTTCAAAGCATGTTTCITTCCCTCACrACAACAGAACATGCAGTAC 

CTGCCCG 

>Sequence 2516 

AGGTACCTGGTGCTTTGGGGGAAGGGAAAGGAAGGCCTGGATGAAATGGC 

ATTGCACCATTTTGGAAGGAGAGAATCCTCAACCGGGTCACTCCGGTTCC 

TCKjCAGGCACCGGGGATCCTGACCTGGGCCCACTTTTGGTGGGGATAATT 

CCTGGTT T 1 " 1 ACTTCCTGTTTG A AAAGGGGGC ATGG AAAGTGTAAGTTG A 

AAAGATGAGTGCGGGGCTCATCTATCCTTGGAATGGTCTTTTCCCACAAT 

CCCTGACACAAGAATATGGAGCCATACAGGGAATTCTTGAAAGAAATGGG 

GTTCTCTTTGCCCACCTCCCCAAGTAAAAAGATTATTTTTTTTTAAAAAA 

AAAAGGGTAAAATCTAAAACTTGTGGCTTTTATCCTTGAATATTGAAAAA 

TACAGGACAGCCAATAGAAAAAAATTTTAAAAAATTAAACTG 

>Sequence25l7 

CCGGGCAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAGATTTTGACCT 

CAGTCCATAAACCACACTATCACCTCGGCCATCATATGTGTCTACTGTGG 

GGACAACTGGAGTGAAAATTTCGGTTGCTGGCAGGTCCGTGGGAAAATCA 

GTGACCAGTTCATCAGATTCATCAGAATGGTGAGACTCATCAGACTGGTG 

AGAATCATCAATGTCATCTACATCATCAGAGTCGTTCGAGTCAATGGAGT 

CCTGGCCTGTCCACATGGGTCGTCATCATCTTCATCATCCATATCATCCA 

TTGTGGTCATGGCTTTTCGTTGGACTTACTTGGAAAGGGTCTTCTTGTTT 

AAAGTCATTTGGTTTCTTTCAGAAGGACACAGGCATTCTGTGGGGCTAGG 

AAGATTCTGCT 

>Sequence25I8 

CCGGGCAGGTACTTTTTTTTTTTTTITITn I TTTGGCTTTTATCCTGTT 

TGTTGTTCTCTGAGCTTCCTGAATCTGTCKjTTTCGTGTCACATATTAATT 

TAGAAAAATCTCATTCATTATTGCTTTGAATATTTCTTCTAT TCCTT TCT 

CTCTTTCCTCTCCTTCTGGGGTTCCACTATGCATACTTACATCTTTTATA 

GTTGTCCCACTGTTCTTGGATATTCTGTTCCTTTTTTATTCAGTCTTTTT 

CCCTTTGCTTTCATTTTTGGAAGTTTCTCTTGAAATATACTGAAGCTCCA 

GATTCTTTCCTCACCCACATCCAGTCTGCTAATGAGGCTTCAACACCATG 

C TTC ATTTTTG GT A GTTTCTTG ACTTCT AG AATTTTTATTTG ATTCTTTC 

TTAGACTTTCCATTA 

>Sequence 2519 

CCGGGC AGGTACTTT 1 1 1 i 1 1 1 ill ITTI TTTTTTT 1TTCTCGT ATCTTA 
TAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTC 
GAGACAGGCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACCAACAT 
* GGTG A AACCCCGTCTCT ACTA A A A ATAC AAA A A AATT AG CC AG GCGTGGC 
GGCAGACACCTGTAGTCCCAGCTACGCAACTGTGCCACCTCAGAGAAGTA 
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GATTTTTAAACAAACCCAATTTTCTCTTGCTGTTAACAACACTGAAGACT 
AGTACCAGAGGAGTGAAAGTGTGGGTTAAGAGCCTTAAAAACTTGTGGAA 
AAGGGCTCGATGCCAGTGGAGAGCACTTATTTA 
>Sequence 2520 

CCGGGCAGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGC 

AGCCCTCGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCT 

CTGATGATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCAGCAATCT 

GTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAAA 

GGGGATCATGGACATTGAAGCATATCTTGAAAGAATTGGCTATAAGAAGT 

CTAGGAACAAATTGGACTTGGAAACATTAACTGACATTCTTCAACACCAG 

ATCCGAGCTGTTCCCTTTGAGAACCTTAACATCCATTGTGGGGATGCCAT 

GGACTTAGGCTTAGAGGCCATTTTTGATCAAGTTGTGAGAAGAAAT 

>Sequence2521 

' CCGGGC AGGTACT 1" H Tl TITG T'l 1' H T H ' 1"I GTTTGTTTTTTTGTTTTT 
TGAGATGGAATTTCGCTCTTGTTGCCCAGGCTGGAGTGCAGTGGCGTGAT 
CTCAGCTCACCGTAACCrrCCTGCTTCAGCACTTCCAATGTAGCTTGGGA 
TTACA GGGTGC AT TGCCA CCCATAGCCTCKjACTAAGTGTTATTTATTTTT 
TTAAATTTTTTGTATTTTGTTCCCTAAAAGGACGGGAGTTTTTCTCCCAT 
TGTTTGAATTCAGGGCCTGGTTCTTAGTAATTTCCTCCAAACCGTCATGG 
TTGATTCCCAGCCTCACCCTCAAGTCCTTCCTCAAGAATTGCTTGGGAAT 
TTACAAGGGCTG TTGAACCCAACCGGTGACTCCAGACTTTCTGCTTGTTG 

1 1 nrm cttttaaa ataaacctggtgccttttgctttaatcatcttgt 

ACAGAAGGCATCTTTAATTCAACATT 
>Sequence 2522 

AGGTACCTGTGAATTGGACATCTGTTGTTTGCAGATGTAATTAAGATGGG 

TCATACTTAAGTAGTGTGGGCCTCTAATCCAATGTGACTGGAGTCCTACT 

AAGGGAGCAGGGTCAGAGGCAGACATGGGAGAATGCCATGTGATGACGGA 

GGCTGAGATTGAAGTGTTGCAACTGCAATCCAAGGAATGCCAACATTTGG 

TGGCCACCATGACAAGGTAGAAGGAGGCAAGGAAGGCTCCAACCAGTGTC 

TCAGAGGAAGCATGGCCCTGGTGACATGCTGAGTTTACGCTTCCAGCCTC 

CAGAGCTATAAGAAGGTAAATGGTCTGTTTTCTGGGGGTTCCCTGTTACA 

GCAGCCTTAAA AAA TCATTGC AATATTTGACCTACAA 

>Sequence 2523 

AGGTACCGCATTCCTACTTCATTGCCCCTGATGTAACTGGACTCCCAACA 

ATACCCGAGAGTAGAAATCTTACAGAATATTTTGTTGCCGTGGATGTGAA 

CAACATGCTGCAGCTGTATGCCAGTATGCTGCATGAAAGGCGCATCGTGA 

TTATCTCGAGCAAATTAAGCACTTTAACTGCCTGTATCCATGGATCAGCT 

GCTCTTCTATACCCAATGTATTGGCAACACATATACATCCCAGTGCTTCC 

TCCACACCTGCTGGACTACTGCTGTGCCCCAATGCCATACCTGATTGGAA 

TACACTCCAGCCTCATAGAGAGAGTGAAAAACAAATCATTGGAAGATGT 

>Sequence 2524 

CCGGGCAGGTACGCGGGGAATGGGGAAAGACAATCATTGAATACAAAACA 

AATAAGCCATCACGCCTGCCCTTCCTTGATATTGCACCTTTGGACATCGG 

TGGTGCTGACCAGGAATTCTTTGTGGACATTGGCCCAGTCTGTTTCAAAT 

AAATGAACTCAATCTAAATTAAAAAAGAAAGAAATTTGAAAAAACTTTCT 

CTTTGCCATTTCTTCTTCTTCTTTTTTAACTGAAAGCTGAATCCTTCXAT 

TTCTTCTGCACATCTACTTGCTTAAATTGTGGGCAAAAGAGAAAAAGAAG 

GATTGATCAGAGCATTGTGCAATACAGTTTCATTAACTCCTTCCCTCGCT 

CCCCCAAAAATTTGA ATTTT1 T H CA ACACTCTTAC ACCTGTTATGGAAA 

ATGTCAACCTTTGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAACCA 

TAAACATTTGCACCACTTGTGGCTTTTGAATATCTTCCACAGAGGGAAGT 

TTAAAACCCAAACTTCCAAAGGTTTAAACTACCTCAAAACACTTTCCCAT 

GAGTGTGATCCACATTGTTAGGTGCTGACCTAAGACAGAGATGAACTGAA 

GGCCTTGTTTTGGTTTGTTCATAATACAAAAGTGCTTATTTAATGTATTT 

CAGATACTTGAAGAATGTTGATGGTGCTAAAAGAATTGGAGAAGAAATAC 

TCCTGTATTGAGGTGGATCGGGTGGGGATTTTTTAAAAAAATTGGATTAA 
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CATTCATATTTTCCATCTTATTCCATATAAAAGTTTGCGAATATTTGCCC 

AAAGTTGTCCTCTTTTAG 

>Sequence 2525 

ccgggcaggtaccaactaacctcccgctctttatctccccaaccttccca 

ctccccagcctctagtaaccattattctcctctacctgtgagttgatttt 

gacctcccacataagag aatgtggcagtatttg 1 1 i'l l ctgtgcctgggt 

tatttcatttaacatactgtcctctggttccatccttgttgttgcaaacg 

acaggattttgttcttttttatgactgaataatattccatagccatatac 

ataccatgttttctgtato:attcattcgttgattggcagtaaggttgat 

TCCATATCTTGGCTGTTGTGAATATTACTGCAGTAAACATAGGAATACAG 

ATATCTTTTCCATATACTGATTTCCmGTTTTGGATATATACCCAGCAG 

TGGGCTTGCTGGATCATATGGCAGCTCTGATTTTAGGTTTTTAAGGATGG 

GTTTTTTTTTTGCAATGAGAATAAAAATTTTCCATGTATAAGATCAGTGT 

CTTTGAACTTTrGTTATATCCTTTGCCCAl"117TCTATTGAGTTCl"ITTT 

TCTTTTTGAGACAAGGTTTATTGCCCAAGCTAAGATGCAATGGCATGATC 

ACAGCTCACTGCAGCTTTGATCTCCCGGGCTCAAGTGGTCCTCCCATGTC 

AGCCTTCTCAATAGCTGGGACTAGAGGCACATGACATCATGCCTGGCTAA 

TTTCCTGGATATTTTGGGGAGATGGAGTCTTTCTATTTTGGTAAAGCCGG 

TCCTCAGGTCCTGGCAATAATGGGCTTTTGGCTTGACCTTCCAAAGGGAC 

CTCGCCGCTTTAAG 

>Sequence 2526 

CCGGGCAGGTACAATACTTTCTGACTGTCCACTAAAATGTCAAACTATTT 

CAGACTCCTACTCCTCCACTGTCnTAGTTGATTTTGTGCTGCTGTTATAG 

AATACCTGAAACTGGGTAATTTATAGAAAACAGAGATTTATTTCTTATAG 

TTCTGGAGACTGGTCAAGGGGATGGCATCTGGTGAGAACCTTCTTGCTAC 

ATCATCTCATGGAAGAAGGTGGAAGGGCAAGAGGGCACATATGCCCAAGA 

AAATGTGTGCACACACAAGAGAGGTGGAGAGAGAAAGAGAGAGATAAATA 

GAGAGACGAAAAGGGGGCCAAGCTCATCCTTTTATTAGGAATCCATTCrc 

ATGATCTCCCATGATAACAGCATTAATCCATTATAAGTGCAGAGCCCTCA 

TAACCTAATCACTTTTTAAAAGTCCCACCTCTCAACACCATTGCATTGAG 

GATTAAGTTTCCAACACATAAACTTTGGGAAATGCATACAAACCATAGCA 

CTACCTCCCACTCACATCTTGGCTCTTCAATGTCAAGGTATATTGGTTGT 

TAAGGGAATATAAACACATGAAGACATGTCTCTCCTTTCAATCCAAGACT 

TACTGGAATTGTGTCAAGCTTCTTGTGGTCAGAAATGAGGACTTCTCTNT 

AATTTGCATTCTTATGATCCCATGAGCCCCAAATACAGTGAGATGTTTAG 

AACCTAAACACCCTCCAGTAATGCCCACTGATTGGCCTGCTCTCAGAAAT 

GGTGGTTTCTTCTGAAACTTTAGCTGGGTCCAACCAGGTGGGAGATGCAA 

AAACCTTGCTGC 

>Sequence 2527 

CCGGGCAGGTACGCGGGCACTGTAATGCTAACTTAGCATTAACCTTTTAA 
GTTAGAGATTAAGAGAACCAACACCTTTTTACAGTGAAATGCCCCAACTA 
AATACTACACGTATGGCCCACCATAATTACCCCCATACTCCTTACACTAT 
TCCTCATCACCCAACTAAAAGTATTAAGCACAAACTACCACCTACCTCGC 
TCATCAAAGCCTATAAGATTAAAAAATTATAACAAACCCTAGGAACCAAT 
ATGAACGAAAATCTGTACGCTTCATTCATTGCCCCCACAATCCTAGGCCT 
ACCCGACCGCATTCCTGGTGCAGTGTTAAAGTAGTGGATCCTCTTGAACT 
TAG 
• >Sequence 2528 

CCGGGCAGGTACCCTTTTCAGACTAATTGGAACTTGAGTCATGGCTGTCA 

CACTGAAATAATTTGTTCATTCAACTGCAGTGAAAATCAATATAGATCAA 

CATGCATAAAGTTCAGTAACTATTAAATGGAGAAGCAAGCAAAAGCAACA 

GGAAAATTAAATCAGGATGCTGAGGGGGAACAGGATTGCTGGCCATGAAT 

TTTAATTGAATTTTTGACGGGGCAAGCTACGTTACATTATGGCAGCCCCC 

gtac rm rrnTT rnrn m ttttttcg agttttatg atttatttaa 

CTTGTGGAACAAAAATAAACCAGATTAACCACAACCATGCCTTACTTTAT 
CAAATGTATAAGAAGTAAATATGAATCTTATATGACAAAATGTTTCATTC 
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ATTATAACAAATTTCCAATAATCCTGTCAATTATATTTCTAAATTTTTCC 

CCAAATTCTAAACAGAGTATTGAAATTTGGAAGTTAACTTAAGCCCGCTT 

AACTATCTTAACAAGCTTTGAGTGCAAGAAATTGAAGAGTTCAAATCTGA 

CCAAGATGTTGATGTTGGATAAGAAAAATTCTCTGGCTCCCAACCTTAAA 

TTGCCAGCCCTTCCAAAGCATCTTGTGGAGCAACCTGCTCAAATACCATA 

AACATGGAGACGGCCCTTCAAGGTGAATTTTAAGAAAAACATGTCATGTA 

AACATTATATAACCCTACATTTTGGCCTAAAGGGAAGTGGGTTAACCTTT 

AATTTTAAAAACCAGCCAGCCAAATTGGAATTTTCCAACCAAAGCGGATT 
TTA 

>Sequence 2529 

AGGTACGCGGGGGGGTGGTGTGGTCCAAAGGACAGGCTGGATGGCGGGTG 

CATCGGCGTGGGCGTGGTCAGCATGTGTCTGCAATGCCTGTGGGCTCTAC 

TACAAGCTTCACAATATTAACAGACCCCTGACTATGAAGAAGGAAGGCAT 

CCATACCAGAAACCGAAAAATGTC 

>Sequence 2530 

AGGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTCCTGGGAA 

TGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCG 

TGTTCTTCCCGGGAAACCAGGAAAAGGATCCGCTACCCAAAAACCAAGAA 

TTTAAAGGAGTTTCTTAAATTTCGACCTTGTTTCTGAAGCTCACTTTTCA 

GTGCCATTGATGTGAGATGTGCTGGAGTGGCTATTAACCTTTTTTTCCTA 

AAGATTATTGtTA AATA GATATTGTGGTTTGGGGAAGTTGAATTTTTTAT 

AGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACTGCAGGCAGC 

TTCAGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGG^CTTTT^ 

ATTATTTTTTATGTTTCACTTATAAAGTCTTAGGTAACTAGTAGGATAGA 

AACACTGTGTCCCGAGAGTAAGGAGAGAAGCTACTATTGATTAGAGCCTA 

ACCCAGGTTAAACTGCAGAAGAGGCGGGATACTTTCAACTTTCCATGGTA 

CTGTATGCATAAAGCCAATGTAGTCCCATTTCTAAAGATCATGTTCCCAG 

CTAACTGAACCCCACTTTAATACACACTCATGAAACTCTGGTGGAACAAT 

AACAAGCCCAAAGCCGGGGTATGAAGTGCACACTTGCTTGACTCTAAAAA 

AAACTACTCTTATAAATGGGTGGGAGTATTTGGTGACAACCTACTTTGTT 

TGCTGAAGGAAGAAGAAATTCAAATATTCATTATTTCAGGGCATTAGTAG 

TGGTTTTATATACAGGCAGN 

>Sequence 2531 

AGGTACTl i 1 1 1 I til 1 U 1 1 1 ll'llGTTTATGAAGACTTTTATTAAATT 

ACAGTGTATTACAGATTATATCATAATAATAAGCCTTTCATCTTTAGGCT 

AATATGATACAAAAACCTACnTGGCCACATTACTTCTTGAGTTTCTTTTG 

GGCAGCTTTCTTCTTGACCATCTGTAATCGCTTCATAGCATTGAGCCGTG 

ATTCTTGTGAAGTTGGGCCTTTAAGGGATGCTGAGGGAGAGCTGCTGGAT 

TCTGAAGTAGTTTTGCTGGTAGAACCTGCCCG 

>Sequence 2532 

CCGGGCAGGTACGCGGNGGTCACCTGCGGTGGGCGCACTAGAGGTCTTTT 

GAACTCCTTCGGCTACCGTCGCCGCGTTCTCGCTGTGCACTCTTATTCTG 

CGCCTGCGCGCGGCTACAGCACGGTTCGTTTTTCCTTTAGTAGGAAGGAC 

GTTGGTGTTGAGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTC 

CCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTG 

CGAAATCATATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCTTT 

GTATAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCT 

ACAGAAACTATGATGTCATGAAAGATTTTGAGGAGATGAGGAAAGCTGGT 

ATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTTCAGGTT 

GAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATGACACAT 

GAATATGTGGGCTAAAAAATAGTTCCTCTTGATTAATAAACCATTAACGN 

NNNAAANAAATAAAATAAAAAAAAAGGTGCCT 

>Sequence 2533 

aggtacack:tgctatcttattggactacagtaaatattttttaaaaggac 
accaatgaggggcaccatctggtgttaaccttaaccagaaagctggtttc 

CTCCTCCTCCCCCCCCGCGTACTTTGGCCTCTCTGGGATAGAAGTTATTC 
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AGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGG 
CGGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATTTCCACCT 
TGGTCCCTTGGCCGAACGTCCTAGGCCAATCGTTGTACCTGCCCG 
>Sequence 2534 

CCGGCAGGTACTTTNi TTTTTT IT Till TTTTTTn I'l TNGGGGGGGTTG 

AGTCGGAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGCACGATCTT 

GGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTCTGCCTCAGC 

CTCCCAAGTAGCTGGGACTACAGGCAAGCGCCACCACGCCCAGCTAATTT 

CTGTG 1T1 T I AGTAGAGACAGGGTTTC ACTATGTTGGCCAGGATGGTCTC 

GATCTCTTGGCCTCGTGATCCACCCGCCTCAGCCTCCCAAAGTGCTGGGA 

TTACAGGCATGAGCTACCACGCCCGGCCtAATTTTTAACTCTTTATTCCG 

TGTCTTTAAAACATCCATTCATCTAATTTTTAACTGTTTATTCTGTGTCT 

CTA A AGG ATTCATTC ATTCACCTAA 1 ' 1' 1 1 1 C AGATACCGTTCTCAGTCCT 

GGTTATAGACAAGGCAGTTATTGGAAAGCACACTATGGCAGGATTTATGG 

AGTGTACCT 

>Sequence 2535 

AGGTACGCGGNGAGTGAAACTTTTACCAAAGACTGCTGTCTACTCTGAGG 

GCTGCTACCTGTGAGGCTTCAACTGCATAAAAAGACAGCCTTTGTCACCA 

AGTCTTTTTTCCCCATCTCTCACCCATAACCTGTCACCATGCTCCAAGCC 

TCAATTTCTTTCTATAAAATATAAAAACTTTGTCATTTGGCTCTTCTTTC 

AGTCTCATATTCATAGACCTCTCGTGTCCATGTGCATATTGATAAATCTG 

TATCCCTTTTCTCCTGTTAATCTGTCTATTGTCAATTCATTTCAGCAGAC 

TCAGACTTCAACATTCGGGGGAAAATTTGAACTTCTCTACAGTTTTGGTA 

TCTTTGGCAGGATTGTAGCAAATCACTCTGCCCACACCCGAGGCTGCAGC 

CAGAAACCACGGAAACTCACAGACACCAGQW>ftWANANT^^ 

NAAAGTACCTGCCCGGGCGGCCGCTCGACTTGAGCAGGCTACTGAACCAT 

GAGCCAAATAAACCTTTTTTTCTTTATAAGTTACCCAGCCTCAGGTATTC 

CTTGATAGCAACACAAATGGAGTAAGAAGGAACCATCTGTACCT 

>Sequence 2536 

AGGTACCACTATAATCTCTAATACTTACTCAGAATTACTGTGTATTTACT 

TAATTTCTTATTATGTGCCTTATTATGTGCTTAAGATACAATAGGTTAGA 

GTTTAA TCTAAATA TCTTG AAAGCTATATTGGG GCTTGGT AAGCATTTTG 

i Q l r l CTTTCTCTGTTTTGGTAAGGATTTAAAA'l Vn'TTTCATTGCAA 

TTTAAGTGGTTTTCAATAAGTAATAGTTTTTATCAAATTTTTGGTGCTTG 

GTGCAGAGACGGTGTGGGGAAGGGTGAATGGTTTTGGGAATAATTCAGTG 

CACACCTGTAGGCCTCTTTACATTGTGACTGATAGGGGTTATTGCATATC 

A ATTTGGGGCTGTAG AGTGC AATCTC AGTTTC ATC 1" 1 TTTC ACCC ATC AG 

AATTTGTCTCAGGATTACTTGGTTTTTCTCAGTCCTCAAGCGAGAACTTG 

CTTTTCTTTGTTAATGTGACTTTCATTACTGAGTACCTGCCCGGGCGGCC 

GCTCGA 

>Sequence 2537 

AGGTACGCGGGGAGGTCCGGAGAGACGCACAGCTAAGATGTCAGGACATC 

CTGGAAGCTCKjGAAAGGTAAATCTTGCTACTGCTCACTCTTTGGGTCCAC 

GCTGCTTTTAAGAGCTGTAACACTCACCGTGAAGATCNTGCAGCTTCGCT 

TCCTGAAGCCAGCGACACCACGAGCCCACCAGAAGGAAGAAACTCCGAAC 

ACATCTGAACATCAGAAGGGACAGACTCCAGACGCGCCACCTTAAGAGCT 

GTAACACTCACTGCGAGGGTCCGCGGCTTCATTCTTGAAGTCAGTGAGAC 

CAAGAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGGACAATC 

GCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCGAGACAA 

TCACCTATCGCCAAGCAAATGAGCAAACAGTTGTCTTCACCACCCCAGAC 

AAGCAGATGAATGGTGAAACGATACAGCGGAGAAAGAGAGAAGAGGAACA 

TTTGAACGCCGAGAGGAGTTCAACCGAGGGTGGTCGGAAAGGTTTGGCCC 

CCCCAGCAAGAAGAATAATCCTCCCGTGCCATTNCCCGCTTTCAGCTCTG 

GATCCATTCTTCAGAGGACCACCCTCACCACTCAATAAACCCTGCATTCA 

ACCTTATTANNNAAAAAAAAAAAhiNANNNAANGGTTCCTTGCCGGGCGCC 

GTTTATAAA 
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>Sequence 2538 

CCGGCAGGTACTCAGGGATAATAAAAATGCAAACAAAGTTTTATGCACAT 

AATACCCATCACAGGGTTACTTATAACAGCAAGAATTAGGAGACCAAAAA 

AAAGGT AGACA ATATAAGAGGAATGGTTGGGTAAGTCATATATGGCCATA 

CAATGGATTTTATGAAGCCATTAATAAGGAAGATTTTAATGTAATAGAAA 

ATACATGAGATAAATTAAGTAAAAAAAGCGTGACACAAAATTGCACGTAA 

AACCTCACCCATCTTAAAAGGATGCTTAATGATACTTTTCACTTTATGCT 

TTCATAATATCTAAATGATCTACAATTAACCTACATTTATTCTCTAATGA 

GTC AAAAAGGC 1 rTTTTTTTTTTTTTTTTI I G AG AC AGAGTCTTGCTCTG 

TCATCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAAGCTCAG 

CCTCCCGGGTTCACGCCATTCTCCTACTTCAACCTTCCAAGTAGCTGCTT 

GAACCCGGGAGGCAAAGGTTGCAGTGAGCTGAGATCATGCCACTGCACTG 

CACTTGCACCTGGGAGAAGATTGAGACCCCTTTTAAAAAAAAAAGAAATA 

AGAAAAAAAATAGGAGCTTTTAAACACGCAGGTGGAAACGTAAATATTAA 

TTACCCGATAATGGAATTACTACCAAAACCTTAAAACGTGTTTATACTTT 

GACTCC AAAA GTTATTTGCAGAATTTGCCCCTAGGCAAAAGAAATGATAC 

AAAATTCTTTAAGGGTTATTAACAGTTTTATCATGCTAAATAAGACCTCG 

GCCGTCTAAAATAGTGGA 

>Sequence 2539 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTCAGCA 

ATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTG 

TAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGC 

CAAGAAGCCGGCTGTCTGCAACCGGCAAGAGGACCCTCACTAGAAGCTAG 

CCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAG 

TATATGCTTGTGGTTTAGTCAATGGTCTATGGTAA ITTTTT I ATAGC AGT 

CCCAGCCAAGACAGTGCCTCATTTACTG 

>Sequence 2540 

GGGGATGAGAGTCAGCTCAGACTTATTTGGAACTGACCGCGGTGGCCGGC 
C GCCCG GGCAGGTAC 1 Mil HTI' l 1 r i 1 1 1 1 1 11 JM ITi' J T riGATGT 
TATTTTATTGGGTCGTAAATAAGGAGTAGGTAAAACATTTTGTGCTTTAA 
TAAG TGAGGCACAGCTTAAAAG TTTTAAACAGCAATATAAAAATACAGTA 

CTTTNi 1 1 1 1 nrrm rrrn i hggaaacagagccctggttctgttgc 

CCAGGCTGGAGTGCAGTGGCACAATTTTGGCTCACTGCAACATTTGCCTC 

CCAGGGGCAGGTGATTCTCATGTTTCAGCCTTTCAAGTAGCTGGGATTAC 

AGCTGTGCTCCAACACTCCCGGCTAATTTTTGTATTTTCAGTAAAGACGG 

GGTTTCACCATGTTGGCCAGGCTGGTCTAAAAACTCCTGGCCTCAAGGGA 

TCTGCCTGCCTAAGCTTCCCAAAGTGCTGGGAT 

>Sequence 2541 

AGGTACCCTGCTCGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCG 

GTTCATGTCAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTG 

CAATGAACAGGTGTTTATCTGCAGGTCTGACTTATCTCTTGAACTCCATT 

TGCATGTTATAGTGGGATGCAACTGATGCCCTGTCCAGATCTTCTTCAGG 

CCACTACATCTATATATGCATTCATATTCCCGCGGCTGCCAGTGTTGGCT 

GTTGGTTGACAGAGGAGCTGCATTCTCCTGGAGGAAACTGAACTCAGCTG 

ATGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTG 

CAGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACT 

CTGGGGTATAGATCATG 

>Sequence 2542 

TCACACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGCCCGCGTACCT 
>Sequence 2543 

AGGTACAAATTAATTTAACACATCTTTTGATAATCTCATCCTTGGTGTTG 

GAAAAGACGGGAAAATCCAAAAGTGTCTATTTTGTGCCCAAATGCTCAAG 

TTAATACTCGAGGGCCTTGATCTCTGGCCTCTTGCCATCCCTCTCCCCAT 
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TATTTCTGAAGAAGTAGCCATTTTGCAGATTCCGGAGGATGGGAGCCA 
>Sequence 2544 

AGGTACCATATACAAAGACTCTGAGCTGGGTGCCTCCGATGGTTTCCAGT 

ATTGGCCCGTTGTAAAGCTCATTAAGCHZCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

GAGAAAAGGGCATAAATCACAAGGTGCCAGCAAAGTGTAATTTTTCATCA 

TGGCCTCCAGAGCAAGATGCCTAAGCTCTAAATTGGGTCCACAAGGATAC 

CGTCGAAGGATGGTATTGCTTGTTTTTACCAGCGCAGCCTCAAATAAACT 

TTTGTTTTGGCAAGAAGTCAGGGATATATAGGACTCATGAGTCAATTCAA 

GATGAGATCAACAT(XATTTATATTGTTCAGCAAATATACCTCTCTTTGT 

ATCACCCAATTTCTGGATTAGCAATTTAACTGGGTATAACCTGAGCAACC 

GGTCACGATTCCTAATCCTTAAATTTGTATTCTCCCTGTGCA 

>Sequeace 2545 

AGGTACGCGGGCACCTTGTGGGGCATGTTTGTATTTATTGCTTCATGGCC 
GACTGGAATCCTGAGTCCTGGGAAGCTGGCACTGCGGGGATCTTGCCCGG 
TGTCCTGGTCCTCTTGCTT 
>Sequence 2546 

AGGTACTTTnTTTTTTTTTn 1 1 1 1 1 1 1 11 1 1 IGGGTTTTGATTATTTG 

TGGTGCTAAGAAGAAGGGAACATGGTTGGAGGCCCAGTGAGAGAAACAGT 

GCTTTGAATCAAAGAGCAGAATGATAGAAACTGACTTCAGAGCAACTTCT 

TGGCAGCAGTATCCAATTTGGAAGTTGAAGGTCTGTCCTGGAGCCAGATG 

CTAACGAAAC^CAGCAAATGCnTTTCCTAAGGCACAATAGTCTTTTCAGT 

GAGCTCAGGAACCCTGTTTATGCATATCCTCGTTGAACTTTCTTGCTCCT 

TCTGTGCATGAAGATGCCCACTCCACAGATCCCGCGTACCTGCCCG 

>Sequcnce2547 

GCGGGAG 

>Sequence 2548 

AGGTAC l ' l T i TlTirr rT I T l Tl TlTHTnTn CGGGATCAAGGTAAAC 

CAACGTTTATTTTTTTTCCAAAACAGAGTCAGTTTGTGCTGGCCATCCAG 

GAACTCACTAACACTACCCCTCTTAGTTTCATCATTAATCTGTTACTGAA 

CTTCCACCTCCAAAAGACTTCGATCCTTTTCTTATrfTTGGAGACCGTCT 

TGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGCGATCTTGGCTTACTACA 

GCCTCAACCTCTCGGGCTCAAGTGATTCTCCTACCTAAGTCTCCAAAGTA 

GTTGGGACTACAGGTGTGCACCACCACGCCCAGCTAATTTCTGAATTCTC 

TGTAGAGATGGGATCTTGCTATGTTTCCCAGGCTGGTCTTGAACTCCTGG 

ACTCAAGCGATCTGGAGGCCTTGGGCTTCCAAGGTTT 

>Sequence 2549 

AGGTACGCGGGGACTACTTCCACTAAGACTATAATTACTACTGATGGTTA 

TGATGATGTCCCAAACACGCCATCCTAACACCGGCTTCTTACCAGTTTGA 

AAACTTITAAGGCATTGTITGACTTCTCTTTAATCCTAGATACATTCTGC 

TTAAAAGTCCTTCATTATTTTCTTTAAAAGCGTAACATTATTATTTATCC 

CACAGTTACTACCCHTGCTCTTTACCAGTTAGCTTGTGACTGAATTACTG 

AAGCATTTTCTTAGCGGTTTCCTACTTTATACTTTCTCTTTTTGTAATAT 

ACTCAGTATTCTTCTGCCAAATGAATCCCTCCCATCTCTTCCCTATGATA 

TCTAACTTAAGCTCTGACAATTTGAGTGTGGGAGTAGTTAGCAGTGATTC 

TGGTGAGGTAAGCAGGGACAAGATCATAAAGGACCTTAAGTN 

>Sequence 2550 

AGCGGCCGCCCGGGCAGGTACGCGGGGGCCACCTAGGTTACTTGTAGGAC 

CCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGG 

AAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTA 

GAAAAACATAAGAAGAGAAAAACATTTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATT 

AATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCAC 

TAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAA 

CTGTGAGAAGCATATGTTTGTGGTTTAGTGAATGGTCTATGGTAATTTTT 
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TTATAGCAG 
>Sequence 2551 

AGGTACGCGGGCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA 
CTACACGCAGAAGAGCCTCTCCCTGTCCCCGGGTAAATGAGT 
>Sequence 2552 

CCGGGCAGGTACGATGTCTAGTGATGAGTTTGCTAATACAATGCCAGTCA 

GGCCACCTACGGTGAAAAGAAAGATGAATCCTAGGGCTCAGAGCACTGCA 

GCAGATCATTTCACCCGCGTACAGTTTAGGGGATCCTTTCTAATGACAGG 

AAGGCACTGCTTTCCTCAACACTGTGATCTGACCTGTGACAAGTCTGTAC 

CT 

>Sequence 2553 

CCGGGCAGGTAC7 11111 rTTTTTTTTI 1 1 rTTTTTGGGCAGCTAAAATC 

TAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAG 

AAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTAT 

TTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGT 

ATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAA 

TATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATA 

AAAAAATTACCATAGACCATTGACTAAACCACAAACATATGCTTCTCACA 

GTTCTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCT 

AGTGAGGGTCCTCT 

>Sequence 2554 

CCGGGCAGGTACATGTAGAAAATCCAGCAACGAAGAGCCATGGCTCACTG 

CTAATC ACATAACACACACAGGAGTCTATTTATCCATGGAATGTGGCAGA 

TTTTTTAACAAGAAGTCACAACTTGTTATACACCAGAGAACTCATACAGG 

AGAAAAAGCCCTATCAATGCAGTGAGTGTGGAAAAGCCTTTTCACAGAAG 

TCACTGCTCACGGTTCATCAAAGAACTCACTCAGGAGAAAAACCGCATGG 

GTGCAGCGAATGTCAGAAAGCTTTTAGTAGGAAGTCACTCCTCATTTTAC 

ATCAGAGAATTCATACTGGAGAGAAGCCGTATGGATGCAGTGAATGTGGA 

AAAGCCTTCAGTAGGAAGTCGCAGCITAAAAGACATCAGATAACGCACAC 

AATAGAGAAACCCTA 

>Sequence 2555 

AGCGGCCGCCCGGGCAGGTACAGAGGACACACATTGTAGACAGGCCTGTG 

TC^TGTTTCCTTACAGTCGTTTTTTACAGAGAAAAGGGGCATTGTTTTTT 

CACTGCTTTCTCAACAGTTTCCTTGTGAATAAATGAAACATTTCGGAGCT 

TACCCTGAAAGCAAAAAGCCCTCAACTTTGTTTTTTGCGAGTGCCCCGGA 

ACCATTGTGTTAGTGTGAAATTCTTGGTTGCTTGCTGGGGGGCCCAACTT 

TACTTCAAAGATGCACAAACCTGGAAGGGCCTTGTATTGCTATCCTTTAC 

CCACTTCGCCTTTCACCCAAGCACCGAACCTTTCTATGGTCTCTCCCTAG 

CGCACAACTCAGGAGCACGCTGCAAAACCTGCTTTTTCAAGTGGCCCTCT 

AGGCATTTGCTTGGGCAAGTAGTAAATTCCTTTACCCAGGTGTTCTTCAA 

CCCAACTCTTTTCCCCCTCCTATGACAAAGGGGCCAGTCTTGCCCAAGCC 

ATTTGGTTGACTTTCTGACCCAGG 

>Sequence 2556 

AGGTACAGAACAATGAGGTTTCCCACAGCGGAGTCTCCCTGGGCTCTGTT 

TGGCTCTCGGTi^GGCAGGCCTACACCTTTTCCTCTCCTCTATGGAGAGG 

GGAATATGCATTAAGGTGAAAAGTCACCTTCCAAAAGTGAGAAAGGGATT 

CGATTGCTGCTTCAGGACTGTGGAATTATTTGGAATGTTTTACAAATGCC 

CGCGTACCTGCCCG 

>Sequence 2557 

AGGTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAA 

GTAAAAAAGACAGGGACATCCCAGAAGGTTATGCAAAACATCAAGAGAAG 

ATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAG 

TNGAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2558 
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AGGTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAA 

GTAAAAAAGACAGGGACATCCCAGAAGGTTATGCAAAACATCAAGAGAAG 

ATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAG 

TNGAAAAAAAAAAAAAAAAAAAAAAAAGTTCCTGCCCG 

>Sequence 2559 

AGGTACTGGCCCTGGGCCAATGCGTCCTCGCTGGAGCCTTTGCCTCCTTC 

TACTGGGCCTTCCACAAGCCCCAGGACATCCCTACCTTCCCCTTAATCTC 

TGCCTTCATCCGCACACTCCGTTACCACACTGGGTCATTGGCATTTGGAG 

CCCTCATCCTGACCCTGTGCAGATAGCCCGGGTCATCTTGGAGTATATTG 

ACCACAAGCTCAGAGGAGTGCAGAACCCTGTAGCCCGCTGCATCATGTGC 

TGTTTCAAGTGCTGCCTCTGGTGTCTGGAAAAATTTATCAAGTTCCTAAA 

CCGCAATGCATACATCATGATCGCCATCTACGGGAAGAATTTCTGGGTTT 

AACCCAAAATGCCTTCATGCTACTCATGCGAAAACATGGTCAGGGGGGGT 

CTTCCGGAAACAAACCT • 

>Sequence 2560 

GCGATGAACACACTAAGGGCGATTGAGCTC ACCGCGGTGGCGGCC GAGGT 

AC TTTT TT n 11 1 I I 1 1 rTTTTTTTCKSTTTTTTT] 1 L 1 1 1 1 TMT1 1111 

TTTTTTTTTT1 11111 1 1111 1 IT TGCACGGGGTl nil l A ATGGAAAGA 

CAGCCCCCGTACCTTTAAAAACACCCCCCCXnTGCCCTGGACCAAAAAGA 

AAAGGGGGAACCCAAACCCCCCTTGGCCCAGTGGGGGGGAGGGGCTTATA 

GGAAAACCGGGGCCCGGGACTCTGGCGGGGGGGGGGGGCATCTGCACGAA 

AAGCTGGGCCTGCACCTCCCAACCTTTTGGGGGACAAAACCGGCCGGGGG 

GGCCGCCCTAAAACTAGGGGACCCCCGGGGCAAAAGGAATCCCGAGGGAA 

GCTAAAAAAAACGGGGGACCCCCCGGGGGGGGCCCGGCCCCAAATTGGGT 

TCCCCTTAGCGGGGGGG 

>Sequence2561 

AGGTA CTTTT TTTT T GTTTTTn 1 Tl I'G AG ATGGAGTTTTGCCCTTGTTG 

TCCAGGCTGGATTGCAATGGCACGATCTTAGCTCACTGCAACCTCTGCCT 

CCCGGCTTCAAGCGATTCTCCTGCCTCA GCCTCC TGAGTAGCTGGGATTA 

CAGGTGCCCGCCACCACGACCAGCTAAGTITrrGTATTTTTAGTAGAGAC 

GGGATCTCACTGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGAT 

CCGCCCGCCTCGGCCTCCCAAAGTGCTGGGACTACAGGCGTGATCCACTG 

CGTCCGGACTTAGTTTTAATACTATCATTGAATAATTACATACAAAACCT 

AGATTCTCTGTATTTCCAGATAAAGACATTTAAGACCCGGAAGGTAAAGT 

TCAAAGGGTGAACAGAAAATT 

>Sequence 2562 

AGGTACGATATATAACAATGAGGTGCTCCATCAACCACTTTCTGAAGCTC 

AAAGGAAATCCAAAAGCCTAAAAATTAATCTCAATTATGCAGGAGATGCT 

CTAAGAGAAAATACATTGGTTTCAGAACATGCACAAAGAGACCAACGTGA 

AACACAGGGTCAAAAGAAGGAAGCTGAACACATGTTTCAAAACGAACAAG 

ATAATGTGAACAAACACACTGAACAGCAGGAGTCTCTAGATCAGAAATTA 

TTTCAACTACAAAGCAAAAATATGTGGCTTCAACAGCAATTAGTTCATGC 

ACATAAGAAAGCTGACAACCAAAGCAAGAATACCATTGGATTTCATTTTT 

CTTGAGAGGAAAATGCAACATCATCTCCTAAAAGAGAAAAATGAGGAGAT 

ATTTAATTACAATAACCATTTAAAA 

>Sequencc 2563 

AGGTACGCGGGCTTTCCCCCAGTGCAAAAGACTGTTACTTTATTATTGTA 

TTCAAAATTCATTGTGTATATTACTACAAAGACAACCCCAAACCAATTTT 

TTTCCTGCGAAGTTTAATGATCCACAAGTGTATATATGAAATTCTCCTCC 

TTTCTTGCCCCCCCITrCTTTCTTCCCTCTTTCCCCTCCAAACATTCTAG 

TTTGTGGAGGGTTATTTAAAAAAAACAAAAAAGGAAGATGGTCAAGTTTG 

TAAAATATTTGTTTGTGCTTTTTCCCCCTCCTTACCTGACCCCCTACGAG 

TTTACAGGTCTGTGGCAATACTCTTAACCATAAGAATTGAAATGGTGAAG 

AAACAAGTATACACTAGAGGCTCTTAAAAGTATTGAAAGACAATACTGCT 
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GTTATATAGCAAGACATAAACAC 
>Sequence 2564 

AGGTACTTTTLll TTT T n i i 1 1 ( 1 rTTTTTTTT C T T TTTTTTTTT T I ' iT 

TTTTTTTTTTrrn m m im i rnn 1 1 1 1 1 1 1 mm m rn tt 

TTTTGGCCCCCCCCCCATTTTTATTTAAAAGGGGCAAAAGGGGCCTTTTT 

AAAAAAAGGGGGGGGGGCCAAGTCTAAAACACCCCCCAAAAAACCAGGGG 

CTTTGAGGCAACAAGAGCGGGCCCAGGGGGGCCCCCATTGGCCAAACCCT 

AAAAAAAACCAGGCCCGAAGGGCCTTTGGAAAGCCACCGGGTTACATTCG 

GGGAAAGGGCCCTTTTCCCCCCCAAACCCAAAAAACCCCAAAAAGGGGTT 

CCCCAGAAAAAACCCGGGAAACCCAAAACACAGTGGACCCAGGGACAAAA 
AACCCTGGGCCCT 

>Sequence 2565 

AGGTACl rTTTTTTTTTI 1 l l"l"n i"rTGGTGGGTTATGCCCGCCTC1TCA 

CGGGCAGGTCAATTTCACTGGTTAAAAGTAAGAGACAGCTGAACCCTCGT 

GGAGCCATTCATACAGGTCCCTAAGGAACAAGTGATTATGCTACCTTTGC 

ACGGTTAGGGGACCGG 

>Sequence 2566 

AGGTACATATTCATTGTAGACTTCCTGTGGATGAGCATGAGCTATCATGA 

CCTCTTCTTCTTCCAAGACTGCAGGCTGCTGAGAATCAAAGTGGGAGGGC 

TCTTGTGAGTCTGCTCGTAAATACKXrTTCAGTTCGATCATCTGTATCTAC 

TTTCTCCCTATTTGTGGAAAGTTGAAATTCATACTTGGACAACTGCTTCT 

TAATCTCCACATCATCATCATTTTCAGGTTTCTTCTGATTCTTTTTCTTC 

TTATCTTTAAATTGTTTGATCAATGTGAGGACATGTTCAACAAGAAACAT 

GAAATACAGGCCTTCTAGAGCTGTTAGACCCTTCCACGTGGAATCAAAAT 

AGGCCCTTTCTTCTATGTTTTGAGAAGACAGATGACTGAAAAGGGGCCCT 

TTTTCATTTCCATGCTTGGTCTTA 

>Sequence 2567 

AGGTACCACTATGCCTGGCTAATATTTTTATTTTTTTATTTTTGTAGAGA 

CAGGGTCTTGTTATGTTGCCCAGGCTGTTCTCAAACTCCTATCCTCAAGC 

CATCCTCCCATCTCAGCCACTCAACTTGCTGGAATTACCAGCGGAAGCCA 

CTGTGCCCCAGCCAGACTCCCTTTTACCTAGTATATCATGTCTAATTTCT 

AACAAAAAATTAAAAAAACATTGTAAGAGGAAAAAAAGAAACCCTAAAAC 

AAACAAGCAAACAAAAAACCCAAAACAACAAAAAGTTTCAAGAAACAGAG 

CTAGCTGA CAGA ACTATATTCAGATATGGCAGGTATATTAGAATTATCAG 

ATTGGTAATTTTAAACAACTATGACTAATATGGTAAGAGTGATAATGGAA 

AAAATAGACAATTTGC 

>Sequence 2568 

CCGGGCAGGTACAGTATATGTATTTTTTTAAGTGACCTCCTCTCCTTCCA 
CAGACCCCACATGCCCAAAGGCCTCGGGACTTCCCACCACCTTGCTCCAC 
AGATCCAGCTAGGCCTGACCTGTGCCTCATCCCGTGCCGCTCGGTCTCTG 
GCTGATTCCCGAGGCTTTGTC^ 

TTTTGl I 1 1 1 1 1 1 AATAACTCAAAAAAAAATAAAAGACTTGGAGGAAGGG 

TGCAAGCTCCCAGTGCATCTGGGGCACATGTTTCTTGGAAGGGACTGTCT 

CGCCGACACTCGGGATTCCCTCTTGCCTGCATGTTGAGGCTATGGGTGAC 

CGTGGTTAGTGGGACAGGCAGTGAGCAGTGAAGTGCCTGAGTGCCGAATT 

GGTGGGGAAGGCTTT 

>Sequence 2569 

CCGGGCAGGTACGCGGGACAGCGGCTTCCTTGATCCTTGCCACCCGCGAC 

TGAACACCGACAGCAGCAGCCTCACCATGAAGTTGCTGATGGTCCTCATG 

CTGGCGGCCCTCTCCCAGCACTGCTACGCAGGCTCTGGCTGCCCCTTATT 

GGAGAAAGGTGGTTTAACAAGAACAATCATATTCCACAAGAGGATTAAGA 

CCTGAATTACAAAGTAACTTCTTTCAAGGAGTTTCATTAGAACGACAATG 

GCCCACTCACAGAATGGCCTATAGGATGGAAATTGGAAAGGAAATTGTAA 

TGGGGTTAAACACAAAACGGGTTTGAAAAACTTCTTGAAGCAAATTGTTG 

GGAGAGTTGCAAAAATTGGCCAAATTAATTAATTTAGGACACGTAAAGGC 

CTTAGGAAGGGAGTGTATCGAATTATATTCAAAAAATTTAAAGGGCCGAT 
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AGGTTTTATTTAACTAATTTTTTTTGGGAAATTGTTGGGTTCAAAAAACC 
CCAGCTTTAATTTGGGGAAGGTTTAAACGGGTTACCCTGGCC 
>Sequence 2570 

CCG GGCAG GTACACAACAAGCAGAGTCTGTCATAAGCTGAAACAGAAGAT 

TCTGTTTTAGAATAAGGCGCATCTGAGCTTAGGAGCATAGAAGGAAAAGA 

AGAAAATCCAGAGCTGTGTGCATCTTCTACGATGCCTGCAATTTCAGAGC 

TTTCATCATCGCTTATGGGCGGAATCTCATAATGAATACATTAAACCTTT 

CTGTCCCAAGATCATCAGGCTAGAGTCGAAAGAACCACCTGCCTCTGTGG 

CTG A AGG AGGC A ACCCAG AAG A ATTTA AGCC ATTTAC ITT HTl '1' 1AAAA 

GGATTATCACAGGAGGTTAGCCATCCAGCCGACTATAAAAAGGGAGGAAA 

TCAAGAAATAGGCCCATTACCACCAACTGGAAAATTTGAAGGCACAAGTC 

ATGGGAGATATTTTAGATAAGCTAAGTGAAGAAACAGGCG 

>Sequence2571 

AGGTACCGAGCATGAACATCTGCAGCCTCTTGCAGAATCACCCCAGAAGG 

GGACTGAATCATGGTCCTCTTGATAGGTATGTTCAGCAGAGTTTCCAGTC 

CTGAGGTGTATGAGGCCAGCTGGAGCTCATAATCCTTAATTCCCGCGTAC 

CTGCCCG 

>Sequence 2572 

TGGCCCACCGTGCAAGCTTCCACTTGGTGCCTGCGTGGGAACGCACCACC 
TGCCGTGGAACTTCCTCCTGCGGGGCAGAGGAGGGGTCCCCCGCGTACCT 
>Sequence 2573 

AGGTACTGGTTGGTCATTTCCTTAACCAAGGATCAATGACAAAAGGCCAG 
ACAGCTCACTGCACTGCCAGGCTGCACGTCGGAAGCCGGGCTCCGCGCGA 
CTGCCCCCGCGTACCTGCCCG 
>Sequence 2574 

CCGGGCAGGTACACK:AGGCH3TTGCTTTGGTCATTGCTGTGTTGAACAGTG 

CACCTCCTTTCTTGACTGTATGCACCCATTGTTGATATGACCTCGGGTTC 

CCTCCACAAAAGCCACCTGAAGTGATCTCTTCTTCAAATACATCAGAGAA 

ACCCCTTCCTGCATTTAGTTTTGCCAGTCGACCATCGATAAACTGCTTAA 

AAAGCTGGAGGTTAACGGCAGTTTCCAGGAACTGTTTCATCACGCTTGAG 

CGGTGCTTTACAAAACTCTCCTCACAGAAAGTGATGGGCTCACCAGGTTT 

GTATCTCAGTGCATCTCTGTAGGAATCCAAACAAAGCAGCCTGTGCTCTA 

AGAAAGGCCCTAGCTACTCCATCACCCGTAGCTGTAGACTGCTTCTTCAG 

TTTATTTTTCAAGGCCGAGACCACATCACTTGGTAGGTTG 

>Sequence 2575 

AGGTACGCGGGGAGGGATTTCGGCCTGAGAGCGGGCCGAGGAGATTGGCG 
ACGGTGTCGCCCGTGTTTTCGTTGGCGGGTGCCTGGGCTGGTGGGAACAG 
CCGCCCGAAGGAAGCACCATGATTT 
>Sequence 2576 

CCCCCGGCAGGGTCCCCGGACTACCACAATTTGGCTTCCCTCAAAGGCCC 

TTTGAGGCACCAGGCTCTGGGGCTTCTGCTGTCCTTTGAAGGGTGTCTTC 

TGGGTAGAGGGATGGGAAGGAAGGGACCCTTAACCCCCGGCCCTTCTCCT 

TG ACCTG CC AATAAAAATTTATGGTCCAAGGGAAAA AA AAAA AAAAAAAA 

ATAACTTTGTTCCTCCGCCGTTTA 

>Sequence 2577 

CCGGGCAGGTACTTTTTTTTTrri T I"i"r{ u ri"ri'i"l ri'iGTAGGGATGGGG 

TCTCGATTTGTCTGCCCAGGCTGGTATCAAACTCCTGGGCTCCAGCGATC 

CTCCCGACTCAGCCTCCTGAGTAGCTTGGGATTACAGGCACGTGCCCACA 

CACGTGGCATCATACACCCATTTTACAGGTGAGGAAATTGTGGTTCACCG 

ACAGTAAGTGACTTGCCTAGGATCACACAGGTAGTAAATGGTGGAGCCAG 

TAGTTAAAATCAGATGAGTCCCTAAGTCTTCTGTTCTCCCTTACTTGTGT 

TCTGTTTTTTGAATCCCTAAGAGCTTTGTGCAGTGCCCCTGTCTGCTGGA 

TGAACCAACAAACACTGCTTTAAAACTCTACCAAAAAGTGAATCCCGCGT 

ACCT 

>Sequence 2578 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 
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AGAAGGCACGTTTATCCAGAGAGTTGATTCTCCTTAATACCAGGAAACTA 
GGCAACAGCAGGGAGGGGACAATCATGAGTCCTAGGCAGGAAAGGTCCTC 
TGGAGAGAGGAAATGGCACACGCGCCCCCGCGTACCT 
>Sequence 2579 

aggtact tt i i n i n i n ri i rm rn iccttttttaaaaagttattt 

ATTTATTC 1 1 1 11 1 11 11 11 rilTGGTAAGGTTGAATGCACTTTTGGTTT 

TTGGTCATGTTCGGTTGGTCAAAGATAAAAACTAAGTTTGAGAGATGAAT 

GCAAAG G AAAAA AATATTTTTTCCAAAGTCCATGTGAAAATTGTCTCCCA 

i 1 1 1 1 1 GGCITTTG AGGGGGTTC AGTTTGGGTTGCTTGTCTGTTTCCGGG 

TTG GGGGG AAAGTTGGTTGGGTGGAATGGGTACCTGG7TTGATATGGATG 

GCGi 1 1 i 1 CTG ATAAGTTAACAATTTGCCTCCATCCATC AACITATTTTT 

CTTGGTTATTGGTACTTTATTCnTCTATTCGTTCTTCTTA 1 1 1 1 'l 'l TI'lA 

TCATAATAGCTTATAATTCTTTTGATGTTCTTTATTATATAAAACTTCCT 

GTCTTATGCCCCAT 

>Sequence 2580 

AGGTACTTTTTTTTTTT71 1" 1 ' 1 1" 1 " I "i GCCC CGC AGCTTTT ATT AGCC ATC 

gttacagtctctcgtccacaaacactgcccagctcccttcccagggcact 

ttactggaggcaagtgcaaaacactgtggtgctttctattcaaagaaaca 

gaagatgttck:tgtgggggtaacggacagcccaactacccaccagtttta 

cagcaggatccgcagtgagcttgatacagatagaggatagatgacggtaa 

aggggg aa aag agttta a a attatc a agtttcctcttg aagtgtcttttc 

ccaaggcactgtgaagaagactgctgctagcaattttctaggactaaaca 

caccgatgggaatataaatatttcaaacacaacccctgttacattcttac 

agttagtttcatcacttaggtctcttcttagctt 

>Sequence 258 1 

AACTGGCGCAGGGCTCACCCCGGGGCGGCCCGACCGTTCTCATGGCCAAA 

ATCTT CCAA CAACCCAGATTTGAGGAGCAATGCTTTAAAACGAGGCATTG 

AAGGCTTTTAATCCGGGCCCCGGAAAAGGTTACAGGATGATACCTAAAAA 

TTCCTCAGGGGTAAAATCTGAATACCTGCCCGGC 

>Sequence 2582 

CCGGGCA GGTAC GCGGTGGTCCAGGTTTCAGAAGGTTTGATGCTATACAT 

TGTGTGAATTTTGAGGTTATGATGGTGGCCCAGAGAAGGTTGGGAGGCAT 

TAGTGTAGTGTTGGAGGGATTTGTGTCTCACAGAGCATAGATCGTATTGT 

GGAATTTCATTCTTCACAGAAGCTGTCTCCCTCTCTGCCCAGGGTGACAT 

TCCATGGGACGACAAGGATTTCAGGATGTTCTTCCTCTGGACTGCTCTGT 

TCTGGGGTGGAGTCATGTTTTACTTACTGCTCAAGAGATCCGGGAGAGAA 

ATCACTTGGAAGGACTTTGTCAATAACTATCTTTCAAAAGGAGTAGTA'GA 

CAGATTGGAAGTCGTCAACAAGCGTTTTGTTCGAGTGACCTTTACACCAG 

GAAAAACTCCTGTTGATGGGGTAAATCATTTTATTAAT 

>Sequence 2583 

AGGGTACTCTGGGTTGGTACCACTGGTTTCCGGGACCTTTTGGGTGGTTA 

CAACTGGTTTCCCGGAACTTTGCGTTGTTACCACTGTTTCCCGGGACTCT 

GCGTTGTTACCACTGCTITCCGGGACTCTGCGTTGTTACCACTGCTTCCC 

GGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCAC 

TGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTT 

GTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGCGTA 

CTCTGCGTTGTTACCACTGCTTCCCGCGTACTCTGCGTTGTTACCATTGC 

TTCCCGCGTACCTGCCCG 

>Sequencc 2584 

CCGGGCAGGTACATCCAAATTGGGCTACGAAAAGTGGCAAGTTTGATTGT 

AGCATCATGTCTTTGAGTGTCCTATTGGACTACAGATTAGAGGATAATAA 

AGAACATTC ATTT GAGGTrrCATTGTTTGCGGAACTTTTCAACGAAATGC 

TTCAAGAGATnTGGTGTCCGTATATACAAATCATTACTGTCTCTTCCTG 

AGAAAGAGGACAAAAAAGAAAAGGATAAAAAAAGCAAAAAAGATGAGAGA 

AAAGATAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCACCGTTAAGAAGTT 

GAGCTTTTATCTTAGAGGCAGCAGAAGGTTTGGAGCCAAGGAATGAAATG 
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ATGAGGCGTCCTTCAGGTAATGAACTTCAGCTGCAGTGTGAAAGGGGCAG 
GAAGACTGGCAGCTGTCAAAACTGGAACAGTCC 

>Sequence 2585 

AGGTACATTTTACAAAATTAAAGTCACTTTGTAGGTATATAAAAAGTTTT 
AAAAGTTGGTTTATTAATGAGAGTAGTGGATTACATTTCTTTTC AAGC AG 
TAGTTTAAATATTAACCAGTTTACTTTTTTTT 

CAGCCTGGACAACATGGTGAAACCTCGTATCTACCAAAAATTGAAAAATT 

AGCTGGGCGTTGGTGGGTC ACGCCGGTAGCGTGG I" 1 111 1 1GGGGGGGAT 

ACCAATGTTCTAAACTGTGCTGGGGCACTGGGTATTCCACTCTGGGGCCT 

TTTCTCAAAATCCCTGGAATTGGGCCTGGGCCGCK^CGGGCGCTTTTTAAA 

ATTGGGGGGTCCCCCCGGGCTGGGAAGGAATTTAATTTCAAGCTTTTTTG 

ATACCCCTCGAACCCTTAGGGGGGGGCCCCGGTTCCCCAATTTTTTGGT 

>Sequence 2586 

AGGTACT T TTTTT TT TT TTTTTTTT TTTT T1 1 1 i rATTTTTTTTTTTTTT 

TTTrTTTTITrTTTTTTTCTTTGGGCAA 

CCACGGGGACCTGTCA 

>Sequence 2587 

taatactacgttctatttgtaatgctatataailtaatataacatttataa 

tgatatgatataatttatataacatctatttgaatatatcataattaata 

taatanaaagtagaggtaaaatcatttgggcgaatcggagctccacctcg 

gtgck;agccgaggtacatttccttgtagactctgttaatttcctgcagct 

cctggttggttctggagcagatgatctcaatgagagagtcctcgtcggtt 

cccagcccctttatggaagcttttagcttaaaagcgtcatacctgagcaa 

gggttcttcaatataggcccaaaaatcacccggttttccaaggtgggcca 

gaaataagggcctaacnttcagatgcctgatgccaaggtttccttt tttt 

ggagccc1ttc1t i "1 gggtaggggcc aa aggca aattatccctggtcttt 

tggtggcattttggcccccagcggttaccttgtccccggggcaagggccg 

gtttctaataaaactaagtggggaatccccccccggggcctggcaaggaa 

aatttcggattattcaaagtccttaatttaaattccccggcctaacccct 

tttaaggggtgggggcccccggttctcccaaaacccttttggtatccccc 

ttttaagtcggaggggtataattctaccacccgacttgggtagaataata 

acttatggctcctttaaataaagtcttccacttggaaccaaaactcgcgg 

A 

>Sequence 2588 

CCGGGCAGGTACACTCCTCATCATCACTGTTGCTTGAGCACCGAAGAAGA 

GTGGCCCAGCCTTTTGGGTGCAGCTGTAAGGACGTGATGCAGTTTCCGTG 

GTCACTCTCACCAAGAACTTCAGGGGTTACGACTTCAAGACTATTTCGTG 

GTGAAACTCCTGAACTTGAAGTAGTTCTTCTTCCTCTTAAAATGGGATAG 

CTGCCTACTTCTAAAGACTTAGTTAAGTCAAGGTCATGCAAAATTAAGAG 

ATATCCAGAGGACGTTGAAATCAACATTTTGGAACAATCTGGTGTTAACC 

TCATTCGCATGAGAAAACGTGTGTGAAAGAATTTCTTATGTGGACACCCA 

TCTTCTGTATACCTGTTAGTGTCCCAAATAATGACATTTCCATCAAATCC 

TGATGTTACTAAGAGTCTTGTATTAGTATCAT 

>Sequence 2589 

CCGGGCAGGTACGCGGGAACATAAATTGATTTCTCACTGTTCTGTGGGCT 

AGATTGGCAAAGATCAAGGCATTGGCATGTTTTATGTCTTATGAGGCCTG 

CTTTTGACCACTAAGATGGCACTTTGAAAGCTGTGTCCTCACATGGCAGG 

AGGATGGAAGGGGAAGAATGGGTGAATGCAATGTGAAACCTCTTTAATAT 

CATTATTCCCATTCACCAGAGTGGAGCCCTTCTTACTTACCTCCTAAAAA 

TCCTACCTGTTAATACTATAATATTGGTATATAAGTTTTAACATATGAAT 

TTTGGAGAACATATTTAGACCATAATAAATATTAATAGTTTCACAGATGT 

AATAAATATCAAGCAATATAATTAAATAAATTTCTACCTCATAGTAAAAC 

TACAGGA 

>Sequencc 2590 

GGAGTATCGACTCATCGAATTTCGGCGAATGTGCTGATAGGTCGGCGGCC 
GAGGTACGAACTTTTCTCCATAGGATACTTAGGTTGCACCTTTGTATTTG 
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TAAAACAGGAGCAAATTTGGACCTTGCCGGGCCAAAGTCGTGTCACGTGG 

AACCTCTTAATCTCAGCATCCGGAGCTCCAGGAAGGGAAAATTTCAAGTC 

AGATAGAATTCTATATATACCATTTCTTTGGAACCTTCAGCCCTCAAGAT 

TCCAACATCATGACCTCAGTTTCAACACAGTTGTCCTTAGTCCTCATGTC 

ACTGCTTTTGGTGCTGCCTGTTGTGGAAGCAGTAGAAGCCGGTGATGCAA 

TCGCCCTTTTGTTAGGTGTGGTTCTCAGCATTACAGGCATTTGTGCCTGC 

TTGGGGGTATATGCACGAAAAAGAAATGGACAGATGTGACTTTGAAAGGC 

CTAT 

>Sequence 2591 

CCGGGCAGGTACTGTGAGCCAGCACTCCCTGACCTCAGGGTGTGTGAGGA 

GTTGGCACTGTAGAGAGAAACCAAGACTCTTCCTCAATGCCTGCCTTATT 

CTGAGCACCCACCCTTAGCTCTGATAAGGATCCCGCGTACGTGGCCTACA 

ATGACACACAAATCCCATTAAATAAATTATAAACAAGGGTCAATTCAAAT 

TTGAAGTAATGTTTTAGTAAGGAGAGATTAGAAGACAACAGGCATAGCAA 

ATGACATAAGCTACCGATTAACTAATCGGAACATGTAAAACAGTTACAAA 

AATAAACGAACTCTCCTCTTGTCCTACAATGAAAGCCCTCATGTGCAGTA 

GAGATGCAGTTTCATCAAAGAACAAACATCCTTGCAAATGGGTGTGACGC 

GGG 

>Sequence 2592 

TGGAGGCGTCGCCTTTCTACTACTTAGGGCGAACTGAGCTCCTTTGGGGA 

GGCCGAGTCTTGCCATCCTTTTAGTATCTTTTTTTATATAAGTAAAGATT 

CACACAAATAAATTCACTTGAATTTGATAATTTGGAACATTGGCAATGAA 

TACAGTGCCTGTTGAGGGCTGAAAGAGAGAGGAAATCAAGAACAGTGTGG 

GAGAAGAAAGGCAATCCTTCGTTGAAAAGCITTTCTCTTAACAATCCTTA 

GTGCCTC AAAAATAAGCCATTTTGATAACAAGAGTATAAAAAGCCTTATG 

ATCTGCAAAGTAAATCGTATCTGGTTTAAATTTCATCCCAAGTCTCAGGT 

TATGGCTGAGGAGCTATACTAAGTATCTTTGTAGCACATTTCTTTGAATT 

TTTATAACTAAGACAAGAAAATTTTTTTATCAGATCTAGGCAGAAATACT 

GATCT 

>Sequence 2593 

AGGTACTT T T T T T I T 1" 1' T T "[ 1 11 111 1 1 T 11 11 1 T1 C C1 I ' ll 1 TTTTTTT 

ii TrrnTn rn i rm m tt ttt t t ttt t nun TirnTiTnTT 

1 11 1 1 1 11 nil 1 AAAAGGGGAAAACCCCACCGAAATAAAACCCCCCCCA 

AAAAAAAATATTAACAAAAAGGGAAAAAAAAAAAATCACACAGCCAGAAA 

AACACAAAAAAAAAACGGCKTAAAAAAATTTCTTTTTACCCCCCAAAAAAA 

ATTATTAGGGCCCCTAAATTAAAAAAAAAAATTCAAACCCCCAAAATTCC 

AAAAAAAGGAGGGAAAAAAAAAATTAAAAAAAAAAACCCCCAAAAAAAAC 

CCCCAAAAAAAGGAAAACCCACAAACCCCCCCCAGGTAAATAAAAAAACC 

CA 

>Sequence 2594 

AGGTACTTTTTTTTTTTTTNAAAAAAAAAAAAAAAACAAAAAAAAAAANN 

AAAAAAAACAACAAAAAAAAAAAAAAAAAAAAAAAAAATACCNNCAAANN 

AAATANAAACACCCACACCACACCTACCTTATTATTTCATAAACCAAACA 

AAAATTTAAAAAAAAAAAAAAAATCCACCATTCAATCTACACCCACACTA 

ATTTATACATAAAAAAACTACAATAAAATTTCATAATAACATCTAAATAT 

CACTAATAACAATACACCACATATAAATTATAATCCAATTCTATAAATAT 

ACTACATACAATAATTATATAATTTTTAATAAATATTTATTTAAATCATT 

AAATATAATATCTCCAATTCTACTCTCCTAATTAACTCACTATCCATCTT 

AACTACTTATTCANAATTCTCATAACCCACATCTATATATCATCC 

>Sequence 2595 

TATGAGCACTACTTNCGCGATTGAGCTCACCGCCGGTGCGCCGCCCGGCA 

ggtacii i"iiiri"rrrrrrrri-rrrrTANNGGACTGAATCCAGCTTTATT 

AAAGATACTTTCCATAAACAATCATGGTATTTCAGGCAGGACATGGGCAG 
ACAATTGTAAACAGTATACAACAACTTTAAACTCCCTTTCAATGGACTAC 
CTAAAATCATATAGCCTCTATAAAACCCAGTGAAGTGATCATCAGATGCT 
CTTAACAGGGAACAGAAAGAGTGAAGGTGGCCAATGGACTATTAACCATC 
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GTGCATAAATAACTTAACACAATGAATATGCCTGGCTATATATGATTAAT 

AACTACAATGGCATACTGTTGTCAGACGTGGTCCATCTGTATAACAATGA 

CGCGAGGGGGTGCTGTAAATGTGCCCCTCACAGATTAGGGGAACTCTACT 

TAGAGTTAGTTTCTTGTCCACGAGTGGCTCTTTTATGAAATAGGAGCGTC 

TCACAGGCCTGTACGGGTAGTGATATTAACAAATAGTTACAACCCTCCGA 

TTCTAAGGTGGGGGATCGGGTACATCACACAGTATAGATGCTCTTTGAAG 

AGGGGGAAAGAGCATACGATGTGGACTATTCAGTGCACCTAAGGGAATAC 

CTTACGTTAAAATCGCTTATGCTCACAAATATACCGCGAAGATGTTCGAA 

GATGTGAGGGTAATATTTATCTATATGACATGGATGCGCCAATTGCAGAT 

ATGCTAATCATCTCGTATACTGTGTACTGGTGTGTGACGAGACGTTTTGA 

CAATAAGAGAAACCATGTATGTAGCAGACGCGAACTTGATATAATGACTA 

CTACTCCATCGTTAGACGGAGCAGATTNCATTGTGTAGGATCTATTCATG 

TATTCATATATATAAACTAGAGTAGTGTTTATGTAGTACTGAAGATGGTA 

TATGATGTGTATCTATACTTTATGCGTGAGTGAAGTCATTGACAATGATT 

GAGGTAAATACATCG 

>Scquence 2596 

AGGTACATGAAAAAATTCATACTGGAGAGAAACCCTATGAGAACCCTAAC 

CCTAACGCTTCAGTTGTCCCAGTTCTTTCATGAGCATGAAAGGAGTCACA 

TAGAGAAACCCCATGAAAGTAAGAAATTTGGGAAAGCCTTCAGTCCTTTC 

TGTTTCTTTCAACTACGTGAAAGGATTCACGGTGGAGAAAGACCCTGTAA 

GATAATTGGCTTTAAATTACX3AGAGACTTGTGATAGGACAGTAAAACCTA 

GAGTTGGAGTTGGATCTCTGGATTGTGTTATGTCAGTGTTGGTAGGTTAG 

GAACTAGATTTCCCAGAATCCATTCCATTTGTGATTCCATGATACAATTC 

ACCAGTAACCTATCTTACATGAGATTCGGAAGTAAGTTAAGAAGGCATTA 

GTCATGGTTTGGAAGCACCATACAGGGAGACAGCTGTGTGAATACAGGCT 

GTATGGACACTTGCTTCCATCCCATTTTCCTGCTTCTTTGGGTTGCCAAT 

CAAGAGTATCCTCAAAACGACTTGACTTTAATTTTCTCGGAGGTGATAGG 

CTTCCACACGGGTCTCCAGAAGCTCCGCATTGAATATCCATCCACACTTT 

GGGTTTCCTTCAGACCATATTATGTCTGTACCTGCCCC 

>Sequence 2597 

AGCCGTGACCGTCTNTAATGTTCACTNTTATC>WTTATACATTTATCATN 
TATAAATANNTTTTNAANTTANATT^^ 

GCAGTAGATAGGCGATAGACAATACGCGGGCGCCGCNGCAGTACCNGCAC 

TGANGCTAACTACATAACCTTTAAGTTAAGATTAAAGACCAACCCTCTTA 

CAGTGAATGCCCAACTAAATACTACCGATGGCCACCATAATACTCCATAC 

TCTACACATTCTATCACCCAACTAAATATATGAAACACAAACTACCACCT 

ACCTGCCTCACCAGAGCCCATAGAAATAAATAATTATAACAAACCCTGAG 

GACCAAAATGAACGAAAATCTGTTCGCTATATTCATTGCCCCCACAATCC 

TAGGCCTACCCTGCGCAGAACCT 

>Sequence 2598 

AGGTAClTl'l 1111*1 Ti l l 1 1 1 T 1 1 1 1 ITl'll 1 ITGCTTCCTTGTCTTTG 

GTTTCATTGTTTTTTCTTTATCCCATTTCCCCCTCTAGTGGTCTAGAAGT 

AATAAATCCTAATACTGCGTTTGTAATACTTGCTCTTCACATATTTGTAT 

GCAGCCAGTCACAGTGGAATGTGACTAGAATCCTTGTTACTCAAGAGGCT 

GAGGTTGAAGGATCGCTTGAGCTCAAGAATTTGAGTCCAACCTGGGCAAC 

ATGGTGAAACCCCATCTCTAAAAGAAAATACACACAAAACTAAGCTTGAT 

TACTTTTATATTTTCTCCAGAAACAAAAAGAAATCACACTATGCTGCCAT 

ACTCACCCTTCCCACACTGTTCCTTCAGCAACATATACCATTGTTTTTAG 

TTCCGAATGGTTACTACTTTCCTTATATCTGTCA 

>Sequence 2599 

TGGGCGCCCACTACCTTCTGAGCTATTGGGCGACTCCGCACGCTCCACCG 

CGGTGGCGGCCGCCCGGGCAGGTACTGGCTTCCrrTGTTAATCCTTTATCC 

CCTTCAGGTGTTATTCAAATGTCATCTTCTCAAGAAGGCCTTGTGTGATT 

AGTTTATTGAAATTATTCCACTCAACTCCTATGTCTAACACTATTCAGTC 

TCCTTTCCTGCTTCAATTTTCTTCTTGGCTCCTACACCCTCTAACTTGGG 

ACATGTATATGTGACATATTTGGCTAGATTATTTCACCCATTAGCATGTA 
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AACTCCACGAAGGCTTITATTTTACTGCAGTATTTTCTGCACCTAGAACA 
GTATTGGTATATAGCAGTCACTTAAATATTTGTTGAATGAGTGATGTAGA 
GAAGGTTCAAAAAGCCACTGGAGAATGTCATGGCTTGACCG 
>Sequence 2600 

CCGGGCAGGTACTGTGGATTTTTCATTTGCAAAGACGTTAAGCCCTCCAA 

ATGTGCAAATCATGAAGTCAGTTGTTGTTCCAGCAAGGTTTGCCCAGCGG 

TAAAAAACAAGATAAAACTAATGCACTAGCTGAAACCAGGTGGGGAGACC 

ATGTGTGGTAGTGCTTGGGGGTGGAGGGAAACTATTTCTGAAATGAGGAC 

TTAAAGTATAATACCAGCTTCACTGCCTGTTCACATGAGAAACCAAAGCT 

TCAATTTAACTGCCGGCAATAGGAGTTACACACTGTCAGCACCAACTGTC 

TAAGATCCAAAACTAGTATCTATATGTGTAGGATCAAAACCAAAAATCTG 

GAGGGATCTAGTTAAACTTCAATATGCATGACCCCAGATTCCCCTTTAAA 

ATATAGTCCAAGTATTTTATATTTTGCATAGGGG 

>Sequence260l 

CCGGGCAGGTACCTTCTTTCTGGCAGTGAATGGTCTGTATTCCTCTAGTG 

ATGATGTGATCGAATTAACTCCATCAAATTTCAACCGAGAAGTTATTCAG 

AGTGATAGTTTGTGGCTTGTAGAATTCTATGCTCCATGGTGTGGTCACTG 

TCAAAGATTAACCCCCCGATTGGAAGAAAGCAGCAACTGCATTAAAAGAT 

GTTGTCAAAGTTGGTGCAGTTGATGCAGATAAGCATCATTCCCTAGGAGG 

TCAGTATGGTGTTCAGGGATTTCCTACCATTAAGATTTTTGGATCCAACA 

AAAACAGACCAGAAGATTACCAAGGTGGCAGAACTGGTGAAGCCATTGTA 

GATGCTGCGCTGAGTGCTCTGCGCCAGCTCGTGAAGGATCGC 

>Sequence 2602 

CCGGGCAGGTACAATACAATCTAGATGACGGTGCAGACTAAGTCAAGAAC 

TAAAGTTGTGCAGTAACCCGAGTTAAGGCATGAATGCAGACACACACATG 

CACACACACAGCACCCATGCTATCAAGACACAGGATTTTTTCAGTTGCCT 

CATGAGAGGCAACCTGGGCTTGGCAGTTAATCAGAACTGCTGAGCATTCC 

AGAAAATGCCCCCCACGACTTTATGCTAACAGCTGTGTGTATGTTTTAAT 

CAAAAAATTAAAGAAGAAAAAAAAAACCTAAAAAACAAAGAAAAAAACAA 

ACAAAAAATCACCAAAAACCTAGAAACCCCTTAATCTCTTACAATGGCTC 

TTGAGCATGGAACTCATGTAGCAGCATCAATGGCTGGCTCTTTAACAATT 

TGGAAATAAAAGGTTGTTTTACTATGTATTTCTTTG 

>Sequence 2603 

GGCGTTGACGCAGTTAGGGAAATCGGAGCTCACTTCGGTGGCAACCTCCG 

TACGCGGGATGTGGCAGTGAGTGGAGGACTGTGGATGAGTGACCCCTTTA 

AAAGTAAGATATTGTCACATAAGCTCTTGAGACAGTTAACTCATTATCTG 

CAGTTTCTTCCATTCCACAATAGGCTACTTATTTTTAATGCTGTATTACA 

TTGGGAAAAAACCCTCAAGTGTTTATTTCTTAATAAAGAATAAAAATATT 

TTACCTATTATATTTTAACACGAAAGGTGGACAATATTCAAAATAGGGCC 

CTGGGAAATTATCTTCTGTACATAGGACTCGCAACTGCTTTGGCACAAAT 

TCCCAGGGGAATTA CAATT GGTTCCAGTAAGACCCACGAAAATGGGTGAA 

AAAAGATCTTATTCATTTTCAAGTAGATTAACTTGGGCCCATTACAAAAT 

CAAGGGGTTTCCCTTGACTCCAGGGGCCGGTGCCGCCTTCTTAGGAAACC 

TTAGTTGGGGAATTCCCCCCACTGGGTCCTTGTCAAATGGAT 

>Sequence 2604 

TTTGTCTAATGATAGGAATTATTCCTTTAATTTAAAAAATACTTTCAATT 

TTTTAACAGTTTTTTCCTTACTTGTCCAATGGGATGTAGGAATTCAGAAT 

GGATCCTGCCATTGCTTTGGTGCTGGCATTATCACTAACTGTGCCCAAGC 

TGAACTGTGCCCCAATTTTTTCCAATTTTAAACTTGAACTTTGGGTCCGG 

ATTTTAAAAACTTAGTGGATTCCCCCCGTGGCTGGCAATGAAATTTTCAA 

TTATTTAAAGCTTTTATTGTATTACCCGTCAGAACACCTCAAAGGGGGTG 

GGGTCCCCGGGTACACCCAAGCTTTTTTGGTTTCCCCTTTTTAATTGAAG 

GGGATTAAATTTGGCCGCCGCCTTTGGGCCGGTAAATTCAATTGGGTTCA 

ATTAGACCTTGT TTTTCC CTTGTGTTGAAAAAATATTGTTTTAATTCCCC 

GCTTTCAACAAATTTTTCCCTCACCAAATATTTACCGTATGCCCCGTGGT 

AGTCT 
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>Sequence 2605 

AGGTACGCGGAACAATCAACAGTTTCTGATGTTCCGAGGGACCTGGAAGT 

TGTTGCTGCGACCCCCACCAGCCTACTGATCAGCTGGGATGCTCCTGCTG 

TCACAGTGAGATATTACAGGATCACTTACGGAGAAACAGGAGGAAATTGC 

CCTGGCCAGGAAATTTACCTGTGCCTGGGGAGCCAAGTTCTACCAGCTAC 

CCATCAGCCGGACCTTAAACCTTGGAGTTTGATTATAACCATCCACTTGT 

GTAATTGCTGTCACTTGGCACGTGGGAGAACAAGCCCCCGCCAAGGCAGG 

CAAAGGCCATATTTTTCCATATAATTTAACCCGAAACAAGAAATATTGGA 

CAAAAACCCAATTCCCCAGGAATGGCAAAGTTGAACCCGGATTGGTTCCA 

TGGAACAAACCATTCCATTTAGTTGGTCCAAAGTTGGGCCTGTCCTTTTA 

AAGGTTCCCCCCCCTGGTTT 

>Sequence 2606 

GTTGCGATCACTACT 

>Sequence 2607 

ATACCGAGGCCGGGGCAGCATAAAAGTTGTAAAAAGCCCTTGGGGGATGC 

CCTAAATGGAGTGGAAGCTTATACTTCCACCATTTAAATTGGGCGTTTGC 

CGCCTTCAACTTGCACCCGCTTTATTCCAGTTCCGGGGAAAACCCTGTTC 

GTTGGCCAAGCCTGGCATTTTAAATGGAAATTCGGGGCCCAACCCGCCGC 

CGGTGGGAGAAGGGACCGGGTTTATGCCGTTATTATGG 

>Sequence 2608 

CCGGGCACKjTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTG 

AATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTATACTCAGCCTAT 

ACCCCTTATATTTATAATCAGAAGCAGAGATTAACCTTGTCCCTTACTTA 

ATTTCATCACCTTTTAATGGGTAAAAAAATGGAAAGGTTTCCCTTAGAAA 

AAAATTCCTTTCCCGGTTTCCAACTCCTTGGCAAAACTTTTAATGGCCTA 

TTTCCTGGTTAACATTAAAATCCAAGGGCCAGGGGGGCCAAAGGAACCCT 

AAAAACCTTATTTTTTTTGAAAATTTGCGGCTGGGGTTGGTTTATGAAGG 

GGCTTTAAAAATTTTTCTTACTTGGCTTTATTTTTGGACCACGGAAAATT 

TTGGAAGAAAAATGGGTTGGATTTCACAATTTTTTCTCCATGCAAGGATG 

AGGACTACTTGGTGTTATGCACATAAAATATTTTTTGGGTGCGCCCCCAT 

AATATTTTATAAAAATTGGGGGGGGGGAGGGGAAAATATTATTTTATATC 

CATAAAATTTCCAAGGTTTAGGGTTGGGG 

>Sequence 2609 

CCGGGCAGGTACGCGGGGGGCTGCAGCTGTGGAGGAGGGTTTCAGAGGAG 

AGAGGTCGGAGAGCAGAGGCCTGAGAAGCCAGAGGCAGGTGGAGAGAGGG 

TGGAAAGTGAGCAGCGGGCTGGGCTGGAGCCGCACACGCTCTCCTCCCAT 

GTTTAATTAGCCCCCTTTAGAAAAATTTCACAAGTCCCCTTCCATATAAT 

AATATTTTATTTAAAAGTCCCT 

>Sequence 2610 

GGCAAAGCGATCGGAACCCGGGAAGAAATCGTCCCAGGCGCGGAGTGGAG 

CGATATTAACGTCCATGTTCTCAGCTTTGCGTTCTTCGCCTCCAGAATCT 

GGCGGCGGCGGCGGCGGCAACCGATCAGCTGAGCTGAGTTGGAGAGTTGA 

CAACCCCCCGGGGGTCCCTTTGGGCCGGT 

>Sequence 26 1 1 

AGGTACGCGGGTGTTCCTTTTTGTCCAAAGTCTATTTTTATTCCTTGATA 

TTTTTCTTTTTTn 1 IT 11 TGTGGATGGGGACTTGTGAATTTTTCTAAAG 

GTGCTATTTAACATGGGAGGAGAGCGTGTGCGGCTCCAGCCCAACCCGCT 

GGTCACTTTTCAACCCTTTTTTTCCACCTGGCCTCTGCCTTTATCATGCC 

TATGGCTCTCCCAACCTGTTGTCCCTCTGGAAAACCCTTCCTCCACAGGC 

TGCAAGCCCCAATCCTTCCCGGCTTCCCCCCCCTAGGTCTTGTCCCTGCC 

GTTCCCTCTTGTACCCCCGGGGTTTTTTAATATGACCAAACTTTTTCCTA 

AAAGCCTGCAAAAAAGCCTAGTTTTTACCCCCCTTAAAGGGGTTGGGGAA 

GGGAATGCCAAAAAAGAACTTCTTGTTCACCTTGCCCCCGGGTCCGGTCC 

CGCATTCTTATAAAACCACT 

>Sequence2612 

TTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTG 
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GGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCATCCTGGCTCC 

CGTGGGGCTTCTTCTATCTACGCATTGTATCGACTGCATTAGTTGGACTA 

AGAATGATGACCTCAATTTAAAGGGAAGGAAAACAAAAGGCTGAACTGGT 

CTTAAGCAAGGAAATGGGTCCCAAAGCTTGGCAAAGTATAAATAGCAACA 

ATCTGCAATAACATTTTAGGATTACCAAGGATAGGGGGCATGAAGCTTAT 

ACTAG CTCTTGGGCGGGTATACTTGGCAACACAAATTTACCAATTTATGA 

TTTTTTGGCCCTTGTCAAAAAACCTAATTCATATGAATAGTGAATTTACT 

TGTGTTGGGCACAGGGGGAAGATGCTTCTCCACCTTGAAAACAAAAAACC 

AAAAAATTGGGTCAAGGTCCAAAAAAAGATTCTATGGAAGTTGTATCCCT 

AATATACCAAG 

>Sequence 2613 

TGGGACCTGCAATTACTACGCAAACGCTTACAGCTTTTGGCTCGCCACCA 

TAGAGAGGAGCGAGATGTTCAAGAAGCCTACGCCGTCCACCTTGAAGGCA 

GGGGAGCTGCGCACGCACGTCAGCCGCTGCCAAGTCTGTATGAGAAGAAC 

ATGATG GAAACC TGGACTCAACTTAAGGTCACACCATGGGTGCTACTTTC 

TTCTTTCTTTTTTGTTAACAGCAAACCGAGACCCTAAGAAATTATAGTCC 

ATGTGGTACCCTTCGGTCCCGCTTCTAGGAAACTAGGGTGGCATGTCCCC 

ACGGGGTCTGGACAGGGAGATATCGCATTATtCATAGGCCTTAATGCGGA 

ATATCCC GATGC GAACCCTTCGTAGTGAGGGGCGTGCCCACGGGATACCC 

GCCAGGCTTTTTGTGGATTCCCCCTTTTAAAGTTGAAGGGGGTTTAAAAT 

TTGGCCGCCGGCTTATGGGGAGCTTAAATTCAGTGGGGTTCAATAAG 

>Sequence 2614 

TGTGCGTTCACTACTATGGGCGATTTGAGCTCCATCCGCGGTGGCATGCG 

GCCGCCCGGGCAGGTACTCCTGCCAAGGCAGCTCCCACCGCTATGGGCAC 

AAGGAAGTTGTCGTCATCTGCACTGCAGTCTTGAGCTGTAGAATACTTTC 

CTTGTGTCACATTGAAAGGCTGAACCCTTAGATCAAAGGTATTTAAriTG 

AAATGCCTTCAAACCCCTGGAACCCAGGCTTGTTTTTTTTGGTTGCCACA 

TATTATAGAATCTTTCCCATGGGGGGGCCATTACCAAGTTGGCTTGATAA 

TTTGTATTTTTCTGACAGTTGTCTGAAATATACGCK3TGTCCCATTTAAAT 

CCAAAATCTAC TTGGCA ATTATTGTATCTACATCTACCTTTCAGTATTTA 

TACATCCAGGATTTTTTCTTTTCTTTTTTAAAATGAGTAATAGArc^ 

TGAACCCTATGAATTTCCTTTTATTGGTTTTTGCCTTGGTATTTTTGGAG 

i l i l l 1 AGTATATAA AGTTTATTTTATTG ATATTATATTTTCTTTGG AGT 

TTATTTAAGTGTGTATCTT 

>Sequence26l5 

AGGTACCATTGGTGGCCAATTGATTTGATGGTAAGGGAGGGATCGTTGAC 

CTGATGTGTTATGTCAAGGACTCATCGGGCTGAAAAAGAACATCAGGTCC 

TTTATGAAAGGGATCCCCAACAATGTCAAGACAGCCCGTTGTGACATCCC 

ACCTAGTGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCA 

TCCAGGAGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGC 

CGGAAGGCCTTCCTCCACTGGTACCT 

>Sequence2616 

CCGCCCGGGCAGGTACGCGGGGTCCCAACCAAGCCCTCCAGCAAGGATTC 

AGAGTGCCCCTCCGGCCTCGCCATGAGGCTCTTCCCGTCGCTCCCGGTCC 

TGGTGGTGGTTCTGTCGATCGTCTTGGAAGGGAGTGGTTTTCAGAGACAT 

TTCAGAAAGTGAAGGAGAAACTCAAGATTGACTCATGAGGACCTGAAGGG 

TGACATCCCAGGAGGGGCCTCTGAAATTTCCCACACCCCAGCGCCTGTGC 

TGAGGACTCCCTCCATGTGGCCCCAGGTGCCACCAATAAAAATCCTACCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 2617 

AGGTACTTTN TT TTT1 11 1 1 11111 l' l 'l'i M rTTTTTGGCTTT I l ' l " rri TTT 

rnrm nTTTTTTrrrrnTi taacaaaaagaggggtgaagtttattt 

ATTATAGCCCCATTGAGACATTTTGAAATTGGAATTGGTAAAAAAAATAA 
AAC AAAAAGCCT TTGAATTGTTTTTGGGGGAACCGCAAAAAAAGAAAAGT 
TTCATTTI i i n I G GCAAATTATACTGTTTCCAAACATTTTGGAAATAAA 
TAACTGGAATTTTGTCGGGCACTTGCACTGGTTGACAAGATTTGAACAAG 
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AGGAACCCATTTGGGGTTAAATTTTTTTTGGGGGGATTTCAAATAAAGTT 

TGGTTTATAAAAAGCAAACAGGGCCAACGTCCACACCAAATTTTTGATC 

>Sequence2618 

AGGTACCTGTGTCAGGAGTCCCCAAGCCCACTCCCAAAATAGAAAATTCA 

CTAAAAGGAGTCAAAGGATTCAGCATACAGTAATATTAACAACTAAGATT 

TATTCCAGCAGGATACAAAGCAAAATAAGAAAGGAAAAGTCGCATGGGGC 

AAAATCAGGTGAAAGCTTCCAAGAGTCCTCTCCCAATGGAGTTACACAGG 

ATGTGCTTAATACCTCCAGCAACCAGTTGTGACAATACATGCAAAGAGTG 

CAAAGTCTTGTCCACGACGGATGTNCTTTTTTTTTTTTI 1 1GAGAAAGCC 

TTGCTCTGTCACCCAGGCTGGAGTGTGGCACGATCTGGGTGAAGAGCAAG 

ACTCCGTCTCAAAAAAACAAAAGAAAAGAAAAGTCCAGTCCTTGTCT 

>Sequence 2619 

CCGGGCAGGTAClTlTlTnTlTmTI TiriTlTnTl ITHTACAGAT 

GCTTTC AGTTTAATAGTTGTTTTAA A rTTTTT l" T TTTTn i I I I TTAGGG 

TTTAGGCTGAAAACGTAAAGCCTGCTGCTCCTGGGTATCATTTCTCAGCT 

TCTCCTTACAGCTATAGTACATAGAATACTCCTTTTTTTAAGTCTAAGTA 

GCTTCAAACCAAATCGGTCTGACCCAAAATACCTGCTATTATGGAGAGTG 

GGATGGGGAGAAGGTAACTAGAAAATGCAAGATCATGTTTACCCCAACAG 

CATAAAACCACCCTTGCTGGGGCTCTGGCTGGGAGGAGATGCTAGTCATT 

TTTTCCCCATGCACAAATCKjTTTATAGCTATGGGGTCCAATATGGT 

>Sequence 2620 

CCGGGCAGGTACGCGGGAAGAAGGGACAAAACTAAGGGTAAGCGAACTTT 

GGTTCTAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCCAACTGTAG 

CCTTTACACAATGTCATAGTAGCCCAAATTCAGTCAGCTATTGAATTAAG 

TTTATTGGCTTCTTGGCCAGGTTAAAGAATGTATGAATGCTGTCTTTAGA 

AGATAACATCATATGGAGGTTCTACAACTTCTTAGACACAATGTCAAGCT 

TTTAGTAAAATTATACTAGACATTCAAGAGATGGGATTGAAAACCAAGAG 

AAAGGGCAGACAATTGAAATATACTCACAGATGATTCAGGCAGTGGAGTT 

AAGACCAGGACTTGAAATAACAATGATAATTGTTCAAGAAAATAGAAGAC 

AGGGAAAAAAAAAAAAA 

>Sequence2621 

ccGGGCAGGTAcri'iri rri'nii rnrn ri tttcaggaactgtataat 

TTTGGATATTGAACTGTTCTACTT1TTTT TTTAA A 

TCTITGCCTTGTTCTTCTAAGTCTGAAAAl-l-rrL TCTTTI 1 IICTTTTCA 

ATGTTGTTGTCTAGACTTCTATGGTAGTTTAAAGACTGCTAATATGTATT 

TAATTTCCAGGlT'rrri rAGTTTTCTATTTCTTTTCACATAACGTTTCTT 

CTTGCTTCAGTCATATAATATCCTGTGTTTCTGAATATTAATCTTCATTT 

GTTTTGAACATTTTTTTTCTTAGCAGATGAAGAGGCTGATTGATTTGGAG 

TTTTCCTGGACAGGGATATACAGGAGCTTTTTTTAAAAAAGAACCATGAT 

GTTATTAGGTGTAGCTT 

>Sequence 2622 

AGGTACGCGGGAGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCA 

GCCCACTTAGGATAATGGCGACAGCTGAGGTACATTGTGATACAACTTCT 

TCACAGATGAAGGCCAGCAGAGACAGCAACAGCTGCAAGCCCTTGAGAAC 

GCGCCGGAGCAATGGGAGCCGGCCCATGAAAAAGTAGGCAGCGAGGCCGC 

TCCGGGGGCCTCTGGCGGGGCCCGGGTCCTCCTCCGTAGTGGGGCTGTAC 

CTGCCCG 

>Sequence 2623 

AGGTACGCGGGAGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCA 

GCCCACTTAGGATAATGGCGACAGCTGAGGTACATTGTGATACAACTTCT 

TCACAGATGAAGGCCAGCAGAGACAGCAACAGCTGCAAGCCCTTGAGAAC 

GCGCCGGAGCAATGGGGAGCCGGCCCATGAAAAAGTAGGCAGCGAGGCCG 

CTCCGGGGGCCTCTGGCGGGGCCCGGGTCCTCCTCCGTAGTGGGGCTGTA 

CCTGCCCG 

>Sequence 2624 

CCGGGC AGGTACGCGGGGC AG ATTCATGTTGTTTCT AA i V I H TATATAT 
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AATTGACAAAATGAAGAAACTTAACACCATCCTAGATTTTAGCTGCCCAA 

AGAATGAAAAGAATGAAAAAAAAATCTTTGAAAACCCACAAGTGATATGG 

ATCTAATTTATGGTTAAATAGATATAGATAACAAACAGAATACGCCTGTT 

TAAAACTGTTAAAATGACATTGGTTCTAATTATACTTTTATTTAAATTGA 

AAGACAAGGCATTTATATGGTATCTCTAACCATCACAACTTTTGTGTGAC 

AAAAAGAAATTATCACCAAAATACACCTCCTTAAGTAAGTGTCTGATTTC 

ACACTTCCAGAAAAAGTGCTCTTTCTGGTCAAGCCAGCAAGAATTGAGAA 

AGATTAAGAAAGTGCT 

>Sequcnce 2625 

AGGTACGCGGGCTCCCAAAATCCTGGGGTTACAGATGTGAGCTACCACTC 

ACGGCCCAAATCTTCTTGATCATATGTTTAAATATATTTTTTAATATTTG 

GAGCATGAGTTGTCACTTCTTGTTTGCCTTTTTTATAAGGAAATGTTGGA 

GAGTTACATCATTGCTAATGTAGAAATGTTAAGTGGAAAAATATACAGTT 

TGGTAAAATAAACTAGATTCTACATTTATTTGTGGGTTTTTTTCCCCTCC 

TTTCTTTCCACAGCACTTTTGATATCAAGCAAGTGGCTTCCTTTTTGAGA 

TATTAAAAAAAAAAAGAAAAGGAAAAAAGTAAATGAAGCCCAACTACCTA 

ACCCTTTCTTATTTGTATTTGTTTTAGTATTGTGAAGTTGTGTTAAATAG 

TACCTGCCCG 

>Sequencc 2626 

AGGTACTGTTCCCTTCTGATTTGGTCTAGATACCAGAATCCATTCTCTTC 

CGTCAAACGGAAGACACAAGGCACCTGAGGCTGATCCTTCCCAGAAATTA 

ACTCCAGAGGCTGCCACATCTGGTATGAGCGTCCAAACCCAGCATCGACA 

ATGTAGTTCCTGCCATCAATGGTCACCTGCAGGAGAAGGTGAATCATGCC 

AGTGCTGTATTTTTTGGCTGGAGTGCTGTAAACATACCCTCCCAACATCG 

TGGTCTCAAAACCAATAGTGGTCAGAGCCCAGTACAGAAGATGATTGACC 

TGGAGACACCATCCACCCCGATTTCTTCTCACAACTTGATCAAAAATGGC 

CTCTAAGCCTAAGTCCATGGCATCCCCACAATGGATGTTAAGGTTCTCAA 

AGGGAACAGCTCGGATCTGGTGTTGAAGAATGTCAGTTAATGTTT 

>Sequence 2627 

aggtaci i liim i ur n nrn 1 i i r n " it aa t tt i m m rnrnT 

rrm nrr i rrrc actcagaaggggtctttattcatacttgttgacatt 

tcccatgggg aatg gttaaagggaggggcagggagggctgaccgggaacc 

cacggtttggttttcctccatccaggggagaaaaaacttggtagggacat 

gctaagtagagtgaacaggggacccatcactatgtgggctgaaatgcact 

gggcagtgacttcaggcaacctgagtccttttgtcaggaaatgcaatttc 

taagtggaaaaaaaaacaagacccaaagaaaaaaacaaagggcatacaaa 

gcaaactgttaatgtaagaaaggttctaaggcacccaccagtgaaaagcc 

aggggtctggagtggccacctggccatgccctgtcccactgcc 

>Sequence 2628 

aggtactccgaaacaagtagaaaagtgctgtttgagggattttattaaat 

Ci I i 1 1 1 i AATGG AATGTGGTACAGTTAGCTGTCACTCAGCTG ACACCAT 
GATGTGGCAGCAGAGAGGGAAACCTACAAGTGGTTTGCCTCATTGCCTTT 

gccacatctgaagttctcagcagcac 

>Sequence 2629 

CCGGGCAGGTACTTTTTTTTTTTn 1 1 11 1 U rr i T lTAGTAGAAGCAGG 

gttttgccatgttgccccttgccagaatcaattctaattataggaaaaaa 

GTTTCTGAGTAATCAAAATTTTGCACATATTTCTGGTGGATTTCATAGTT 

TAGCTTAGGAAACTTGAACTCTTACTGAGTTGGTCTGCCCATGTAAATGC 

CTGGTGTTGGTGTGTGCGCTCTCTTGGTTATAGAATAATCCACCCGAATT 

CTTCTACCATCCAGCTCCATTCCATTTGCCCTTTCCATAGCCTATAAAGA 

ACAGGCACAAAAAGTCACGTATAATTCACCAGTCTTGAAGTAATCATTAC 

TTAAAATTAAGCACAAAGTATATGTAATCCAAATAAACTCCTGATTTTGA 

AAATGACAGCAATGTAGCTTGTACAGGGCATTGTATA 

>Sequence 2630 

AGGTACTTCCTCACAGTTCTCACATATGGAAAGGATACACACTTTGTAGA 
AACAAGAACTTTATGTTATCCAAGTTCTAGGATAGCCATGAGCTCCAATT 
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ATCTCAGAGCTCTGAGTGCTCTACTCAATACCCATTGAGATTTATGTGTT 

CTGAGGCTTTTGTCTTCTAGCTACTTACTTCATTCTCCATGGGTAACGTC 

ATTCATCCACATTAACTAATTTCCTCACTCCAAGCTCTTTTCTAGAGATA 

ATCTCCAGTCCCTGTGCAGAAACTGTCATTGCACTTTCTGCTGAAATGGC 

AGTTTCTTCTCAGCAAGGTGAGATTATGGAATCCAGAATCTTTTTTCAGG 

GGTCACATGCCCATTTCCCCACTTGCATGAATGTCGACACTGCAGCCACA 

GTTTTGGCCGTAAATGTGAATTTGGCAAGTAAGCAC 

>Sequence 263 1 

AGGTACTTTTTTI rTTTTTTTTTTTGTTGCTrAAAACAACAGCCATTTTA 

TTTAATATCTCATGATTTTGTGGTCAGGAATGTGGACAGAGCTCAGCTGG 

GAGATTGTTCCACTCCATGTAGCATCAGAAGACAGGTCTCTTGGTGATAT 

TCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGATGGTTTCACCTCAC 

ATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTCAGCCAGATCAGT 

TAACTGGCGTGCCTGCATATGCACTCTCCACCCATGGTGGTCTCTAGAAT 

TGACTTAAATCTAGAATTGGCGATGTATCCCCGCAGTCAGCAGCTGTTTA 

CGGAACACCAGCTGCAGGCCAGGCACCGTGCTGCAAGGCGTAGATATGTT 

GCTGAACACGACTCCCTTCCAGATGTTCAGGATTTAACAGGCAAGTTAAC 

AGAGG 

>Sequence 2632 

AGGTACACTTCAGTCTCAATTCTGGAACTCTAAGAAAAAACGTTCCAGAC 
TTCTACGCAGCTGCCACCTCGGAGGACGGGAGAGCGGGGGACGAGGAAAG 
ATCAGGATAAGACCCTAACTCCCACAAA 
>Sequence 2633 

AGGTACTTrrilTL-l'l'rirrri'i'Il'rrrril'riGGGAGGCTGGAGTGCAG 

TGGCGCAATCTCTGCTAACTGTAACCTCTGCTTCCCAGGCTCAAAGGATC 

TTCCCACCTCTCCTTTGTTTAGCTGGGACTACAGTAGGGCACCACCATGT 

CCAGCTAATTTTCGTTTTTTTAGTAAAAATGGGGGTTTTGCCATGTTCCT 

CAGACTGGTATCAAACTCCTGGCCTCAAATGATCTTCCTACTTAGGCTGG 

CCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCTGAACTTTAAAAA 

GC ATTTCTACTAT ATG I " 1 T 1 " I U I " I TTTG ATTACC AA A AA ACTTCT ATTAA 

AAATCTTTTAAAGTTCATTCAGCAGAAGAAGGAATTAGTCAACTTTAAGA 

CATGTTATTTAAAATTAGCCACTTGGGGAAACAAT 

>Sequence 2634 

CCGGGCAGGTACGCGGGGAAAACGGAGTCCCTGAAATAACAGATGCAGCC 

ACAGATCAGGGCCCTGCAGAAAGCCCACCCACTTCCCCTTCATCAGCCTC 

TCGGGGTATGCTGTCTGCCATCACCAATGTGGTTCAAAACACAGGTAAAA 

GTGTCTTAACTGGAGGCCTTGATGCGTGGGAATTCATCGGCAAGAAAACC 

ATGAATGTCCTTGCAGAAAGTGACCCGGGCTTTAAGCGGACCAAGACGCT 

CATGGAGAGAACTGTTTCCTTGTCTCAGATGTTAAGGGAAGCTAAGGAGA 

AGGAGAAGCAGAGACTGGCACAGCAGCTCACGATGGAGAGAACCGCGCAC 

TACGGGATGCTGTTTGATGAATATCAAGGCTTGTCACACCTGGAAGCCCT 

GGAAATTCTGTCCAATGAAAGCGAAAGCAAGGTTT 

>Sequence 2635 

CGGCAGGTACTTTTTTTTTTTTTTTT1 111 rTTTTTTTTl ITGTTTTTTT 

TTTTTTGGGAGAGACCACATCTTAAGGAAGATTCCCCGCCGGGGGGAGCT 

CCATGGTGTGCATTTTGGCTTTCAGGGTATAAAGGGGGAAACAATAGGGA 

AAGACTTGGTGCAAAAGGGAAGGAACAGAAACCGACAGATGAGAAAAGGA 

AGATGACAGCATTGCAAGTGTTTCTTTCAATCCTTGCCAGGCCAGGCTTT 

GTTTAGCTACCCTGGTCTCTTCCTGCATACCCCAGCCCCCGTTTACCTGG 

GGAATGGGGAGCAAAGAACAGGATCAGAGCATGATCTGAAAAGAACACTG 

AACCTTCTCCCTGCTGGAACCCCCACCCCACCCCGGGTACCTT 

>Sequence 2636 

AGGTACGCGGGATATACAGAAATGAAATGACACTTCTGGGAGGCAGTAGA 
AGCAGGAAGTCAATGAATTGAGTAGAGGGTCCCATTCCCTCAGGCTGTCA 
TTGATCAGTGACAATTTATAAAAACAAACTGCAAAGTCTGTGGGAAGTGG 
CTGCCTGCTTCCTAGAAGGAGCCCATGAAAGGTTAAACTCTGTGGTCGGT 
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ATTTGCAAGCGCCGGGCGTGGTGGCTCACGCCTGTAATCCTAGCACCTTG 

GGAGGCCAAGGCAGGCGGATCACCCGAGGTCAGGAGTTTGAGGATTTGCA 

AGCAAAAGGTCCTCTCCTGAGTCTTTCCCAGATACCCAGCAGTGCAGAGG 

CTAGCTGTGGAAGGTTGCCATGGGACCAGAATGGATTGGATGCCTTGGCT 

TACTTGTCACCATTGGAAATTTCCAAAGAATTGGCCTTACCG 

>Sequence 2637 

AGGTACTAACAAATGCAGTAGCCAACAAGATTACCATGCAATCATTAAGG 

AGAACCAAAGTAAGAGAGCCACTCAAACCAGATTTTGAACGCTACTAAAA 

TTAAAGTAGTTCTTTGATGAATATGAATGAGTAGGGAAAGGATTCTTTGT 

AATAGTGATACCTTTGTGGTTAGAAGAAGGGTGGTATGTGAGTTTTAGTC 

TACAGATTATGGCAAATTCAGTGACAACAATCAAATGGTCTAAGATTGAC 

AGTGGCACAGTTTTACTCTGTGAAGGTAATGTTCAGGACAAATTTCAAGA 

AAACTA GAAA ACCATTCirTACAGCTGAAATCrrrCCCTAACCATTGTTA 

TTTCCACTTTTAAGTCCTCAAGAGATGAGAAAAGGGAGGTAAGGCTTCCT 

TATACATTTCCTGCACAATGAAACATTTTTCCTCCTCCAGGCAAAGATTC 

AAGCT 

>Sequence 2638 

CCGGGCAGGTACGCGGGGAGGTAGAGCGCCGGGACCTGTGACAGGGCTGG 

TAGCAGCGCAGAGGAAAGGCGGCTTTTAGCCAGGTATTTCAGTGTCTGTA 

GACAAGATGGAATCATCTCCATTTAATAGACGGCAATGGACCTCACTATC 

ATTGAGGGTAACAGCCAAAGAACCTTTTTCTGGTCAACAAGAACAAGTCA 

TCGGCTATTGTGGAAATATTCTCCAAGTACCT 

>Sequence 2639 

AGGTACAGAGTGCTTTTCTGTTTAGTTTTTAC ITTT ITrGTTTTGTTTTT 

TTAAAGATGAAATAAAGACCCAGGGGGAGAATGGGTGTTGTATGGGGAGG 

CAAG TGTGGGGGGTCCTTCTCCACACCCACTTTGTCCATTTGCAAATATA 

TTTTGGAAAACAGCTCTTTTAATTCTGATGATCAGCCCATACGTCCCTGC 

CCG 

>Sequence 2640 

CCGGGCAGGTACGTGAAGGTGAGAGAAAAGCTGCCAAGCTGCATTTTAGT 

CAGTTGGGCAACAGTGAAAATTTTCTTTTAGAGGTGGAAAAAAGCCTCTC 

TCTAGTGACCTGGGTAGTTTGCACGGTTTGGCTGGAAACCACAGTCCCCC 

CATCTCTGCCAGAACCCCCCATGTGGCCACTGTCCTCAGACAGCTCCTGG 

AGCTTGTGGATAAGCACTGGAATGGCTCCGGCTCCCTCCTCCTCAACAAG 

AAGTTTCTCGGAAAGTTTGAAGCAAAAACTGGTCAGAGTGCTGGAGGAAA 

ACCTCATTTTGTCAGAAAAAATTCAACAGTTGGAGGAAGGTGCTGCCATC 

TCAATTGTGAGTGGGCAACAGTCACATACTTATGATGATCTTCTGCACAA 

AAACCAACAGCTGACCATGCANGTGGCTTGCCT 

>Scquencc 264 1 

TGGATTGCCCTTGCAATACGGCAATTGGATCTCACCGAGGTGGCGGCCGC 

CCGGGCAGGTACCATAAGGTGCAATTTATGACTCCAGAAGGATTTCAAAA 

CACA TCGGAATCATGACAGCAAGATAACCCCAAGACAGTCTTTTATCAAG 

TTTTGACGGTTTATGCTGGGCACTGCCAGACTGAACCAGAGCTGGAACAC 

AATA ATGTTCGAGCGGCCCGCCCGGCAAGGTACTTN Nl 1 I 1 1 1 1 1 1 1 ITT 

TTTTGGATAATACTGTTTATTGTCCACGGACCGAGCGATTGCTCAAGAAT 

GATACAAAGCATCAGAGACATGCGCAGTCTGCTtGTCAACTTTCAACAAC 

TCTTGTGTGTTCCCAGCACCGGAAGGCCTCAGACTTCATATTCCAGCATA 

AACACAGTGCTCCCCTCCCCCAAAAATCCAAACGGAAACAAAATCAACAG 

AGCTTTAAATTACGGCAGCAAGTCCAATATTTCTTAATACTTATCAAGCA 

AAGATTTGA 

>Sequence 2642 

CCGGGCAGGTACGCGGGGGGATTTGGTGGCATACCCACTCCAGCACACAG 

AAGCATGAGGTTCATGAACTTTTCTTTTTCTTAACAGCTTTTGCCAGAAC 

CCTTGTTTTGGCCTTATAACCAAAAGCCCGCTTTGCCCCAAGAACCGGGA 

ACCCTTGCCATTAAACATTAACAACTTAAAAGGGAAATGCAAGGGAAGAA 

CCAAGGGTAGCCCGACAGGCACCAAAGCCGAGGAAGCACAGATCCAGCCT 
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TCTGGAAAAAGGCCTAGACGGAGCAAAAAAAACTGTGGGGGGGACTCGGA 
AAACTAGGAAAAGATGCACTCCAAGATCTATAAAGCCGTGTGTTAAGGGG 

accccccatttacattaaaacacck:tttagtaataaacctctggcccttt 
ttacaactggggataccccgggttttcaaa 

>Sequence 2643 

CTGCATGCAAGCCTTTCCAAACTGCGGGATTCGGCGGAGGGACCAAGGTG 

GAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATC 

TGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA 

ACTTCTATCCCAGAGAGGCCAAAGTACCTGCCCG 

>Sequencc 2644 

GAACGTTCGACCTGTTACACTTTTTAGGGCAATTGAGCTTCCCGCGGTGG 
CGGCCGAGGTACGCGGGGACACCCTAGATCCCAAGATCTCCAAGGATTTG 
GTGGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTGCTC 
TT 

>Sequence 2645 

AGGTACT TT TT T Tn 1 i ITIT I TTT l TTT T I I GTTTTATAACCAGTGCTT 

TTGGTAACTAACAGAATGAGAACTCACTTATTACAGTGAAGATGGCACTG 

AAACAATACATGAGGGATCTGCCTCCATGACCCAATCACTTCCCATTAGG 

CCTCACCTCCAAAATTGGGACTCAAATTACAACATGAGGTTTG AGGGG AC 

AGACATTCAAATTATAGTAATTACGAAGTAAAATGAGCAACTGTTTTCTT 

TTGCTATCCAATCATGATGGATTGGATATGTGTGATGAAGGAGAGGGAGG 

TATGAAGAATGACTTTAAGATGTGTAACTTATAAAACTGGATACTATTCA 

CTGAGAGAGGAAACACTGAAATAGACCAGAATTGAAGATGATGAGTTCCC 

TTTTAAAAATGCTGAA 

>Scquence 2646 

CCGGGCAGGTACATAGACCCAGCCCAAGGTTGGCCTTTGGGGTCTGATAG 

CATTCACAGAGCAGGAGATTCACCCTTGGAAGCAATTGAATGTGTAAACT 

CTGAGAGCAGACACTGACAATGCAATGCCTGCATACCTGACTCCTGGGCT 

GCCTTCCTTCTCAGCAGAGCCCACTGAAAGTCTCACGTGTGCCTTTAACC 

AATGAGGATGGCAGGCCTTATCTGTGTTTGAAGTGGACAGGTCATTGCTA 

CCCCTGTTGGAGAAGCTATGTAAGAAGGAGTAGGCTGGCTTCTGGTCTAG 

TTCGACTCATTCTTTATAGGGACATTTCAGAATG ATGA GTTGGCTAAAAT 

TTACTTTAAAGGGGAAATGTAAAATTACCTCTTCTTTTCCTATCCCCTTC 

TTCCTTTCCCATCCTGAGCCCTCTGGCAAGGCCTGTTGCAGCTCAAGAGT 

TTTTGGTCAGATTACAAGTTACCAAATGGTCAACAGGGAAGGACCCACAG 

CAGATTCCAAAACTCTTTCATTCACTTGAATTAACTGAAATGGCTCCTTC 

TTTGAGTAATTGAAGAGTTTGAGTTCTAGCCGTTTGCTGGTGTCTTCAAA 

GTCTTTAGAAACATGATGGCTATAAACCTATTAAAATAAATGCCCTAAAA 

ATTTGGAAAGCGCGACAAATGGCCTTGCTTCTGGAAATACATTGGCAGCA 

GAGGGCCTCGACCAAACCACCATTTGTTTGTT 

>Sequence 2647 

CCGGGCAGGTACGCGGGGGCCTCACAGATGATGACTTTCTTCATCTTCTT 
GCTCTTTTTCCCATCCTTCACCGGGGTCTTGTGCACCCTGGCCATCACCA 
TCTGGAGATTGAAGCCTTCAGCTGACTGTGGCTCCTTTTCGAGGTCTGCC 
TCTCTTCATTCACTCCATCTACAGCTGGATCGACACCCTAAGTACCT 
>Sequence 2648 

CCGGGCAGGTACACATGGGGTTTCACCATGTTGGTCAGGATGGTCTCGAA 

CTTCAGACCTCAGGTGATCCGCCCACCTTGGCCTCCCAAAGTGCTGGGAT 

TACAGGCATGAGCCACCGCACCCAGCCAGTTAATTTTTCTATTAACTAAG 

ACCTAATTAAGATTGAGGCANAAGAAATGGGTCCTTGGGATTTGAAAATT 

ACTATTCAATTTGGAAGTTTAATTTGCAACATAGATTGTCTGTTATTAAA 

TTACTAGATATAATATCACATAGGTGGAACGAAAGGTTGCTTAGTTAAAG 

ATCTAAGTTACTAGTCATGGTGTCAGATATAGAGAATGATTGAAGGTTAT 

CAGAGTCACACACCAGATGAGTAAATTTGTGTTTTCAAGGAAGAAGTTAC 

ATAAATGTTAGCGGAGTAATATTTCAGCATTTTTGATAATAAAACATATG 

TAAGCTAACTCCAATTTAAAGAAATTACGTCTCAACACTTATACGGGTAA 
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AATGACAAATTCCAGGTTTAATCTTACATGTTACACCCTTCTTGAGCACT 

TATTTTrATAAA CTCTA AATCTATTTTGGGCTAAATTAACCTTTCTTAAG 

GAAGATTTAAAATTTTTTTAAAAGAAGTGGACTTCTGGAGTGGACCTTGT 

TTATTTTTACAATTTAAAATACCTAATTAAATAGTCCTTTAATACCTAAC 

GGTTTCTTCAAAATTAAAACATTGGTTGGTT 

>Sequence 2649 

CCGGGCAGGTACTTTTATTTTTATTTTGTTTTATTTT^ 

AAATAGAGGACTGGGAATTTGAGCAAATTTTGAGGAATCTTAAATTGCTA 

TTAGGACACCAATATGACGCAACAATCAATCATTATTTTCTAGGACTCTG 

CTTACCAAAGTAATAGACAGCTGAGCCAATTCTCCATTATTTTGGCAAAA 

GATAATGCAAATTTAAGTTACTGTTTGCTAGTCGATTTGATTCACTGCCT 

AAAATAAACTGATTACTTCTGGCTTAAAAAATCTATTGTGAATATACACA 

ACAACAAATATCATTCAGTTAGCTGACTTAGCTTTATAATTAGACCATGA 

GTGTAAACACCACATATTTGAAGACGCAATCCCTGTGACTGCGTGTTGAA 

ACTGACACGCCCTTACTGATCTGTTTGCTAGCGTATTAAGAGGGCAAATG 

CTCTTTATACAAAACTGGGCTCKjGCAGATAGAAATTGTTTCTAGAGCTAA 

TGCTATTCCCAGACCTTTrAGCTTGGACTGGGGCATCAGCTATCTCTTCA 

GGAATTAGGCGGGCATGGACAGGTCACTTGACCGTAAAGGTTTCAGGCTC 

CCCCCAAACTTGGGACATACTTTTACTTGTTGTGCTCCCCGCTCAATACT 

ATTGCACTGACTACACAACTGATCCAGTACCCCTCGTGAAGACTTTTGTC 

GGGTTCCTGTCCCTTTTAGAAAGTGTGATCT 

>Sequence 2650 

AGGTACGCGGGGAGTCTTGGTTTTCTGCTAGTGCTGCTGCTGGGAGGACGr 
ACGGACGGCAGCGGCCAAGCAAGAAGAAAGACGTGGCAGCAAGCGGGAGT 
CGGGGATAGTGTCATCGGTTCGGTAAAGTTTCTGTTCTCTGATTTGGGGA 
TATTCCCTGCCCAAAAAAAAAAAAAAAAAAAAAAAGGTCCCTGCCCG 
>Sequence 2651 

CCGGGCAGGTACGCGGGTATGATTGTATATGTGTTACTCCGATATGTAAT 

CCATTTCACTGGCTGAGTTTGGCCCCTAGCCATGTGTTAATATAAAGTAG 

GC ATGG CTTCCCAATGGAAATCTCTGAGAATGACAGTGGAGTTGTGCAAG 

CATTTTACATTGCCACATAAATCACTTTGCCATTTTATGGTTAAAAACGG 

CACATTAGGCAGT TGAA TATGACGTTACCTTGCAGACTAAAAGGTTGAAG 

GCCCGAA ACTAA CTTTTAGCTAACAATAAGGGCTGTGCCCCAATGGAAAC 

TGAGTTCATTTTCTGAGAAAGGTTTGGATGACTGAAATATTTCCTCTACA 

GTCAAGGACTTTGGCATGTGGTGGCTGAAACTGAGCTTTTTTGTGTGGGC 

TCCAGTTTCTCACTGATCTGCAATGCTCATGGGCAG 

>Sequence 2652 

AGGTACGCGGGATGTTTGCCACTTTGCAAAGGAGCTCACTGTGGTGTCTG 
TGTTCCAACCACTGAATCTGGACCCCATCTGCGAATAAGCCATTCTGACT 
CATATCCCCTATTTAACAGGGTCTC 
>Sequence 2653 

AGGTACTTCCGAAGATGGGCTTGTATCTGGTTTCGGACGGACTGTTAATG 

ACAATTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAAAAGAAA 

AAGGTTACAAATTTAACAATTTATAGTCCTTTTAATAG 11 lT l 'l' l ' lTriT 

TCATAATACTACTGAGGGGAAATTGTTAAGATGTATTAATGTAAGGCAAT 

TCTT AAATrAAGTTATTAAAAGTTACCATTTITAATATTTTTTAACACCT 

TTTTGTTAAATGCTTGGTCTTAATTTATGAAAATTGTTTTACATGAATAA 

TGTAATAAAAAATTTTCTAAGTAACATAATTGGGAAAAATTCACTATGTT 

^^££Q^^^^TTTGGTTTTTCAAGGAAATAAAATCCTTCAAAGGAA^ 

G ATTTTTT ATTTTTTC A ACCC ATAG ATTGG ANGTT ATA TT T 1 ' 1 1 ' 1 1 ' 1 ' 1 ' l A 

ANACANCTTTAGTGTAAACCTTCNCTCNCAAATCTCAATAAATAACCACC 

AAGTACCTTGTGGAAATTANATTATTTTTGGGTGGTTTAATATACCCCTT 

TTTTAATTTGGATAACACTTGCT 

>Sequence 2654 

ATTCCCGTTACAAATACAAACACACCATACGAATCCTGGGAGCAATAAAG 
GTGTAAAAGCCTTGTGGTGCTCTATATGAGTTGATGCTAACCTCAACATT 
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AATTTGCTGTTGTCGCTTCACATGCTCCGCTTTATCCAGTTCGGGGTAAA 

ACCTTGTCTGTTGCCAGTCTTGCTATATAAATTGAAATACGTGCTCAAAC 

TGCTGCCGGTGGTAGGAGTGCAGGATTTTTGCCGTTATTTTGGAGTCTGC 

ATACTTACTCGCCTATCACATTCGACTTTCACATTGAACTTCTGCCTGGC 

TGACTTTCGTGTACTGGTTTACGCGTCATGTCAGCGTCGGAAGACTGGAT 

AATTCAAGGCTTTCAACATTCAAAAGTGGCCGTGTTATATTAACCGTGTT 

N 

>Sequence 2655 

CCGGGCAGGTACTC1 1 I TI ' 1 ' 1 1 1 1 1 1 T T T TGTTTAGGCAGCTCCAATCTG 

AGGATGGGTGTTAACGTTGTCTTCATTATCGCCAATGATATGTCAAAAAT 

TAGAAACAGCATGAATCTGCATTTCTTGGATGAGATAGTTCATAACAAAC 

TATTTCTCAATATTCGGATACTACAAACTAGTGAAGGTGTCATGGGCTCC 

AGCATCTTATCTCTAATCTGAACATGGGTTTCTGAACGGAGCCTATATCA 

TAATATAAATGGTGTGCAGATAAATGAGGCACTGCCTTGGCTGGGACTGC 

TATAAAAAAATGACCATAGACCATTGACTAACCCACAAACATATACTTGT 

CACAGTTCTGGAAGTTGGAAAG 

>Scquence 2656 

CCGGGCAGGTACTTTTl 1 111 111111111111 IAGGCAGCTAAAATCTA 

GGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAA 

ACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTT 

CTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGAGTTTCAGTAT 

CTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATA 

TAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAA 

AAAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAGT 

TCTGGAAGTT 

>Sequence 2657 

TGATTTCGTATACACT 

>Scquence 2658 

TCTACCTCATTGTCAGCCTCCTGCTCCCCATTTTCCTCATTAGCATTCCC 

GTTAGCAGGGGCGTCTCTTCCATTrTCTGCCTCTTCCACAACTTCCTTCT 

TCTCCTTTAAGTCCTTGGTGGTGATTTCGGAGCTGGTGTCTACGGCTGCG 

TCTGACCCCGCGTACCT 

>Sequence 2659 

CCGGGCAGGTACGCGGGAGAGTTAGTTGATTTCAGTAGTTCAACAATGTC 

AGTATAAACCCATATTTTGCTTAGCCATATATTGCTCAATTCTGCCATCC 

TTGGGACTGGCTTCATCCTCAGGCTAGTAGCAAAATGGTTGCGGTGATTC 

CAGGCATCATATCATATCCATAAATAACAACTTCCAAAAGAAGAGGAAAA 

GTATCTCTTCCTGTGCCACTGTTTTTGGATAGAGGAAACTTTCTAGAAAA 

ACCTCTAGCAAACTTCTTTCCCATCTTTTTGGCCAGAATTGGGTCATAGG 

CTAGTTCCTGAACCAGTCACCAGTAAATAACCCTTAGGTTAATCACGTTT 

CTCAATCTGGAATGGTGTTGGCTTCTACTGAGGTATATGGTTGTATTGCG 

GAGAGATTCTGTTAAAGAGGAAGAGGGAGAGAATTGATGCTAGGAAAGTA 

ATTTGGAAAACCATAACTCTCTTCAGTGTTATTGACTTTGTCAATAAACA 

GTATTAGC AAGTTA I " 11" I I I ACTTTTTCAA AGTTAA AATCTAGCTGTGGG 

AGGATCGCTTGAGCCCTGGAAGTCGAGGCTGCGCTGAGCTGTGATTATAC 

CACTGGACCT 

>Sequence 2660 

AGGTACTGArrrrn rrrTTcri-rvrricrrrrrn i'itttgagagggac 

TCTCGCCCTGTCACCCAGGCTGGAGTGCAATGGCACGATATTGGCTCACT 

GCAACCTCTGCCTCCTGGGTTCAAGTGATTTTCCTGCCTCAGCCTCCTGA 

GTAACAAGGAATTACCAGGCTTGTGCCACCACGCCCAGCTAATTTTTTTG 

TATTTTTAGTAGAGGCAGGATTTCACCATGTTGTTCAGGTTGGTCTCAAG 

CTCTTGACCTCATGATCCATCTGCCTCAGCCTCCCAAAGTGCTCGGATTA 

CAGGCATGAGGCACTGCGCCCAGCTGACTGATTTCTTTTGGCTAAACACT 

TTTTAAGTAGATGATCTATTTTTTCCCCCGTTTATGTATGCAATTATCAC 

CAGGAAAATTGTAACTATACTCAATAATATGGGCTTTACAATTGGACAGA 
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CACTTTATTTACGATATCTGGGCTCTGTGGAATATTCT 
>Sequence266t 

CCGGGCAGGTAC1 1 1 1 1 i 1 TI TTTTTn 11 T1T1 TTTTTTTACTCTCCTG 

TTGCTTTTCTTCTTCTTTCCCTTTCAGGCATCTCCTCGTTTTATTTTCTG 

TAACTCACAGAGTGCTGCAGAATAATGTTAGGGCTTTGCAGTTTATTCCT 

TGCGATTTAACTGCCTAAATATAAAAAGGGGCCTGACCATTATGGCCCGT 

GGGGTTATTCAATAACACAAGGAATGTAAAGCGATTTCATATCTCCTTGA 

ATCAGGAACATTAATTAATCATATGATGAGAATGCAACGTTTTATTTACC 

AGGGCAAGAGGCTGCCAAGATCTTTCTGAGTTTAATATTTGCACACTCTG 

TGG AGGG AG G AA A A ATT A ATTT AGTT ATTAAATTG G AG GGTGC t ' 1 ' 1 ' 1 ' I ' l ' i ' 

CTATCATGGGGATGCTGGAAAGTACCCAGGCCATAATGTTAATGTTACAA 

GAATTGAAAAGTGGATGACTTN 

>Sequence 2662 

aggcacci t 1 1 u j n mrn 1 1 rn itgggggggatgggattattgcc 

ATGTGGGGCCAACGTGGTCTGAACTTCTGGGCATAAGCCAGCCGTCCACC 

AACATCATTAACTTAATCAGAGCAGCAAGTGTGACATATGGTAACACAGT 

CA CAACTT CCAGGATTAATATGTGGGCCGGGGGCCATTTTTTGGGGGGGC 

CATTTTTTCATTCCTGAACCCTGTACTTAAAGGTCTTGGAACCAACATAG 

AAAAAATGGGGCAGCCAAGCAC l"l 1 I'l l I" I CCTTCCTTTCCTTGTGCTTT 

TCATC CCCA TT i'l T 1 XT ACAATTC AG ATC A AG AAG ATTGG TTCAGG AAAC 

AACAATTTTAAATAAAGAAAGCCAAGGATTTGGGGGGCTTGGGTGAACTT 

GACCAGAAGGTTGCCAATTTGGAATGGCCCAGTGAAAATTGTTGGCCTTT 

TCTTAAAAAATCAAAGGGGCCTTGTTGGTATTTGGGGCCCAAGTGGACCC 

ATCAAAGAAACCCCCTTGGTTAGAAAGCGGCAATTTCCTGGGGAAGGTTT 

GCATAAATTGGTCAATT 

>Sequence 2663 

AGGTACAACAACAAAGTCTGCCCACCTTCTTGTGTGCACCTCTGTGATCA 

GAAGTAGCAATCAGTGATCGGATGCAGATCTCTAATATTTGGAAGACAAC 

ATCCTTTTTGCCCACCCTGGAGCCCATAGGCTGCATGCAAGTTTCTCCAA 

GAACTGGGGGATGGGTAGCTGCTACCGTTTTAAGAGCTAAAATTAAAATT 

AATTGTGCTTTTACCTTATACCTTCCCCTGGAATTTGCAAGCTTACAGTA 

GACTCCAGAGTTGCAAAAATAGTTACATTAGGCAGATTTTGCCAGTATAA 

TTGTTGTCTAGGAGCACGGCCAGACTCX)TGGTGCTTTCTACCCTTCCATC 

TTCCCCAACCG CTAGTTA TTGAAACTTACTTTAATACAGGAATGTAAGCA 

GTTTACTTTGTGTTTTITCATTTTCATCACTrATGAATAACTCAGCTAG 

GAAAAACTTCTTAGAGTAAATCATTTTTCTTTCAAAATAATGTTGACATT 

GCTCT GTTGAAATCTAGTGTTTATTTCAGAGAAGTCTGCGGCCAGTTTGA ■ 

TTTTTATTTCTTTTCAAATTACCTGTCTCTAAAGATCTGGATGCTNTAAA 

TACTTTTTCCTTTTAATC AATAACCATG A AATAATTTGGTGTG CCCG CGT 

ACCTGCCCG 

>Sequence 2664 

ACCGGCCAGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAG 

GAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCA 

ATTGAGTAAAGTATACTCCTGTGAACAAAATTCGGAACATATTTGTTGCT 

CTCTAACTGATTTCTCCAGAATTTGGAACTAGTTCAGTGAACTAGAAGAG 

ACAGGGATATCCCACAAGGTTATGCACAACATCAAGAGAAGATGAGAGGT 

CAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAA 

GCTTTGAAGAAGTTTACATAGTCTATATGTCAGAATACACATTTCCCACC 

TTGCCCAACAGT 

>Scquence 2665 

CCGGGCAGGTACCAATGTGTGGCAGTCCAAAATTACGAGGAAAATGAGTT 
CCCTTCATGGGTCACATCAGCAATTTTTTTTTCCCCTTTTGAGACAGAGT 
CTTGCTCTGCTGCCCAGGTTGGAGTGCAGTGAGACCCCGTCCCAAAAAAA 
AAAAAAAAATGCAAGTCTGGAAAAATATAGCTGGGAGTCAGTAATGCCAG 
TTTTAGCTG AGGG AGTT AAGATCATTTAATCAGTGTTAAGGAAGAAACTC 
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AATAGTAGTGACCACCAATACTTAAGGAAAAAGGATAAAGTACCT 

>Sequence 2666 

CCGGGCAGGTACTTGAAGTGTGACTAATGTGACCAAGGGAACTGAATTTT 

AAATTTTATTTACTTTAAATTAATTTAAACTGAAGATAGCGACATGTGGC 

CAGTGGCTACCACATTGGATACAGCCTTAGATTCCTCCCAGACCAGACAA 

CCTTTTGGGGGCTTCCAAGGTGGCAACAGCAAACTCACACTGTGGGCAGC 

CAGGCCTGGAGTGGGGCCCAGCAAGCCGCATCCTGGGGTCAGGTCTGGCC 

AACTAATTATCTACTGTCTATGGTCACATTAGTGCTACAATGGCAGCATC 

GAGCAGTTGCAACAGAGATGGTGTGGCCTGCAAAACTGAAAATATTCATA 

TTTACTATCTGGCCCTTTACAGAAAAACATGCTGACCCCTGCACTACAGC 

AATTAGTTTTGGAGAGAACATTCCTGATAAAAGCTTACATCTTCTCTCAA 

AACATGACACGCAATAGCAGTGGG 

>Sequence 2667 

CCGGGCAGGTACAATCTCTGGCCCTACATTTTCTAAATGTTATGCCACCC 

CGACCAAGGGGCAACTCCTACAAAGCCAGGCAAAATAATAAAATCATATT 

TGTCTCTAGTGGAATGGATAACTATGCCTAAAACTGTGCCCTTTGAAAAG 

CAACTAGAGAGATAATTTCTGAAGTGTTTGTCCCTACCTGAATGTGTGGC 

AAAATTCTAAACTCCCTGAAGTGTGAAAGTGGTTTCCAAGCCACATGCAC 

ATCCAGTAGTGGTAAAGGGTGAAAATCTAACTGGCTAAGAAGGCTTCATA 

GCAACA 

>Sequence 2668 

CCGGGCAGGTACATCCAAATTGGGCTACGAAAAGTGGCAAGTTTGATTGT 

AGCATCATGTCTTTGAGTGTCCTATTGGACTACAGATTAGAGGATAATAA 

AGAACATTCATTTGAGGTTTCATTGTTTGCGGAACTTTTCAACGAAATGC 

TTCAAAGAGATTTTGGTGTCCGTATATACAAATCATTACTGTCTCTTCCT 

GAGAAAGAGGACAAAAAAGAAAAGGATAAAAAAAGCAAAAAAGATGAGAG 

AAANGATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCACCGT 

TAAGAAGTTGAGCTTTTATCTTAGAGGCAGCAGAAGGTTTGGAGCCAAGG 

AATGAAATGATGAGGCGTCCTTCAGGTAATGAACTTCAGCTGCAGTGTGA 

AAGGGGCAGGAAGACTGGCAGCTGTCAAAACTGGAACAGTCCAGTGAGTA 

TGTGCAGGCCCGGGCTTGGGCAGTGACGAGGGCAGGGAGCACACAATAAT 

TTCTGCGGTAGAACCTTCTAAAGGAAGACCAGACAGAGGGTCAACAAAGT 

TGAAGGAGAAAAATATTGAGGATGAGGTCCAAGTTTTTAGTTTCAGAGAC 

TAGGCATATGGTTAATCCCGCGTACCTTGGCCGGTTTA 

>Sequence 2669 ^ 

AGGTACCTGAAAGTGACGGGGAGAATGGAACCAAGTTGGAAAACACTTTG 

CAGGATATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACAT 

TCAAATTCAGGAAATACAGAGAACGCTGCAAAGATACTCCTTGAGAAGAG 

CAACTCCAAGACACATAATTGTCAGATTCACCAAAGTTGAAATGAGGAAA 

AAATGTCAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAG 

CCCATCAGACTAACAGCTGATGTCTCGGCAGAAACGCTACAAGCCAGAAG 

AGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCA 

GAATTTCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAA 

TACTTTACAGACAAGCAAATGCTGAGAGATTTTGTCAACAACATTTGAAT 

ATTATAACCTGCAGGGGTCTGTCCTGCAGATGGTTGAGACACATAACCAG 

ATACTGATATTCAGTGAAAGAGCAGCAAGGATTCCGAGCTGATTACAGAC 

ACCAAGGAAGATGCTGTAAAGAGCCAGCAGCCACAGCCCTGGCTAGCTTG 

CCCTGTGGGCATTATTAATAAGGTTTAATGACAAAAGCTTTGAGTCACAC 

AACCCGGGGGTAATTAACCTGGTCATCCCCACCTGGAGAGCCATTCTGCC 

CATGGGTGACAAAGAAGGACATATTGCGGACACCTGATGAGGTGGACCTT 

GCGGAAAGACACTTGCCCACTTAAACTTTGTGGAAAAACACTGAGAAGGT 

TGACCCTGGTGGAAAGACACTGACACGGTGA 

>Sequence 2670 

TGCGGCCGAGGTACTTTTn mm I t [TTTTI I n I VGGCCTAATTGC 

TTTGGGCTGAAGACAGAGTGAGGCGATGTACTGTAAGGCGAACACCTTCT 

GCACAGCAAACCCGTTATTCGCTCACCTGTCTGGGGTCAGGCTCTGTAGA 



Page 554 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GAGTGAGCACTCAC TAGTA GTTTTTAATAATAAACCACGTAACCAAAGTG 

AGATGAAGGAACTATTTTTGGACAACTGGGTCAGTGTGTGAAGGCCCCAA 

GTCCTGGAGATGTCAGTAAGGATGTACTCTGCTCAGCTTTATGAGAAACG 

TTTACCCACACACTAAGACGGTGATTCTGACGCGGGAACATATCCTGGGA 

TCCATCAGGGCCTCCCCGCGTACCTGCGGGGGGTCCCATTCCATAACGTT 

ATTGTATTTTCAATAGTTGGAAATATGATCCCTTTATCTGTGTTATACGA 

ATATTGAATTGTGTATGTTGGAAAATTGGATTTCTCGAACTCAGGATATT 

CTAATATTCTAATTATCCGAAGCTCACTATTGGGTGAATACCCTGCGGAG 

ATTTAAGAATGAGTTCTACGCTTCATTAAAATGTATGTAGCTTCAATTGT 

CCTATTCTTATACGCGGAAGGAAATCTTATATCAGTCCAATCATATTATC 

TTCACTACTACCTGGGATGGAATGATAGTTGACATTATTGCGTCACTTTT 

CTTGCCATAATTCTTATTATTATCTGGCTTTGTCGTTAGTCTTGAAGGAA 

GTGTTGATAGGTTCCGTCATAGCATTTATATCTATTCTCTTCTATAGATT 

AT GTGT ATTTCCTCTATATTATTTTTCGTTTGTGCTTTACTTTTAAATGA 

CTCTTTACACGATCAAATTGTTCTAAATTAGTTCATCTACTTAGCTG 

>Sequence 2671 

AGGTACAAGGCATITAGAGAAAGCTTTTTGATTCCATTCAATCCTGGAAA 

CCAACATGTTGAAGGGCCAGATTTTCCACCATTTTATAGGGATGCAAACT 

TTAGCTCAGAGAGGTTAAATGACTTGCCAACAGTCACACAACTAGCACTT 

AGAGGAACGGGAAGGCTAACTCGGAGCTGATGCTGCAGCTTACACTCACT 

CCCCACTCCCACGCAACACAAACTCTTTCTAGGCAGCTTCGAAGGTACCT 

GCCCGGGCGGCCGCTCGA 

>Scqucnce 2672 

AGGTACAACGCCTGGAACGAGAAGCGCAGGGTCTACGAAGAATAGGGTGA 

AAAACCTCAGAAGGGAAAACTCCAAACCAGTTGGGAGACTTGTGCAAAGG 

ACTTTGCAGATTAAAAAAAAAAAAAAAAAAGCCTTTCTTTCTCACAGGCA 

TAAG ACACAAATTATATATTGTTATGAAGCACTTTTTACCAACGGTCAGT 

TTTTACATTTTATAGCTGCGTGCGAAAGGCTTCCAGATGGGAGACCCATC 

TCTCnTGTGCTCCAGACTTCATCACAGGCTGCTTTTTATCAAAAAGGGGA 

AAACTCATGCCTTTCCTTTTTAAAAAATGCTTTTTTCTATTTGT^ 

GTCACTATACATCTGAGCTTTATAAGCGCCCGGGAGGAACAATGAGCTTG 

GTGGACACATTTCATTGCAGTGTTGCTCCATTCCTAGCTTGGGAAGCTTC 

CGCTTAGAGGTCCTGGCGCCTCGGCACAGCTGCCACGGGCTCTCCTGGGC 

TTATGGCCGGTCACAGCCTCAGTGTGACTCCACAGTGGCCCCTGTACCCG 

GGCAAGCAGGAACAGGTCTCTCTGCATCTGTTCTTTGAGGAACTCAAGTT 

TGGTTGGCCGAAAAATGTGCTTAATTCCCCCCTGGGTAATTTTTACCCAC 

CCTAGGAAACAT TTCCAG AATCCTGTGATGGGAAGACCAAAGATCCTTAA 

GGAAGGGGGGGGTTTTTCCAACCCGAGGATTTCTGAAAGGTCACAGGGTC 

AAATTTAAGGCTTAAGAACCTGTGAGGTTCAACCC 

>Sequence2673 

CCGGGCAGGTAC rTTTTTTTI 1 1 ITITITnTTTTTTTAGGGCGAATGCA 

GGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCT 

GGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACC 

TCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCTT 

CTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTCTGGGATG 

GTGAAGACAACTGTTTGCTCATTTGCTTGGCGATAGGTGATTGTCTCGCC 

GCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCCA 

TCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTCGTCTCACTGA 

CTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGCA 

>Sequence 2674 

AGGTACAGGAGACTTTCTGATTTCCAATCTTGGCTCAGGTCAGAAGAAAA 

AGGGGAAAGGTTACATTCCTGGAAAGAAAATACAGCCTATTTGAGGGCAT 

GCCTGACTTTCAGTCCATGCACTAGTCCTCTTGGCTCGTAGAGTTTTCAG 

TGCCCTGAAACCATGATCCCTCTGCCTCCATGGTCCTCTGAGTGTAGTTA 

TTATGTCTGCAAACCAGTAATGTCACAAGTCAAAGGGTCTGGGGCTTCCC 

AGGGAACCACTATGACTGAGTATATTCTGATTTGAGAAACCTGTGACAAG 
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TCTTCTCAGCACTCGCCTTCTAATTTTTGGAGCCGATGCCTGGGTTCCCA 

GCATCCAGGTCACAGTAGCTGGAAATCATGCAGGAAGGGCAAAAAGCCAG 

CAGCCCAGAATGGACTGTCTCTGCAGCTCTGGCACATTCTCTACACATCG 

CCACACCACTCAAATGTCCTATAAAATATCAAAACCAATAACCTGGACAT 

GACCGATTAATCTGT 

>Scquence 2675 

AGGTACTTCAGTTTCTCTAGATTACCATGTAAGACAGCTCTGTGGATCCT 

CTTCAGATGATACGGTTTAATGGGGTATTGGGGAAATGCGAAGCCATCCG 

AGCACAAGCGCTCCATGAGGGTGGGCCACCTCTCCCGCTTGCCGTCTTCC 

ATAATCGTCGGCTGCAAATTGTAGCCTGCAGCCGTATTTCAGCTCGCCTT 

CGGGGATCGCCGCCTCCGAAGAGCAACAACGAGCAAAGCAGTCTGTCCAC 

GGACCTCCGCACAGACTCTCAGCGCCTCCCGCCTCTCAGCAGAAACGCCC 

AACAGAAGGGTTAGAACCAGCGAGCACGCGCACCTTAGCCGGCCCTCCCC 

GCGTACCTGCCCGGGCGG 

>Sequence 2676 

GGGGGACTGGACACTACGACTACTATATGGCGACTTGAACCTGGTGGCGG 

ACGCCCGGGCAGGTACTCGGGGGTAGATGGAAGGACGACACTGGGAGACG 

CGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACGACTCGGTGCG 

CATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGAGTCTATATGTCAAAATACACATTTCCCACCTTGGCCCACCGGTGG 

GAAAACCTTAGGAAGGAGAAAACCATTAAAAAATGACAAGGAAGTTTAAT 

GGGAAGCAATTGTGATTGGTGTTTGGAAGGTGGAACCCTTCAAGAAGGTA 

ATTAAATGCCCCTTGTAAAAAAGAGGGCCAGAAGAGCCTTGCCGCACACT 

TTITTTCCTGCCATTGTGAAGGAAGCCAAAGAAAGACCGGCTGTTCTGCA 

ATACCTGCAAAGAAGGACCCCTCACTAAGAAAGCTAGCCATAACTGGGCA 

TTCCTCCATTCTTGGGCTTTGCCAACTTTCCAGAAACTGGTGAAGAAAGT 

ATTATGTTTTGGTGGGTTTAGTACAATTGGGTCTATTG 

>Sequence 2677 

AAGGTAATCGGGGGCCAGTCTTTATACTGCTGACAGTAATAAATTCCAAA 
ATCTTCAGACTGCAGTCCACTGACGACGAGAGTGAAGTCTGTCCCAGACC 
CAGAGCCAATGAATCTGGCTGGGACACCAGTGGCCCTGGTGGATGCAGCA 
AAGACGAGGAGCCTGGGAGCCTGGCCAGACTTCTGGTGGTACCTGCCCG 
>Sequence 2678 

CCGGGCAGGTACTlTIU"llTlTll-|UTnMUUl'l4iniAlTnTnTTT 

rTTTTTTTTTTTI 1 1CTAAGTCATTACTTTTTATTTTGAAGGATTTGTGA 

AACTCTTCACATCATGGGGAGAGTTTGTATGATTAATAAAAAGCAGCTTT 

TTCATGAAATGCTTGGAGGGGAACGAGTTCTCACCCTGTGAGACCCGACC 

ATCCCATTAACTTGGAAGTTTCTCTTGATTAATAGAAAAAAAAAGGGGAG 

GGTGAAAAAAAGGAGGAACATGCTAAAAACCTTATGACAATCATCCAAAT 

GTCCCGCGTACCT 

>Sequence 2679 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGAAAGAGGCCCTCA 

CCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAGG 

ATTGTGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGTG 

TTTTATGGCAGCACAAGGTAACCCAGATGATGCTTTTCACCACTGGGTGG 

TCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCTT 

GCTGGTCACTCTCTTTGGTCCTTTCAGATGCCmCTTAGTGGTGCCTCT 

ACCAGGCCCTTGACTTCN 

>Sequence 2680 

AGGTACCATACAGTTTTTCTAATTTTCTAATTAAATGTAGTATTGTGAAT 
ATTTTCTCTTGGGAATGATTACTTTTCTTTGGAGTTTGATAGTGGTATAA 
ACTGTTTATATTTTGTATTCTATCAGGAAAGTATTACAGTAATGGAATAA 
TTATAATTTCATTG AGTGCGTCTCCTCT 1 1 1 1'AATATG AATTTTG AGC AA 
GTTTTTAGATTCATTTATATGAAGTGTCCATTTTTGTAGGTAAAAGTAGT 
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TGAAAAAGGTAATGTATGGTTCAACCTAATAACAGAAAATATCTAGCCTT 

AATTAGAAAAATAAGTCATAAAGACAACTTTGTTTCAAATAAGGGGAAAT 

ACGATAGCAGTCATGAAAAACTGAAGGATACAAAGAGAATATTTTAATTG 

GTAGCCATA CAAAG TGGAGATATTTTAGAATCTATTTCATTCTCTAATAT 

ATTTGAGTCATTTTATTTTGGGTAAAATAAATTATAGGTGGAGCATGGTG 

GCTCACGCTGGTTATCCCAAAGCGCTGGGATTATAGGCGTGAGCCGCCAC 

TCCTGGCCGAAATCTGTTTTAAGTATAGAACATCATGAAATTGGATTCTG 

TTGCTTTAAGCATTTCATGACTGAGCTGCTGTCTGGATGCTACCTGAAGA 

GATTCTCATTGAATATCATTATGGCCCAGTAGTGTTCCATAATTTTCTTT 

AAGCTCCATCTATGTTAATATTTTTGAACAATTTTGCACAAGTCCT 

>Scquence 268 1 

CCGGGCAGGTACCATGGTTGGAATGATAAATGATATTGTCATTTTrGTTA 

GCATTGAAGTGAGTGGCATCTATGTATTTTTTAAGGTATATAATGAAATT 

GTGCCTAGGGGAGTTATAATTCACTCTATGTATTTTTATATATACTTAAA 

TCAATACATTCTTACAGACTAGCTTCTTTAGTGGTAACATACATGCCGAT 

TTTGTCACTCCATGAATGATTACGGACATGTATACAGGAGCGGAAGTCCC 

TTATCCACCAGTTCACCCAGGTGTCTTGCTCTTATCTTTCAGAACGGAAA 

ATTGGCTAGGGGTTTCTCTCCACCATGTGCTCGTTCrCAGGACTTTGGGT 

GAATCCACGTGTGTGAAATAAGGTAGCATCAGCTGTAAGATTCAATGATG 

TCTATGGTGCAGCAGAATACAGACTGCGATCTTTGAAACGCnTTTGAAAC 

TCCTTGGATACTCCTGGAGGCTCGAACTTGAACGAAAGCGCTGATTACGT 

TGAGACTCTCGACTTCAACACTAGAGTCATGAAGCCTGCCTTATAGACAT 

NTTTCGAGGAGCCCATGAGGGTATTCCCATGTGAGCCTAAGGCTACTTGT 

GAAGATACCATCAGGGCTCTCAAAAAGGACTGGTCTCGTGATCTACGGAG 

TATC AAAGT AAAAGGTGGAGAGCAATTTAGTGACCGGCGAGTGTCTGACC 

CACGTTTTTAAATCACACTGGAATCTGACTTCAG 

>Sequence 2682 

GTGGAGAGACTCCCGGACAGGTACGCGGGATGGAAAGAAATGAAGACATT 

TTTAGACATGCTAGACTCATGGTTGACTATACAACAACCATCTCAGAAAG 

AGTTATTAAGATATAGCTTCATACTGAACATAAATCATAGAATTAATGTG 

GTAATCAAAATAAGAGTTACGTAACTACTGACAGATATAAGGAAAGTCGT 

AACCATTCGGAACTAAAAACAATGGTATATGTTGCTGGACGAACACTGTG 

GGGAGGGTGAGTATGGCAGCATACCGTGATTTCTTTATGGTTCTGGAGAA 

AATATAAGAGTAATCAAGCTTAGTTATGTGTGTATTTTCTTTTAAAGATG 

GGGTTTGACCATGTTGCCCAGGTCGGACTCAGATGCTAGAGCTCAAGCGA 

TCCTTCAACCTCAACCTCTTGAGTAACAAGGATTCTAGTCACATTCCACT 

GTGACTGGCTGCATCCAATATGTGAACAGCAAGTATTAACAACGCGGTAT 

TAAGGATTATTACTTATTGACCACTATAGGGGGGAACTGGCTTAAAGAAA 

AAACCATGGAGACCCATGACATGCAGGTGTAATTAATTGAATGCGACAAC 

GCGCGGGGAGAGGGTCCTTGGGCGGTGTTAGAACTATTGATTCCTCGGGC 

TGGAGGAATTGATCTCAAACCTAATGGTTCCGGAAACCTATGGGGGGACC 

CGGACCCCACTTTTGGTCCTTTAAAAAAGGGTAATTGCCCCCTGGCCGAA 

ATATGGGCATACGGGTTCCCTGGGGAATGATATTCCATTGCAATTCCCCA 

CATTACACTCGGATC 

>Sequence 2683 

CCGGGCAGGTACGCGGGAAATGAAATTGGAGCTGGACCATTTAGTCAGTT 
CATTAAAGCAAAAACTCGGCCATTACCACCCTTGCCTCCTAGGCTAGAAT 
GTGCTGCTGCTGG 
>Sequence 2684 

AGGTACTTTTTTTTTTTTn 1 11 H ITnTlGCTCCACATCTTCACATTC 

TTTCTGAATAACAAGCCTAAGTCCCCATGACCTGATCACCTGTCAGGTGA 

TCACCTTGGCCATCACCTTGGCCTTTATTCACCTAGTGATGCTTCTCATA 

GTAATGGATTTGTTGTCTCCAGATGTATTTGAGTCACTGCATTTTTGGAA 

TGACTTCAGATGTAAAGTGTAATTCTACCTGAGCAGAGTGACAAGGGGCC 

TTTCCATCTGCACCCCCAGCCCGCGTACCTGCCCGGAAATCTTAACTTTA 

CAGTTGAGGGACATTATCTGTGCCCTATTCGGGGCCAAACGTGTTTTTTT 



Page 557 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



TTCATTTACGTAGTCTTTCCTTGTTCTACG 

GCCCCCATTGAGTTGTCCATTTGAGAACTTTCTTGCTTGTTAGATCCA 
>Sequcnce 2685 

CCGGGCAGGTACTTTTTTTTTT1 1111 rTTTTTTTGAGACAGGGTCTTGC 

TTTGCTGCCCAGGCTAGAGTGCAGTGTCGCAATCTCAGCTCACCGCAACC 

TCTGCCTCCCAGACTCAAACCATCCTACCCTTAATCTTCCAAGTAGCTGG 

GACTACGGGTGTGTGCCATCATGTCCAGTTAATTTTTAAATTTTTTGTAG 

AGACAAGGTCTCAACTATTGTTGCCCAAGCTGGCCTCAAACTCCTGGGCT 

CAAGCAATCTGCCTGCCTCCTTCTCCCAAAATGCTGGGATTAGAGGCATG 

AGCCACAATACCTGGCCACTATGCAATTTGTATGTATTTTTAAACGATAA 

rm nrvm n l"[AAGACAGAGTTTTGCTCTGTCACCGAGGCCAAAGT 

GCAGTGGCACAATCTCAGCTAACTGCAACTTTAGCCTCCCAGGTT 

>Sequence 2686 

AGGACGCGGGGAGCTACAACAGGCAGGCAGGGGCAGCAAGATGGTGTTGC 

AGACCCAGGTCTTCATTTCTCTGTTGCTCTCKjATCTCTGGTGCCTACGGG 

GACATTGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGA 

GAGGGCCACCATCAACTGCAAGTCCAGCCAGAGTGTTTTTTCCAGTTCCA 

ACTATAAGAACTTCTTAGCTTGGTACCTGCCCG 

>Sequence 2687 

AGGTACTCGCGGGCCTTGGAGGGGGCCACCGACAGAGCTGACATCACCGT 

CATGATGCCTGCATTCCAGGAGTCACGGATGGGAAAGTAAATCTTTGGAG 

GGGCTGGGAGCTGGGGTATCTGCAGGCCTGTCTGCTGACACACGTACTAG 

AATGTTGGCTATAATAGTTCTGTTCTTACAACACATGAAATTTTTTCGTT 

TTATTTTATTTTGTTTTCATAGTGCATGTTCATTTCTACTCACAAACATG 

TTCTTGGTGTATTTCTTATGCAAACAATCTTCAGGCAGCAAAGATGTCCG 

TTACATCTAAACTTGAATAATAAAGTTITACCACCAGTTACACATTNNAA 

AAAAAAAAAAAAAGGTACCTGCCCG 

>Sequence 2688 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCATCCACAGTTCGTGTGATCTCCAGCCTGGTCCCCTGGCCAAA 

AGTCCGAGGGATACTGCTACTCTGTTGACAGTAGTAAGTTGCAAAATCTT 

TAAGTTG 

>Sequence2689 

AGGTACGCGGGGGTTGTATCAGGACTTATGGTGGCCACCAAATATGAAGT 

GAGTGTCTATGCTCTTAAGGACACTTTGACAAGCACACCAGCTCATGGAG 

TTGCCACCACTCTGGTGAATGCCTGCCCACCAAGAAGGGCTCGTGTGACA 

GATGCTACTGAGACCACCATCACCATTAGTTGGAGAACCAAGACTGAGAC 

CATCACTGGCTTCCAAATTGATGCCGTTTCAGCCACTGGCCTGACTACAA 

TGCACAGAACCATCAAGCCATATGGTCCCAAGCTACACCATCACAGGTTT 

ACAACCAGGCACTGACTACAAGATCTACCTGCTCCTGCCCG 

>Sequence 2690 

ccgggc aggtact rr r r rrrirnrrnrrriG ag acagagtctcactct 

GTAGCCCAAGCTGGAGTGTAGTGGCGTGATCTTGGCTCACTGCGACCTCC 

ATCTACTGATTTCAAGTGATTCTCCTGTCTCAGCCTCTCGAGTAGCTGGG 

ATTACAGGCGTGTGCCACCATGCCTGGCTAATTTTTTTGTATGTGTAGTA 

AAGATGGGGTTAGCTGTTGTTTGATTTTATATAGACCGTGACATGTCTTA 

TGATATGAGAATGGGCTGGAACTATAGCCTCGGGGTCCTTGCCCTTTCCT 

AAGGACTTACTGTTTATTGATCAGTAAAAGTGAAACAGGAGCATGTTTAA 

AATAATGTAGCCTCATTTTAAATTTCTGCACTCTTACAAGTCAATAGATC 

ATGGG 

>Sequence 269 1 

AGGTACGCGGGGGCGAGACAAATGATCCTTAAAGAAGGTGTGGGGTCTTT 
CCCAACCTGAGGATTTCTGAAAGGTTCACAGGTTCAATATTTAATGCTTC 
AGAAGCATGTGAGGTTCCCAACACTGTCAGCAAAAAGCTTAGGAGAAAAC 
TTAAAAATATATGAATACATGCGCAATACACAGCTACAGACACACATTCT 
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GTTGACAAGGGAAAACCTTTAAAAGCATGTTTCTTTTCCCTCACCCCAAC 

AGAAACATGCCAGTACCTGCCCCGGGCCGGCCGCTTCTAGAACCTAGGGG 

AATCCCCCGGGGCTGCAAGGAATTTCGATAATCAAGGCTTATTCGATAAC 

CGTT CGACCCTCGAGGGGGGGGACCCGGTAACCCAAGCTTTTTGTTTCCC 

TTTTAGTTGAAGGGTTAAATTGCCGCGCCTTTGGCGTAAATA 

>Sequence 2692 

AGGTACAGCTGGGTGCTGCAGCACTGGAGTGCGAACTTGTGGCTGTGGTT 

ATGAAGGAGCCTCGTCAGCTATGCCTTTAACCCCTGGTGAAGCAGTGCCA 

GTCACACTTTGCCAGTCAAACGGAGAGGCAGCAGTAGTAAGACCAGACCA 

AATCAAACCAAACCAAGCAAACCACGGGGAATGGAGACACAGAGTTTCAT 

TCTGTCACCCAGGCTGGAGTGCAGATGCAGTGGCATGATGATAGTGCACT 

ACAACTTGGAACTCCTGGGCTCAAGCCATCTTCCCTCCACTGCCTCCAAG 

TAGCTGGGGACTACAGGTCATGTGAGCACACAGCATAAAGGCAGCTGCCC 

ACAAGCCAGGAAGAGAAGCATCATCAGAAACCGACCATACTGGCTTCCTG 

ATCTCAGACTTTCAGCCTCCAGAATGATTATTGCCT 

>Sequence 2693 

AGGTACGCGGGGGAGAGAGACACACAGATCTAAGTCGGGGGCCAGAGGGA 

GCTCCXTCAACTAGGCAGCACAGCCCTACTGATCAGCGCATGTGTGTAAG 

GAACCACCTCAGGCCAGAGAAAGAGCCATGTGAGAAGATTAGAAGGAACA 

GTGGTGCTGACACAGGACCTAGGGTAGGGCCTGTTCCCACCACCCTAGCT 

GGAAAACCTCATGATTTATGGGGCACTGGGTAGAAAACACAAGTGAGAAA 

CCCTAGATGGGCACTGCCACCTGACACAGCTATACAGCAGGACCTGAAAG 

GATCACACTGCATCCTAGGACAAAGCTCAAAAGTACCTGCCCG 

>Sequence 2694 

CCGGGAGGTTTCATGACTCACCACAGGGGCACCCAGCAAATTGGCATCCG 

AGCCAAAATGAGAGT GCAAG CTTTTGAGTTTCCAATGTAAAGCTCATCAA 

ACITrGACATTACTTCTTTTTTATATAAGGGGC 1 1 11 i H 1 Hi ITTTTT 

GCATAAAAAATTTTAAAAAACCAAATTTAAAAAAAATTCAAATGACTTCA 

CGTGAGCTACTGACCATATAAACCTTGCATGTGCTGGCCCCAGGGAATAT 

GGAACCTTCGGAAGGTTTTGCACTCCACCCTGGGTAACAAGCAAAACTTT 

GTTTCTAAAAAAAAAAAAAAAAAAAAATTCCATTTTGTACCCCATAAAGG 

CCTTTTACAGCAATGGTCCCTG 

>Sequence 2695 

CCGGGCAGGTACATACCCCCACACCAGGCTAATTTTTCCTATTTGTAGAA 

ACACGGAGTCTTCCTATGTTGCCCAGGCTGGTCTCGAACTCCTGGGCTCA 

AGCAGTTTGCCCACCTCACCCTCCCAAAGTGCTGGGATTATAGGCATAAG 

CCACCACGCCTGGCCAATTTCTGTTAAATTTTACCTTCATTATTCTCTAA 

TTCTAGCCTGCTTCATTTCTGTCAGCGGCACTrGTCACTGTTTTCTACAT 

TGTCCATCGGGAATGTATGCCCCATTAGGATGGGGACTTTGCCTATTTTG 

TTTACCATTATAGTCTCATTATTTGAAATAGTGCCTGGCGTGTTTCCAAA 

GAGTGCATTATACTATTCTCTTAAAATAAAAACCACAGTAAAAAAATTTG 

TCTTTCAAG 

>Sequence 2696 

AGGTACACCAAGCACCTATTTTTATAACTTAGCTTCCCATGGAGAGATAA 

TGGCTTGCGTGCATTTTATGTATCCATAACATACATACAAGGCTCGGTCT 

TTCCAATGGGATAACAGTTCACAACTCTrCGATTTGAATTGTAATGAATC 

TGGCGACAAGGATTTTTCTCTAATGGATTCCAAAGTTAGCCAGAACTTTT 

AATGTCAAGATGAAAAAGGGTGTAAGGTGTTATATTATCTTCAATTCCTT 

TACCACAGGAGGCTAACTCCACAATTTCCCTTATGTTTTTCATTCATAAA 

AAAAAATATTAAATTTTGTGTTCACAATTTATTCGATGATAGCTTCTTTG 

TGCTGATGTTTTAATTCCTGAAATAAACTTGGTTTCTTTACAATTTTCTA 

AGGTTAGGTTATTTACCTTAGGGTTGTTTAAACATTTTTTTCTGG 
>Sequence 2697 

CCGGGCAGGTACACCCTAGCTCCAGCTTCCCCTGGGAGACTGTGCATCTC 
CTGG CTCC ACTA AC ACCACCTTCTTCTG ACCTTCC AGCCTAG AG ATG ATG 
ACTCTGCCAGCCTAGATGGGCTCTGGGTTGTCTCCCTATTCCTGTTTGCT 
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TTGTAGATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCTC 

TATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGATA 

TACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCAG 

TAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 2698 

AGGTACGCGGGGAGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATG 

CTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAG 

GAACTATTTATAAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTC1T 

TTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAAC 

AAAATTTGGAACATACTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGG 

AACTAGCTGTAGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCAT 

TTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTGTACAGCAAAATAA 

TTTCCTGTATTAAAACGTTTTTATTGCTCAAAAAAAAAAAAAAAAAAGTA 

CCTGCCCG 

>Sequence 2699 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTA 

>Sequence 2700 

AGGTACGCGGGGAGTCTTGGTTTTCTGCTAGTGCTGCTGCTGCTGGGAGG 
ACGACGGACGGCAGCGGCCAAGCAAGAAGAAAGACGTGGCAGCAAGCGGG 
AGTCGGGGATAGTGTCATCGGTTCGGTAAAGTTTCTGTTCTCTGATTTGG 
GGATTTTCCCTGCCCAAGAAACAATGATAAAAAAAAATTGTGCCTGCCCG 
>Sequence 2701 

CCGGGCAGGTACACATGCTAGGGTCCAGGACAGCAGGACCAAGCCAGCAG 
AAACAGCCTGAGCCCACCGCAGACTGGCCTGGCTATACTGGACAATGCCA 
CTCCTCCTGTACCT 
>Sequence 2702 

AGGTACGCGGGGAAGATGTGCGGGAGGCATATCGCCGTAGAGGCTGGGCC 

TTCAAGAAC 

>Sequence 2703 

GCCGGGATGGCAACAGATGGTGCGTGCCGGGGACCGCGTTAGCAGCAGCA 

CTCTTGAGAAACCAGGAAAAGAGCCCCGCGTACCT 

>Sequence 2704 

AGGTACl n 11 1 1 rTTTTITrTTTTTTTn ITi" 1 TTCATTCTTTTCTTAT 

AAGTAAGTTGTCCATAAGTGAACACTTCAAAAGCAACAATTCCATCCCCT 

GGATTCAAGGAAAAATCCTATGCATAATCATTCACATGCATCATGACCCA 

AATTTTTCCTGGTGTTAAAAAGGGTGAAGCAGTGGTCCTTTGAGTGTTCA 

AACCCAGTTCCCAAGGAGCACAGATCCACCTGAATCCCATCTTGGGTTGC 

AAGCCCTGTTGAGTAAAAAAAAAACCTTCTGGTTTCAACATTCATCCTTT 

TTATGATTATTGCCAAAAAATTTTTAACAAACATTAATATATTGCATAAC 

ATCCCAGT 

>Sequence 2705 

AGGTACTTTTT 11 1 iTnvnTlTnTTTCAATTTrTATTTTGGTTTTCT 

TACAAAGGTTGACATTTTCCATAACAGGTGTAAGAGTGTTGAAAAAAAAA 

TTCAAATTTTTGGGGGAGCGGTGGGAAGGAGTTTATGAAACTGTATTTGC 

ATAAATGTCTTTTTATTAATTCCTTCTTTTTTTCTTTTT^ 

ATTTTTATGCAATGTTATATGTGTCACAAATTAATATTGGATAGGAATTT 

CTAGTTTTTTCAGTTTATAAATAAGATAAGATTTAAGTTAAATTGTGCAA 

TATTAG ATA AGTTTTTTTCTC A AAAATATTGCTTTTTC ITT T T I 1 TAATA 
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TTAAAAATTTGAGTTCCATTTTAAATTTTGTAAATCAAGAACTGTGGCCC 
TAATTGTTCCCACTAAAAGAAATTTCCTTGGTTTAGGTCACCCACTCATT 
TTGTTCACAAAAGGTTTCCATATTTTTCAAGGGAAAGGTGCCAGGCCTTA 
ATTGGCCTTTAT T I f TGTTT 
>Sequence 2706 

AGGTACi 1 1 1 11 mm 11"lTl^44"llTrrGTTTTACATTTGGGGGTAAA 

GTGCAAGTTTGTTAAAAAGATATTGTGGAATGTTAAGGCTGGAGTACAAA 

CAAATCCATCATCCAGGTAGTGAGCATAGCACACAATTGGTAGTTTTTCA 

ACCCT'l TT 1 TTCTCTCCCTCCCTTCTCATGTTCCCCAGTGTCTATTGTTC 

CCATCTATATGTACATGCATACTCAATGTTTAGTTCCCACTTATAAGTGA 

GAACATGTGGTATTTAGTTTTATrCTTTTTTATACTCAGTCCAGATTTGT 

GGCTCACAGGCTGGGTAGATAAAGACnTTTGTGTCCAAATTTCCAACCAG 

TAGCTGCTATACACACATATCTGGGCCTGCCGATTTTCCCATTTGCTTGT 

TGAAGAATCGACTTTTATGAAAAAA 

>Sequence 2707 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTRCACTGAGCATCrTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGA 

>Sequence 2708 

CCGGGCAGGTACGCGGGATTACTCAAAAAGAATCAGTCCTGAAAGGGTGG 

GCAAATGTGCAGCTCTCCCTCAGGGTCGTGGGATCTGGGTCCAACAGTCT 

GGCCTTTCAGCCTTCAGGCTGTTTTAGGCTrGAAGTTTCGTGTGGCTGAT 

CAAAGAAAGAAGGCATACGCAGATTTCTACAGAAACTACGATGTCATGAA 

AGAT1TTGAGGAGATGAGGAAGGCTGGTATCTTTCAGAGTGTAAAGTAAT 

CTTGGAATATAAAGAATTTCTTCAGGTTGAATTACCTAGAAGTTTGTCAC 

TGACTTGTGTTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAG 

TTCCTCITGATAAATAAACAATTAACAAATACTTTGGACAGTTNAAAAAA 

AAAAAAAAAAAAAAAAAAAAAGTTCCTCGGCCGCTCTAGAACT 

>Sequeace 2709 

CCACGGCTCATAGCCTGTGGGTTGGTGCTGATCGGCATGTTCGTGATGAA 

ACTCTAACCGTCGGACAAAACTAAAAAAGGAATGGGTTATGACAGTCGCT 

TtCTGGTGTGTGTTGATCGCTATTTTTCTGCCGTATCTGTGCACGGGCGT 

GGCCAAGTTCAGCGGTGGCAAGTTCGGGCCCCGGCAGAACCATGACCCCC 

GAGCTTTCCTGGAAACCCTCGAGGGGTTCGCCAAGCGTGCCCACAGTGCG 

CAACTCAACAGCTTTGAAGTGACCCCGGCCTTCGCGGCGGCGGTGATCAT 

TGCCCATTTGGCCGGCGCTGCGTCGCTGGTGACGATCAACGTATTGGCGG 

TGCTGTTTATTACCAGCCGGCTGCTTTACATCATCTGCTACCTGGCGGAC 

TGGGCGATTCTGCGGTCGGTGGTATGGGCGGTGGGGA 

>Sequence 2710 

AGATACCACTATGCCTGGCTAATATTITrATTTTTTTATTTTTGTAGAG 

CAGGGTCTTGTTATGTTGCCCAGGCTGTTCTCAAACTCCTATCCTCAAGC 

CATCCTCCCATCTCAGCCACTCAACTTGCTGGAATTACCAGCGGAAGCCA 

CTGTGCCCAGCCCAGACTCCCTTTTACCTAGTATATCATGTCTAATTTCT 

AACAAAAAATTAAAAAAACATTGTAAGAGGAAAAAAAGAAACCCTAAAAC 

AAACAAGCAAACAAAAAACCCAAAACAACAAAAAGTTTCAAGAAACAGAG 

CTAGCTGACAGAACTATATTCAGATATGGCAGGTATATTAGAATTATCAG 

ATTGGTAATTTTAAACAACTATGACTAATATGGTAAGAGTGATAATGGAA 

AAAATAGACAATTTGCAAGAACAGATCAGTAATATAAGCN 

>Sequence 271 1 

CCGGGCAGGTACCCATCTAAACCCCAAACCTCGGTCTCCAGAAGCAGATG 
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AGCAGATGAGGAGACGCCTCTATTCCGTGTCGTTTAGAATGAGCAAACAG 

TTGTCTTCACCATCCCAGACAAGCAGATGAATGGTGAAACGATTCATGCT 

ATAAAGAGAGATGAGGTTCATTTGAACGCCCAGAGGAGTTCAGTCGAGGG 

TGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGATTATCTTCCCGTGCCAT 

CCCCGCTTCCAGCTCTGCATCCATCCTTCAGAGAACCACCTACACCACTC 

AATAAAACCCTGCATTCAACCTGCAAAAAAAAAAAAGAAAAAAAAAAAGT 

ACCTG 

>Sequence 2712 

CCGGGCAGGTAClTnTl-I^imnTri'llGGTCTTATAATATTTGTTTG 

ACACCTCAAACCTCTTATTTTCATTTCAGAGACTGATTAAATACAGTCTC 

AAGGTGATAAAATAACACAGTAGGATAAAAATAAAGTGACAAGTGGCAAG 

GGATGGTTAGTCATCTTTGATACCTGTGGATACTCAAACCCACCATTTAA 

AATGTCTTAGGTGTTAGATGTGGTAGGTGTTTCTATCAGGAACACGTGGG 

AATAAAAACAAATTTAGAACTCACATCTGGGCTTCTCACTTCTAAAACAA 

GGGTCAGGAGGCCAGAAGGCGGAGCAGCGCATCAGTTAGGATTTGACAGG 

ACC 

>Sequence 2713 

AGGTACTTTTTTTTI rTTTTTTTTITn I GGGCAGCTAAAATCTAGGATG 

GTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAAACAAC 

ACGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTTCTCAA 

TATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTAT 

CTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAAT 

GGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAAAAAAT 

TACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAG 

>Sequence2714 

AGGTACTACTGCCTGGGTTATGGGACTAAAATCTTGTCCAGGGACATCCA 

AGGGAAGGGGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCATAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAATTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCACACGAATTCTCTCCTTCTCATTGCTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGGCTCTCCACAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequencc 2715 

CCGGGCAGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCATTCTC 

TCCCTCAGGGTCGTGGGATCTGGGTCCAACAGTCTGGCCTTTCAGCCTTC 

AGGCTGTTTTAGGCTTGAAGGTGGGTTTTTGCTAGGACCCTTGGCTGTCT 

CTCTGTCAGATGGATGACTAAGTGAGTTTCGTGTGGCTGATCAAAGGAAG 

AAGGCATACGCAGATTTCTACAGAAACTACGATGTCATGAAAGATTTTGA 

GGAGATGAGGAAGGCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATA 

TAAAGAATTTCTTCAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTG 

TTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAGTTCCTCTTG 

ATAAATAAACAATTAACAAAAAAAAAAN 

>Sequence2716 

CCGGGCAGGTAC1 l ll li ri i ri l l l l'i rn ri lAATGTGCAGAGGATTG 

ACCTGTGCATGCTTTTGATCTCTCATTCAAAGGATCAATATTAAATAAAA 

TTGTCATGAGCTGTGTTGAAGACAGGGCGCTTTCAAATAGAGGTAATTTG 

CTCTTGTGTTGTAAGAGGAACATGTCAACAAAGATAGGAAATGAGGGTGA 

TCGTGCAGATGGCTTGTATCTTATATATGCAAAGGAGTTCCCGCGTACTT 

CTGTCTTCCAGTTTTCCACTTCAAACTTCTATCTTCTCGAAATTGTTTCA 

TCCTACCACTCCCAATCAATCTTTCCATTTTCGTCTGCGTTTAGTAAATG 

CGTTAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGATTTCAA 

GGTCTTTTAATCACCTTCGGTTTAATC 

>Sequence2717 

AGGTACITI TTTTI TTTm ri t'l'lTnTTGAGTTCCAGGATACAGGTGC 
AGAGTGTGGAGGTTTGTTACATAAGTAGATGTGTGCCATGGTCGTTTGTT 
GCACCTATCAACCCATTATCTAGGTTTTAAGCCCCATATATGTTAGCTAT 
TTGTCCTAATGCCTTCTTTCCCCTCACCCACCAACCGCCCTCAAGTCAGT 
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TTTCTAAGAGTATTAATCAAGAAACCATCTCATAATCACACCAAAGCATA 

TTTCTACACAAGATATAAAATACTAGGATATTTGCTAAAGATAAATGCAT 

GCCATACACTGTAACAATCGAAATGACTTCCTACAGGATAACAATGCTAA 

AATTA AACTCT TTGTAATTAGTAAAGATGAACATGTGGGGAATATATTGG 

ATATATTTTTTAAACTATTTTTTGTCCTCAGTAAAG 

>Scquence 2718 

TCCTATGGATGCTTTAAGGCAGTGTTTCTCAACCAGAGACAAGCTTGCCA 

CCCACTGAATATTTGTCAGTCTCCAAAAATGTTTTTGGTTGTCATGACTG 

GAGGTGGGAGGAGTGTGCTATTGACATCTAGTGGCTAGAGGGCAGGTATG 

CTGCTAAATATCCTAACACACAGGACGGCCCCTCTGCAACAAAGAACTAC 

CTGACCCAAAATGTCAGTTGTGCCAAGGTTGAGACACCCTGCTGTAGGGG 

ATAGAAAGAAGTGTAAGAAATGGTTTCAAACTCAAGAACAATGATTAGAG 

AGATGGATGGATGGATAGATAGGTACCTGCCCG 

>Sequence2719 A% 

AGGTACTGTATTTCCAAAAGTAAGTTTCTATTCCTAGAACTAAAACAGAA 

AAGAA GTGTT GTGAGAT ACATAAATGAAGCCAATAAATTTAACCAAGGGC 

TTACCATTTTCCTGCATGATGTTTATAAATAGTTTCCTGGCAAATGAAGT 

TGCCGTAATTTGGTTTCTACCAAGTAATCCTAAGGTGGCATGCATTTTCC 

TTTCCATCTGTTCAGGTTCTATAACACACCATGTTTCTTTCCGCTTTACA 

CTTGCCCTGTGGCGGCTCGCTTCTAGTAACTTAGTTGGTATTCCTCCTCG 

GTGCTTGCATGGAAATTTCTATCTTCAAATCTTAAATTTATAACCCGGTT 

AA ACACTT TATATGGGGGGTGCCCCXjGTGTATCACTTATCATTTTGGTTT 

CCCTTTTTAATGGAAGGGTTTTAAATTGCCCCTCCTTTTGTATTAA 

ATTGGGATCATCAGGCTGGATTTTTCCAAAGTTGTGAAAATATTTTATTC 

CCACTTTAATAATTCC 

>Sequence 2720 

CCGGGCAGGTACCACCATCAGCACTGCTGATTTTCAGTTTTGCTATCTAT 

TCCAGGTTTGTCCTTACTCCCAAAAAAACTAACTAGAGAGCACAACTGAA 

AAAAATATATAATTCTTTGGAAACTGTCCCTGATTTTTATGCAAATGATA 

TGCTTCAACAGCATTTCAGATCCATCCATGTTGAAACCTGTCCGTTCTTC 

ATGCGTTGCTCAAGTTGGTGATGCTCTGAGGGTGATGCTGTTGCCATAGC 

TGTTTCTGTTGGACCGCAAGCTGTTGAGACTGGTCTGAAGTTGATAGGAG 

ATTTACAAGAGGGGACACACAATTTGCCGGAATGATCAAACCTACAATCC 

GTTGCCCATCTTCCGTTCTTAGCCGCACGATCTGCATCTTCACGTTTGTG 

CCACTGACAGATGCTAGAACACCCTCAAC 

>Sequence 2721 

AGGTACATAAAAGTTTAAATCCTAATGTATTAAAAAAGTTTAATAGCACT 

ATAATTTCAGAACTTTATATCATGCTTATCATACCATCCCATAGTATGGG 

AATCTTTCCATTTCAGTAAATGTAGATCCACAGTAATATTTTTAAGGGCT 

ATGCATTCCATTGTCTAGATGAACCACAGTTCATTGAAACAACTGTCCGA 

TGATGAACGCTGAAGTTGATCGAGCGGCCGCCCGGGCAGGTACTGCGGCG 

GGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTT 

CATTTTGGTTCTCAGGGNTTTGTTATAATTTTTTATTTTTATGGGCTTTG 

GTGAGGGAGGTGGTGGTANTTTNNhn^nWTTTO 

GTGAGGGTATTGTGGTAAGGGGGTATGTGGGTAAATTTTT 

>Sequence 2722 

CCGGGCAGGTACTCTGTGTTTTCAAACTCATGCCTTATACACTTTTATAC 

TGGCTTTTATCGATCATTTGGTAGAAAACATCTTTCAGGTTTTCCATATC 

CTTGACTTTGAACACATGTTTGCTCATTGGGTTTCTTGGAAGCCAAAGCA 

TTGATGTTCACTTGGTTCACCAAAGGCCCGACCCCAAACACATAGACATC 

CAGAAATCCTCCCTTGGGTTTTTGCGATCCTTGCCAATGTATAGCACGTC 

CCGGATCTCATCAATGCCCGCGTACCTGCCCG 

>Sequence 2723 

AGGTACATCATATTTGCTTGTTGGCTTTATGATAACTTAGAAATAATATT 
CTGGATTAACTGTGTGACTCATGAGAGAGTTTGTGCAACTATGTTTCCAA 
ATTTACTTGATTTTCAAGACTTACACTAGAACTGTGCGAACAAGGTAATA 
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AGTAAGCATATGTATTAATACAACCTTTGGTCAACTCTTGGGTAGCCCCA 

GTGTTGGCCTCCCGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGA 

GCCACCGCAGCCAGCCAACATAGAGATAATCTTAAAGACTCCNNANTAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2724 

AGGTACTACTTTTTACTGCATCCTGCAACAAATATCACTGAAATGATTCA 
TTTCTGGAAGCATTCTACTGGAGCATCCCGTGGCCTGGAACAGAGCTCTG 
GGGACTGGCATCCTTCCACTGACTTTGATGCTGATGACAGCCCTGATCGT 
GTGATTCAGCTGGCCTTAACCCGACCCACGTGCACGTATTCCTCAGCACA 
TCTGGAGCTGAAGTCGAGAGCCTCTGTGGGAACGCTTGGCAGCCCATGCT 

gttctaaggctggack:aggatagactgctttcatctctgatgttagaaag 
cagacctgtttcagggtttggggaaggttgttcgatatgaactgggtcct 
ctctaattatttttactgtatgtgtgacttcttcctagaaagaatggaag 
aatgtttatgttagaacattttatctattct 

>Sequence 2725 

CGCCGCCXTGOCAGTACTTTTTTTTTTI 1 1 1 f H ITTTTTTC'l'l'l'l'l'l' lT 

TT TT TT T TTTTTTT T T TTITni 11 11 ITI 111 f T l 1 1 1 i 111 m ITTT 

TTTTTTTTl 111 1 1 TAAAAAAAAAAAAAGGGG TTTTl 1 11 TTCAAACCCC 

ACCCCTTTATTTTTGAAAAAGTGGGGGAAAAAAAATCCTTTTGCCCAAAC 

CCGGTTTG T rT T TTTI 1 A AAGGGGGGG A AA AA AACA A AA AA A AGGGGGA A 

TTTTAGAAATTGGGTCCCCCAATTTACCCGAGGGGGGAGGGAACCCCCCG 

GCCCTTAAAAAAAGAGCKjGAAAACCTTTCTATTTCTGGGGGGGACCACCA 

CCCCCCTTTTTTTCTTTACTAAAAAAATGGGGGAGAATGACCCTCTCTGT 

ATACCAAAAAAAAACCCCAGCCCCTCCCCCGTGGACCTGGGTAAGTTTAA 

AAAAAAAGGAGCCCCCCGGGGGGGAGGAATTCATTTTTAGGCTrTTTCTA 

CCCCCCACCGGGGGGGGGGGGGCCCCCACCCAATTTTTTGTTCACTTAGA 

GGAGGGGTACTACCCGCCCCCTGACTAAAACAGGACTTATTGTTCTTCGG 

AGGAAAAATTTTTACTCCGATAACAACACCACACAAAATAGTACTCGAGC 

AATAAAATGTATAAAGCCCGTGGGTCCTTAATGAGGAACCCTACTCTCCT 

TTTTTGGGTCGTGCCCCCnTCCX^CCTnTAAAAAAGAGAAACCCTCGCGC 

CACCTTTTATTAAAAGATCCCACCACCGCCGGGGAGAGAGGCGCGTGCAG 

GTAATGGGATCCTTTTCCAATTACGAAAAACAAGTAAGAAGGACTTGGAC 

T 

>Sequence 2726 

AGGTACTTTNTrnTrn nrrrn ri TTTGGGTrTrnrn 1 1 1 1 rn 1 
'r rr r rri 'ri' i ttttttttncgggggg agc atggg acctttattcgttaaa 

ACATCAGGCTCCAAATATGGACTTTAGCAAAAGCCCTTGCCGGGAACAAA 
GGGACAAAAAAGCTGAAATGAACAGTGCCTGGCAGCAATCACAGCCGGGC 
AAGGGTGCTCCGAGCCTTGCATCCCC 
>Scqucnce 2727 

AGGTACTTTOTTTTTTA ITITI (TTI I 1 11 1 1TCCGAAAGGAAGCAAAAC 

CTGGGGGGTTAATTAATCCTTCTTGATGCTGGGCAGCAGTAATAGGATCA 

AGAAGAAAGCCTTTCTCCTCCTGTGCTCCCAAGGATGCCCAGCGGGAGAC 

TGTGAGGAGATGGAACACAGCCTTCACTCTGTTAATTGTTCAAGAGCAAA 

TCACCTGCCGTGAGGACCATGACAATCCTGGGGGCCATTTGTAGAATATT 

CATCCCCAGACTCTGAACTGAGTCTTGAAGTCTGAGTAAGAATTTGCTGG 

GTGAAAAAAAGGGTAACGTTCTTTCAAAAGGGAGAGAACCAGCTTAAACA 

AGGGTCCCGGGGGGCAGAACATCATGATAGGAGTAGGAATGCAGGTGAGG 

TTTTGGTTTTCTGCAAAATATTGGTACCTGCCCG 

>Sequcnce 2728 

AGGACGCGGGTATGCATGCATTTTCTCTGAGTTATATTTTAAAATCTATA 
CATTTCTCCTAAATATGGAGGAAATCACTGGCATCAAATGCCAGTCTCAG 
ACGGAAGACCTAAAGCCCATTTCTGGCCTGAGCTACTTGGCTTTGTGACC 
TATGGTGAGGCATAAGTGCTCTGAGTTTGTGTTGCCTCTT TTGT AAAATG 
AGGGTTTG ACTT A ATC AGTG ATTTTC ATAGCTT A A A A' nTTTT 1 G A AG AA 
CAGAACTTTTTTTAAAAACAGTTAGATGCAACCATATTATATAAAACAGA 
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ACAGATACAAGTAGAGCTAACTTGCTAAAGAAAGGATGGAGGCTCTGAAG 

CTGTGACTTCATTATCCCTTAATACTGCTATGTCCTCTGTAGTACCTTAG 

ATTTCTATGGGACATCGTTTAAAAACTATTGTTTATGCGAGAGCCTTGCT 

AATTTCCTAAAAATTGTCGATACATTTTTTCTCCCATGTATAATTTTCTC 

ACCTTCTATTTANAAAAAAANAAANNNAAAAAAAAAAAAAGTACCTGCCC 

G 

>Sequence 2729 

AGGTACCCAAAAGTGGGTCITGAAATATAATTGTTTCTGAGAGGAACTTA 

TTCTCAGGATATTTTTGTAAGAGGGACAAAACTACTTAACAGTGTGTATC 

CTTGCAATAAGTATATTAATGAATACGATACAACCATTTTATACAGGCAA 

AAGATGGTTTAATGCCAAAGCACAAACTCATAAACCCAGTTGATGAGGAG 

CCAGAACAATGGTCATTACTGTATAGAGATGTTTTAAAAAGTCACCATAT 

AAGCTTTGAAATAATTCTAATGAAAATTATATGACCTTGAGCTGGGCGCG 

GGGCTATGCCTGTATCCACACTTTGGAGGCCGAGGTGGGTGGATCACAAG 

GTCAGGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCTGTCACTAC 

TAAAATACAAAAAATTAGCCGGGCATGATGGTGCATGCCTGTAGTCCCAG 

CTACTTGGGAGGCTGAGGTGGGCGGGTCGCTTGAACCTCAGAGGCAGAGG 

TTGCAATGGGCCAAGACGGTGCCACTGCACTCCAGCCTGGGGGACAGAGC 

AAGACTCTGTAAAAAAAAAAAAAAAGAAGTACCTGCCCG 

>Sequence 2730 

TGGGAATGCGCCCGCGTATACACTAATATTTAGGGCGAATTGGACGTCTA 

CACCGGGGGGGCGGGCGGCCXiGGCAGGTACTGTCATGCAAGGATGGGAAC 

AC^TTCTGGGAAATGTGTCGTTAGGCAATTTTGTTGAGAGAACATTATGG 

AGTGCATTTACATGGACCCAGATAGTAGAGCCTACTACATACCTAGGCTG 

TATGGCATAGCCTGTTGCTCCCAGGATACAAACCTGCATAGCATGTTACT 

ATACTGAGTACTCTTTGGAAGCAGCTGGACTTGGCTTGATCGTAGGAGAA 

TCCGGTGTCCAGGTCGCTGGGCAGACTTCTACATGTGTTTCTACATACTG 

GAACGCCTTCACCAAGCGGACKjGATTCTTCCACGCTTCAGCCCACTGGGA 

GAATCGTGACGCTTAAATGCTTGATGACTCCATTGGGGTCAATTATGAAG 

AGACCTCTTAGTGCAAGACCAGAACCTTCTAACAGCACACC 

>Sequence 273 1 

aggtactt iiiiiii rim rTTTTTTrn 1 1 1 1 1 1 1 1 1 rmnTG GGG 

AACCATATT TCAATTTATTGACATTGTCAATTTATGAACAAGACAGGATT 

mil 1 1 1 rCCCATGGAATGAAATCCTTTTCAATCTGCCATAACATGTGC 

CCACACATTTTCACCTTGGAAATGTACCATTTCAAGCTTTAGTCAGGGGA 

AATTATTCCTTTTTTACTTTCACAATTTTTACGTTGCT 

CTCAGCATTTGCTTTGAArrCrGTTTTCAGGGCATTTTrCA 

CACAAATCTGGGAGTATCGGATGTAGCTGAGTCCACCCTGTCTCCAGTAG 

GCCACCATGCTGTAACGAAAGCGGAGCTTGTTGGGCCGAATCCCCAAAAC 

CCCGGCAATGTTGGTTAAGCCCCCCGGGTACC 

>Sequence 2732 

GCCGGGGACCTTGGCCTTCGAAAAAACCAGCTTTGACACAAACTAAAAGC 

ATCACCTGCTCAACTCTCAATATTGCTTTATCAGCATCTTTTCTCTGTAG 

CTCCAGGGGAATCTTTTCTCTAAAACATTTATGCCCTTGCTTTGGCTAGA 

AACACATTAACTGGTTTACTCATTGAGAATCCAGCATATTTAAGAGGTGA 

CCCTGTGTTTTTTGTGATATTGAGGCATTCATACAGAGCTGCAGTTAGAC 

GGGGTTACGG GGGC TAAAAGCAGAAAAAAAATTCCATTTCATCGGGATGG 

AACTG AAGGATTTTATTCTATAAAGCGGCCCTGGTTGAATCTGGCAATTC 

TTTTTGCCAAGATCCCTAGCAGAAGATTTAGCCATGTCCTTCCCCTCACT 

TGTGTGAGTGGCCCCTTCTGAATCTCT 

>Sequence 2733 

AGGACAGGACTTCCAATTTCTTTGGCCCCTCAAATCCTGCTTTTAACTTA 
TGGCTCTCCATTTTCTCCTTTTTACGGGGCTGACGCACCCAGTCCTTAGG 
GGTCTTTTCTGTTTCTAAGACATGATGTTTTTTGTTTGTTGGCCACCTTA 
GGAGCTTACTTTTTGGTTCACAGTCTGAATTATCTACAATGTCCACAATT 
, CCATGGTCCCCTTTCAATGGATATGCTATTAGACACAAGTTCCTGTCTTC 
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ATCTTCTTCAAAGCGCACAGATACCACACCTTTGTACCGGCCCGGGCGGC 

CGCTCGGT 

>Sequence 2734 

GCCGGCCAGGACCCGGACCAACTAGGAGGAACCCGGAAGGATGGCCTGCA 

CCTGTGGAGGAGGGTTTCAAAGGAAAAAGGTCGGAAACCAAAGGCCTGAA 

AAGCCAAAGGCAGGTGGAGAGAGGGTGGAAAGTGAGCAGCGGGCTGGGCT 

GGAGCCGCACACGCTCTCCTCCCATGTTAAA 

>Sequence 2735 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AAGAGCAATGCTTGAAAAACCAGACCTGGACrrTTTTAGGACAAACTTAC 

TGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTT 

CTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAG 

AGCCCTGGGGGCGATCTATGCTTAACACCATGTTACTAACCATTATTGCT 

ATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCCCCTGGC 

TTGGGAATTTT 

>Sequence 2736 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCAT GGACG GCTCCTT 

TACCCACGCTTTCTAGATCTTCGACTGCATCT TTTCC TAGTTTTCCGAGT 

CCCX^CCACAGCrrrnTrGCTCCGTCTAGGCCTTTTTCCAGAAGGCTGGA 

TCTCTGCTTCCTTGGCTTrrGGGGCCTGTCTTGGCTAACCCCTGGGTCTT 

TCACCCTGCATTTTTTCCTTTTTGAGCTTGCTGAATGCCTTCATGGGCAA 

AGGGTTTCCCCCGAATCCTTGTGGGCAAGAGGGCGGGCCCTCTTGGAATC 

AATAAGGCACCAAGACCCAAGGGGCTCTCTGGCCCAGAAGCTTGTTCAGG 

AAAGAGGGAGAAGTCAATTGAAACCCTCATTGCCTTTCTGGTGTTGCTTG 

GGAGTTGGGGTATTGCCCACCCAAAATTCCTTTGGAAAGATCTTTGGGGA 

ATCTAAGGGGTCCCCCCGCCGTACCC 

>Sequence 2737 

GGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCT 
TGAAACACCAAGGCACTCCAGGGATCCTGGAGTCAAAGCAGCAGCCCCGG 
TTGTTGCACTCCTTGGGGGTGACATGGGGGTAGCCGCAGTCCACCCTGTC 
CTTGGCTGGCACGGCACACTTGTTTGGCAGACAGGGCCCACGTACCT 
>Sequence 2738 

CCGGGCAGGTACGCGGGCAGAGTGCCGCTTAACACAAAGCACCCAACTTA 

CACTTAGGAGATTTCAACTTAACTTGACCGCTCTGAGCTAAACCTAGCCC 

CAAACCCACTCCACCTTACTACCAGACAACCTTAGCCAAACCATTTACCC 

AAATAAAGTATAGACGATGGAATTGAAACCTGGCGCAATAGATATAGTAC 

CT 

>Sequence 2739 

AGGTACTGTGGATTTTTAAAATATCACAGTTTACAAGATCATGCTTGTTC 

CTACAGAATTGTGGGCCAGACACTTATGTGAAAGCAGAAGTGTATTGGCG 

TGAACTTTTCCATACTTTATAAATTTTTTGTGATCATATATCCATTATCT 

CAAAAAACCATTTTTGCTATATTITTGGGTTTGGTGCTGGC AATTAT TGC 

CTTTTTATCTTTAATTGTATATCCCCCAATATACTAAATAATTTTTTAAA 

ATATATTAACCTTTTCCATTTTTAAAATAATAACTTTGTAGTGCGGGTTA 

ATATTGGAAAATTATCCTTTTTATTAAAATTCTATGTAAAACTATGGGCC 

ATATTTGGTTGGCCATACTCCTATTCATTTTGTTATTTGAAAGAAAAAAA 

ACTCCCATTATAGGGTAAACAACCTTTCTCCAAAAGGTGGTTGGAAATAG 

ACCnTTTGGGGAAAGAAAAAATCTTTGGAATGAAGATTAATGAAAGATCC 

TATATATAAGACCTTGGTGAAAGAAAAACTTTCTTCTCTTTCTCTATATA 

AGCACAATATAGGGGGGTTTTTTTATAACGTAATGAGGTAATAGAAGTAA 

TATAAAAATCTTTTrTAATAAGCATTTGGGAGGTTTTTTGTATATTCACC 

ACGCCAGATTACCACTTTGGTCACCCGGGGTGGCTCGGG 

>Sequence 2740 

CCGGGCAGGTACT I nTTlTITtTlTnTniTTTTTTTGGAAAAAGTCA 
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TG GAGGCC ATGGGGTTGGCTTGAAACCAACTTTGGGGGGTTCGATTCCTT 
CCTTTTTI GTCTA AATTTTATGTATACGGGTTCTTCC A ATGTGTGGTAGG 
GTGGGCK} GCATTC ATTTAACCACTTCAAGGTTAATGGGGGGGCCTTCTAC 
TTTTAGG AC ITT 1CGCTTTG AATC A A AGGCTTCTC A AGTCGTG AAA ATAA 
TTAATATTACTGCTGTTAAAGAAATGAATGAACATCCCGCGTCCCTT 
>Sequence 2741 

CCGGGCAGGTACTTTTTTTT 1 ' f 1 1 1 1 TTI 1 1 ITTTTTTTTAAGATGCTTT 

CAGTTTAATAGCTGTTTTAAA 1 11111111111111 lilt 1 i 1 A GGGTTT 

AGGCTGAAAACGTAAAGCCTGCTGCTCCTGGGTATCATTTCTCAGCTTCT 

CCTTACAGCTATAGTACTGAATCAAGGGACTGTCTTTAACGGTCATGTGA 

CGGCTTCCTTTACCCACGCCTTTCTAGAATTCTTCGACTGCATCCTTTTN 

CCTAGATT TTCCCG AGTGCCCCACCACAAGCTCTTTTTGTGCCTCCGCCC 

TAGA GCCCTTTTTTCCACAAAGGGCTCGGATCTCCTGCGTTACCTTGGGC 

TTTTG GGTG CCCCTCGTCTGTGCTTAACACACTGTGGTGTCTTCACACCT 

GCATATTrrCCCTTTTTCAGCCrGTCTGGATGCCTTTCATGGGCAGAGGG 

GGTTCCTCCGCAT 

>Sequence 2742 

CGTGGTCGCGGCCGAGGTACATTTCCTTGTAGACTCTGTTAATTTCCTGC 

AGCTCCTGGTTGGTTCTGGAGCAGATGATCTCAATGAGAGAGTCCTCGTC 

GGTTCCCAGCCCCTTCATGGAAGCTTTTAGCTCAGAAGCGTCATACTGAG 

CAGGTGTCTTCAATAGGCCCAAAATTACCCGTCTTCAAGTGGGCCAGATA 

AGGCTTGATTTCAGTGCTGGATGCCAGGTCCCTITTTGGGTCCTTTCTTG 

GTAAGGCCGAAGGCAAATATCCCTGGTCTCTGATGCATTTTGGCCCCGCG 

TTACCCTGGCCCCGGGGCGGCCCGGCTCTTAGAAAACTAGTTGGGATTCC 

CCCCGGGGCCTTGCAAGG AAAATTTCCGATTATTCCAAGCTTTTAATTCG 

ATTACCC GGTCCGAACCTTCGAAGGGGGGGGGGCCCCGGGTAACCACAGC 

L i 1 1 1 1 IGTTTCCCCTTTTAGTGGAGGGGTG 

>Sequence 2743 

CCGGGCAGGTACGCGGGGAGAGGGAACCGGGCGGAGCGGCCAACATGGCG 

GAACGCAGGAGACACAAGAAGCGGATCCAGGAAGTTGGTGAACCATCTAA 

AGAAGAGAAGGCTGTGGCCAAGTATCTTCGATTCAACTGTCCAACAAAGT 

CCACCAATATGATGGGGTCACCCGGGTTGATTTATTTTTATTGCTTTCAA 

AAAGCAGTTGGGACATGGTCTTTTTGGGATTTACAAAAGTGGGGCCAAAA 

GGGCCCAAAGAAAAAGGGAGAAGGGGAAGTCTTTTAATTTTTACCAACCA 

NCCAGGGGAGNNTCTGNNNTGGTNTGAACCTTACTGGCCANNACAGGGCT 

TTTTTTAAGGGNAhn^AGCACGTNNTTTTTTTCAACTCGNAGCCCCTCTAA 

AAAAAGTTAAATTGGATAANATAANATATAATAAAAATAAAATAATATAA 

TAAAAGGGGGTTCCCCTTCGGNGCCCGTCTACTTAGAAAACTTAGGTGGN 

GAATTTCCCCCTCGAGNGCATTGACAGAGAAAATT 

>Sequence 2744 

CCGGGCAGGTACACGGGGGCTGTTGGTGGCGGCGGAGACAGCTGTGAAGT 

GTGAGGTTCTTTGTCTGCTGGCAGCTAGGGGCGACGAGGCGGGACGTCAT 

GGAAGTGAAGGATGCCAATTCTGCGCTTCTCAGAAACTACGAGGTATTTT 

AGTTACTAAACTGATCTTGAAAGAGCCACTTTTAAGAAAGTGGGAAGGAT 

TTTCCACCGTGTCTGGGCAACCAGAACTTGGAACACTATTCACCTATGAA 

AACGTTAAAAATACATTATGACAATACACCAATGGCGAGGCCCCAGCAGA 

ACCTTGAAAATTGTCAAAAGAGATTTTCTCAACAAGCCATTGAAGAAGGC 

CACAAAGTTTGGACTCAACAGCATTGTAGAGAGATTTTAGCCTGGCTGTA 

AACCACCCGGGGCCTTGTCACCTGGCTTGTGGGAAGAATCCCAACTTGAA 

TGGTTGCGAAGAATAGGAGGAAAT 

>Sequence 2745 

AGGTACTTT1 T 1 i4'l'lUJ" rriTTT111"n"riTTT'nvn"l M rriACTTTTT 
rTTTTTTTTTTTTTTTTl n 1 GGGGTTTCTTAC AAAGGGTG ACATTTTCC 
ATAACAGGGGTAAAAGTGTTGAAAAAAAAATTCAAATTTTTGGGGGAGCG 
GGGGAA GGAGTT AATGAAAATTGTTTTGCCAAATGCTTTGAACAAATCCT 
i i 1 1 1 ITCTTTTTTGCCCCC AATTTAACCCAAGTAAATGGGC AAA AAA AA 
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TGGAAGGATTCAGCTTTCCGTTTAAAAAGAAGAAGAAGAATTGOCAAAAA 
AAAAGTTTTTTCAAATTTCnTrCTTTTI I AATTTAAATTGGGTTCATTTA 
TTTGAAACAAACTGGGCCAATGTCCACAAAGAATTCCTGGTCAGCCCCCC 
CGATGTCCAAAGGGGCAAATATCAAGG 
>Sequence 2746 

AGGTAC'l I'l 1 1 TTTT' l 'l i T TT l 1 1 GTTCTGAAACCATAATTGCTTGGCCC 

TTCAGTTGAATAGGTTGAATGTTCATCTATACCATGCCCTTTTTCCACTG 

TTTCTCCATTAATCTCTCACTTGTCTTTAATTGGCAC AGGAGTTTTCC CC 

TGAAAATCCTTTG AACTCTTATTCTAAGG ATGAGA'l "I "1" 1 " rTTTTTTTGCT 

AATCCATAGAAAAATGGTCACrATTTCTATTTGATTTATGAAAACTGTTT 

TTTTAATGAATGTTCTTAATTTGTTGTTTCTATTATCCCTTTTCTCCTTC 

GTAGGTTCCTTTTTTTGTAATTCATCTTGTTAATAAAGTTCTTCCTCACC 

TAGTTAATTTCAGAAAATTAATGTCAAGTAGGATAAGGCATTAATTCAGG 

CTAGCAAGGATTCTTTCTGGTTA 

>Sequence 2747 

attacgtataatatgatataaattatataaaaaacta taaat aaatatat 

attaaatataattaaatatataaatatatataattatattttaaaatata 

aannaggaccgcgacctatacataggcaaaggaactccaccgcggcggcg 

gccgaggtaccccagaacttaaagtataataataaaaaaaagaaaaaaga 

agttcatttattttgactcctacaaaggcaaggaatagggtttttgttgt 

tgttgttgtttttgagactgtctcgctctgttgcccaggctggagtgcag 

tggcgtaaattttggattactgcaaacctccgcctcccaagttcaaagca 

atttctccttaacctaaagcctcctaaagtaagcctggggacataacagg 

c acc ac a aac aacc aac attaagggcttaaitr " l"l"n " i g aaagttatta 

attagaagaacaggggttttcaaccattgtttgck:acaaggtttggttct 

tagaacttccccgaccctcaagggtgaatctggcttaacttatggcaact 

tccaaaaagtgccttggggatttaatagggacgtgaaagcacactgcggc 

ccttgaaccaggaaaataaggggttttaaaaaccaaatttttcaatattg 

G 

>Sequence 2748 

CCGGGCAGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCAGGCCA 

CTCAGCTTTGAGTAGCCATGTCCGCCACAGGCCCTGCGGCACATCTCAGC 

TCCCTGGGTGCAGAATTCTGACATCATGGCCTTCATGCCCGTGCTCAGTG 

CGTGGAGCTGTGAGAACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTC 

CACCATAGGGACCAACCCTGTGCACCACTTACTGAGCATCTACTCATGCC 

CAGCTCAGCTCTGAGGTCCCCGCGTACCT 

>Sequence 2749 

AGGTACTGGTTGAATTCAGGCATCTTTCTGTGAATCTCGCTTATCAGGCT 

GGAGTAAAATTCTTCTGCATTGGGTGGCTTATAATTCAGAGTTCCAAATG 

ACCACAGAATCTTGGCAACATCTTTACTTCGACAGTGTGCCACTCTAGGA 

GGCAAAGACGCAGCCACTGCATTCATTACTCCTTCATTCAGGAAGCGTAA 

GGCCGAGCAGTAAAGAGTCAGGTGCATGACACCTTGAACTCCCAGGGAAG 

GAATTCGCTGAGGAGCTATCTCTCCAATCTGCTTCATGAAATTGATGTGA 

TCCACGTGAGTGAAACGGAACATTTTAACAATATTCACTAAGGG 

>Sequence 2750 

CTACTATCTTAGCGACTAGTGCCCTCTACATCCATGCTGCAGCCGACGTC 

CTTGTGCCAGATCTCACTACAGAATTATAGCTAACCCTGTGACTCGTCAG 

CCTGTCAAGCGCAGCTGTAGAGCTCATTTAGTTCTCTCAGTGTACAATGG 

AGAGGCTGTATCTCCCAGAGAAGTCATGCAGAGAGATGAGGGTGGAGTCA 

GGACCAAATTTCAGGCCCAGACTCCTGGCTACCAGCATGTGCCAAAGTAC 

CTGCCCG 

^Sequence 2751 

CCGGCCAGGTACATGTATAAAATCCAGCACCGAAGAGCCATGGCTCACTG 
CTAATCACATAACACACACAGGAGTCTATTTATGCATGGAATGTGGCATA 
TTTTTTAACAAGAAGTCACAACTTGTTATACACCAGAGAACTCATACAGG 
AGAGAAGCCCTATCAATGCAGTGAGTGTGGAAAAGCCTTTTCACAGAAGT 

Page 568 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CACTGCTCACGGTTCATCAAAGAACGCACTCAGGAGAAAAACCGCATGGG 
TGCAGCGAATGTCAGAAAGCTTTTAGTAGGAAGTCACTCCGCATTTTACA 
TCAGAGAATTCATACTGGAGAGAAGCCGT 
>Scquencc 2752 

AGGTACTATT 1 1 1 11 I I I I ITnTGGATTTTTAGTAGAGACGGGGTTTCA 

CCACGTTAGCCAGGATGGTCTGGATCTCCTGACCTCGTGATCCGCCAGCC 

TCGGCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCACACCACGCCCTT 

C CT A TTCTTG AGTTTT A AG TGTTTTTT ATTTTTT ATTTTTTGC A TGTTTT 

GGATACCAGTCTCTTATCCGTTATGTGTrTTGCAATTATTTTCTCTCATT 

CTGTGCCTTrrCTTTTTATTCTTTTAA 

GTTAC TTTrAA CATAGTTCGACTCAGCAGCTTTTGCTTTCATGGACCATA 

TTTTGGTTTTTGGTGTTGTATCAAAGGAGACAGAGTGAAAGATACTGAAA 

TACACACCTGAGCTGTTTCCTCGAGGGCTTTGACTTTGTAGCATGGCTGA 

G ATTT CATATGCTCTGTAGCTCTGCCTTCGGGGTTGCAGAGGATGAAGAG 

ACTTTGGGGAGGCTGGAGAGTTGGAGAAAAACTGGCAACTAAGCATCTCG 

CAAGCTTCAGGGTTCTTCTTCTTTTCTTCCCTAAAGGGATTCCTGGAAAA 

AGAAAGTACCTGCCCG 

>Sequence 2753 

CCGGGCAGGTACCATTTAATCCTCACrCCTGACTGTCAGTAGACTGCCAT 

GGAAACCCCAAGGATGCCTGTCCTGTTGGACATGTGGTCAGAGACTGGCT 

CCAAAGATATCTCCCAAAGAGCAAAAGCCACCATCTTCCTGTTGGTGCCC 

AGACACAGGTGCATGAGCTCCAAGGACTCCTTCCTAGGCCACCTCTCTGC 

TGCCTGACCTAAACTCACCTCATTTCTGGGAGCTGGTCTGAGAGTCTGCC 

TTGGAGATGTGTTGGATGGGAACTAGGGGTTCGTAGGCTACATTGTGAGC 

AATACTGATGGGAAATGACCCCAACTCKjTATGGATATTTTGCATAAAGCC 

CCTGAAATCTGACATGCTCAGGGTCAGAGCCATGAACCACTGTCTCGACA 

AACCCCATGTACCT 

>Sequence 2754 

AGGTACACTACAACTACAACTGGCATCTGAGTAAGCTACCCTGCTGGTGG 

CCTGCCTGGAGTCACCAACACAAGTGCCAGCATATGTCACCCTAGGGCAA 

AAGGATAGATAAGCTTAGTTCACCGGCGCTACCACTGAAACCCAGAAATG 

GGACCATACAGCATTTCAGTGTAGCCAGCACAACTTCACTGTAGTCTCTA 

GCAATAACCACACTGTAACACACTGAGGAAACCACAGATGCCACTAATGA 

TATTCACAGCCAAAGAAATCACACAGACTTCACGATTGAATGCAAAGCCA 

ACAAACCCCACCCAACGAACATTATAGTCACATCTTCAGGAAAAAAATCC 

TCACCCTTAAAGAAAGTAAATTCAAAAATAAAAAGTGACTTTCATATCAG 

ATGCACAGAAATCAATGTACCTGCCCG 

>Sequence 2755 

CCGGGCCGGTACGCGGGATCGGCGCATATGGGCATCGGCATTGCCGTGGG 

CATGATATTTGGCATGATCTTCAGTATGATCTTGTGCTGTGCTATCCGCA 

GGAACCGCGAGATGGTCTAGAGTCAGCTTACATCCCTGAGCAGGAAAGTT 

TACCCATGAAGATTGGTGGGATTTTTTGTTCGTGAGCTTAGGTTTGCTAG 

ATGTTTGTTGTGCGACTGTTTGCCAATAATGTTAGTATTCATATTGTATT 

GACTCGATGACTCATGAGGGTACACACTGGAATGTCTCCTTAATGCGTTC 

ATTCAATATTGACATTTGATGATGAGCGCGGGGTCTGCCTGACGGTTGCC 

ACTATATCTCCAATCTTGGAGTGCACACCATTGTCATGTCACCATCTAGA 

>Sequence 2756 

AGGTACTGCCGCCCGGGCAGGTACGCGGTGGTAGGACGTGAAAGAAAGAA 

CAAGCTGTGCTAAGACGAAGCCTTCTGAGACAGAGATGACGGCCTCCTAC 

GTTACTCGTAAGATACTATACGAGAACCTCCTTTGCCAGGAACTATTTAT 

AAACATACTGCAGGAAAATGGTAGCTGAGACCAATGA 

>Sequence 2757 

AGGTACTCCGTCATCATCTCCCTAGACAGTGACCAAACTACATGCAAATA 
AATTTGAAAACCGGAAAAATTTAGAACACAGTAAGCAGAATAAGCATGTA 
GATACCAGGGACAAGACAGTAGTTACTTACACTGTGAACTCCTAAAGCTT 
TCCAGACTGCGAAGCTAATCACACCAACCCCACACCATGCATACAGGGAG 
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CCCCAGCCCAGAGCTCGCAAGGCAAGGGAAGACCCGCTTTCCGGTAATGC 

AGCCGTGGCCATACTTCCCTTATTGAACCATTCAGGGCTTTTCTTTTTAG 

CCAATGATAATGTTGTAATAAATCCAGCTAGCATTCCCGCTGCAGCAACG 

GTACCTGCCCG 

>Sequence 2758 

AGGTACTrTTTTTrTTTTl 1 11 TTTI ri'lTlTGGGTGTTTGACTrCTGAT 

AACTTCTAAGTCTTACTCCrCTGTATGTCTTTTGTTCCACATCTGAGCAA 

GCTAATAAGAAAGCCTGGGTGCTTTCTGCTTTGGTGCTTACAGGAGATCC 

AAACCATACAACCCTCTGCTTGCACACAGGAACTCTCACCTCAATCTCAC 

TTTCTAACCACAAGCAAAACCCAAAGGCAGTCTCCTTTCCTTTCTCCCAT 

AAACCATTGCXKjACCTACTTGGGAGGCCTGCACCCCATTGTCCACAAAAA 

CTTGAATTCTGTAAGTAATAATTTTTTAAGCTCTTTCGGAGTGGGTTTCA 

CATCCTCAGTCTCAACATCTGAATTAAATATTGACTGAGAGTGAATCCTG 

CACCTTCAGAATGGCTACAAAATGCTCTCTTAGAGGTTGTGTGTGTCTCT 

GCTTACATAACTATCTGTTATTGAATGTTGACTACTTTTTTTC 

CTTAACATCTTAATTATTTAAAAAAAATCCTTTGTTAATTCAACAATTGG 

CTCTTTCCTTAGAATGATGGATTTGGCTGCTTACTGGGGCTTTAAAAACT 

TTTTTGGGCCCTTAAAAAGTCTATAAATTTGGGTTAAAGTCCAATTTGTT 

ACATAAAATAACTTGGGTATTAACCCTTATATGCCGGATTTATTTTATAC 

CGGCGGAGTTTGCCTTATTCAAAGTTGGTATATTTTAAATCACTTTATCT 

TTAATTCCCAATTACTTCCAGATGGC I I I 1"1 AAATTTGTGTACCCTCGCT 

TTATTAATTATTGACATCTTTTATATCTTCACACATGA 

>Sequence 2759 

AGGTACTTI'i^ll'lU'inTriiri'i-riHiriTriGGCTCGGGGGGGGGCGG 

TGAGGGGAGGAAGAGTTATAGTAGAAGATAAAGAAAAAGATTTTTTTTTA 

ATGCAAGCATCAAGAGCCCTGAAAATGGCTAACTAGGTAAAGTATACCAT 

TCTTTTCTCAAGAATCACACACTGAAACAACAGAGAGAATCAGCCTGAGA 

GATTTTCGCAGGAGCCTTAAAAGCAGGAGTTGTAGGTCAATGGAAAAACA 

AATGCTATCCGGTAAAGCACCCCTTTACCCATCTTCCCGCGTACCTGCCC 

G 

>Sequence 2760 

AGGTACTCTnTTTT'l'rni'ri'l'rri'lI'l'l'AATCAGACAGGGTCTTGCTC 

TGTTGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAACTTC 

AGCCTCCTGGATTCAGGCAACACTCCTGCCTCAGCCTCCCACGTGGCTGG 

GATTACAGGTGCCTGCCCCCATGGCTAATTTTTTGTATTTTTTGTAGAGA 

TGGGGTTTCACCATGTTGGCTGGGCTGGTCTCACTCTCCTGACCTCAAGC 

AATCTGCCTGTCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCA 

CCGCCCCCAGCCTGAGCCTTTTTTTTTTCTAATGCATCCAAGGTTAAGGG 

GAAGACGCAAATAACAGGACTACTCTAAAAGGAAACCTGTTTGAACTCTG 

TGAGATCAGTCATCAGTCTCAGTATTCCACAGGCACACCTTAATTTCATT 

GTAAAAAGATATATATATTTTGGCTATTTTTGTGCTTTTGGGGGCCCTAT 

TTGTGCTTTTTTACCTTATGTAGAGATCTTTATACAAAGTGATTTTTTAC 

ATTAAAAAAGAGACTGGAAATAAATTGTATAGTTACTTAACTAAATGAAG 

ACATTTCAAAACTTTGTGGATGGATTTAATCTTGAAGTAGTAAGTGGGAT 

AGTC ATAAAACC ATTCATCCCCTCTTG ATTT ATACTA AA'fl "1" 1TGGCTTT 

AAGGCACATTCTGGAGGTAATGCATTCTTTTTATTTGGAAACATTAACTA 

TTACCCGTGGTlTrrTGAGAAACCTTTAATTTGCCCGGGGTAAGGGTTGG 

CGTTCCTTTGGTTGGTTTAAAGCCCATTCTTTTATGCCGGATGCAATAAT 

T 

>Sequence2761 

CCGGGCAGGTACCTTGAAATCAGATAATCTCGACATCCAGAAATAGCCTT 

TGATTTGTTCTTTCTCTGATGTCTTGTGTCCTTGGGATCAAAGCCTCTTT 

CACTGGCACCAAATAATGCCCAGTGAGGAGTTCTGGCCATATAATCCTTT 

GCGCTGAACGTTTTTGATCCACCACTATCTTCATATTCCTGGATGAGCTC 

CTGGAAGCGGTTATAATCGATCCATGTCCACCATTCACCACCAATTTTAA 

ACTTTCTGTGTGCTATCAGGAGGCAA 
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>Sequence 2762 

ccgg gcagg tacttta i rrrn rmn rnrnTn i ri t i i i cccaagg 

cttaattttaagttaatatgtatacatagaaagggtatatatttttgggg 

agaagatcatgcatttcctaggacaggactaatacatttagctggggcta 

ttatcaaagagccccaagaccttagggggggcaaccaaactggctatggg 

gcttgatgtaagccaaacccatgacccataaactatttcaggtgggaagt 

aagcaatactataacttggactcgagggggagcaaaagggcacccctcaa 

tggtgagckjctccccacttggtctcaacactgcaaaacttgggacttgct 

gccaagctccaccaggcagggggcagaggacactgattctcctccaactg 

agtcaggagggggttaggagctaacactggcctaagcttgcagcaaaggg 

CCCCTAACTTCITGGCCGTTTTAAAACTTAG 
>Sequence 2763 
TGAAAGCGC 
>Sequence 2764 

AGGTAC1 1 1 1 1 1 1 11 I1T1 nTTTTTTTTT T GG CI ill! i ll 1 1 ITTTTT 

I I rTTTTTTTI ill CCCCTTTTA AAAA AGGTATTT ATTTATTC 1 ' I ' l ' 1 T 1 " 1 ' 

1 rTTTTTm TGGG A AGGGTG A ATGCCCTTTTGGTTTTTGGCC ATGTTCG 

G GTGGGC AAAGATAAAAACTAATTTTGAGAGATGAATGCCAAGGAAAAAA 

Al l 1 1 1 1 CC AAAGTCCATGTG AAATTGGCTCCCATTTTTTGGCTTTTGGG 

GGGGTTCAATTTGGGTTGCTTGTCTGTTTCCGGGTTGGGGGGAAAGTTGT 

TCTGCTTTATAAGCCCCCCAACTTTGATACGAGTGCTTTTTCACCTTCT 

ATTTGCATGCTAGACCTAAGTTCTTCACGTGTCCTATTTCTCCTTACCCA 

ACCACTTATACCGTTGAAAATTTAAATATGCCCACTTGTTGGACCGGCAC 

GTACACCTCTCTGGTTTCTGTTTACAATTATCACCCCAGGCCTATGATCG 

TATAATATAATTTATCATGCCCCGATTCCCATATTCCCGACTATTAATTG 

CTATCCTCGATCGCAAGTGGAGCTACGTAACTCCAACACTGTTCCTTCGT 

TGAATACAACTAACTGTATATTCCTATACTCCTCTCTGTGTGTAAACCTC 

TTCCACCATCGGTAACCCTTTACCTCGATATTTATCCTCTTGATAATTCC 

TCCTCCTCCCCTCTCCG 

>Sequence 2765 

AG GTACTTTGTCTCTGTGTCTC TTTCTTTI CC A AGTCTCTCCTTCC ACCT 

A ATGAGA AACGCCCACAGGTGTGGAGGGGCAACCCATCCCTTCACTGAAC 

CATTTTTATTCTTCCAGAAATGTGATTGATAACAGTAAAGCCACACTCCT 

CAAGTGCCTGAAATACCCCTCATTGTCTTCTTCAGGTGGCAAGGGCTCTG 

GAACAGCCACATAAAGCCCTTGAAGATAAGGATGGTCAAACAAAATAATA 

TCATACCTGGAGAAACTCAGATCTTGGTAAGATTTACTGGTTGGGAATCC 

AAAGTTAATGCCAAGAAGCAGCCGCCAGTTGGGATCAAATGTGAGCCTAT 

GGATCAAGGTGCGTACCTGCCCG 

>Sequence 2766 

AGGTACTCTGACATCATCTGACATGGCAGCTCCCCAGCCATGGTGGTGGT 

GATAGAAATATAAATGGTGACAGCAGCAGCAGTGTGATAGTCACGGTGGA 

GGGAGATTGCITTTCTGCAGCCATGCTTCTGGCATCTCCCAACCTGGGTG 

GGACCCAGCTGAAGATCTGCAGAGAAACCAGCCATTTCTGAGAGCAAGGC 

AATCAGTGGGCATTTACTGGAGGGTGTCTAGGTTCTTAACATCTCACTGT 

TATTTGGGCTC ATGGG ATCATAAG AATG ACAA AATAAAG AG AAG TCCTCA 

TTTCTGACCAC AAGAA GCTTGACACAATTCCAGTAAGTCTTGGATTGAAA 

GGAGAGACATGTTTTCATGTGTTTATATTCCCTTAACAACCAATATACCT 

TGACATTGAAGAGCCAAGATGTGAGTGGGAGGTAGTGCTATGGTTTGTAT 

GCATTTCCCAAAGTTTATGTGTTGGAAACTTAATCCTCAATGCAATGGTG 

TTGAGAGGTGGGACTTTTAAAAAGTGATTAGGTTATGAGGGCTCTGCACT 

TATAATGGATTAATGCTGTTATCATGGGAGATCATGGGAATGGATTCCTA 

ATAAAAGGATGAGCTTGAAAAANAAAAANNNANANATNTGTTCCTGCCCC 

GGCCGT 

>Sequence 2767 

AGGTACTTl'l I'l l HYH TITTTi 1 1 1 1 I TnGGGGATGGAGTCTCGCTT 
TTTTGCCCAGGCCGGACTGCAGTGGCGCTATCTCAGCTCACTGCAAGCTC 
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CACCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGG 

GATTACAAGCACCCGCCACCGCGCCCAGCTAAA HT I IGTATTTTTAGTA 

GAGATGGGGTTTCACCATGTTAGCCAAGATGGTCTCGATCTCCTGACCTC 

GTGATCTGCCCGCCTCGGCCTCGCAAAGTGCTGGGATTACAGGCATGAGC 

CACCGCGCCCGGCTTTACTTTCCGCAACTTATTGAGAGATGTCATGATCC 

TTATGGACCCCTTCAGGGTTTCTACACAGAAAAGAAAGAGACAAGAAACA 

GAGGGCCCTCGAACTCTCAGAAATAGGCCAAGATGGCATAATTAAGTCTA 

TGAATCAAGATAGGTTTTCTAAGTGGAGAGCAATACTAAATTTCTTGTAA 

GTGAAGACTAAAGGAAATACCAAGCCTCTTTATTTTAACAATTCTCTAAG 

AATTAGAAAAATTAACTCATTTTTAAACATTTAAAGCTACCCCACCCCAT 

ATCATGACTTACCAATTCTTTACAAAGCTCGATCCTATCTCAAAAAGCCA 

CATATTG 

>Sequence 2768 

CCGGCAGGTACATTTCTTGTTTGTC1 TTTTTI 1C1T11TCTTGTCAATTC 

TTGGGTGGGAGAAAAGCCTTCTAATATTTCCTCATCCAAAAACTCATAGT 

CTG AG ATT 111 GCAGTTAATTTTATC ATGATTAGTCTAGAATACG ACTGC 

CTTTCATTTTGCATTCACCTTCTTCGTCTAATAATGATTAATGCCTTCTG 

TCAGTTTTTTCTCTTTGCCATTATGAATGGAAAATGAAAAATTGTGAATT 

CCCATCGGTGTTCAGTGAAAGCTAAAAGTAGACAACAGGTATGATGTCTT 

GAAAGATGATGATGAAATACTTTGGACAATACAATGAGAAAACTAATATC 

TTAAAAACTATTTAGTTATTTTTAGCATAGTTGAGAATAATGAATTATAA 

ATAATGAATTATAAATAATGAACTATTAAAAACTATTAAAAAACAACAGT 

TTTTACATTTGTTTCAAAATGTAGGGAAAAAATACGCTCACTAGGATTCC 

ATCATATTTCTTA GATTT ATAAGAGT TCAG TGGACTCATT TGATA A TTGC 

AAGATAGCATGAGTTTTAGTCTGTTCTTTTAAAAAATAAGTTTTCTCTTT 

GTTCTTTGGAAGACTTTTAAGAAAGAATAAAAGTTATGACATCTCAATCC 

TAACAGGTA 

>Sequence 2769 

CCGGGCAGGTACACTTCACTTTCTCGTGCTCTTCCTAAGAGAGTAGTGTT 

TTCTTCCTCCCCACCGAGAAAAAAAATAAAAGCAACAACTGGAACTTCTT 

CCTTACCCTGCCT TGCTGCA GACCCTGGAGGCCCCTTCCATTTCCCCTTG 

TCCTTTTCCTTGTCTTTTTTGGTTCCCGCCGCAGTGGTCGAGTCGCCCTC 

GAACACGCTGAACAGCTCATCTCCGAATGCGTCCGCCATTTTTGGGAGCA 

GTGAGAGCCCCGCGTACCT 

>Sequence 2770 

AGGTACTGAGTCAAGGACGTCTTTAACGTCATGGGCGGCTCCTTTACCCA 

CGCTTTCTAGATCTTCGACTGCATCTTTTCCTAGTTTTCCGAGTCCCCCC 

ACAGCT1 Tl i riGCTCCGTCTAGGCCTTTTTCCAGAAGGCTGGATCTCTG 

CTTCCTTGGCTTTGGTGCCTGTCTGGCTAACCCTGGGTCTTCACCTGCAT 

TTTCCTTTTGAGCTGCTGATGCTTCATGGCAAGGGTTCCCCGATCCTGTC 

GAGCGGCCGCCCGGGCAGGTACGCGGGGCACAGCGGCTTCCTTGATCCTT 

GCCACCCGCGACTGAACACCGACAACAGCAGCCTCACCATGAAGTTGCTG 

ATGGTCCTCATGCTGGCGGCCCTCTCCCAGCACTGCTACGCAGGCTCTGG 

CTGCCCCTTATTGGAGAATGTGATTTCCAAGACAATCAATCCACAAGTGT 

CTAAGACTGAATACAAAGAACTTCTTCAAGAGTTCATAGACGACAATGCC 

ACTACAAATGCCATAGATGAATTGAAGGAATGTTTTCTTAACCAAACGGA 

TGAAACTCTGAGCAATGTTGAGGTGTTTATGCAATTAATATATGACAGCA 

GTCTTTGTGATTTATTTTAACTTTCTGCAAGACCTTTGGCTCACAGAACT 

GTAGGGTATGGTGAGAAACCAGCTACGGATTGCTGCAAACCACACCTTCT 

CTTTCTTATGTCTNTTTACTACAAACTACAAGACAATTGTTGAAACCTGC 

TATACATGGTTATTTTAAATAAATGATGGCCAAAAAAAAAAAAAAAAAAA 

AAAGTACCTCGGCCGCTTTN 

>Sequence 2771 

CCGGGCAGGTACTTTGCCTACGGCAGCAACCTGCTGACAGAGAGGATCCA 

CCTCCGAAACCCCTCGGCGGCGTTCTTCTGTGTGGCCCGCCTGCAGGATT 

TTAAGCTTGACTTTGGCAATTCCCAAGGCAAAACAAATCAAACTTGGCAT 
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GGAGGGATAGCCACCATTTTTCAGAGTCCTGGCGATGAAGTGTGGGGAGT 

AGTATGGAAAATGAACAAAAGCAATTTAAATTCTCTGGATGAGCAAGAAG 

GGGTTAAAAGTGGAATGTATGTTGTAATAGAAGTTAAAGTTGCAACTCAA 

GACGGAAAAAAAAAATAAAAAAAAAAAGTACCT 

>Sequence 2772 

AGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAGGGAATA 

GCCAAGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGTCT 

CAATCAAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTTCCAGAT 

CCAGTTGAATTCTTGTGGGCATTCTGGATAGCTGGAACAAGCTTAGACAT 

GAACCCAGACAACTTGCAAATTTCAAGGAATTTCTCACTGGTGTATTTCA 

TAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCATGGGTTC 

CAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTAGATCCTAAG 

GCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTGAACTTGC 

CCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCGCTGCAGCTGCACA 

CAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGAGAGTCTTGTCTGT 

GACCAGTAGAATTCTCTCCTTCTCATTGTTCCAGGGGTCTATCTTTGTCA 

AGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAGTCTCAGCTACGTGACCT 

TTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 2773 

CCGGGCAGGTACCAGTTTTAAACCTGTTCTATTCTAACCTTGGAATGGAG 

TCACATGTTTCAGCAGCAATATGCTGTTTCCCTTCCTCGGTTTCTCACAT 

CACCCTCTGGAGAATGGTGTGGAAACTGCCCTGTTTTTACATCAAGATAA 

AAGCTTCAGGAAGTTACTGGAGAGTGGAATGCAGGGGTCATTCTGGATAA 

CACAAAATAACTATTTGATTAGACCAACCATTTGGTCTCTAAAATTGGGT 

GCTAAAGACAAAGATAGGAAATTCAAAAAATCACCACCTGTAGAAGAAAA 

ATCAGTTAATAATTTGACAGATTTAAGGGCCTCACCTTTCTCTCACAGAA 

CTTTACCTCATAACACCCTGTTTGGGAAAATTGGAAAATATCTTCTCCTT 

ACCTCCTAGGGGATAAACAAGAGTTTAAATGTTGCCACCAACTCAAACAA 

AACACACCTCATTCTTTATGTTCTCGAGGGAGAGGGAGTCCTTATTTTGC 

TTCAAAGTTTCCTTTCTGGAGCTTC 1 1 mm A AGCAAA AA A A AAA A A A 

AAAAAAAAAGTACCT 

>Sequence 2774 

CCGGGCAGGTACAATGAGGCAGATGCAGATGCAGTGTGTGTCACTCCAGT 

CTTGAAGGAGTTACACTGGCTCTCCAGCAAGGGTATAATCCATATCAAAA 

CCAAAACACTTTATCTTTTCCATTGCTAAACTTCGGTTCACAAACACCCG 

ATGATAGGCTTCTCGACGATACTTTTTCAGGGCATGCTTATCCATGTTAG 

CAGACATATCTGCTGCATTCTGTAACCGATCACTCCAGGAGGTTGACATT 

TTATTTTAACTGTATTTTGTATTAC 

>Sequence 2775 

AGGTAC l 1 11 1 1 1 1 1 1 1 1 1 I 1U I IT11 AATCGGCAAAGCCTTTTGACCA 

AGTTTCCAAACTGGTTGGAAG 

>Sequencc 2776 

NGAGCCCCGTAATACGACTCCCTTGGGCGATTGGGCTCCCCCCGGTGGCG 

GCCGAGGTNACTCCGGGGCCACGTTAGNGGGCCCGGGTTAAGGGGTTGGG 

GGTTGGAATTGGGGGGGGGGGGGGTTTTTTTGGGGGGGGGGGGGhRWNGG 

GGGGGGGGGGNNNNGGAGGATGGGCACCGGGGCCCCCACCCTGTGCCCCC 

CCCCCTGCCCGGGCCCCCTATCCCCCCCAAATTGGACCCGGCCCCGAACC 

CCGCCCCCCCCTTTAACCCCCCACCCAAGGCCCCCCCCCCCCCCGAAACC 

CCGGCCCCCCCTCCCCCCGTTAAACCCCCCCCCCCCCCCCCGGGGGGGGA 

TCCCCTGGGGCCCCCTCCCCCCCCCCCGGGGCCCCCCCCCAGCTTAACAT 

TTCCCCCCCCCCCCCCCTTAAAAAGGGGGGCCCCCCCCCCCACCCCCCAA 

ATTTCCCCCCCCCCCCCCAGGGCCCCAA 

>Sequence 2777 

CCGGGCAGGTACGCGGGAGCTAATCTTTGATAAAGACTAACTATGGGCAA 

GGCTTTACTCTTTGTTTGTAGTAACTTACTTAATCCTCATTATAACCCCT 

TTATATAGATGCTGTATTTTCTCCATTTTACAGAGAGGAAGTAGAGCCTC 
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AGAGATGTTATGTCACTTGTCAAAAGTCACCCAGCTAGTGAATGGCTGGA 

TCAAACTGGATCATGTCCAAGTAGCCTGGCTTCAAAGTTCACACGCTTTA 

CT ATATTTATTC r TT TT TTT n CTTTTG AG ATGG AGTTTCGCTCTTGTTG 

CCCAGGCTGGAGCACAATGGCATGATCTCAGCTTACCACAACCTCCACCT 

CCTGGGTTCAAGCGACTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATGC 

GCCACCACGCCTGGCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCTCC 

ATTGTTGGTTAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCAC 

CTCGGCCTCCCCAAGTGCTGGGATTACAGGCGTGAGCCACGGAGTCTGGC 

GTATATITATTTTCAGTGTATCATTAGCAGAATTCTAGAGTCAGCTGTTC 

TG 

>Sequence 2778 

CCGGGCAGGTACAATAGCGTGATCTCGGCTCACTGCAACCTCCATCTCCC 

AAGTTCAAGCAATTCTCCTGACTTAGCCTCCCAAGTAGCTGGGACTACAG 

GCACATGCCACCACGCCTGGCTAATTTTTGTATTTTTTGTAGAGACGGGG 

TTTCACCGTGTTCGCCAAGGTGGTCTTGAACTCCAGGCCTCAAGTGATCT 

GCCCACCTCGGCCTCTCAAAGTGCTGGGATTACAGGCATGAGCCACCACA 

CCTGGCCTGGATTGTAATTTCGGATTTCCAAATTCAGGTCAAGAAGTGGA 

ATTTATTATGTGGGTCTTGTGAAAAAAATATAAATGTGGCCTTTTAAATA 

TATTTAGG I" 1" 1 " 1TTTTAAACAAAGGCTACTC AAACCATTACCTTCCTGGC 

CCCCHTGAAAAGAAAAAAAAAATCTATCCATCCCATTTGCTTTCTCTAAT 

TTTGAAAAGTCAGAAAGATCTCAAAGGTTTCTTACTACCGTACCT 

>Sequence 2779 

AGGTACirirrri'LrriiriHnriiiiii'iiiicAGCATTGCcACATAC 

CTGGGAGTTCCTCTTTAGTTGGTGGCAGTCAGCAGGGTTCTTTGAAAACA 

ATTTATAAACAAATTGTGGCTGTTCTGAAACTAGGGCAACCGATATCTTG 

AGTTTCATCTGTTTAGTGTTTTAAACCTGGTCCTGATGTTAGTGTTCCCA 

TATTAAAGATTGACTGTGGGCCTTCCGAATGCCAATGTATGCGGATGGAT 

GGCCTAAGGTCCTTAACCACAAATGTTAATGCTAAGAATCATGATGATGA 

TGTGTGTGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

NGNGATNAAATACACTTAAACTTGAAACAGCAAGAGGGTCTAACCAGGAT 

ATGTTTACTTTTGTTTTCCTTTAGAAGAGTGTGAAGTTTTAAAACGCAAA 

TGACCGAGCCTTAGCACATTTTTCTCTGTGAAGTGGTGGAATTTCGTTTT 

CCTGGGTGTAGGATTAGTACCCTCTTGGGTAGGACCCACCCTATTCTTTT 

TTTTTACATATATATGGGTCAAGGGTGGATACACGTATTCAATTTTTGCT 

GCATGGTATAAAGGTTATTTTGGTTC 

>Sequence 2780 

GTCCGGGGAAAACCTGGTTCGTGCCCAAGCTTGCATTTATATGGAAATTG 
TGCCCAACCGCCGCTGGGTGATAGTGACCGATTTTTGCGTTTATTGGGCC 
GCCTCTTTCCCGCTTTCCTTGGTTTAACTTGACTCTGCGTGCG 
>Sequence 2781 

AAGTTGCCTCTTTTAGGAATCTCTTTGGAATTGGGAGCACGATGACTCTG 

AGTTTGAGCTATTAAAGTACTTCTTACACACCAAAAAAAAAAAAAAAAAA 

AAAAAAAGTACCTGCCCGGTATTTAATGATGTTTTCTTCGATTTATTATA 

TTATTGTCTTATCTGTTTTATCTCTGTTGATTATTATGATATTTTCAATT 

ACTrrCTTTTTTAGCTTITATCTTCTATACTCTTGGTGTTGGACGCTATA 

TATATGTTATTATGTCTTTTATCTCTTATGTTTTCTGTATAATCTATTCA 

TCCATCCTTCTATATATAATATATGTATTTATTATAATCTTTGTTGCTCT 

ATATATGTATTC AATAAG ATATCTCTTTTTTTTATATCCTATTC' mTTT 

ATTTATCCTATTCTATCTCTCTTCTATGCACTCTTTTCTTTCTTCTTTGC 

TCTTTTGACGTAATATACTTCTTACATTTCTCTATTATCTATCTATCTCA 

ATATCATTGTATCATATGTATATGTTTATCTCTGAATCTTTCTTTTTATA 

T ATTTTT AT AT ATTTCTTTCCTTT 

>Sequence 2782 

AGGTACTI l i l TTTT'L i l l 1 1 Vl lT't'lTAGTTTCATTTACTCCATTATGT 

TACGCTTATGCTTGGGATTTCATTTTCGACATATTGCAAAATTTATACTG 

TGGTCAGAATTATTCAGGTGTATCTCCTGAACTTGGAACTTACTTACTAC 
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TTTTACCCTAAATTTTTAAATAAACCTTAACCTTTCAGGAATAGCTCTCC 
AACACACTTCTACAATGAGACTAACCTTCAAAAAAAAATTTAGCTCAAAT 
T A ATTTATTAAAACC 1 ' 1 "1 "I CVi'l 'AACTTTTTGTCTG G A AAGG AACTTTTT 
GTCl'l 1 1 r 1 " 1 " ! C i" I AACTTGTAAATTT TIT 1 ACCTTTTA ATTCTTTTCCT 
ACATTTGGATAAGGCCATATAACAATACCTTCATTAAAATGTTTTTAAGG 
GACCTTTCATTGCCACTTTTTC 1 "nil' 1 GTAGTAAC ATTTTAAAG AACC A 
TTTATTTTTTAAAATGGACCCCAAAAAATTAGAATTTTA 
>Sequence 2783 

AGGACGCGGGGAGGCAGACATGGGAGTGCCAAGGTGGCCAGATGGTTCCA 

GGACTACAATGTCTTTATTTTTAACTGTTTGCCACTGCTGCCCTCACCCC 

TGCCCGGCTCTGGAGTACCTGCCCG 

>Scqucnce2784 

CCGGGCAGGTACGTTTCTCTTTCATCTTCACTTTTTGTTCAGGAGCTTCG 

ACAGCCTTCTCTTGTCTTCTAACGGGACAGTTGGGGCTTCAGGAAGGGGA 

CTGAGAATAGGGGTGTGAGTGACAGGTTCCTGGGGTCTTGTCTTTGAGAT 

GACCTGT GGGGGG ATTTCGAATAACCATCTCrTCCCTTATTATTCATTCT 

TATTATTGTTTTTTACTACCGTTTATTCTCTCCTCTATTTTATCGTATCT 

CTGCTCTCAGATCnTATCTCATCTATTTATCACTCATTCGTTTTCTCTTT 

AGTTCGATTTCTATTTCTAATTCTTGTCTCTATCTCTCTAACTATGTATT 

CACCTATTTATATCTATTTTCCTTTCGTATGTATTCTTCATTTCTTCGCG 

CCACTATTACCTTTACTTTACTACCCTCCTATTCCTGCTATTCTTACTAT 

TCAATCTTCATTAATATTACCTACATTTTTTGTTAT 

>Sequcnce 2785 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGAGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACGTCATATGATGAAGTCGTATTTGCAAATG 

AAGAGAGTCTTGTCTGCGACCAGTAGAATTCTTTCCTTCTGATTGGTCCA 

GTGGTGTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTTTTCAGAAG 

TCTGAGCTACGTGACCTTTCAAGTGTTCCATGGCACCCTCAATGGCCCCA 

>Sequence 2786 

CCGGGCAGGTACTTAATTATGCAACAACAAGATTTGCAGGAGCATAACCA 

CATAGTTCCCCTGAGTATGCTGCCAGTATGCTCCACAAATGATTAAATAT 

AAAATAAACAAGAGCTAACTGTGAATATGAAGTTGTAATTCCACCAACGG 

GGTTCCAGTGATGTCATAAACCACTAGAGCAAAATTCATGTCACCAAAGG 

ATCCCAGATGGGCTTAGAGAACTGTAACTCAGTAGTGGTCTCTACTACAG 

ACGTGGGTCCAGGAAACCCTTTCACCTCTGTTTTCTGCCCCTTCACATCT 

CTACAAGTGCNCTTCTTTCTTGThm 

TACTTATCCTGCTTTTCTAAATGTAGTTCCTTTTAATTCATTCATTGGTC 

TATCATTCAGGGCAGATGAACAAATACATTCCTTTGGACAACGATTCATA 

ATTATATATACTTCATTAGAAAAAAAAAAAGCCCGATATTTAATAGAAAA 

TCCATTTAGGACAAGAGCCTTAAAACGTACCT 

>Sequence 2787 

CCGGGCAGGTACGCGGGGACCCTAGATCCCAAGATCTCCAAGGATTTGGT 

GGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGAACTCTCCTCT 

TCCTGACAGCTCTGGCAGGAGCCCTGTCTGTGCCTATGATCCAGAGGCCG 

CCTAAGCCCCAGGATCGGGGAACCCTTGCCATGAAGCATCAGCAGCTCAA 

AAGGAAAATGCAGGTGAAGACCCAGGGTTAGCCAGACAGGCACCAAAGCC 

AAGGAAGCAGAGATCCAGCCTTCTGGAAAAAGGCCTAGACGGAGCAAAAA 

AAGCTGTGGGGGGACTCGGAAAACTAGGAAAAGATGCAGTCGAAGATCTA 

GAAAGCGTGGGTAAAGGAGCCGTNCATGACGTTAAAAGACGTCCTTGACT 

CAGTACCT 

>Sequence 2788 

AGGTACl n i l ViTi'i T1TTTTT1 1 1 I I I ITI 11CCTGGAAAAAGTCATG 
GAGGCCATGGGG TTGG CTTGAAACCAGCTTTGGGGGGTTCGATTCCTTCC 
TTTTTTGTCTAGATTTTATGTATCCGGGTCCTTCAAATGTGCTGGAGGGC 
GGGGGGCATCCATATAGTCCCTCCAGGTTTATGGAGGGTACTTCTACTAT 
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AAGGACTTTCCGCTGCGAAGCCAAGGCTTCTCAAATCATGAAAAGTATTA 

ATATTACCGCTGTTAGAGAAATGAATGAGCCTCCAGATGATAGGATGTTT 

CATGTGGTGTATGCATCGGGGTAGTCCCAGAAACGAAGGGGCATCCCGGA 

TAGGCCGAGAAAGTGTTGTGGGAAGAAAGTACCATTTACCCCGATGAATA 

TGATAGCGAAATGCGATTTGGCGCACGTTTGGTCTA 

>Sequence 2789 

CCGGGCAGGTACGCGGGGGAGACTGGCAACCTGAAAAAGGCTGTCATTCT 

ACAGGGCTCTAATGATGTTGAACTTGTTGCTGAAGGCAACAGCAGGTlCA 

CTTACACTGGTCTTGTACATGGCTGCTCTAAAAAGACAAATGAATGGGGA 

AAGACCAATATTGATTACAAAACAAATAAGCCATCACGCCTGCCCTTCCT 

TGATATTGCACCTTGGGACATTGATGGTGCTGACCAGAAATTCTTTGTGG 

ACATTGGCCCAGTCTGTTTTAAATAAATGAACTCAATCTAAATT AAAAA A 

GAAAGAAATTTGAAAAAACTTTCTCTTTGCCATTTCTTCTTCTTCTTTT^ 

TAACTGAAAGCTGAATCCTTCCATTTCTTCTGCACATCTACTTGCTTAAA 

TTGTGGGC AAA AG AG AAA 

>Sequence 2790 

AGGTACTTACACTGAAAACTTCAAGCAAGTAGCACCAGGGCTCCCCCTAA 

GCATAACAGGGGCCTGATTAGCACCCCAGAAGAACCCCTCAAAAAGTATA 

TAAATTTATTGCGTCCTAGCAAAGATCTGCAGCTTCCAGTATTCACACAA 

TGTGAAGATATTAACAATACAAAATATATTTTGAAAGTCAAACACCTGTA 

GTTCATAGTGCTTTTTTAGATTTGTTAAAAAAAATACAATGCTTAGTTTC 

CTATATAGGATATACAAAAGCAAAAAATACATATGTATATAGTAGAAATA 

AATCAGCCATAGTAATTTACAGCTTTTGTCTCCAACCCTCCCCTAATCAT 

AATCTTTATCCCACACTTCAGTATATACTTTCTGGGATCAAAGGATCAAT 

TTATTCTGAACCAGGC 

>Sequence 2791 

AGGTACAAGGACTGCATCGAGTCCACTGGAGACTATTTTCTTCTCTGTGA 

CGCCGAGGGGCCATGGGGCATCATTCTGGAGTCCCTGGCCATACTTGGCA 

TCGTGGTCACAATTCTGCTACTCTTACKDATTTCTCTTCCTCATGCGAAAG 

ATCCAAGACTGCAGCCAGTGGAATGTCCTCXDCCACCCAGCTCCTCTTCCT 

CCTGAGTGTCCTGGGGCTCTTCGGACTCGCTTTTGCXrTTCATCATCGAGC 

TCAATCAACAAACTGCCCCCGTACCTGCCCG 

>Sequence 2792 

CCGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGCCAGGCGGTGGC 

CTCTTAATACTGGTGATGCTAGAGGTGATGTTTTGGGTAAACAGGCGGGG 

TAAGAATTGCCTAGTTCCTTTAC 111 1 1 1 AACCTTTCCTTATG AGCATGC 

CTGTGTGGGGTGACAGTGAAGGGTAATAATGACTTGTGGGTTGATTGTAA 

AATATTGGGCTGTTAATTGTCAGTTCAGTGTTTTAATCTGACGCAGGCTT 

ATGCGGAGGAGAATGTTTTCATGTTACTTATACTAACATTAGTTCTTCTA 

TAGGGTGATAGATTGGTCCAATTGGGTGTGAGGAGTTCAGTTATATGTTT 

GGGATTTTTTAGGTAGTGGGTCCCCGCGTACCTCG 

>Sequence 2793 

CGGGCAGGTAC 1 1 1 1 1 1 ANNTAATTAT rTTTTTTT I AGGGC AGGGCCAAA 

TGGCTGTTAATTGATCCTTCAGTCTTGTTTCAATTAAATCATACTTTTGC 

CAGCGATATAGGAAACTAGGAAGGATCTAAAAACCGCCTGAAACAGGGCA 

CGAGGGTCAAGGCTGCTGGAGGCATGGGGGGAGGCTATTCTCCACTGGAA 

CCCCCACAGCTGCTTCTAACACANGATTTTGTGGCTGCTTCAGGCTGTCG 

CTTTTTTTGGTATCTCCTAATCGCAAAAGAGCGTCCAGCAACAACCAGGA 

TTCCAAGCGCCGTGGCCACACCGACTTCAACCTTGGCCTTTTCCACCTGT 

TTACAGCGGGACTGGCCATATCTCAGCTGGGTGACAAAGTGCTCACAGTT 

TCTGCTCACAATACTGTACCTT 

>Sequence 2794 

AGGTACTCTGCTCAAAATGGCTGGTGCTACTGGTGCACTAAGTTGTGAGG 
AATTACCTCTGCTCGGGACAGAATAAAAAATCCTAGGCCTCAAGGAAAAA 
CTGGTGGCATCCTTCTGGGTCTTTTCAAGTCCTTGCATCTAAAAATCAAT 
CTTGACAAAAATAAAACAAAAAGCCACAACAAAAGAAAGCCAAACCAATC 
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CCCCACCCTAAAGGAAGAAAAAAATTGATGTGAAGCCCATCCACCCTTCT 

ACCCAGGTGCCTTATAGCAAAGGTGACTGCAGCTGTAAGTCAAAGCTGAA 

TGACAGACAAAAATGGAGGCCAGACACCACGGTCTGGAGGTAGCTACGCT 

GAATTCCAGAACCCAGACTCTCTCTGGGTTAATTTCTTGTTTTCCTGAGA 

TAAAATAATACCCAATGTTCACTAGGTCCTTAGGGATCCCCCAACANATC 

AGAATTTTGCCAGGTGCCAGGAAATAACCCGATCAAAATAGAGACTTTAA 

AATTCCAAGAj^CTACTGGATTTCAACCTCTCCCCTTCCTTCAGATTTTTA 

GGGTTTATTATCCATGGTTGGGTCAACAACTGTATACCAGCCGGGTTGGT 

TGGTTAACTTACCAAAAGAATGGGCTTCTTTTCCAGTTTGCAAATCAAAA 

TAGTTGGACCTGATTAAAAGGGCCAAAACCCCCTTTTCCTACCTTGAAGC 

ACCTAATAAAAACGGGGGGCCAGAAACCGTTTCCAACCACTTTGGCTTGA 

TGGGACAATCTCCAAGGAAGGCGAACCTTTGGCAAAAAATCTGCCCCCTT 

GCT 

>Sequence 2795 

CCGGGCAGGTACTCACTGCTGCAGGCAGCCCTGCTCTGCGTCAACGCCAT 

CGCAGTGCTGCACGAGGAGCGATTCCTCAAGAACATTGGCTGGGGAACAG 

ACCAGGGAATTGGTGGATTTGGAGAAAGCCGGGAATTAAATCACAGCTAA 

TGAACCTTATTCGATCTGTAAGAACCGTCATGAGAGTGCCATTGATAATA 

GTAAACTCAATTGCAATTGTGTTACTTTTATTATTTGGATGAATATCAGT 

GGAGAAAATGGAGACTCAGAAGAGGACATGCCAGTAGAAGTTATTACTTT 

GGTCATTATTGGAATATTTATATCTTAGCTGGCTGACCTTGCACTTGTCA 

AAAATGTAAAGCTGAAAATAAAACCAGGGTTTCTATTTATCTGTTTTTTT 

TTAATGTTGCACTTGGTAGTTCATTTACAAAGATCAGATCATGGAAGGCA 

GTTACTCTTCCGGACTGGATATCTGGATGGCTCAAGGTAATAGTAGTTCA 

TGCTGGGTGAGAATGGTAAAAGGGTGCAGACTGTGGCTTCTC 1 1 1 1 1 ' T A A 

A A A ATTTTCTATCTCTACCTTTC AGGG ATGAA ATTC I " 1 " 1 1 C AAAATTTG A 

AGT TCCT GGGACCTACCCCTGAGGGGAGGGTTATCCCTAATAAATTAAAA 

GGATTT TAAAAATAATTCCGCCCCAAAAAGATAAAGGGAAATTAAAAATT 

TTTTTTAGACCCGGGTAAAAAATTGGCCAAGGGCCGCCCTTAATTCAAAT 

TTTCCCTCCTTTGGGGGTGAAA 

>Sequence 2796 

TCCTGGATAACTGGAATCCTGGCCCTCGGCTTTTCGTTGTGGGAAGCCGT 

TTTATCTTCTCTTAAGAGGGGGATACAGGTTTTTCACAAAATTAGGGGAA 

TACCCCGAAAAAAAATTGTTGACAAAAGGCCCCAAAGGGCCGAAACCTAA 

AAAGGCCCTTGTTTGGGTTTTATATAGGGCCCCCCCCTGCAGAGTATAAA 

AAATAACCCTAGTTAAGG 

>Sequence 2797 

CCGGGCAGGTACTCGTAATAAATATGCATCCGGAAACAAGATAAAAGGCT 

ACACCTCGTCAGGCATCCTACAAAAATGTCTCAAGTTTTATATACTCTGC 

AGCATTTCTGTGCGGGGGCAGAAGGCK3CTGTTGTGTATTTTCTGAAGTGC 

TGTGACAAAAGGTCCTTTCACATTTTTTTTGGAGCATTTTTGAAATTGCT 

TAACTATAATTAAACAACTTAAGAAAAGTAACACCAAGCTTTAAAGCCAT 

TTTTGCTTTGCTGTCATTGGTCCTTATCCAATACAGATCAACATATCATC 

CAGCACAGCCCCCGCGTACCT 

>Sequence 2798 

AGGTACTCTCTTCCCACTCTGCGGTTCTGCCAAGCACCTTGCCTGGGCAC 

TTGTGTGTGTGCAAGACTCTACAGTGTGTTGTCTGCTGCTTTTTTTTTTT 

TTCTTCTTCTGTTTCAATTGGCAGCTCTGTTTCCTAAAGTGGAATGAACT 

GAAGATACAAATACTAATAGAAGATAAATACCCATAAGCTGAAAAAAAGA 

GACAGAGAGCAATCATGTTCAATGTCACCATCCTGCCAACCCCCACTCTG 

TAAAATATAC ATTA TCACCTACTCTCAGCATCTCACTTTTGACACTAAAA 

CTTAAAATAATTTTATTTAATAGGAGAATTTATATTATAGTTTTATTTCA 

AAAAAAAAAAATATCCACAACAGAAACCCTACAACTGGTTGCAAACTCAG 

GCTTT 

>Sequence 2799 

GGGAACTCATCTTCTAACTTCTTCTTGAGCTGAAGATACTTGGACTTGTA 
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GCCTCAAGCGCCACAATAAACGACTCGGACGGCGAGAGCCATGGCTCGGG 
GCTGCCACATCCGCTGAGGAGCGGACGCCCGGGCCACACTCCCCGCGTAC 
CT 

>Sequence 2800 

CCGGGCAGGTACGCGGGGTGGGGGGGGTCCTGGTCTTTGGCTTCTCGACT 

CGGTCCTGTTTCGACAGCGAACATGTCGCGGCCTGTCAGAAATAGGAAGG 

TTGTTGATTACTCACAGTTTCAGGAATCTGATGATGCAGATGAAGATTAT 

GGAAGAGATTCGGGCCCTTCCCACTAAGAAAATTCGATCATCTCCCCGAG 

AAGCTAAAAATAAGAGGCGATCTGGAAAGAATTCACAGGAAGATAGTGAG 

GACTCAGAAGACAAAGATGTGAAGACCAAGAAGGATGATTCTCACTCAGC 

AGAGGATAGTGAAGATGAAAAAGAAGATCATAAAAATCTGCGCCAACAAC 

GGCAGGCGGCATCTAAAGCAGCTTCTAAACAGAGAGGGATGCTCATGGAA 

GATGTGGGC 

>Sequence280l 

aggtaci mxrrrrn m rm n rrn iggtttttatttttgtggtt 

TTTTGTTTTTGTTTTAACCTTTGGAAACACGATGGTGATGAGGAATGCCT 

TGCCAGGCTCTCCCAGACACATCTGTGGTTCTGGGCTGTGAATGTTAAAC 

ACACACTGGGATAGACGACCAAGGAATGAGGTGTCCCCTATCTTCTCCCC 

GCCCACCACTTGTCAATGGTGGCCTAAAAAAAGGGCTTTAAAGGGGAAAA 

CACAAACTTAAAAGAAACATTTTGAGTTTCCCTTGCATTTTAGCTTGAAC 

ACAAGGATACTTCGTTCTTAAGGGGCTTGGAAGGAGCAGCCCGGGATCAG 

GCACTTGCCTTCTCCGGCCTCACGGCCGCTTCTAGAAACTATGTGGGATC 

TCCCCCCGGGCTTGCAGGGAATTTCGATTATCAAAGCTTATACGATTACC 

>Sequence 2802 

TTCCAhWGTCGGGAAANACCTTGTCCGTGCCAAGCTTTGCATTTTAATGA 

AATTCCGGCCAAACCGCGCCGGNNNGGAAGAAGGCGNNGTTTGGCCGTAT 

TTTGGGGCCGCCTTCTTTCCGGCTrTTTCCTTCGGCTTCACTTGAACTTCG 

GCTTGCGGCCTCGGGGTCGTTTTCGGCCTGCCGG 

>Sequence2803 

AGGTACGCGGGGACTGCTAGGGGCTTAAGCGGAGGGAGTCGAGCCAGCGT 
CGCCGCGATGGTGTTGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCA 
GACTTTTCCAGAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAG 
AAGTATGACGGTCGAACCAAACCCATTCCAAAGAAAGGTACCTGCCCG 
>Sequence 2804 

CCGGGCAGGTACTGCACGGGCGTCAATTCCATGCCAGAGGGAGGATGAAT 

TAGGGATGAAAAGGAGGAGATAAGGAAGAGTTACAAGGTGGGCAAACCCA 

GGGTCTAGTATCGTTTCTCAGGGGAAATTCGCTGTCGGGGAAAATGGAGC 

ACTCCCACATCTATTAGAAAAATGAAGAAATCCTGGGGTGCATCTTGCTC 

TCTGTAGGACTGGCCTCATGTGAATTCCCAGGAAGCTGTGTTTCCAGAGG 

CATGCTCTTTCCAAACCCATCCTGCTGCTCTCAGTGTTCTCCTGCTTCGC 

CTAATGTGGACAGATCTCACGGATGCCACGTTGGAAGTCGGAAGTGATAG 

TGGGCTTGCCGGGGGTGCCGGGGGAGGTGCTGGGTATAGAGAAGACTAAG 

TGAAATGCT 

>Sequence 2805 

CCGGGCAGGTACGCGGGGGGGGTTGTGGAGTGGATGCTTTGGCAAGATGG 

CGGGGAGCGGCGTCCGCCAAGTTACTTCTACCGCCAGCACCTTCGTGAAG 

CCCATTTTCAGTCGGGACATGAACGAGGCCAAGCGGAGGGTGCGCGAGCT 

CTACCGCGCCTGGTATCGGGAGGGGCCGAACACTGTGCACCAATTCCAGC 

TGGACATCACTGTGAAAATGGGACGGGATAAAGTCCGAGAAATGTTTATG 

AAGAATGCCCATGTCACAGACCCCAGGGTGGTTGATCTTCTGGTCATTAA 

GGGAAAGATCGAACTGGAAGAAACAATTAAAGTATGGAAGCAGCGGACAC 

ATGTTATGCGGTTCTTCCATGAAACAGAAGCGCCAAGGCCAAAGGATTTC 

CTATCCA 

>Sequence 2806 

TGGGG AGCG A ATCC ACGTCTC ATCT 
>Sequence 2807 
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AGGTACTTTAATTTGTTCTTATCTTTTTTCCCTTC^ 

GCTATTTTCCTGCATTATTCATTTTTAAACTmAAAATCCAGAGTGGGT 

TAAAATGCTTATTTTACTCAAAGACTGTTTACACTGCACTGTTGAAACAT 

CAGATTATCAAGTTCAAGTCTTTAAGGGGAACAATCTCTTTTGACATTCT 

TTAAAATTTAACTTCGAAAAAGAAAGTTTCNTTTTAAGCTGTTAGGGGTG 

TAAAAAATA 1 1 H i ANN ACTTTCTTTTATTTG A AATNNTTTAA AAACTTC 

ATTACATANTNNCAGTTCATGGTATTTTCATTTCATTTCNNAGTAAGTAT 

TTGCAAAATGTGCATTATACCTGTTATTAACCCAGGCAATTTGGTGCTTA 

AGGTGGCTTGAAGGGCTTTTCTAAAGGGTTGAACAACAAATTTTTTTGGG 

TCTTTTTAGAATAGGTTTGAAGGATTA 

>Sequence 2808 

TGGTAGGTAAGCATCTGCAGCTCATCTGGAATACTACAGTCTTGAGGACG 

TGCTTTCCATACGCCCTGTGTCTGGTCTACATGCAGGCGTGTCTTGTGAT 

AAAT CCTGT TACGGGCATGTGTGTGTGAGGGCTTCTATGTGGCCCCCCGA 

CTCCATTTTATTAGAGTTTGGCATAAGTGACTCCATTTTGGTTCCAGCAA 

CTTTCACATAAGGAAACTGAGGCTCAGAGAAGTCAAGGGACTTGCCCCCA 

GGTCCCACTAACACTGTGCAGTGGAGTGATGCAAACCCCAGTTTTCCCAG 

TGGATGGAGCTGCTGTGGGTGAGTGCAGGGTGCGGTGTGAACCAGAGGGG 

TGGTGCAGAGACCAGTGTGGGATGTGAGAGCCCGCGTACCTCGGCCGCT 

>Sequezice 2809 

AGGTACI 1 1 1 1 1 1 1 1 li nTTTTTTTTTTTCAATGTTGTTGTCTAGACTT 

^3-^3^!? ^ TT^TT^A^AGAOTGCT A AT ATGT ATTT AA XTTC C A G G TTXTTTTT A 

GTTTTCTATTTCTTTTCACATAACGTTTCTTCTTGCTTCAGTCATATAAT 

ATCCTGTGTATCTGAATATTAATCTTTATTTTGTTTTAGAAC^ 

TTTCTATACCCAGATGAAAGAGGTTTGATTGATTTGGGAAGTTTTCCGTG 

GCACAGTGATATACCATGAGCCTTGNTTTTATAAAAAAAGCAAACAGTGA 

GTGTTATTTAGGGGTGTACGCTTTTTTCTCTTTTTGGAAGTTAATTTAAA 

CATCACCn'ACAGAAAATGGTATTCATTCTTAGGTGTTTCCTTTCTTAGA 

AAAGGGGTCTTTAGGAACTTGGGCTTTGGCACCCAGCCCATTAGGAAAAG 

TCAAACTTTAGAGG 

>Sequence2810 

AGGTACAGCTTTACATTCTATAAACTTGAATTTCAAACTTCAACACCCCT 

CACTAATCAGCCATCCGAAGAAAGGATATTGAACATAAGCAAATCCTCTT 

GGACGGCGAGTGTAGAAATCAAGTGGAACATACACATCAACTATAGGACC 

ATAACGACCAAATTCACGCCGCAAGTCTTCAGACCTGGTGTCGTCGGCCA 

CGTTCCTGACGAACAGAGACGTGTTGGGGGGACGCAGGTAGCGGGACATG 

GCGGCGGCGTGTCT 

>Scquence28!l 

CCGGGCAGGTACGCGGGGGACACCCTAGATCCCAAGATCTCCAAGGATTT 

GGTGGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTCCT 

CTTCCTGACAGCTCTGGCAGGAGCCCTGGTCTGTGCCTATGATCCAGAGG 

CCGCCTCTGCCCCAGGATCGGGGAACCCTTGCCATGAAGCATCAGCAGCT 

CAAAAGGAAAATGCAGGTGAAGACCCAGGGTTAGCCAGACAGGCACCAAA 

GCCAAGGAAGCAGAGATCCAGCCTTCTGGAAAAAGGCCTAGACGGAGCAA 

AAAAAGCTGTGGGGGGACTCGGAAAACTAGGAAAAGATCCAGTCGAAGAT 

CTAGAAAGCGTGGGTAAAGGAGCCGTCCATGACGTTAAAGACGTCCTTGA 
C 

>Sequence28J2 

CCGGGCAGGTACCAGCACCTCTGAGAAAGAAAAAGCCAGACAAACATGAG 

GATAACAGAAGAAGTTGGGCAAGCCCGGTTTATACAGAAGCAGATGGAAC 

ATTTTCAAGACTCTTTCAAAAGATTTATGGTGAGAATGGGAGTAAGTCCA 

TGAGTGATGTCAGCGCAAAAAAATGTTCAAAACTTGCGTCAGCTGCGTTA 

CGAGGAGATGCAGAAAATAAAATCACAATTAAAAGAACAAGATCAGAAAT 

GGCAGGATGACCTTGCAAAATGGAAAGATCGTCGAAAAAGTTACACTTCA 

GATCTGCAAATAAAAAAAAAAANTGTACCT 

>Sequence 2813 
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CCGGGCAGGTACCAGCACCTCTGAGAAAGAAAAAGCCAGACAAACATGAG 

GATAACAGAAGAAGTTGGGCAAGCCCGGTTTATACAGAAGCAGATGGAAC 

ATTTTCAAGACTCTTTCAAAAGATTTATGGTGAGAATGGGAGTAAGTCCA 

TGAGTGATGTCAGCGCAAAAAAATGTTCAAAACTTGCGTCAGCTGCGTTA 

CGAGGAGATGCAGAAAATAAAATCACAATTAAAAGAACAAGATCAGAAAT 

GGCAGGATGACCTTGCAAAATGGAAAGATCGTCGAAAAAGTTACACTTCA 

GATCTGCAAATAAAAAAAAAAANTGTACCT 

>Sequence 2814 

AGGTACTTGCGTCCGCTACAGTATGTCAATCGCTTGCCCCAGCACAGCTG 

TCATTCTTCTCTACAGAAGAGCTTCTCCTCATCAACTGGGGATGGTTACA 

GTTCTTCCTAAAAAAGGATGGCTGCTCTTTTTCTAAAGAGGTTAACACTA 

CAAACTGTAAAGTCTGAAAAATAGTGCATTAGATGTTTTGGTAAACACAT 

CCTGCAAAAGACAGCACCAGCACAGTTGTCCCCTATTGCTTCTGCCCCAA 

GACTCTCCTTCCTAATTCATGCAAAAGCCTTTAGTACCTGCCCG 

>Sequence 2815 

CCGGGCAGGTACGCGGGACCAACAATGTTAGACAAATGTAGCCAAACCAA 

AAAATACACATGTTCTATGAATCCATATATGCAAGGTTCACAATAGGTGA 

TAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAAGGACTGACAGAGTATTG 

CAGAGGGGGCTCCGGGGTGTTTGTAAATGTCTATTTCCCAGAGGCAAGTG 

TGGTTTCGCATGAGCATTGTTCAACTTTGTGGAAAATTCAATTGAGCTTG 

GAACTTAATTTTACCGAACTTATTTAATTAAATGAAAAAGGAATTCTTTA 

TATCAATTGGGGAACACCTGGGAAGGATATGGCAAGGAAGGTTGGGGGGA 

AACTTTAAAAAACACATAGAGGTGGCCGAATGGCTTATACAAATTTGTTA 

ATGGGAAAGAGAATGGGATTTACCCGGGTGGGGGTGGATTGGAACCTGGG 

CCCA<nTTATAAAAATAAAGGGGATTCCCCCCGGGTTTrGGGGGAATTTT 

AAAATTTAAACTT 

>Sequence 2816 

ccgggcaggtactth ttttttttttttn 1 1 ttt 1 ttttti tttti 1 tt 

ri*14u"lttttggaaaaaatattctgtttattctcctrcccctixxctagg 

aaatgggcacacaggggttcaggggccaactttggctgacgctgcagcga 

aaactaattaaacacttggaaaaaacggggaggcacaagggtttggactc 

agggtgtcacaggttgtcccctctgaggacaggctcccccx:ggaaggaat 

gccaaaaataatgaaggatgagatgcccaagtccct 

>Sequence2817 

AGGTACCAAATGGACAAGCCTGCAGAAGCAAGTCAGGCAACTGGCTCAAT 

TTTGTATTCAGCTCAGAGTCATTTTTTTGACCTGAATAAAGAAAATCCTG 

TATCCCAAAAAGAAATTCAAAGCCTTGTGAAACTCCACTGACACTAATTA 

GTGGCGGACGAGGGGACAAAAGTTGTTCAACTAGTGGAACACAAGCATAT 

ATCATGTCATTCTTCAGAAAAGCAACAACTGGCCAGAGTTCTTCACCTCC 

TATCAGGAGTCCATAAATGGATGTTTTATTGATGCGTGAACAGCTATCAC 

GACTCTCAACGAAGTCTTTATCATCATCCAATAATCTAAGTTCAAAGAGC 

AGTGCTTTAAGAAAGGGACCATCTTCAGGAACAGGCACATAACTTGCTCC 

ATTGAAGACTCTGGCTCGTTTTTTAACAGTTGGATACCGTCT 

>Scquence 2818 

TGGCGTGCCGTTCACTACTATGGGCAATTGAGCTCCCCGCGGTGGCGGCC 

GCCCGGGCAGGTACATTTACAAACTTTGGAAACAAGTTTGATGGTGTCTT 

TAAAAGTTAAGCATACACTTACCATAGGATCCAGCCATACTTCCCCGGAG 

AGAAGAAAGTGTGCCTCTCAGCAAGGCTTACACACGAATATTCACAGCAG 

CTTTATTTATAAAAGGCTGAAAAAATGGAAAACAGCCCCAACCGCCATCC 

ACATGCAAATNGGATAGACCCACGCGTGATGTGGTTCCATTCCATGGCCG 

AGGCAATACCTATTCAGGCCATATAAAAGGACACGGCATCATGAAACCGC 

ATTGGCAACAGTCGTTGGACCAACTCTTAACAATATGTGTGTGTTGGGAC 

TAAGAACTGAGNNCCAGTTCCACAAACATGAATTCCTGGAAACGTCCCCT 

TACTTTCTGCTATACGGGAGTAAAAGTNGATTTCCCATGGTACCCTCGGC 

GCGTCTCTAGAAACTCAGTTGGATCCCTCCGGGCTGCAAGGAAT 

>Sequence2819 
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AGGTACTC 1 1 FTTH IT1 1 1 1 1 1 1 11 ITlTin'GCAGACTTTGGCAACAT 

ATTGAGAGCCTGAATTAACACTGAATCCTATGAAAACAGTTTTGTAATTA 

TAATGCTGAATCAGTCTTATGTGTAATTACACCAATATGCTACTCTGGGA 

AA CATTT CTTAAGGGAAATGGTTCGGGGTATATTTTGAATTTATGCCACT 

GCCI I i l ATAAAAGGTCTCATTATTTCATGAACTTCAATTTACCAGGCCA 

AGTCCTAACTGTAGGCTTAGGCAAGGGCCAACAATGCACGTTTTTTTCAA 

GGAGCTTCGTCTGTGCTCTGAGAAACTGTGTCTTGCACAGGTGGAGAAAC 

AGGGAGGCAGTTTCAGTTCTGCTTATGGCCATTTAGTGAGGGCGGGTTCT 

ACATACCTAAAGGGGGGCCTAATTTTTTTT 

>Sequence 2820 

AGGTACAGAGCAAAGCTCACCACAGGTAGCAGCAGAACCTTGAGCCCCCA 

CATCCTGCTGATGGAAATCTGTTGTCTGGCTTCGTTTCGGCAGCAAAGTG 

TGGGCACACCATCAGGGGTGCTAGATTTATTCCATCGGGATTGCGCCCCG 

CGTACCTGCCCG 

>Sequence 282 1 

CCGGGCAGGTACGCGGGGGACTCGGAAAACTAGGAAAAGATGCAGTCGAA 

GATCTAGAAAGCGTGGGTAAAGGAGCCGTCCATGACGTTAAAGACGTCCT 

TGACTCAGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGAG 

CAGCAGGCTTTACGTCTTCAGCCTAAAACCTGGTAAAAAAAAAAAAAAAA 

AATTTAAAACAGCTATTAAACTGAAAGCATCTGTTAAAAAAAAAAAAAAA 

AAAAAAGGTACCT 

>Sequcnce 2822 

AGGTACGCGGGCATCCTTAGGAGACCTGAGTCCTCAAGAAAACCCTCTTC 

TGGAAGTAGTTGCTCCTTCAGAACGTTTTACAGAAAACACTAATGTAAAA 

GACACAACTAATGTAAAAGACACAAAAGAGATGTGTTCAAAGACACATCT 

CTGAAAACACAAACTACAATCATCCTCCTGAGGCAGTTTCCGCTGGGACT 

GCATTCAACTTAGAACCAACTGTTAAACAAACTGAGACAAAATGGGAATA 

CAACAATGTGGGCATTGACTTGTCCCCTGAGCCCAAAAGCTTCAATTACC 

CATTGCTCTCGTCCCCAGGTGATCAGCTTGAAATTCAGCTAACCGAGCAG 

CTACGGTCCCTCATCCCCAACGAGGATGTGAGAAAGTTCATGTCTCATGT 

TATCTGGACCTTGAAAATGGAAT 

>Sequence 2823 

CCGGGCAGGTACTGCTGTGGACCTCTTGAAACAAATTGTAAAAGCTTGAC 

TTGAAATGATCAAACTGTTTGAC^GCAACTTGACTGCCTTCCTGAACAAA 

ACTCAAAGTTATAGGGACACAAAAATATGCAGCAACCAACAAAGTAAAAT 

TCACAGTGTCTGGTTTTCTATCAAACTTTTGAGCCACACTAAAACAGGGA 

AATGACCATAATGAAGGGATAAATCAATCATGTTAAACTGACTCAGAGCT 

GACACAGGTGTAAGAATTACCAGAAAAGAACATTAAATCAGTTTTTATAA 

CTGTATACTGTACATCCCCCAAATTAAGTAGACAAAAAAAAAGATATAAA 

AATATTCAAGCTAACATTAAGAAAGAAAAACTGGGGCTTGGTGCTGTGGC 

TTATGCCTATAATTCCAGCATTTTGGGAGGCCTATGCAGGAGGATCACTT 

>Sequence 2824 

AGGTACGCGGGGAGATATTTACTTTATGAATTAAAGCTGGAGTCAGTGTC 
AGCCCGAAGGCTGAAGGAAAAAGAGCAACAGATCCAGGGAGCATTCACCT 
GCCCTGTCTCCAAACAGAGCCACCAAGGAGGAGCAGGGGAGCGA 
>Sequence 2825 

ATGCACAGAGTAGAGCCTTGTGCAGGTAAATTTCTCATCCCAGCAC 
>Sequence 2826 

CCG GGC AG GTACTTTTTn T T T T T 111111 rTTTTTT TAT TTTT TTTT T T 
[ rTTT TTTTTI 1111111 1T R i T 1 1 imm 1 1 1 tTI 1 1 1 rTTT TTTT 
TTTTT AAAAATTTAAAAAATTTTTTTGGGTGGGGGGCCCAAAAAGGGGAT 
TTTTTGGTCAAAAAAAAAGGGCCCCCTTTGAAAAAAAATCCCTCACCGGG 
TGGTGGGGGACCCCCCGCCCCGGTTTTGGAAAAGGGAAGGGCAATTTTGG 
GGAGAAAAAATTTAAGCCCCCTGCC rri rr ri ' 1 ' 1 AAAAAAGGCCCCTCCC 
ACCGGGCAAAAAAAAAAAGGGGAAAACCATTGATTGGGGCCTATTGCCGG 
GGAACTTGGAAAGGGTCCCCTAAGAAAGGGGGGCCCCAAAAAAAAATGGG 
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GAATCCAGGGGAAGGGGAACCCCCCCCCCTTACAATAAAATCCCCTACCC 

CCTAAAG 

>Sequence 2827 

CCGGGCAGGTACTTCATCTCTCTGACCTCATTCGCATGGCATTCATGGCT 

GCAACTGATCATAGCAACCAGCTGCGAATGGCTGGGCTCCAGGCGCTTGA 

AGACATTATCAAGAAGTTTGCGTCTGTGCCTGAGCCAGAATTTCCAGGTC 

ATGCGATACTGGAGCAGTATCAGGCTAATGTGGGAGCTGCTCTAAGACCA 

GCCTTTTCACAAGATACACCATCAGATATAATAGCGAAAGCTTGCCAGGT 

ATGTAGTACCT 

>Sequence 2828 

CCGGGCAGGTACGCGGGATGGAAACTGGGGAAACATGCATAAGTGCCAAT 

CCTTTGAATGTTCCACGGAAACACTGGTGGACAGATTCTAGTGCTGAGAA 

GAAACACGTTTGGTTTGGAGAGTCCATGGATGGTGGTTTTCAGTTTAGCT 

ACGGCAATCCTGAACTTCCTGAAGATGTCCTTGATGTGCAGCTGGCATTC 

CTTCGACTTCTCTCCAGCCGAGCTTCCCAGAACATCACATATCACTGCAA 

AAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCC 

TGAAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGC 

AAATTCACCTACACAGTTCTGGAGGATGGTTGCACGAAACACACTGGGGA 

ATGGAGCAAAACAGTCTTTGAATATCGAACACGCAAGGCTGGGAGACTAC 

CTATTGTAGATATTG 

>Sequence 2829 

AGGTAClUl'I'lTlTl'llTllll'I'l'll'l'l'i'l'ri'rilGG'rrmTACATCAC 

CATGCAGGTTACATTCATCTTCCACTGGAATGACTAGAGCCCTCCAGGTA 

GTAGCCTGACTACAGAAGAACACAGGACTGGCTCCTGGGGGCAAACAGGC 

TCTCTTGCTTCTCCTCATTGGCCATGCCTTAGCATGGTTCCTCCCTATCT 

CCTACTCAAGCAGGTCCTCAGTACCTGCCCGG 

>Scquence 2830 

TCACCACTCAACTACGTATACTATAATTCACGGTCTTCTTACTATTACTT 

AATAGTAATACTATAAAGTACTGTAATGAATAAGATGTATGTATGGATAT 

TACTTATACACnXJACATNNNKNNANNNNNACCT 

TATGGTGAATTGGAGCTCATTGGGTGGCGGCCGAGTACT rTTTTTTTTTA 

TTATTTTATTCCTATTGGCTCTAGAGGGGGTAGAGTGGGTGCTATAGGGT 

AAATTCGGGGCCCTATTTCAGAGATTTTTAGGGGAATTAATTTTATGACG 

ATGGGCATGAAACTGTGGTTTGCTCCACAGATATCATAGCATTGACCGTA 

TTATACCCCCGGTCTAGTATGGGAGAAAGTGGTTTGGTTTAAACATCCGG 

G AATTGCTTCTG i 1 11 1 AAGCCTAATGTGGGG AC 

>Sequence2831 

AGGTACATCGGGCACATTACCACACCAGGCGAGGGTCATTCGCTTCCTTG 

TCTGTCACCTGGGGTTTATGACAATCTCGGTGGTAGAGATTATGGCACTC 

CTGACATTCTACTAATTGATTGCCAGATGCCACCATCATTTGCCTACAAA 

CAACGCAGGCCAATCCCATCTCCATGGCAAAATCATCAGCACTGGTCTCC 

TCAAAACTGGAAAGGTCAGCCATAGGTAAATCCTTGCTACTTTGGACAGT 

AATGGGAGATGACTGTGTTTCTGGTTTCTCCAATCTAGGTTTCTTTGGAA 

TATCAACTCCITCAGTGATGTCTGATTTCATTTTATCAGCAGGTCTCTTT 

TCAG<nTCCTTCTTTACCTTTTCAGTTGTGAGGACCTTGCCATTATTATT 

ACCAGAAGGAAGACTGGATGATATTTTGGGCTCTTGCTTAATGGAAATGT 

TTTTTGTGCTTGAAATTTTGGGTGGCTCCACATCCTTTTGAGATGGACGG 

TAACTGGAATCAATGCCCCGAGCCAAAGATTCATCAAGCCCCGCGTACCT 

GCCCG 

>Sequence 2832 

CCGGGCAGGTACTTTTlTrri ,, rTTl"rrrrTlTrrri"l , 'l ,, rrGGGATTGTGA 

AAACTAATCAGTCCTATAGACTTTCCTCTTGTGGATGTGCAGACACAGCC 

TAATAGAAAAGGGCTATTTGGTTGGGAGAATTCCCAGGAGAAATATCTGT 

TTCCATCCAATGAATATAAAACCCCAGCTTmCTGGTGTTTTTCCCTGA 

GAAGGGAAAAATAAGAGCACTGGTTAAGTTTGTGACCGCATCCTTCTTCT 

CTTGTGACTTCTCTTCCTCTTCATTTGTCTCTTGTGTAATTTCCTAGGCC 
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TGTT TATTTCCCGTC TGCAAATATAATGTAGGGAAGGAGCTTATCTTATT 

AAGCl i l I 1111 1 l i CTCAAACTATTGGTTGGATGCCTTAC AAATTAG AG 

GATTGCAACAGTGTCTGGTAGGGGCATCCCTATGAACAATAAGTGTAATC 

CTGCCACCAGAGTGGAAGTTGGGAGACACCGGCCTTGTCTATACTTTTGA 

ATGAATTTTCACCAAACATTGAATCCCAGAACCTCAGTTTTCTCATCACA 

AAAATTTGTTCTATCAACAGATGTTTCTATTTTTTTATCAAGTATTTTTC 

GGAGAGGTACATAGGAAGGATAT 

>Sequence 2833 

AGGTA CTAGTTT TTTCTCGCCTGCAATCTTGGAGTCTAGGTTGCCTTGTC 
TCTCCTATTTTTAAATAAGTGAAATTTGGGAGATTGTAAAATCTGTAAAG 
TTTGTTTTGTGAAAATAAAATGTTCACAGTAGAATTTTTCTCTGAAAAAA 
• AAAAAAAAAA AAAAAA AAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AGGCCCl 1 1 1 1TTTTTTTTTTTTTT1 lllit lll i iCCGGCATTGAAAAA 
GCTAAAACCACCC IT I TTGGGA AAAGGTGGG ATAAAACCTTTCCCTTTTT 
TGTCCAGGGAAATTTCCCTTTCAAATTTCCCTTTCAACCGGGGGGAGTAA 
AAACCAGCCCTITTTCCCATTTTATTTGTTAAAAACTTTTTCAAAAAAAA 
AAAAAAAGGGGGGGTT1 1111 1 AAAAAA AAAAAAAA AAGG A ATCCTGGTT 
AAAACCCACAAAAAAAAACCTAATTGGGACCAAATGGGGGTCCTTTTTCC 
TTAACAGAAA GCCCCG GGTCCTTN NU 1 rTTTTTTTTTNTNNTTTTTTGG 
G AAAAAGGGG inn l GTTGGCC A AAATGGTCTTACCCCTGGGGCTAAAC 
AATCCTCCCG 
>Sequence 2834 

AGGTACTCTCTTTTTTCTTTTTTTCTTTCGCAAAATAATGGAAG 

TTGAAACTTACTATCTTCAGCTATCAATATTACTGCATTATGGAGCTAGT 

GCACATCCTGCATAGCCTTGAGCCAAAATGACAAGGCACAATACAAAAAC 

TTAACGTCTTATATGAACAAGACAAGTCATCTAAGATAATTTACGGCCTC 

GCAGTGAATTAATCAGTATAATTTAAAGCTGAAGAATAAACCATAAATAT 

ATCCACCTGAAATGCACGCAATATGCTTTTTCAGCTCTCTGTTCTGGGGA 

CAAAATAACAAAAACAACTCTTGCTTATGGTTGGTGTATTACAATCCTCC 

TGGACCTGCAA GAGTG AAAGTCAATCCCATTCTTCAACTGCTCATGGAAG 

ATTTCAGGACTGTTTTAACCAGTTGCGTGAAATGCCAAACTGTGAACACT 

GCGCAGATGCTAGTGCTCGAAAGGCTTCTGCTACTAAATGAGGGTGAGAC 

TGAATCATGGACTTCCACCCTGATGTTACCATTATGTCGGCTGCTTGGCT 

GCTGTTCCAGTTTCTCCCATCTTTACACCCAAGTTGTCTAAAATCCTTGC 

CCGGCGGACGATTTAT 

>Sequence 2835 

AGGTACGCGGGGATCTCACAGAAAATGACCAGGTGTGGCTCCAGCTTCCC 

AATGCCGAGTCAAATGGCC 

>Sequence 2836 

AGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCAGCTCTCCCTCA 

GGGTCGTGGGATCTGGGTCCAACAGTCTGGCCTTTCAGCCTTCAGGCTGT 

TTTAGGCTTGAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAG 

ATTTCTACAGAAACTACGATGTCATGAAAGATTTTGAGGAGATGAGGAAG 

GCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTT 

CAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATG 

ACACATGAATATGTGG 

>Sequence 2837 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 

CACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTGGTATCGGTT 

ATTCAGGACTTTTrr i ri'ICTTAAATATCCTGTGCTTCTTTCAATCATTT 

GAAGGTAAAACCAGGTCCTGTGAGTGGTAAACTGATTTTTGGTTCTTATG 

AAGGTATTATTTTCTGTGTAG ATATTTG TTA ACTTGGTGTCCTTGCAGGG 

TAGACGATCAGCGAAGCTTTCTGTTCCACCATCTTGCTCCTCTCATTTTA 

GACCTAATATATTGACTATAAGTGTTTCCCTCTGGAAGTATTGACTATAT 

CTGCATCAATACTAAGAAAATAAAATCTAATCATAGAGACTGAAACATAT 

TAATATATATATAATGGGTGTTAAACTAATGGTAATTGAAATAAATGATA 
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AGTCTTAATGTTAGAGGGTTAGACTGACCCTAATTTATAATCTGCTATTC 

GGTTCTTGCTGTTGGGTCATTATTACATTTTACCATGTCTGACTAAAGGG 

TGAATCGTCTGGGTATGCAATGCCACTATTTCAAGAACCTGGTGCCATTT 

TAAAATATATAAACCTCATCACTTTACCCTTTACCTGAAATGGATTAAAA 

TAAACTTATTTCTTTTGGTGCACTGCGGAATGAAACCCAATTTTTTTGGG 

GACCCCAGGCCGTCTAGAATAATGATCCCCCGGCCGCAGAAATTGTATTA 

ACTTTCCC 

>Sequence 2838 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGGTGGAAATCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTATTTTTrACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATATATATATATATACACACACACACCATACACACCATAGTAGAATAAAT 

TAATTATATTTTCTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAG 

TATCATTTTCACATCTTATCTTAAAATGTCCTGAAAGGATTCAATGCCAT 

GCCAATTTG'IU lTrrLGGAAAAATCCTGTCCTTGTTTTTACAACC TTAAT 

ATTTT AC A A A AAATC ATTTTCCCTTAA ATT ATTAC ATTTGTT AA A 1 i 1 1 1 

GAAAGTAAAATTTTCAAAAAGCGACCGCCAGGGTTAAATGATTGTTTGGG 

GGAAATGTTCCAAATAACTGAAACCTTTTGTTAAAATGCCTTTCCC CTTT 

AAACGAAAAAAACCCCAAACACATTAAATTTAATTCAAGGCCAGCTTTTT 

TTTTTTTCTTTGGGG 

>Sequence 2839 

ATGGCCTCTTCTAGGCAGATCCGTCTACAACTGGTAACAGCAACCATATC 

GAGTTTCTCTTTATCACAATACCACGAGGCTTATCATCATTGCCATGCCT 

TTAGTAACATCACTTTTTTAAATGGGCATTTTCACAATGTAATCTGCAAC 

CTACATATAACATGCACTCTTTATTGAAGGCCGTACCTGCCCGGGCGGCC 

GCTCGAGAGACACATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATT 

GGGTGACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCT 

TGGCGGAATATCTCTTTGACAAGCACACCCTGNGAGACAGTGATAATGAA 

AGCTAAGCCTCGGGCTAATTTCCCCATAGCCGTGGGGTGACTTCCCTGGT 

CACCAAGGCAGTGCATGCATGTrGGGGTTTCCTTTACCTTTTCTATAAGT 

TGTACCT 

>Sequence 2840 

AGGTACll^-llU'l'in^Ul^'l-l-ri'l'Il'i'lTLT'lTGGGTrAGAGACAGGGTC 

TCACAATGTTGCCCAGGCTGGTCTTGAACAATCCTCCCACCTCTGCCTGC 

CAAGTAACTGGGATTATAGGAATGAGCCATCATGCCTGGCTCAAATATAC 

TCCATTATAATCATATGGGACCCTGTCCTATATGGGGTCTGTCACTAACT 

GAATCATCGTTATGCAGCACATGACTGCTATGTGTATATATGTATTTATT 

TATAAGAAATAAATATTACATACCAGAATTTTACAGTTTTGTCCTCTAAC 

TCTTTGGAATGCTAAAGGACAGACACnTGTCTrTTTAAATACCCCCATTG 

TACCTGCCCG 

>Sequence 2841 

AGGTACTTrNTTTTlT"lUlTTTHT"l'rrnT*rrriT"irCACAACTCCTTAA 

AAAGGTAAAAGCCATCGCTTGAGCCAGGGAGGTTGATGCTGCAGTGAGTC 

ATGATTGCACCACTGCACTCCAGCCTAGGTGACAGAGCCAGGCCCTGTCT 

TAAAGAGGAAAAACCATTCCTAGCTCACGGGGCCACATGCCATAGTTTGC 

TGACCCCTGAATTCAACCTTTCTGCTTTTCTGCAAGCTGCCTCTCTCTCG 

AAATGTT 

>Sequence 2842 

CAAATGATTTTTGGGATTCGGCCAACACCCCGGAAAAGGCCCTTTAATTA 
ATGGGAGCCNTTTACCTTTCTTTGTAAATGAATAGACGCCCTTGGGAGTT 
TAGGTTCCGGGAGGCGTGTTACATTACCCGCAAGAGGGTTTATCGGATTT 
TTCCAAATTTTGGGGATTACACCCCGAAAAAAATTTTGTCCAAAGGCCGC 
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CAAAG 
>Sequence 2843 

AGGTACTGGAGGTTGGCTGTGGTGTGGGAAACACAGTCTTTCCAATTTTA 

CAAACGAACAATGACCCAGGACTCTTTGTTTATTGCTGTGATTTTTCTTC 

CACAGCTATAGAACTGGTCCAGACAAATTCAGAATATGATCCTTCTCGGT 

GTTTTGCCTTTGTTCACGACCTGTGTGATGAAGAGAAGAGTTACCCAGTG 

CCCAAGGGCAGTCTTGATATTATCATTCTCATATTTGTTCTTTCAGCAAT 

TGTTCCAGACAAGATGCAGAAGGCTATCAACAGGCTGAGCAGGCTTCTGA 

AACCTGGCGGGATGATGCTTCTGCGAGATTA 

>Sequence 2844 

CCGGGCAGGTACTAGAGGTAAATTTTTAATAACATACTAATGTGAAATGG 

TATCTGGTTTTTATTCAGACTTTTTGTGAGCATATTCTTATAGACACTAG 

AAATAAATACATAGAAGGAGACTTTGAGCACAAGGGAGAAGAGAGTTATT 

AGCACTCCTGAGGCCTCTGGAATGCTGCTTTTCTATCCAGGTATCTTGCT 

TGCTACCAGCAGAATTGACTGGTATTGGTTCTCACTGGCCAGGGAGCCTC 

TGCTCTGTTCCTGGAATATAAGGCTTTTATTCAGGAGCAAATCATTGATA 

GTAACTTTGCTTTATCTAGCCATTGACTTCAGCANANAAAAAAAAAAAAA 

AAAAAGGTCCTT 

>Sequence 2845 

AGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGATCCTGAT 

TTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACACCAGGGGCCAGTTATGGTGAGAGGGCATTCAGTGCTC 

CCXATACCAGGCTGCAGGGAGGGCCTGGAAGGCAAGAGCCCAGAAATTCC 

CAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAAC 

AGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAA 

AATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACA 

GAACTTGTCGTAGTTGACACACCAGGCATTTTCGACACAGAGGTGCCCAA 

TGCTGAAACGTCCAAGGAGATTATTCGCTGCA1TCTTCTGACCTCCCCAG ' 

GGCCTCATGCTCTACTTCTGGTGGTTCCACTGGGCCGTTACACTGAGGAA 

GAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAG 

AAGTTTCATGATTCTCATATTCACCCGGAAAGATGACTTANGTGACACCA 

ATTTGCATCACTACTTAAGGGAAGCTCCAAAAGACATTCAAGACTGGATG 

GACATTTTCCGTGACCGGCTCTGTGCGTTAAAACAACAAGGCAACAGGCG 

CTTGACACGAGGCCCAAAGGGCACAATTGCTGGGCCTGGATCAACGCGTG 

GTAAGGGAAACCAGGAAGGCTGTTCACTAATG 

>Sequence 2846 

CCGGGCAGGTACTTTGGGAGGCCAAGGCAGGTGGATCAACTGAGGTCAGG 

AGTTTGAGACCAGCCTAGCTAATGTAGTGAAATCCTGTCTCTACTAAAAA 

TACCAAAATGCGCTGTGTGACGTGGTGCATGCCTGTAATCTCAGCTACTC 

AGGAGGCTGAGGCAGGAGAATTACTGGAACTCAAGAGGCAGAGACTGCAG 

TGAGCCAAGATCGTGCCATGGCACTCCTGCCTGGACAACAGAGCAAGACT 

CCATCCTTAAGCTCCCTGACTTGCTGCTCGTCCTTTCTCTGGCAAAATCT 

CATCCTTGGATGAGCCCGACTTCGTGTTTGCTCAATGACACCACTCACCT 

GAACCAGAAAAAAAAATCAAAAAGTGGTCAGAGATATCATCATAAATTCA 

AATTATTTACATAAAAAATTGGCCCTAAATGTTTTCAGAAATCAATTAAA 

GT TITGTTT CTCCAAAGACATCATTTCTTTAAAAACCCAACGTGAATAAC 

CTA1 1 i 1 1 i CTATGGTCTTCTA AC A ATTATTC A ACTTCTCTC ATCTG ATA 

TCTTGCCCAATCACTCAAAGAAAAAATATTTTCCCATAAGGCAGGAGCCC 

GAACATATTTCCATTCACCTGAAAAAATATATGCCACAGGATGCGCCCAA 

CCTTACCTTTGTCTTGGCTTAATATGTGTAGAAAAAAGGTCCTCTGGGCG 

GTCTAGAAAATAGTGGATATCCCCGGCCTGCCAGAATTCCAAATTAAGCT 

TAATTGAACCCGGCAACCTGG 

>Sequence 2847 

TCTGTAATGCGGCGTAAGAAGAAAACTGGCTCCCAACAGAAGCAGAAAAG 

AGAAGCGAAAAGCAATAATACAGACTGTCACCTCTAGGGTTTATGCTGTC 

ACTAGGATACATCTTTAGCATTCTACTCTGCTTCAAAATAAAGCACAAGA 
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AGATAAAGTATTATGGAAAGCAATTGCCCTATTGATTATTTCCTAGGTGT 

CTAAATCACAATCATTTAAGCTAATTATACACCAGCATATGATATCTAAC 

CAGAGAAGAAAGGTCTTACCCACGTGTGCTCAGAATCATGCTGCTATGAA 

ATGCCCGAGTTTGGGTTCCTTTTTATAAGTAAGCTCTGTAATGCCAAACT 

TCTTTTCTTTATACATAGTGAGGGTAATCACAGGGAGTCAGAGCTTAGGA 

AATAATCCACAACTTTAGTATCCTCTTCAAATGTCTTGCTTTATGGTCTT 

GTGTATAAGCCAAGATACTCCAAAATTTCTTTTAATCAGACTTGTTTCCT 

TAAATATCACCTAAGTTTTATTGTTTCTTACCATTCCTCTTTAAAGAGGA 

TCmCCTAATAATTCTTTTTCACCCTTACACGGGAATCAATAGCCCAGT 

GAAGCATAATTCATTCAGTAGGGCATAAAGCCGCTGCTCCCATGGGCACC 

TGGTGGTGCAAATAACCATATACCTGTGGACTGGGTCCCATCAGGGGCTG 

GCTCTTCATATCATOjTGCAAGGCAACCACACTGACTGTGTACCTT 

>Sequence 2S48 

AGGTACTGGCAGGTACTGTTTTCTTTATTACCTCACGTCTGGGAATATCT 

GGAATTTAAACTAGTAATTCAGCTCCTCTTCAGCACTCACAATATAATCT 

GTTGCCAATGCCTGATGAGACACATAGCTATGACCATGGCACTTCTCTTT 

TTTTCCATGGTTCGCATTCAGGAGGTAATTTCCTTCAGCT ACTACA GGAT 

ATCCTTCCTCATCAATTAAAAG AAATATTCGGTCAAATG A 1 1 H l AAAT A 

AAAAACGGTTCTTACCTTCTAATTGTCCATTTATTTCATCTATCACTTTT 

GGAGGCGCACCCTTGGGTAAACACACATGCTTCTGT GAAAC AGTCTCACA 

GAGACTCTCAGAATCCCAAGAACTTTCTTCATAGTCCTTTTGCTTTGGAT 

TCTGGAGGGAGGATCTAATCTGCTCTCAATGTTTGTTCATTCTTCAATTC 

CAACHjGCTTTATTTGGAACAGACTTITGCATTTCAATGGCAGGGCTCAAA 

GCAGATGGCCTCTTGGGAGGCTCTGCTTTGCAAGGTGGGATGTCCCATAA 

ATTCTTAAGGCTTTACTTGGGAATAAGAAACTATCATTTCCGCAGTTAGC 

CCTTCAGAAAGACCCATTTTTAACAAGGAGACCCTTTTCATTTGGAGAGA 

AAGGTTCTAAAATTCAACACGCAATTTGACCTTCTAAAGTTGCCAATTAC 

ATTGAAGCCATATCCTTTGGGAGGGGAACCCTTGGGTAA AAACAC ATTCT 

TTTGGGAAACATTTTCCGAAAACTCTCAAACTCCAAGAACTITrrrATTA 

GCCTTTGGTTGGATACCGGAGG 

>Sequence 2849 

AGGTACTTGGATTTTATTTTTTCGTTTTTTTCCTATTGATGTTATAT^ 

TGCGTCGTAAATAAGGAGTAGGTAAGACATTGTGTGCTTTAACAAGTGAG 

GCACAGTTTAAAAGTTTTAAACAGCAATTAAAAATACAGTACAGTGCATA 

AATAAATAATATATCTCCACTTCTAGTCGAATTTTGAAACCCTCAGTGTA 

AATTATAACTTCACTTGAATGGGAGGCACAAGGTACATGTGCTAATGTTC 

TGTAAATCCAGAAAATCATATCACATACGAGTCAATAAGGAATTAAAGAC 

ATCAAATTAATCACACTTGTGTTAACTAAATAAGAATAGGTCAGATGCCT 

GTTTCCAAGTTATGCTGGGTATATAAAAAGCTTCTCTGCATTCATAGAAA 

AGTTTGAAAAGGTTCATTGATGAAAGCACCTTGCATTTCAGATGAACTTA 

TTATTTTCGGGGCTTTTTTATATAAGAGCTTTAACAAGTATATATGCACC 

TGTATATATGAATAGATATTGATGAAAGGGGCCCTA CAGGC TTAAGAGTA 

GTGCACCATCAGAAATATTTTAGGGGATACAGTGTCTTTTTAAATTTGAA 

TATTCAAGTGTTTCAAGGTCTACAAGGTTATATGAATACCT CCTTGG ATG 

GTTTCTTAGAAGGTTCTTATTATTATAGTTAAGAAACAGGC III 1 1 1 AAA 

AGGGAAATGCCGTAGTTTTTAAAATAACCGGGTTCCTTGCCCGGGCGGCC 

GGGTTTAGAACTAGGGGATCCCCCGGCCTGCAGGAAATTGAATATCAGCC 

TTATCAAACCCGCGACCG 

>Sequence 2850 

AGGCACTTTNTTCTTTIU^U ITllTrril I'riTrTTGGAGAAGGAGTTTC 

GCTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCGATCTCTGCTCACTGTA 

ACCTCCGCCTCCTGGGCTCAAGCAATTTTTCTGCCTCAGCCTCCTGAGTA 

GCTGGGATTACAGGCGTGTGCCACCACTCCCGGATAATmCTTTTGTAT 

TTTTAGTAGAAATGGGGTTTTACCATGTTGGTCAGGCTGGTCTCGAACTC 

CTGACCTCAACTGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTAC 

AGGTGTGAGCTACTGTGCCTGGCCCGAAGATTTCATATTTATAAGAAGAG 
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AGAATAATTCTCTTTAAACCAAAGTTTAAAATATCAGGAGAAAACATAAT 

AAAAGCATCATTATGAAAGTATCTAAATACTTTCATTTTAAATTACAACT 

TACCATATAAGGAATATTCTGCTTCCTGACCTGTGTCACTCTCACTGGAA 

GTTGATGTGAGGCTGGTGGTTAAAGTGTTACTTAAAGATTGACCAACTGA 

TAAAACTATTGTTGCTGTAGCTACATTGCTGCTGCTAGTAACACTGGATG 

TTGACATAATCACTGTTGATGTAGTACCTGCCCG 

>Sequence2851 

CCGGGCAGGTACCAAAGAGGGCATAATAATCAGTCTCACAGTAGGGTTCA 
CCATCCTCCAAGTGAAAAACATTGTTCCGAATGGGCTTTCCACAGGCTAC 
ACACACAAAACAGGAAACATGCCAAGTTTGTTTCAACGCATTGATGACTT 
CTCCAAGGATCTTCCTTTGGCATCGACCACATTCACKjGGCAAAGAATTTC 

tcatagcacagctcacaatacagggctcctttctcctctacaaatccaat 
gtaggccattgtatttttck:agtgagcgcagttgaattcttctgggtgcc 
aagatttccccagtgccactaagaatggtcctctgacagaagaaaaagag 
gccaactaagtttgagaataaaatttctagagttagcctggatatggacc 

TCTTTTATGCAATGTCCAACCAATTAAATACnTGCTCAATTTTC 
>Sequence 2852 

TCTGTAATGCGGCGTAAGAAGAAAACTGGCTCCCAACAGAAGCAGAAAAG 

AGAAGCGAAAAGCAATAATACAGACTGTCACCTCTAGGGTTTATGCTGTC 

ACTAGGATACATCTTTAGCATTCTACTCTGCTTAGAAATAAAGCACAAGA 

AGATAAAGTATTATGGAAAGCAATTGCCCTATTGATTATTTCCTAGGTGT 

CTAAATCACAATCATTTAAGCTAATTATACACCAGCATATGATATCTAAC 

CAGAGAAGAAAGGTCTTACCCACGTGTGCTCAGAATCATGCTGCTATGAA 

A TGCCC GAGTATGGGTTCCTTTTTATAAGTAAGCTCTGTAATGCCAAACT 

TCTTTTCTTTATACATAGTGAGGGTAATCACAGGGAGTCAGAGCTTAGGA 

AATAATCCACAACTTTAGTATCCTCTTCAAATGTCTTGCTTTATGGTCTT 

GTGTATAAGCCAGGATACTCCAAAATTTCITTTAATCAGACTTGTTTCCT 

TAAATATCACCTAAGTTTTATTGTTTCTTACCATTCCTCTTTAAAGAGGA 

TCTTTCCTAATAATT(nTnTCACCCTTACACGGGAAATAATAGCCCAGT 

GAAGCATAATTTAATTCAGTAGGGCCATAAGCCCGTGCTCCCATGGGCAC 

CTGGTGGTGCAAATAACCCTATACCCXjGGGACTGGGGTCCAATCAAGGGC 

tgck:tttccatatcatcgggccaggcaccacacttgatgtgtaccttggc 

cgctctaaactagtggataccccgggcggaggaattcttaatcaacctat 

caatccctccc 

>Sequence 2853 

CCGGGCAGGTACCAAATATTAGAAAAAACAAACAAAAACGGAAACAATCC 

CTAG TAGC ATTCCTTGGCGTGCAAAGTCAGCAGGAAATGATTATCCATTG 

ACAGTTTTCATGATAAGTCTTGGAAGCATTCAAAAAGCAGAGGGAATCAT 

CGGGGATTGTTCAGATTAGGTTCTGTGGGATGCCTTGTTCTTAATTTAAC 

TCTGAGTTCCAGGATTTCATTCCCTTTATAACATCTCTAACAGGGTCATG 

TTCAATTTAGTGCAAGTGCAAAATGAAAATGAAATGAAACCAACAAATAC 

ATTANGAGCGAAGGCTGATCGTTAAGATCTGTAGTCCCCGCGTACCTCGG 
CCGCGACCA 

>Sequence 2854 

CCGGGCAGGTACCTGTTACTGGATTTGGCTCCGGGGTCCTGCAGGACCAG 

TTCATGCCTTGTCTCTCAGCCCCCTGCAAACAGCACAGAGCATCCAGTTC 

TGCCCTGGAGCCTGGCACTCCCACTGCACTCCTCTCAGCCCCAAGTTTTC 

ACTGGCAAGGGGACAGCATTTATAGGACTCTTAGTGCATCCCCTAATCCT 

GTCAATGTCTCACCTGATTCCCTCGGGGTGCAGGACTTGGTGTTCCAGTT 

GAGGTAGGGCTGGGCATCTGGTTTCTGAAAGGTGAAGTCTCTGGAGTCTG 

GGGAGGTTGGGCCATCGAATCTGAAGATGTGCCTGCTGTCCAGGCTTGTG 

GAACCTGCTCCTCTTGTGCCCTGCTCCTCTAGGTAAGGCTCGGGCATTTT 

TTAGGAACAGAGCTGGGAGGCTCCTCTAGATTCAGTTTGTTTAGCCACTC 

AGAAACCATGACATCATTACGAGAGTGGCTGGTTTCTATGGTTCTCCTAA 

GCCCTCCATTTTGGCCCTCCTTGGGCTGACTCTGGGATAGAAAATCTACT 

ATCGCTGCTCCTGAGCTGAGACAGGAAATTCTTTACCGTGGAGACCGCAG 
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CCTTCATATTGTTCTTCACCATCTGGAAAATTCATCACGTTTGGTAGGCA 

TTTCTGAAAGAGGGTATGCCTTGGGCTTACGGGTCAGCAAAGCTGCTTTA 

CTCCTCAAGCCTTTTAAGCGGGAGTTAAGGCCGGTTGGGGCACTTACCAA 

TGAAGCCGGTTTGTCTGAGGCAACTGTTG 

>Sequence 2855 

AGGTACAAGTTCCTAGGCAGGTCCCAGCACACTCATAATAAGTGTGATAC 

AACAGGGTTTTAGTCATGATGTTCCCCGACCACGTAGTGTGGGTGCAGTG 

GAGGCATCCCTCCCAGGGTTCTCCTTTTAACATGGATAAGGGGAGTAGCA 

AGAACAAAGTGATGAGTAGCATGTTCATACCCAGCATGGACAGAAAAGGC 

TTTTTCCTGGGGGGAGAAGGCTAAGCAAAGTGGCAGCTTAATAGCAAAGT 

AA 

>Sequence 2856 

GGTTAAAGCGAAACCACCGCGGNGGCGGCCGCCCGGGCAGGNACGCGTGG 

AGGGTAGAGGAGTCAGCGCAGGGGCTGCTGCTGAGGGGGCAGGCGGAGCT 

TTAGGAAACCGCAGAGAAGTTGTCCTCTCTAAGAAAGATAGAGATTAATA 

CAACTACTCAAAAAATATAGTCAATAGGCTACTAAGATATTGTTTAGCGG 

TAATTTTTTAACGGAATGGTAATAGCCCAAGAAAATAAGAGAAAATATGA 

AGACTCAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGGGCCTAAAAC 

ATGACGGAGGTTGAGATGAAGCTCCTTCATGGAGTAAAAAATGCATCCAA 

AAGAAAATGGAGAGAAAGGACTACAGAGCCCCGAATGAATACCAATAGAA 

GGGCAATGCTCTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGGCT 

AGGGCAAAAGTGAGAGGAGACCAACAAAATGCGAAGGCGATCTTTGAAAA 

AGAGATCAAACCGAAGGTGAAGAAAAGACCTTGACATCCATGACGCAAGG 

AGAATCGCGACATTTAAAGCCTAAGTAACGCATTGAACAAACGGCGGACG 

AAAAGGGGAAGATAAAACGGGAGAGGCAGGAGAAACA 

>Sequence 2857 

AGCGGCCGCCCGGGCAGGTACGCGGGGACCTCAAGCCATGGGCCTCTGCG 

AAGGCGCCGGCGTGCCCACGGCTAAGAAACTTCCTCTTTCTGCTCCCGGG 

AACGAAGGCTGTAGCAGAGAAGGCCTTCAAGTTTCGAGACCCAGTTCCAG 

CCGCAGCCGAGCACTGGTGACCTTGAATTAAGTCTAATGTTGGGATTGGA 

AGACGCTTCAGACATCCGCTGCCGCCCTGGGCAAGCGACC AGCTC AAGGT 

TACCCCACAGGGACGTGCTCTGGTCCCACGGTCCAGTGCTCTTTTGTCGG 

TTAGTTTTGTCATTTGTAAAATAGGAACAGTAGATAGTGGTAGGAAAGTG 

GTTGTGAAAACTTAATAGAAAGCTAAGCGCCTTGGTCGGGCGCAGTGGCA 

TGTCACCCCTGCAATTCTATCACTTTGGGAGGCTGAGGCGGGCGGATCGT 

TTGAACCCAGGAATTTCAAACCAGTCTGGGCAATATGAAACCCCATCTTT 

GCAAATAAAAGACCT 

>Sequence 2858 

CCGGGCAGGTACCAGGCAGGATGGAGCAGGATGGTGTGAGATTTCATCAC 

ACTACTCAGGATAGTGCACAATCTAACACTTATGAATTGTTTATTTCTAA 

AGTTTTCCATTTAATATATTTGAAATGAAGTAGACCCTGTGTGTAGCTGA 

AACTTTGGAAAGGAAAACTATGGATAAGGGGGACTACTAGAATACACTTC 

AATAAAATAGCATTTTAACAAAATCCTAGTGTCCGTAGAGTAGTTCTCCA 

TCTAGCTGTCCATCTTTCAAATGTGGAGAGAGGTGAGATGAGGGAGAAGT 

ATGGTCAGAGAGGGGAGACAGGTGTGTGTGGTGTGGGTGTGCAGGTAGAT 

ACATAGCTA 

>Sequence 2859 

AAACGGAGCTCCACCGTGGAGGCGGCCGAGGTACGCGGCTAACAAGAATT 

CTTGAACAGCAGAAATTAACGAAACAACAACCTCATCTACTGATTTTCTG 

GCTAGAGCTTATGGTGTTGAAATGGCCAAAGAATTTGTTACATCAGCACC 

AAAACCATCTGACTTGTATTATGAACCTTCTGGAGAAGGAATCTGGAGAA 

GTGGAATATTGGGGATTCATATCGCACTTCTGCAACTACTCAGGCAAACC 

GGACCAGAAAGCCAGGACCCCATTGGGCTTTTGAAGGGGGCCCCTGGAAA 

AAAACAATCCGGAGGTGGCCAAAGCGCTAAAAGCCCTTAAACTGGGTGAA 

AGGAATTCCCAACCCGTTTCCAAAGAATGCCGGCCCTTTrTTTTTTCAGG 

AGGGCGAAAAAAAAGGCCTGGCCCTGTATTCCAAAATGCCAGG 
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>Sequence 2860 

AGGTACTATNTTTTATTTATATTTATTTTGGAAT 

AACAGTTGTCTTTCCACGGTAGTAAAGCTTTGGCACATACAGTATAAAAA 

ATAA TCAC CCCCCATAATTATACCCAATTCCTCTTATCAACTGCATACTA 

AGTGTTTTCAATACAATTTTTTCCGTATAAAAATACTGGGAAAAATTGAT 

AAATAj^CAGGTTAGAGAAAGATTTTTCTAGGCAATTTCTAGGGATCATTT 

TGGAAAAAGGTGGAGTACTGTGGGATATTTTAAAAATATTAACAGTTAAC 

CCAG GATCATGGCCTTGGTTCCTACCAGGTATTTGGCGGGCCCAGGACAC 

TTTTAAATGGAAAGGCAGAAAGGTGTTTTGCKjGGGGGAACTTT^ 

TTA 

>Sequence 2861 

ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GAATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCATCTCGGAGGCAGTTCACTGGCCATTGTTCCGCCGG 

GAAGGGCCTTTCCTCCACTGGTTA(XTTCGGGCCGGTTCTTAGAAACTAG 

GTGGGAATCCCCCCCGGGGCTTGAAAGGAATTTCGAATTTTCAAAGCTTT 

ATTCGATAACCGGTCGAACCCTTCTAAGGGGGGGGGCCCCCGGGTACCCC 

AGCCTTTTTTGTG 

>Sequence 2862 

AGGTACCCGGAAGGTGTGCTGCGAGTGAGGCGCCTGCCATGGTGATGGAC 

GCGCACATCCAGACCATTCATATCCCACAGAGCCCCAGAGTGTGGTCCTT 

ACTGCGGATCGGATACTCTTTCGTTATGCACACCAACGCTGGTGCATAAG 

GCTTATGGCCAATGCCCTGGCGTTACTCCCGGCTCCTTGCCCGGAGGTAG 

TTTAATAAGTTGCGCACATTTCATCAGAGTGCACAACGGAGCGCTTCTAA 

TAACGTATTCGGTGTCACATCCGGATCATGTCAGGCAAATTTTGTATAAT 

TCATAGTCATTAATAAGCTTTACTCTGTGCAAACCTTTTTAAGGGTGGTG 

GTCCCC(nTGTAAAACCCAAGTCTTTTTTTGGAATCCCCTTTTTTAGATG 

TAGTGGGTTTAAAAAAAGGGGGCCGGCTTTTTGGGCGATAGATTCAAT 

>Sequence 2863 

CCGGGCAGGTACGCGGGGGCGGCGGCGGCGGAGGTTGCAGTGAGCCAAGA 

TCGCGCCATTGCACTCCAGCCTGGGGGACAAGAGTGAGACTTAGTCTCAA 

AAAAAAAAAAGAAAAAAAAAATCAGGGATATAGTTCATATCCCACTTCTT 

TGTTTACACCGATGTCCCTGAATATCAGCCTGTAGCTAATGGACTTGGGA 

TTTCTGGTCTAAGTGGGCCTCCTGGGGATGGGGTGGTACCT 

>Sequence 2864 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAAGCATTAAATGTTGGTTTCACTTAAGGGCAACCCCATTGT 

TCTT AAATTGGAAACTTGTGGGCCGAACCAGAAACCCCCGAACCTTAATT 

TTTTCATTGGCCTAACTTTTAAATTTTTCGCCCACTGGGATTTTGAAAAT 

ACTC TT TITTG AGAATGCCATATTATTTTGGGCTCAACAGTTTAAGAACA 

TTTTAATTTTTCTATGCCTTGAATTCATGTGGACITAAAAAATTAAAAAG 

GGTTCCCTTTTTTGGAATATTATTCACGTCTAGAAGAATGTTACTTTTGC 

CCCGGGCCCCGGACCCGTTTTATAAAAAACTTTAGGGGGGGAATCCCCCC 

CTCGGGGTCTTTGTTAGAGGAAATTTTCCGAA 

>Sequence 2865 

AGGTACTTTTTTTTTTTTTTn I riTnTTGGCTGCAAAGATGCTTTAAA 

AATATATTGTTTTAGTCCAAAGATACCCCTGGCACAAGCGACAATAATAT 

TACAGGGACATTAAATTAAGGAAAGAACCAACTGATATGTGTCTATGAGA 

GAAGAGCTTCAGGGTGAGGAACTGGGAACAAAGGAGGAAGACACTATTAG 

CAAGCACTGGGGCCCTCCTTTATTGACGTGGGGGAAAAGTCTGAGTCCCC 

CAATGTATATTTTCTGAAGCAGACCTTAAAAGGAACTGTGACGGACATGT 

AATG TAAACCCTGTTTTTAATAACAACTTAAAAAGGAGGGGGGGGACGTC 

TTTTACCGGAGCTTGAATTTAATATTG 

>Sequence 2866 
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aggtacgcgggagcagaggaaacatcctgtccaattctaggttttcctcc 

cttggcx^tcctttccccagcattgtctaccctggcccacttcctgcattc 

tccccatgccctgctatttctgattctttgcttctcctagcgagatactt 

tccttatatgatagctgctgagaagtttcccagaactgctagaggaaaag 

aagtggggaatttaggaaatatccctcactgacctaactccattatcttc 

actctttcattcttcctck:cacctcatgcccattctctttactgtctagc 

atgctgaaagaaggaagtgatctaaatgccagcgtgttcagtggtaaata 

ttagttggtgcaaaagaaaaaccatgatta 

> Sequence 2867 

CCGGGCAGGTACGCGGGTGAGTTGAAATGTTCTGTCAAATGTGTCTCACA 

TCTACACGTGGCTTGGAGGCTTTTATGGGGCCCTGTCCAGGTAGAAAAGA 

AATGGTATGTAGAGCTTAGATGTCCCTATTGTGACAGAGCCATGGTGTGT 

TTGTAATAATAAAACCAAAGAAACATATAAAAAAAAAAAAAAAAAAAAAA 

AAAGTGCCTG 

>Sequence 2368 

AGGTACAGAGGGGTCTGTTTCTAAGTCTGGAACCTCAACACGAGGCTGGG 

ATGCTTTACAACGTGCTCGTCTCCCACTGTCCAGCCATCTTTGGTGGTCT 

TCCCACAGTGCTTCCCCCAATCCTTTCACACTCCTGTGGAGGGACCATTG 

GGACGGGCCCAGGAGGGAAACCTTGGGGATCACTCTGAACAGGAAAACGG 

ACCAAGCCACCAGCTGCCCAAGGAGACCACKjTTGGCTTCTTGGCCCTCCA 

agttcctttcaaatttgtttaagtgcttcagggattcaaaccaggaagaa 

acttgtgaaaaggccack:caaaaattcttgggaaggaggccagggaagaa 

ggaggcccccaaaagggggagttggtttgttgcctggagatggaccgggt 

tttaaccaggaatggaaaaccatgaaatttttccatggggagaaattcct 

tttggtttaccaaagggaagaaaaaattgctn 

>Sequence 2869 

AGGTACAATTTCrriTGGTTCATTTTC^GATTCAGGCATTTTCCCCC 

GCTCTCAATGCTGTTTGGGTTTCCAACAATTCAGCATTAGTGGGAAAAAG 

TGGGCCCTCATACACAAGCGTGTCAGGCTGTCAGTGTTTGGTGCACGCTG 

GGGAAGAATTTACTTTGGAAAGTAGAAAAGCCCAGCTTTTCCTGGGACAT 

CATTCTGTTATTGGTTG ATGTA I ' ll 1 1 1 i A CCATTGTCAT TTTTG GATCT 

AAGGGTTTGCCATTITGCTGACITAAAGGGTTANCCCGATTTTCAANNAG 

TCCAGGATACCCCAAAGCATGTGGGATATNGNNTTTAGCTTACGTTTACT 

TTCAACAGCCAGCGAACTTGACATT 

>Sequence 2870 

AGGTACTTTATATAGATTTTCAAACAAAAGATTGATTGTGCTTTTTGAAT 

AAAAAAGATAGGGTATACTTCCAACCTCACTGACTTAAACATTGTGGAAT 

ACAGCACTTCTAAACTAAAAACACACGTTCAAAAAGAACAAATTAAGATA 

AATCCCAGGTGGGGAATGCTCAAAAAATTGTTTTTTTAGAAGGTTTTTAG 

AGAATTGGGCTAATTTCTGGCTTATTAATCTTTAATTTGGCTTGCCGGGC 

AAAAAAAAAGGTAACTACAGCAAGCTGGCTTGTTCTTATAAAATTTTCCT 

CCCAAAAACATCTCACTCTTCTCGAAGTTTCTAAGCCAGTGCCAAACAAC 

XTr A A A A A T TTTTT.TA A A tT.A A A A A rTTTrTPrT A A mn K K k r^T^^T^r-r^ 
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GGGGAGCTGCGCACGCACGTCAGCCGCTGCCAAGTCTGTATGAGAAGAAC 
ATAATG AAGCCTGACTCAGCTAATGTCACAACATGGTGCTACTTCTTCTT 
Ci l i i iGTTAACAGCAACGAACCCTAGAAATATATCCTGTGTACCTGCCC 
G 

>Sequence 2873 

AGGTACATTTGCCTTGCTATAAAATAATACCTAAGGCTTGGTAATTTATA 

AAGAAAAGAGGTTTATTTGGCTCATGGTTCTACAGGCTATATATGAAGCA 

TAATGCTGACATCTGCTTCTGATGAGGACATCAGGAAGCTTAAAATCATG 

TTGGAGGTTTAAGGGGAGCCAGCATATATCACGGCGAGAAAGGAGCAAGA 

GACAGAGGGGCATACCACACTTCirrAAACAACCGAGATTTrGGCTTGAA 

TCTCAGAGCAATGAAACTCAGCTCACTTACCAACCAAAAAACAGCATTGA 

AATTCCATTTCATTGGAAGTTATTCTTACTTGCCATGTACTTCAAAACAA 

CCTTCCTCATTCAGGCTTTCCACCCTTT 

>Sequence 2874 

AGGTACCATTTTATTTAGTGTTGTAGGAAATGTTGGGTTACTTCTTAAAA 

ACGAAACCAAAGAAATTCAAAAGTCCCAAAGAAAGAAAGCAGGAAATAAT 

AATTCTATAATCCAAAAACGTTGGGCGATCCTTCAGTTGGAGGAAGAGGG 

CGTCAGTTAAGTAGCTCACACAGTAGATATGGAGACACCATATGGAGATA 

CGG AGTTAA GTTTGGTGGATACTAGGAATTAAGTTCTCCACCTAAGGCAA 

TTAATTTTTCAGCCTTGAGAGATAATTAGTAGTTCTAGAAAAAGAAAAAA 

AGTTGACTGGGAGAAGGGTGGGAGGGAGGGATGGNTGCGTCATTTA 

>Sequence 2875 

CCGGGCAGGTACTCCACATACCAGAAGATTAGTCTCCTTCCCTGTAGCCT 

CATCTAGCTTACTTATTCAGACTTTCTGTACACAAGGGGTTTGTTATCTT 

CATGAAATTCAATATGTGTGACGTAGAAATGAACTTAGAAAAAGATGTTC 

TTGCTGTAAACACTGGACAGAGTAGCTCACAAGAAGACTGCGGTTCTTGG 

ATTCCCTCATGCCTTTGTTCCAGTGCAGGTGCCTATTGGAGGGTGCAGTG 

CTCTTGCAACATACAAGGACCCATCTTGCAGGAGCTGATGGCTTAGCTCC 

TGGGAACGGGAGGAGAGGAACGGCTTGTAGACCCAACCTTTGTT 

>Sequencc 2876 

CCGGGCAGGTACTTTTCCCAAAATGCTATATTGCAATTGGACTGGAGGCT 

ATAAGTGGTCTACGGCTCTGGCTCTAAGCATCACCCTCCGAGGTTTTGGA 

GCAGACCGTTTTCTACCTGGGCCACGTGGCGTGGAAGGACCTTGGGTAAG 

ACTCTTTCAGCCTTCGTGTGGCACTGGGTAATACTGGACGCCTGATAGAA 

CGTTCCTGGCTCATTGAGAGTTTGGCTTATGTTTGGAACCAAACAAGGAT 

GGGCnTCTTTTGGTACCCTCGGGCCGCCTTCTAGAAAACTTAGTTGGTAT 

TCCCCCCGGGGGCTGCAAGGTAATATTCGGATTATTCAAAGCCTTTATTC 

GAAATACCCGGTCCGACCCTTCGAAGGTGAGGAGGGGCCCGGGTAACCCC 

CAAGCCTTTTTGGTTTCCTCTTTTAAGGTGGAGAGGGTTTAAATTTTGGC 

CGCGGCTTTGGGG 

>Sequence 2877 

CCGGGCAGGTAC 1 1 1 111111 r T TT T T TI rTTTTTTTTTTTCATAGGTAG 

AAGGAACTTGCCTTGAGTCTCAAATGAAACTTGGGACTTAGGACTTTTCA 

GTGG AGGCT GGAATGAATTAAAACTTTTGGGGACTATTGGAAAGAGATGA 

TTATATTTTGCAATGTGAGAAGAGCATGCAATGTTGG.GGGCTGGAGGGGA 

ATGATGTATTTTAAATATTTGACCCTTCCAAATCTCATGTTGAAATGTGA 

CCCCCATTGTTGAAGGTGGAAGCTGATGGGAGGTGTTTGAGTCATGCAAG 

AAGATCCTTCATGAATGGATTCATGCTGTTTTGGTGGTAGTGAGGGAGTT 

CTTGCTTTGAATTCAAGC 

>Sequence 2878 

AGGTACGATTTTTAAAATCTAGCACATTTAAAACACTGTTAGTTCAACTT 

CCTTATTTATGGAGAATTTTAGGAATACTCAATTTACATATCTGTATAAA 

TCATGACAGAGCTCCTTTTAAAAGCACTTTATAATCTAATTTATCAATAC 

CCCCCAAATACAGGAGAACATTATACACATAAATTAGATATAGGCCCTTT 

GTTTAATTTATAGACACATACTTTTGCAAAGACATCATATGAGAGTCTTA 

GTTAAATTAGTTTTCAAGTTTCTGCAATTTTGAAGCCCAAAAACCCAGGA 
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GATAACAAGACATTAGCCCGACCACCAGTCTTCGGTTCATGTGAGTTCCC 
CTAAACCCCAAGAAGCTACTAGCAGGAAATTTAAAAGACTACACCACTCC 
AGAATATATTAAAATTTGTGGAAGTGGGTTGAAATC 
>Sequence 2879 

AGCGGCCGCCCGGGCAGGTACTGAGTCAAGGACGTCTT TAACGT CATGGA 

CGGCTCCTTTACCCACGCTTTCTAGATCTTCGACTGCATC 1 1 11 iCTAGT 

TTTCCG AGTCCCCCC AC AG ACTTTTTTGCTTCC GTTCT AGGCTC 1 1 li U <'C 

CAAGAAGGCTTGGAATCTCTGCTTrCCTTTGGCTTTTGGTTGCCCTGTAC 

TGGGCTAACCCCCTGGGCTCTTTCAACCTTGCATTTTTTCACnTrTCT 

GGCTTGTCTGGATTGCCTTTCATTGGCTCAAGGGGTTTTCCCCCGTATCC 

ACTTGGGGGTCACAAAGGGCCGGGCCCCTTCTTGGGAGTCCAATAGCGCC 

ACCAAGAACCAGTGGGCTTCTCTGGCCCAAGTAATCTTGTTCATGTGAAT 

AGAAGGGAAGAGGTTCAATGGAAACCCCTTAAATTGCTTTTCTTGTTGAT 

GGCCATGGGAAGTTGGGGTTATTTGGCCCATCTCCAAAAATTCTCTTCGG 

GGAAGGAATCCTTTTG 

>Sequence 2880 

CCGAATCTGTCTCCTATCGAATTCTCTTTCATTCCTATT GATTC TCTATT 
TTATTCTTTCGATAG ATTTCAC ATAATTTATCG nTGTTTTn I AACTGT 
TATATTTTTTATTATCTAATATAGCTCGGGTATTATCTGTCTCG 
>Sequence 2881 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACCTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATTAGGCAGAATTGCAGGACATTCTTCAAA 

ATAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGA 

TACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTA 

ACTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTG 

ATGGGAAGACTGATGAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAG 

AAGAATAATAACACTAATGGTTTAGCTGCT 

>Sequence 2882 

ATGTACGCGGGGAGGATTAACACGAAGCAGATTAACCTCATAAATCCTGT 

CTGGCTGCCAGATTTCAAGTAAAAAAAAAAAAAGGTG GGTTGGGGG GACC 

CTTTTCTTTCTAGTTGTCTTTACGG AAAATTAATCTTAC 1" l" I " 1" 1"! ' 1 ' 1 TGT 

TCTGGTCGAAATTTTTATGACATATCTCTCACTTGTCTTCCACTTTGAAC 

CGGTTATAGCTCATAGCTGCCAGCTCTGAATGAGGAGGGGAGACGCCCCT 

GGGTCTTTCTTTGAAAGGAATCCGCTGCTTGAGGGCTGCCTCCCTCATGG 

CGTGCGTGTCGATGATTTTCCTGACGCATCTTGTGATATCAGAAGTAACT 

ATGCAAAGCATCCAGGCTGTTCTTAATGTGAATCACTACAC 

>Sequence2883 

CCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGTTTGCAAG 

GGGAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAG 

GACCCTACTGTTGCTGCCTTTAAAGCTGCTTCAGAATTCATCCTAGGGAA 

GAGTGAGCTGGGACAAGAAACCACCCCTTCTTTCAATGCAATGGTCGTGA 

ACAACCTGACCCTCCAGATTGTCCAGGGCCACATTGAATGGCAGACGGCA 

GATGTAATTGTTAATTCTGTAAACCCACATGATATTACAGTTGGACCTGT 

GGCAAAGTCAATTCTACAACAAGCAGGAGTTGAAATGAAATCGGAATTTC 

TTGCCACAAAGGCTAAACAGTTTCAACGGTCCCAGTTGG 

>Sequence2884 

AGGAC1 11 riTl 1 1 1 1 1 1 1 H T Tn H Ti l riTGAGAGGAAAACCCGGTA 

ATGATGTCGGGGTTGAGGGATAGGAGGAGAATGGGGGATAGGTGTATGAA 

CATGAGGGTGTTTTCTCGTGTGAATGAGGGTTTTATGTTGTTAAT GTGG T 

GGGTGAGTGAGCCCCATTGTGTTGTGGTAAATATCTAAAGGGAGTTTTGG 

GCTGTGACTTGTATGTTGAGTCCTGTAAGTCGGAGAGTGATATTCGATCA 

AGAAAACGTTGTTTCTACCACAGAGAGTTCTCCCCGTTGGTTAATAATGG 

GGGGTTAGGCGAGGTTAGCGAGGCTCTGCTTGAAGTCATCAAATATCTAT 

TTTTGGCAGTTGAGTTTTTAGTCCTTGATAGAGGATTTTGATTC 

>Sequence2885 



Page 592 
of 685 of Table 3 



WO 01/51628 PCT/US01/00798 



Table 3 



AGCTCTAACGCTGTGGAAGCCTTAATTAAAAAGGGTGCAGACCTAAACCT 

TGTAGATTCTCTTGGATACAATGCCTTACATTATTCCAAACTCTCAGAAA 

ATGCAGGAATTCAAAGCCTTCTATTATCAAAAATCTCTCAGGATGCTGAT 

TTAAAGACCCCAACAAAACCAAAGCAGTTGAGTGATGTCTCTTCCCCAAG 

ATCA ATAACTTCG ACTCCACTATCGGG AAAGG AATCGGCA H T 1 ' 1 "i GCTG 

AACCACCCTTCAAGGCTGAGATCAGTTCTATACGAGAAAACAAAGACAGA 

CTAAGTGACAGTACCT 

>Sequence 2886 

AGACCAAGACCGAGACTTGGAGACCTGATTGAGATTTCTCGCTTTGGCTA 

TGCACACTGGGCCGTCTACGTGGGAGATGGCTATGTGGTCCATCTGGCTC 

CGGCAAGTGAAATTGCTGGAGCTGGTGCGGCCAGTGTCCTGTCTGCCCTG 

ACCAACAAAGCCATAGTGAAGAAGGAACTGCTGTCTGTGGTGGCTGGGGG 

AGACAACTACAGGGTCAATAACAAGCACGATGACAGATACACACCACTGC 

CTTCCAACAAAATCGTCAAGCGGGCAGAGGAGTTGGTGGGGCAGGAGTTG 

CCTTATTCGCTGACCAGTGACAACTGCGAGCACTTCGTGAACCATCTGCG 

CTATGGCGTCTCCCGCAGTGACCAGGTCACTGGTGCAGTCAT 

>Sequence 2887 

CCGGGCAGGTAC l 'i r iir rrril ' ll ' l - lTfiril - ll - in GGCTCCAATAAG 

TTAAGA ATTTT TAGTTCACTGGAAAAAACAGATCTTTGATATCTGGACTA 

TTCAGCATTTTCTATGTCTGTTGGGGAACAGGCCCCCAAATCTGGCCATA 

AACAAAATCTCTGCAGCACTGCGACATGTTCGTGATGGCCATGATGTCCA 

CACTGAAAGTTGTGGGTTTATTATAATGAGGGCAAGGAACACCTGACCCA 

CCCAGGGCAGAAAATAACTTAAGGCGTTCCTGAACCACAAACAATAGCAT 

GAGGCATCTGCGCCTTAAGGACATGCTCCTGCTACAGATAACTAGCCAGA 

GCCCATCCCTTTGTTTCAT 

>Scquence 2888 

AGGTACTAGCTGCATCCTTTTCTATGCTCTCCCTGCTGGTGATAATGGGA 

GATACAGACAGTAAAACGGACAGCTCATTCATAATGGACTCGGACCCTCG 

ACGCTGCATGAGGCAGCACTATGTGGATTCTATCAGTCACCCATTGTACC 

TGCCCG 

>Sequence 2889 

AGGTACGCGGGGGCCTTGGTATTGTAGAATGAACAAACATTGATAGCACA 

TGAGATACATCCCATGAGAATCCATACACACGGACTATGAAGAAAGTCCT 

TGGGATTCTGAGAGTCTATGTGAGACTGTTTCACAGAAGGATGTGTGTTT 

ACCCAAGGCTACACATCACAAAGAAATGGATGAAATAAATGGAAAATTAG 

AAGGGACTCCTGTTAAAGATGGTCTTGTGAAGGCTAACTGCGGAATGAAA 

GATTCTATTCCAACTAAAGCCTTATAATTGATGGACATGCAAACTATCAT 

AGCAGAGCCTGCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGTAACGC 

AAAAGTCTGTTACAAATAAA 

>Sequence 2890 

AGGTACTTTGCACCAACTGTATCTTCAGATACACAGCAAGTTTCCTCCAA 

GCCTTTATGCTACCAGGATTTCTAAAGCACACCAAGAGGAAATAGCAGGT 

GCTTTCCTAGTGACACTGGATCCACTTATCAGTCAGCTGCTCACATGTAA 

GCCTTTCATGCACGTGGTTTTGGACAGTAAATTAGACCTGCCATGTGAAC 

TGCAGTTTCCACAATGTCTTCTTCTGGTTGTTGTCATGGATAAACCTGCC 

ATTTTCAACCTAAGGGAAGTGCAAACCCTGGTGGGTGCACAGGACAGGCC 

AGGTTCTTCAAAAACCGACAAGCCAGGGATTATCTCTAACTCAAAGACCG 

CGTTTCTTACAATTTTTGAGACAAGTGTGTTTG 

>Sequence 289 1 

CCGGG CAG GTACGCGGG ATTCCACCAAAGTGATTCTAAATCCCTACCACG 

n 1 i 1 AA AGTTTTCTTTTAAGCTTGTTAAGAAATAGTAAGAGAAGGGGCT 

TCCTTTTCGATCCGCCATCTGCGGTGGAGCCGCCACCAAAATGCAGATTT 

CCATAAAAACCCTTACGGGGAAGACCATCACCCTCAAGGTTGAACCCTTG 

GATATGATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAATTCC 

TCCTGATCAGCAAAGACTGATCTTTGCTGGCAAGCAACTGGAAGATGGAT 

GTACCT 



Page 593 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



>Sequence 2892 

CCGGGCAGGTACGCGGGGCACAATGAAATCAATACTCAGAGAAGGCAGAT 

AATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAATG 

TCCCACCAGACGGTGTGATATTTAGTTGCCCAAAAAGCTGCCAAGGGGTT 

GAATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGAT 

TTCATTAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTCAGTGTC 

TATGCCATATGATTCTTCTGTTTGCGTTTGATTCATAATGCTGAGCTGAC 

TCAAAGTCAAACTATTGCTGGGCCTCATCAAAGACCTTCTAGGGATGAAA 

ACTCCTGAA 

>Sequence 2893 

AGGTAGAAGACAAGCCGAGGTGCTGGTGACCCTGGGGGTCTGAGTGGATG 

ATTGGGGCTGCTGCGCTCAGAGGCCTGCCTCCCTGCCTTCCAATGCATAT 

AACCCCACACCCCAGCCAATGAAGACGAGAGGCAGCGTGAACAAAGTCAT 

TTAGAAAGCCCCCGAGGAAGTGTAAACAAAAGAGAAAGCATGAATGGAGT 

GCCTGAGAGACAAGTGTGTCCTGTACTTTTTTCrri'lliri'll 1TAGTAG 

ATTAATGAATGACTCACTTTACTTACTTGAAATATTAGGAACTGAGTTAA 

AGGCAACTCCTTACAGATGGAGTTCTTGTTGTTATAACTGGAGTGCAGTG 

GTTGTTTACAGGCGTGATCATAGT 

>Sequence 2894 

ggggacacgtgaacgactacctgaggacgatctggaccattaggagttcc 

accgcggtgcgcggccgaggtacgcgggggagtcctgagctgcgtcccgg 

agcccacggtggtcatggttgccagagcgctctgcatgctggggctggtc 

ctggccttgctgtcctccaggtctgctgaggagtactgtggcgctccgtg 

aaattagacgttatcagaagtccactgaacttctgattcgcaaacttccc 

ttccagcgtctggtgcgagaaattgctcatgactttaaaacagatctgcg 

cttccagagcgcagctatcggtgctttgcaggaggcaagtgaggcctatc 

tggttggcctttttgaagacaccaacctgtgtgctatccatgccaaacgt 

gtaacaattatgccaaaagacatccagctagcacgccgcatacgtggaga 

acgtgcttaaaaatccactatgaagggaaacatttgattcccaaaaggng 

atttttatcaaataatatgtacctgcccgggccgck:gggtttg 

>Sequence 2895 

aggtacgcgggaagaactgaaatttttaattaaaatttatttcccctatt 

aggctgggcgcagtggctcacgcctgtaatcccagcactttgggaggctg 

aggcgggcggatcacctgaggtcaggagttcgagaaccagcctggtcaac 

atnnggtgaaactctgtctctgctaaaaatacaaaaattagccaggcctg 

gtggcacacgcctgtaatcccggctactcgggaggctgaggcaggagaat 

cacttgaacccaggaggcagaggttacagtgagccgagattgcgccactg 

cactccagcctgngtgacagagcaagactgtctcaaaaaaaaaaaaaaat 

tatttcccctatttactattttaaattcccaatctgtatgatttaaaatt 

tccatgcattaaaagaaacagcaatgtttttaagaacaaggga atggc aa 

aaacttacagtggtgttgtgaaannaaantntttann rn 1 tnnttttgt 

TCCTGCCCG 
^Sequence 2896 

AGGTACCTGTTACGAACTGAATGTTTATGTCCCCCCAGTCAGCAATGTGA 

TGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAA 

GAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCATGTGAGGAGCCAAGAAG 

CCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACT 

GGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGT 

TTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCC 

AAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTCC 

TTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAACA 

CCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTTGTTATTAAC 

TATCTCATCCAAGAAATGCAGATTCATGTTGTTTCTAATTTTTTATATAT 

AATTGACAAAATGAAGAAACTTAACACCATTCTAGATTTTAGCTGCCCAA 

AAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2897 
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AGGTACl 1 1 1 1 1 1 1 1 1 rTTTTTTTTTTTTTTGGAAAAAAATAAGAATAGT 

TGGAGAATGTTAAAACATTATTGAAAAACATATCGACTAAAAAAGATAAA 

AAC AA TCCC AAATC ACTTTAATACTTTAAAT AAATTC ACC AAT AG AATTC 

TACTCAGTGTTAAAATACTGGAGAAGGCTGGGTGCAGTGGCTCATGACTG 

TAATCTCAATACTTTGGGAGCCTGAGACCGGAGGATTGCTTGAGCCCAGG 

AATTCAAGACCAGCCTCAGCAACATGGCAATACCCCATCTCTACAAAAAA 

AATTTTAAAAATTAGCTGGGTACAGCTGGGCACAGTGGCTCATGTCTGTA 

ATCCCAGCACTTTGGGTGGCTGAGGTGGGTGGACCACTTGAGGTCAGTTC 

AAGACCAGCCTGGCCAACATGGTGAAACCTCATCTCCACTAAAACAAAAC 

ACAAAAATTAGATGGGTGTGGTGATACACACCTGTAATCTCAACTACTTC 

GGAGGCTGAAGCAGGAGAATTGCTTGAAACCTGAAGGGAAAGCTTGCAGT 

GGGGCAAAATTGCACCACTGCACTTCAGCCTTAGGGGACAGAGGTAGGGA 

GAACTCCTCTCAAAAAAAAAAAAAAAAAAAAAATTAAGGTCCCTGCCCGG 

GCGGCCGGTCTAGAACnTATGGAACCCCCCGGCTTGAGGAATTCAATTTC 

AGCTTATTGGATCCCGCGACCTTAAGGGGGGCCCCGGACCCAACTTTGTG 

TCCCTTTGTGAGGGTTATTGGCCGCCTGGGGTAATAAGGGCAAAGCTGGG 

TCCTGGGGAAAATGTATCCGCTACAAATTTCCTCCC 

>Scquence 2898 

AGGTACATGCTACACCACTTCTCCAGACTTGACCTCTATCAAAGGGCATT 

TGGGTATGGCCCGAGATGGGAGTAACCTCTCTTTTCAGCTGTGTCAAATT 

CTTACACCATGTTCTTTTGTTTTTTCCTCATAATACAAGGCCAAGCACAT 

CTGCAAAAAAGACATTGCTGGAGGAGGTGCAAAGAGCTGGAAACCAAGTC 

TCCAGTCCTGGGAAAAGCAGTGGTATGGAAAAGCAATGGAAAGAGCATTT 

TGAAAATGCCATTCCACTGTTTTCTGGCCTTTATGATTTCTGCTGAGAAA 

TCCACTGTTAGTCTGATGGGGTCTCCTTCATAGCACCAATGACCTGAAGA 

GCCTTGTTGAAGGAAGACTCCATCTGATGACTCAGAGCAAGTATTTTTTA 

GTGTGTTATTGTTATTAGCAGAAAGAGGGCCATAAAATACATGGGGCAAG 

ATGAATATATCTTAGGCAAAAGAAGAAAATATTCAAATTCTTATGTTATT 

TTATCTAATTATTTTATCTCTTTTTGTGTGTGACTTATAATGTGTGTATT 

GTATTAATAAAAGTATATAAACATGTTATTCAAAANNNAANANAAANAAN 

NAAAAAGTACCCCTGCCGGCAANTTTTANTA 111111111 ITI AAAAATT 

CTTTAT AACTC TTTTATTTATATACTTATATTTTATTAAATTTACTACTT 

TTTTAATTTTTATTATAATATAATTTATTTTATTTACT 

TTAATATNAATGTTGTNGTATGATCC 

>Sequence2899 

CCGGGCAGGTACTAATTTACATTCCCACCAACAGCATATAAACATTAATT 

TTTAT CACAT TCTTAACTGTGTCTATTATTTTTTGTCTTTTTTAAAGTAT 

AATAAl i ill AAA AAGTAAAG AAGAAAAG A AG AAA AA AAATTG ATAGG AT 

CTTGCTTTGTCCCCCAGGCAGGAATGCAATGGCACTATCATAGCTTACTG 

CAGCCTTGAACTTCTGGACCCAAGTGATCCTCCTGCCTCAGTCCTCTTTG 

TAGCTGGAACCAGAAGTGTGTACCACTATGCCTGGCTAATATTTTTATTT 

TTTTATTTTTGTAGAGACAGGGTCTTGTTATGTTGCCCAGGCTGTTCTCA 

AACTCCTATCCTCAAGCCATCCTCCXATCTCAGCCACTCAACTTGCTGGA 

ATTACCAGCGGAAGCCACTGTGCCCAGCCCAGACTCCCTTTTACCTAGTA 

TATCATGTCTAATTTCTAACAAAAAATTAAAAAAACATTGTAAGAGGAAA 

AAAAGAAACCCTAAAACAAACAAGCAAACAAAAAACCCAAAACAACAAAA 

AGTTTCAAGAAACAGAGCTAGCTGACAGAACTATATTCAGAATTGGCAGG 

TATATTAGAATTATCGGATTGGTAATTTTAAACAACTATGACTAATATGG 

TAAGAGTGATAATGGAAAAAAATAGACAAATTGCAAGAACAGATCAGTTA 

TATAAGCAGAGAAATGGAAAGGCTAGAAGGATCAAATTAAAATTCTGAGG 

TCAAGAAACTAACAAAATGAAACATGGTGTG 

>Sequence 2900 

CCGGGCAGGTACGTCCATCTTCCAGCTGCTTGCCAGCAAAGATCAGTCTC 
TGCTGATCAGGAGGAATTCCTTCCTTATCCTGGATCTTGGCCTTTACATT 
TTCTATCGTATCCGAGGGTTCAACCTCGAGGGTGATGGTCTTCCCCGTAA 
GGGTTTTCACGAAAATCTGCATTTTGGTGGCGGCTCCACCGCAGATGGCG 
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GATCGAAAAGCCCCGCGTACTCGCCAGTCCAGCCGCTCCTGCACACACAT 
TCACCACAGTCACAGTCGCCGTTACCTCCGCAGAGCAGCCCTTTGTGTCT 
CACGCAGGAGAAATTGTCACACTGGCAATCCCGCGTACCT 
>Sequence2901 

AGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCAGCTCTCCCTCA 

GGGTCGTGGGATCTCKjGTCCAACAGTCTGGCCTTTCAGCCTTCAGGCTGT 

TTTAGGCTTGAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAG 

ATTTCTACAGAAACTACGATGTCATGAAAGATTTTGAGGAGATGAGGAAG 

GCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTT 

CAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATG 

ACACATGAATATGTGGGCTAAGAAATAGTTCCTCTTGATAAATAAACAAT 

TGACAGCTATTATACTTCAATTAAAAAAAGTACCTGCCCG 

>Sequence 2902 

CCGCCCGGGCAGGTACGCGGGGAGATTTTTGATATCTCAATCTGCAGCCA 

TTCTTCAGGTCGTAGCATTTGGAGCAAAAAAAAAAAAAAAAAAAAAAGGA 

GTTTGCTTTTGTCGGG AG ATTG AAAG ATGVi TTTGTTTCT TTTCTTTGTA 

AAGGCCCTTGGATATTGANAAAATACCAAGGCAGAACAGTTGGACAATCT 

All" TCI" l'GAGCC AAATTTAATTATTCTTA 111"! 1 GTAATC AGTCATTGGC 

TTCTTATCTGGATGAAGGCTTTTGGAGGAGAACCAAAACGACAAGTTCCA 

AGAAGAAGATGAAGCTCCGCCTCCGCCGCTTAGTCCCAACCCTGCCCAGG 

AAGAAGGGCCCGTGGGGCTTTGCCTGTGCCCGTCCACCAAAGGCTGTCAT 

GTGTCTCGAAATCAGCAGCCCTCCCCATCCCAATCCCAGGCAGCTTGTGT 

GTACCT 

>Sequence 2903 

CCGGGCAGGTACTGTAACTCTCAGTCTGAGACCGAAAGCCTCAAGACCTG 

NGGGGCCTCTGGTGTGTAAGTCCTGGAATCCAAAGGCTAGTGAGCCTGGA 

GTTCTGATGTCCATGGTGGCAGAAGTCTGTCCAGCTCTCAGAGAAAGACC 

AGCTTGCCTTCTGTATCTGTTCTCTCTGGGCCCCTGGCTGATTGGATGGT 

GCCCATCAACAATGAGGGCAGATCTTCCCCACCTCATCCACTCACGCTGA 

CACATTAATCTTCTCTAGAAACACTCTGAGACGTGCCCCAAATAATGCTC 

TATTAGGTTTCTAGGTATTCCTTAATCCAGTCATGTTGACACCTAAAATT 

AAGTCTACAGGTCTACCCCTTGCAACTTGGCACCCATATGCATGTTTTTA 

AACCCGTATTTAAATTTCCAAATAAGGACAATACCCAGGTGATATTATAA 

TTTCTCCTGACATGATATAACCTATCCGCATCCAGCCAAAAATGCCCTAA 

TTCCTTCCCTAAAATTTGGGCTTTAGGAGTTCAACATTTGGGGATTTAAA 

TTTTTTAGAATTTATGATTTTTGGGGGCCTTTAGATGTTTGGGATTTTAA 

CCCTTAGGGGATTTTGGTCTTTAGGAATTTTCAAAATTTGGGAATATGAC 

CTTTTGAGAATATGTCTTTTGGGATTATAATTTGCACCTGGTTTTGCCAA 

CTGCCTGGGCTCTGTTGGCTATTTAACTTTTTAACCACTTCCTTGAAATT 

TAATTTrrCGTTTATAACATCTGGTCCCTAATGGCCGTCCTTTATTTT 

>Sequence 2904 

TGCCGCTTTCTGTTCAAACCTGCAGTTACAGAAACTCTCCCCCCTTTTCC 
TTAG 

>Sequence 2905 

AGGTACCTATTTGGGAGAGCCAAGTGGAACTCTTGAAGCAAAATAAGTGT 

TTCCCAGCCTTCACATCCTAACACTGTCAATGAACTCTCTTAAGTTGAGT 

GAAGTGGAAGCGTGCTGAGTTACTGAAGTGCCAGGTCTTTAATCCAATCA 

GCTCACAACCTCTTTCCTGACTTTTGCAATATAGATTGTCAATAAAGGTT 

AGCTGTCCCTTGAATGCTCATGGCAAAGAAGGTACTTTTTTTTTTTTTTT 

H TTTT 1GGAAATGCITATGTCTCCATTTATTTTATTTTATTTTTTTATA 

AAAAAGCAGGCATAAAATACAATTACATTACTACGAAGATGCAACAAAAT 

TTTAAAAAAGAAAAAGGGGTGCAArriTTTTCAGAGAGGACAGCTGATCA 

AATATTTATAATTTTCTAAACCATGCAGTTCATTACTTATTACAATTCCA 

AACAAAACTCATTATTATGGGGATGGGAGTCAGGGAGAGGCCCCCCTCCA 

AGCATGAATTCCAGCGCTGGCACACAGGGCTTATTGTTAAAAGTGCTTAC 

AAATGGTTGTCTTCACAGCATATGGGAAGCTGAAGCCTI I I f TCCAGGGA 
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AGGGAGAGGTGAGTCAGTTCTCAGTGTCAATGCAAACTTAAAAGCTTCGG 

AGTGACTTGGTTAAAATAGAATTTTAAACCCATTTTAAAGCTTGTTTCCC 

CGGGTCACTGCCCGGCCGGCCGGGTTTATAAACAATGGATCCCCGCQCTT 

GGTGGAATTCAATTTAAAGCTATTCATTACCGCGACCTCCAGGTGGGGCC 

CGTGCCCCATTTTTTGTCCTTTTT 

>Sequence 2906 

GACTACTATAGCGATTGAGCTCCACCGCGTGGGCCGCCGCCAGGCAGGTA 

CTTTTTITITTTGTTTCACTCAATNGGGCAATCCACATGAGAGTCCGTAC 

TCTGATGGTATGTCTGAGAATACTGGTTGTCGGACTGGCCAATAGTGCCT 

TCGGGACTGGGTGCACCCCAGGTCTGCGGCAATTGTCACAGCGCCAGCCC 

CGCTGGCCTGCAAAGCATGTGCAGGAGCAAATGGCACCGAGATATTCCTT 

CTGCCACTGTTCTCCTACGTGGTATGTCTTCCCATCATCGCCCGCGTACC 

T 

>Sequence 2907 

AGGTACCCAAAGCCATATTTGTTAGAGTAATCAACCCATTTGGTGACCCA 
CTGAAATGATGTGCTCAGCTGCTCTTTGGGAATGCAATCAGCTTCCGGCA 
TGTTTTCCAGACATCCCCGAAGAACCCTTGCCACTGTGTC 
>Sequence 2908 

CCGGGCAGGTACCAATTAATGACAAGAGGTTAGATAGAAGTATGCTAGAT 

GGCAAAGAGAAATATGTTTTGTGTCTTCAATTTTGCTAAAAATAACCCAG 

AACATGGATAATTCATTTATTAATTGATTTTGGTAAGCCAAGTCCTATTT 

GG AG AA AATTA ATAG TIT 1" 1 CT AA A AAAG AATTTTCTC A AT ATC ACCTGG 

CTTGATAACATTTTTCTCCTTCGAGTTCCm 1 1 1 CTGG AGTTTAAC AAAC 

TTGTTCTTTACAAATAGATTATATTGACTAC CTCTC ACTGATGTTATGAT 

ATTAGTTTCTATTGCTTACTTTGTATTTCTAATTTTAGGATTCACAATTT 

AGCTGGAGAACTATTTTTTAACCTGTTGCACCTAAACATGATTGAGCTAG 

AAGACAGTTTTACCATATGCATGCATTTTCTCTGAGTTATATTTTAAAAT 

CTATACATTTCTCCTAAATATGGAGGAAATCACTGGCATCAAATGCCAGT 

CTCAAACGGAAGACCTAAAGCCCATTTCTGCCCTGGAGCTA CTTGGCTT T 

GCGACCCTAGGTGAGGCATAAGTGCTTTTGAGTTGGGTTGGCTTTTTTTG 

TAAAATGGAGGTTTGACTTAATCAGTGATTTTCATAGCTTAAAATTTTTT 

G A AG AACAAAC i 1 lAAAAACCGTAGATGCAACCATTTTTTTTTAA 

CCGAACCGTTCCAGTTGAGCTTACTTGGTTAAGAAGGATGGAGGCTTTGA 

ACTGTGCATCATTATCCTTAA 

>Sequence 2909 

CCGGGCACXiTACnT^llUl-rriHiH^llll'IlTA'l'll'ri'ACAGTCTCAT 

AGGTAGAAGGAACTTGCCTTGAGTCTCAGATGAGACTTGGGACTTAGGAC 

TTTTCAGGGGAGGCTGGAATGAATTAAGACTTTGGGGACTATTGGAAAGA 

GATGATTATATTTTGTAATGTGAGAAGAGCATGCAATGTTGGGGGCTGGA 

GGGGAATGATGTAATTTAGATATTTGACCCTTCCAAATCTCATGTTGAAA 

TGTGACCCCCATTGTTGAAGGTGGAAGCTGATGGGAGGTGTTTGAGTCAT 

GCAAGAAGATACTTCATGAATGGATTCATGCTGTTTTGGTGGTAGTGAGT 

GAGTTCTTGCTCTGAATTCAAGCAAAATCTGGTTGTTTAAAGAGTGTGGA 

ATGCCCCTCTGTCTCTAGCTCCTTTCTCACCGCGATATATGCTGGCTCCC 

CTTAAACCTCCAACATGATTTTAAGCTTCCTGATGTCCTCATCAGAAGCA 

GATGTCAGCATTATGCTTCATATATAGCCTGCAGAACCATGAGCCAAATA 

AACCTCTTTTCTTTATAAATTACCAAGCCTTAGGTATTATTTTATAGCAA 

TGCAAATGTACCTCGGCCGCTCTAAAACTAGTGGAACCCCCGGGCTGGAG 

GAATTCGAATATAAGCTTATTGATACCGGCCACCTCCAGGGGGGCCCGGG 

AACCAACTTrTTGTTCCTTTAATGAGGGTAAATGCGGCTTGGCCAAAAAT 

GGCCAAAGCTGTTCCTGGGGGAAATGGTATCCTCACAAATCCCACAAATA 

CGGGCCGGGGCAAA 

>Sequence2910 

CCGGGCAGGTACGCGGGAATCATTTTGCTTCCAACCCCATTTAGCCTGCC 

ATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGA 

ACAAACATTGAGAGCAGATGAGATACTCCCATCAGAATCCAAACAAAAGG 
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ACTATGAAGAAAGTTCTTGGGATTCTGAGAGCCTCTGTGAGACTGTTTCA 

CAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAAGAAATAGATAA 

AATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATGGTTTTCTGAAGG 

CTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATG 

GACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGA 

GCCTGCCATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGA 

AGAATGAACAAACATTGAGAGCAGATCAGATGTTCCCTTCAGAATCAAAA 

CAAAAGAACGTTGAAGAAAATTCTTGGGATTCTGAGAGTCTCCGTGAGAC 

TGTTTCACAGAAAGATGTGTGGGTACCT 

>Sequence 2911 

AGGTACGCGGGGAGAGGCCACTTCCTTCCCCAATCCTTCCGTTTCAGCTG 

GGAGAATGGGACAAGATTCAGGTGCCCCCAATGGGGAGAGGGCGTGGATG 

CGGCTGGCTTCCTGCTATAAAAACACAGAGCNNAGCCTACCCTCNNTACC 

TGGTTGANNTCTGGTAGTGGTCTTCATGCTTATGGACGTGCCAGGCCCAG 

AGAGGAAGGGCTCANTTGGAGTCCTCTCAGGGCATGGTTACAATGCCAGG 

GCTGGAGCCCACCTACCAGGNTACGATTTCTTCTTCATTCTrCGCCACTT 

GGTGAGCTTCAAGGGAACCCTCTCATAGATGTTTCTTCAGTTGGTAAAAT 

CCCTGCTCTTTCTCAGGCACTTGTCANCTTGCGAAATGAAAGGGNGAAAT 

AACCANGTGGTAGTTCTCTCAAGCTAGTCCTTGGCAACCCAAGAAAATGG 

CAATGCATTCTTGTGGGTGGGATACCTTCTTGGTTCTCGACCATGCTCGA 

ACTTGCAACTTAACAATCCTGGGACTCCAAGAGAAAGCCTCAACCCTTGA 

GGGNGGCTACTCTATGAATAGACTTGTACNCTTTGCTCGGGGCCCGGCCC 

GCTTCTTAGAAACTAAGTTGGAATCACCCCCCGGGCCTGGCANGGGGAAA 

TTCGAATATTCAAAGCCTTAATCGGATACCCGGGCTGACCTTCGAGGGGG 

NGGGGCCCCCGGTACCCCAAGCTTATTGGTATCCCATATTAGTGAGAGGG 

TTAAATATGCGCCGCCTTGGGCCCTACATCAATGGGCCATAGCCCTGGTT 

ACCTCTGTGGGGAAACAGGTTAATCCCATTAACAAATTGTATCACAGACA 

TTACCAGGC 

>Sequence 2912 

AGGTACCTGTATCCCCAATAATACAGCCCCTGATGTAACTATCACTAAGG 

GTCTATAAGGCCTCACCACTCTAGGAAATGAACTAGCTGAAAATTCGGGA 

ATGAATGATCCCTTTACAGGTGTAATGGAAAAAATGGTTTGGTAGATGGA 

AAGGACTAATGGCCTCTATTCTCACCTCCCTTGTGATCATAATAGGGGTG 

CTCATTCTCTTAGGGTGCTGTATTATACCCTGTGTCTGCGGACTAGTTCA 

AAAGCTCATAGAAACAGCCCTTACCAAGACCTCCCACAACTCTCCCCCAC 

CCTATTCAGATAAACGTTTATTTCTAAGCAACCAAGAAGAGCAGTGAAGC 

CAGATCCTGTTAGAAATATATGAAGAGGAAGGACTACAAAATCAAAAGGG 

GAAAATTATTAGACAAAATGAGTTGCTCTACAAAGGTCCAACTTCGTTGT 

CCTTTGTTCTGTAACCTTTGTTCTGTAAACTGCCCTTCCCGCAAAAACTG 

TCTTTCCCGCCGACCAAAACTGCTCTTCACTATCACTGTAATCCATACCC 

CTACTCTATTTGAAACTGCCAATCGGGATCAGCTTACATTGTGTGGTTCA 

ACCACCAGCCCATGAGGGAAAAAACACAGAAGCAAAAGCTATTATGCCTT 

AGGGGTAAAAACCCCTTTCCTTTCCTGTCCCATGGGCTCTTGAGACTGTA 

CAGGCGCCAGCCGCCCCCTTTTGCAGAAGTAAACCTTGCTTGCTTAAACA 

AAAAAAAAAAAAAAAAGTCCTTGTCCGGGCGGCCGTTTAAACTAGTGGAT 

CCTCCGCTTGAGAAATTT 

>Sequence2913 

CCGGGCAGGTACAGAAGGTAGATTTAGAGGTGAGGGGCAATAAGTAAATG 

ACTCGCACAGATGGTGTTCATGCTCAATGTTTCTCTTCTGAACAATTTTC 

AGATTTGGTGTTAAAGCACCTTCTGCCAGGCGTGGTGGTTTATGCCTGTA 

ATCCCATCACTTCGAGAGGCGGAGTCGGGTGGGGATTGCTTGAGGCCAGG 

AGTTCAAGACTACCCTAGGCAACATAGTGAGATGCTCGTCTCTATTAAAA 

AAAAAAAGAAAAAAAAAGGGGACCCAAGGCCATATATCTGTTTCATTCCT 

AGAAACTCTCCACAGTGTCAGATGAAGACTGCAAATCCAGTGGTCCTACA 

TTCACAGATAATTCCTAGCCTTTGGTTAGTGAGGAGAATGGGATGGGAGG 

ACACAAAATGAGGACTTTTTTGTGGTATGCTCAATTCGTATCTGGCAGTA 
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CCT 

>Sequence 2914 

CCGGGC AGGTACTTTC TTTT T TTC T1 GCTTC Hit 1 til G GGGGTGATAC 

ATAAAGTTTTGCATTTTCCAATAAATGATGACTGTGATTCAGCGAAATAT 

GGCATATGTGTAATTAAAAACCACTTTTTATAAAAACTATCTTTGCTGCA 

TGCTGCTCTATGACATTTTCTGCGCGTTATTTTATTACTTTTCCTTTTAA 

TGCTGGTCACTGCTACCCATTTAGTCAACTTGGACCACCCTCTAGAGGGG 

CTTCAACTGTTATTTTCAATACATTGTCACAGGGACAGAGGAGGGTGTTA 

GGGAACTCTGTGACTAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTA 

CAAGCCTTAAGTTATTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGA 

GTGGAAAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTCTTTCTG 

TACTAGCTCCCTTACTTACTAATCATAGAACTGGGGATATATTGTTAAAA 

ATTATTAGTGCCTTTAGTTTTCTC^ 

TTGTATTAAAGCTGTGGCAACATGACAATTAAGAGTGTAAAGCACTGACC 

TGGGGCCTGCATGTATTAAGCACTCAATAAATCGGGGCAATCATGACATT 

GGGAA GAAGA CACTCAATAACCGGCAGGGGGTATTATTAAAGAGACAAAA 

ACCAGCTTTTACCTTGGGCCGTCTAAAACTAAGGATTCCCCCGGCTGGAG 

GAATTCCATTTCAACCTTATGGTACCGCGACCCTAAAGGGGGGCCGGGAC 

CCAC 

>Sequence2915 

AGGTACACTTCTCTTTCCCTGAATATGACTTGCCTCTGGTGAACAGAATT 

TTGCAGATGTAGTTAAGCTCTAAAATCAGTTAGTGTTTGGCTCATCAGTA 

GGGAAATTATCCTGAGTGAGCCTGATATACACTGATATXjACAGGCTATTC 

TTGCTGACTTGATGAAGCAAGCAGCCATGTTGAGGAAATCCACATGGCTA 

AGAACTGTGACCAGCCTCTAGGAACTGTAGGCAACATTTAGGGCCTGAGA 

TTACCCAGCTAAAAGTCAGGAGATAGCTTGGGATTTCAGTCATACTGTCA 

TAAAAACATACATTTTGCCAGCAAACTTCATGACCTTGGAAGCAGACTCT 

TTCCCAGTCAAGATTCCAAATGAAAATTCAGCCCAGCTGACA 

>Sequencc 2916 

ccgggc aggtactttttttttttttttatt ac aac 11" l"i " 1 ttcctatt 

titgataccatcattccatcttgttcttcttccacttgacctck:gattca 

ccaacattggtccagacaccatgcgtgtcacctgggctccacccccattc 

attgatgtaaccaacttcctggtgcgttactgacctgtgaaaaatgagga 

agatgttgcatagttgtcaatttcttcttcatacaatgcagtggtcttaa 

caaatctcctgcctggtacct 

>Sequence 2917 

CCGGGCAGGTACTTGGTTAATCTAGCATnTTGTTAGCCAATGATGTCCTTT 

GGTATTCATCAAATTTACCACAGCATGGGGGGGCCTTTATATTCAGGTTT 

TGCCCAAGAGTTAGCTTATCTGCTTGTTGTGCTAGCAGGGCTGTTGCTGC 

CAAGGCCCTCAAACATGAGGGCCAACACTTAGAAACCCTGTCTAATTGTT 

TAGAGAGATAGGCCACCAGCTTTGGCCAGTGTCCCACAGTCTGGGTTAAA 

ACTATTAACTATCATTTTTTTTTCTGACACATATTGTGTAAAAAAAAAAA 

AAATTATAAAAAAAGTACCT 

>Sequence 2918 

CCGGGCAGGTACGCGGGACATCATGTCTCTCTGAAGAACAGTTAAAGTGT 

CTTCTGGATGAATGCATACnTAAACAAAAATCCATCATTAAACTTTCTTC 

AGAAAGAAAAAAGGAAGACATTGAGGACGTAACACCTGGTTCCCCCAGCT 

TTCCAGGTCCATCATCTCTAAATTGCTAAATGAATCAGAAACAAAGGTCC 

AGAAAACTGAGGTAGAAGATGCAGATATGCTTGAGAGTGAAGAATGTGAA 

GCTTCTAAAGGCTACTATCTCACTAAAGCCTTGACTGGACATAACATGTC 

AGAAGCTCTTGTCACTGAAGCAGAGAATATGAAATGCCTTCAATTTTCCA 

AGGACGTTATTATTAGTGACACAAAAGACTATTTTATGTCGAAGACTCTT 

GGCATTGGGAGACTGAAAAGGCCCTCCTTCTTAGATGATCCACTGTATGG 

TATCAGTGTGAGCCTTTCATCAGAAGACCAACATCTGAAACTCAGTTCTT 

CAGAGAATACAATAGCAGATGAGCAGGAGACTAAAGATGCAGCAGAAGAA 

TGTAAAGACCCTAATCAAGGACTTGCTGGGTGTGCTTTTCAGAAAGTGGT 



Page 599 
of 685 of Table 3 



WO 01/51628 



PCTAJS01/00798 



Table 3 



AATGAAGTTAAAATAAAATTCTTATTGAAATATTGGAATCAAATGATGCA 

CTGGAGAGACTATTCTTTATGATTTTGACATTTGGAGTCCTCTTTGGGGG 

ATATTATTCCCTTGAAATTTTGGGACTTGGGGTGTAATGGTTAAAGGGTT 

TTGCTCAATAAAATTCTTGGACCAATGGTAATAATAAATGGTAATCTAAA 

GTTTAGGATTCATATAAAAACCACTTTTTAAGGTTCCGGGTAGGGAT 

>Sequencc 2919 

TTAACTGCACTCACTATACTGCGAGTCGAATCGCAGCTCCACCGCGGrGG 

CCGGCCGCCCGGGCAGGTACGCGGGAAGAAATGGAAATTCTCTTGAAGCT 

GGATTTCCCACTTGCTGCGGGTGTGTGCTTTGCTTAACATGTTAAAACCT 

GCAGGCGTGGTGGCTCATGCCTGTAATCCCAACACTTCGGAGGCTGAGGC 

AGGAGGATTGCTTGAGCCCAGGAGTTCAAGACCACTCTGCACAACAAAAA 

AACCCATCTCTACCAAANAAAAAAAAAAGAAAAAAATAGACGTCCGCGGG 

GCTGACTGTTAAGGAAAGAGCACCCACATCTGCTCCTACTTAGCTTTTTT 

TCTGTGGTTCTTAC ACAGTATTCCTIT H " I" ICnTTCFTG AAAG AG ACTC 

CTCCTTTCTTTTCTTTTCTTGAAAGAGTITTAAACAGATAAGATGGCAAA 

AGTGACTGATCTCTACTCCCCCAGTTTGAATGGTAAATTTGAATGGTAAA 

TTCCCATGAACATATATGGAAATGTCTTTATCCTACTTTCTCCAATAAAG 

GCTGTTCTTAGCTTTTCAAATGCAGAANAAAAAAAAAAAAANNh^ 

NNNCGGC ACCCCNM' nTTTTTTT 1 ATT A ATT A AAAAAT AA AT TTTTT ATT 

NNNNNATTITAAAAAA AAATTTTTTTGAAAA C I TTT TTTTn AA AA AAAA 

AACCTTACAAATTTTAAAATCCCCAAATTTCTTTTTTTAAAAAATGGGAA 

GAAAGGGGCCCCTAATCTTCAAAATTTGGGCGGAAAAAAAATAACCTTTG 

CCCGTTITAAAATTGGGTTCCCCGGGGTGAAGAATTTCATTTACACTTAT 

TATACCCCCACCCCGAGGGGGGGCCCGAACCCCACTTTTGTTCCTT 

>Sequence 2920 

TGGGCGATCTGGGGGCCAGGTTCGGGATGAGTATCGGCAGGACTACGATG 

CTGGGAGAGGAGGCTATGGAAAACTGGCACAGAACCAGTGAGTGGTGAGA 

GCTCTGTCAGTGACAAACACTCCTTTGGCCTGTGAATTTGCTGAAGAACA 

TCACCTAAAGTCTGCACACGAGCCCATTTTTACCAAGATTTGATCAGTGT 

CTTTACTGAGCTGGAAGCCTCTGAAAGTTATTAAAGGACAGAATCCAAAA 

GAATGCCTTTAATTCTTGTCTGAGAATCTTGGCCATGTGTCAGATTATCA 

GAACAATTTTGTTACCAGGTCAGAAATTGTGTTCTTTGACAACAGATTGG 

ATCTGTAATGTTGATTAGTCTTTAGCCATAACCACTACACTTTTAGAAAG 

ACAGAAAAATGTAAGAATTTGTTTTTACCATAATGAGTCTTAAGTAGGTT 

CATGATCTACATTGCGGCCTGGGATTATTTTTTTAATTTTAAGTTTGCAT 

GAGATAGCCTAATAAATGGAGGTGGGGCX:AGGCATGGTGGCACACACGTG 

TAATCCCAACACTCTGGGAGGCTGACGAAGAAGGATAGCTTGAGGCCCAG 

AGTTTGAGACTAGACTGGGCAACATAGCAAGACCTCGTCTCACAAAGCAN 

AACAAAAACAACAAATGGAGTTGTGCTATGTTGATCGCTTTGCACAAAAT 

AGGAACAAGTGGTGGACAATTGATTTGTTTCTTTGAATTCTAACCTTAAA 

AGCATGCTTAGAGGTCAAGGACCTTCTGGGTAATTGTGCAAAAGCAATCT 

CCACAGAACAGACTGTTTCATGCTTCATACATANGA 

>Sequence 2921 

CCGGGCAGGTACCCTTTCTGATTGTAGAGAACCTTGTTTGTGCAGGAAGC 

CTAGCTCCAAGCACGCAGTCTGTAGACATTTTTGCCTTTGCCCTTGAAAT 

GCTTGCAAAATACTTTGTTAACAAAAGCTGCAAGAGAGAACATGCCGTGT 

GCCTTTAGTTAGCACAGCGGGCAGCCTCAGTGAAACTCTTAGGTTAAGCA 

GTTAAGTCCTGGAACCCAGAGCTGCTGTGTATTTCGAGCGGGCAGTTTAT 

CTTTTGCTATACTTATTTTCAATTCAATTACACCACGATTCAAATAATTC 

CCCTCCTAAAACCAAAAAGGAGGGAAACGTCAACTCCATTGCAATTACTT 

ATCTTCCTCTTCTATCTCTGTTATACGCCGGGGCATAGAATGCTCGTATA 

CATCTCTTTAACAACCACAAACCTTAAACCATGTAGATGAAGTTAGTGCA 

TCAACGGGATACAGTTCCATATTGCCTTANACCTCCTTGTTNTAGACACA 

CTAACATTTATACCAAATTGCAGATTATTCTGCAGAGAGGGAATTGCATG 

TTTGTGTTGTATATTTAGTATG AAC T IT" 11" rCAGAATATAATATTTCTTA 

GTTATCAAAAGTAAGTGGAAAACATTTGCAAGACTATGAACATAGAATTG 
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CTGGTTTTATATTTAAACTGCAGATTGTGATTTCACTGCCTTATATTAAT 

TATTCTGGAAACAAAAGAGCATTrTTCAATTAAACTACTGAAAATTCCCA 

^TNAATATTTAAAAATAAAAGGTCCTTGGCCGGTTTGAACTACKjGATCC 

CCGGGCTGAGGAATTAATTTAAGCTTTATGATC 

>Sequence 2922 

AATTCCANTTGCACACTTCGGGCGAATNGGAGTGCCAACGCGGTCGCGGC 

CGCCCGGGCAGGTACAGTTTCACAATCATAGCTTAGTGTAGCCTCATTCT 

TTTGGGCACAAGCGCTCCTCAGCCTCCCTCCTCATCCTCCCAGTTGCTGG 

AACTTACAGGTGCACCACCATAACCAGCTAGTTTATTTTTTGTAGAGACA 

GAAGTCTCACTTTTTTTCCTAGACTGGTCTGAAATAGACCATTCTATTTG 

CTAGAATGGTCTCAAACCATCCTTCTGCCTCAGCCTCCCAAATTGCTGGA 

ATTTCAGGCATAATTCATCATGCCTAGCCATTTCTTTTTTCTGCTGCATT 

GCAGAGTTAGAACCAAThTrCATTTGTCCTGCACTGAGAATGTGCATTCCC 

AGCAGATCATGGTTGAGCTCAGCACACCTGCAACTCAGCCAGCCTCTTTG 

AAGGGTGCACAGTTACTAACTGTCAGCGTTGCACAGCCACCTTTAGCAGG 

TATGTTCAGAACTTACATTCCCACCCTTTCTAAAACAGCTCACAGTAACA 

AGAGAACGGTATTTAACTTTTGACATGCACACTTATGAAAACCAATGATT 

TTGG AAAGCCAAATGTTGAGAAAATAGGTGGGGATTCTGACTACTAGTAT 

TTTTACAAATCTGATTGTCGGTGCAGGGTTTGGTTTATTTTGTGCGTTAA 

TGCTGAGAAGGGAGAATAGATTGGAATATTTGCCTCTTGCGTATCTTTTG 

GTTTGGAACCATGCAAGTGTCCCCAATTTCCTTTAATAAAAATTAAGGTG 

GGGCCCTGGGGTTTTGGTGTAAATAAAATCATACTTTGCATAAAGTTATG 

GGAATCT 

>Sequence 2923 

TGTGTCCANNTTGCACACTACANGGCGAATNGGATTGCCACGCGGTGCCG 

GCCGCCCGGGCAGGTACGCGTGCAAAGTTAATGGGGTGGTTTTATCTCAC 

AGGTTTATAACTCGTTCACCTCCAAGCATTTCATGATTTAGCTGCTTCTT 

ATTAATCATACAAACTCTCACCATGATGTGAAGAGTCACAAATCTTTCAA 

AATAAAAAGTAATGACTTAGAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 2924 

ataaccgcagggaaaagaacattgtgtatcaaaaaggcccagcaaaaaag 
ggccaggaaactccgtaaaaaagggcccgacgttgccttggck:gtttttt 
ttccataagggcctcccgcccccccctggacgaaggcaattaacaaaaaa 
aatccgaactcttaaaagtcaatagggttggccat 

>Sequence 2925 

AG GTACT TT 1 TTTTl TTTl 1 1 rTTTTTTTTn GGGGGCTTA A AAC A AC AT 

CCATTTTATTTAATATCTCATGATTTTGTGGTCAGGAATGTGGACAGAGC 

TCAGCTGGGAGATTGTTCCACTCCATGTACATCAGAAGACAGGTCTCTTG 

GTGATATTCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGATGGTTTC 

ACTCACATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTCAGCCAG 

ATCAGTTAACTGGCGTGCCTGCATATGCACTCTCCACCATGGTGGTCTCT 

AGAATTGACTCAAATCTAGAATTGGCGATGCATCCCGTCAGTCAGCAGCT 

GTTTACGGAACACCAGCTGCAGGCCAAGCACCGTGCTGCAAGGCGTAGAT 

ATGTTGCTGAACACGACTCCCTTCCAGATGTTCAGGATTTAACAGGCAAG 

TTAACAGAGGGTCCAGAGAAGGCACTCAGCACTGGCTTATGACATCAGGG 

AGGATTGCTTAGAGGAAATGATGCCTAACCCCACCTGGATCGTTATGGAA 

TGGATAAAGGGGTAAACCAGAACTGTTTTTCTAACGGTCCTGAAATTTGA 

CAGGGTTGCCACGTAGGAGTTTTGATCITTTTCTTGAAACGATGGTGAAC 

CTTTAAGATTTTTTAACCAAAAGGTGACAGGATCCTAACTGCATTTTATA 

GCCAAACTGGGCTGTGGGGTAAAGGAACCCCCTTTACCTCGCCAGGGGGC 

CGTTTTAACTTGTGTGATCCCCGGCTGCAGAAATTATTATAAGCTTAAGA 

TCCGGCCC 

>Sequence 2926 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 
TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 
TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 
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TACTCTCTTCCCCGCGTACCT 

>Sequence 2927 

aggtacgcaacatgacattggctggtgtaaagatcttacaattattttta 

aagtttcattgtattcatttgattatatagtttcttgccatcacaacaaa 

cactcctattcatgtctaattcgatacctggtgagtccacataagcattt 

gggtccccactgatgagagcaccatggccaggtcacccacttgatcaggt 

tctcttgctttttgttgtgcatctcatcttattgtaggcattcaaactgt 

gggctcaggcgagcctttccagtgtgatcatattaattttatattttatg 

tgttaacatgcgcctcx:aataacttgctttccttck:tcaccatggtgatc 

CATTT 

>Sequence 2928 

ccgggcaggtacccgggcgtgtgaggtgtcagtctgcccctacttggggg 
tgcctcccagttaggctactcgagggtctgggacccacttgaggaggcag 
tctgtccgttctcagatctccagctgcgtgctgggtgttgggagaaccac 
tactcccccgcgtacct 

>Sequence 2929 

aggtgcgcgggtatatctgaaaacctaatttctttctttttttgataa^ 

aaatcttttccatctccatcctaacatgcacaacctgtgaagagaattgt 

ttctatagtaactggtctgtgatcttttgtggccaagagaatagcaggca 

agaattagggccttgacagaatitccacgaagctctgagaacatgtttgt 

ttcgaatgtctgattcctctttgtcatcaatgtgtatgctctgtccccat 

ccttcactcctcctcaagctcacaccaattggtttggcacaggcac 

ctggtccctagttaagtggcatttatgttaaaaaaaaatagttcagaatc 

ttagccttttctttggggtatcaaaacagctttaga 

>Sequence 2930 

ccgggcaggtacgcggggattgggacagccgtgggaaggacagttatgaa 

acgagtcagctggatgaccagagtgctgaaacccacagccacaagcagtc 

cagattatataagcggaaagccaatgatgagagcaatgagcattccgatg 

tgattgatagtcaggaactttccaaagtcagcctgtgaaattccacaggc 

caatgaattttcacagtccatggaagaatattgcctgggttggt agaa ac 

cccaaaaatgtaagggaaagaaagataaaaacacccttgaaaattttcgt 

a at inn C AATG A aatttag ATTAG ATGCC ATTCTTCTTG AAGGTTC A A 

ATTTAAAAAAGGGAGGAAAAAAAAATACAAAATTTTCTTAACCTTTTGCC 

ATTTTTAGTTCAAAAAAAGAAGAAAAAATGGCTTTTTAATTAGCCAAAAA 

ATGTAAAAAGAATAG 

>Sequence 293 1 

AGGTACTCGCCCGACGGGTCAGTGCTGACAGTTGCTTGTGAACAAACTGA 

AGTTCTCCTTTTTGACCCTATATCITCAAAGCACATAAAAACACTTTCTG 

AAGCTCATGAAGACTGTGTAAATAATATCAGATTTCTTGATAACCGGCTG 

TTTGCTACCTGCTCTGATGACACTACAATAGCACTATGGGATCTGAGAAA 

ATTGAACACCAAAGTATGCACTTTACATGGTCACACTAGCTGGGTGAAGA 

ACATCGAATATGATACTAATACAAGACTCTTAGTAACATCAGGATTTGAT 

GGAAATGTCATTATTTGGGACACTAACAGGTATACAGAAGATGGGTGTCC 

ACATAAGAAATTCTTTCACACACGTTTTCTCATGCGAATGAGGTTAACAC 

CAGATTGTTCCAAAATGTTGATTTCAACGTCCTCTGGATATCTCTTAATT 

TTGCATGACCTTGACTTAACTAAGTCTTTAGAAGTAGGCAGCTATCCCAT 

TTTAAGAGCAAGAAGAACTACTTCAAGTTCAGATTTGACCACTTCATCAA 

GTTCATCTGGTCCTAGAGTTTCTGGCTCACCTTGCCATCATAGTGATTCT 

AATTCTTCTGAGAAACACATGTCACGAGCCTCTCAAAGAGAAGAGTTTCA 

CCACGAAAATAGTCTGAAGTCCGAACCCCCTGAAGTTCTTGGTGAGAGTG 

AACCACGGAACTGCATAACGTCCTACAGCTGCACCCAAAAAGCTGGCCCA 

CTCTTCTTCGGGCTTAAGCAACATGATGAAGAGGAGTGACTTGCCGGGCC 

GGCGGTCTAGA 

>Sequence 2932 

CGAGCGGCCGCCCGGGCAGGTACCAACTAGAGGATTTCTGTGACCTTCTC 
AAACTCTAAAATTTTTGGCACTGGACTGTTCCACTTTGAAGGGTCAAGAA 
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AGAAATCTGGAGGTTGCAGAAATCAGGGTCAGGCGCACATACACGCACGC 

ACACACACACACACACACACACACAGATCCAGCAGCATCCTTGGAACATC 

CTGAAGTCAAGAAAGGCACAGCACTGTCTGCCCCGATAGAAGGAATTCCA 

GAAAACAGCCACGAGGTTGGGCCACAGAATTTCCAAAGAGAGCAATCTAC 

AAACTGGGGGTTGATTTCCCAGTTCCTGGATCTCAGCAGTCAACACACGA 

GAAGGATTTTTTTTTGAAGCTGCCACCTTCAATTCTGAAATAATTCCA 

>Sequence 2933 

CCACGTACTACTACTAAGAGTGAGGTAGATATACTCTCCACATATACGTT 
GCGTTAACTATCTATTATGATATTACAATAAACGATGAGTTGATCTATTA 
ATAGTGTTTACT 
>Sequence 2934 

AGTAC1 rTTTTTTTTTTTI ITm ATTTNTA AAGG ATAC AGGGTCTTGCT 

CTCTTGCCCAGCCTGGACTGCAGTGACAGGTCACTGTANCCTCAAACTCC 

CGGGTTCAAGTGATCCTCTTACTTCAGTTTCCAAGTAGCTGATATTACAG 

GTATGCACCACCATGCCCAGTTAATTTTTAAATTTTTCTATTGCTGTCTG 

TATTTTCATA TCAAG ATAAAGCACAAGTTTAGATTTACCriUUMl"l ,, rrAA 

AAAAATAATCTTTTACTGGGAGGTGGCAAGAGACCCATTtCTTCAAAATT 

CCTGTATGGCTCATATTCTGTGTCAGGGATTG'I'GGGAAAGACAATTCCAG 

GG ATAGAT GAGCCCCCGAACTCATTTTTTTAACTTAAAACTTTTCATGCC 

ACATTTTTAAACAGGAAGTTAAAACCAGAAATAATCCCAACCAGAAATGT 

GCACAGCTCAAGATCACAATTGCTTGCAAGAAACAAGAAGTGACACGTTT 

GGAATATTCTCTCTTTTAAAAATGGCGCAATGCAATTTTTATCAAAGCAT 

TCATTTCACTACACCAAAGCAACAAGTACCTGCCCGGCGGCCTTTTTACC 

CAAATACAAATTCGATATACAACAAAAATTTCCTGTATGAAATATTTTTA 

CAATAAAAGAAACAACCATTTTTTAATATCTAATCAATTTAACTGGAATT 

TG ATTAAA ACCTACTTAAAATA mTTTT IT ATATC ACTCTATATA AAG A 

AATTTTTAAATAATAAAATTATAATTTATACCAAAACTAAAGATTCAAAA 

AGTTACTTAATATAAACG 

>Sequence 2935 

TCGAGCGGCCGCCCGGGCAGGTACGCGGGCATGATCAAAGAGCAACATCT 

GAGTGTGTCCTGAGTGAAGTTCTGTAAAGATAAGAAGCAGGACTTGCCAC 

CGCATTGCAAGAGAAAGTTTACCAGCATCAATTAATTAAATAGAAGGCAG 

CCAATCGGCATTGGGCACAAGGGAATGATGCTTGTATTGGAGCATGATGA 

AGAGATGTCAGCTTTGTCTCAGCACCAACATCACTATTAACACTTGCTAT 

CTGTCACCAATCAGCAATCTGTTCCTGATGTAATCGAGAGTTCCAAAGCA 

CAGCTCAATTCTTCCACCTCTCTGAGAAGAGTGGTGTGTAGGCCTTCTGA 

CAGTGGGAGAAAGTTGCACTCTTTGGGACTCAGTTTCTTCTCAAAACTCA 

ttcagaaatcatcacgtgtcactgttagctaggtcx:aggatgtttgaata 
agaattgtggttatattatagtaaattgtgtaaaaaatcagttagttatg 
ggtaataggtatggcagttaccatgtgccaagaatcttataaagtntttt 
acatttagtaattcatttaagtctcacagtaaccctacaaggtataattt 
ttcttattttaaagaggacaaaactgaggtacctcgc 

>Sequence 2936 

GGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTAGGAGGCCAAGGCGG 

GTGGATCAATTGAGGTTGGGAGTTCGCGACCAGCCTGACGGATATGGAGA 

AACCTTGTCTCTACTAAAAATACAAAATTAGCCAGGCCTGGTGGTGCACA 

CCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTGGAACC 

CAAGAGGCAGAAGTTGCGGTGAGCCAGATTGCACCA 

>Sequence 2937 

NAGGGCGCCGTATACTATCTGGTATATGGCAGCTCCACCGTGGTGGCGGC 

CGCCCGGCAGGTACTTT>rrTTTTCTGATT ITITIT I'll m * l" ATT A AC AG 

AGACAGCTTTCTATTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTC 

AGCTCACTGCAGCCTCCACCTGTTGGGCTAAATCCATCTCCCACTTCAGC 

CT CCTGA GTAGCTGGGACCACAGGCACGCATAACCACTCCCGGCTAATTT 

TGI l 1 1 iCATAGCACATTACATTACCGATTTCCCAGTTTATAAGTAACCA 

AGATGCTCAAACAAGCAAATATTTTCCTTGAGTATGACTTACTCCAAAAA 



Page 603 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AGAGAAAGAACAGAGAAATTGGTTCTGAAAGTGCATTTTTCTAAAGCCCA 

TTTCAGTATTTGATAGCTCAGATCATATAGAAGTTTTAATCAAAATGCTA 

AAGAATATTTCATTAATATTCTTCTATTCCATCCTTTCCTTCAGTATTTC 

ATAAATTATTTAGATAAATGGGA i TTTTl ACCATGTTTCCTGAAATGTCA 

TTGATTTTAATCCACCTGAGAAGTCATTAACTCTATCTGTATTGAGAAAT 

AAATTGGCTTTAAAGGTTAAAAAGAGTCCTTATTATTGAATCTCCCTTTA 

CCTCTATATTTTGATGCCCTTATAAAGGTTTTTTTTTGGGAAAAAAAAAA 

ACCCKjCATTGATTTCATTTGCAACCCACCCCCTTATTAACCGGAAGCAGC 

CTTTTAGGAAAACATTTTGTTTGGATTCAAACAATTAAGGCCGGAAATGG 

GTTGGGGGT1 V i AAGGGTTACCTTGGCCCAATGCCTCTACTTTTTAA 

AATGCCCCCACCACCTAAATGG 

>Sequence 2938 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGAGTCTATATGTCAGAATAGACATATTGCTACGCT 

TGCCCAACAGTCGAATAAACATACTGAAGAGAAAAACATTAATAAAATGA 

CAACGGAAGTTAATCGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAG 

CCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCG 

CACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCT 

GCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGC 

TTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATG 

gcctatggtaa' rttttti at agc agtccc agccaag acagtgccttaatt 

actacataccatttatattatgatataggctcctttcagaaacccatgtt 

caaataagagataggatactggaacccataacaccttcactagtttttaa 

tgtacaaatattgagaaataagttggtattaactatctcatgcagaaagg 

cagaatcatggtgcttcaaattgttataaataatggacaaatgagaaact 

aaccccatcctagatttaactgctcaaaaataaaaaaaacgaactaaaag 

tactg gcccg gccgccck:tttaaatagggaaccccgggctgcgggatcgt 

TTT AACTTTTCTT 
>Sequence 2939 

cggccgcccgggcaggtacgcggggacaattggttcatttttataggtgt 

tgaccgttatgcctataaataagcctcctatagacatacagaaatcatat 

cctgtggaattagaatataagacttggtaaaagagatttcaaagtatttt 

agttaacttgtatacttgaaatcatttaatccagactgaagttgtaaaag 

ccagccagtgttttcaatatagacttccatgtttgaccatctgaaaatga 

aaaacactaaaaacatcacatgctgtttaggagctggaaattttaatatt 

tgacttcaagtagatggtrtttaactcctgaaatcgaactacgtttaagt 

ttgtatgtttattacctgtttgagcacttaggtgcaattgtgggagcggn 

GATGTCAAGTTCATTTATGTGACTCrTTGGCTCAACTTACATAATCTTTG 

TTTTGATATCACAGTTGTCTAATTATTTrACTTTGTAGCTTAAGGCAGGC 

TGAATTGTTGATAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTG 

AGGTGTGTTTTGTTGTATAAGCCCTGGAGGTTAAAAAGTCATCCCTTATG 

TATAGTAGTTAAAGGCATAAAACTGTGACTTTTAGATATTCCACAGAACC 

AGACTTATTTGATGTGGATAATAACCAATGATTTACCATTTGTTTGCTTT 

GTTTAATTTAATCGGGTCATTTTTACTCTTCCCATGACATGAAACAGTTG 

TGGCGGGTAAAAACAACTGACCTTGTTTAATGGTAATGAACTACTTGTTT 

CAGGGG 

>Sequence 2940 

CCGGGCAGGTACGCGGGTAAACATGATTGAGCTAGAAGACAGTTTTACCA 

TATGCATGCATTTTCTCTGAGTTATATTTTAAAATCTATACATTTCTCCT 

AAATATGGAGGAAATCACTGGCATCAAATGCCAGTCTCAGACGGAAGACC 

TAAAGCCCATTTCTGGCCTGGAGCTACTTGGCTTTGTGACCTATGGTGAG 

GCATAAGTGCTCTGAGTTTGTGTTGCCTCTTTTGTAAAATGAGGGTTTGA 

CTTAATCAGTGATTTTCATAGCTTAAAATTTTTTTGAAGAACAGAACTTT 

TTTTAAAAACAGTTAGATGCAACCATATTATATAAAACAGAACAGATACA 

AGTAGAGCTAACTTGC 
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>Sequence 2941 

GGTACGCG GGGAA TACAAAACAAATAAGCCATCACGCCTGCCCTTCCTTG 

ATATTGCACCTTTGGACATCGGTGGTGCTGACCAGGAATTCTTTGTGGAC 

ATTGGCCCAGTCTGTTTCAAATAAATGAACTCAATCTAAATTAAAAAAGA 

AAGAAATTTGAAAAAACTTTCTCTTTGCCArTTCTT' C TTCTTCTTTTTTA 

ACTGAAAGCTGAATCCTTCCATTTCTTCTGCACATCTACTTGCTTAAATT 

GTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGCATTGTGCAATACAGT 

TTCATTAACTCCTTCCCTCGCTCCCCCAAAAATTTGAATTTTTTTTCAAC 

ACTCTTACACCTGTTATGGAAAATGTCAACCTTTGTAAGAAAACCAAAAT 

AAAAATTGAAAAATAAAAACCATAAACATTTGCGCCACTTGTGGCTTTTG 

AATATCTTCCACAGAGGGAAGTTTAAAACCCAAACTTGCAAAGGTTTAAA 

CTACCTCAGAACACTTTCCCATGAGTGTGATCCACATTGTTAGGTGCTGA 

CCTAGACAGAGATGAACTGAAGTCCTTGTTTTGTTTTGTTCATAATACAA 

AGGTGCTAATTAATAGTATTTCAGATACTTGGAGAATGTTGATGGTGCTA 

GAAGA ATTGGAGAAGAAATACTCCTGTATTGAGTTGGATCCGGGTGGGTA 

ITTT l AAAAAATTTGG ATTAGC ATTC ATATTTTCCATCTTAATTCC AAAT 

AAAAGTATGCAAATATTTGCCCCAAGTTGGCCTTTITTCAGATTC^^ 

TGGTTTTTGCCAATCTCAATTTAT 

>Sequence 3627 

AGGTACGCGGGGAGAGCTITITGGTTTGCTGAGGTTTGTCAGATTTTCCAG 

CTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATTC 

AGACCACATGTCCCTGTTAAATACATTAGCTTTTAAATCAATCTTTGTTC 

AAAGTCCAGTGAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTCC 

TGAGTGAACGAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCCA 

CCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTAT 

GGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCTGGTCCGGGT 

GGTTGAGAAGTGTAGCCCAGCAGAGAAGGCTGGCCTTCAAGATGGAGACA 

GAGTTCTTAGGATCAATGGTGTCTTTGTGGACAAAGAAGAACATATGCAG 

GTTGTGGATCTGGTCAGAAAGAGTGGGAATTCAGTGACTTTACTAGTTCT 

GGATGGGGATTCCTATGAGAAAGCAGTGAAAACACGGGTGGACTTGAAAG 

AGTTGGGTCAAAGTCAGAAGGAGCAAGGTTTGAGTGATAATATACTTTCC 

CCTGTGATGAATGAGGTGTGCAAACTTGGACCCAGCCCCGGCTCTGCTAT 

CTCGTG A AGGG A AG AGGCGGCTATGGCTTTCTCTG AAAACTGTCC AAGGT 

GAGAAGTCAGGAAACCGTGTCATGTTCCTGCTGGTGGACCAAAAAACTGA 

CAAGCCGTATGTTAGCCGAAGATCCAATTCAAAGAAAACCGGCAGTTTGA 

ACTGGTCCCCA 

>Sequence 3628 

TCATTGAGTCACGCGAAGACGTGTTTTGCGACCCG 
>Sequence 3629 

AGGACi rTTTTTTTTTTTTI rTTTTTT TIC AATTGAG ACAG AGTCTTGCT 

CTGTCACCCAGGCTGGAGTGCAGTGGCATGATGAATGAGTGAATGACTTG 

AGTCAGTGAACGTGAAAATGTTTGGTAGATTGTAATACGCCGATATTGTG 

TAATACGTAAAATACTATTAGGAACTACAGCAATGTCTTATATTCCCAGC 

TAGGCCATGCACAGGAGGCAGTGTGCCACAGCACACTGAAAAGGTGGCCA 

GCCCTCACTCAGAGCCTGCCTTCACCACCTGCCCG 

>Sequencc 3630 

AGGTACGCGGGGGGAAAGCTGATATTGCAATTGCTCCATTAACTATTACC 

CTGGTGGGAAGAAGAGGTGATTGACTTTTCAAGGCCCTTCATGAGCCTCG 

GGATATCTATCATGATCAAGAAGCCTCAGAAGTCCAAACCAGAGTGTTTT 

CCTTTCTTGATCCnTTAGCCTATGAGATCTGGATGTGCATTGTTTTTGCC 

TACATTGGGGTCAGTGTAGTTTTATTCCTGGTCAGCAGAATTTACCCCCT 

ACGAGTGGCACACTGAGGAAGTTTGAAGATGGAAGAGAAACACAAAGTAG 

TGAATCAACTAATGAATTGGGGATTTTAATAGTCTTTGTNTTTCCTGGGT 

GCCCTTATGCNGCAGGATGCGATATTTCGCCAAGATCCTTCTCTGGCGCA 

TTGTGGAGGTGTGTGGTGGTTCTTTACCCTGATCATAATCTCCTCCTACA 

CGGCTAACTTTAGCTGCCTTCTGACTGTAGAGAGGATGGTGTCTCCCATC 
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GAAAGTGCTGAGGATCTTTCTAAGCAAACAGAAAATGCTTATGGAACAAT 

AGACTCTGGCTCCACTAAAGAGTTTTTCAGGAGATCTAAAATGCAGTGTT 

TGATAAAATGTGGACCTACATGCGGAGTGCGGAGCCCTCTGTGTTTGTGA 

AGACTA 

>Sequencc 3631 

AGGTACAGGTGTCTTrTTGATTGAATGATTTATTTTCCTTTGGGTAGATA 

CCCAGTAGTGAGATTGCTAGGTTGATTGTTCATTCTATTTTTAATTCTTT 

GAGAAATCTCTATTCTGTmCCATAGGGGTTGAACTAATTTGCATTCCC 

ACCAACAGAGTATAAGTGTTCCCTTTTCTCTGCATCCTTGCCAACGTCTA 

TTATTTTATGACTTTCATAATAATAGCCATTCTGACTGGTATGAGATGGT 

ATCTCATTGTAGTTTTAATTTGCATTTCTCTGATGACTAGTGATGTGGAG 

C'rn'l " J l"rAAAGTTTGCTGGGCACTTTTGTGTCTTCCCAAAGCATTTTTA 

AATCTCTAGAATGATCTCACGTAATTGCAGTGCTATATTATTTGGAGTAG 

AAATTTCTAAAGGCGAATAATGCTCCTTGGACTTAAAGAATGTTTGCTCT 

AAATTAGACAGTATATAAAACCGAAAATGCTTTCCTGTTCAAAAGCATGA 

AACACTATAATCTCCATGCACCATGAAGATATXTTNTACACATTTCTTCTX: 

GGGGGCTCTGG 1 1 1 1 IGTTCTGATGTTTGCCATTACAGGTGAAGCAACAC 

TGTGTAACAACAATTTCCTCAACGCTATAAAATGGTAAGCCACACGGCAG 

TTTGCTTGTCATAGGAAAGGTTAGAAAAGATCTGCTGGGAAATTTCACAT 

TTTCACAGTTCTGGTCTTCTCTGCAAATAATTAATTTTCTTTTAATGGAT 

CCTAATGAATATTAATCATGCTGTCCAGGCAAACTTCTCTGTGGGGCCCT 

TCTTTG 

>Sequence 3632 

AGGTACGCGGGGGCTGTAGGCCCGGGTGGTTGGAATTGACCGCTACCCCC 

GCAAAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAAAG 

ATAAAATCTTTTGTGAAAGTGTATAACTACAATCACCTAATGCCCACAAG 

GTACCTGCCCG 

>Sequence 3633 

ccGGGCAGGTACi"i"irri-ri'i"ii'rri'ri"i'ri"iirncTCCGAGACGGAGT 

CTCTCACTGTCACCTGGGCTAGAGTGCAATGGTGCTATCTCTGCTCACTG 

CAACCTOCGCCTCCCAGGTTCAAGTGATTCTCCGGCCTAGCCTCCTGAGC 

AGCTGGGATTACAGGCGCCTGCCACCACACCTGGCTAATTTTTTGTATTT 

TTAGTTAGAGACGGGGTTTCACTACGTTGGCCAGGCTGGTCTCGAACTCC 

TGACCTCATGATCTGCCCACCTCTGCCTCCCAAAGTGCTGGGATTACAGG 

TGTGAGCCCCTGTGCCCAGCCTT'll'l 1" 1 ATCTTTTAAAAGTAGCCTGTTC 

CTTCn 1 "i A AACTAACTCTC ATGTC ATACAACTAAAAG AA ATAA AGTGTC 

TAAAAATATCTTTTCAATCTATATAATTTAAAGGTGGTAGGCITrTTATA 

TTTTGTTTGATTAAGGAAATATTAATAAGCCAATTTTGAAAATTGGTTAA 

TTAGTAAACTCAGAGTCATAATTCTCTCCAGCACTTCAAACATTATAATT 

CTTTACCTCTTTAATTTCATATAAAATCTTAAGTCAAGAAGAAAGCAAAG 

TTCAGTATTTGAAAAATAATCTCTTAACTTCTGACCAAATTTTAAGGTGG 

TATTTCCAAATCAAACATATCTCCAAACACCACAAACTCCCATCAATTTT 

TTTCTGGGCTTTTAAACCGCCCAATTCCGCCCCACCCTGACAGTTCGGGG 

CTATCTACCACAGAAGCCTTCCTGAATTCACTCAATAAAAAACCCCCAAA 

TCTCTTAATTTATAAAGGGCACAATGCCCTTTTTTTAAGGTAAAGAAAAC 

CTTTTTTACCTCCCCCTTAATGTGTATATCTT 

>Sequence 3634 

CCGGGCAGGTACGCGGCGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTG 

CTG AGGGGGC AGGCGG AGCTTG AGG AAACCGC AG ATAAG Tl 1 1 1 1 1 1CTC 

TTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGT 

TACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTGTAATAGCTTA 

AGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAA 

AAGATAAAAGGTTTC 

>Sequence 3635 

GCTAAGGACTCCTCCAGCCTCAGCCTCTCGAAGTGCTGGGATCACAGGTG 
TGAGCCAACGCACCTGGCCACACTTTGTTAATTTTTGAGATGTCTGCCAA 
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ATACCCAATTACGTATTCATAAGAAATACAGTTTATCTGTCATTCTTCAA 

GTAAAAATAATATTTCATGAAAAACCAAATAAAAATAAGGAGAAACATTG 

GCTAGTTCAGCTAACAACTCAAATAATCCATAAGTGCTTCTTGAGACATC 

TCATCATATCTCAGAATGCGGTGAAAACGCAATATGGGTGCTTCCTATTT 

CTTCAC ACAG AATATTAAAAAGGTGTATACTCAAGGATTGAGATGTGATT 

AAGTAATTTTTATTCC TTCATCAAAGACATrCCTAAGTAAAACTTm 

TTTTTTTTTTTTTTTTTAACTGTGAGTGAAGAATACAGTGTGGTGCCCTT 

GCATCCTGCTAGGGCCCCTGCAAATTTTATTCACTTTGCCTATGCAACCG 

AAGTACCT 

>Sequence 3636 

CCGG GCAG GTACTTTGAGCTTATTGTTTTTATTCTGTATTAAATATTTTC 

AGGGTTTTAAACACTAATCACAAACTGAATGACTTGACTTCAAAAGCAAC 

AACCTTAAAGGCCGTCATTTCATTAGTATTCCTCATTCTGCATCCTGGCT 

TGAAAAACAGCTCTGTTGAATCACAGTATCAGTATTTTCACACGTAAGCA 

CATTCGGGCCATTTCCGTGGTTTCTCATGAGCTGTGTTCACAGACCTCAG 

CAGGGGCATTCGCAATGGACCGGAAGAAGGGCAGATTTCGGACTCACTAA 

GCCCTGAAAATGACATTTTCACTTAAAAGGTCTCCAAAACATTTTCTTAA 

GAACTACTTAAGGCC(nTTTAATGGTAATTTTCCTTTAAAATTGTGTTAT 

TTTCTTAAAGAAATTTCAAATTTTGTAAATAAC 

>Sequence 3637 

AGGTACGCGGGTATCTCGATAGTGAGGAGGATGAGGAGTAGCCAGCAGCT 
CCCAGAACCTCTTCTCCCTTCTTGGCCTAACTCTTCCAGTTAGGATCTAG 
AACTTTGCC 1 1 1 J ITTTTTTTn r TTTTTTT GAGA 
>Sequence 3638 

CCGGGCAGGTACAACAGAAGGCACTGTTATCCGCATAAATCCATTGATTC 

TGCATGGCAAAAACCTGAGACGTGCAAGTCTATCCAATCCTCTAAAACAA 

CCTTG GGCAT TCAGCCTTTGGAACATATCGGTTGTCCTTTTCCGTCCAAT 

GATTG1 I IT rCTTTCATTTCATACTTACAGTAGCTGTTTAAAATATATAT 

TTCAGGGTGACAAAGGTCAAAGGGGAAAGAGTAGATAAAAGTGCTGCCTA 

ATGCCAGATGGTAACTGGCACAGCAGGAGGGCCCTAAAAGCAGCCCCTCA 

TTTCATCCCCTTGACCCTCACACTCCTCTTGTGAAATAAAATGCAGCGAT 

GACATTTGGTpAGCTGATGTTCTTTCCTTCAGTTGTTGCTGGGCACAGTC 
CA 

>Sequence 3639 

AGGTACCCGTATGTGTGATAGGGCAGGCAGAGGGCTCCACCTGCTCTGCC 

CTTGGCAAAGGCCCTTGGCTACACTGGTGAAAATGCCAGCTCGGCTTCTG 

CACGGATACACTATGTTGTGCCATCCAACTGGAGTGCCGGTGGACCCCAA 

AGGCAGGGCAGGGCAGGGGGAGGGGGTATTTTGAAATGTTTTCAGGAGCT 

CTGTCCAGCTGTCTCTGTCTTCCAGCCCGGAACTGCTGCACAAAGCTACA 

AGGACACTGATGAGACCATGGATCTGCTGCTGTTCTCTAGGGAAGACTTG 

GCTTGGAGTGTGGCTGCCTGGATTCGAAAGTGTGTCCTTGACTCCATGGA 

GTAATTCTTGTAGTTTTGCTTGGCAGATTCCAAAAAGTTTGATGGCCTCT 

TCGTTTTTGGCTTGC 

>Sequence 3640 

CCGGGCAGGTACTGTCCAACTGGATGCTGCCCTGGTGGCTGAAGGCACAC 

TTCATGA TGCTG TCCAGGGTCATCAGGGAGACATGTTGAAAGAGCTCCAG 

ACGTGAGTTTTGGGCAATGTGTTCCTCCCATTTGTTCGGCATCATCCGAA 

CACTCTCAGACATCATGGTGATGAATATTTTCAGAATGCTGATGTTGAAG 

CCAGGTTTCACAATCTGGCGGTGCTTTTTCCATTTAGAACCATCCAGGGT 

CACA AGTCCTCGACCAACCCAGGATTCAAGGATTTTGTGGCTAACAGCAC 

TTTTGGGATCTTGTCTTTTTAGGAGAATCTTGGCATAGTCTGGGTCATGG 

ACACTGAAGAACATCGTAAAGGGTCCAACCCACAAGGGAACAGCACATGG 
GTATTTT 

>Sequence 3641 

CCGGGCAGGTACCATCACATGCTGGTCAGAGTGGCCATTTGTCCCAAGTC 
AAAACATAACATGCTACAGTGTGGCAGCAGAGAAAAGCAAACATGGCTAT 
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TCTCTTGGAGGTAATGCAAACTAGATCCTAAACTGTGGAAACCAGTCTGA 

AGATTTCTGGAAAAAAAAAGGATGGAAGGCAGAGCTATGCTTTGACCCAG 

CAATCCTACCCCATGCATCTACCCCAGGGAAAAACACATGCGTCTATCAA 

AAAGACACATGACACTCACACGTCCACGGGAGTGTTACTGACAGGAATAA 

AGATGTGGAACTGATCTAGATGCCCACGAACAGAAAACTGGATTTTTAAA 

AATGTGGTTCCTATACATCACAGAATGCTAAAAAGCCACTAAGGAAAATC 

AAACACAGAAG 

>Sequence 3642 

CCGGGCAGGTAC1 11 rTTTTrTTTTTTTTn 1GGAGAATCAAAACTTTTC 

CGGCTTTATTCTTTGGGAAAACCCCTGGTCTGTTTTCATTCCTATTGGTC 

CAGGCCACCATTCTATGATATGAAGGCCTAAATTAGGAAAGCTAGGTGAG 

CTGTGCAAATTCAGGGTGTCTGAGTCAACTGTTGTTTGGTGTGTGATGGG 

GGAGGAGGATTACACTTATCTTGCTTTACTAATTGATATATTATTTTCTA 

TTCTTATTATTTAACCTTATGAGAGGGGTTCCATTTCACAACATATATCT 

ATTACTGTTATGTATTGTTATAATATGTTCAATATATGTATCTATTTAAT 

ATTATTATATTTTITTATCATGTTATATATCrATTTATTCTTATATTAAT 

ATATTTTCTAAATATATATCTATATCTCGGTATACCTTTAAATTGTCAAT 

T 

>Sequence 3643 

CCGGGCAGGTACTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGAT 

GGTCTTGATCTCCTGACCTTATGATCCGCCTCGGCCTCCCAAAGTGCTGG 

GATTACAGGCGTGAGCCACCATGCCCGGCTGCTTAAGTTTCTTAAATACA 

GAAAGGCTATGCTGATACAGTGTTTTTTGCCCITTAATTGTTATTATTTC 

TTAATTTAAAAAGAAACCTAGGGCTTAGATAGTCCTATCTTCTATTTGGA 

TGTCAGCAAGGTTAAAAAGTGCAATGTCAGGAGTATGTAGCTATAGGTGG 

CCTGTGGCATTTGCTTACAGAAACGGGCAGAAGGATGCCGCATGCACCAG 

GAGGCACTTNGTCTAGAACNNACACANNNCAATACAAAAGCTGCTGAGAA 

GGAGGCANGGGAAACAAACACACAGACATTCTTTCTCCTTAGCACCCCGC 

ACATCCTGTATGGTTAGAACCATCTATTGCTAATAACAATACCCATACTA 

TTTTATNTAATCCAATGTAAATCGAGTGAATAAAATTGACACAGTGGTAA 

TACTGGTTGTGTTAGTGCNATC^GAGCCTATCATTTCGGCTCGTTAGTCT 

ACTGGGGAGGCACTCAGCACTCTGTAAGTAGGATCACTGCTCTGTGAGG 

>Sequence 3644 

TGACAAACACGTTTCTACTGATGGACAGTATGTGAGCCGGAATCTTAAAG 

TGGAACCACrrGGGGAGCCTAATGGAGCGAACTTAACTGACAATAAATrG 

GCGATGCGCTTCACATGCTCCGCTAATCCAGGCCGGAGACAACCTGGTGG 

GTGGCCAGGGGTGGCCTTAGATTGAAAATGGGGCCAAACGCCTCCGGGGG 

AAGAAGGCCGGTTTTTGCAATAATTGGAGCCGCTTCCTTTCACACGCTTC 

CCTTGGGTTCAAGTTGAAGTGCCTTTTGAGAACCTTGGAAAACACCCGAA 

AATAAGGTGGTGGAGGGAAGGAACTTGGCCTATAGTGTTGGGAAGAGCTA 

TATTTTGAAACCACCACCTTGGAATAGGGGATTATGGGGGGGAAAATGGT 

TTACAAAACAAACTTATTATTTTTTTAAACAAAAAAAGCCCACGTTTTTT 

TAAAGAGAAATTGGGATTTTCCAAGGATGAAACCCGGGT 

>Sequence 3645 

TCAACTCAATTTAAAAGGCCGGGAATACCGGGTAATCCACAAGAAATCAG 

GGGGGATTAACCGCCAGGAAAAAAAACCTTGGTGTAACCCAAAAAAGGGC 

CCCGCAAAAAGGGGCCCCCGGAAAACCCCGTTAAAAAAAGGGCCCCCGGT 

TGCCCTTGGCCGTTTTTTTTTCCCTAAAGGGGTACCCGCCCCCCCCTCGG 

GCCGAGACCCTTTTCCAAAAAAAAATCCCCCGCCCTTTAAAGATTAAAAA 

GGGGGGGGGGGAAACCCCCGCGCGCGGGGGCTTATTATAAAAAATAACT 

>Sequence 3646 

CCGGGCAGGTACTCAATCAGCTTCATTGCTGCATTGCAAAGCCCCGCAAT 

TGCAGTTGTTTTAGCAAGGGATAGATGGAGAAGATGAATGTGCTTTACAA 

GTCAATTACTACTGATCAGATCATCTTACCAAAGGGTGGAGGAAGTGGCC 

GAGGCCCAAAAGGTCCGCAGAGCTGAGGTGGTGGTCCATATCGAATGGGT 

GGTGGTACCT 
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>Sequence 3647 

CCGGGCAGGTACTCGAAGTGGAAGGACTTTCATTTTGAGAAGATACCATT 

TGATCCAGCAGAAATGTCCAAATGATATCAGGTCCTCAATCTTCAGCTAC 

AGGGAATGAGTAACTTTGAGTGGAGAAGAAACAAACATAGTGGGTATAAT 

CATGGATCGCTTGTACTCCTCAGCAGAGCTGGAGGACAGCAAGGCCAGGA 

CCAGCCCCAGCATGCAGAGCGCTCTGGCAGCCATGACCACCGTGGGCTCC 

GGGACGCAGCTCAGGACTCCCCGCGTACCT 

>Sequence 3648 

TTTTAGGGA 

>Sequence 3649 

CCGGGCAGGTACCTGTCTCTTCTCAAACTAGATGATAAGTGGCCTCAGGG 
CAGGGACTACATACTCCTGAGAGCTGCTTGAGCTCGAGGTGTTTATTATC 
C 

>Sequence 3650 

GTATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGC 

AAGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCAC 

CCGACTTGCTGCTCCACCACTTTGCITGCTTCCTGGGTGCTCCATCCCAG 

AGACAAGTGAGTTAGCAATCACTTAGTGTAATCAGCCCAGGATGGAGGGT 

CTGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGA 

GGGTGTGTGGTACCT 

>Sequence 365 1 

AGGTACTCAGTGGCCATGTGGAGCTAGTGGCCACCACACTTGACACCACG 

GATGCAGAACTTTTCCATCACTGCAGAAAGCTCTGTTGAACAGTACITrT 

1 i 1 riTlTri'M I nTirn'CCGCATTAAATCACTGTGGGTCTTAAGCAA 

TTCTTCAAAGCGAACTTTGGTTTTTACTTTTGCTTCACTCTCAGCTGTAG 

GCATCTCTCAGCTTTATGCAGAGGACTGAGAATGCAAAGCATTGACTCAA 

TCAGGATCCTTTTCTCAGACATAATTAAAAAGGCTTTGACAGGTTGAAGA 

TTCAGCCCCAGGTTCCCGCGTACCTGCCCG 

>Sequence 3652 

gaaaaggtagack:agctagtattcgggcaattttgctgcacgtcaggcgg 

ccgcccgggcaggtacagcagagcccctttaacctgaggtttataacctg 

agctcttagttacctttggtcaacttcagtctaaaaatattacatggaaa 

attccagaaataaacagttcataggtttacagtcgtgcgctgttctgaga 

agcatgatggaatcccgtatccgccgggacatgaatcattctttcatcaa 

gcgtatccatgcgtatacacgacctacccattagtcacctagcagtcacc 

ctcagttatcagatggagtattgcagtctcacagcgcttgtgttcaagta 

acccttatttgacttaataatgctcccaaagtgcaagactagcgctgtca 

atttggatatgccaaaaagaagctgtaaagtgcttccttcagtg 

>Sequence 3653 

CCGGGCAGGTACGCTGGCTTGCTGATCGTCTTATTGGGGTGTCAACAGAT 

ATGACTCTGGATGGAATCACCTCCCCAGCTGAACTTTTCCACCTGGAGTC 

CTTGGGAATACCGGACGTGATCTTCTTTTATAGGTCCAATGATGTGACCC 

AGTCCTGCAGTTCTGGGAGATCAACCACCATCCGCGTCAGGTGCAGTCCA 

CAGAAAACTGTCCCTGGAAGTTTGCTGCTGCCAGGAACGTGCTCAGATGG 

GACCTGTGATGGCTGCAACTTCCACTTCCTGTGGGAGAGCGCGGCTGCTT 

GCCCGCTCTGCTCAGTGGCTGACTACCATGCTATCGTCAGCAGCTGTGTG 

GCTGGGATCCAGAAGACTACTTACGTGTGGCGAGAAC 

>Sequence 3654 

AGGTACTTTTTTTTTTT 111111111 11 M rTTTCTTTTTTTGTTTTTTT 
TTT1 n U H 1 ifl 1 1 rTTTTTTTTTI rTT T TTTTTTTTI 1 1 nTTT T TT 
TTTTI ) 11'rriTTTTTTA AAAAA AAAAAATTTTTAATTTAACTTTTTGCA 
AAAAAAAAACCGGGAATTTTTAACCAAAGGGGGGGGCACCCCCCCCCTTT 
AGGGGGGGGGGCCAGGGCCCCAAACCCCCTGGGGAAAAAACCGGGGGGCA 
AAAAATGGGTGGGGTTTTTTGGGGGGGGGGGCCCCTTTTTTTGGGTTTTC 
CTTCCGGGGAAATAAACCCCCTTCCAAGGGGGGGGGGGTTACCCCTTTTT 
TAAAAAAAAAAAGGCCGGGAAAAAATGGGGGCCCAAAA 
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>Sequence 3655 

AGGTACTGGTTTTGAGTATCAGCAGGTGGCCTTTCAGCCCTCCATACTTA 

CTGAGCCTCCCACTGAGGATCATCTTCTGCAGAATACTTTGTGGCCTGAA 

GTTCAAAAACTATATGGGCACGGTTATGAAATATT7TGTGTTACTTGTAA 

CAGTTCAAAGACTCTGCTTGCCTCAGCTTGTAAGGCAGCTAAGAAAGAGC 

ATGCAGCTATCATTCTTTGGAACACTACATCTTGGAAACAGGTGCAGAAT 

TTAGTTITCCACAGTTTGACAGTCACGCAGATGGCCTTCTCACCTAATGA 

GAAGTTCTTACTAGCTGTTTCCAGAGATCGAACCTGGTCATTGTGGAAAA 

AGCAGGATACAATCTCACCTGAGTTCGAGCCAGTTTTTAGTCTTTTTGCC 

TTCACCA 

>Sequence 3656 

AGGTACATAAACCTTGGAATGCCCCTCAGTTGTTTCCCTGAAGGTGGCCA 

GGTGGTCATTACATTTTCCCAAAGTAAAAGTAAGCAGAAGGAAGATAACC 

ACATATTTGGCAGGCAGGACAAAGCATCGACTGAATGTGTCAAATTTTAC 

ATTCATGCAATTGGAATTGGGAAGTGTAAAAGAAGGATTGTTAAATGTGG 

GAAGCTTCACAAAAAGGGGCGCAAACTCTGTGTTTATGCTTTCAAAGGAG 

AAACCATCAAGGATGCACTGTGCAAGGATGGCAGATTTCTTTCCTTTCTG 

GAGAATGATGATTGGAAACTCATTGAAAACAATGACACCATTTTAGAAAG 

CACCCAGCCAGTTGATGAATTAGAAGGCAGATACTTTCAGGTTGAGG 

>Sequence 3657 

CACGCTGGTTTTGCATCTTTTGGAGACGCTCGTTTCCTTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCACTACATCATTGCAAATCTCKjGATTTACTGATGGAGACCTATTAAAA 

ATCCAGTTTGGAGGTGCAAATGTCTCTGGATTTCAGATAGTGGACTATGA 

TGATTCGTTGGTATCTAAATTTATAGAAAGATGGTCAACACTGGAAGAAA 

AAGAATACCCTGGAGCTCACACAACAACAATTAAGTATACTTCTGCTCTG . 

ACCTATGATGCCGTTCAAGTGATGACTGAAGCCTTCCGCAACCTAAGGAA 

GCC 

>Scquencc 3658 

AGGTACGCGGGGCTCTCTTCCACAAGCACAACCCTTCTTCAGACGTCCAT 

ATACACTTCTCCCAAAATCCTGTGCTTAACACATTGTTACTGAGCACACA 

GGCGTGCTGGGGCAAGCGACGCCTGGGAATATGAAGCGAACGCCACACAC 

TAGAACGCGCCCTGGGAGCTGGCCTCCGGTGGGGGACGCAGGTGTTGAAG 

ACATAACCGCATGACCGAGAAACCTCAGTTTTGCTCTGAAGGCCTTCAAC 

TGCC 

>Sequence 3659 

AGGTACTTTlUirril'm"rLlTrilll-rri"l"rnrTAATAGTGAATAAGA 

CTTTTATGTTAATTTTTCGGTTATTTTATTTTTGAAAAATATTTCCCA^ 

AGAGGTAAGGAATATGATGTAGGCATAGGGGTATCCAAGGGAGAGAATAC 

AGTCATCGAGCGGCCGCCCGGGCAGGTACTTCCTGTAATTGACAGCCTTG 

CCTTGTTCCTCATGGCATCATTCAAGGTCATCCCCTAAATTTTAACACTT 

TCGATGCCATATACGTTGTAACCTTCCTTATAAGTTGCAAAATTCTGTGA 

ATTCTGCGAGGAAGATGGGTTAATATTCTGTGCATTCTTTGCCACCTTCA 

TTCGTTTCGCCTCGGCCCTTGACTTGTAACAGAACTCAATCG 

>Sequence 3660 

AGGTACTTATAGGTAAGAGCCAGCTGTAGCTCATGTGGCTGGGTATATTC 

TTGATACTCCTTTATTCACCAAAGGATTCTTGTTGCCTCAGGAAATGGCT 

GACCTATGTAAATTACAGTGGTCTGAACTCCCTGCTAGGCACTGGAGGGG 

TGGGGACCATAATGGGTGGGGCTGGACCTAGCATGCCCACCTACAGGTCC 

CCGCAATGGCAGGTACACTTGAAGCCAAATTTCTAAAACTTGTTTTTCTT 

AAAAAATAGTTGTTGTAACATTAAACCATAACCTAATCAGTGTGTTCACT 

ATGCTTCCACACTAGCCAGTCTTCTCACACTTCTTCTGGTTTCAAGTCTC 

AAGGCCTGACAGACAGAAAGGCTTGGGGATTTTTTTTCTTTA 

>Sequence 366 1 

TGAATATTTTTTTTCACTCTAATACTCAATATGTCTAATAATACACTATG 
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TTATACTATTTATAGATTGATCACATATTCTATAACTTATACTAATACAG 

TTTATCTAGTATATTATTATTTATCTATTTTTAATCTTTATTTATTTTAA 

TATTAANTTAGGTCGTACTCTCCTCACATTATATCGACTACACTTATCAG 

GTGTCAGATATATGTGTAGACCTACTCACTACGTCTGGTTGAGCTGTGCT 

CGTATCCGTGGACTAGTGTATCCTCTCCTAATATCAATATTTATCATGTC 

TGTATTTCATGTAATTCGATACATTCGTCATAATAGTATATCATTAGCGT 

ACAAG AACG AATACTAATAATAGAGAACTGTGGTGTAATTCCGATAGCTT 

TTTACTCTTTAGTTTTGCATAGACTTATGTTATAAACACAACTTTTTGGT 

TTTGCC A A ATCCTTTTTA ATCGAACTTTATACTT r CTT TTTG TCGGTTAC 

TCAACGGGTATACTCGTCTAATACCATATATATTATTCCTCGACTAAATC 

TATTC TAACTCCTATTACAATAGTAAATGAACCTAGGTTTATGAGGATAT 

rrn iaaacgaagatattngtcatttcttccactaaaacaccttaatatc 

TTTTCTTACTTACAAGAAATTGAAGAGGTTATGCrTGTGTTTGGATACCC 

TTTCAAGCTATTAATATCGATAAAAACCTTTTCCCTTCATTTCCCTTAAA 

TCACCGTTGTAGTTTTACCTTTGCGCCTTTTCCCTTAGAAGGAAGCAAAA 

GTCCA ATTCTTT CCCTGGCACACTTATTAC 1 HCI 1T1CTCTTCCCCCAC 

AATTTCTTTTTTCGGACTACGGCCAAGTTTTCTTAGATAATAATTGGGAA 

ACTTGGGAAGACTCCTATrGGTCTTTTTCCTACAACCTTGGGCCAAGGTT 

GATTTTGAAAACTTTTTTTGAGGAGGAATGG 

>Sequence 3662 

GTAGCTTCTGATAATGATGATGAGAAACAGAATTCTGATGATGAAGAAGA 
ACCACAGCTGTCTGATGAAGAGAAAATGCAAAATTCTGATGATGAGAGGC 
CACAGGCCTCATATGAAGAACACAGGCATTCATATGATGAAGAGGAACAG 
GATCATAAATCAGAATCTGCAAGAGGCAGTGATAGTGAAGATGAAGTTTT 
ACGAATGAAACGCAAGAATGCGATTGCATCTGATTCAGAAGCGGATAGTG 
ACACTGAGGTGCCAAAAGATAATAGTGGAACCATGGATTTATTTGGAGGT 
GCAGATGATATCTCTTCAGGGAGTGATGGAGAAGACAAACCACCTACTCC 
AGGACAGCCTGTTGATGAAAATGGATTGCCTTAGGATCAACAGGAAGAGG 
AGCC 

> Sequence 3663 

ACTAGACGGGGCTGTAATCCGGTAACTGTATGTATTTTAGTTCTCCAGTC 

CCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCTGAAA 

TGGAAACAGATCCCTGATCCGGGGCGGCCAGTGGAACCCTTCTTGGTGTG 

CGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAAAAAA 

AAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAGG 

CATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAAA 

AAGTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAACCCG 

GCCG 

>Sequence 3664. 

CCGGGCAGGTACACAGTCCAATGATGCTAAAAAGCAAGCACATATGTAAG 

TCTGCAAAATAACCAGCTGACAGCATGACGACAGGATAAATTCCACACAT 

ACCATTACTAACCTTAAATGTAAATGGGCTAAATGCTCCCATTGAAAGAC 

ACGGGGCAAGCTGGGTAAAGAACCAAGACCCACTGGAGTATGCCGTTTTT 

AAGCAACCCATCTCATGTGCAGAGCCATACATAGGCTTCAAATAAAAGGA 

ATGGAGAA AAATAT TTAAAGCAAATGGGAAAACAGAAAAAAAGGGGGTTG 

CACTCCCAGTTTTTTGACAAAACAGACTTTTCCCCATTAAGGGTTTAAAA 

GGAGAAGGGGGCTTTTTCCAGGGGGGGGGCTCCCCCCTCTTTAAAA 

>Sequence 3665 

CCGGGCAGGTACATTAGTAATTATAACAATGCATTAAAATTTTCATTTCA 
TGTCATAGAGAATCAGTTTTCTTCATGATACATTATGTTTTACTGAGTGA 
GTTTGTCCCTCCAGAGACCTTTCTGGGAACATGCCTTCTCCAGGGACTGC 
TTCCTAAGATGCCCAGGTTGCTTACCACAGGTCATCTTTGGTCATTTAAA 
AGC AGTCAAG CTGTCTGGACTGCACCCTCTCAACTGAAGTTGAGCCCAAT 
TTCCTTTTTTTAAAACCCTAACCGCCCCCTTAATTAAAAAAAAGGGGGCA 
TTTTG G GTTTG G G TC A A ACTTTTTTTT A AC CACCTTTG G GGGGG A A AATC 
fl I l iGGGGGGTAAAAAATTTT I'lTl ri'i ri'rn ri"! AACCACCCAAAAA 
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AAAAAACTCTGTCTTTGGGGG 
>Sequence 3666 

AGGTA Ci rn in i n rrr mrn 1 1 tin 1 1 1 l i taaaatgtttttgt 

TAAAAACTAAGACACATATTATGCTAGGCCTACACCCGGTCAGGATCATT 

CATATCACTGTCTTCTGCCTCCACACCTTGTCCCACTGGAAGGTCTTCAG 

GGGTGTGATCGTTAATACTGAGTGTCAAACTTGACTGGACTGAAGAATGC 

ACAGTATTGTTCCTGGTGTGTCTGTGAGGGTGTTGCCAAAGGAAATTAAC 

ATTTGAATCAATTGACTGGGAAAGGCAAACCCCCCCTTAATTTGGGGGGG 

CCCCCATTAATTAAGTTGCCAACCCCCTTTTAAAATAAACCCG GAAGGG A 

AAAAAATGGAAAATTTTTTTTTGCAAAATT^ 

TTCCCG 

>Sequence 3667 

CCGGGCAGGTACACAAGCCCAGGTAAGCATACCAAGCAAGCCCCCTCACA 

CCTTTTGTCTGAAAAAAGCTTGACTTCTTTGCAGCAATGTCTCGCCCATT 

CCAGCAGCAGTATCTCAGTTAACTTGGTTCCTTTTCCTCCAGGCTCAAAA 

CAAAATCAAACTCTTCCTGGGTCAGGGGCTGGATTGATAATCTCATGGAC 

CACTTAGGGTTGTCCTCTTTTGCTAGATGGGTCATAA TGGGGAAT TTGTT 

TTTTTTTCAAACTTGGGGTGTGGGCCTGGGGTAAA CC 1 1 1 1 1 1 iTAAGAA 

ATCTTAAATGGAGTTCCTGCCAAATGCCCTGGCCTTTTTTTCCAGTTTCC 

TTATGGGTAAAAAAAAAGGCn TI Villi i CCCAACTTTTAATGGGCTTT 

TAAGGGAAATTTCCGACCCCTGGGTATG 

>Sequence 3668 

CCGGGCAGGTACGCGGGATGGTGCAAATGGTTTCCAACAACAGCGCACTT 

CAAGGTTACCTTCATAATTCTTTTCTGCCAGAACCCAAAA AACAA TACTC 

TTGAGCTACTCAGTGTTCCAATTGTTAAAAATTTCCTGAAATTTTCCTTC 

ATGTATTCAAAGTGAAACATAAAGATCTAGAAGGATGGTTGTGAAAAGTA 

TGGACTTTATAGTATCTAGTGGGCATTTTCATTGAGCCCAAATGATAAAT 

TCTGTTTTCCAAGTCTTTTAAGTGAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGTCCCT 

>Scquencc 3669 

AGGTAC TTTT TTTI 1 1 1 11 TTTl rr TAGAACTTCTAATGGGGGAATAATT 

TCAAATTAACAGCATTTATGGGAACCAGCACAAAGA ACATA TGATTCGTA 

TGCAGATTCAGCTACTATAGACATACTGTCCCATTCCTTTTTCACTAATG 

CGCGTGCTCCTGCTCATGCTCTCTCTCATGTATATATGTATGTATGTCTT 

TTCCTGACCTGTTAGTAAGTTGTGCCCATTAAAGCCTTCTTCGCTGTGAC 

ACTTTAGTGTGTTTCTTCGAAGAAAAAGGGCACTGTCCTGCAGAACCACA 

ACACAATTATCAACTTCAACAAATCTGTAATAACAATGCACTATTCAGAT 

TCCATTTTTGTTAATTGACCCAATCCTTAGTGTTTTTTCCCTACAATACA 

GGATCCAGTTTAGAATTATGT 

>Sequence 3670 

CCGGGCAGGTACGCAAGATAGTTCAGAGATGAGACCTCTGGTTGTATTCC 

ACCTTTGGGACATGGGGGATGTCTTTAGTTCAAAGTCACAAATAAATGCA 

GGTTCTACAATTCAGAGGCTTCATATCCCTGCTGGAGTATTACATGTTTA 

TTCAGGATGGACCACTTTTCTTAGCAACAGTTTCTAAACCTTTGCCAGGT 

CTGGGAAGTCTGGCAGGAGAGATTTCTAAGAACCAATCATTCCTGCACAC 

ACTTCTTGAAGATAATATACATTATTCCCTAGTTATCTCTTCCTAGGTTT 

TTGTAGGCTCATTTCAATATTACAACAATCTTTATTGGAAAACCCCAAGT 

ATTTTGTCTTGAAAAATCAGCAATCCAGGTATTAAAAATAGCATGGAATG 

CCCAATTTTACTTTGATAATTACATGGTAGTCAGTTTCCGCTCCTGGCTA 

AAGCCTTGGATTTTCTTCTGGGCAGTTCCTAAAGGCACAGGTGGCATGGA 

AGAAATCATTCCATTTTCATCTCCTNCCCTTATTGATTGGGGTCTGGTAC 

CCAAAGAGTCATTAGGCCCTTGGGATACCTTCTTGAACTGATCTTCTAGA 

ACGCAAGTCTAGGTTTGCCCAGGAAAGAAAAATTAACGCATGCACACTTT 

TGCCCATCTTTACAAGGGAAAGAACCACTTGGCCTTAAGAATCCATAACC 

TCTCATGCCTTCTTTGGCTTTTCCTTTAGTTTCCATAATCCTTCTTGAAC 

CTCCATTCCTTGAAATCTTAATAAA 
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>Sequence 3671 

AGCGGGCGCCCXjGGCAGGTACAGGGCTTGAGAGCAGAGCTGCCCATGTCT 

GCTTTCCCTCTGAACCCTGACAGCAAACTCTTCTGAAGGAGCTTTTCACT 

CTATCAAGGTATGATAAAACTTGAAAAGAGATGGCTGGATTGAGTGCGGC 

GCGGGGGTGGGTATCAGAGGTAGAGAAGTTCCAAGGTGGCCCCATAACTT 

TCCTATATCCTTGAAGAATCGTTTTTCATTTGCAGAATAAAAAAGGAAGA 

AAGTCTACATATCTGAAATGCTCTTCGATAGACCAGCAGATGGTGGCCTA 

ATCAGTATGGCCAAGAACCAAGTGGGACTGCCAATATCTCACTGGATGCC 

CACGGAGGGCTCCACGTCTGGAACAAGGTGGAATGATGTCCTCGGCCGCT 

TTTG 

^Sequence 3672 

AGGGACTTAi I im rTTTTTTTTTTTTTGCCCTCCCAGATTCTCAGTCC 

TTTGGTGATCACTTAACTGGACAATCAGAAATGAATGAAATCCACTTTTC 

CAAACAAGACATACCAAGAGAAGCCCGAGCAGCTCACCTGGGTCATTGGC 

TAACACAGACCCCGCGTACCTGCCCG 

>Sequence3673 

AGGTACT1 i H 1 1 IH U il TTT 1 1 1 1 1 1 11 i 1 TH GGGGGAAAAGAAAA 

ATAAACTATAGTTTTTGTCATTAAGTTTACTAGTCCAAAATAATGTATAG 

AATTGGTTACCAAGTTGGAAGAATCAGGAATATTTATGATAAAATCATGG 

CATTCCTCAAAGAAACTATTTTCAGTGCTTCCTAAAGTCTATAGCAAACA 

TGATGTAAATTATAAAACTTATAACTAAAACAACAAATAAAAGTTTTCTC 

AATTATTTAAGGTAAAAATAAAAACXTTGGACTGCTTCTCTTCAATTAGT 

GATACCTAA AGTT AAGCAGAGGTGTGGAGTTTTTAGGAACTAAAAGTTTG 

TGAATGACCTTTTATCAACAAATGGGTGCTAGGCTCTATTTTAAT 

>Sequence 3674 

AGGTAC AATAAG TCCTTACTTAACATCATCATTAGGTTCTTGGAAACTGT 

G ACTTT ATTTTTC 1' H ' I'C 1 T rCCTTCCTTTTC TTTTTTT 1T GGG AG AC AG 

GGTCTTGTCATGCTGCCCGGGCTGGTCTCTGATGCCTGGCCTCCAGTGGT 

CCTCCTACCTAGGCCTCCCAAAGCGTTGGGATTACAGGTGTGAGCCACAG 

CACCTGGCCAAAACTCAAAGTGAAAAGTTACCAAGAACCTATCCGTGATG 

CTAGGTTTTGACGACTTACTGTACCTGCCCG 

>Sequence 3675 

AGGTACACAGCAGTGCTCACCGAGCGAAAGATGAGCAGGGAGGTGAGATT 

GACGTAGCGCATCAGCGTCCTTCTAAGCAGGCGCCCGTGCTCGTCGCTTC 

CGTGAACACTGCTAGAGATGAGGAACATTAGCCTGTCTGGCCAGGGCAAA 

TTCACAAACTGGTTCCACCATCGGTTCACTACCAGAGTAACATAAAACCC 

TATTTATTTGGTTTGTAGTCTCCGACAGGAAAGAGAATCTTCAAATTTCT 

GGCTCCCCCGAAGAGGTGCCTTCAGGTCGGTGCTGCACGCCCGGTGTCAC 

CCTTCGCTCGTGCACAGTCAGA 1 1 T 1C i 1 1 CTGTTCTCTGGCCACTG AG A 

GGACCCAAAGTGTGACAAGAACAGAGGTTAAATGTTTTTTCACTTGTAGA 
G 

>Sequence 3676 

aggtact 1 1 mm rrm nmTrn i iatggagtctttaagattat 

CTCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAAGCGGGAGGCCAACACTGGGGCTACCCAAGAGTTGACCAAA 

GGTGGTATTAATACGTATGCTTACTTATTACCTTGTTCGCACAGTTCTAG 

TGTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAACTCT 

CTCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATTATAAA 

GCGCAACAAGCAAAATATGAATGTCCCTGCCCCGGGCGGGCCCTTCTAAA 

AACTAGTGGGAATCCCCCCGGGCTTGAGGGAATTTTCAATTTTAAAGCTT 

TAATGAATACCCGGCG 

>Sequence 3677 

AGGTACATGCGGTAGTGACGGGTTACAGTCCCGTGGGCAGCCTCTGCTTC 
TACTGTCTTGCCATCTGGACAAACCAGCACGCTGGTCATCATGCCGAGAG 
AGCCATACCCTTGGGCCACAGAGTCCGACTGCACGTCACCATCATAGTTT 
TTACAGGCCCAGATGAAGCCTCCCTCTGATTTCATAGCTTGGGCCACCAT 
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GTCGTCGATGAGCCTATGCTCATACCAGATCTTTTGAGCTTCAAACTGGG 

ACTTGTACCTGCCCG 

>Sequence 3678 

CCGCCCGGGCAGGTACAATAAGCACACACCCAGAAGAGCTGAAGGCTGAA 

GACAGAGACGATATGGCAAGAGGCAGTGGCCTGGAATGGGGACTGACCAC 

CCTGCAGAAGTTCAGCCAGGTAGATGTGGGGCAGGGGAACGCTGATGGTG 

GTCTCAGGGGGAAAACTCAGGACCTGCACATAAGTGGATGACCGGAAACA 

ACAATAAACATTGTGAGATCTGGAAACCCTTTTCTCCAACTGGCTGAAGT 

GGACCCGGGCTCCTGGAAGTAGTCCTAGTGAGGGAGGCAAGTGTGGGTCT 

TCTATATATACATCCAGGTGAGGGGGGAATTCACATTCAGCAGTCTCAAG 

AGCGACTGTTAGCTTCACACACCTTCTCATGGCCCCCG 

>Scquence 3679 

AGGTACGCGGGGACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAGAT 

GGAACCAAAGTCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACAT 

GCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTA 

AAAGAGTCTTAACGAAATCCTGGCTGACATTGACTTCTCCACTGCAACCA 

TCGAGTTCATTGTCTCCTAAACCTTGCCATGGAGGCCTGTGGCACCTGAG 

CC^GCCATTATCATCACXAGCACTTCCATGAGCTACAAGCTGGACCCACT 

GCAGTCCTCCTCACACACTGAAATCAGAGCCTGCACACAGAGCAGCAGAT 

GCTTCAATGTAAAGGTCATTTCCAGGTCCTTGACG 

>Sequence 3680 

AGGTACTni'TTriTTll^HTni'iUllHGCAAATTTACACAGTTTTCIT 

AGGAATGCTCrriCTrilU'ril'ICTCTTTGGACTCTACATTCCTGTAGCT 

CCTATTCnTGAAGGGCACAGGGGCrTACTTAAACATAAAATTTTACAACT 

TAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGAGCAGAC 

TTAACTGCAGCAAGCAGGTGACAGTAGCAAGGAACCAGGATCCAAAATTA 

TGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTACTCA 

GGGTCATAGGCTGGGTTGGAAGAATGGGAAAAGGAAATCAGTAGTATCTA 

TATCTAATTATGGTGACAGAATTTCACAGACATCTATTACCTAC 

>Sequence 368 1 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

TTTCACAGAAAAGGGTTTTCCCACCCCCGGAGGGTTTTTTTTGGGGGGAT 

TTCAAAAAAAAA 1 1 I'll 1 1 AAAAA AAGGCGGGCGGGTTTTTTTG AA AA AA 

ACTTCTTTTTGGGGCCCCCGCCGTAAAAAAACCCCCCCC'ri"ll"L"l"l"l"irr 

TTG AG AA AAAATCTCCCCCCCGTTGGGGGG A AAAACCCCCCT I" 1 TTTTTT 

TTTGGGGGGGTTTATCAACCCCCCCCCTCTGGGGGGGGGTTTTTTTTTCT 

TTGGGGGACA ACTTAC CCCGTAGGGGGGGAAAAAAAAAAAAAATTCCCCG 

GGGGGGGGGGTTTTT 

>Scquence 3682 

AGGTACGCGGGTGTGCACCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCACACATGACTGTCAACGCAAACTCAT 

GTTACTGAGGGCAGACACATGTTTGCAAAGAGACTCAGGAGCCAAACAAG 

TCACAACTAAAATGTGCTTTTTGCCCAAAATTTATACTCCAATTAGGTAA 

AGATCTTTCCCCTTGCTTCCCAAGAAGAAAAAGTGGAAGAGAAGCATTGA 

ATTACCTTCACATTGGAAAAACTTTGAAAGTCAAGTGGAAAATGGAAGGG 

CCTC AACC A A ATTAT IT T 1 GTTGCCATGGGGTTTAAA AGGTTTTTCCTTT 

GAAAAATTAAATTTCAAGGGTTTTTGTCTTTTGGGGTTG 

>Sequence 3683 

GTANATGGCCGCGAATACACT 
>Sequence 3684 

CCGGGCAGGTACAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAA 

CTCCTGACCTCAGATGATCCACCCGCCTCAGCCTCTCAAAGTGTTGAGAT 

TACAGGCTTGAGCCATTGCGCCAGCCCTACCTTTGTTTTCTTAATAGTAG 
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GAAAAATATGCCTTTATTTCTGTTATGATTTTTCAGAGAGGTAGAGATAA 
TAGATGGAAACTCTTGGAAGGAAAGCTGGTCCTTGGGCCGTTTTAAACTA 
GTGGGATCCCCCCGGGCTGGAGGGATTCCATATTCAAGCCTTATCGATAA 
CCGTCGACCrrCGAGGGGGGGGCCCCGGTTACCCAAGCTTTTGGTTCCCT 
TTTAGTGAGGGGTTAAATGGCGCGCTTTGGCGTAAATCATGGGTCATAGT 
>Sequence 3685 

AGGTAC1 1 1 n 11 1'ri'riTlTrriTl'nTliGAATCTTAAATGTGCTCTAC 

TAAGTGAAAAACCCATATACATGATTCATGGGCTACATATCACATGATTC 

CATTCATATGATACTTTGGAAAAATTAAAACTATAGGAATGAACAGACTA 

GGGCCGGGGTGTCCAATCTTTTGGCTTCCCTGGGCCACACTGGAAGAAGA 

ATTGTGCCTTGGGCCACACATAAAATATACTAACACTAACAATAGCTCTT 

GAGCAAAAAAAGTCCATGTATAAATCTCATAAGGTGTTAAGAAAGTTTAC 

GAATTTGTGTTGGGCCACATTCAAAGCCATCX^TGGGCCGCATGCAGCCCA 

CGGGCTGTGGGTTGGACAAGCTTGGACTAGCAGTC 

>Sequence 3686 

CCGGGCAGGTACGCGGGGGGAGGCAGGTTGGAGCCGCTGCCGTCGCCATG 

ACCCGCGGTAACCAGCGTGAGCCCGCCCGACAGAAGAATATGAAAAAGCG 

GAGCGTACTCGGTTCAGGGAAAGCCGCCGAGAATGACGGGGCTTTCTGGC 

TGCACGCTCCGCAAGTCAGTAGGGGACTTCGGAATGATCATTGCGAGCTA 

CAAAGCTAGAAAAAGAGTGCAATAACGCAGAAAGGAATGGAAGGGAAACA 

CCAAA TGTC AGCTTTTGGTGGGCTTTGCGTTGTTCCCAACCCCCTTTCCT 

GGCCCCTTTACGTCACTGGTTGCTGACCCTTGTGAAGCCCAAGTTCTCCC 

ACCCAAACGCCTTCGGCGGTTATTTCCCTTCCCTTGGTAGGATGCCTTCA 

CCAAGGGTTCCTCAAGACCACCCGAATTGCGGCAATTTCCCCCTTTTTGG 

CCCCCTGGAAGTACTGGCCATCCGGGGGGTTCCCCCTTTTTTGGTGCCTT 

TACCCITTCCCCC 

>Sequence 3687 

CCGGGCAGGTACGCGGGAAGAACGGCGGTAACAGTTATTGGCAAAAAGCA 

TGAAAAGAGAAAGCACTTTGAAATTTATTACTAGCTTGCTACCCACGATG 

AAATCAACAACCTGTATCTGGTATCAGGCCGGGAGACAGATGAGGCGAGA 

GGAGGAGGAGGAGGAGGAGAAGGCTCTGGGCTCCTCTGCAAAAATAAAAA 

TAAAAAAATAAATAAAATTTTAAAAATAATAAAAATTCACTATATACACA 

TATAAAGAAATAAAAAGAAGTCTCAGTTGCCAAAAAAAAAAAAAAAAAAA 

AGGTACCT 

>Sequence 3688 

AGGTACGCGGGTATTATGGAGATGCTCTGTTCCATCCAGGGAGGTGCAGG 

TGAAAAGAGGGCAGTTCATCCTCCTCACACTTAGGGCAGGGAGCAGCATC 

CAGGGGCAGATCAGCAGCTTTGCATGTTGACAAATCCACTCTCTGCTGCA 

GATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTrrTGTAAAATGGGGGA 

ACACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAAAGAA 

AAAGTAAGGAAGGAAGAAAAGTAAAAAGTAAAAAAATAAAATAACAAAAA 

TAAAAACAAAAAAGGTTACCTTGCCCGGGACGGCCCGCTTTTAA 

>Sequence 3689 

CCGGGCAGGTACT 111111 1 M i l I'M 1 1 1 riTTTTTTTTCT AAG AGTTG 

CAACAATTCATCTTTATTTCTTATTTTCCTCTGGAGATGCAGAATTTGGT 

ATATTTCACCCCAGGTATATTTGGGATAGTTGGCTCCTCGCTGGGTCAGG 

ATGGGCTGGGCCCCTTCCCCCGGGGGGGGG 1T T 1 1 1 11 1 11 1 GGGGGGGG 

GGGGGGGGGGTTTTTAAAACCCCCTCTTAAACACCCCCCTTGGGGGGCCC 

AAACCGAGGGGGAAACAAAATTTTTGTTTTTGGAAAAGACCGGGACGTCC 

CCCCCCCCTCTCGGGGGGAAAAATAAAATCCCCCCCCCCCCGAGAAAAAA 

AAAGGGGGTG l M i l l I llGTAAAAAAATGGAACCCCCCCCCCCCCCCCC 

TTTTAAGAGGGGGGGGGGGGCCCCCA 

>Sequence 3690 

A GGTACT TT1 l PTl rrr riT l i rTTGATTCCAAGTCCCCAAGAGGGCTTT 
ATT1 l n CTTTTCAACATCCTGGTCTGCGGCTTCCTTGGCTCTTTTTGCC 
CGTATGCCCAAAAACCGGGCGTTGGCACGGGCCATACCGAGACTAACGAA 
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GGCTTTGAAATTCTTCTCTTCCTCAATGATGACTCGAGCTTTCTCCTTCT 
TATAAACCTTCCGGACGGGCATGACCGGTCCGGTCAGCTGGGTGGCCAGT 
TTCAATTCTTCCCCGCGTACCTGCCCG 
>Sequence 3691 

AGGTACIirrri'llirrrilirLMllIlCTCCACCAGAAACACGTGCAC 

TTTATTGAATGCCATTGTAGAAAAGTGCGTGAAGATAAAGGGCTGATACA 

GGACTGGGCTCCGGGGGCAGGGCGAGGTGGAGTATGTGGGATTCAGGTCA 

TGGGCAGAGCTCCTGGCCTGGATGATGCCTCCTGATCTATCGATAGGCTT 

GGAAGATCAACACCCGGATGATGATGAGCAGAATGGTCATGAGGATGTCC 

ACAATCAGGGCTCAAATCCCGCGTACCTGCCCG 

>Sequence 3692 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCTCCCCGCGTACCT 

>Sequence 3693 

TGAGGTTTCTCACACTCATGAAAATGAAAATTATCTCTTACATGAAAATT 

GCATGTTGAAAAAGGAAATTGCCATGCTAAAACTGGAAATAGCCACACTG 

AAACACCAATACCAGGAAAAGGAAAATAAATACTTTGAGGACATTAAGAT 

TTTAAAAGAAAAGAATGCTGAACTTCAGATGACCCTAAAACTGAAAGAGG 

AATCATTAACTAAAAGGGCATCTCAATATAGTGGGCAGCTTAAAGTTCTG 

ATAGCTGAGAACACAATGCTCACTTCTAAATTGAAGGAAAAACAAGACAA 

AGAAATACTAGAGGCAGAAATTGAATCACACCATCCTAGACTGGCTTCTG 

CTGTACAAGACCATGATCAAATTGTGACATCAAGAAAAAGTCAAGAACCT 

GCTTTTCACATTGCAGGAGATGCTTGTTTGCAAAGAAAAATGAATGTTGA 

TGTGAGTAG 

>Sequence 3694 

AGGTACTATGTTCGCATCTGTGAATAGTCACTGCACTCTAGCCTGGACAA 

TATAGTGAGAACCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGGCAAAGT 

TCTAGATCCTAACTGGAAGAGTTAGGCCAAGAAGGAAGAAGAGGTTCTGG 

GAGCTGCTGGCTAACTCTCATCCTCCTCACTATCGAGATACCCGCGTACC 

TGCCCG 

>Sequcnce 3695 

TGGAACTGTGACACTACTTCTGACTAATGGGAACTCACACGCTGAGGCGG 

CCGCCCGGGCAGGTACGCGGGAGCCCCTCATGGGAGCCGGACTCCCTGAG 

ACTCAAGAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCAT 

AAGGAACACCCCCCCCTTCTCAACAACCACAGAAGATAAATGCCAAGGGG 

ACCACCAACATGGGCATGGGGCTGTGATGCCCATCTTAAAGGAAAAACAC 

AAGTAAAATTGGCTCCAGGACTGAGCTGGGGGCAGCTGCTATTTCTGTCC 

ATGACTTTGAGGCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTG 

CTGTCCTCTCGCAGGTTTCAGACATTGAATCCAAGATTGCAGCCCTGAGG 

GCCGCAGGGCTCACGGTGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAA 

CCTCCCGATATTTCTCCCTCGAATGGCTGGGAAACTTGGCAAGAGAA 

>Sequcncc 3696 

CCGGGCAGGTACGCGGGGAGCATATAAAATGCAGTTCTGATCCTGTCACC 

TCTCTGCTTAAAACTCTTCAGAGGTTCACCATCGCTTCCAGAAAAAGATC 

AATACTCCTGACGTGGCAACCTGTCGAGACTCAGGACCGCTAGGAAATCA 

GCTCTTGTTACCCCTTTATCCATTACACTACGATCCAGCTGGGTTTAGGC 

ATCACTTCCTCTGAGCAATCCTCCCTGATGTCATGAGGCAGTGCTGAGTG 

CCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAAATCCTGAACATCTGGA 

AGGGAGTCGTGTTCAGCAACATATCTACGCCTTGCAGCACGGTGCCTGGC 

CTGCAGCTGGTGTTCCGTAAACAGCTGCTGACTGACGGGATGCATCGCCA 

ATTCTAGATTTGAGTCAATTCTAGAGACCACCATGGTG 

>Sequence 3697 

AGGTACAGAGTGGGATGGTCAGGACCTGGGCCATTGCAACCAAAATGGGG 
ACTTCCTGGGTAGGGAGGTCACTCCCTCTACTCACTGAGCTAGGATTAGG 
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GAGGGTTATTGCCCCAACCATTGCAATGGGAGGTGGAGGGACAGGCTCAG 
CCTCCTCATTGTCTAAATGAGGCCTAAATGTGTGAAGTGCGATTTCTGCT 
TTTGTGTACCTGCCCG 
>Sequence 3698 

AGGTACGCGGGATTTATAAACATCCTGCAGGAAAATGATTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAA 

AAACATTAAAAAATGACAAGGAAGTTAATGGAAGCAATGCGATGGTGTTT 

GGAGGTGGAGCCTTCAAAAGGGAAATAAATGCCCTTGTAAGAAGAGGCCA 

GAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCT 

GTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATC 

CTCATCTTGGCmCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGG 

TTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACA 

GTGCCTCATTTACTACATACCATTTATATTATTATAT 

>Sequence 3699 

AGGTACCCTCTTTCCCTTCCCACCCCCCAATTAAAGGCAAACAATTTCAC 
TTTGCTCTTGCTTAACCTAGATTGTOT 

GACTTAACAAAAAAACAAAAAGACGTTTAACAGATGTCAAAAAGCTCCTT 

AGTGTTTGAAAATTAATGCTTTAAACAAAAGACAACATATTTTATATCAA 

ACATGTTTGAAGAGCCCTTAATTGCAGCATTCTGTAACATGAACAAACAA 

AAAGCTGGTGTAGGATTTATTGTCAAAGGCATAATTTCTTCACGCAGGTA 

AATAAGGAGGTGGTCGGTTCTTTTTCAAGCATTTTCACCGCCATTTCATA 

GGTTGGCAAAACGTACCTGGCAG 

>Sequence 3700 

CCGGGCAGGTACTTTA 1 1 1 11 1 1 1111 111 1 ITI TCCACTGGGGG AAATG 

ACACAAACTGACAAGTATTTATTTAGCCTCATTCCCATCACTCACCACTG 

CCACCCAAAAAAGTGTCACCTGAGTATTTATTGCATGCAGCCCCAACACT 

AAAGAAAGATCAGAAATATTTCGCTCCCGTGGTGGAAAATAAAGGGCTAT 

TTGCCCACGTCGCCAGGCTTTCTTTGGAAAGCATCTGGGAATCATTCCAG 

AAATTCAATTTCCAGGCGTGTGTTTCTTTAAGGAAATATTGTGGAGTAGA 

GAAGGAACGCACTGTGCAGGTGCCATTGGCTGTGGGCGTTGCTATGGCAG 

ATCAACCTTATTACTGAATAGCAAAGGAAGGAGTCACCATGAAAACACAA 

CATGAACAGGCAGAGTGCCCACCCCGTGGCCTCGGA 

>Sequence3701 

CCGGGCAGGT AC 1 1 1 rTTTTTTAATTTTTTTTTTT nTIGGTATTTTTAG 

TAGAGACAGGTTTTGCTATGTTGGCTATGTTGGCCATGTTGACCAGGCTG 

TTCTAAAACTCCTGACCTCAGGTGATCTGCCCACCTCAGCCTCCCACAGT 

GCTGGGACTGCAGCTGTGAGCCACCGCGCCTGGCCCAGACTTTTTTTATG 

AAAGAAAAACAGATTTACTATGGATTACCAAGTTAAGAGAAGGTGAAGAG 

CAGAAGT CTGA AGGAGTTGCGCAAACCATATGGACATGTGGACACCTGGA 

AAGGACATTTTAAGCAGAGGTTACAGAAGTCCGAAAGCCCCTAAAACAAG 

CACATGCCTGAAATATCGTGAGGATCAGGAGGCCTGCGTAAGCAATGTAA 

GCCAAATTCTGTGAGAG 

>Sequence 3702 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGAAAGAGGCCCTCA 

CCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAGG 

ATTG TGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGTG 

TTTTATGGCAGCACAAGGTAACCCAGATGATGCTTCTCACCACTGGGTGG 

TCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCTT 

GCTGGTCACTCTCTTTGGTCCTCTCAGACGCCTTTCTTAGTGGTGCCTCT 

ACCAGGCCCTTGACTTCATCCTTTTCT 

>Scqucncc 3703 

AGGTACCTCAGCACAGCACAGCCACGCTACAAAAACGTGGCCAGACTCTT 

GTTTACGTCAGTCCCTGACCACATTTCTAGTCAGTGGGTGAAGTCTTTCA 

ACCAGGGTCTCTGGCTACCTTGACTGCTGTTGTCTGGCTGACAGAGGTCT 
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CAGGCTTCCCTGAGTCAGGGCTGCCAGGGGGAGGACCAGATTGTCATCTT 

TGCTTTTTGGGCGACCCAGCCATTTCAGCCTTAGGGCTrCAGAGTGTCTG 

AGGTGACCAGGGGCTGAAGTGAACCCCCAGCACAGCACAGCTGCTCTATA. 

AAAACGTGGCCAGACTTTTTTTTTAAAGCAAGrccCTGTGCTTGTTCCTC 

CTGACTAGGTAAGACTCCTCAACTTGCCTCCAGCCACATCTTATAGGTGT 

GTTCAGATTGGCAACAGGTTCGTN 

>Sequence 3704 

CCGGGCAGGTACTCGGGGGTAGTAGCCATGGCGGCCATGAGTTTTTTGCG 

GCGGGTTTCGGTTACTCCGGTGGCAGCTCTGACTGGCCGGCCCCTTGGCA 

CTCGCCTCGGATTTGGGGGCTTACTCACTCGTGGCTTTCCGAAGGCTGCT 

GCTCCTGTTCGACACATGCKjAGACCATGGGAAAAGACTATTTGTCATCAG 

ACCTTCTAG ATTCTATGAC AGGCGTirrr I GAAGTTATTGGG ATTCTACA 

TTGCATTCACTGGGATTCCAGTAACAATTTTCATAACTTTGGTGAATGTA 

TTCATTGGTCAAGCTGAACTAGCAAAAATTCCAGAAGGCTTTGTCCCAAA 

ACACTGGGAATATTATAAGCATCCCATATCAAGAAGGATTGCCCGAAATT 

TCTATGATAGTCCTGAAAAGATATATTAAAGAACAGG 

>Sequence 3705 

TGGCGGACCCCGCGTACTTTlllllll'rilllTlJ'lTlU'lXjAAAGTCTTT 

TCTGGGTGAAGTTTATTCTGTTTTCACATCTAGGTTGTTGGGGAGAGTGA 

TAGACAAAGTTCIXjGATTCTGGGCATCGACAGCGCATGCTTGTAATCCTA 

CTTGGGAGGTTGAGACAGGAAGAATCCCTTGAGGCTAGGAGTTGGAGGCT 

GCATTGTACCT 

>Sequence 3706 

CCGCCTGGGCAGGTACGCGGGGACACCCTGATCTTCACTGCAGAATGTAA 
AGGTTTCAACGTCTTGCTTTAATAAATCACTTGCTCTCCAAAAAAAAAAA 
AAAAAAAAAAAAAAAAGTACCT 
>Sequence 3707 

AGGTACTGGGCTGTGGCACAGCCTTCAAGACAACACGGGTGTATCTCTGA 

TCCTGCCCTACCTAGGCTTCAAGGGGCTTCTGTCTGGAGAAATGCCCTCA 

AAGGGTAACCAGTAGGTGTGGCATTGAATTGGCCAGTGTTAGCATATACC 

GCCATTACCCAAATTGAGTTTGCCTGCCCCAAGGGCCCCCTTAAGGTTAT 

TAGAACGGTATTCACTCATGGTAGAGCCCGTCCCGCCTTGGTTTTCTTAA 

GGAATAGCCCCAACAAGAATGAAGGGGATGCCCrrnTTCAGTGGGGCAT 

CTTGGAAATTCTTTTATGTTGCACAGGGGGCCr 11*1 1 TTTTTCATTCAAT 

AAACTCGCGGCGTAGATACCCTGGCCCCGTGGGCCTGGCCCGCTTCCTAA 

GAAAACTTAAGTTCGTATTCCCCCCCCGGGTTCrTGGAAGTGAAATTTTC 

TCATTATCCAAAGGCCTTTATTTCGAATTACCCGTTTCGAACCCTTCCTT 

ATGGGGGGGGGGCCCCCAGGTTAACCCCAAACCTTTGTTG 

>Sequence 3708 

AGGTACGCGGGATCAAAAGCAAGTGAGAAACTTGCTTCATTACAAAACAA 

GTTATGTAGCTAGATATTGGGTTGAATCTTTTGATATTTTAAGAAACTAT 

CCACACAGATCAGAGAGTTGATAGACGTATTAAAACATAGTGATGAATTC 

TCTGGGAGATCAGTCTTTGACAAAACTTCAAAATTCCAAATCTGATGAGT 

AATGTGGAAATTAATTTATCTAAGCAATGTGCTACACACAAACCTTACTG 

GGTCTTCAGGGCTGAGTTTAAGTGGCAGGCTTTTGCATGGTTTGTTATGA 

TTGTGAAATGGTATACCTAAATTTCTTAACTTTCGTTTTTTCCCATTTAT 

TGGATTTAGTTCCTTTTAAGGAAAAAACCTTTTTGGGGAAAATTTCCCCA 

ATTTACTAAAGGGGGGGGTTTCCCTAATAAGAAAAGGGG l rTTTTTTTCC 

CCCCAAATCTTTTTTGTGG 

>Sequence 3709 

CCGGGCAGGTACGCGGGGGTGGCTGCATGCCAGCCAGACACCCAGTCTTG 

CAAGACTGTCATTGAAAATCTCCGTTTTGCTGTTCTCCGGGTCTCTGCGT 

CCAGTCTTTGTGTTTGGACGGACCTGCCGGGCCATCTTTCTGCAAGAAGA 

TAAAGGAAGACCAGGAGTGCCTGCCGAACTCCTATGGAGGAAGTCTAGGA 

GAGGAAGGGGACAGGGAGGAAGATGGTGTCTGCAAACCAGGAAGCAGCCT 

TGCCAGACACAGGATTGGCCACAACCTTGACCCCAGACTTCCAGCCTCCA 
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GAACTCTCCTACTGCACTGAGAAGCACGTGTTCTCCATTTCCCTGGGGGA 

GACCATTGTATTGGGCAGTTTGGAACAAAACACCATGGACTGGGAGGCTT 

ACACAACAGAAATTT 

>Sequence3710 

AGGTACTGGGCTGTGGCACAGCCTTCGAGACAACACGGGTGTATCTCTGA 

TCCTGCCCTACCTAGGCTTCAAGGGGCTTCTGTCTGGAGAAATGCCCTCA 

AAGGGTAACCAGTAGGTGTGGCATTGAATTGGCCAGTGTTAGCATCTACA 

GCCATCACCGAGATGAGTTTGCCTGCCCGAGGGCCCCCTAAGGTTATAGA 

CGGTATCAGCAGGGAGGCCGTCCCGCTGGTTTTCTAGGAGAGCCCACAGG 

AGGAAGGGAGCCTCTTCAGGGGCACTGGAATCTTTTGTGCCAGGGGCTTC 

TTTTCATCAGAGCCGGGGAGTACCTGCCCG 

>Sequence 3711 

AGGTACAGGGTAAACAGGAGGATCCTTGCTCTCACGGAGCTTACATTCTA 

GCAGGAGGACAATATTAATGTTTATAGGAAAATGATGAGTTTATGACAAA 

GGAAGTAGATAGTGTTTTACAAGAGCATAGAGTAGGGAAGCTAATCCAGC 

ACAGGGAGGTCACAGAGACATCCCTAAGGAAGTGGAGTTTAAACTGAGAG 

AAGCAAGTGCTTAAACTGAAGGATGTGTTGAAGAAGAAGGGAGAGTAGAA 

CAATTTGGGCAGAGGGAACCTTATAGACCCTAAGGTGGGAAGGTTCAAAG 

AACTGAAAGAGAGCTAGAACAGCTGGAGCCGTTCTCCGGTGTAAAGAGGA 

GTCAAAGAGATAAGATTAAAGATGTGAAGATTAAGATCTTGGCGGCATTC 

AGGGATTGGCACTTCTACAAGAAATCAC 

>Sequence 3712 

AGGTACGCGGGATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCTTGACC 

ACTATGCTATCATCAAGTTTCCGCTGACCACTGAGTCTGCCATGAAGAAG 

ATAGAAGACAACAACACACTTGTGTTCATTGTGGATGTTAAAAGCCAACA 

AGCACCAGATTAAACAGGCTGTGAAGAAGCTGAATGACATTGATGTGACC 

CAAGTCAACACCCTGATTCGGCCTTGAGGGGAGAAGAAGGCATATGGTTC 

CAATGGCTTCCTGATTACGATGCTTTGGATGTTGGCAACj^AAAATGGGAT 

CATCTAAACTGAGTCCCGCTGCCTAATTCTGAATATATATATATATATAT 

CTTTGCACCCCACCTTTGAAGGGGTGGACATATTAAAGTACCTGGCCGGG 

CGGGCGGTTTAAAACTAGGGGATCCCCT 

>Sequence37l3 

AGGTACGCGGGGAACACATCCAAGCTTAAGACGGTGAGGTCAGCTTCACA 

TTCTCAGGAACTCTCCTTCTTTGGCCAGGATTGCTACTCTGCAGTCACTG 

GGAGCAACTGGACTCTCCGGATTGACCAAGTTCATCCTGGGCTCCATTGG 

GTCTGCCATTGCGGCTGTCATTGCGAGGTTCTACTAGCTCCCTGCCCCTC 

GCCCTGCAGAGAAGAGAACCATGCCAGGGGAGAAGGCACCCAGCCATCCT 

GACCCAGCGAGGAGCCAACTATCCCAAATATACCTGGGGTGAAATATACC 

AAATTCTGCATCTCCAGAGGAAAATAAGAAATAAAGATGAATTGTTGCAA 

CTCTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTCCCCCGGTAT 

ATTATTATGATTAATAAATAACGTTTTTAAGGGCCTAT 

>Sequence37l4 

AGGTACTCCTTACTCAGGTTCTCCATATATTTCTGTAGTGCTTTATGCTT 

CCAGAGCATCTTGGTGTCTTGATGGCAATATCTCCTGGACCAATTCTTAC 

TTAACAGATGAAGAATGCAATTCCTGTTTTGTCTAAAAACTTGCAGCCTT 

GTATCAAGATGTATCTGTCTAAATTGATGAGAATGGAGCTGGATGTGACA 

CTGGAGGTAACCATTAAGAGATGGATGTCTAAAAAGCCAAACACACAGGT 

GACGATTCATCTCAGCATCTGAAATACAATAAACACAGTCTTTAAAAAAA 

AATCAGCTCTAAAGATACATGCATAATAAACCTGGAAGGAACATCAAGAA 

ATCTTGTTTCATCTACTGCCTCAGCCAGCTCCACAGTCTTAAAATTCAAC 

TGCCGGCTGGCAGCAGTGGCTCACGCCAGT 

>Sequence3715 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 
TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 
GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 
ACCACTACATCATTGCAAATCTGGGATTTACTGATGGAGACCTATTAAAA 
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ATCCAGTTTGGAGGTGCAAATGTCTCTGGATTTCAGATAGTGGACTATGA 

TGATTCGTTGGTATCTAAATTTATAGAAAGATGGTCAACACTGGAAGAAA 

AAGAATACCCTGGAGCTCACACAACAACAATTAAGTATACTTCTGCTCTG 

ACCTATGATGCCGTTCAAGTGATGACTGAAGCCTTCCGCAACCTAAGGAA 

GCAAAGAATTGAAATCTCCCGAAGGGGGAA 

>Sequence3716 

AGGTACGCGGGGCTCTTGATGCATAAAAACAGCTGGGCTCCCTTGGAGAC 

AGAGCGCCATGGGAAACCGGGtCTGCTGCGGAGGAAGCTGGAGCTGCCCA 

TCAACTTTCCAGAAGAAAAAGAAAACAGGAAGCCAAACAAGACGGACACT 

GAAGCCGCAGCCACAACAGCTGCAGCAGAATCTCCCAAAGGGCCATGAAA 

CAACAGGACATACGTATGAACGGGTGTTACAGCAGCAAGGGTCTCAAGAG 

AGGAGTCCAGGCCTCATGTCGGAAGACAGCAACTTACATTATGCTGACAT 

TCAAGTGTGCAGCCGTCCCCATGCCCGGGAAGTGAAACACGTGCATTTAG 

AAAACGCTACAGAGTATGCGACCCTTCGCTTCCCCCAGGCCACACCTCGC 

TATGACAGCAAGAACGGGACCCTGGTGTGAGCGCTTGG 

>Sequence3717 

AGGTACGCTGGGAAGCGTTTACTTTGAAAAAATTAGATTGTTCAAAGCAG 
GCCCGAGCCGCCTGGATACCGCAGCTAGGAAAGCGAATGATAAGGGAAAA 
GTTCTCAGGGAATTGAAGTGTTGTTGCTATGGTGACGTC 
>Sequence3718 

CCGGGCAGGTACCTCTTTGATGAATGAGCCTGGCAGACCCCGAATCGCAT 

TTAAGTGAAAGCCATAGCCATTTTCACCTTTAGCXAGCCTGCAGAGTTTA 

GGCTTATGATCTACTTCCTCTGTAGTATCTGGTGGACTTGAGACTTCCAA 

ATAATGGGAGGGGAGCTGGAGCCTCCTTGACAGAGCCAGTTGGGCAGTTC 

TTGACTTTGATAGTAGAGAAATGGAGAAAAATGAGCCAGTCTGTACGT 

>Sequence3719 

AGGTACTTTTTTTrTTTTTTTTTTTT^ 

TTGGGGGTTTTTTTGGCAGCCACAGGAGTTTTAGCCAATTCAGATGCCTT 

GCTCCCCACAATTTGGAACATTCCTTrGGATTTGACCAAGTCAGGAAGAG 

ATGGGAGAGAAGTGAAACAGCAACAATAAACCCCAAACATAAACAAAAAG 

AGTTAAGCAAAACAAACAAATGCGCAATTCATGTGATTACTGAGTGTTCT 

AATGGTAAGGAGAAATTAAAAGCAGCTGGTGGGTCATTTTAAATTTTAGT 

CATTAAGGAAAAATTTTAAGACAAACTCTAAATTAGCTTCTTACCTGGAA 

ATAAGGCTCAGGCTGGTGATTGTTCTCTGCCATCTTAAATGCTGGAAAAA 

ACTTACACTC 

>Sequence 3720 

CCGGGCAGGTACATGACTGATATTACACCTCAAGGTGTGGCTATGAGAGC 

TGGAGTTCTGGCTGATGATCACTTGATTGAAGTGAATGGAGAGAATGTAG 

AGGATGCCAGCCATGAGGAAGTGGTTGAAAAGGTGAAGAAGTCAGGAAGC 

CGTGTCATGTTCCTGCTGGTGGACAAAGAAACTGACAAGCGTCATGTTGA 

GCAGAAGATACAATTCAAAAGAGAAACAGCCAGTTTGAAACTGTTACCCC 

ACCAGCCCCGAATTGTGGAGATGAAGAAAGGAAGCAATGGCTATGGGTTT 

CTATCTGAGGGCAGGCTTAGAACAGAAAGGGTAAATCATCAAGGACATAG 

ATTCTGGAAGTCCAGCAGAAGAGGCTGGCTTGAAGAAACAATGATCTGGT 

AGGTGGCTGTCAACGGCGTAGTCT 

>Sequence3721 

CCGGGCAGGTACTi'rrTlGAGCCCACTGTGTGCTGCCTGTTTTTATAAGA 

CATTGAATTTTGTTAATAGAATGTAAACTCCATGAAGGCAGAGATTTTTG 

TTTATTTTGTTCACTGTGGAATTGCTAGCACCTAGAATACTGCTTGACAG 

ACAGTAGGCAGTCTGTAAATTTATTTGTTTGTTTGTTTGTTTGTITATTT 

ATTTATTTATTTATTTA 1 I 1 ' V I G AG ATGG AGTTTCACTCTTGTCGCCCTG 

GCTGGAGTGCTAGCGGCACAATCTCAGTTCACTTCAACCTCCGCCTCCCG 

GATTCAAGTGATTCTCCTGCCCTCGCCTCTAGAGTAGCTGGGACTACAGG 

CGTGCACCCCCACGCCTGGCTAATTTTrGTATTTTTAAGAAAGGCCGGGG 

TT 

>Sequence 3722 
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TGGTGGTGAAGCTGTAGCCGCGCTCGGTGAGGATCTTCATGAGGTAGTCA 

GTCAGGTCCCGGCCAGCCAGGTCCAGCCCGCGTACCT 

>Sequence 3723 

GGGGAGTGCCGTATCACTCACTTACGATGAGTCGAATCGGACGCTGCGCG 

CGCGGTGGCGGCCGAGGTACATCCAAGATTAGGTCATAAAAAGTCTGTGG 

CAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGCACCCAGGAGGTGG 

AGGTTGCAGTGAGCTGAGACCACGCCACTGCACTCAAGCCTGGGCTATAA 

GAGCAAAATTCTGTCTCAAAAAAAAGTCCGTGGCTTCAATCTTGGGGGCT 

CTGCCTCTCTGGCnTITrGCTCAGTTACTCTGAAAAAAGCCAGGTGTCAC 

ACTGTAAGCTGTCCTACAGAGAGGCCCATGTCAAAAAGAACTTATGTTTT 

TTGCCAAGAGCCACATGAATGAACTTGGAAACTGAGTCACACTTTGCACA 

ATTATGTACCTGGCCC 

>Sequence 3724 

AGGTACACGTCTCTGTCTGGGCCTCGGCCAGGGTGCCGAGGGCCAGCATG 

GACACCAGGACCAGGGCGCAGATCAC 

>Sequence 3725 

GCGGTGGCCGGCCGCCCGGGCAGGTACGCGGGTCCAGGGCCAGTGGCACC 
CCTTCACCAACAAGCCGACCACGTTCCGCGGGCTACGCCCCCGAGAGGTT 
CAGGATCCTGCCCCAGCCCATGTGCAAGCACAGTGAAGAGTTGCCCCACC 
. AACTG CAGTC CCAGGCTATTGGACTGTTACTTCCGGTAAAAGGTGGTTCT 
TTCCCCTTTTGGGAATTCCAAGCTCCAGGCAAATTGGAACCCCATCATTG 
GGGCAAAGTTTGACAAGAAGGTTTCTGCTTTGGGGAATAATTGAAAAAAG 
CCTGCCCTTG1 riTlTn'lTCCAAGGGGCCTTGTTTTCTTGTGGGGGCCG 
GTGGACCCTTTTGTGAAACCCTCTTAATTTTTTTATGCCAAAGGTGGGAA 
TTCCCTTAAAAACCCTGAGAATGAAGTGAAAGACCTTCAAAGGGGGTTTT 
TACCAGGGGGCCCCTTGT" 1 " I" 1"1 " ITI TAA AATTCC AAAATTTGG ATAAATT 
AATGGATTCCTCAA 
>Sequence 3726 

CCGGGCAGGTACGCGGGTGGAGGGGTAGACATGGAAAGAAAGGCAGATCA 

TGATTAAAGGTTACAGAAGGAGAAGTAGCAAGGCTTTAATCCTAGAGCCC 

ATCCTCCCAGAGAATAAATGGTAAAAATGTTTGCCTTTGTGCCTTGGGAA 

GCGCTAGGCTCCTGCTGCTCTTTCATCAAAAAAAAAAAAAAAAAAAAAAG 

TACCT 

>Sequence 3727 

CCGGGCAGGTACCACTCAGAAGCCTTCACTGTCAACTTCGGGGACACCGA 

AGAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGACA 

TCCTGGACTGATTCTGTAATTTTCGTATCTTTTTTCTCCCATGTTCCCTT 

TATTTGTCTTTTGGTTCTGCTTTTTGGGAGATTTTCTTAACTrrGATCTAC 

CTGAGGCTCAGTCCTCATCTGTAAAATGCTGATAAAAGGACCTACCACCT 

AGCGTTGCTGTGAGGTGTCAGTGAAATAAAATGTAAAATGCTTAGCACAG 

TGAACTTTAATAAATGGTAGTTGTGGTTGCACATAAAAAAAAAAAAAAAA 

AAATGGAAAAAAATTTTTTAAAAAAAAAAAATATTAAGGTCCCTTGGCCG 

CTCTAA 

>Sequence 3728 

AGGTACGCGGGTTCAACTAAAAGAGGTATGGGAAGAGACTGATGGATTGG 

ATCCTAATGACTTTGACCCCAAGACATTTTTCAAATTACATGATGTCAAT 

AGTGATGGATTCCTGGATGAACAAGAATTAGAAAGCCCCTATTTTAACTA 

AAGAGTTTGGAGAAAAGGTTATGAACCCCTTAAAAATGAAAGAGGGATGA 

TCATGGGTATAAAATGGCAAGTAAGAAAGGGCTTTACTAAATGAATGGCA 

AACCATGTTTATTGAAATGAAGGGTTGAATATCTTAACCAAAATAACTAG 

AATTGGGTGGACCTCTCTGGTAGGGAGGGTTTTCCTGGAATAGGCCCACC 

AATAAAAAGAAGAA AAGTAA TTTTCCTGTGGGGGGCCCCAAGTATTAAGG 

CTGGGGGGAGAACCATTTTTAGTATTCAAGTCCAACCTAGGTTTCTTTCC 

ACCAGGTAGG GGAAA GGAAAACTTAACATAGAAATAATTGGAAGAAATTA 

TTTAATTTGGCTTTTTAACCAAAGAAAAAATTGTAACCTTTTAAAG 
>Sequence 3729 
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AGGTACGCGGGGGTTGTGACTAGGAAAGGCATGGGACGACATGTGTCCCA 

GGTGAGGTATGTGCCACAGGCAGTTACGGATGTGTTGGAGGAGGAAATTC 

CAGGAAGGGGCAAGATCTGGAACGAAGGCCTGGAGGGAGGTTCCCCTGAA 

GGATGCTAAGGAATACGCTGAATCCATAGGTGCCATCGTGGTTGAGACAA 

GTGCAAAAAATGCTATTAATATCGAAGAGCTITTTCAAGGAATCAGCCGC 

CAGATCCCACCCTTGGACCCCCATGAAAATGGAAACAATGGAACAATCAA 

AGTTGAGAAGCCAACCATGCAAGCCAGCCGCCGGTGCTGTTGACCCAAGG 

GCCGTGGTCCACGGTACCTGCCCG 

>Scquencc 3730 

CCGGGCAGGTACAGCCCCCACCCCCCGTCCAAAGGTCTTGCGTTGTAAAT 

GCCACCACCATTGTCCAGAAGACTCAGTCAACAATATTTGCAGCACAGAC 

GGATATTGTTTCACGATGATAGAAGAGGATGACTCTGGGTTGCCTGTGGT 

CACTTCTGGTTGCCTAGGACTAGAAGGCTCAGATTTTCAGTGTCGGGACA 

CTCCCATTCCCCATCAAAGAAGATCAATTGAATGCTGCACAGAAAGGAAC 

GAATGTAATAAAGACCTACACCCTACACTGCCTCCATTGAAAAACAGAGA 

TTTTGTTGATGGACCTATACACCACAGGGCT TTAC TTATATCTGTGACTG 

TCTGTAGTTTGCTCTTGGTCCnTATCATATTATTTTGTTACTTCCGGTAT 

AAAAGACAAGAAACCAGACCTCGATACAGCATTGGG 

>Sequence3731 

aggtacgcggggccttccactatgtgaggacacagcaagaaggggctgac 

tctgaaccaggaagctgtgctgtgctcacx:agacactttgatcttggact 

tctcagcctcragaacratggggtrctgctcttgtcacccagactggagt 

gaagtggcacaatctcggctcactgcaacctccgcctcccggg1tcaagc 

gattcccctgcctcagcctccagagtagctggactgcaggcgcacgccac 

c actcctggctaa itu" igtattttt agtag agacggggtttc acc atgt 

tggccaagatgttcttgatcttctcaccttgtgatccgcccacctcaacc 

tcccaaagtgctgagagactaagacacctttctagacagagaggaggccg 

atggcagacattctcagataggtttgtagcta 

>Sequence 3732 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCATGGGCTTCTG 

CTGAGGGGGCAAGCGGAGCTTGAGGAAACCGCAGATAAGriTTTTICTCT 

TTGAAAGATAGAGATTAATGCATCTACTGAAAAAATATAGTCAATACGTT 

ACTAAGATATTGGTTTAGCGATAAGTTTTTAACGTAATGTCAATAGCTTA 

AGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAACGAA 

AAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCA 

TGGAGCAAAGACTTAAAACATAAAGGTACCTT 

>Sequence 3733 

CCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTCTCA 

TCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTCTGAGGGGGA 

AAACCAATGTGTTTAGCGTGCCTGCCCACCTGCGCCTGAGCACAACTATC 

CTGCAATCTGACCTGCCCCTCCTGCACAGGAAACCACCTTCCCCTCCCAA 

TTGATGGTTCAAACACTGCCACCGCTGACTGCCCTGCATCTGTGGGTCTG 

TAGAACAGAAAGGTAGAACAACTTATTTTTTAGGATTTAACGACAACCGG 

TTGAAAAAACGGTAGGGTGTCATGCTCACAGAGAATAAAGATTTGTAGAA 

AAGGTGCTGAACTGCCCAAGGAAGGATTTCCTGTGCCCGGTTTGAAACA 

>Sequence 3734 

CCGGGCAGGTACTATCAATGAAGCCTTACCAAAGGACGTGTCTGAGGATC 

CAGCTACCAAGTCAGGATTGTTACCCCCACCACCTGCGCTCCCTCCAAGA 

CCTTGTCCATCACAGTCTGAACAAGTGTCGGAGGCCGAGTTACTCCCACA 

GCTGAGCAGAGCCCCATCCCAGGCTGCAGAAAGTAGTCCAGCAAAGAAGG 

ATGTACCT 

>Sequence 3735 

AGGTACl TT 1 1 1 i 1 1 1 1 1 I I I 1 ITnTnTn'AAATGTTTTTGTTAAAAA 
CTAAGACACATATTAGCCTAGGCCTACACCCGGTCAGGATCATTCATATC 
ACTGTCTTCTGCCTCCACACCTTGTCCCACTGGAAGGTCTTCAGGGGTGT 
GATCGTTAATACTGAGTGTCAAACTTGACTGGACTGAAGAATGCAGAGTA 
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TTGTTCCTGGTGTGTCTGTGAGGGTGTTGCCAAAGGAGATTAACATTTGA 

GTCAGTGGACTGGGAGAGGCAAACCCCCCTCAATCTGGGTGGGCACCATC 

TAATTAGCTGCCAGCGCAGCTAGAATAAAGCAGGAAGGAGAAGATGGAAG 

AATGACTTGCAAAGTCTTCCAGCCTTCATCTTTCTCCCGTGCTGGATGCC 

TCCTGCCCTTAACATCAGAT 

>Sequence 3736 

CTACTAGTAGGGCGAATCTCACCTGCAGCGGCGGCCGCCCGGGCAGGTAC 
CCCATGTCCTCCCACACCAAAAGAGATCAGTTCTGGCAAGAAAGCTCCAA 
CGTGCC 
>Sequence 3737 

AGGTACGCGGGTATGGGATCTTAGGAAAAATGAGCCAATCATCAAAGTCA 

GTGACCATAGTAACAGAATGCATTGTTCTGGGTTGGCATGOCATCCTGAT 

GTTGCTACTCAGATGGTCCTTGCCTCCGAGGATGACCGGTTACCAGTGAT 

CCAGATGTGGGATCTTCGATTTGCTTCCTCTCCACTTCGTGTCCTGAAAA 

ACCATGCCAGGGGGATTTTTGGCAAATGGCTTGGAAGCATTGGCAGAATC 

CTGAAATTGTTAACTTGACCTTGGGAAAAAAAAATCTAAAAAATTTTTTT 

GGTTCAAATCCAAAACCCAGGGAGAAGGGGGTTATTTAAAACTTTCCCAC 

AAAAAAAACAAAGGGGGGGGTTTAAAATTATAAAAGGGGGGCTCCCCAAA 

AAACCCCTGTTGTTTTATAAAGCCirrri'rrrrilAAGAGGGGGAATA 

>Sequence 3738 

AGGTACGCGGGGACAGCAACTTCCTTGATCCCTGCCACGCACGACTGAAC 

ACAGACAGCAGCCGCCTCGCCATGAAGCTGCTGATGGTCCTCATGCTGGC 

GGCCCTCCTCCTGCACTGCTATGCAGATTCTGGCTGCAAAGTCCTGGAGG 

ACATGGTTGAAAAGACCATCAATTCCGACATATCTATACCTGAATACAAA 

GAGCTTCTTCAAGAGTTCATAGACAGTGATGCCGCTGCAGAGGCTATGGG 

GAAATTCAAGCAGTGTTTCCTCAACCAGTCACATAGAACTCTGAAAAACT 

TTGGACTGATGATGCATACAGTGTACCTGCCCG 

>Sequence 3739 

CCGGGCAGGTACACTAGAACCTCACCTCCTAAATTTGTTAGGTATCTTGC 

AATGCGGCCACTGAGATGGAGAGAGGCTGGGAGCTGGACGAACGGCCATC 

TCTCCTTCCATCTTGGCCTCGGCTCTAAGAACCTAAATCCCTGACTGGGA 

TGCGTGCGGAGTTCAATCCAGTATCGCCTGGCGGTGCTCCCCGGAGGCGC 

CTGCGGGAAAATTCAGCTTTCCCTCTCCACGACAGGAGGCGCTGTTTTCG 

TGGAAATCCCCCGGCTGCGAACCTGGGATCCCTGACCTGGATCAAGTCTC 

CGAAGCTGGCAGAGTCCATTCTGCATCACCGGTCTTGGGCTTTGAAGAAG 

CCTAGGAGAAATTCCGCTTCGGCCATCACGCTATGAAAAGTGGATTTTTT 

TTTCTTAAGTCAATTTTTTTTTTTT 

>Sequence 3740 

CCGCTCGGGC AGGTACTT T f T 1 11111111 rT T TTTTTTT T TT TG TCCAA 

CGAAATTATTTATTGCTGTTAGGAGGCCCAGGACCTTCTAAACTGAAAAG 

TCCATGGGCCCTTGTGCATGTGAAAGTTATACAGGGAATCGTTTTCTCTT 

TTTCAAGGGTTTAGCTAATCAGGGCCCATACATGCITCATGGTCCACrTC 

GGTGCACAAGGGGGTCCAGGTTTTTTTGCTCAAAAGAACCCTTAGGCTTT 

TTCAAGTTTTGCCATTTCTAAAGTTTTTCTTTATTTGAAAAAAGCCTTCC 

ATTTGTT7TTGAATGGOTCAAGCCTTITTTAGGCTTTTGCTTTTGGGGAA 

TTTG GGTTG ACTTTTTTGCTTTTC ATG A A ATAAAAAAATTTTTn ' Tl'GGG 

G TTGTTTTT GTTAATGTGAATCAAATGTATTCTTTTCAGGGGAAAGTGGG 

CTTTTTTTTGAAAAACTGCCACTAATGGGGTACCTTTTGTCCTTTCCACT 

TTTAATGCCAAAAAAAAGGGTAGGGGTTTAATTTTTTTGAATTTGCTTTG 

TGGGGCAGAT 

>Sequence 3741 

AGCGGCCGCCCGGGCAGGTTCGCGGGAGTAAATTGAATGTAATAGGTCTT 

CAGTAACTATTTGAGGAATGAAATTGTTATTGATATATTGATTTAACTGA 

GCAAATTCATAAGTGCCACGCTTGGAGTAAAGTACAGGGAATCTCATTTT 

TTGGGTAATTTCAAACAAGTAGGAGACCATCCACTATCTATAAAGGACAA 

AGGAGATTTGAGTGACAAACATGTTCCATACCATCCAATGGTGTTATTCT 
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ACTACTTCATCCCAGCTAGTAAAATGGGGCAATAAGAACCAAAAAGCAGG 
TACTGTCCCTATGTAAGTAGACTTCCTAGTCCTGGCCAAAACATGAACTC 
CTAACACAAATTCAAATAACATAAAGTCCCT 
>Sequence 3742 

CCTCTGCC f T I "1 ' ITGTTCTACGTGGGCCCTCAATGG ATTGGATG ACACCT 

GTCCGCACTGGTGAGGGTAAATCTTTACTTGGTCTTCTGATTCAAATGTC 

AATCTCTTCTGGAAACCCCCTCACAGACACACCTAAGAAATAACGCTTCA 

CCAGCTCTCTGGGTAGTCCTTAGCCCAGTCAAATTCACATACAAAANAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 3743 

TTGGGACGTGCCATGGCTTGGGAGAACTAGTGAGGAACATATTTCTCCAT 

GCCAGTCCTCTTCCTAAAGGCCCCCGCGTACCT 

>Sequence 3744 

AGGTACATTTTTTTTCT I l'l l"l"l"l"l"i"lCl"lCGAGATGGAGTCTTGCACTG 

TTGCCCGGGCTGGGTTCCGGTGAGCCGAGATTGCGCCATTGCACTCCAGC 

CTGGGCAACAAGAGCGAAACTCCATCTCAAAAAAAAAAATCAACAGAAAA 

AAAGCTTTGAGTTTGAGTTATATGACCTCACAGGGTCAGTATAGGAGTAT 

CACTGTGAAAAGGTTTAGGACATTGGTGCCCTTTGATTGATCTACGAGAT 

GGAGCCTGGGCAACAAGAGCGAAACTCCATCTTAAAAAAAAAAATCGCCC 

GCCAAAATGAAATAAAGAAAACAGGGTTCCTGCCCG 

>Sequence 3745 

AGGTACTAAGGTGAGATCATTTAATTTTGACTAAAGATACTTTTGTTTTG 

TTTTGTTTGAGATGGAGTTTTGTTCTTGTTGCCCAGGCTGGAGTGAGACT 

CCATCTCAAAAAAAAAAAAAAGTACCAAAATGTTACCTTGATAGTAAAAA 

TACAAAAATTTTTTGTTTACTTATTTTATTTTCCCAAGTlTrTGTATG^ 

TATGCCCTATTTTATATGATCATGGCCTGGCATACTCCCTTAACTCTTTA 

ATTCTGGCCCCTTTTCT I GTTAAGGGAGTCC A AGGGTGG AAAATGCCTTC 

ATGTTGAATGTGGAAAACTAAATTTAAATTGTTTTCTTTAAAAAAACAAA 

TTTTTTAAAAAACGGCATGGACTTATAAAAAAGCCAACGGGTCATGGCTT 

TTTT A AATTT ATAT AA AGGGCC AAG A ATTTGG GG G G ACTTTTTTTCCCC A 

CCAGTTGTATTTTATTATTATTTACCCTTAAAAAATGGCCTTATTAAGGT 

CACAGTATCTATTTGGGTCCCTTTTTAATTCTTGGCATTTTTGAAGATAC 

CATAT 

>Sequence 3746 

CCGGGCAGGTACCTGTTGGCTTTCTGCAGAGATGCTTACTTTTCCTCTCC 

TATCAGAGTTTAATGTCCTGGGACTCTGACATTTTGGCAAGTGTTTTCTT 

AACCCGCAGGGCTGTCAGCCTTGATGCAGGATTGTGAGCCCCAACATTTC 

TTGCCAGGAGTTnTCCCATCTGCCTTAAGAACACTTAATTCACTTTCTT 

CCACCGGTTTTGGGAAATGAAGGGGCCGTTAAACTTCTTTGGATGCAACA 

ACAATTCTTCCCTTCATGTTCCTTCATAAGGAGGGGGTCAACTGGGGCAA 

CTTAGGTTCATGAATAAAGGAAAGCCTGGTTATTTCTTTCCACTTATTAC 

CCTTCCTGGATACAACAATTCTTCCGTAGCCAACCCTCCCCAAAAGGAAT 

GTAGGGCCCAAAAACTAATTACCATGTTCAAGCCCAGGGAGTGTAAGAAC 

CTGGAAAGGTGAATTTTCTTGTTTTCAAAGGCTTCTTCGTACCAAACACT 

TTTTTGGGAAGGCATTATTAGGCGGATTTGGGTGGGCAAACTTCTAGGTG 

G 

>Sequence 3747 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTTACGCCTTCCAGAGCCACATTATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTTGGTGTAGGAGGCCTGCAGGT 

TACCTT 

>Sequence 3748 

TTTACGTGTTACGTCATTATTCTACCGTAACTAAGAATATTTTATTATTC 
AATTCAATTAACAAGATATATAAAATAATTTCGGTCTACAGGGGTTAAAG 
AGGGAGGGTGGGGGCGGGGTGGGGGATGGNTGCGCTCCGACGCCGT 
>Sequence 3749 
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AAATGATTTGT TGTAT ATGATACTCATTTAATTTA 

TTACATTTAATATTTTATAATTTCATAAGATAATAGGGGGGTAGACGGGG 

GGAATGTTTTTCGGTGATGGAAGAGTCCTATCCACT 

>Sequence 3750 

AGGTACAGAAGGGCGGTCCTGCTGACTTGGCTGGGCTAGAGGATGAGGAT 

GTCATCATTGAAGTGAATGGGGTGAATGTGCTAGATGAACCCTATGAGAA 

GGTGGTGGATAGAATCCAGAGCAGTGGGAAGAATGTCACACTTTCTAGTT 

CTGTTGGAAAGAAAGGCCTATTATTATTTCCAAGCTAAGAAAATCCCTAT 

CGTTTCCTCCCTGGCTGATTCCACTTGACACCCCTCCAGATTCTAAAGAA 

GGAATAGTGGTGGAGTTAAACCATGACTTGCACATGGCAAAAGAACGGGC 

CCACAGTACCTGCCCG 

>Sequence 3751 

CAAAGATCAAGGCACTTGGGAGAGAGTCAACAATAACATTTTAATACTAC 

AAGCAGACTTCTCATGGGGAGGAAGAGAGGGAAGAAAAATGGGCAAAGAG 

GAAAAAGGACATTGTATTTCTGAGGQTCAGAAAGAGCCTACTCGACAGGA 

TGGGAGTTTATTCTGGATGGAAGGAGGCTGCGGCTCTGAATTTAACTCAA 

GGAAG AAAG AGAACTGGTTGGCTTAGAATATCTCCCACCAATTCCTCCCA 

AGAGGTTTTAAAAAACCCCCACCCACCTTTGAAACATTCATTATTTGAAC 

CCAAGGCAGTTCTTTTTAAGGCATAAGAATGGTTGGGTAATTAAAAAATC 

CAGGGAAATTCGCTTTTAGCATAACTGATTTCCGGTATGGGACAAGTTAA 

ATTAACTTCTTGCCCCCAGCCXCCCAATGCTTTGTACAGGTTTTTGGCTT 

GCATTGAAGCTTGCTTTATTTTCCCCCGCGGTAACTCCTTTGGATCGATT 

TTTATAAAAATAGGTGGGGATTCCCCCCGGGCCTGGTAAGGGAATTCCGA 

>Sequence3752 

CCGGGCAGGTACAGGTCCACCTGGCTGCTGGTCAGGCCTGCGGACCACCT 

GTTAATCGTGTCCCGGCTCAGTGCAGCGATGACTGTGTTCATCTTCCCCT 

TGTCCGGAAGGATGAAGAAGACAGTCCCATTGCCCACGTAGGTTCATCTT 

GCACCAGCTTGGCAGGTGGAGTCTCCGCGTTCATGAAGGGTAACTGAATG 

GTGCTTCGACTGCAACATACATGGGTCACCTTTCATCCACAGTTTGTACT 

TCGTTCCAACAATAGAATGTTCTTCCTTCACCTGGGTGTCTTTGCCCAGT 

GTCAAAAGGGGCCTGTTGGTCCAATGGTGCCCTCnTGAAGGAAGAATTA 

TTAGTTTGAACCCAAGGAACGAAGGTATTGGGCTTGGGGCTTATTCCAGG 

CACCrGGAAATAACAAAATTCGGACAAATTTATTTCCCCATGTTGTCCTT 

TAATTTCTTAGACCATAAGACTGGTTTGAATCTTGGTCCTGCTTGGCCTT 

GTTGGCTCCAAATCCCCTGGGAAAATTTCATTAGCTCAG 

>Sequence 3753 

CCGGGCAGGTACTTTGTCCAGCCCTGGTCATCAGGAATCTGAATTAGGAC 

TAGAGCATCAAAGCCTTAAGGTAATAAAGCAAAGCATTTGAACAACCTTG 

GCCTCTGACCATTAACTTCGTTTGAGGACCTCTGCAGAAGTGGAAAGTCC 

CAAGGACAGGGGTCAGGGTGTTTGGGATTCCCGCTGTTCCTCTTGTTTGG 

TTCTCTTATCTCATCAATTCTCACACAACCCCCTACATATAATTCCGTTC 

AATTACCAACTTTCAGGAAAAGAAAGCCTCTTGAAATGCTACCCACCAAA 

AATTATATAACTCTGGGGGTTCACCTATTTACGAAATCAGGGAAAAGGAA 

TGACAACCTCTTGGGTTTTGGGAATCAAGAAGTTGAAAAAGAAAAGGATT 

TAAAAAAGTTAAAAACTTAAGTTTCTGGCAAACAAGGATTTATTTTTGTA 

GGTGGCCTGGCAATCAACAACCCAAAGTGAAAAAATTGTGCTTGGCTTGT 

ACACTTTGGAAAAACCGTTTACTTCTAAGGGCCTTTT 

>Sequence 3754 

CCGGGCAGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCC 

AACCACTCTAGTTGTCTTGGGAAAGTCACTTATTTATCCATCTTGGCTTT 

CTTGCTCAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCAT 

GTTAGCAAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGAGCATAAT 

TTTTGCCCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGAT 

TTGTGAATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTA 

GGAGCAAAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGG 

CAAACCACCAATGGCTTGAAACTTGTACCCT 
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>Sequence 3755 

AGGTACGCGGGGACTCTCGTAGGACTGCTCTACACTGGGCCTGTGTCAAT 

GGCCATGAGGAAGTAGTAACATTTCTGGTAGACAGAAAGTGCCAGCTTGA 

CGTCCTTGATGGCGAACACAGGACACCTCTGATGAAGGCTCTACAATGCC 

ATCAGGAGGCTTGTGCAAATATTCTGATAGATTCTGGTGCCGATATAAAT 

CTCGTAGATGTGTATGGCAACACGGCTTTTCATTATGCTGGTTAATAGGA 

GAATTTGGCAGGGGGGGGCAAACTTGTTGTCCCATGGTGCAGTCATCGAA 

GTGCACAACAAGAAGGAACATCTGCAGGAACACCTGATGAGGCTGCACCC 

TTGGCGGAAAGAACACCTGACACAGCTGAAAGCTTGGTGGAAAAAACACC 

TGATGACHjCTGCACCCTTGGTGGAAAGAACACCTGACACGGCTGAAAG 

>Sequence 3756 

CCGGGCAGGTCAAGACTGTAATGAGCTATGATTGCACCACTGCACTCCAG 

CCTAGGCGACAGAGCTAGATTCCATTTCAAAAAAAAAAGGTGGTGATGGT 

GGGGCCCGGCATGGTGGTTTACACCTGTAATCCCAGCACTTTGGGAGTGC 

TGAGGTGGGAGAATTGCTTGATCCCAGGAGTTCGAGACCAGCCTGGGCAA 

CATTGAAAGACCCCGTCTCTTAAAAAAAAAAAAAAAGAGAGGTAATGGTG 

GCTCCCTTTCTCTCATCAACACACTCTGGGGGATGAAAAGGATGATAATG 

TCTATGTGTGTGATAGATTGTAGAACGACTGCCACTGTGTTGAGTGAAGA 

AAAGGAGTATGTCTGCTGAACAGATTAACTTCTGGTCTCCAATCAGTATG 

TGTGGTGGCGTAGGGGGACTGCATGACTTTAACTT 

>Sequencc 3757 

TGGCGGGGGTCACAGGCAGCCATCATGTTCTTGGCATCGAAGACCTGCTG 

GGTGAGTTCCGGCACTGTGAGAGCTCGATACTGCTGGCTTCCACGGCTGG 

TGAGAGGGGCAAAGCCAGGCATAAAGAAATGGAGACGTGGGAAGGGGACC 

ATGTTGACTGCCAACTTGCGGAGGTCAGCATTGAGCTGGCCAGGGAAACG 

GAGGCAGGTGGTGACACCACTCATGGTGGCTGAGACAAGGTGGTTCAGAT 

CCCCCCCGCGTACGCGGGGTGGAGAAGGGCTGCTTTTTTTCAGTCCTACA 

TTCCTTCATTITrTTTTTCATTCTTGAATTCATTGTTTTGTGGGATCTAA 

GACCCAGGGGTCATTTGAGAGGTTTGACAGTATCTTTTCTGACCAGTTGC 

CACATGACTTGCTTGACCCTGAGCCTGTGGAAATGGCATAGGGA 

>Sequence 3758 

ccgggcaggtacgcgggggcccctgcgggcctctctccgtcgccatggaa 

acgaaagcggccaagtagagctccgtcctgacgcgccgcctcccgtgggc 

tccggccggctaagccgcggcggacaactatgctgaaagccaagatcctc 

ttcgtggggccttgcgagagtggaaaaactgttttggccaactttctgac 

agaatcttctgacatcactgaatacagcccaacccaaggagtgaggtttg 

agtcctgctggccggccctgatgaaggatgctcatggagtggtgatcgtc 

ttcaatgctgacatcccaagccacx:ggaaggaaatggagatgtggtattc 

ctgctttgtccaacagccgtccttacaggacacacagtgtatgctaattg 

cacaccacaaaccaggctctggagatgataaaggaagcc 

>Sequence 3759 

gcggcggcccgggcaggtacctgctgtgtgctggacaatgttctgggtgc 

tggagatgtagtcgtgaacaagaacaagccctgagcttacattcaccagg 

gctagtgactgaagacaggcagcaaacagagaaacagatgcatcaacggg 

atcattttcagaagccagaattgttacagagaaaataaaccaggggtcca 

gagcagcaagtggcattagggtggcaggtgtataacatgggccagggggg 

tcaggacgaccactctgaattagtgacattggagcacaccttattggtgt 

gtggggaaagggtgacccacgccggaaaggactgccagtatttggccttg 

gagacctgggaacctggagaattccagagggagaaaatgggccttatata 

agggcgaaggataagaagaaattatatggg 

>Sequence 3760 

cgctcccactcaatatagggcaattgagctccccgcggtggcggccgagg 

TACTTTTTI t i l l I rTTTTl 1 1 1 1 TTTCCTTTTTTTTTl"!" rTTTTTTITT 

irrrrrrrri i rii i rn n 1 1 igaattccctgtgtcactcatttgatgt 

catcggggggaagcaaagacctttggtctgaaaaactcaaactgctgaat 

aaaatgccctagtaagtccaactatatggtttcatgtagggtaaagtaac 
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CATTGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAG 

ATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATT 

TCTAGTGTTCTTACCCTTTCAATATTCCTATTGGGCCCATGGGGGGGACC 

CTGCCCTCCTTAAATTGGAAGAAAAAAAAAGGCTCCCCCCCCTGGGCTGA 

AGGTCTGGGCCAAACCCTTTCCAAACCTTTAAAAAAACTTTATGGGACCC 

CCCCAAATT 

>Sequence3761 

CCGGGCAGGTACT1 1111 rTT TTT T TT I \ \ 111 1 ' 1 ' t' l G GT A AATTTTT AG 

TATCAGGATGATACAGGTTTTATAGAATGAGTTAAGGAGGAGTCCCTCTT 

TCTCATTTCAGGGCTTATTTGACTGGTAGGTTTTTAATTACTGCTTCAAT 

TTCATTACTTGC TTCTGTTCTA TTC AA TATTTCTTGTTCCTTCCTTGTTC 

AACTTTGTTCAATCTTCCTTGTTCAATTCXnTGTGTTTCCATTAATTTAT 

TCAT TTCCT CTAGTTTGGGTAAATAGATATGCTTTATAGTAGCTTCTGAG 

GATCTTTTGTATTTCTGTGGGATCTATTGTGATGTCACCTTTATTAATTT 

CTAATTGTGCTTGTTTGGATCTTCrATCTTTTTrCTTTG 

AGTGGTCTATCAATT 

>Sequence 3762 

AGGTACTGGACAGAGCTAGGAAAGCAAACCCATTTGCTTCTTCCTGCAGG 

AAACCCCTTGAGGTTAAGACCCCACAATCACATGAGGATGGAGTGGCTCA 

CCCTCAGTCAACAGGCCAGACTCAAGGGGTTCCTGGCAAGTCATTTCTCC 

CTCAGGCCTTCGGTTTCCTCACCTACAAGATGAGAGGGCTGGACCAGATG 

GAAATTCAGGGGGTAAGGGGGATGTCCTCGCTCAGCCCACCCCCACCCCC 

ACGGGACCCTGGAGCCTCCATCCCAGTTCCCACCACGCGCCTGCTCCACA 

AATCCTACCCAAGGTGCTGTCATCTATATGATCTCAGTATTTTAAACATC 

AGCTTCCAGCCCATATGGTGGTTCATGCTTGTAATATCAGCTGTTGAAGA 

GGCGCTCTAGAACTAGT 

>Sequence 3763 

aggtaci i nn irm 1 1 ri i ri rrrrrrGTCAGCTC aacccttcttta 

ATGTCATCCAGGGAGGGGGCCAGGGATGGAGGGGAGGGGTTGAGCAGCCA 

GAGGCA CTTATTTT TGGGTGGGATTCACCACTTTTCCCATGAAGAGGGG^ 

AACTTGCTTTTTTTGGCCAATTTTTAACAATACAAAGGGTTTGTTGAACT 

TGACCTCCGGGGGGATAGACATGGGTATTGGCCTCTAAAAACATGGCCCC 

AGCA CTTTCTTT CCCTTTCTCCCTCATTGGTCATAACAGCCTTTATGCCA 

CCCCCTTnTTTATCCTTTAGGGGTTGCCTCCATCTTTGACCCCCGCGAG 

AGGTCCATCCCCCCATTTCCTAAATACCCTTATGTGAAAGCCCCAATTAT 

gacccaaacacacctcttcaaaatctatagggtccccx:tttactggact 

>Scquence 3764 

gcgagggacttttaagaaaaggcggggtttaactatgttggtcaggctgg 

tctcaaactcctaacctcgcgatctgcccgccttggcctcccgaagtgct 

ggaattacaagcatgagccaccatacccggcctgatacttttgcttttct 

tattgag gtat aaaatgtaagcaccttaaaattcccttcccttatatgaa 

cactgcattttgctggatttttcagacacttaatttcaacaaccaagtga 

ataactcttaacatggaaattagagcttggtcccagtgactcagagctaa 

ggctaatattgagcctgcagaagaaatttaataacggccttgttagtttt 

ttctggggagtctctcctgcagatgtcccagccttcttactgaagccatg 

gaagaagcctattt 

>Sequence 3765 

acgtacagatggcgtcttgctatgttgcccaagctggtcttaaactcctg 

gcctcaagcaatccttctgccttggccccccaaagtgctgggattgtggg 

catgagctgctgtgcccagcctccatgttttaatatcaactctcactcct 

gaattcagttgcmgcccaagataggagttctctgatgcataaattatt 

gggctcttttagggtaagaagtttgagtctttgtctggccacatcttgac 

taggtattgcctactctgaagacctttaatggcttccctctttcatctgc 

tgagtatgtaacttgcaatgggcagctatccagggactcgttctgagtaa 

GTGTGTTCCTTAATGTTTATTTAGCTCTGAAGCGAGAGTGATATACTTTA 
GGACTT 
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>Sequence 3766 

AGGTACGCGGGGAGGTGTGCCCTGGTGCATAAATAGTTACTCAGCTGTGC 

TGGCACACTCAGAAGCTTGGACCGCATCCTAGCCGCCGACTCACACAAGG 

CAGGTGGGTGAGGAAATCCAGAGTTGCCATGGAGAAAATTCCAGTGTCAG 

CATTCCTTGCTCCTTGTGGCCCCTCTCCTACACTTCTGGCCCAGAGATAC 

CCACAGTCAAAACCTGGGAGCCCAAAAGGGACACAAAGGGACTCTCGGAC 

CCAAAACTGCCCCAAGACCCTTTTTCAGAGGTTTGGGGGGGACCAAACTC 

ATCTTGGAACTCATGACATTTTGATAGAAGCCTTTATTATAAAATCCATA 

GACAGGCCACCAAAACCCCTTGGATGGATTATTTCATCCACTTGGGATTG 

AGTGGCCCCACCACATGTCX2AAAGCTTTTTAAAGAAAAGGTGTTTTGCTT 

GAAAATTAAAAAGAAATTCCCAAAAATT 

>Sequence 3767 

CCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTG 

GTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCG 

TAGTCGGTGTACGCGGGGATTCCCATGGCTGGCCAGAGGAGGAACGCTTT 

GTGTTCTCATCGGAGCTGCATGGGAAGTCTGCATACAGCAAAGTGACCTG 

CATGCCTCACCTTATGGAAAGGATGGTGGGCTCTGGCCTCCTGTGGCTGG 

CCTTGGTCTCCTGCATTCTTGACCCAGGCATCTGCAGTGCAGCGAGGTGA 

TGGAGACCCCATTGAACCCAGTTCGTATGGGCTGGACCTGGACTGCGGAG 

CT 

>Sequence 3768 

CCGGGCAGGTACAGCTAGGCTCAGCAGCAAAAGTGAAGAATAAGAATGAA 

AGGTGAAAAGCTGACAGATGCCACGCAGAGCAAGG ACTTC CATGAAGGTC 

CGTGTCCTGTGTGCCAAACACAGTCAACATTCCATCATTTTCTCATTGCT 

CTTAAACGAGCAAAACCAAATTCTTTTTCTATTTAAAGAAATATTAAATC 

TTTATTTTCCCCAACATAATTTGTGATCAGGTAAGGCAAAGATAAGTCCA 

CCATCACTGGGGACAGCAGCAACATACAGACTTCAGAAATAGCCCTGAAT 

CATCAGTAACATTCTATCGTGGTCCCGCGTACCTCGGCCGCTCTAGA 

>Sequence 3769 

AGGTACAGGTTTGGGCCCAGAGGTCTGACAGGAAGGGCAGTAGGAGAGGT 

GGTCGTAGATGATGGGCCAGAGGGCGCAGGGCCTAGCAGGCCATGGAAAG 

GACTCTAGGTTTTACGCTAGGTAAAATGAGGAGGCACTGCAGGGCTTTGA 

GC AGC AG AGTA AC ACAGTCTAACTTAC rTTTTTTTTI AATGGATCCT ACC 

AGCTGCTAAGTTAAGAATAATTTCCAGTGAGGGCTTTTGTAGTAAATTAG 

AGATGATGCTGGTTTGTCAATCTCCCCTTCCAGCAGAGGAATGTGTGGGT 

AAGAGAGTCACAATGTTTCTGAACAAAGCCATAGCTCCTAAGTGGTGAAG 

CTGG 

>Sequence 3770 

AGGTACGCGGGGGTAACTGAAAATCCACAAGACAGAATAGCCAGATCTCA 

GAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTACAGC 

AACCATGAGGCCACTTAAGGATGCAGCAAGAAGGAGCCATCTGCAATCCA 

GGAAGAAATTCCTTGCCAGGAACCAAATTGGTTGTCACCTTCATCTAGGA 

CTTCTAGCCTCGAGAACTTACAAATGGTGATGATCATCAAGTCAAGGATA 

GTCTGGAGCAATTGAGATGTCACTTTACATGGGAGATATCCATTGATGAC 

GATGAAATGCCTGATTTAGAAAACAGAGTCTTGGATCAGATTGAAT 

>Sequence3771 

AGGTACTTTTTTTTTTTTTTTTTT^ 

AATGTCATCACAAGGAGGGGGCCAGGGATGGAGGGGAGGGGTTGCGCAGC 

TACAGCCATCTTACTTACCTTCCATTTCAAACATTTTTCCAGAACTAAAT 

TAGATACTAAATCGTATGACATGCCAAGCACTCAGCTAACGGGTTTATAT 

AAAACGCACAGCATAATGACAAAAGCATCTGCTGAATAGAACTGACTTTG 

AATTGTGCCATTATACACCCTTCAAACTTGAAATACAACACCGGCTCCTC 

CCTGGGTATCAAGAGGATTGCCTCTCTGTGAATTTTAAACTTGCCAGCCT 

CCAAT 

>Sequence 3772 

AGGTACGCGGGGAGCTCACAAAGAGTCACCGCAGAAACACTTCTGGCACA 
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CCTTCCATAGCAGTGTCTGGAACCTCTCTCTCCTCAGATCAGAGTCGATC 

TGAGTTAGATTTGAGTGAGTCATTTACAGAAGACTCAGAGGATACTGTTA 

GCATAAGAAGGCATGCTTGTCCCTGGGGCTTTAGACAAGGACTCCTTGGA 

AGAGACTGAAGAAAGCATTGATGCCTTAGTGTGCTCGCAGTTATCTACAA 

ACACTCACCGTATGGCAAGTGGCCTATTAACTACCAACCTTAA 

>Sequence 3773 

CCGGGCAGGTACCCTGGCCTAGATGCCAGTAGCATATTCCCCAGTTGTCA 

AAACCAAATAGTTCTCCCAGCAATGCAAATTATCACCTCATGTGTGCGTG 

GAATTGGGGGTGGAGGAACATTGATACAATATGGGGACATACTGGTCACT 

TGATTGTCTGTTTTGTGCAAAATAGGGTGATTAATAAAACCCTATTATTC 

AGTTTAT TTATC AATATCGAATACTTTAAAGTATATACAGACTATTTTTA 

TAACAAATTTTATTTTTTTTATTTTTAAGCATATTTTA 

ATACTA(nTTGATAAAATTTTAACATACTATTATTCAATTACATTACTAG 

TAGTAGTTATC AAAAT CAACAAATCAAATATATCATAGATTTCTTCAATT 

GAT AATT TACATTTTTGCACTAACCCCATTCTGACACAATGGGTTATTAT 

ACATTTTATATTTAATTCTCATATTCAGTGAAACTTTGTTTAAATGTTTC 

CAATCAATTAATCTAGCT 

>Sequence 3774 

ACCGGCCAGGGACGTGCAGGACTAGTCTTTCTCACCTAATGGATAATGTG 

GCTCCAGTCATGTACTCCAGGCTGTGATCTCCATTTGGAACTCTGATCAA 

TGTAAACCACTCGCAATAACATACATGCATATGCAGGGAGGGCTGCAGGA 

CCTCCTTATCGGACATGCrTGCTGGAAAATGCCTTCTACnTrAGGTTTTA 

GCATCTTGCTGATTGGCTGGGCTCATAAAATGAGCTTCTGGATGGGACCA 

TTGTAACACCAAGAATTATATGCACCAATTTCCTCCAATCTTATATCTTG 

GTGAATGTTTAAGTTTCAGACATTATGCTACAGGCTTGATTGGCATCAAT 

TATAGACCATAGAAACCTCCTTCCCATGGTACATCATGTTGACCCATTTT 

TTCATGACATAGAACATCCCTCCTGGGGGGTGGCCCTGCCCCTGGTGGCT 

CTTGAAAGCTTCAAAGATGGTGGCCTCTTGGGTrCCTCCCTATCCTGT 

>Sequence 3775 

CCGGGCAGGTACGCGGGACAACAGGGTTTGTGCTCCTATGAGAATTTAAT 

GCTGCTGCTGATCTGACAGGAGGTGGAGCTCAGGCAGCAATGCCAGCAAT 

GGGGAGCTGCTGTAAATACAGATGAAGTTTCACTCACTCGCCCACCACTA 

ACCTTCTGCTGTGTGGCCCATTTCCTAACAGGCCATGGGTTGGTACATCA 

GTTTACTTCGGTAGCCAGTGATTGTTATAGTTAATTCTGCAAAAAAACAA 

AACCAGTTATGCAAAAACAAGAGTACCT 

>Sequence 3776 

CCGGGCAGGTACTGCAATAACAAAATACAGCAATAAAACAACTGGACACT 

CCTAGGGGACACCAAAGATAAAGGGCCCATTAATCAGGTGGAGGCCAGAG 

AAACCGGAAGGCTATTTTAAAGTGTTTAATATAATCATGTAAGGAAAAAA 

A AATC TCCCCAAAACAATAAAGTCAAGCAATTTCATATCTATATGAACTT 

ATTTTCATATCTATATGACTAAAAAATGAAAATGACCTTTGCTGGCATTA 

TTGCTACGCGAATATCCATACTTTCCCCCTTGATATTTAAGGACATGTGG 

GAGAACTTTATAAACAAGTAAAGTGTGCAGAGAAGGCACTGTTTTGGCAC 

TAGCAAAAAGGACAGTTAATTTCACATGAATCACGTGAACTTTAATAACC 

CATGATAT 

>Sequence 3777 

AGGTAC1 1 rTTTTTTTTTTTTI rTTTTTTTTTCTCTAAAATACATAGGGG 

CTTTTCCCCTGGGCAGTTGGCATTCCACAATTACTTGTTTAGGGTTTTCC 

AAGCTCCCAGGGCTGGGCTGTGTCTCCGTGCCTGCCCCAGGGGCTTTCAT 

GGGAAAAAAGGGGTGATAAAAAGGAGCCTTAAAGCCATAAACTTGATTGG 

TGAGCGAAGCTTTTTAGGCCATCCATCATTCAAAGAGCTGGAAAAGATGT 

TGTCCCCAAAATCCTACCTAGTGGGGAAAACCAAGCAGGAGGGCGCTTTA 

TGAAAAGCCTGTGAAGGTGATTCCCCAGCCCACCCAGGTCCCCCCATTCA 

TCCTGAGGAGACAGCGGGGAAGCACGAGGTTAAAAGTGAAAAAAAGAATC 

GGATC 

>Sequence 3778 
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AGGTACTCAAAGCACGTTGCTGGGAGGCAGTGGACAGACTGCTCAGCAAC 

TAACCGCTCCGTGAACTCCACATCGTTCTCAAATTCTGGGAAATGTTCCA 

TCTCAATTCCAACCTATACCAACAGGAGGGAGAGGCCAACTTATCAGAAG 

GAGGGAGAACAGGCCAATTTCCTGTGCCAGAAATTAAGGCCAGGCCTACC 

ACTCCTATGGCACAGTATTGATGAGAGACATCAGTGGAGCTCCCCACCTC 

CACCCCAGGCTTGGAACTTAGGGAATCACTGGTTTTTGTCATTTCACACA 

ACAGCTGAAGGATTCTGTCCCCACCTCGTCCTCTGTGAAGTCTGCTGGAC 

GTACCTGCCAGAATCTTCTGAAGATGACGTTTGCTGAACACTGAOCCACA 

GGGGTTTGATGGATA 

>Sequence 3779 

ccgggcaggtacgcggggaggtggatttgagagatacctccctccttctg 
ctcagctgccttgcagtaattaaactctttctctgctgcaacacccctac 
tgttctccgtgtattgck:ttttctgggcagcaggaaggaaaagctgatgc 
.gatgctctcagtgccgcgtcgccaaatactgtagtgctaagtgtcagaaa 
aaagcttggccagaccacaagcgggaatgcaaatgccttaaaagctgcaa 
acccagatatcctccagactccgttcgacttcttggcagagttgtcttca 
aacttatggatggagcaccttcagaatcagagaagctttactcattttat 
gatctggagtcaaatattaacaaactgactgaagataagaaagagggcct 
caggcaactca 

>Sequence 3780 m 

CCGGGCATGTACAAGAAAAAAACCCCACAGCCTAAATTTCACACGGCTTC 

TCAGCAGGAGTTGGATTAAACTGAGAAAATAATTTTAATATCAAGGGATA 

ATGCACGCAAGATGGGAAAACTTTAAAGCAAACTCTGCAGTGAAAAGTGT 

TTCCCCCACTCCCTTGGGCGAGGGAAGGGAGAAGAAGATAGATAATGAGG 

AGAACTATAAGGCCCTGGATTCAGGTTTCTGAAACTGTTTTTTTTTTCAA 

CCCTCGGAGGACAATCAGCTCTTCCTGAATCCAGAAAAGCACATCAGAAA 

TGCCCAATGACAGACCACAGCCAAATATGGCAGGGCAAACTGATTTGGTT 

CTGCGATTTCCATTCTCCTCTCCACATCCGAGAAATGCCTTCAGCTACAG 

CTAAAA 

>Sequence 3781 

CCGGGCAGGTACGCGGGTAGAAATGAGCATACAATAATAGGAACACTATG 

AAAAAGAAGGGTAATGAGAGGTGGGACCAAGTCTATAAGATATTAAAGGG 

TAAGTCTCTCCGGCCCGGTTTCCCTCGGTGTGCTACTGTGCGCGCGATCC 

AGCACCATGGGGAAGCGGGACAATCGGGTGGCCTATATGAACCCAATAGC 

AATGGCGAGATCAAGGGGTCCAATCCAGTCTTCAGGGCCAACAATACAGG 

ATTATCTGAATCGACCAAGGCCTACCTGGGAAGAAGTAAAAGAGCAACTA 

GAAAAGGAAAAGAAAGGCTCCAAGGCITTGGCTGAATTTGAAGAAAAAAT 

GAATGAGAACTGGAAGAAAGAACTGGAAAAACACAQAGAGAAATTGTTAA 

GTGGAAGTGA 

>Sequence 3782 

GGATCTCCACCGCGGTGGCGGCCGAGGTACCAGAGTAGACATGGGCTTCC 

TTACTATGTCCCGACACAGACAGATAGGCATCACTATTCAAGAGGACTGG 

GGCTTGCAACCACAGATTAGCATCTTATTTGCCATTTAGGTCCCAGATTG 

CTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACATAGCAAGACCTCAT 

CTCTACAAAAATAAAAAAAATTAGCCAAGCATCATAGTGCACGACTGTTG 

TCCCAACTACTCAGGAGGCTGGGGCAGGACGATTGCTTGAGCCCAGGAGC 

TTAAAGCTGCAGTAAGTGGTGACTTGCCACTGCACTCCAGCCTGGGCAAC 

A AAGCAAG ACTCTGTCTCAA AA AAG AAGAG AA AGCTG AAAGGGTTAG AGA 

CTCAGCAGATGTTTCTAGATAAGACCAGTTTGT 

>Sequence 3783 

GGCNCGGTCGAGCCNNATCTGTAATCCCGGCAATNGATGCTTGGCCAGAG 

TCGCGGCCGCCCGGGCAGGTACTCGGGTGACCCAAGGTGGACCATTTTAT 

ATTTCTAAGTTTTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCT 

CTTTTACCCTACTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGT 

TGGAACATTTGGTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTC 

AAGTAGGTAAAAATGGAGCACATACAAAAAAAAAAAAAAAAAAAAAAAAG 
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GTTCCT 
>Sequence 3784 

CCGGGCAGGTACATGACTGATATTACACCTCAAGGTGTGGCTATGAGAGC 

TGGAGTTCTGGCTGATGATCACTTGATTGAAGTGAATGGAGAGAATGTAG 

AGGATGCCAGCCATGAGGAAGTGGTTGAAAAGGTGAAGAAGTCAGGAAGC 

CCGTGTCATGTTCCTGCTGGTGGACAAAGAAACTGACAAGCGTCATGTTG 

AGCAGAAGATACAATTCAAAGGAGAAACAGCCAGTTTGAAACTGTTACCC 

CACCAGCCCCGAATTGTGGAGATGAAGAAAGGAAGCAATGGCTATGGTTT 

CTATCTGAGGGCAGGCTCAGAACAGAAAGGTCAAATCATCAAGGACATAG 

ATTCTGGAAGTCCAGCAGAGGAGGCTGGCTTGAAGAACAATGATCTGGTA 

GTTGCTGTCCACG 

>Sequence 3785 

CCGGGCAGGTACACCACAATGGCTGAGCACTAACTGAACGTTGCTGGTAG 

TGCCTGCCATCAAGAAAGATTATGGTTCCCAGGAGGAACTTCACTTCAAG 

GTGTGGAACACCACCATGAAAGGGCTCAAAGTGCTGTGGCTTCACCAACT 

ATACGGATTTTGAGGACTCACCCTAACTTCAAAGAGGAACAGTGCCTTTC 

CCCCATTCTGTTGCAATGACAACGTCACCAACACAGCCAATGAAACCTGC 

ACCAAGCAAAAGGCTCACGACCAAAAAGTAGAGGGTTGCTTCAATCAGCT 

TTTGTATGACATTCCGAACTAATGCAGTCACCGTGGGTGGTGTGGCAGCT 

GGAATTGGGGGTCTCGAGCTGGCTGCCATGATTGTGTCCATGTTTCTGTA 

CCT 

>Sequence 3786 

CCGGGCAGGTACAAGGGCATGACAGGCTGGGAGGTGGCTGGTGATCACAT 

TTACACAGCTGCTGGAGCCTCAGACAATGACTTCATGATTCTCACTCTGG 

TTGTGCCAGGATTTAGACCTCCGCAGTCGGTGATGGCAGACACAGAGAAT 

AAAGAGGTGGCCAGAATCACATTTGTCTTTGAGACCCTCTGTTCTGTGAA 

CTGTGAGCTCTACTTCATGGTGGGTGTGAATTCTAGGACCAACACTCCTG 

TGGAGACGTGGAAAGGTTCCAAAGGCAAACAGTCCTATACCTACATCATT 

GAGGAGAACACTACCACGAGCTTCACCTGGGCCTTCCAGAGGACCACTTT 

TCATGAGGCAAGCAGGAAGTTCCT 

>Sequence 3787 

TGTGGCTATACACT 

>Sequenc€ 3788 

AGGTACAGGCTGAAAGCGAAGTCCACGTTGGCGGAGGCTAATCCGAGGTC 

CACGTGTGTCCCTCGGTCTTGGTTCTCCTGGGTCAGATTCTCCTCGTCAA 

GTGGGCTGTTAGGGTGGCAGAGGACAGCAGGGCAGAACCCAGCCGCCAAG 

AGCCCCAGAGCCAGGAGAGGTAACATTCTCTCCATTCTCAACTCTCAGGG 

AGCTGGATGTAGCTGGTGGATTCCAAAGCCGTCTGTCTGGAGTCCCCGCG 

TACCTGCCCG 

>Scqucnce 3789 

CCGGGCAGGTACTATGGTCGGGGTGGAGCGGGGCATCTTTACTGTCAGTC 

ACTGGCACTTGTCCACTGTGAAGACCTGATGAACCAGAGCATTTCCTCTT 

CTTGTTCTGCTCACCAGCCAGCTGAGGGAATGTCGATGCTGGCAATGGGC 

ACAGTGAGTCCCTTCAGGACACTCAGGATGCTGTGGAACGGTTCCCGAAC 

ATCGCCCTTGAAGCTGAAGCCAAAGATGGCATCCACCACCAGCTCATACA 

GTTCATCAATCGTCATGGGCTCTGCGGGCATTTCCCCAAGGAAAGGGATG 

TCCATTTTCTGACACTGGGTCACCAATGCAGTGAAGAGGGGCTTGTTAGG 

CCTTTTGGGGTAATAGATGGTTGGCTCGTAGCCAAAGAGTTTGAGGTGTC 

GAGCACAGACCAGACCATCTCCTCCATTATTCCCCGG 

>Sequence 3790 

AGGTACTTACGGAGTGACAAAGGGAAAAGTCTGCTTTGAGGCAAAGGTAA 

CCCAGAATCTCCCAATGAAAGAAGGCTGCACAGAGGTCTCTCTCCTTCGA 

GTTGGGTGGTCTGTTGATTTTTCCCGTCCACAGCTTGGTGAAGATGAATT 

CTCTTACGGTTTCGATGGACGAGGACTCAAGGCAGAAAATGGACAATTTG 

AGGAATTTGGCCAGACTTTTGGGGAGAATGATGTTATTGGCTGCCTTGCT 

AATTTTGAGACTGAAGAAGTAGAACTTTCCTTCTCCAAGAATGGAGAAGA 
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CCTAGGTGTGGCATTCTGGATCAGCAAGGATTCCCTGGCAGACCGGGCCC 
TTCTACCCCATGTCCTCTGCAAAAATTGTGTTGTAGAATTAAACTTCCGG 
CAGAAGGAGGAGCCCTTCTTCCCACCAT 
>Sequence 3791 

GTTAGCTGAAGGCCAGCAGGGACGCAAAAGTTTTTAGGCCCCTTAGGTCT 

TTAGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTCCCGAAGTT 

TTGCCTAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGA.\ATCA 

TATGGCTGTAGCATTTCGTGCTATCCCTGGGGGTTGCAGCTTTGTATAAG 

TTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCTACAGAAA 

CTTTGATGTCATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCTTTC 

AGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTTCAGGTTGAATTAC 

CTAGAAGTTTGGCACTGACTTGTGGTTCCTGAACTATGACACATGAATAT 

GTGGGCTTAGAAATAGTTCCTCTTGATAAATAAACAATTAGCAT 

>Sequence 3792 

AGGTACi'i rrriii ri'iiri-irrrnrrnrriGCGGGGGGAGCATGGGA 

CCTTTATTCGTTAAGACATCAGGCTCCAGATATGAACTTTCAGCAGAAGC 
GCTTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCA 
GCAATCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC 
>Sequence 3793 

AGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGATGAACTC 

ACTGAAGTCCACCTGGGCATCTGCATTGGCGTCCAGGTCCTTGAGCAATT 

TATCCACGGCATCCTTGTCTTTTCCACTCTGCAGGAAGCCTGGTAGCTCC 

TTCTCCATCAGCACCTTGAGCTCCCCCTTGGTCAGGGTCTGCGTGCTGCC 

CTCGCTGCCCGAATATCGGGAAAAGACGTCTATGATCATGCCCATGGCTG 

TCTCTAGTTCCGTCATGGTGCTAGATTCAGACCCACCTTCCTCCTGGGGG 

CTGGCAGGGCCGAGAAAATGTCCCCGCGTACGCGGGGGACTCAGATCCCA 

GCCAGTGGACTTAGCCCCTGGTTGCTCCTCCGATAACTGGGGTGACCTTG . 

GTTAATATTCACCAGCAGCCTCCCCCGTTGCCCCTCTGGATCCACTGCTT 

AAATACGGACGAGGACAGGGCCCTGTCTCCTCAGCTTCAGGCACCACCAC 

TGACCTGGGACAGTGAATCGACAATGCCGTCTTCTGTCTCGTGGGGCATC 

CTCCTGCTGGCAAGCCTGTGCTGCCTGGTCCCTGTCTTCCTGGGCTGAGA 

TCCCCAGGGAGATGCTTGCCAAAAGACAGATACATCCCACCATGATCAGG 

ATCACCCAACCCTCAACAAGACAACCCCAACCTGGCTGAGTTCCGCCTCA 

GGCTATACCGCCAGCTGGCACACCAGTTCAACAAGCCCAAATATCTTCTT 

CTCCCAATGAG 

>Sequence 3794 

CCGGGCAGGTACGCGGGTTCTCATTCTTTTCTCCTTTATCTTCACTCTGA 

TTTT I CTTTTGTC ATTC AACGCTTACTCCCITCCX2!C ATACCTC AGTCCTC 

CAGGTGACACCTGGGCGCTTTTCTGCCTGAACAGCATTTCCCACCAACGG 

CCACAGCAGTCGGTCAGTGTCCTCTTGAGCACCTCCTGAAGCTGCAGTGT 

CATTTGCTGTTTGCCCTAAAAAGCCACGCCCAGATTTCTTCTACCGCTGC 

TTCCCTGATGGGCTAGCCCATTCTGACTTGATGTGTACCT 

>Sequence 3795 

CAATTGATCTACACCGCGGCGGCGGCCGAGGTACTGTGCTCAAAGCTGAA 

AATGTTTACTGTCTTTCCCCTCACAAAGTTTTCAGACTGCTGGCCTAGGG 

TTTTCAGGGTGGCGGATAGAGACGGTATTAACCAAAACAGAGAAATCATC 

CATTATTATGATGATGGGTCAGAAAGAAAGACGGTATCAATCTTGGAGCA 

GTTAAATGGGAGGTGTCAAAGGACACACAGCAAGGCAGCCCAGTGTGAAA 

TGGAAAGCTCATCCCACTGAAGGGGCGTGGCACTGGCTATCCGCTCTGCC 

TAGTACCTGCCCG 

>Sequence 3796 

AGGTACTTAGAGTCCAATTTTCCTACCTTGGCTTGTGCATGAGGTTGCCT 

GGTTGCCACGGTGCCTGCTTTTCTCCCTGTGTCACCTCCACTGCCTCCTG 

AATAACAGTCTCAGGTTTGTCTATGGCCTCTGCAGGGAGCCGGGATTCCC 

AGACAGAGCAGGCCACTTAAATCAGGTGGGACGCCTCTCCCCTCTTGGCC 

GGAGTCCAACTCCACGCAGGCACAGAGATCCCAGATGGGCCCCCAAGTTT 
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GTGAGAAACACATTCATCTGTCCAAACCCAAAGAATGGACTCAGAGACAC 
AAAAGAACAATGGAAGAGAGAATTTTAATGGTGATCGTGCAAGAATGGGT 
GTCTGGTAGGCAGGCCCCGCGTACCTGCCCG 
>Sequence 3797 

AGGCAGCTCGGTCTGGTTCATTTGATCACACGGCCGTGTCTAAGATGCTG 

CTAATGTCAGTCACTGGGTGCACTAAAGGATCTCTTATTTTATGTAAAAC 

GTTGGGATTGACAAGATAGATCTGACACTCTGTTAAGTTACCCTCTGAAG 

CTACGGCTTGTGAAATACTAATGACAGCATCATCCTGCCAAGCGAAAGAG 

GCAGGCATAAGCAAGGACAAATTAAAAGGGGGTAAGAGCCTTATCATGAT 

GAGGAGTCTTGTTTTGACATCTTGGGAAAAGCTGTCCATAGCGTGAAGTC 

GTCAATTTCTCACCATGGTTTGCAGTTTGACTGGCCCTAGTTAGGTGAAG 

TCTCTGAGTGGCACACACCTCAAGCCTGAGGGTTTTTCCTTTAAACTTGC 

ATTGAGTTGTCCATCTCCAGCATATAGGGCTTCAGGAGCAAA 
>Sequencc 3798 

CCGGGCAGGTACGCGGGGTGGACAGACTGCTTTGCCTGTTGTTGCTCTTC 

GGAGGCGGCGATCCCCGAAGGCGAGCTGAAATACGGCTGCAGGCTACAAT 

TTGCAGCCGACCATTATGGATGACAAGGAGCCGAAGAGGTGGCCCACCCT 

CAGGGACCGCTTGTGCTCGGATGGCTTCTTATTTCCCCAATACCCCATTA 

AACCGTATCATCTGAAGGGGATCCACAGAGCTGTCTTCTATCGTGATCTG 

GAGGAACTGAAGTTCGTTCTGCTCACGCGTTATGACATCAATAAGAGAGA 

CAGGAAGGAAAGGACCGCCCTACATTTGGCCTGTGCCACTGGCCAACCGG 

AAATGGTACCT 

>Sequence 3799 

TGAAGTGCAGACACATTACGTTAAGGCGAATTGGAGCTTACCGCGAAGGC 

TCGCCGCCCGGGCAGGTAC 1 rTTTTTTTTTTTTTTTTn I ' l GCAGTCACA 

TTTTGGCAGGGACCAGCTCAACCCTTCTTTAATGTCATTCAGGGAGGGGG 

CCAAGGATGGA GGGGA GGGGTTGAGGACCTACAGGCACCTATTTCTGGGT 

GGGATTCACCACTTTTCCCATGAACAGGGGACACTTGGCTTTTTGGTCAA 

TCATTACTAAGACAAAGGGTGTTGTTGAACTTGACCTCGAGGGGGATAGA 

CATGGGTATGGCCTCTAAAAACATGGCCCCACCACCTTTAGTCCCTTTCT 

CCTCTATGGTCAAGACAGCCTTATGCACGGTCTTGGAGAGCTTCAGGGGT 

GCCTCCTCTGTGACCCCGGAGAGGTCACCCXCATTGCTGAAGACCTTAAG 

GATGCCCAGTTGACCCAGGACGCTCTTCAGATCATTTGTTCCAGCAATG 
>Sequence 3800 

CCGGGCCGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGC 

AGCCCTCGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCT 

CTGATGATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCACCTATCT 

GTCTTCTGGATCTAAAACTGAATATCAACCTACTTTCAACTTACTAAGAA 

AGGGGATCATGGACATTGACACATATCTTGAAAGAATCGGCTATCAGAAG 

ACTAGGAACAAATTGGTACTTGCACACATTAACTGACATTCTTCAACCCC 

AGATCCGAGCTGCTCCCTTTGTGGACCTTAACATCCATGGTGGGGATGCC 

ATGGACTTAGGCTTATATGCCATTATGATCACCTTGTGAGAAGAAGACTG ■ 

GGTGGATGGTGTTATCAAGTCCATCATCCTCTGTGC 

>Scqucnce3801 

AGCGGCCGCXCGGGCAGGTACAAGGCATGCTGCTTTGATGATCTTGTGGC 

GGGGTGTGCGAAGGTAAGGCCTATTGACTTTCTGGGCAAGGTCTTCAGTG 

ACCATTTCTAGGTCTGTTTGCATTAGTTCAAAAATTTCTTTCTTTGTGCT 

TTTAGGTTCCAAGACAAATCCATATGGATAAGAACACTTGAGAATGCGCC 

GAGTTTTTAAGAGCACATGAACTGCATCTTCAATGAAAGTGGTATCTGGA 

CAGCCTCCTTCAGTTTCTTTGAGAGCTCTGCTCAATTGCTCCATCTTTTC 

TTTGGCTGTTTTAAGAAGGCGTTGTTCTAGCTGATAACTATGCTCATGGT 

TTTTAAATCTTGTATAATAGTGCATAAATCTGTCAAGTTCCTGAAATCGT 

TTGTGTTTTTTCTCAGCCTCCACAGTCATTTCCTTGGATTGCTCCTCCAC 
GTG 

>Sequence 3802 

CCGGGCAGGTACCGGGCTGCTGGACCTCCATTGCTTTCGGCTTTTGTCTC 
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TTTCTCCTTTTGAAGCTCAAAAGGGCATATAGTGGACTCTGATCCTACGA 

TGCC 1 " I" rrn CCCnXjCTTTGGCTGCCTCTGG AGAGGGGCATGTGCCAAGC 

AGACACGGCGAAAGCCAAACGACACAATGAGCGTTCTAAGAAAGGAAACT 

CCTTCGGAATGAAAAGCTTAGGCCACATTGGAAAGGGTAGAAGTGAGAGA 

GAAACTTTTTCATTGGGGACACTAGGCCGGTGGGTGGGGCCCGTCACGCT 

GTTGTAACAAAGTACCTTGGGCGT 

>Sequence 3803 

AGGTACGCOGGAGAAATAAAATGTGGTCCTAATGCCAGGACTAAAATGGA 

CCTAGTGCCAAATTAGTCCAATTGTAGCCTTTGCTTCAGCTGGATCATCC 

CGTGTTAGTTAGAGCTCAGCTGTGGCCATTATTCATTTGTTGATTGCTGG 

CCCATTCTTGGAAGTGCGTAAGCATCCCATTCATTTGAAGCTGTTTTCTT 

AAAAATTATCATTCACATTTGATTAIHTTiCCTTTTGGGCTGCCCAAGA 

TAGCACTTCCAGATGTCTATAAACCCACCATGTGATTGCAATCTAGGGGG 

GACTGGATCATGAATTGGGCCTATACCGAATCAGACTGATCCCATAAAAT 

AACAAAAAAAAGGCTGCATACTATATGCATGTTGCG 

>Sequence 3804 

aggtactttttt rm i r in' ri"i"i ccctaggcaaggagggatgattatt 

TATTAGCTTCTACAGATTACACAATGGGGTGGGGGTGGGCTCAAGGTGAG 
GCG A TTTTr I GGGTCC AAGTCTACTC AAGACAGGC ATACCAGTCTTGGGT 
CTCCAAATCCAC 
>Sequence3805 

AGGTACGCGGGGACK^CTGAGAAGGACTTTTCCGAAAAGGCAAAACCTTCA 

CCCACCCCATTGGGAGAAAAACCCAGACGCCAGGAAAAGAAGAAACAACA 

AAGGCAGGAGAACAGCCACTTTCAGACTTGAAAATGACAAAACCCTCAGT 

TGAGCCTGAGCCCCCGGCGCGGGGGCTGCTACACTACAGGACACCCAGCA 

TCGGCTTTGACTGCAGACTGTTCACCCACACGAGCCCTGTGCTTTTGGTG 

TAAATAATGTACCTGCCCG 

>Sequence 3806 

CCGGGCAGGTACGCGGGGGGAGACCATTGCTCTATAGCAAGACCAGACTT 

TGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAATGAGGATGAAGA 

CCTTTGTAATGACCTTTTCCCACATAATGAATAGCCATTGGGAGACACAC 

TTCTGAACACCACCACTGGAAAATCACACATGCTGAAATGGGAGAGTTCC 

CTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTCATCTGTTCAGCT 

GGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTATGCAGACAGAAGG 

TGCAGGAACTGGGGTGAGTACCT 

>Sequence 3807 

AGGTAcn 1 1 1 1 1 in 1 1 n i rm i mm cgcactacctccccgggt 

CGGGAGTGGGTAATTTGCGCGCCTGCTGCCTTCCTTGGATGTGGTAGCCG 

TTTCTCAGGCTCCCTCTCCGGAATCGAACCCTGATTCCCCGTCACCCGTG 

GTCACCATGGTAGGGCACGGCGACTACCATCGAAAGTTGATAGGGCAGAC 

GTTCGAATGGGTTCGTCGCCGCCACGGGGGGGCGTGCAGATCGGCGCCCC 

CGCTGTACCATGCCCGGAGCGGCTCGTTCTAGTAACTATGTGGGATCCCC 

CCGGCGCTGCAGGTAATTGCGATTATCAGAGCTATATCGAATACCCGTNC 

CAGCCTCGAAGGGGGAGGGCACCGAGTACCCCAGGCTTTTGTGTCCTCTT 

TCAGTGGAGGGGTTAATTTGCCCCCG 

>Sequence 3808 

AGGTACTGTTCCCTTCTGATTTGGTCTAGATACCAGAATCCATTCTCTTC 
CGTCAAACGGAAGACACAAGGCACCTGAGGCTGATCCTTCCCAGAAATTA 
ACTCCAGAGGCTGCCACA 
>Sequence 3809 

AGGTACTCTGTT 1T1" IT niGTTTGC A 1 TTTTT 1 ' AGG AGCTCCTTTCTTG 

AATTTATGGGTTATCTTATGCATTCTGTATAATGTCAAAGCTAACCCACA 

ATCTATAACCAAGGGAGGACTTAGCAGAACCTGCGTGGTGAGGAGATGCC 

ACAGGCAAGAAGAGAAGAGTATTCCAAACATGAGGGATTCCAAAGAGAGA 

AGAGTGTCCCAAACAACATTTGCACAAACCTGATGAGGAGAGAGAATGTG 

GGGTGGGGATGGATGATGAGACTGAATAAGAAAGCCAGGTCTAGATAATC 
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AGTGGCCTTGT 
>Sequencc 3810 
ACT 

>Sequence 3811 

AGGTACA AC! "J "I "1TA ACA TCCTCCAA AAACTTATCCACTAGCTTCAGGCC 

CTCGCTGAGGAACAGGCCATTGCCGGTGGTCAGCTGGAGCTGGCTGTCTG 

GCTGGTTGAGGGTATGGAGGAGTTCCTGGAAGCCTTCATGGATCTGAGCC 

TCCGGAAATCTCCGTGAGGTTGAAATTCAGGCCCTCCAGGATTTCATCGT 

GAGTGTCAGTCTTGGTCCCCAGGGAGAGCATTGCAAAGGCTGTAGCGATG 

CTCAGATTCACTGTCCCAGGTCAGTGGTGGTGCCTGAAGCTGAGGAGACA 

GGGCCCTGTCCTCGTCCGTATTTAAGCAGTGGATCCAGAGGGGCAACGGG 

GGAGGCTGCTGGTGAATATTAACCAAGGTCACCCCAGTTATCGGAGGAGC 

AAACAGGGGC 

>Sequefice3812 

AGGTACGCGGGAGGCATT^AGGCAGCCAGCGCAGGGGCTTCTGCTGAGGG 

GGCAGGCGGACKnTGAGGAAACCGCAGATAAGTrTTTTTCTCnTGAAAG 

ATAGAGATTAATACACC TACTT AAAAAATATAGGCAATAAGTTACTAAGA 

TATTGCTTACCGTTAAGTTTTTAACGTAATTCTAAGAGCTTAAGATCTTA 

AGAGAAAATGTGAGGACTTAAAATAGTGGCATGAGGAAGGAAAAGATAAA 

AGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTGTTCATGGAGTCA 

AATTTAGTTCCCTTTAATGAAGGAATATTGGTACCTGCCCG 

>Sequence3813 

AGGTACGACCACAGCTCACTGCATCCTCGACCTCCCAGGCTCAAGCGATC 

CTCCCACrrCAGCCTCTGAAGTCTCTCATATGGTGTCCAAGAAATGGTGA 

CAAATCTCACAAAGGGACTAGGCTCAGCAGGGCTGGAATATTCAGGGAAG 

GTGTCAAGAAGAAAGATGAACTTGAGTTGGCTTTTGAGAGATGCATAGGA 

CTCCCACAGGCAGAGTGAAATAAGGGCATTTTAGATGGACAGACACACAG 

ACAAAAGCAGAAATGTGGGTGGTGTGACTGGGGTTTGGTGAGGGGCTGCT 

GTGGCTGGAATGGAGGGCTTCCACAATAATGGAAATGGTAAATGAGGCAA 

GTAAGGTTGGACTGGTGGCATAGCGTCAAGGTTGCCAGCTTTATTA 

>Sequencc3814 

aggtac i rnrn m vm a a n 1 1 1 1 1 n i ia i n n 1 11 1 1 11 rr 

TTi 1 i n 1 1 1 TTTTTTTTGGGAGGTTAAAAATATTTTCACTrTATTATTA 

TGCTTATAATATTATTCCAACAAACTGTTTTAAAGGCGGGGTTCACTTAC 

CCAGAACACCCACGGGGCGAAAAGGCATCCGGGCCCATTGCAGGACGTGG 

CCTGTCGGGCCAGGGTCGCTGACATGCCCCCTGGTAGCTAATACACTGGT 

ACCCTCAACACAGGCTGCAGGAATTGGGACAAGACAGATGCCCCCGGACT 

TTTAAAAGCTATTTAATAAATATCATCCAAAAACAAAATGGGAAAGAAAC 

CAGAAACCCTCCGAGCACAACCACCTTAGGCCAACTGAATGTAAT 

>Sequence38l5 

AGGTACi milll m 1 n rTTTTTTTTTTTATTTAGTTTTGTTTAGGA 

GTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAATCTGAGAG 

TAAT ACCC AAGATGCCTCCTACCTTGCAAATTTCAAGGAATTTCTCACTG 

GTGGTTTTCATAGGATACTCAGTGAAAGTAGCATAAGGAACTTCAGTGGA 

CCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGT 

AGATCCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAG 

GTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCGCTG 

CAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

>Scquence 3816 

AGGTACGCGGGAGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATTC 

AAGCCAGGAAGAAGTAGCAATCTGTCTTCTGGATTAAAACTGAAGATCAA 

CCTACTTTCAACTTACTAAGAAAGGTATTAAGCGCCrTTCTGAGAGCTCT 

TAATTAGGCTTCCTAAGCACGTTCACTCTGCCTGCTTTAAGTCTTATATT 

TATGATCAAGATGAAAGGGAGGGATGTTTCACTGCACAGAGATTCTACAA 

GTGGATATATAAAGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCAACT 

ACTTTCCAAGTGCTTTCAGCATTCCACCTTGAAGCACAACGTTAATAATG 
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CACAATTTCTTATGTTCAGCCACAGAATGTTCACGTGTGAT 
>Sequence3817 

AGGTACTTCATTCCACATTCAATCAAAGCAAGTGCAACCAGCACAGGTGC 

CCTTCCCAATCCTGCAACACAATGCACTGCAACACAGCAACCTGGCTCTT 

CACGAAATTTGG'1'1 ' I T T AACAGGTTTAACCAATCATCTACTATCTGATTA 

GGGGTGGAGCTCCATCATCAAATGGCCAATCTAGAACGTGGATTCCTTCT 

TTTTCAACTGGAGCTTTATCATATGTAGCCCCGCGTATCTGCCCG 

>Sequence3818 

AGTTGACGCTACTCGAATATCGTGGAGCGAGATTGTACATCCACCGGGGG 

GGCGGCCGTACTGCAGCCTATCCTGTCCACCTTGCGCGCCTGAGCTTCAG 

GGCCGGACCGGCCCGCGTAAGCCCCATGCCCCGCACGCCGGGGCATTTTT 

TTTGACCGACGGTAAGCGTTGCTGGACAAATGGTTTTTTTCGCAAACATT 

TTGCCTGTCAGAAATTATCGTCCTACACTATTTAACAGAATCGGGCCGTG 

CCACACTGCGCGGCCCCGCAAGAATATA 

>Sequence38I9 

gaaagacgctctatcgtacggcnnttagggcgatttggagctacaccgcg 

gtggccggccgcccgggcattgtactttn l ' l \ i tttttta ttcttctttt 

ttttta a aacgtctcatcgcagtttattagcctgtac ag i'l l' 1" i aaattt 

actaaagagggcaaaaagtactggtttagaagagattttgttggcaggct 

cacaggcagcagacatgacttataaggaaaaagggcataccacgggtttt 

tttaaaaaattaaatgaacttgacttttcctggctccx:agcagggcaggc 

tggcttgttagggtaagccctctttccatctcaaggtgggaaggattcac 

AGGTCCCTTCCAGGTTAGACCGGGAGGAAAAAATTTAGGATCCCCAAAAA 

G AATG AA AGTTTCCCGGCGGTACCCTTGGGCCCGC 1" 1 1 T I A AG AAACTTA 

GTGGGGATCCCCCCCGGGGCTTGCAGGAAATTTCGAATATCAAAGCCTTT 

AATCGAATACCCGTTCCAACCCTCTGAGGGGGGGGGGGCCCCGGGTTACC 

CCCAAGCTTTTTTTCKjATCCCCCTTTTTAAGTG 

>Sequence 3820 

AGGTACTGCTTTGAATGTGACTGTTTCCGTTGCCAAACCCAGGACAAGGA 

TGCTGATATGCTAACTGGTGATGAGCAAGTATGGAAGGAAGTTCAAGAAT 

CCCTGAAAAAAATTGAAGAACTGAAGGCACACTGGAAGTGGGAGCAGGTT 

TTTGGCCTTGTGCCAGGCGATCATAAGCAGCAATTCTGAACGGCTTCCCG 

ATATCAACATCTACCAGCTGAAGGTGCTCGACTGCGCCATGGATGCCTGC 

ATCAACCTCGGCCTGTTGGAGGAAGCCTTGTTCTATGGT 

>Sequence3821 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCATTGAGGCAGCCAGC 
GTTTGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATA 

ag n it nr i ctctttgaaagatagag ATTAATACAACTACTTAAAAAATA 

TAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTl'l' 1' i AACCTAAT 

TTTTAATAGCTTTAAGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTA 

GCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAG 

ATGAAGCTTCTTCATGGAGTAAAAAATGTATTTTAAAAGAAAATTGAGAG 

AAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTA 

GATTAAAATGAAGGTGACTTAAACAGCCTTAAAGGTTTATTTTAAAAAGT 

TGTAAGGGTGAATAAAAT 

>Sequence 3822 

CGCCGCGATCGAATCANATAGGGCAAATCGGAGCTCCACCTTGGTGGCGG 

ACGACGTACGCGGGACCACTTCTCTGTGACACATTGCCTTCTGTTTTCTC 

CAGCATGCGCTTGCTCCAGCTCCTGTTCAGGGCCAGCCCTGCCACCCTGC 

TCCTGGTTCTCTGCCTGCAGTTGGGGGCCAACAAAGCTCAGGACAACACT 

CGGAAGATCATAATAAAGAATTTTGACGTTCCAAGTCAATCCGTCCAAAT 

GACGAAGTCCCTGCAGTGCTTGCAGTTCAAGCAGAATTGAAAGAATGCAT 

GGTGGTTAAAACTTACCTCATTAGCAGCATCCCTCTACAAGGTGCATTTA 

ACTATAAGTATACTGCCTGCCTATGTGACGACAATCCAAAAACCTTCTAC 

TGGGACTTTTACACCAACAGAACTGTGCAAATTGCAGCCCTCGTTGATGT 

TATTCG GG A ATT AGGC ATCTGCCCTG ATG ATGCTTGCTGTAATTCCCC AT 
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CAAAAT 
>Sequence3823 

AGGTACI TTT TTTTrr n 1 1 TTTI 11 M C I mm rTTTTTTTTTTTTT 

rTTTTTTn 1 GGCCATCAATTTATTAAAATA A AC ATGTTTAGCAGGTTTC 

AACAATTGTCTTGTAGTTTGTGGTAAAAAGACTTTAGAAAGAGAAGGTGT 

GGTTTGCAACAATCCCTAACTGGTTTCTCAACATTCCCTGCCATTTTTTG 

GGACCCAAAGGTTTTGGCAAAAAGGTTTAAATTAATTCACAAAAGACTTG 

TTTGTCACCCCGCCTTACCTCTGCCCGGGGCGGGCGCGTTTTTAAAAACT 

TAGTGGGGATTCCCTCCGGGGCGTCTCAGGATATTTCTAATTTTTCAAGT 

CTTTATTTGAATACCCGTCCAGACACCTCGGAGGGGGGGGGGCCCCACGG 

GTAACACACAGACTTTTGTGTTTTCCCCTTTTAAGAGGGAGGGGGTTTAA 

AATTTGCCCCCCCCTTTGGGCCGATAAATTCAAATTGGTCCAATAAGACC 

TTGGTATTCCCCCTGGTGGTAAGAAAAAATTTGT 

>Sequence 3824 

TAGCACTCCACAAAAAATCGACGCCTCAAAGTTCAAAAGGGTGGGGCGAA 

AACCCCTGACCAGGGACCTATAAAAAGCATAACCCAGGCCGGTTTTCACC 

CCTTGGG AAAG CTCCCCTTCAGTGCAGCCTCTTCCCTGTTTCCGAACCCC 

TGTCCCGCTTTACCCGGGATAAACCTGGTTCCCGCCTTTTTCCTCCCCTT 

TCGGGGAAGGCGGTGGGCCGCTTTTCCTC 

>Sequence 3825 

AGGTACGCGGGGATCGGAAATTTGAATTACCTCTAGACCAGGATTTGTCA 

GTCTCTTTACTATTGACATTTTGGGTCAGATCATTCnTCATTCTTTCTT 

GGTTGAGGGGTTGATATTGTTTGGTGTGTCCTCATCCAAATCTCAAATTA 

TAGCTCCCATAGTTCCCATGTGTCATGGGAGGGGCCCGGGGGGGAGGTAA 

ACTGAAACATAAGCAAAGGTCTTTCCCTTGCTCCTCTCATGACAGAGAAT 

TTCTCATGATATCTAATGGTTTTATAAAGGGGAGTTCCCCTGCACACGCT 

CTCTCTCTTCCCCGTTGCCATGAAAGATGTGACTrTGCITCrrCCTTCCCC 

ATGATTGTGAGGCTTCCCCAGTCACAAAGAACTGTGAGTCCATTAAACCT 

TTTTC1 1 1 GTA AAATTACCCAGTCTTCAGGTTAGGTTTTTTTATTAGCCA 

GCT 

>Sequcncc 3826 

ACGCTAAGACGTGTTTGGAGCTCCGCCGCACCGGCGGGGCGGTCGAA 
>Sequence 3827 

GGAGGGCTCTGANCCACTACTATACTGGCGAGTCGAAGGTACCTCCACCG 

CGGTGGCG GCCG AGGTACCTTAAAGCAGAATCCATAGTTAGTCGGTGCTC 

CATG 1 1 1 rTTTT TGCCTGCCAGTGACACATAAATATC ACTATTGCC AAAT 

TCGCTGAAAAACTGCAAATGCCGCGGTTCCTGGAGGCATCACATTACCCG 

ACTTCAAACTATACTACAAGGCCATAGTCACCCAAACAGTAAAGTACCTG 

CCCG 

>Sequence 3828 

GGAGTGCCCGATACACTACTTAGGGCAATTGGAGCTAACCGCACCGGCGG 

GGCGGCCGAAGCACTTG 1 TTT 1 1 1 1 11 11 1 VVi TTG ATGAGGGGGAGTCT 

TGCTCTGTCTCCCAGGCTGGAGTGCAGGGCTGCTATCTTGGCTCACTGCA 

AGCTCCACCTCCTGGGTTCACACCATTCTCCTGTCTCAGCCTCCCGAGTA 

GCTGGGACTACAAGGGGCCCGCCACCACACCCGACTAATTTTTTGTATTT 

TTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGGGGTTGATCTCCT 

GACCTCATGATCTGCCTGTTTCAGCCTCCCAAAGTGCTGGGATTACAGGC 

GTGAGCCACCATGCCTGGCCTTTCACATGCCTTTTACTCCTTTGTGGTTG 

CTGCTCATCTTTCAACTTTCCTTTCTAATTTGTCAAATGTTTTCCTATTT 

CCAGCTT 

>Sequence 3829 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTG 

CTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCT 

TTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTT 

ACTAAGATATTGCTTAGCGTTAAGGTTITAACGGAATTTTAAATAGGCTA 

AGGATTTTAAGAGAAAATATGAAGGACTTATAAGAGTAGCATGAGGAAGG 



Page 637 
of 685 of Tabic 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTT 

CATGGAGTAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 3830 

AGGTACTCAGTGGCCATGTGGAGCTAGTGGCCACCACACTTGACACCACG 
GATGCAGAACTTTTCCATCACTGCAGAAAGCTCTGTTGAACAGNACTTTT 

rm rmn im TiTiTnrrnri icccgcattagatcactgtgggtc 

TTAAGCAATTCTTCAAAGCGAACTTTGGTTTTTTCTTTTTG 

TTAGTTGTAGGCTTTTTTTCAGCTTTTATGCAGAGGACTTGAAAATGCAA 

AGCTTTGACTTCAATCAGGATTCCTTTTCTCAGACATAATTAAGAAGGCT 

TTGACAGGTTGAAGATTCATGCCCCAGGTTCTCCGCTGTACXnTGCCCGG 

GGCGGCCGTTTTTAGAACTAGTTGGTATCCTCCCGGCGCTGCAGGAAATT 

CGAATATCAAGCTTTATTCGATACCGTGCGAACCTTCGAGGGGGGGGGCC 

CCGGTCACCCCAGCTTTTTTGTTTCCC 

>Sequence3831 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAAGGTGTT 

TTGTTTGTTTCCATCGTGACTACCCAGAAAATTATTAAAAGGCCAAACCC 

AGTGGCTCATGCCTGTAATCCCACCCAGTTTTTCTAAAGTTTTAATCTGT 

CTCCTCCACTAGGCCATGAGCCCTAGGAGGAGATTGTCTCTAGAGGGTAT 

CCCCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAATGA 

ATGAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTTTGAGGCTCT 

AGAAATAGGGGTGAGAGGCCCAGCCAAGTGTTATCATGAAAG 

>Sequence 3832 

CCGGGCAGGTACGCGGGCTTCC IT I "1 C AG ATTCCCTGTCTGCTCAATTA A 

AGATGTTTGAATCCAAAGGAAGTCAAGGAAGAAAAAGCATGGAAAGGAAG 

AGAACTGATTCCTACTGAAAATTCAAATTCTATTACCATTCTAACTTTCA 

TAAAAAGTTGGGATCAAAAAACAACTGTTTTTCTTGCCCGGGCTTATATT 

AGGGGGTGATTCTTAAAGGACATTAGGATTGGTGCTCATAAATGGTTAAT 

CATGCTGTGTGCTAGCCAGGGCCAGCTGGTACCT 

>Sequence 3833 

GCCTATTTTATTTTAAGATGGAGTCTTGCTCTGTCGCCCAGGCTGGAGCG 

CAGTGGCACGAGCTCGGCTCACTGTTCTCCAGCCTGGGTGACTGAGAAAG 

AATCTCTCTCAAATTAAAAAAATTAAAAAAAATGTGTGTGGTGGGGGTAT 

CTTGACTTTCCTCCATGTGTCTTAGGCCCACAACCTCTACCATGGGACCC 

TTGCAGAAGAGATTTCCTCAACCAAATACCTTTTATGGTGCTGCCTCCCT 

GATGGGCCTGGGTTTCTAAACCCAGCAGTGCCTTCCCCATCTGCTCAGTC 

CTTACTTTCACCTGGGCACCCATCNNNCTCCTGGTACCCTCGGGCCCGCT 

TCTAGAAAACTAGTGGATTCTCCCCGGGCCTGCTCAGGAATTTCGAATTA 

TCAAAGCCTTATCCGATACCCGTTCGAACCTTCGAGGGGGGGGGCCCCCG 

GTTACCCTCANNGCTTTTTGTTTCCCCTrTTTAAGTGAAGGGGG 

>Sequence 3834 

CCGGGCAGGTACAGGCCACGATATTATCTTTACAAGCATGCCTACTTTTA 

tcctcatttaaaacgatttccagttcagggcagtagtgactcatccgaag 

aaaatggagatgacagttcagaagaggaggaggaagaagaggagacttca 

aatgaaggagaaaacaatgaagaatttaatgaagaataaagactttgagg 

cttgaaaataccacacttttcttgctacagcacatgggctatggagagga 

cgccacgcctggcacagggtatacagggttagctgcaatccagcttccx:a 

agaaggctggggatataacaaacaaagctacaaaaggagaaggaaaatat 

aaaatttaaaaaaaaaaaaggtacct 

>Sequence 3835 

AGGTACTTTTTTTTTI [TTTTTT H 1 TT T 1 71 T A 1 ' 1 TTT 1 TTTTTTTn T 
TTTTl I I rTTTTTTTTl lTTTTTTTTTTTTTTTTl'l l'l 1 l'l'IT TT'l T 11 T 
TGGCGGGGGGGCCTGGGGCCCTTTTTTCTTTAAAACATCCGGCCCCAAAA 
TTTAACTTTAAACAAAACCCCTTTCCGGGGACAAAGGGACAAAAAAATTT 
TATATAACCTTTCTCGTAAAAAATACAAAACCGGCCAGGGGTTTTCTAAA 
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CCTTTAATCCCCGGGCCTTTTTTAAAAATGGG 
>Sequence 3836 

AGGTACGCGGGGACCTCATTCATTTCTACCGGTCTCTAGTAGTGCAGCTT 
CGGCTGGTGTCATCGGTGTACTTCCTCCGCTGCCGCCCCCGCAAGGCTTC 
GCCGTCATCGAGGCCATTTCCAGCGACTTGTCGCAC 
>Sequence 3837 

CCGGGCAGGTACCAGCTGAAATCAGGACAGTCCCCTAAGCTACTCACTTA 

CTGGGCATCTACCCGGGAATCCGGGGTCCCTGACCGATTCATCGGCAGCG 

GGTCCGGGACAGAATTCACTCTCACCATCAACAACCTGCAGGCTGAAGAT 

GTGGTAGTTTTATTACTGTCAGCCATATTTATACTACTTCTCTTTACTTT 

ACGGTCGGAAGGGACCCAAAGGTGGAAGAATAAAGCTAAACTTGTGGGGC 

TGCAC ACAT ACTTGTCITrTTCAATCTTTCCCCGCTTCnTCTTGAATGAA 

GCCAGTTTTGAAATTCTTGGAAAACTTGGCCCTCTTGGTTTGTTGTTGC^ 

TCTAGCCTTGGAAATTAAACCTTTCTTATTCACCAAGTAAGGAGGGGCCC 

AAAAAGATAACTCTTTGGGGGCCCGAATTCTTAGTAAACTTTAGGTGGGG 

ATTCACTCCCCCGGGTGCCTTGGTAAGGTAAAATTTTTTTATTATTTCAA 

AAGTCCTTTAATTTGGGATTTAACCCTGTATTGGAACACCTTCAATAAGG 

GAGGGGGTGGGCCTCCCCCGGTTAT 

>Sequence3838 

AGGTA ciii^uiTnnxr r i - i'iJ i -iT i ^'inn rri TrGC' iiiTiiTi ATm 

CTTTTAATGCATCAAACAACTGTGGCCAGTGAAAGGAAACAAAACTGGCA 

GTTTGTCCATTTGAATATCAGACCTAGTTTCTTCTTAATTTCCACACTAT 

TTCTCCCATATTCCTTAAACTTCTTGGCATCCCTTATGCCCTACCGTTCC 

CCAGATGCAATA AAGTC ATTGTACAGTATTTCTTACAATATAAGTTATAT 

GCAATGTTCAGC A 1" I ' MT IITl " I" ICAC AGCACTAG AGACCCTGTTAAATA 

GGGGATATGAGTCAGAATGGCTTATTCACAGATGGGGTTCCAGATTCAAT 

GCCCGCGTACCTGCCCG 

>Sequence3839 

CCGGGCAGGTACCTCAGAAGCAAACCCAGTTCCTGCACACAGAAACCCCA 

TTCAGGCTCCTACTGCACTGAGAAGCACGTGTTCTCCATTTGCCTGGGGG 

AGACCATTGTATTGGGCAGTTTGGAACAAAACACCATGGACTGGGAGGCT 

TACACAACAGAAATTTATTTCTTGCTGTTCTAGAAGGTGGGGAAGCTCAA 

GGTGCTGGCTGCATATTCATTCTGAGGCCTCTTCTGATGTGCAGGCAGCT 

GCCTTCTGACTTGTGCTCACATTGGAGAGAGGGAGTCAGCTTTGGTGTCT 

CTTCTTGTAAGGACACTAACCCCATTCACTAGGGCCCCACCCTCATGACC 

TAATCACCCCCAAAGGTCCTGTCTCCAGACATATCACATGGGGCAGAGCT 

TCAATGTACCT 

>Sequence 3840 

AGGTACGCGGGGAAATCAGGTTTTTTTTTTTAAAGTGAAACTTGATGATT 

TTTAAACAAGTAATTAAAAAAATGTCCAAAACACCATGTGGGCCAAACAT 

TTGTTTGAGCCTGGGGGCCACCAGTTTGCGACCACTGCCTTACGTAGTTA 

ACACCCTGAGTATGTATACAGTCATATTTTTTTGTTTGGAATATTGGAAG 

TGTTATATATACTTTGGGGGCGTGATATTTGAAGTCATCTTTATCTCTCA 

GAGTTAAGCTTTATTGTAGAAGAAAAAATTTNTAAAAAAAAAAAAAAAAA 

AGGTACCTGCCCGGGCG 

>Sequence3841 

TTGATACCTCCACTCATTAAGTCGAATGGGAATCTGCACCTGCACGGCCG 

TGCGCCCGGGCAGGTACGACACCCCTCAAGAGGTGGCCGAAGCTTTCCGG 

TCTTCCCTGACAGAGACCATAAAAGGAGTCGATGCTAAGAATGGGCACGG 

TCCCAGGGGAACAACAAAAGCGGAAGATCGTCCTGAACCCTTCAGGCTCC 

ATGAACATCTACCTGGTGCTAGATGGATCAGACAGCATTGGGGCCAGCAA 

CTTCACAGGAGCCAAAAAATGTCTAATCAACTTAAATTGAAAAGGTGGCA 

AGTTATGGTGGGAAGCCAAGATATGGTCTTGTGACATATGCCACATAACC 

CCAAAAATTGGGTCAAAATGTCTGAAGCAGAACCGCAGTAATGCAGACTG 

GGTCACGAAAGCAGCTCAATGAAATCAATTATGAAGACCACAAGTTGAAA 

TCAGGGACTAACACCAAGAAAGCCCTCCAAGCAGTGTAACCTTGGGCGGT 
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CTAAAAC 
>Sequence 3842 

CCGGGCAGGTACTGTGGATCTTGGCTCACTGCAGCCTCCACCTCTTGGAT 

TCAAGCAGTTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGAGCCACCATGT 

CCAGCTGATTTTTGTATTTTTAGTAAATGAGTTTTCACCATGTTGGCCAA 

GCTGGTCTTGAACTCCTGACCTCAAGTGAGCTGCCTACCTGGCCTCCCAA 

AGCTCTGGGATTATAGGTGTGAGCCACTGTGCCAGGCCTGAGGTTGGGAG 

AAATTTTGTCCATTTCTTTAGAACCAAAATTGGCAACCAGAGAGTATTTG 

GATGTTACACAAAATATTTAGTTTCCCTTTCTAGCCTAAATTGGGTTGTT 

TATAGCACCCGTCTCTCCATTTGAGAAAAATGGTTAGGATG 

>Sequence 3843 

CCKjGCAGGTACACCTGTCTTCTCTGGCTGCCCACCAGCGGCCTCTGGACC 

GTCCAGGCCATGGATCCTAACGCTGCTTATGTGAACATGAGTAACCATTA 

CCGGGGCCTGGCTTCAGCCAACCGTTGACTTTGCCTTTTAAGCCTTGTAT 

TAATCCACCITAATrGGGCCCTTTGAATTCCCAAATAAAGAATACATTTT 

TCAATTCTTCCCCCTGTTGGAAGCAATTCTCTCATTGGCCCCTTTAAGCT 

TATTGCTTGGTCCCCTGGGGGCCAACCCTTGGTGTGGCCACCAACTACGG 

GGGGCCCCCAGGCTTTTCTTTCCAAGGAGGCCCCTAGGGTTTTTTTCAAA 

CACTTCCACTTGGAATAGAGATCCTTGGAGGAACTTGAAGTAATCCCCAT 

CCCAAAGGGGTTTTTTCCCAGTCAAGCGCTTGTCCACTCCAAACTTTCTT 

TTTGGCAAAAAGTTCCAAGGACCAACTCCATGCCTTTATGTAAAATTTGA 

ACTCACTTGGGGGTAAAATTGGCNCCTTTGGTTTTTCTTTGGAATGG 

>Sequence 3844 

CCGGGCAGGTACTCACATCACAATGTCATTTTGATAGGAGCGTTTTGTTA 

TTTTTACAAGGCAGAATGGGGTGTAACAGTTGAATTAAACTTAGCAATCA 

CGTGCTCAGAGCTTTTGCCTGTCAGTTGTGTGTGTCCCTTATAGGCCCTT 

TCCCCACAACTCTTGCTGAAAGAGTTTGCCTTGTTTTGTTGCGTTGTTTT 

GTATTTAGCCAGAGGATGTCAAAATTAGTCTrCTCAAAGCnTGAGTAGA 

GTAAGTGTGGGAATAAGCCAGTTTTTTTTTTCTGTTTCTGTAACTTAAAT 

GAACGGGTTTTTTTCCCTTGTATGCCACTTGTCCTAACATGTCCTTAAGG 

TGTTTAACCTGCCTCTGACCTGGCTTGCAATGCATAGGTGAGGAGA 

>Sequence 3845 

AGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGATGTAAG 
AAGTTTCCATATAAAGGGCTGCAGTATGGAGAGGTAATGTGCAAGCTGGT 
TTGCGGCTGTAAGGGCCACCTTGCTGCAGCTCTCCACTGATATGGTACCT 
GCCCG 

>Sequence 3846 

AGGTACGCGGCCAAAAAGAAGTCAGAAGGAGCCAAATCAGGACTGTAAGG 

TGGATGAATGCCTAATGATTTCCCATCAAAGCTCTCACAAAATTGCCCTT 

GTTTGATGAGAGGAATAAGCAGAAGCATTGTGATGGGGAAGGACTCTCTA 

ATGAAGCTTTCCCAGGTGTTTrrCTGCTAAAGCTTTGGCTTTCTCAAAAC 

ACTTTCATAATAAGCAGATGTTGTTGTTCTTTGGCCCTCCAGAAAACCAA 

CTAGAAAAATTCCTTTAACATTCCAAAAGACTATTGCCATGAGCTTTGTT 

CTTGACCAGTCCAGTTTTGCTTTGACTAGACCGCnTCCACTTCTTGGTAG 

CCAT TGCTTTGATTGTGCTTTATCTTTAGGATCATACTGGTAAAGCCATG 

TTTTGTCTCCTGT 

>Sequence 3847 

AGCGGCCGCCCGGGCAGGTACTGGAATGGCCAAGTGGGACTGCTTCAGCT 

GACCAGGTTCTTTTAAACCGTAGTCATGCTTTCCCACTAACTCTTAAATC 

CTTATGCTTAGAAAATTGAGGATAAGGCTGGGCACAGTGGCTCAGGCCTG 

TAATCCCAGCACTTTGGGAGACCAAGGCGGGTGGATCACAAGGTCAGGAG 

ATCGAGACCATCCTGGCTAACATGGCGAAACCCCGTCTCTACTAAAAATA 

CAAAAAAATAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCA 

TGAGGCTGAGGCAGGAGGATCACTTGAACATGGGAGGCGGAGGTTGCAGT 

GAGCCAAGATGGCGCCACTGCACTCCAGCCTGGGTGATGGCGTGAGACTC 

CATGTCAAAAAAAAAAT 
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>Sequence 3848 

CCGGGCAGGTACTTCCGTGCTTCITCATTTCITCGATAGCCATAAAATTT 

TCTAGCTCTCTATCACCATCCTrATTTATTTCTGGTTCTTGAGATCrnTT 

CTCTGGCTGGCCATTTTCACTGCCTTTAAGCCTTTGTGACTCTTCCTCTG 

ATGTCAGC TATAA GGCTCGCTCTGGGTTGCTGTTTTCAGAAGAGTATTTT 

GGCATCTGTTTTTCTTTGTAGTCAGAAACTAATTCGCAAATTCTGTGATA 

CTCTTCACTTTCGTTGTCAGGAAATTGCTGATTTTCAGGTGTTCTGCTCT 

TCCTTT GAGG AATTAATCCATCATCACCATTGCCAGCAGTGACACCATTA 

GTCAGGTTTTCTAGTAATCCCACATTATTACTTTGATGCTT 

>Sequence 3849 

AGGTACTTT 111111 111 1 1111 1 ' l ' l ' l ' lTn GGTCTCCCACGACCTCTTT 

ACACTCTTAAAAATGACATCCTAAACGGCTTTTATTTATATGGATATCTA 

CTGATATTGACCATATTCAAATTTAAAACAAATGTTTGAAAATATTCACT 

AATTCCnTTAAAAATAGCTCATTAAAAATATGAAAAAGATACTTTTACAA 

ATTCAGTGAGAATATCACTGTTTTATAATTTTGCAAATCTCTTAATCCCT 

GGCTTAAATGAAAACTGCTGGAGTCCCATATCTGTTTCTGCATTAAATTT 

G ATGCTATATG ATTTTTTTGCTTAA AACATATG AGG AA AATGTGGCTTTA 

CCTAAAAATGTAGTTGTGAAAAGGATAAGGCnTrrAATAGCCnTTCTGA 

TAATTATAGATATTCTG 

>Sequence 3850 

CCGGGCAGGTACATCCTGTGAAATCCAGGTGGAGGCTCCCAAACCTCAGT 

TCTTGACirCTATGCAOTGCAGGCTCAACACCACATGAAAGCTGCCAAG 

GCCTGGGGCTTGAACCCTCTGAACGCATGGCCTGAGTTTATACTGGCCCX: 

TTTCAGTCATGGCTGGAGCAGCTGGGATGCAGGGCACCACCTTTCTGGAC 

TGCACACACCATGGGGACCCTTGGCCCGGCCCACAAAACCATGTTTTCCT 

CCTAGGCCTTTGAGCCTGTGATGGGAGGGGCTGCCATGAAGACCTGTGAC 

ATGTCCTGGAGACATTTTCCCCATTGTCTAGGGGATTAACATTCAGCTCC 

TCATTACnTTTGCAAATTTCTGCATCCGGCTTGAATTTCTCCTCAGAAAA 

TGGGATTTTCTTTTCTTT 

>Sequence3851 

AGGTACTTGAGGGCTTCATTGCCAGAACACATTATATACAGGATGTCAGA 

GCTACCAGTGTGCTGCTGGGAGAAAATGCTGCAAAATTCATCTTTTGGAG 

GGTGGGGGGAAAACCCAAAAACAACAACAAAAAAACTCTCTTACAGAATT 

TTCCTTAACATTAAAAAAAACTTGTCATATTTTTCAAAGGCACATTTGAT 

ACTCAAAATTGCTAAAAGTATATTTAAAGACATCTAGCCTTCCATATGTA 

AAAAATATTTTAGATAAAGACAGTTACAGGACTCAGAATAATATATTGGG 

TGATTC ACTGTATCCTC CATTTTTACATTTAAAGAAATTCAAAATACGTG 

ATTAAATT 1 1 I L i 1 U 1 'l AATGGATGGGTTGGTTCTCGCTTAACCACTTG 

GGTGCTAGTGGTCTT 

>Sequence 3852- 

CGAAGGTCGTTCGACTCTACTCAGGGCGACTTGGAGCTCCTTCGCGGTGG 

CGGCCGCCCGGGCAGGTACGCGGGATCAAACAAGTCCTCCAAAAGTGGTT 

GAAATTGGGCATCAAAGGCAAAAAACTCCTGAGGGATTGCAAGAATCAGC 

TAATGTGAAA ATCTC AGGAACTTTCAGCAGTGGGTGGACTGTGAGGCTGC 

CTGAGTTCCAGTTTTCTTCTCAGAACAAAGAATATCCCGATCGGGAAGAT 

TGCACTACAGAAAAAGGCAAAAAGACCACTGTAGAAACAGAAGATTCTTC 

TGTAGAGAACCCTGAACAGGATCTGTTTGTAGAACAAAAAAAAAAAAAAA 

AAAAAAAGTACCT 

>Sequence 3853 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTATCTGATAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTA 

>Sequence 3854 

AGGTACCTGGTGAATTTCTTGCACAAGTTGCGGCAGCTGCCTGAGCGATA 

CATGATGAACAGCGTCCTGGAAAACTTCACCATCCTCCAGGTGGTGACAA 

ACAGAGACACCCAGGAACTGCTGCTCTGCACCGCCTATGTCTTCGAGGTC 

TCCACCAGCGAGCGTGGGGCCCAGCATCACATTTACCGCCTGGTCAGGGA 

CTGAAGGGGGACCCCAAAACTGGCTCACCCCCCAGAACACCCTCCTCCCA 

CKjGAGGGTCCTCCAGCTCACCTCATGCTTCTTATTTGGGGAGAGGGCTGT 

GATGTAAAGGGGTTGACCTCAGAGGCCTAAGCAACTGGGGCCATCCCCCC 

CATTAGAGGGGCCCCCAAAACTTGGTTGGAGAGCTGAACAGGCTGGGACT 

GAGGAAAGGATAAACCCCGATATTGGGACCTCA 

>Sequence 3855 

AGGTACTTTTTTTTT 1 1 1 1 1 1 1 1 \'i 1 1 111 1 ' l ' lTlG GGGG I ' l 'l' l ' lT CTTT 

TTCTTTGTTTTAACGGCCGGTTTTTCGGTCmAGGGGG 

TGCACAGAAGATTTAGCCAATTCAAATGCCTTGCTCCCCACAATATTGGA 

ACATTTCCTTTGGGATTTTGACCCAAGTAAGGAAGAGATGGGAGAGAAGT 

GAAACAGCAACAATAAACCCCAAACTTAAACAAAAAGAGTTAAGCAAAAC 

AAACAAATGCACAATTCATATGATTACTGAGTGTTCTAATGGTAAGGAGA 

AATT AAAAGCAGCTGGTGGGTCATCTTAAATTTTAGTCATTAAGGAAAAA 

TTTTAAGACAAACTCTAATTCAGCTACTTACCTGGAAATAAGGCTCAGGC 

TGGTGATTGTTCTCTG 

>Sequence 3856 

TGAAAGTGACTCACTTCTGAAATCCGGCGAATTGGTTCTGGCAACTGCGG 

CGGCCGCCCGGGCAGGTATTCGGGATTATTTCTTTGGAAAAAAGAGATTT 

TATGTCTCTGATTGGTGAGTGGCAAGAGTTCAACATCGCCAGGTGTGGTG 

GCTCATGCCTGTAATTCCAGCACTTTGGGAGATTGAGGTGAGTGGATCAC 

TTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTC 

TCTACCAAAAATACAAAAATTAGCCAGGCGTAGTGGCATGTGCCTGTAAT 

CCCAGCTATTCGGGAGGCTAAGGCATGAGAATCACTTGAATCTGGGAGGC 

GAAGGTTGCGGTGAGCAGAGATTGCACCTGGGTGACAGAGTGAGACCTTG 

TCCCAAAAAATAATTAAAAAAAAAGTTCCT 

>Sequencc 3857 

CCGGGCAGGTACCTTGAAGTTCAGATGAGATTTCGGACTTTTGAGTTGAT 

GCTGAAACAGCTTGAGATTTTTGGGGACTACTGAGAGATGATAATTGTAT 

TGTGCAATATGAGAAGGACATGAGATTTGGTGGGCATAGGTGTGAAATGA 

CATTGTTTGGATGTGTTTACCCTCCAAATCTCTTGTTGAATGTGATCTTA 

AACGTTGGTGGTGGGCCTAGTGGAAGGTGTTGAATCATGGGGGTGGACTC 

TTCATAATTTGCTTAGCTCCATCCCCTTGGTGATGAGCAAGTCCTTGCTC 

TGTTGTGTCACATGAGAGCTGGTTGTTTAAAACAGCCTGCCGGGTTCCCC 

TTCTTGCTATTCATTTCTCTTTTGACACGTGATACACTGGCCCTCACTT 

>Sequence 3858 

GGCGAATTGGAGCTGCCCGTGGCGCGCGGCCGACGGGACTTTGTCGTCGG 

GGGTAGATGGAAGGAAGAACTTGAGTGCTTAGACCTGACGCTGGGAGGAG 

ATACTGTCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGC 

CAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGGCAGAA 

TCCACTTTTCCCACCTTGCCCAACAGTCGAAAAACATCAGAAGAGAAAAA 

CATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTT 

TGGGGGTGGAGCCCCTTAGAAGGTAATTTAATGCCCCTTGGAAAGAAGAA 

GCCAAAAAAGCTTTGCGCACCTTTTTTTTCTTGGCTTGTGGAGGGGCCCA 

AAAAAAGCCCGGCTTGTTTTGGCACCCTTGCCAAGTAAGGAACCCCTCAC 

TTATTAAGGTTAGGCCTTTTCCCG 

>Sequence 3859 

AGGTACATCTGCATGCCATACTTAAGCAATCTAATTTCGGTCACCCAGCA 

CGTCCTACTCTGCCCTTCTTCTGCACAGAGCATTTTCAGGTCTCGGGGCC 

CTCCCGCTTTGTTAGGCTTAAAGCAGAATCCATAGTTAGTCGGTGCTCCA 
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TGl l 1 1 1 1 1 1 1 GCCTGCC AGTGAC ACATA AATATC ACTATTGCCAAATTC 

GCTGAAAAACTGCAAATGCCGCGGTTCAGTTCTTCATGGCTGGGGAGGCC 

TCACAATCACAGCAGAAGGTGAAAGGCACATCTCACATGGCAGTAGACAA 

GAGAACTTGTGCAGGGAAACTCCCCTGGAGGCATCACATTACCCGACTTC 

AAACTATACTCCCCGCGTACCTGCCCG 

>Sequencc 3860 

CCGGCCAGGTACGCGGGACAGCACACAGCCCGGCGGCACATGAACTGCCA 

TTAAAGAAAAGAAATTTCAGCCCAGAATTTCATATCCAGCAAAACTAAGC 

ATCATAAGTGAAGGAGAAATAAGATCCTTTTCAGACAAGCAAATGCTGAG 

AGAATTCGGTATCACCAGATCTACCTTACGAGAGGGGGGGGGGGAAGCAC 

TAAATATGGAAAGAAAAGATCATCACCTGCCACTACAAAAACGCTCTGAA 

GTACCT 

>Scquence 3861 

AGGTACTTTTTTTTTTI 11111111 1 GTG AAGAGGGAGTCTTGCTCTGTC 

GCCCAGGCTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAAGCTCCGCC 

TCCCGGGTTCACGCTATTCTCCTGTCTCAGCCTCCTGAGTAGCTGGGACT 

ACAGGCGCCCGCCACCACGCCTAGCTAATTTTTTGGGTGGGGAGTAGAGA 

CGGGGTTTCACCATGTTAGCCAGGACGGTCTGGATCTCCTGACXTCGTGA 

CCTGCCCG 

>Sequence 3862 

AGGTAC1 1 1 mm 1 riirnTrrrnTGTNGGAAGCCTTGTGGTAACCA 

CAAAGCAAAAACTTACAACAGATACACTAAAAATAAAAAGGGACAAATTA 

AAATATATATTACCTGAGAAAATTGCTTAAGCACAAAGGAGGATATTAAA 

AAAAAAGAGAGAGGAAAAGAGAAGACATTAAGAAAGAGGGAGAAGAAGAG 

AGAAGTAAGAAAACAAGTAGAAAGCAAGTAACAAAATGGCAGTAGTTAGT 

TGTTACCTGTTAAAAATAACATTGAATATAAATAGACCGAATTCCCCAAT 

AAAACATATACAGTGGTTGAATGAATTTAAAAGCAAGACTCAACTATATG 

CTGTCAACAAAAACTCACTTTACCTATAAAGACTCACATAGACTAAAAGT 

AAAGAGATGGAAAAACATATTCAATGCAAATGAAAACCAAAAAAGAGCAG 

AAGTGGTTATACTTATTTCAGATGAAGTAGACTTrAAGCTAAAAACTATA 

AAAGGAGACAAAGAAGGTCACTGTATAATGATATTATATAATGATCATAT 

ATAATGATTATAAATAAATATTTATGTATAAAAAATATAAAACAAATAAT 

AAATCTAAAAAGAGA 

>Scquence 3863 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGGCGGGGAAGATGAAGA 

CAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGGTCCCTTGGCCG 

AACGTTGGGGGGGTGAGTATATATTGGTGACAGTAATATGTGGCCACATC 

TTCATCCTGCAGGCTTGTGATGGTGAGAGTGAAATCTTTCCCAACCCCCT 

GCCACTGGATCGGGCAGGGACCCCGGATCTCGGGAAGATGCCCAATTAAT 

GATTCAGTTAGGAGGCGTGGCTGGGTTCTGTGATACCAACTAAAGGGTTT 

TATTGGGGGGGGGGATTAAAAAATTTGGGGGGCTTGCGGTGAGGGGGGCC - 

TTTCGCCCAGAGACCAGCCGGGAGGCTGGCGATGGGGGATTGCGAGTTTC 

GGTGGCAGCGGGATCGCGACGACCGGAGATGAAGGCCTGGGGTTGGCAGC 

CGTGTTGGTGGCCCTGCTGGCGGTGTGCGTCCCCGGGACTTGGCCGGGCG 

GGGGTGTGGAATTGTGGGATCCCCGGGTTCGAGGATTT 

>Sequence 3864 

AGGT^CTT TTTTn^ 

TTTTTTriTI 1 rTTTTTTTI 111111 rTTTTTTTTTTTTl 1 rTTTTTTTT 

1 1 11 11 rTTTTTTTTTTTTI "ri'CCCGGGGG A AAAA AA ATTCCTTTCCCCC 

CCCAAGGGGGGGGGGGAAAAAGAAAAAAAAAATTGGGGGGGGGGGGCCAT 

CCCCCCCCCCCCCTTAAAACCCCCCTGGGGGGGGTAAACCAGGAGAACCC 

CCTGGGCCAAAAATGGGGGGCCCCNATATCCCCCCCCCGGCCCCCCCTTA 

AAAAAAAGGGGACCCCCCCCGCCCCAGAAAATCCAAATAACACCTTTACA 

CCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCCTTTTTTCCCCCTTAA 

AGGGGGGAAAATACCCCCCCCCCCAAAAAAAGAGAAAAACTTTTCCCCCG 



Page 643 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGAAAAAGGTTTCCCCCCCCAAAATCCCCCAAAAAAACACGCCCGGAAAC 

AAAAAGGAAAACCCCCCGGGCCCCCAAGGGGCCCCCCCCCCCCCACAATT 

CCCCTCCCCCCCCCCCCCCCTTTCCAAGAGAAAAACCCCGCCCCCCCCCC 

CTCAAAAGAA 

>Sequence 3865 

CCGGGCAGGTACGJ 1 1 J TTTl flTTi'I I rTTTTTTTTTTTGAATTTAAAA 

AATGTTCTTTAAGACCCCTCCTTAACGGTTGATGGATTTAGCAAGTAGCA 

ATATAAG ATGTTCGGATAAATTTAAATTTCACGTAAC AATAC 1" 1 1 1 ICCC 

TGTAAGCATGTCCTAAATATTGCATGGGGCATGATTATAATAAAAAAGTT 

ATTATTTATATGAAATfCAAATTTATCTGGAATCCCTGTCCTTTATCTAC 

TTTTGTTTTTATGATGATTTTTATGATGATTAAAACAAAAGTAGAGAACT 

AAAAATTTATTTTAGTACTTCCTATTGATAAAAATAAAATTAGATGTTAA 

TTATAGAAAGTTCACAAAGCTAAAAATTTAGAATAAATTTGAATGGTCAA 

ACCTCAATACCTGTTTTATTGTO^ 

CATTGATCrnTTGAGACATCCTATATATGTTCAGTTCTCTGAATTTCTA 

TTTCATTTCTGTTCTGCAAACCTTTGATCTTGCCTTTT 

TTTTTTCTTCTTTTTTAACAATAAGTC 

GTTTGAAGCAAAGGGGCTCAT 

>Sequence 3866 

AGGTACTTCCTGTAATTGGCAGCCTTGCGTTGTTCCTCATGGCATCATTC 

AAGGTCATCCCCTAAATTTTAACACTTTCGATGCCATATACGTTGTAACC 

TTCCTTATAAGTTGCAAAATTCTGTGAATTCTGCGAGGAAGATGGGTTAA 

TATTCTGTGCATTCTTTGCCACCTTCATTCGTTTCGCCTCGGCCCTTGAC 

TTGTAACAGAACTCAATCAAAGCCACCAGCATTGCCAAACCAAGGCCCCC 

GGCAAGGATGTAGAATACTCCAGCAACGTTGCTCAGACTGAGGGCACTGG 

TCTTTTCCTAAAGAATGTATATGAGAAGAGGTTATTAGGAAGGCAAACTG 

GTGAATAGAAGAGAACAGCAATGTCACATAGCATTATCACGGGAACAACC 

TAGTCACACAGAATGCATTTGAATTTGAGAAACAATGGATTTTCTCTTAG 

ACCCGCGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 3867 

CCGGGCAGGTACAAAGGAACCGAGGGGGACCACCTCTGAGATGTCCTTGA 

CTTTGTCATAGCCTGGGGCATATTGAGCATCTCTCTCACAGCTGCCTTTC 

TTATCCCC ATTCTTGATGTAG ACCTCCTTCCG AGTCAGC I I m CTCCTC 

CTCAGACACAAACAGAGCTTTGATATCCTGTGCAGGGAGCAGCTCTTCCT 

CTGGACGAATAGACTGCGTCACTTCAGCTGCTCCCACCACTGTCATCTCC 

CCATTGCCTTTGTCACTCAGTAGATGTCCCCTAAGCCCTTCTAGAGCTAG 

GTTCTGGGCCAGGCATCATCTCTTCCTATTGCACCTCCCTCTCATGCCCC 

ACTTGTCTCTTGGGATCTCATCCTTATCCTCTTGCCAAGTATGTCfrACT 

TTGTTGCTGGCAAGTGGTAGTTGGAGGAAGCCTCAAAGCTCGAGTTGTTC 

CCTCCGTGCAGGGGAGACAAATGGGCCTATAAAGGACAAGGAGAACAGCA 

NACCAGGCCTGCTCCTCAC(XCAGTCCTCCAGCCTTTCCCAGCCTTTCCT 

CAGGGATCTGGACGCTCTCACCTGATAGTCTGGGCCATATTCAGCTTATT 

CTTG 

>Sequencc 3868 

CCGGGCAGGTACCTGCCATCCAATACGGTCATTAGATTGGGTCATCTTGA 

TTAGATTAGATTAGATTAGATTGTCAACAGATTGGGCCATCCTTACTTTA 

TGATAGGCATCATTTTAGTGTGTTACAATAGTAACAGTATGCAAAAGCAG 

CATTCAGGAGCCGAAAGATAGTCTGAAGTCATTCAGAAGTGGTTTGAGGT 

TTCTGTTTTTTGGTGGTTTTTGATCGATTTATTGTTTTTACACCT 

GAGGATTTAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAA 

ATGAATAAAATGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGG 

CACCCACAGGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATCT 

GGGGACCT 

>Sequence 3869 

AGGTACCACTCCACCTATATCCCTACCTTTGCATGTCTGTCCAACCTCAA 
AGTCCAGGTCTATACACACGGGTAAGACTAGAGCAGTTCAAGTTTCAGAA 
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AATGAGAAAGAGGAACTGAGTTGTGCTGAACCCATACAAAATAAACACAT 

TCTTTGTATAGATTCTTGGAACCTCGAGAGGAATTCACCTAACTCATAGG 

TATTTGATGGTATGAATCCATGGCTGGGCTCGGCTTTTAAAAAGCCTTAT 

CTGGGATTCCTTCTATGGAACCAAGTTCCATCAAAGCCCATTTAAAAGCC 

TACATTAAAAACAAAATTCTTGCTGCATTGTATACAAATAATGATGTCAT 

GATCAAATAATCAGATGCCATTATCAAGTGGAATTACAAAATGGTATACC 

CACTCCAAAAAAAAAAAAAAAGCTAAATTCTCAGTAGAACATTGTGACTT 

CATGAGCCCTCCACAGCCTTGGAGCTGAGGAGGGAGCACTGGTGAGCAGT 

AGGTTGAAGAGAAAACTTGGCGCTTAATAATCTATCCATGTTTTTTCATC 

TAAAAGAGCCTTCTTTTTGGATTACCTTATTCAATTTCCATCAAGGAAAT 

TGTTAGTTCCAA 

>Sequence 3870 

CCGGGCAGGTACGCGGGTTCCCACGCGGTCTCTGGGCTGGTTGAGCTGCG 

CCGCTGCAGGTAGTGCTGAGTTGCTCCAGTGCCACTGGGTTAGGGTCTCC 

ACAACCGAGCTGGTCTCAGCAAGTGGTGTCCATACATGGGGCTCGAACCT 

GGGTTGAAGGGTCGCCAGAGCGACGGTTGGAGAACGTGGAACTAAGCTGG 

AGGACACCTGAGTACCT 

>Sequencc387I 

CCGGGCAGGTACGCGGGGAGGTCACACAGGAAAGAAGCAGACCACGAAAT 

GAACTTCGGCTGTCACCTGCGGTGGGCGCACTAGAGGTCTTTTGAACTCC 

TTCGGCTACCGTCGCCGCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGC 

GCGCGGCTACAGCACGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGT 

GTTGAGGTTAGCATACGTATCAAGGACAGTAACTACCATGGCTCCCGAAG 

TTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGAAAT 

CATATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCTTTGTATAA 

GTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCTACAGAA 

ACTACGATGTCATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCTTT 

CAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTTCAGGTTGAATTA 

CCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATGACACATGAATAT 

GTGGGCTAAGAAATAGTTCCTCTTGATAAATAAACAATTACCAAAAAANA 

AAAAANAAAAAAAAAAAAAAGTA 

>Sequence 3872 

AGGTACGCGGGTATACATGAAACCCCCAGCACACGAAGAGGCCAAGGCAC 

CTTCCAGAGGCTTTGTGGTGCGGGACGCACCCTGGACCGCCAGCAGCAGT 

GAGAAGGCTCCTGACATGAGCAGCTCTGAGGAATTTCCCAGCTTTGGGGC 

TCAGGTGGCTCCCAAGACCCTCCCTTGGGGCCCCAAACGATAATGATCAA 

AAAGAACAGAACCCTCTCCAGCCTGCTGACCCAAACCCAACCACACAATG 

GTTTGTCTCAATCTGACCCAGCGGCTGGACCCTCCGTAAATTGTTGACGC 

TCTTCCCCCTTCCCGAGGTCCCGCAGGGAGCCTAGCGCCTGGCTGTGTGT 

GCGGCCGAGGTACCTGAATGAGCCTGGCCTGGTGCTGTGTCTCCAGACTC 

GACACAGCCCAGAAAGAAACAGGTGAACACACTCCTGAGAGCCGAAACTG 

GACTCTTGCTGATGGACTCATGGCAATACTCCAGCCAAAGGCTGCTCCGA 

GTCCTAGAAGGGCTCGGAACTGTCCTGGGTAAGCCTGTCGACACAGTAGG 

GACAGAGAGGGGTTAGTGTCCTCTTTCACAGCACTAAGCATGTTGTTGCC 

CACATGCAACAGTTATGACAAGG 

>Sequence 3873 

CCGGGCAGGT ACTT T TT T 1 111111 11 1 1 11 1 1 ITlTlTmT GAAGGTT 

GAATGCAGGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATG 

CAAAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGG 

CCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGT 

TCCTCTTCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTC 

TGGGATGGTGAAGACAACTGTTTGCTCATTCTAAACGACACGGAATAGAG 

GCGTCTCCTCATCTGCTCATCTGCTTCTGGAGCTGCTTGGCGATAGGTGA 

TTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGC 

GATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTC 

GTCTCACTGACTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGC 
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AGTTCTTAAAGGCGGCATGTCTAGAGTTTGTTCCTTCTGATGTTCGGATG 
TGTTCACAGATTCTTCCTTCTGGTGGGGTTCGTGGTCTCGCTGGCTCAGG 
AGTGAAGCTGTGGACCTTCGC 
>Sequence 3874 

CCGGGCAGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAG 
GGAATAGCCAAGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTGT 
AGGTCTCAATCAAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTT 
CCAGATCCAGTTGAATTCTTGTXjGGCATTCTGGATAGCTGGAACAAGCTT 

agacatgaacccagacaacttgcaaatttcaaggaatttctcactgg'tgt 

atttcataggatgctcagtgaaagtagcataaggaacttcagtggaccat 

gggttccagcgggacagaagagactgctcctccggactcccccagtagat 

cctaaggccttctccttgtctcttgtccagggatatcccagggaaggtga 

acttgcccaggcacatgcgatagacagcgctcagaggaatccgctgcagc 

tgcacacaactcagcatgatgaagtcgtatttgcagatcaagagagtctt 

gtctgtgaccagtagaattchx:tccttctcattgttccagtggtctatct 

ttgtcaagagccagaagccttgaatggtctctccagaagtctcagctacg 

tgacctttcaagtcttcc 

>Sequence 3875 

aggtacaccgtgtttctgttgtgttctgtggtggtttgctcctcacatgt 

gagcattcaccgtggccctgtgtttttccaccacacctctgcctggtggc 

atcctactggatgtctcagccgagccactctgttctgaagatgcccttgt 

cctccacccctttgctttgggctctgagcttcttctgcctttcatctctg 

taggatgaagccccacccgcccttcaggatgccagccttggcaacattgt 

gagaccctgtttctacaaaaactaaacaagtgtagtggtgcacgcctgta 

ttcccagctacttgggaggctgagatgggaagatcacttgagcxtgggag 

gttgaggctgcattgagctgagatcaagccacggcactccagcctgggag 

acagagcgaaaccccatctcaaaaaaacaaagaaagtggatgcgtgctgc 

TCCTGCCATTGGATCATCGCAGCA'ri"ri"rCl"l"lTCTCTGATATGCGCCTT 

TTTCCTCATCGTGGGGGCTCATGTTTTCGTAATTCCCTCTCACTACTAGA 

TTGTGAGCTGTGTGAAGGAAGGTTCATAGTTGAGTTGTATGTACCTGCCC 

GGGCGGCCGGCTCTAGAAC 

>Sequence 3876 

CCGGGCAGGTACACACACATCCTTCTGTGAAACAGTCTCACGGAGACTCT 

CAGAATCCCAAGAATTTTCTTCAACGTTCTTTTGTTTTGATTCTGAAGGG 

AACATCTGATCTGCTCTCAATGTTTGTTCATTCTTCAATTCCAAGGCTTT 

ATTTGGAACAGACTTTTGCATTTCAATGGCAGGCTCGAAGGCAGATGGCT 

TCTCGGGAGGCTCTGCTTTGAAAGTTTGCATGTCCATCAATTCTAAGGCT 

TTAGTTGGAATAGAAACTTTCATTCTGCAGGGAGCCTTCAGAAAACCATC 

ATT A TC AG G AG ACTCTTCT AATTTTCC ATTT ATTTT ATCT ATTTC 1* 1' IT T 

GATGTGTAGCCTTGGGTAAACACACATCCTTCTGTGAAACAGTCTCACAG 

AGACTCTCAGAATCCCAAGAACTTTCrTCATAGTCCrmGTTTGGATTC 

TGATGGGAGTATCTCATCTGCTCTCAATGTTTGTTCATTCTTCAATTCCA 

AGGCTTTATTrGGAACAGACTTTTGCATTTCAATGGCAGGCTCGAAGGCA 

GATGGCTTCTCCCCGCGTACCT 

>Sequence 3877 

AGGTACGCGGGGGGAGGTGGATTTGAGAGATACCTCCCTCCTTCTGCTCA 

GCTGCCTTGCAGTAATTAAACTCTTTCTCTGCTGCAACACCCCTACTGTT 

CTCCGTGTATTGGCTTTTCTGGGCAGCAGGAAGGAAAAGCTGATGCGATG 

CTCTCAGTGCCGCGTCGCCAAATACTGTAGTGCTAAGTGTCAGAAAAAAG 

CTTGGCCAGACCACAAGCGGGAATGCAAATGCCTTAAAAGCTGCAAACCC 

AGATATCCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTCTTCAAACT 

TATGGATGGAGCACCTTCAGAATCAGAGAAGCTTTACTCATTTTATGATC 

TGGAGTCAAATATTAACAAACTGACTGAAGATAAGAAAGAGGGCCTCAGG 

CAACTCGTAATGACATTTCAACATTTCATGAGAGAAGAAATACAGGATGC 

CTCTCAGCTGCCACCTGCCTTTGACCTTTTTGAAGCCTTTGTAAAAGTGA 

TCTGCAACTCTTTCACCATCTGTAATGCGGAGATGCAGGAAGTTGGTGTT 
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GGCCTATATCCCAGTATCTCTTTACTCAATCACAGCTGTGACCCCAACTG 

TTCGATTGTGTTN 

>Sequcncc 3878 

AGGTACGCGGGCAGGCTGAGACAGTCCTCATATCCTCTTGAGCCAAACTG 

TTTGGGTCTCGTTGCTTCATGGTATGGTCTGGATTTGTGGGAATGGCTTT 

GCGTGAGAAAGGGGAGGAGAGTGGTTACTGCCCTCAGCCGGCTTGAGGAC 

AGAGCCTGTCCCTCTCATGACAACTCAGTGTTGAAGCCCAGTGTCCTCAG 

CTTCATGTCCAGTGGATGGCAGAAGTTCATGGGGTAGTGGCCTCTCAAAG 

GCTGGGCGCATCCCAAGACAGCCAGCAGGTTGTCTCTGGAAACGACCAGA 

GTTAAGCTCTCGGCTTCTCTGCTGAGGGTCCACCCTTTCCTCTAGATGGT 

AGTTG TCACGTTATCTTTGAAAACTCTTGGACTGCTCCTGAGGAGGCCCT 

CTTTTCCAGTAGGAAGTTAGATCGGGGTTCTCAGAAGTGGCTGATTGGAA 

ggggacaagcttcgtttcaggggtctck:cgttccatcx:tggttcagagaa 

ggccgagcgtggctttctctagccttgtcactgtctccctgcctgcaatc 

accacctttcctccagaggaggaaaattatctcccctgcaagcccggttn 

>Sequence 3879 

ACGAGGTACGCGGGTCTACATGAAACCCCCAGCACACGTAAGAGGCCAAG 

GCACCTTCCAGAGGCTCTTGTGGGTGCGGGACGCACCCCTGGACGCGCCA 

GCAGCAAGTGAGAAGGCTTCCTAACATAGAGCATGCTCTTGGTGAATTCT 

CCXJAGCTTCGTGGGGCGGCAGGGTGGCTTCCCAAGGACCCTCCCTTGTGG 

GAGCCCCACTACGATTGATGGATCAANAATAGAACGAGAATCCCCTCCTC 

CGAGCCGTGCGTGATCCCAGGACCTCAACTCTACACAATTGGGTTTGGTC 

CTCAATCTTCGACCCATGCGAGCTAGCACCCCTCCGTAAAATTGTTTGAC 

AGCTCTGTTCCCCATTCACCGAGGTGCCCTACAAGGAGAGCCTATACAGC 

CTCGGCCTGTCGTGTGTCGGCCCGAGAGTACCCTGGAATGAAGCCCTGGC 

CTTGGTTGCTGATGGCGTCCAGACCTCGATCAGCAGCCCATAATAGTAAT 

CAGTGTGGAACACCACGTCCTCGAGAAGCCGAGAACCTGGGAGTATATCG 

CTTGATAGCGACTCATGGGCCATTACTTCCAGCCAGAATGGTGCCTCGCA 

TGTCCCTAGAATGGGCTGAGTAACTTGCCCTGGGGTATGCCCTAGCNAGC 

TCAATTTCGGGGCAGAGAGATCGCGGTTTGAGOTGGCTTTGGTCACAGGT 

CGTAAGTATGG 

>Scquence 3880 

CCGGGCAGGTAC 1 111 U 1 1 1 1 1 111 II I 1 1 1 ITI T l T GCCCGATTGCAT 

ATTTTTATATAAACTGTCTTCATAGATTCTTTCTTCTGCTTGAAAAATTC 

TGCTGTCCATGCTCTGTATTGCATTTTACATTTATTCAATACTTCAGCTC 

CAAAATTTGTTTGATTTCTTAAATAArrrCAACTTTTCTTGTC 

TACTATTGGGTGTTCATTTTCCTGATTTCATTGAATTGTTTCTCTGTTTT 

TTATTAAAGCTCAATAAGATTTCCTAAAACAAATATTTTAAATTCTTTAT 

CAGATCA mAT ATATCTCATTTTCTTTAGGATCAGCTACCAGAAGATTA 

CTATGTTCTTTTGGTGGTATATCCCATTGGTTTTTATATACTTCTTATTG 

TATTATATCTGATGTCTGCATATTTGATGGAACAGTCACCTCTTGCAGAC 

TTTATGGGTTAGTTTCATTGTAGAAATATCTTTTCCTACGAGGAGGAGGA 

GTGTGAGGGTTCTTCCTGTGTGTGGTCCAGCAGTTCCAGCATCAGTGACG 

GGGCTAGCTTTAGAGTCTGCATGCAATTCAGTCAGTTGAAACC 

>Sequence 3881 

AGGTACACCCTGAAGCAGGTAGTGAAGCTGGCAGTTGGCCACTGGTTCCC 

ACAGAAAATTGCTCTAGTGATGCTAGCAAATCCCAAAATTGGGGTTCAAT 

CCAGGAGGGTTCCTGGCTTCATAAAGGAAATAATTCAAGAGCAAGCCAAG 

AGTGTAAAGTGAAGGCAAAGCAAGTTTATGAGAGCAAGAGAACAGGAAAA 

TGGCTGCTCCACAGACAGAGCAGGGCTACTCCACAGGCAAAGTAGCACCC 

GTGGATTGTTGGCTAGCTATATTTATAGCTACTCCTTAATTATGTGCTAA 

ATAAGAGGTCGGTTATTCATGAACTTTCTAGAAAAAGGTTGGAGAGTTCC 

CAGAACCAGGGGTTCCTTCTCTTTTAAACTACATGAGGTAGCTTCTGGGC 

ATTGCCATAGCATTTGTAAAACTTGGCGCCGGG 

>Sequence 3882 

CCGGGCAGGTACACAGTCCAATGATGCTAAAAAGCAAGCACATATGTAAG 
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TCTGCAAAATAACCAGCTGACAGCATGACGACAGGATAAATTCCACACAT 

ACCATTACTAACCTTAAATGTAAATGGGCTAAATGCTCCCATTGAAAGAC 

ACGGGGCAAGCTGGGTAAAGAACCAAGACCCACTGGAGTATGCCGTCTTC 

AAGCAACCCATCTCATGTGCAGTGCCATACATAGGCTCAAAATAAAGGAA 

TGGAGAAAAATATTTCAAGCAAATGGAAAACAGAAAAAAGGTGTTGTACT 

CCCAGTTTCTGACAAAACAGACTCTACCAATAAAGATAAAAAAAGAGAAG 

GACATTACAAAGGTGGTCCTGACCTTTGATAAATCTCATTATTGCTTGAT 

ACCAACCTGGGCTATTTGTATTGCCCAAACCAATAGGATAATTTGCTGAG 

GTTGTGGAGCTTCTCCCTTTCACAGAGTCCCTGATCTCCGAAAATTTGGT 

TGAGATGTAAGGTTGATTNTGCTGTACCT 

>Sequence 3883 

CCGGGCAGGTACGCGGGGGGCTGCATGCCAGCCAGACACCCAGTCTTGCA 

AGACTGTCATTGAAAATCTCCGTTTIXjCTGTTCTCCGGGTCTCTGCGTCC 

AGTCTTTGTGTTTGGACGGACCTGCCGGGCCATCTTTCTGCAAGAAGATA 

AAGGAAGACCAGGAGTGCCTGCCGAACTCCTATGGAGGAAGTCTAGGAGA 

GGAAGGGGACAGGGAGGAAGATGGTGTCTGCAAACCAGGAAGCAGCCTTG 

CCAGACACAGGATTGGCCACAACCTTGACCCCAGACTTCCAGCCTCCAGA 

ACTGAATTTCCCTGCACAGGCTCTCTTGCCTGCCACCATGTAAGACCTGC 

CTCTGCTCCTCCTTCACCTTCCGCCATGATTGTGAGGCCACCCCAGCCAT 

GTGGAACTCTCCTACTGCACTGAGAAGCACGTGTTCTCCATTTCCCTGGG 

GGAGACCATTGTATTGGGCAGTTTGGAACAAAACACCATGGACTGGGAGG 

CTTACACAACAGAAATTTATTTCTTGCTGTTCTAGAGGCTGGGAAGCTCA 

AGGTGCTGGCTGCATATTCATTCTN 

>Sequence 3884 

CCGGGCAGGTACGCGGGCACTGGTGTGAGGGGTGGTGTGGTCCAAAGGAC 

AGGCTGGATGGCGGGTGCATCGGCGTGGGTGTGGTCAGCATGTGTCTGCA 

ATGCCTGTGGGCTCTACTACAAGCTTCACAATATTAACAGACCCCTGACT 

ATGAAGAAGGAAGGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATC 

CAAAAAGTGCAAAAAAGTGCATGGCTCACTGGAGGACTTCCCCAAGAACA 

GCTCGTTTAACC 

>Sequence 3885 

CCGGGCAGGTACAAAGGAACCGAGGGGTGACCACCTCTGAGATGTCCTTG 

ACTTTGTCATAGCCTGGGGCATATAGAGCATCTCTCTCACAGCTGGCTTT 

CTTATCCCCATTCTTGATGTAGACCTCCTTCCGAGTCAGCTTTGTCTCCT 

CCTCAGACACAAACAGAGCTTTGATATCCTGTGCAGGGAGCAGCTCTTCC 

TCTGGACGAATAGACTGCGTCACTTCAGCTGCTCCCACCACTGTCATCTG 

CCCATTGCCTTTGTGACTCAGTAGATGTCCCCTAAGCCCTTCTAGAGCTA 

GGTTTCTGGGCCAGGCATGAGTCTCTTCCTATATGCACCTCCCTCTGATG 

CCCCACTTGTGCGATGGGGATCTCATCCTGTTGCTCTTAGCCAAAGGTGT 

CTTACCTTTGTGTGCTGGCAAGTGGTAGTATGAAGGGAGGCCTCAAAGCT 

TCGAGTTGTTGCCCTCTGGTGCAGGGGGGAGACAAATTGGGCCTTTTAGA 

GGGACAGGGAGNAACAGCTAACCCAGGGGCTGCTGCGTAACCCCAGCGCT 

GCAGCCTTTTGCGAGCCGTTTCXrrAAGTGGACGTGGAGNGCTCTCACTCT 

GTAGAGTCTGCCATTTTTCAAGTTAN 

>Sequence 3886 

CCGGGCAGGTACTCTCATCCACTAGACTACATCTCACAACAAAGCTTTGC 

CATTCAATACAAACAGAGCACACATGATGCACACGAATAGTCTTGCCAAT 

CAGTGATACTATAGATGCTGCAACTGTGCCATCAAAACAGACAAGGAAAA 

CACACATCCCTATAATCACTTAATCTTAAGTGTTTCATTAATGTTCTCAT 

TAGGCCATTTACTCTATTTCAGTATGTTGCTGTTTCATGCACTATTATGT 

ATGAGTTAGACATGAACACAGACTGAAATAAATATATTAAATGCATATAC 

TATATTTAAAATAAAATAAAAACAACAAATCAGTAACTCTGCAGGCATTA 

CCAAAACATCTTACCAAATTATGCATCTCATGCATATTTGCATTTACATT 

CTATTTAAGATGGGTC ATTCC CACTAACACACTTGTGGTTTGATTTTGCT 

GTTTGTGTTTGATTTTGTTTTTTCACATAAAACCTGCAGCAACTGACCTT 

ACTTCCAGAGTCCTTGGCTCCACATTCACCTTTATCGTCCT 
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>Sequence 3887 

CCGGGCAGGTACCCCCGATGCAATGGAGCTCAACATAAAGCAGCTGGATC 

AGAAAATGA AATGTCTA GTTTACTTGTGATCTAGCTTAAAGTATTTGCCC 

TCCAACTTGCCTTTTTTTAACAAATGGAAATCTATAAAAAACTGACTGCT 

CTGACTTCAAAGTCACTAAAGATCGAGATAAGAAGACTGCTTACCAGCGT 

GGGAACTACTCTAAAGCTGCTCAATAACGTCAGACACGTCCAGAGTGGAG 

AACTCTGAAAGAGCCTCTGGTGACCTGACACTGGCACTACCCATCAGCAG 

AGAAAAGATGGCCTCCTGTGCCTGAATGTGACAGCCAGGCAACTATGTAA 

GGCAGTATCAGAGAATCTTTATGACATCACAGTAGGAAAGAATTTTTTCA 

ACACGATAAAAAATATGGTGACTCTAATAAATATCTGACTGTATTAAAAC 

AAAGAGTTTCTATTAATTATTAAAGACATATCTAAGAGAATGAAAAATGA 

CCTCTGGGTCAAGGTATCAAGACAGAACAGAAGCATCTAACTTCGTTCTC 

TCCCTATATTCCATTAAAAATAAAACAAAGATTCTTTTCAATAAAAT 
>Sequence 3888 

AGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGATGAACTC 

ACTGAAGTCCACCTGGGCATCTCCATTGGCGTCCAGGTCCTTGAGCAATT 

TATCCACGGCATCCTTGTCTTTTCCACTCTGCAGGAAGCCTGGTAGCTCC 

TTCTCCATCAACACCTTGAGCTCCCCCTTGGTCAGGGTCTGCGTGCTGCC 

CTCGCTGGCCGAATATCGGGAAAAGACGTCTATGATCATGCCCATGGCTG 

TCTCTAGTTCCGTCATGGTGCTAGATTCAGACCCACCTTCCTCCTGGGGG 

CTGGCAGGGCCGAGAAAATGTCCCCGCGTTCCTGCCCG 

>Sequence 3889 

GCGCTT 

>Sequence 3890 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 
TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACACT 

ACTCCCCGCGTACCT 

>Sequence 3891 

CCGGGCAGGTACGCGGGAGGCATTGAGACAGCCAGCGCAGGGGCTTCTGC 

TGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTT 

TGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTA 

CTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAG 

AATTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAA 

GAAAAAGGGTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGG 

AGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCC 

GAATTAATACCAATAGAAGGGCAhrTGCTNTTAAAATTAAAATGAAGGTGA 

CTTAAACAGCT TAAA GTTTAGTTAAAAAGTTGTAGGTGATTAAAATAATT 

TGAAGGCGATCTTTTAAAAAGAGATTAACCGAAGGTGATTAAAGACCTTA 

AATTCATGACGCAAGGAGAATTGGGTCATTTAAAGCCTAAGTAACCCATT 

TACTAAACGCAGACGAAATGGAAAGATTAATGGNAGTGGTAGGGTGAAAC 
CAATTGG 

>Sequencc 3892 

CCGGGCAGGTACTGGGCCTTACAGTAACCTGAAATTCCTGATTCTTAGTC 

AACCTGAAATTTACAAGTAAGTTGGGTCATTAATCTTAACCATGATGCTC 

ACCAATATGGATGCACCTTGAGGAAATCCTAGCATTTTGTGCTTAGAGTT 

GGACTCTGAAGAAAATAGCCATTCCCTCGTGCTGCGACAGTTCCATTCCT 

ACAGCAGACTTACAACTAGGTCTAAGGCTGGCCCTAGTGAGAGGCCTGAG 

TGAGAGCAGGGCTCTTTGAAATTGCATGGAGAAGCAGGGTCAACCTGGCC 

AAGGGTTCCCCAGTCAAAGGACCT 

>Sequence 3893 

AGGTACCCTGGCCACTCCTTTCCTTTTGGCTGGCCAATGTCTCCTCTGTA 

GGCTCCAGAAGGCTCTCAGGGATGTAGGCGGCCTCCCGCAGGGTTGAGTT 

GCAATGGGAACAAAGACAGCTGTGGTCCCATAGCACCCTCATCTGGTGAC 

ATCCTGCTACTGACAGTCAAAAGAAGCCTTCCCAGATGAAATTTTAGTCC 

TCTGCGCAGCCATGCTCTTCTTTCAGCAAAAGAGCCCCCGCGTACCTGCC 
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CG 

>Scquencc 3894 

CCGGGCAGGTACGCGGGGGGTTTTATAAGGGGGAGTTTCCCTGCACAAGC 

TGCCTrCTCCTCTCTGCCACCACGTGAGATGTGCCTTTCACCTTCCACTA 

TGATTGTGAGGCCTCACCAGCCATGTGGAACTAGTTCAAGATTTCAACAT 

TTTAAGATAATCTGAAAAAAATTGGAATGTGCCCCCAGCTGCCAATACTC 

TCTCAACACTGTTTATCAAAGGAACCAATATGGAAGGAAAAACATTGCTT 

TGAAGGGAAGATGGATGGATCCCCTAG 

>Sequencc 3895 

CCGGGCAGGTCATGGGCTGGGATTGATGGGAAGGGACAGATGTAGTTGGC 
AACCATGGTTAGCATCGGATGCCCATCTCAATGGCCATGAATGTGCCAAA 
GGTGCCGCCACTCTGCATCATGGTTTTCCXAATGCCGCCCATCAGCTCTC 
GACCCCGCATTCCGATCCTGAGACAGGAAAAGGTGCCGAAGAGCGCNC 
>Sequence 3896 

AGGTACTTAGCTGCTTGTTACAAACAAAATATTTGTGTTCCCCCAAAATT 

CCTATGAAGTTCTGACCTGCAATGTGATAGTATTTGGAGGTAGGGCCTTT 

AGAAGGTAATTAGGGCTAGATGAGATCATGTGGGTGGGGCACCCATGATG 

GAATTAGTGTCCTTATAAAAAGAGGAAGAGCTGGTGTTCTCTGTCTACCA 

ACTGAGGACACANGGAGAAGGCTGCCGTCTGCAGGCCAGGAAAAGAGCCC 

TCCCCAGAGCTCAACCATTGCTGGCACCATAATCTCAACTCCTAGCCTCC 

AGAAGTATGAAAAATAAATGTCTGG 

>Sequence 3897 

CCGGGCAGGTACGCGGGGGCCCTTGCTCACTAGAAGGAGCCCCCTGACCC 

TTTCTTCCAAAAATACTTTTTGTCTTTGTCTTCGTTTCTGCATTCATCCC 

CCTTCGTTCACTCCCATAACAACCAACAGCGACAACTGGCACCTAGGACA 

GGGACGTGAGTGAAGGTCTGCTGGAGCAGAGAAACTGACACTGACAAGAA 

GAACGAGAATGAGAAACCCTGCGACGAGTCTGCTGACAGCTGATATAAGT 

CTGCAAAATCAGCTGGACCACCAAACGGCAATTGAGAGCTGCACAACCTG 

CAATTACCTTTATTCAATTAATGCAAAAACAAAAATGGGGAGATGTTACA 

GGTCGAAAGAATGAAGGTCGTGACCAACTCAGTATACCACTGAAGGCTAT 

ATGAGCAAACAGAAAACTGTTCTCATGAAAGCAGGATGTTGGAAAACTAA 

CAACTGTGTCTGCCGCCAGAAGGGTTGCTGAGGGCAGTCATGCCCCAAGC 

GCAGTGTTCCTTGTGATTATCTATAGTAACATCTGAAGCCTGTTGTACCT 

>Scqucnce 3898 

AGGTACTTTTTTTI rTTTTTTTTTTI rTTTTTTTTCTl 11 1 1 1 1 1 1 1 1 1 1 

ii'iuu-iinu-rri'rrri'iTi^rrrri'iTrrii'ri'iiiii'ii'rf'iTTCAAGGC 

CCAAAAAACTGCCCTGGGGGGGAGCAGGGACCCTTTATTCGTAAAAACAT 

CAGGCCCCAAATATAAATTTTAAAAAAAACCCCTTGCCGGGACCAAAGGG 

ACAAAAAACCTGAAATAAACAGGGCCGGGCAAAAATAAAACCCGGGCAGG 

GGGGTTCCAACCCTCAAATCCCC 

>Sequence 3899 

ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GAATGGATCCCCAATAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGCCGGAAG 

GCCTTCCTCCACTGGTACCT 

>Sequcnce 3900 

AGGTACACTTCACGCCGGCAAAGCAGGGATTGGACAGGCATCCATCTGAG 

ACAAGGAGAGAGAGACAGTCACAGTAAATGGTTGGTCTAAGCTGCCATAC 

TGCCATGCTGGGCACTTAACACAGTGTAAGATATTATAGGGTATAGGGAA 

CCGATAACTTGTTGGGATTATGTTGTCCACCTGCATCTTAGAGCAATCAA 

ATCGCTCAGGACTAACCAAGCTGGAATCTCCTCGAATGCTGACTGCAGCA 

TTCAGTAAAAGAGCAAAGCTCCTGGGTCGTTTCATCCTGGGCTGCGTGGC 

TCACCAATTGGACAGTCCTGCTTGTTGCAGATCTGGTTTTCTGTTACATC 

ACCAACGCAGTCCTTGCCTCCAAACTGGGGTGGGGGGGTTGGTGCAGAGA 
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CGACTACGTTTCTGTACCTGCCCG 
>Sequence 3901 

CCGGGCAGGTACGCGGGGAAAACATCAAAGTGGCAAATAAAGAAGCCCAA 

AGTATCAACATTAAGAAAGCAACAAAATAAACAGCTTCTGAAAACCCCAA 

AATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTTTGGNTGAAGNGAGCTCTNAAACCAAATCAAGTGGCGGCAGCTATAG 

CCACTTGAAAACAGATCTGAAAGAAAAAAATAAAAAGATAAGGGTTCCTT 

GGTCTG 

>Sequence 3902 

CCGGGCAGGTACTGTGTCTGATGCTCCACACAGAAGGATGAATGGGACCA 

AAGGTCCTACTCTAAACCATTCACAGAGGAGTAGTGAGACCTATTAGAAA 

GGATTTGAAACAAAAGCTTTCAGGTGATCTGCAACTCTTTCACCATCTGT 

AATGCGGAGATGCAGGAAGTTGGTGTTGGCCTATATCCCAGTATCTCTTT 

GCTCAATCACAGCTGTGACCCCAACTGTTCGATTGTGTTCAATGGGCCCC 

ACCTCTTACTGCGAGCAGTCCGAGACATCGAGGTGGGAGAGGAGCTCACC 

ATCTGCTACCTGGATATGCTGATGACCAGTGAGGAGCGCCGGAAGCAGCT 

GAGGGACCAGTACCT 

>Sequence 3903 

TGCGAGCCCTCTGCCAGATCACTGGATAGCACCATGCTGCAGGCTATTGA 

GCGCTACATGAAACAAGCCATTGTGGACAAGGTGCCCAGTGTCTCCAGCT 

CTGCCCTCGTGTCTTCCTTGCACCTGCTGAAGTGCAGCTTTGACGTGGTC 

AAGCGCTGGGTGAATGAGGCTCAGGAGGCAGCATCCAGTGATAACATCAT 

GGTCCAGTACCT 

>Sequence 3904 

AGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCCAACCTTGCCATTGCAAT 

AAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATG 

ACATCACTTGGGTACAATACTTGGCCGAAATCTGTCAGGTCAGCCCAACT 

TTCCTTGTCGTGTCAATGCTGTGCCTCGTCCTATACCGGAGAAAAAATGG 

TTCGTGGAGCCTGCGGTTATTGTTTGCCTGGGTGGAATTTTACCTTTTGG 

TTCAATCTTTATTGAAATGTATTTCATCTCCACGTCTTTCTGGGCATATA 

AGATCTATTATGTCTATGGCTTCATGATGCTGGTGCTGGTTATCCTGTGC 

ATTGTGACTGTCTGTGTGACTATTGTGTGCACATAATTTTCTACTAAATG 

CAGAAGATTACCGGTGCCAATGGACCANTTTTCTCTTTGCTGCATCAACT 

GCAATCTATGTNTACATGTATTCCCTTTACTACITNTTTTTAAAACAAAG 

>Sequence 3905 

TGCAGGGTGAACTCCCCTTCCTTCTCAATCAGCCACTTGTTTTGAACAAA 

CTTCTGCAGCACCTGCTCCGCTTCCTTCTTCCTCATCTTCTTGCCTTTAA 

GTTGATCAACCAGGTTCAATATGTTTGTGGAAGACGCAAAGCCGGTTTCT 

GAGTCAATAATCAGTTCCAGAGCCTTTCTAAACAAATCCAGTTCATTCTC 

TGCAAAATCCGTAGCCATTTTGGAAATTGAAGTTGTAGCAAGATTCACCA 

ACGCATAAATGGGTCTCCCATCATCTTCCGTGACTCCTCTCTTTATCTCA 

ATATACAAGGGACTCCAAGACACTGTTAATGGTGTTGATGAAGTCCTCCA 

ACTTATCTACGGTGGCATTGCGGTCATGGACCCTGTAGCAGTGCGTCTGC 

AAGCGCTTCACGTCCCATTCCTCTAGCACGCCATGGGTCATCAGCAACTG 

GAGGAAGCGCCGGTGGACATCAGTCATGACGCCCATTCTCCTTGTGCTGC 

CCTGCATGTGGGAACGAACAGGGAGCCCAAGCGCATCCCAGGCCGCCCCC 

GCGTCCT 

>Sequence 3906 

AGGTACTTTTTTTTTTTTT n 1 1 1 1 1 i r mTCC l 1 TT T 1 i 1 1 nT T TTT 
[TTTTTTTn 1 T I T1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 j 1 i 1 1 1 1 1 1 1 1 1 M [ ] 
TTTTTTTTTT 1 ill 1 1 1 1 A AATTT1 1111 11 rnTATAAAAATTATTTTT 
TTTTTTAAAAATTTTTTTTTTGGGGGGAAAAAAAAAAAAAAAAAAACCCA 
AAAAAAAAAAAAAAATTTGAAAAAAACCCCCCCCCACACGGGGAAAAACC 
CCCGGAAAAACACCCCCCCTTAGGGGGGGGGGGGGGCCCCCCCCCCGCCC 
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CCAATTTTAAACCCCCCCCAAAAAAAAACCCGGGGGGCCCCCCCCTAAAA 

CCCCCCAAAAATGGGGGGCCGCCAAAAAAAAAAAAACCCTTTTGGGAGGG 

GGGGAAACCCCCCCCCCCCCCGGGGGGGGGGGGGGGGAAAAAAAATCCTC 

CCCCCCAACAAAAAAAGGGGGGGGGGAAAAAACAAAAAAAAAACCCCCCT 

TTTTTAAAAAAAAAAAAAATTATAAACACCCCCACGCTCTATAAACACTA 

AACACCCGCCCCCTCTTGGGAAACTCCCTTTTCACCCCCCCCACAAAAAC 

AACCCCCCCCACGGGGGGGGAT 

>Sequence 3907 

C ACCCGCNNGTNGCCGGC(XCGAGTACTNNNNTi" rTTTTTTTT! NTTNTT 

i-iiiiiTGGGGThwniriu'iTi'Tnii'iTiii^mTirrriTrrrrri'N 

TTNTTTTTTTNTTTTTTTTTTO 

CTTTTTCCCCCACTTAAAATTTTCGGGGGAAAAAATAAATAACACAAAAT 
TTTTTTTTTTTTTGGGGCTCTTTTCCGCC 

TCTTTTGGGGGGGGGACAACAAAAAGAAACCCCCTTTNCCCCCCAAAATA 

AAGAGGGCGCCCCl^illiriCCTCCCCCCGCGGGTriTTTTATAAAAAA 

AGATCCCCCCCCCCCCCCCX^GAAAATTTATATATAATTTTTTTTTTCCCC 

CCCCCCCCCCCGGGGGGGGGGCCCCCCCCCCCeCCTCriri'iriririlT 

TTTATATAGAAAGAAACCCCCCCCCCCCCCACCAAAAAAAACATAATTTT 

TTTTTTTGGAAAAAAAATAATTCCC>nWNNCCCCCCCCACAAAAACACCC 

CGCGCGAGAAAAAAAAAAAAAATCCTCCTCCCCCCCTAATAAAT 

>Sequence 3908 

TTTTTl 4MCTGGGTGAAGTTTATTCTGTTTTC ACATCTAGGTTGTTGGGGA 

GAGTGATAGACAAAGTTCTGGATTCTGGGCATCGTCGGCGCATGCTTGTA 

ATCCTACTNGGGAGGGTGAGACAGGAGGATCCTTGAAGCTTAGGATTGAA 

GGCTGCAGGAGACTATGCACGCATCTGTTGATACGCGCTGCGCTCTTTCC 

TGAAGCACGCACCCGCTCGTCCGCAGGGCATTGATAGACTAGTGGGACCC 

CCGTGCTGCCTGATAGCGCTATCGAACTCATCCGTATCCGATAGCCCGCG 

CGAGGGGCGCGCAAGTCCATCATAGAAGATCTCGCAGGCCGCGTGATCCA 

GAGGCGGTGCGCTTCTGGAATGCGGTCACCCGAGAGCTGCATGCAGTCCA 

TTAATGACCTAAAGGAGCAACCCATCCTCAACGCAGAAATAGTAAGAATC 

GTAAGAGCGAATAGCACCAGAGAGTGAAAGACGAGCAGAGATTAGAGAGC 

GACGCCAGGAGACACGAGAGTAACGATACAGAGTGAGATTGTCTTCTCTT 

N 

>Sequence 3909 

TCGCCACCAACGCGCTCTCCCAACCCTCGGAGTCAGTTCCAAAACCAAAC 

CAAAAAGGAGGAGAGCAGACAAGGCTTCAGCCTGCGACTGAGAACAGGGA 

GGCGGGACGCCTTGGGGAACGAGGGCCCGAGGCCATACGCGCTTATACAG 

GCCAGTGTCGGCGTAAACTTTCTCCGTTACCGGCC 

>Sequence 3910 

AGGTACATCTTTCCAAACTGGACATCAAGGAATTGCTACACAGAAGAACC 

ACATCCAGGATAGAAAGGACCAGCCAGAGCTCGTTCAGTAGTGTATTTCA 

GAATCATCAGGGAGGAGCCGGTAGCAGAATTATCCCGTTAACACTGAGAC 

CAC ATTTC ACCTGTTACTTA' I" 1 TTTCTAAATGGAGTAGG AG AG AAAG ATG 

CTAAAATGTGATCTTGGGAGGAGTCCCNCAGTCCCCCGAAAAAGAAGAAG 

AANAAAAAAAAGCAGAACTCCAAACCCCTGTGGTCATGGCAATTTCCCAT 

CAGAACTGCCCATGTAAAATAAACACAAGCTGCTAAAAGTGAATGTTAAG 

AAGGAAGGCACTGGGTAGTGGGTGGTCCTGACCAATCCCCTGGAGCTGGA 

GAGGGGGTTTTCCACGGCCTTTGGGTTAATGTGTCTGTAAATATAACAAA 

CCTCCGTTTCCCTGAGGTAATCTGCAAGAACATCAGTTTTCAGTCCCCAG 

AGACCATTTCCTATTAAACCTCACCCCCCGAATCATTCAATGTAACATTT 

GCCTTAATTTTAGAAGAGACAAAATGTTCCCATATTATTCCNAGTTTTTG 

GAGAGATG 

>Sequencc 3911 

TGTTGGAGCTTTCAGAACGTTCCTCTTCTTGTGTAGACACGAGATACCGC 
TGTAACTTTACTCCATCACCAGAAACCTGTGCCTTGAGTCTAGTCTCTGC 
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TCAGCCCTCGAGAGCATGGTTGGATTAAGGAAATAGTCAAAGGCAAGCAA 

GACAAACTCCCTAGGTTGTCITGGTCATGCGTCTTTTAAAAAGGGAAAGA 

AGAANAACCACXACAACAGATAAAAGCACCGAGGCCTGGCTTGTGTCAGG 

AGCCAGAGAGGTCGTNCTTCCTTGAAATCCCGCGTACCT 

>Scquence 3912 

TGGAGGGCCTGGCTGGGAGGTTTCACCCAGTGAGCAGAAATGTATCAGGG 
TCCCACTTAAAGAAGCAGTCTCGCTATGATCTGGCAAATCCACTGTACCT 
>Scquence 3913 

TAGTCCTCACAAACACAGAGGGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCTCCTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAGGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTTTATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGGCAAGGAGTACAG 

CCGGAAACCTCGCAGCCGCTTCCTGCAGTCCAC 

>Sequence 3914 

AGGTACCATAGCCAAATCTGGGACAAGCGAGTTTTTAAACAAAATGACTG 

AAGCACAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGCCAGTTTGGT 

GTCGGTTTCTATTCCGCCTTCCTTGTAGCAGATAACKjTTATTGTCACTTC 

AAAACACAACAACGATACCCAGCACATCTGGGAGTCTGACTCCAATGAAT 

TTTCTGTAATTGCTGACCCAAGAGGAAACACTCTAGGACGGGGAACGACA 

ATTACGTGAGTATGACCAATTCCTTATAAGAATTAATAGTCATGGTGAGG 

ATC TTGA CTCTCCAGTTCTATTCTCTGAGCAAATGACTTATTCTGGGCCT 

TAATTTTCCTGCCTTATAAAATGAGGAAACAGAACTGTTGTCACTTGAAG 

AAATGTTTGAGGACCTGCAAAGGGCCAGGCACAAAGGTTTGTGATTGCTG 

TTGTACCTGCCCG 

>Sequence 3915 

CCGGGCAGGTACATCATTTCCAGAGCAGGCACTGGCGGCGAGATAGGGTT 

GGAGGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTA 

GAGATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAAT 

TCCACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCT 

GAGGTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCA 

TGTCAGTTCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACA 

TCTCCTACAATTTCCTTGACACCTGCAGCACTCCAGCCACACGACGGCCT 

CAGGGCCCCGCGTACCT 

>Sequence 3916 

AGGTACGCGGGGAACACATCCAAGCTTAAGACGGTGAGGTCAGCTTCACA 

TTCTCAGGAACTCTCCTTCTTTGGGGAGCCTCAGATGGGAAGGGACTCGA 

GCCCCACCTGTCCCTGGACTCTGGAATGCCACGGAATTAACCCGAGCAGG 

CATGGAGGCCTCTGCTCTCACCTCATCAGCAGTGACCAGTGTGGCCAAAG 

TGGTCAGGGTGGCCTCTGGCTCTGCCGTAGTTTTGCCCCTGGGGGCTCAC 

CGTGTGGGGGAGCAAATCATGTATATCCAGTGCTGTGAGTGGCTCCAGTC 

ATGGAGGAGCAAGGATGAGTTCTGCCTGGAAGAATCTGGGAAGGCTTCCT 

GGAGGAGGGAACAATGGCATGGACCTTGAAGAGTCAGAAGCTTTCAATTC 

ATTCCATTCAAGCATTGCTCTCATGTGGCATTCAAGCATTCTATAGTGCT 

TGCCGTGACTCANGCGCACAGTGCANAAGGAAGCACATCTTTCTCTGCCA 

TGAGGACTTATTAGTGTCTGAAGAGCTNTTTCTGGACTATAGGAGAAAGT 

CATGGTCTCCCTCACTAATAAACACTGACCCTGCTTCGGATGAGCTAACA 

GC 

>Sequence 3917 

A GGTAC GAGATGCCACGGCACGAAGTCTACGTTCTCCTGATCCGAAACAT 

CTTTTTGAAAATATCAATCATTGGCATTCTTTGTTACtATTGGCTCAACA 

CCGTGGCCCTGTCTGGTGAAGAGTGTTGGGAAACCCTCATCGACCAGGAC 
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ATCTACCGGCTCCTTCTGATGGATTTTGTGTTCTCTTTAGTCAATTCCTT 

CCTGGGGGAGTTTCTGAGGAGAATCATTGGGATGCAACTGATCACAAGTC 

TTGGCCTTCAGGAGTTTGACATTGCCAGGAACGTTCTAGAACTGATCTAT 

GCACAAACTCTGGTGTGGATTGGCATCTTCTTCTGTCCCCTGCTGCCCTT 

TATCCAAATGATTATGCTTTTCATCATGTTCTACTCCAAAAATATCAGCC 

TGATGATGAATTTCCAGCCTCCGAGCAAAGCCTGGCGGGCCTCACAGATG 

ATGACTTTCTTCATCTTCTTGCTCTTTTTCCCATCCTTCACCGGGGTCTT 

GTGCACCCTGGCCATCACCATCTTGAGATTGAAGCCTTCAGCTGACTGTG 

GCCCT 

>Sequence 39 IS 

CCGGGCAGGTACAGTCCACTAGCACGGCAGCTATAGTGTGGGCATCTAAG 

AGTGCCCTGTAAGCATGTGTGGCCAGGCTAGGGCCATGGGAGAGGCAAGC 

AGACTAAGGAGTGCTGCCATCAGACCAGCCCCATCTCATGTGCAAGACTG 

CCCAGCCTCCAGAGATCAGGTCTCAGAGGAGAACTCTCTCAAAAGTGAAC 

CCCTGGTCCGCCTCAGACACTCTGAAGCCCTAAGGCTGAAATGCCTGGGT 

CGCCCAAACAGCAAAGATGACAATCTGGTCCTCCCCCTGGGAGCTCTGAC 

TCAGTGAGGCCTGAGACCTCTGTCGGCCAGAGAACAGCAGTCAAGGTAGC 

CAGA 

>Scquence3919 

AGGTACTTTTTTTTTTTTAACAGTTAAGAATGTGTGACGTTATTTATGAC 

CAGAAAGTTCAGATTGAGTCTAAAAATCACAGTAGAGGCTAACCCGTATT 

ATTATTATTTAAACACAATTAAACATTTAAAGATGAGTTCTGGGGGAGTA 

ATTACTCAGATGTTAACACTAGTGCCCATCAAAGAAGGATTTTTAAAAGA 

TACATTTTCACATTrCATTTATTGTAAAATCTTGATTGTGCTACTCTATT 

AATACCATGAATAATCTTAAGTAGCAGGTAAGCAAATAAAATACATAATT 

GTATTTTGG<nTATTCTGTGTAAGTTTACAAATCTGTTTACCTTATTCAA 

CAACAAAATATTTATTGG 

>Sequence 3920 

CCGGGCAGGTACAATGCCAGGAAGATGAATGTGCGTTAATGTTGCTGGAA 

CATGGCACTGATCCAAACATTCCAGATGAGTATGGAAATACCACTCTACA 

CTACGCTATCTACAATGAAGATAAATTAATGGCCAAAGCACTGCTCTTAT 

ACGGTGCTGATATCGAATCAAAAAACAAGCATGGCCTCACACCACTGCTA 

CTTGGTGTACGCGGGGAAATATCGCCATCGGCATTTCCCCCTACGTTATT 

TGGGAGAGTGAATTTCAGCCTGAGAGAGGAATAGTAAGATACAGTGAAAT 

GTGAATAGATCATGTGTTCTTTTTAATTTGAATTATGTATTCTTTTCTCT 

ATTTTCCAAACTCTGCAATTATCACGCTATTCTTATAACTCTTAAACAAA 

ATAATTGT AGTG AAA A AA AG AGGGGTACCT 

>Sequence3921 

AGGTACGCGGGTAAACTTTCTGAATTAACTGAGACATGTCTTAAATTTTG 

GGAGTTCACAAGGGAAACAAGGGTAAGAATTAAACTTCACTAATATTTCT 

CACCCTCCAAAGCCACTTCAACCACTGCCTTTCTCATTTCGGTTAATAGC 

AACTCCAATCTTCCAGCAGGTTTAGGCTGCAAAACCTTAGCTCCTCTCTG 

TCTTACACTTCACATCCAATCTGTCACCTATTCAAAGTATCCCCCAAATC 

GAGCAATTTCTCACCATCTCTTACTAATACACCTCAGGTCCAAACCACCA 

GTATACCTCCCTAGAGTACCTGCCCG 

>Sequence 3922 

AGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACCTTTGGA 

TATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAAATAATG 

ATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAGGATGGC 

ATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGGGGCTGT 

GAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCTGCCCGGAC 

CTGCCCG 

>Sequence 3923 

CCGCCCGGGCAGGTACAGAAAGAGGTTTGTCTGACTTAAAGTGATTTGTC 

ATCTTTCTTTTCCACTCTCCTAATCATGATCTGTTCCCCCTCCTGGCCCA 

ATAACTTAATGCTTGTATAACTGAGGTCCACCCATTTATGGAAAACTCTT 
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TTAATCACATGAGTCTCCCTTAACACCCTTCCTTTTGTCCCCTGGTGACA 

AATGTATTTGGAAAATATTCATGTTTGAAATCCGCCTTTTAAAAGCGGTC 

GGTTCCCATAGTTGGACCTAAAATGGGGGTAGGCAAGATGAAACAAGCTA 

ATTTAAAAAAGGGATATAAGTAAGATTAAAAATTAGAGCAACAACAAGGA 

AAAATTCGTTCTTTTAGGATGCCAATCTATTAACAGAGGAAAACGAATTA 

GGTI 1 ITH'l AATTA A AAAAAAGCTGGGTTTTGTTTC A A ATTTAAC A AC A 

ATTATTGTCCCATTATTTTTTCACCTTGAAAATTCAACGAGGTGCATTCC 

AATTTTAATTTGGGAAAAGATTGGCTCAAAAACCTTTTTATTGTTATTCA 

ACCCCAAGTAAAAGGAAAAAATAAAT 

>Sequence 3924 

AGGTACTTCAGCTCCACCACGGTGCAGGACAGCTCCTCGTCCCGGAAGTA 

AGGTATAGTCAGGTGATGCAAACTCATCATGGGCACCATTACCCACTTTT 

TCTTGCTCAAGTAGAACCTTGACTGATGAGTATCTTGGGGGTCAAAGGGC 

ATCCCCCATTTGGCTTTAAAGAAGATGTAATTCACCAGGACCATCATTGT 

CTGCGAGTCAAGGTCCTTGATCAGATCTGTGATTTTCCCCCTAGTTCXAT 

TCTTCACGTAGTCGTTGATGAGCTTCTTAGCTGCAGCTGAGTCCTGAAAG 

TCACCCGCGTACCTGCCCG 

>Sequence 3925 

AGGACGCGGGGCCTTTTCACAAGATGGCGCCGAAAGCGAATAAGGAAGCT 

CCTGCCCCTTCTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAA 

GGCAGTGTAGAAAGGTGTCCACATCCACAAAAAGAAGAATATCCGTACGT 

CACCCACCTTATGGTAGCCGGTTCTAG 

>Sequencc 3926 

GGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCT 
TGAAACACCAAGGCACTCCAGGGATCCTGGAGTCAAAGCAGCAGTCCCGG 
TTGTTGCACTCCTTGGGGGTGACATGGGGGTAGCCGCAGTCCACCCTGTC 
CTTGGCTGGCACGGCACACTGGTTTGCAGACAGGCCCACGTACCT 
>Sequence 3927 

AGGTACAGAAGATGATTGACCTGGAGACACCATCCACCCCXjATTTCTTCT 

CACAACTTGATCAAAAATGGCCTCTAAGCCTAAGTCCACGGCATCCCCAC 

AATGGATG7TAAGGTTCTCAAAGGGAACAGCTCGGATCTGGTGTTGAAGA 

ATGT CAGT TAATGTTTCCAAGTCCAATTTGTTCCTAGACTTCTTATAGCC 

AATTCTTTCAAGATATGCTTCAATGTCCATGATCCCCTTTCTTAGTAAGT 

TGAAAGTAGGTTGATCTTCAGTTTTAATCCAGAAGACAGATTGCTGCTTC 

TTCCTGGCTTGAATTCAGGTTATTTCAGCCGGCAACCAGGAACTAGACTG 

AATGCAATCCTCCCACATCCAAGGTCCCCCCGCGTACCTGCCCG 

>Sequence 3928 

CTTTGCACACACGTCATCAACAGACAGCAGTCAACAAGCTGCCTAGGGCC 

TCTGCAGAGCCAGATCAACCCCACAGCCTGTGAGCCAGGCCTTAAGCTGC 

CTATTTGTGCTGAAGCGGGCTGCAGAACGACCCGTGTTATCCACCCTGAG 

CACCACCAACACTAAGCACAAATGACAACACCATCTCACCTGAACCCTGT 

CCAACTCACAGCTGCCTCACTGGCCTTTGCCACTGCCCTCTCTGATGGAG 

CAAGGGTCTGGCCTTCCAAGCAAATGTCAGCCTCAGATTCAAAAGACACA 

TAGGAAGGAGCAACACCCAACACACTGAAAACTCCTGCCCGATCCACAAA 

GACCCCAGTGCAAGCGATGGGCAGCATCAGATTGATGGAAACCACACCCT 

TTCATTTAGAATTTTTATGCACACGAGTAAC 

>Sequence 3929 

AGGTACTTTTTTI TITI M I inTlTnTlTnTGCAGCCCCAAAGGGGC 

AAAAAGAGACTTTAATTAGGGGAGGGAGGATCCGCCAAAATCAGAAAAGG 

GACAGCTAGCGTGGGAGCAGAGGAGCCAGAACAGGCAGGAGGAGGGCCCG 

GCCAGGAAGCTTTGGAGGAATTACCTTGCCACCTTTGGCACAGGCACTGA 

CACTGACGGACAAGGCGAAACAGCGGCCCCTCTCAACTGGGAGGGCACCC 

AATGGCCCCCCCGCGTACCTGCCCG 

>Sequence 3930 

A GGTAC GTTGGGGATCGCAAAAACCCAGTCTGTCGAGAAATGTCCATGGC 
GCTTTTATCGAACCTTGCCCAAGGGGAAGGACTAGCAGCAAGGGCCATAG 
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CTGTCCAGAAAGGAAGCATTGGAAACTTGATAAGCTTCCTAGAGGATGGG 

GTCACGATGGCCCCAATCCCTGCCCG 

>Sequence393I 

CGGGCAGGTACGCGGGGGCAACCTGCTTGGGTCCCTTTCCACACCGCGGA 

AGCTTTGTTCTTTTGCTCTTTGCAATAAATCTTGCTGCTGCTCACTCTTT 

GGGTCCACACTGCCTTTATGAGCTGTAACACCGCGAAGGTCCACAGCTTC 

ACTCCTGAGCCATGCGAGACCCACCAAACCCAACCAGAAGGAAGAATCTG 

TGAACACATCCGAACATCAGAAGGAACAAACTCTACACATGCCGCCTTTA 

AGAACTGCAACACTCACTGCGAGTGTCCGCGGCTTCATTCTTGAAGTCAG 

TGAGACCAATAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGG 

ACAATCGCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCG 

AG 

>Sequence 3932 

AGACGGGTGGATCACTTTAGGTCAGCAGCTTTAGACTAGCCTATTTTATA 

TGGCAAAATCCCATCTCTACTAAAAATACAGCAATTAGCCGAGCATGGCG 

TCACGTGCCTGTAATCCTAGCTACTGGGGAGGCTGAGGCAAGAGAATCGC 

TTGAACCCGGGAGGTGGAGGTTGCATTGAGCCAAGGTCATGCCACTGCAC 

TCCAGCCTGGGAGACAGAGCTAGACTCCATGTCAAAGAAAAAAGAATAAA 

GAAGAAAGCTAACTCAGTACCTCG 

>Sequence 3933 

CCGGGCAGGTACG CGGGATAG GAAAATAACCAAGCACAAAGTTATATTCC 
ATCCTTTTTACTGATI rTTTTl CTTCT ATCTGTTCC ATCTGCTGTATTCA 
TTTCTCCAATCTCATGTCCATTTTGGTGTGGGAGTCGGGGTAGGGGGTAC 
TCTTGTCAAAAGGCACCATTGGGTGGCATTGTTGTGTTTTGCTTAGCTCA 
ACTTTGTCCCATGGAAAAATATTTTTTATGAATATTTTAAANNGAAAATT 
TClU'lU'llMGAAATGGGCNTCNGrrril I IU AAGGGGAAGAGCAAATTTT 
TATTGGTGNCNGCTTTCCTCA 1" I" l"l " M" 1 "I " I A AAAATTCCCCCTTC AAG A A 
GGGNGTGTTGAACCTTAGNTOCTTCTTTTTATTNCAGGNNCATCACACCT 
TTTAAAAAANAATNTTNTNNTAATAATTNTGTTCCTTATTTAAAAAAATA 
GGGGAACAATATCTTTTGGGAAGAAGTTAATTGGGAACCAACCTTTTTGG 
A AT AATTTGGCTN 
>Sequcnce 3934 

AGGTAC1 H I l I'l i i l l lTTri i rn rri l i l lCGGGCAGCTAAAATCTA 

GGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAA 

ACAACATGAATCTGCATTTCTTGGATGAAATAGTTAATAACAAACTATTT 

TTCAATATTTGTATTCCTAAAAAACTTTTTTGAAGGTGGTAATTGTGTTT 

TCAAAAATTCTTATTCTTCTTATTTTGGAACCATGGGTGTTTTCTTGAAA 

GGGCAGCCCTTATTATAATTAAATATTAAAGTGGCTTATTGTACGTAAAA 

ATGGAGGGCACTTGTTCCTTTGGCCTTGGGGACCTGTCTTATTTAAAAAA 

ATATTAACCAATATGAACCATTTTGCACTTAACACCCACTCAAACAATTA 

TTACTTTTCTTCACCAATTTTTTTGGGAAAGTTTGGGAAAAAGCCCAAAA 

AAATGAAGGTATTGCCCCAGTTATGGGCCTTAGCCTTTCTT 

>Scquence 3935 

TGACGTGAACCGTAGGAACACATAGGGCAGAATCGGAGCTCCACCTTGGT 

GGCGGCCGAGGTACCCTGTACCTTCTCAGTTCGCTGGCACATAAGGCTCC 

GCCAATAATTTTTGGTTCTCTCTGTCACACACACACACACACACACACAC 

ACACACACACACACACACACAATGATTGGAGGGCTATATGATCCAGCATT 

AGCTTCCTGGTGTGCCAAGCATGCTTGATCGGGAATTTnTTTTATTATT 

ATTATTTTTTAGCTGTAGCTAAAGGCATTTTTCGGATGTGGAGAGGAGAA 

TGGAAATCGCAGAACCAAATCAGATTTGCCCTGCCATATTTGGCTGTGGT 

CTGTCATTGGGCATTTCTGATGTGCTTTTCTGGATTCAGGAAGAGCTGAT 

TGTCCTCCGAGGGTTGAAAAAAAAAAACAGTTTCAGAAACCTGAATCCAG 

GGCCTTATAGTTCTCCTCATTATCTATCTTTTTTTCCCTTCCC 

>Sequence 3936 

AGGTACAATGACGGGGAGGAAGAGGGTTGGTTAAAGCATCCCTCTAAGCA 
GTTTTCTGCTGTCCCTTCTTTCCAATCAGAGATTTGTGGATGTGAGGGAT 
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CACACCACCCCCAGCTATGGTAGCCTTGATAAOAGAATCCAACTCTTCA 
>Scquence 3937 

AGGTAC1 111111 ill 1 1 rTTTTTTTTTTTTATAATTATTGAGACGGATC 

CTTGCGCTGTCACCGAGGCTGGAGTGCACTGGCACTGTTTCGGCTCACTG 

CAACCTTTGCCTCCCGGGCTCAAGCGATTTTCCTGCCTCAGCCTCCCAAG 

TAGCTGGGATTACAGGCATGTGCCACCATGCX)CAGCCAATTTTTGCATTT 

TTAGTAGAGGTGAGGTTTCAGCATGTTGGCCAGGCTGGTCCCGAACCCCC 

GACCTTGTCATCCTCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGC 

GCGAGCCACCACGGCCGGCTGTTATGCTTATTATGGCACTTTAAAAGATG 

CTTAACAAACCTTTTCITCAATGGTCCTTAAAATTm 

ATCTAACATTTGGGTTCCTAAATTTTTGAGTCCCTTAAAAAGCCAAAACT 

TGAAT 

>Sequence 3938 

AGGTACGCGGGTAGGATGAAGCCTTAAGCAGTGGAAATTTCAGTTATTTT 

CCACAGTATTCCATTTTGGAGGATTTGGGGTGTTTACTTTTTAAATTCTT 

GAACAACTTAACCTCCATGAGGCTTTGTGAAGTCAGCTGTGACCACCCTC 

CTCTTACTGTGTTCTCAGTATTCATTCACTTCCAGGGAAGAATGACAGCC 

ACAGGGAGATGGTGGTGGGCAAGAATGAGAGTCCCAGGATCCAGATTTAG 

CCTCAGATCTTCCCCATTCAGGAAGGGTTTTCCATTTAACAAGAGCACTA 

GTATGAAAACATTAGGGACAAATCTCCCATGTCTTTGAAATTCGGATTCT 

CCTCTTGAGATCCCCTTCCTCACCTGCCAATCAACTTTATAAGGCCACAA 

GTGGTCACTGGTTTTCCTTCCACAGGTTTGAGGTTCTCAGCTTTCCTTAA 

>Sequcnce 3939 

CCGGGCAGGTACTT 1 rTTTTTTn T TTTTTTTTTTITrTTTTTr AGCAOT 

GGGTTGCAAGCATTGGCTTCCTGGATCTCACAAACGTTGGGTCTTTTTAA 

CTGCAGAATTTTAATTGCTTTGTCTTCCAGGGTGGCTAGGAGAAACATCT 

AC AT TCTTAT TTACCCA ACCAA 1 11 rTTTTTl CCCTTTC A AAGGGGTA AC • 

GTTTA1 1 1 1 1 GTTGTTCTTAACCTTTCAAAATTA 1 rTTCTTTTTCACCTG 

GCCTCCAAAAGATTTTTTACCACACCTTTGTCTACTAAAAAAATO 

TCCTTGTGTGATTTCTATCCACCTTGTTCCTTTTAATAATTTCAACTATT 

TTCCT TACA GGTATATCTTTACAATTTTTTCCCTAAAAAAAATGTTATAC 

CCCTCTTTTAGATCCCATTCAATTTTTTTTAATACTCCTTCCATTTCACT 

TTTCTTCCAAAACGTGTTAATACCATGGCCCTCCATTTTTTAAAACACCA 

AAAAACCTCTTTTGGTGTACCGCCTTTTCAACAAATTATTTTCACTTTGG 

GCCCCTTTTGTTAAAAT 

>Sequence 3940 

AGGTACCAGATGGAAAATGTTTTTGGTGATCTGGCTGCTGCTTAAAGCCA 

GTTTTCCCTAAGAACTCCAAAGGCTAAAGTCTACTAGGGGCAGAGTGTGA 

GGATAGATTTCTAAT(^GAGAAAAGTGGCCTCCAGGAGCTTTCATTTATG 

TCTTCTCCAGACCAGGTTTCCCTGTATCTTCCTTTAATCCCCTTTCAACC 

AACAGGTGAAGTTCTTCCAGCCCACAGAGGTAGTAATATCATCTTTTCTA 

TCTCCTCCTCTCCTTTGGCCATGTAATGAAGCAAAATATTATTTATTTAG 

CCCAGGCTTGAGAGCCACTGTTTGTGGACAGTCTTCATCTAGATTCCATA 

CCCTGGCCTAGGCGAGGTAAGGCTCTCTGGTTATTGCCAGGATGGAG 

>Sequence 3941 

CCGGGCAGGTACGCGGGGACCCGAGATCTAATCTCTGTGCTCTGTGTATT 

GGCGACGAGCAGGGTGAGAATAAGTGCGTGCCCAACAGCAACGAGGGATA 

CTACGGCTACACTGGGGCTTTCCGGTGCCTGGCTGAGAATGCTGGAGACG 

TTGCATTTGTGAAAAAATGTCACTTGTCTTGCAGAACACTGATGGAAATA 

ACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGCGCTGCTG 

TGCCTCGATGGCAAACGGAAGCCTGTGACTGAGGCTAGAAGCTGCCATCT 

TGCCATGGCCCCGAATCATGCCGTGGTGTCTCGGATGGATAAGGTGGAAC 

GCCTGAAACAGGTGTTGCTCCACCGACAGGCTAAATTTGGGAGAAAT 

>Sequence 3942 

CCGGGCAGGTACACGTAAAGCTTGGCTAAGCAGACGCATCAGGAGCAAAC 
CATTTGTGTTCACCAATCTGTCTCGGCAAGTCCCAGGGCCACTATCTTGC 
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TAGAAGCCACTGTGTGCTTTTGAAAGCATGAAATTAGTTTTATACTGAGC 
ACATGGTTTCTCGTTTAGCAGCTCTTTTTATGGTAATGGTCAATTTATGG 
TTCACTGCCAGGATTTCGGTGTACCT 
>Sequence 3943 

GGTAc rn 1 1 i n m rn nrni nun i cagggggagcatgggacc 

TTTATTCGTTAAGACATCAGGCTCCAGATATXjAACTTTCAGCAAAAGCGC 
TTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCAGC 

aatcacagccgggcaaggggtgcttccgagcctcgcatcccc 

>Sequence 3944 

aggtactctctttcixhttitcttggttgctgtga^ 

atgctgtgagcttccarrgaagacagaagtcttccttctaaatgccacgt 

gagtgagcatggaagtcaagccatgcaatgactgtcactctggctagcac 

cttgattgcaatcttttgagaaggcrcttggtccaaagtcaccctgcaaa 

accaatgcccagaattactgacatatttatttcaagctaataaattatag 

gcgtaatttgtaatatgcagaaatagataactattacgtagatcaaatga 

aaagattttccaatgtgtagaaactacataaattcttttcttacaggaca 

atcttattctaatcaataacatttgcttttaaggcagataatcctccaag 

TTT 

>Scquenc€ 3945 

CCGGGCCGGTACGCGGGGG AAGAACAGTTAAAGTGTCTTCTGGATGAATG 

CATACTTAAACAAAAATCCATCATTAAACTTTCTTCAGAAAGAAAAAAGG 

AAGACATTGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATC 

ATGCTCTAAGATTGGCTTAAATGGAATTCAGAAACAAAGGTCCAGAAAAC 

TGAGATAGAAGATGCAGATATGCTTGAGAGTGAAGAATGTGAAGCTTCTA 

AAGGCTACTATCTCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCT 

CTTGTCACTGAAGCAGAGAATATGAAATGCCTTCAATTTTCCAAGGACGT 

TATTATTAGTGACACAAAAGACTATTTTATGTCGAAGACTCTTGCCATTG 

>Sequence 3946 

GGCAGTTGAAGGCCTTCAGAGCAAAACTGAGGTTrCTCGGTCATGCGGTT 

ATGTCTTCAACACCTGCGTCCCCCACCGGAGGCCAGCTCCCAGGGCGCGT 

TCTAGTGTGTGGCGTTCGCTTCATATTCCCAGGCGTCGCTTGCCCCAGCA 

CGCCTGTGTGCTCAGTAACAATGTGTTAAGCACAGGATTTTGGGAGAAGT 

GTATATGGACGTCTGAAGAAGGGTTGTGCTTGTGGAAGAGCCCCGCGTAC 

CT 

>Sequence 3947 

CCGGGCAGGTGCGCAGGGAGATCACTGATAGCACTAGATACTCATTGGAG 

CATGAACCCTGATGTGAACTGCTCATCTGAGGGATCTATGTTGTGTGCTT 

CATATGAGAATCTAATGCCTGATGATATGTCACTGTCTCACTTTGCCCCC 

AGATGAGACCATCTAGTTGCAGAAAAATAAGCTCAGAGTTTCCACGGATT 

CTACATTATGATTTGATCTTCAACAAAGCTGATACTGGGGAAAGGACACA 

CTCTTCAATAAATGGTGCTGGGAAAATTGGATAGCCACATCCAGAAAAAT 

GAAACTGGACCACTATCTCACTATATACAAGAATCAACTCAAAGTAGATT 

AAAAACTTAAACAGAAGACCTGAAACTATAAAAATACTTGAAGAAAACCT 

AGGGAAAAATTTCCTGGCCTTTTGTCTAGGCAAAGAATTTATGACTAACA 

CCTCAMAAGCCACAAGCAACACAAATAAAAATAGACAAATGGGACTTAAT 

TAACTTAGAAAGCTTCTGAGCAGCAGAAGAAATAATCAGCAGAGTGAAGA 

GACAACCTNCTGAATGGAAGAANATATTTGCAAACTGTTCATCTAATAGT 

GGACTAATACCTAGAATTACCAAAAACC 

>Sequence 3948 

AGGTACGCGGGGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGG 

TTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATA 

AACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACC 

TTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACA 

AGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTT 

CAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACC 

TTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAA 
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GAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTC 

CAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCT 

ATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTA 

TATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGTTCAAA 

TAAGAGATAAGATACTGAAACACATAACACCTTCACTAGTTTTTAGTATA 

CAAATATTGAGAAATAGTTTGTTATTAACTATCTCATCCAAGA 

>Sequence 3949 

^^^X^^^^^TjT^T^" ^ ^TTTTTTCTTGCCCTTTCCATTAGTTG 

CATTTTGG ATTCATTTTTATTTTTA 1 111 11 1T1 AGAGATGGAGTCTCAC 

TATGTTGCTCAGGCTGGCCTTXjAACTCCTGGGCTCAAGCAATCCTCCTGC 

CTCAGCCTCCCTAGTAGCTGGGACTTTAAGTGTACACCACTGTGCCTGCT 

TTGAATCCnTTACGAAGAGAAAAAAAAAATTAAAGAAAGCCTTTAGATTT 

ATCCAATGTTTACTACTGGGATTGCTTAAAGTGAGGCCCCTCCAACACCA 

GGGGGTTAATTCCTGTGATTGTGAAAGGGGCTACTTCCAAGGCATCTTCA 

TGCAGGCAGCCCCTTGGGAGGGCACCTGAGAGCTGGTAGAGTCTGAAATT 

AGGGATGTGAGCCTCGTGGTTACTGAGTAAGGTAAAATTGCATCCACCAT 

TGTTTGTGATACCTTAGGGAATTGCTTGGACCl'GGTGACAAGGGCTCCTG 

TTCAATANTGGTGTTGGGGAGAGAGAAACACTGATTATAGACCGAGAGAG 

TGGACTTGAGGTGAGGTGAAGGAGGTGCTGGGGGTGAGAATGTCCCCTTT 

CCCCCTGGGTTTTGGATCACTA 

>Sequence 3950 

TAGTCCTCACAAACAC AGAG GGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCTCTTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAAGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTTTATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGGCAAGGAGTACCT 
>Sequcnce 395 1 

CCGGGCAGGTGCAAACAGCTGAGACAGATCTGCGATGATCACATCAGAGC 

ACAGATTCATCAATTCAGAGAGGATTCATCGGATAGCGTTCTTTATTTAA 

AGAAGATTGATGGATGCTGGCAAAACCATTGCATACAAATGATCATGATC 

AGGAGCATTTTTTTGTGTCTGGATAGAACTTACGTTCTTCAGAATTCAGT 

GCTACCCTCCATTTGGGACATGGGACTGGAGTTATTGATGGCTCATATTA 

TAAGTGATCAGAAAGTGCACATTATGACAATTGATGGCATTCITCTCTTG 

ATTGACAGGGAAAGGAATGGTGAAGCACTTGATAGAAGTTTACTCTCAAG 

CCTTTGACGCATGCTGTCTGATTAGCAAATCTATCAAGATTCTATTGAAC 

AACGATGTTTGGAAGAAACTAACCGGCTCTATGCTGCTGAACGCCAAACA 

TTAATGCAGGAAAAAGAGGATCCTGAATATCTACATCATGTCCACAAACG 

TCTACAAGAAGAACCACACAGACTTATTACTTACTTAGATCATACCACCC 

AGAAGTCATTAATTGCTACTGTGGAAAAACAACTGCTAGGTGAACACTTA 

ACAGCCATTCTTCAGGAAGGTTTAAATN 

>Sequence 3952 

AAAAANANGGNCAGACGATCTAAAACTTATTGAGATACCCCGGGCCTTGC 

AAGAATTCGAATATCAAAGCTTATCTATTACCGGTCGAACCTCGCAGGGT 

GGAGGCCCAGGTACCCATTCTTTTTGTATCCCTTTAATAGAAGGGTTTAA 

TTGCGCCGCTTGGGCGTTAATCCTTGGGTCATAAGCTGTTriTCCTGGGA 

AAGAAGAGTAAGATAAATAATATATAATTGATGNATTGTATGTAATGTGT 

TGGTAAGAAGAGAAGGGAAATTTAAAGTTCTGTATATACTAGTAAAGCAC 

CATAATTTGTTCGTTTTTCAGCCAGGTTTCCCTTGGAGGATGATATATAT 

GAGTCTACATATTATCTTAGGATTCTTTTTTGAGTGGGGCGANGTGTGTG 

CAGTATGTGATGATACCCAACAGTAAAATTGTmCTTTCTTTGTTGA^ 

GGAGAAGGAATTACTATCTACTTCTTCTAAGAAATTATGGTGTGTAGGGT 

GGTTGATTAAAAGTAGTATAATGGCCGCGTGCTTGAGTACATTAACAGTT 
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AATTCTGTCTACATGTTTGGAAGAAAAAAATATGTTGCATCTGTAGAGAA 

GTGTGCT 

>Sequence 3953 

AGGTACGCGGGGAGACACATGGGTGGGAAATTGCAATAAAAAGACGGCCC 

ACAGCAGGCTGCATTCCCATGGCTGGCCAGAGGAGGAACGCTTTGTGTTC 

TCATCGGAGCTGCATGGGAAGTCTGCATACAGCAAAGTGACCTGCATGCC 

TCACCTTATGGAAAGGATGGTGGGCTCTGGCCTCCTGTGGCTGGCCTTGG 

TCTCCTGCATTCTGACCCAGGCATCTGCAGTGCAGCGAGACCCATCCACT 

GTGGAGGACAAGTGTGAGAAGGCCTGCCGCCCCGAGGAGGAGTGCCTTGC 

CCTCAACAGCACCTGGGGCTGTTTCTGCAGACAGGACCTCAATAGTTCTG 

ATGTCCACAGTTTGCAGCCTCAGCTAGACTGTGGGCCCAGGGAGATCAAG 

GTGAGGGTCGACAAATGTTTGCTGGGAGGCCTGGGTTTGGGGGAGGAAGT 

CATTGCCTACCTGCGAGACCCAAACTGCAGCAGCATCTTGCAGACTGAGG 

AGAGGAACTGGGTATGTGTGACCAGCCCCGTCCAAGCTAGTGCCTGCAGG 

AACATTCTGGAGAGGAATCAAACCCATGCCATCTACAAAAACACCCTCTC 

CTTGGTCAATGATCTCATCATCAGAGACACCATCCTCAACATCAACTTGC 

AATGTGGCTACCCACTGAACATGAAAGTCAACCTNCAAGCTGACTTGCAG 

CCCATTGTAAGTCCCTTGACGTTATGGTGGCCGGGATGGGAAATTCATTG 

GCATGAAGGCCCTCTTCCCACACCGAACTTCACGAATCCTTACAAAGGGA 

GG 

>Sequence 3954 

CTCACTGTCATAAATGGAGGGTGAATAGCTCACTTGACATAATCATGGTC 

ATCCTGGGCCCTGCCCTTGACTTCTCTGAGCCTCAGTTTCCTTATGTGAA 

AGTTGCTGGAACCAAAATGGAGTCACTTATGCCAAACTCTAATAAAATGG 

AGTCGGGGGGCCACATAGAAGCCCTCACACACACATGCCCGTAACAGGAT 

TTACCACAAGACACGCCTGCATGTAGACCAGACACAGGGCGTATGGAAAG 

CACGTCCTCAAGACTGTAGTATTCCAGATGAGCTGCAGATGCTTACCTAC 

CA 

>Sequence 3955 

ATTACGCGGGGCATTTAACTATAAGTATACTGCCTGCCTATGNGACGACN 
ATCCAAAAACCTTCTACTGGGACTTTTACACCAACAGAACTGTGCAAATT 
GCAGCCGTTGTTGATGTTATTCGGGAATTAGGCATCTGCCCTGATGATGC 
TGCTGTAATCCCCATCAAAAACAACCGGTTTTATACTATTGAAATCCTAA 
AGGTAGAATAATGGAAGCCCTGTCTGTTTGCCACACCCAGGTGATTTCCT 
CTAAAGAAACTTGGCTGGAATTTCTGCTGTGGTCTATAAAATAAACTTCT 
TAACATGCGGTNNhNNNN^^ 

TNNNNCNCCCNNCTTGGGGAGAAAATAAAAAATAAACCCCCCCCGGGGGG 
GGAGAAGAATAAAATAATTATTTGTTTTTGGCCTCGGGGGGGGGGGGGGG 
GGGGGGGGGin'irirfTll-mrrri-rillAAAAAAAGAAGCCCCCCGCC 
CCCCCCAAATAAAATTTTNNNNAA>^^ 

GGTATAAAAATAGACATAAGACAGTTGCTGGACCTGAAGAAGTGAGATAT 
ACGTAGACTAATGCTAAAGAATTAGCGTAGTTGATGAGTAAAATCAGAAA 
AGCGAGTATGAGGCGAGAATGTTAATTTAGAGATCAGGGACGTAAGATTA 
TTTATATCGTGATGACGAACGAGCAAGTAGTGTGTTGTTTCG 
>Sequence 3956 

AGGTACACACCCCCATGCTACACACACTCCTTCATCTCCTTCTCAGTGTT 

TTCATACCCCAGCCGCATTACACACACCAGGCACATCTTCTCTTTCACAG 

AGCTTATCAAGATGGTATCTCCTTTTGGCTTAAACCAACCACCTTGTGTT 

TATAAATAACCCCCCCACCCCAGTGCCTGAATTCATCCACATCTTCTGCC 

TTCATAGGCAGCCTCCCCTTGGCTCCAGTTCCAGCAGGACAGGCCTTCCT 

CTGAAAGGAAGCCTGGGGCAGTGAGGCCACACTAGTCAGCGTTCGGCCCT 

CCCTACACCAATCCCAGCTGGGCTCCTAGTTGCCTAGCACCTTTGCACTC 

AAGAAAGTTATATTGCTTTTCTCTCTCTTCCTCATTTCTTGCCAGTATTC 

TGCCTTTTCATAACATTTATGCCAACAAGATATCTGGTCACCCGCGTACC 

TGCCCG 

>Sequence 3957 
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AGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCATCATTC 

AAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAATCATAC 

GTTATGGTTTTCAAATGCATCCAGAGGAAGGCAGGGTTGTTTTTGAAAAG 

TTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGTGCAAAGC 

TGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCCACATTCA 

CCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGCTGCATGT 

TAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATACAGGATGA 

TCCATTGGCCACCTTCCTTATTTAAAAGAGCTTAAGGACACAACAAGAAA 

GC TTAA CGTGCACTAAAAAGTTTGTATTAGAGCCTCGTTCCTACCCCCTA 

AATTTTAACACTTTCGATGCCATATACGTTGTAACCTTCCTTATAAGTTG 

CAAAATTCTGTGAATTCTGCGAGGAAGATGGGTTAATATTCTGTGCATTC 

TTTGCCACCTTCATTCGTTTCGCCTCGGCCCTTGACTTGTAACAGAACTC 

AATCAAAGCCACCAGCATTGCCAAACCAAAGCCCCCGACANGGATGTAGA 

ATACTCCAACAACGTTGCTCAGACTGANGGCACCCGTCTTTTTCTAAAGA 

TGTATATAGAAGAGGTATTTAGAAGCAAACTGTTGATAGAAGAGACACAA 

TGTCACATGCATTATACGGAACAACCTATACACAGATGCATTGATTTGAG 

AACAATGrATTTCTCTT 

>Sequence 3958 

CCGGGCAGGTACACTGAGTAGCGAAGGTATAGAGTTTTCATTGAAATAAT 

TTGGAAGAAGAGCAATTGGATAGAATGTCAAGACATAACAGAGTCAAGGG 

AAAGCATTATTTTGATTTTATATCTGAGTATGTTTTTAGCCAGAAGAGGA 

GAAGAAAGAGGTTAAAAAGAAAAAACAGAATTTATAGATGCACGATATTA 

CTTCTGAACAAGAGAAAGAAACTGGTAGGAAAATTTATTTTAAAAAGTGT 

TGAAGGGAAAGAATCAAGACCACAGATCCAGATCCGGAGATTATTTTGCT 

AAAGAATAGCAATTGTGAGGCATGAAGTGGGAGGGGGGAAGAAGCTATGA 

ACTTAATTTTGAGGTTTCTGAGAAGGAAACTTGAGTGAATTCACTTCAGA 

TGCATTTGGAATGTTTGCACTCCAGAAGATGAGTTTGTGTGTGCTCTGGA 

GAGTATTGGAAGAAGGAGGTATTACTAGATTTGGCGGCTCCCACAGTGAC 

TCATTACTCTTCTCTGTTACTTTCAGGATTCATAGAGAGATGTTCTGTTG 

ATATTATTTATTTAAGTGAGATAAATTTGAATATGAATCCATTGGCTTTT 

TTTGTAAAATTTCTGCTTTATAAAATCTGTTAAAAGGCTGGGCCCGGTGG 

CTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAAGCGGGCAGATCACT 

TGGGGTCAGCANTTCGAGACCAGCCTTGCCAACATGGTGAAACCCATCTC 

TACTAAAAATACAAAAATTAAATAACTGGGCTTGGAGCACATGCCTGTAA 

CCCAGCTTCTCAGGAGGCTGAAGCAAGAGAA 

>Sequence 3959 

>Sequence 3960 

CCGGGCAGGTACGCGGGCAACTATTGCAATGAAAAATTTCAACAATTTTT 

TAATGAAAGGATTCTGAAGGAGGAACAAGAACTTTATCAAAAAGAAGGTT 

TAGGTGTTAATGAAGGCATTATGTGGATAATCAGGACTGTATAGATTTAA 

TTGAAGCCAAATTAGTGGGAATACTGGATATTTTGGATGAAGAAAATCGC 

CTTCCCCAG CCAA GTGATCAACACTTTACATCTGCAGTTCACCAAAAGCA 

CAAGGATCATTTTCGACTCACTATTCCCAGAAAATCTAAGCTGGCAGTTC 

ATANGAATATCAGAGACGACGAAGGCTTCATTATCAGGCATTTTGCGGGG 

GCAGTGTGCTATGAAACAACCCAGTTTGTGGAGAAAAATAATGATGCTTT 

ACATATGTCTCTTGAATCCTTAATATGTGAATCCAGAGATAAGTTTATAC 

GGGAATTATTTGAATCATCCACAAATAACAAAAAAAAAAAAAAAAAAAAG 

GCCCNGGGGCGTTTAAAAAATTAGGAGACCCCGGGGCGGAAAGAATTGAA 

ATTTAACCTTTTTAAACCCGGCCCCCCTAGGGGGGGCCCGGGCCCCAATT 

TTTGGC CCTTT TAAAGGGGGAAAATGGCCCCCTGGGAAAACAGGGGAAAA 

AGAGGGT1U"1U1-1'GAANAANAAANNNNNNCNNAATTAANNAAANAAAAGT 

NAATGATACCNAGACCTACTAGAATAGTGAGTCCCCGGGTGGGGGATCGA 

TATAAGCTTTTGTTCCCCGGACTCTAGGGGGGGCGGTCCCATTTTGTGCG 

>Sequence 396 1 

CCGGGCAGGTACGCGGGATAGCATTGACTTTTACACACATTCACACAAGA 
AAAAAATCCTTTCAAAATTCTTAAATCTTCTGTTCCTCCTTTTTCCAAGG 
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GAAGAGGGCAAAAAGTGGCCTGGGCTCTGTGGTGTGCGTGTTCCGTGGCG 

GAGAGAAGAAAATGGGAAAGACATCTCACTGGTGCTTTrCTCTTTTGTTT 

T AGTG CCCCCCGCC CCCATCCC TATAAT ATCTGTAACTAC TCCTAAAAAG 

GTTTTG ATTCAGGC l"l "i TT 1 Tl GGTTTCATTTTG I H i ill NNGAA AANG 

AANAANAATTAAAAAAAAAAAAAAGGGCCCCCCGGCCCCTTAAAAAATTG 

GGGACCCCCCGGGCCGGGGG AA nTTT I TTA AAC1 TTTTn TTCCCCCCC 

CCCCCGGGGGGGGGCCCGGCCCCCCCTTTTTGTCCCCTTTAGGGGGGGTT 

AATTGGCCCCTTCHjGCGAAAAAGGGGAAAAAGTTTTTCGGGAAANNNANN 

NNNAAAANNAATANAAAANAATNANAGGGTAAGAATATAATTTNTGGTGA 

AATTTTATGTTGGGGTTATGTGGGTGGTAAATATTATAGTTGTATTTATA 

TGTTGTANNTTTTGGGGGCTTGTAACCTTGAAACCAAAAAAAATTGTAGA 

AAG ACTGGC I "11 T I GTGGGG AACTTTATG ACACC ACCGG ATTTGGGTTTG 

GGGTAAATGTTCCACCACCTTTTTTTTTAAAGAACCACGTTTTAAAAATT 

TGGGTTTAATGGAACTCTCGCGGGCGGGCCTTTTTTAAAATTTTTGGACC 

CCGGGCTTCCAAAAATTTTATATTATATTT 

>Sequence 3962 

TATAGGAGGAAATATTTGGGTATTAGAAAGAAT 

GGTGGAAAATTGGTTAGTATCAAGAAAGAAGTGAAAAATTGTGAGATGAA 
TGAAAGGGGAATGAAGATGTTGGNAGAAAAAAAGGGGGTGGGTAATGTTT 
TGGGGGGTGATTTATTAGAGTGTAGGAATAAGAGGTGAGAAAAGTTTTAG 
TGTGTAATAAATAAGAAGATGTGGAGAAATAAGGGGGGAAGAAGTTAG 
>Sequence 3963 

AACGGCGTATCGACTAGTATAAGTCTAATGCGAACTGCACCTCCACCGCG 

GTCGCGGTCGATGTAC^TTCTCCTGATGCCCCTTGCTTCCCTGGACGACT 

CCAGTATAAGCTTCCTAGCTCCTTTCCGTGAGAAGAGGAGATNGTGCACC 

AGAACATATTCTGACTTGTTCAACACAGCTNGCGACGCCTGCTGAATGAC 

TTGTTTTATGTAGCGCTCAATATCCTGCAACACTGCGCCAATAACACAGG 

CGATATCACCAAACACTGACAACTCTGCCTTTCCAGACGTCTGGACATAA 

ACATTGGAAACCCCCGGCAGAAGCAAATGCATTATCTACTTGGAGAAAGG 

TATGATGTTTGATTGCATGGCACGGCACATATTTTCCACTACTCCCACGA 

GGGGTCATACGAACCCGCCGAGAATCAAGGAAATAATCTTCTTACTGAAA 

A AGCTGGCTGCTGGGGC AAG ATATTA' 1" VV\ IAACTAGCTGCTGAACTTTT 

ATCACTTGAACCTAGAATTAAATCCCTCTGCCGAGATTTATTTTTCAACA 

ACCAACATGGCAGGCAGGGAACAAAGACTATTCAAGAGAGATCACTGATA 

AGGTAAAAAAAAAAAAAAAAAAACCTTTGTTTTCCGGGGGCTAAATCCCC 

AACTTTTGGGGGCCCCCCCAAATAAAACCTGCGGQGGGGGCCGGTTAAAA 

ATATGGAAACCCCCGGGCCGCCAAAATTATATTCAGCTTTTTTTTTCCCG 

GCACCCAAAGGGGGGCCCGGGCCCACCTTTGGTCCCTTTTAAAGGGTAAT 

TGCCCCCTGGGGAAAAAAGTAGAAAAGAGTGTTTCGAANAANGCACTTAC 

CGCGTAAATTT 

>Sequence 3964 

TAAAACTTGCAGCAATGTGAATTGGGCCAGAAGATCAGAGTGTAATATGT 

GTAATACTCCAAAGTATGCTAAATTAGAAGAAAGAAGAGGATATGGTGGT 

GGTTTTAATGAAAAAAAAAAAAAAAAAAAAAAAAAGCCCCCCCCCCCCCT 

TAAAAAACAAGGACCCCCCCCCCCCCCAAAAATTCAATTCCCCCTTTTTC 

CCCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCTTTTTTCCCCCTTT 

AAGGGGGGTAAATCCCCCCCCGGGCCAAACCCGGGCCAACCTTTTTCCCC 

GAAAAAAAAAAATCACATCCCCGCAACTACCTATTTCTCTCCCCACCACA 

TTCCCCCATCTTCCCACATTCCCCCCCCTCCCAAATTTCCCCCCATCCCA 

ATTCTCCCCATATCTTCACACCCGCCATATATCCCACTTCATACAAATTT 

CCACCTCTCACAAATTTCCCG 

>Sequence 3965 

AGGTACACATCAAGTCAGAATGGGCTAGCCCATCAGGGAAGCAGCGGTAG 
AAGAAATCTGGGCGTGGCTTTTTAGGGCAAACAGCAAATGACACTGCAGC 
TTCAGGAGGTGCTCAAGAGGACACTGACCGACTGCTGTGGCCGTTGGTGG 
GAAATGCTGTTCAGGCAGAAAAGCGCCCAGGTGTCACCTGGAGGACTGAG 
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GTATGGGGAAGGGAGTAAGCGTTGAATGACAAAAGAAAAATCAGAGTGAA 

GATAAAGGAGAAAAGAATGAGAACCCGCGTACCTGCCCG 

>Sequence 3966 

CCGGGCAGGTACAGTGGCACAATCATAGCTTAGTGCAGCCTCATTCTCTT 

GGGCACAAGCGCTCCTCAGCCTCCCTCCTCAGCCTCCCAGTTGCTGGAAC 

TTACAGG TGCACCAC CATAACCAGCTAGTTTTATTTTTTGTAGAGACAGA 

AGTCTC AC I " i 11 " I" ri'CCTAGACTTGTCTG AAATAGACCATTCTATTTGCT 

AGAATGGTCTCAAACCATCCTTCTGCCTCAGCCTCCCAAATTGCTGGAAT 

TTCAGGCATAATTCATCATGCCTAGCCATITCTTTTTTCTG(nX}CATTGT 

AGAGTTAGAACCAATTTCATTTGTCCTGCACTGAGAATGTGCATTCCCAG , 

CAGATCATGGTTGAGCTCAGCACACCTGCAACTCAGCCAGCCTCTTTGAA 

GGGTGCACAGTTACTAACTGTCAGCGTTGCACAGCCACCTTTAGCAGGTA 

TGTTCAGAACTTAC ATTCCC ACCCTTTCTAAAACAGCTCACAATAACAAG 

AGAACGGGATTTAACTTTTGACATGGACACTCATGAAAACCAATGATTTT 

GGAA AGCCAAATGGTGGAGAAGAATAAGTGGGGGATCTGACTACTAGTAT 

TTTTACAAATCTGAATGTCGTGGAAGGTTCGGTTTAATTTGGTGGGGTAA 

TGCTGAGAATGGAAAATAAAATGGGAATATTGGCCCTTGGGGTACTTTTT 

GGTTTGGTACATrGCGAGTGGGGCACATTTTTCTTTATTTT 

AGTTGTGGCCCGGGGTTTCTTGTGGTGAATAAAAANGAAACTTTTGCTTA 

AAGGTTTTTGGAAAAGCTTN 

>Sequence 3967 

CCTGGCACGTACGCTTCCCACGCACAGCGTGAATGCAATATAAGCCGTCT 

ACTCACATCCCACCCAGAGGGGTGACCCCCTGCCCACTTCTTCGATCACT 

GAGGGGAGCTTGGTTAATATCTACCAGCAATCTTCGCCGTAGCTGCTCTG 

GATCCACTGCTTAAATACGGACGAGGACAGGGCCCTGTCTCCTCAGCTTC 

AGGCACCACCACTGACCTGGGACAGTGAATCGACAATGCCGTCTTCTGTC 

TCGTGGGGCATCCTCCTGCTGGCAGGCCTGTGCTGCCTGGTCCCTGTCTC 

CCTGGCTGAGGATCCCCAGGGAGATGCTGCCCAGAAGACAGATACATCCC 

ACCATGATCAGGATCACCCAACCTTCAACAAGATCACCCCCAACCTGGCT 

GAGTTCGCCTTCAGCCTATACCGGCAACTTGCACACCAGTTCAACAACAC 

CA 

>Scquence 3968 

AGGTACGCGGGAGAAGTAGTCCTATTTCACCCCAACTACAACATTAATCG 

AGCGGCCGCCCGGGCAGGTACTTGGTAAAGATGGTAAAGAAAAACCAAAG 

GAAGAGCGGCCAAATAAAGATGAAAAAGCAAGAGAGACCAAGGAAAGAGC 

GCCGAAGTCTGACAAAGAGAAAGAAAAATTCAAGAAGGAAGAAAAAGCTA 

AAGATGAGAAATTTAAGACCACTGTCCCCAACGCAGAATCAAAATCAACT 

CAAGAAAGGGAAAGAGAGAAGGAGCCATCCAGAGAAAGAGATATAGCAAA 

GGAAATGAAATCAAAGGAAAATGTTAAAGGAGGAGAAAAAACACCAGTTT 

CTGGGTCCTTGAAATCACCTGTTCCCAGATCAGATATTCCAGAGCCTGAA 

AGGGAAACAAAACGCCGGAAAATTGAATCTCACCCTTCTCCATCACATTC 

>Sequence 3969 

TAGTCCTCACAAACACAGAGGGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCTCCTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAAGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTTTATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGG 

>Sequence 3970 

CCGGGCAGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGGTAGGGTT 
GGAGGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTA 
GAGATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAAT 
TCCACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCT 
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GAGGTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTGGACCAGCAGTTCT 

CCTTGCTGAGCAGGTCGGCGTAAAAGTAGGACATCTTCCACTGGCCCTTG 

TAGGTGAAGCAGCAGTTCCGGGCTGGAAGACAGAGACAGCTGGACAGAGC 

TCCTGAAAACATTTCAAAATACCCCCCCCCGCGTACCT 

>Scquencc 3971 

CCGGGCAGGTACGCGGGGAAGAAGAAGAAGAAAGGCCAGGAGCAGTGGCT 

CATGCCTGTAATCCCAGCAGTTTGGGAGGCTGAGGCGGGTGGATCGCCTG 

AGGTCAGGAGTTCGAGACAAGTCTGACCAACATGGTGAAACCCTGTCTCT 

GCTAAAAATACACAAAAAAATTAGTCAGGCCTGGGAGCAGGCGCCTGTAG 

TCCCAACAACTTGGGAGGCTGAGACAGGAGAATAGCTTGAACCTGGGAGA 

CGGAGGTTGCAGTGAGCTTAGATTGTGCCACTGCACTCCAGCCTGGGCAA 

TAGAGTGAGGCTCTGTCTCAAAAAAAGAAAAAAGAAAGAAAATTAAAGAT 

AATTCTATGTTAACTCCTTAAATGTAATTCCTAGTTCTTCTATCACCTTT 

AGCCGACTCTTCTACCTTCAGAGTGGACACTGCTGTTATCAAGCAGAGAG 

TGCCGATCTTACTCAAGTACCT 

>Sequence 3972 

ATGTACACCTACTCGATAGGTCCACACTTGAAGTCTTGAACCTGCGACAC 

CTCGATCCCGACCACACTGAAGAGGGGGCGAGCACACCAGATCATGATAA 

CGATCATGCTGTATACATGCCCGCTTGAAGAACTGCTGCACTTACTGGGA 

GTGTGCGCGGCTTCATTCTTGAAGTCAGTGAGACGAAGAACCCACCAACT 

CCAGACACATTTTGGCGACCTAGATGGGACAATCGCCTATCACCGAGTGG 

TGAGACCATCGCCTATAGCTGAGCGGCGAGGCAATCACCTATCGCCAAGC 

AGCTCCAGAAGCAGATGAGCAGATGAGGAGACGCCTCTATTCCGTGTCGT 

TTAGAATGAGCAAACAGTTGTCTTCACCATCCCAGACAAGCAGATGAATG 

GTGAAACGATACAGCAGAGAAAGAGAGAAGAGGAACATTTGAACGCCGAG 

AGGAGTTCAGCCGAGGGTGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGA 

TTATCTTNCCGTGCCATCCCCGCTTCCAGCTCTGCATCXATCCTTCAGAG 

AA 

>Sequence 3973 

TGTCCCCCCTGGTGGGGGATTGGGGATCTGTGTTTAGCCATTTATATCTA 

CTTTAGCTGTTAAAGAGGTCCAAATGAAAATCAGGTGATTGTGGAACCAT 

GGGGACTTGGGGGTGGGGCAGAGGTGGGAACATTTGTATCAGTTGAGTCA 

GCTTGGTGGCTCCCTGTGGAGCCAGGGCTGAGCCTTGTCACGCGCACTCG 

CCAATTAAGAGATGGACCAGCCAGCAGTCAAGTGCATTCTCCAGTCCTTG 

CAAGAAGGATCAGCCCTTTCTGTGCCAGCCTCGATCGCCTTGTGCTTTGG 

TCTCTTTTTCTCCCCCCCGCCTGGATCCTGCCTCGCGCGGGCCGTCCTGT 

TGCTGAGACTCGGGGTACCT 

>Sequence 3974 

CCGCCCGGGCAGGTACCTCTGGCCACCCTCCCGAAGGACCTTTGTAA&GC 

CAGGCAAAAATGGCTTGCTAGGGGACCCAGTGATCTCCCAGGGCTTTTTC 

CAACTGCTTCCTCTTCCCCTATATTTTGCTTGGCTCTCTAAATCGACTCA 

GCTCCAGGTAAGATCAAAATCTTCTCTTTTAATCTAAGCCTTCAGCTTCC 

CCAGTGGGGGTGTGTGTTCAGGGGCAGATAATCTCCCTTTCCCACTTCCA 

CAGTTTGGGCACTCACAGTATTTGGGGTGTCTCCTGGGTCCTGCAGGAGC 

AATCTGCTTCCTTCAGGGGTCTATGGATCTTTTCAGGTTTGCTGCAGTCA 

TTTTCTGCAGGATTTATTCCAGTCATTCTGGAGCAAAAATGCACGATGCA 

AGCCTCCACACGTTGCTCTGTCCATCTGAGTCGGAGCTGCAATCTTGTCT 

TACTTCTAGTTCGCCATAATCCACTGC(XTCGAGGTTTrCTTTTTTTTTT 

CATTTAAATTTGGGTGGGGACCTA 

>Sequence 3975 

AGGTACCTTGGTTCAGTCCAGTAAGGTGGGACAACCCTTAAGTGGGGGCT 

TCCTGGTTGTAGTAGATAAGAGACAAAAGGTTGCATTCTTTTGAGTTCTT 

GATCAGCCTTCCACTGAACACACAATTTATCTGGCTCAGTGAGTCTGCAT 

TTTTACAGAAGCGATAGGGGAAAGGAAGCAATCAGCTATGCAGGTGAGCC 

TCAGGGGGATGA CTGTG AATAGAATGGGAGGCAGCTTTGCCCTAAGCAGT 

TCCCAGCTTGACTTTTTCCTTTAGCTTGGTGATTGTGGAGTCTCAAGATT 
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TGTTTTCTTTCCACAATGTGAAATTCAAAGTTCCCTGGGTATGCTGTATT 

TTCATTTGTACACTTTGGCGCCCTAGTCCCAGAGTGCTGGAGCGGCATAC 

TGGGGGTGGCTGTGCAGTCCCAGCATCCCCAACCCAGCATGTGTAGAGAG 

CATCCATCXTTACATCCAGCTGACCCATGCCCATGCTCCTCCCTGTGGCT 

GGAGGTTCAACAATAACATAAGTCTCTTCTTTGCCCTCCAAATATAACTC 

CCTCCAGTGACTGGGAAACTTGGAAAGAGACCATATGACCCAAATGGCGA 

CCCTTGCAGTGAGGGCAAGGAATGGCTGGCCCCTATCTCTGAGAGAAAGG 

TCAGTAATTTCCTTGACAGTCAAGGAAAGATGATGATTCTTTGGATGGGA 

AATAATGTACCTGGCCCGGCCGGCGGTCTAAAATTATAGGATCCCCCGGC 

TGGCCGAATTGGGTTTAGCCTATGATGCCGGCAACCTGGGGGGGG 

>Sequence 3976 

aggtactggctttggtgccttgtctaccaggcagttgagttggttactgc 

tckjtgcctttgtgggcaaaactaggttgtaaaagcagccaaaaaatttcc 

agatgggagagtttcatagcggck:atattttggcttgtgaattgactgtt 

atgtctcaaggtagtctcttggtgggagagagttctgctctgtagcgtct 

aactaagagcacatagttagatgaacttgccctgttgggagtgtctggtg 

aaggggagataaaagattataattgcatttctaaagagctaagtaggaag 

cagagaaaaggagagagaagtgaagacagaataattttaaataatgaaga 

gagaaatgaagaaggaataattttcctgcttttccattggttctttggac 

ataacaggcaaaagtgtcaatcaaggtgagactgttccttcagggcagaa 

atcagacaagtgtcctgaaactctgccttcatttggggggcaaccatttg 

gccatgttccccactgtcagtgagaatgaataactctgctggtggctgca 

aaagcctttgaaacctgtcaggaaaggacattaattaaaggcccataatg 

ctaggatgaagctcttttcctatttgctacttttgattaatggcctgaat 

ggtgggcatcttccctaacatgagaagattagtcaatgggcaccttttat 

ggg gttg ccccagcctgataatccccccittraccttacttttgacggtt 

GAACTTTCTTGGTTAATAGATACTTAGGGAAATGT 
>Sequence 3977 

AGGTACAGTCGGCCCTCATTATTCATGGATTCTGTATTTGCAAATTCGCT 

GACTTACTGACGTTTATTTGTAACCTTCGAGTCAACACTCACGGTGCTTT 

CTCAGTCCTTTGCAGACGTGTGGAATGCAAAAAAATTTGAGTTATATGAC 

GTATATGTTCCCAGCTGAGGCTGAGCAAGGCTCACTTCTCCTTGCAGCCC 

TCAGACTATAAACAAGTGTCCCTCTTGCTATCTACTTCGTGTTATGATTT 

TTGCATTTTCATAATCCCTGTTGATGATTTTGCTGTTTAAAATGGCCCCT 

AAGCACGGTCCTGAAGTACCTGCCCG 

>Sequence 3978 

AAAAANAAAAAAAAAAATACANAANAAAAATTA 

ACAAAAAAGGNACCCCACAGCGAACATCAAAAGAATATTAATTATTACAC 

CCGCCGGCTGTATGCACAATATGACACAAAAGACAGATTATGCGTCCGCC 

GGGGGTGCGA CCTAC CTCCGGTCTGATAAATGTGAGACGGCTGGGGCAAC 

AGATCAGGGATTTTTAAAGGAAGATATCATAGGGGGTGAAAAAAAGCGTT 

TCGAATTATAAAGAGAGTTATGATCTCACGGCCGGCTTGAAAATGAGAAA 

CACGCTGACGCGAGTGAAGTGTTATGAAGATGATCTATGACGTGTCATTA 

AAGGGGGGAGC 

>Sequence 3979 

AGGTACGC GGGG AGTGGCAACCTGCTTGGGTCCCTTTCCACACCGCGGAA 

GCTTTGTTCTTITGCTCTTTGCAATAAATCTTGCTGCTGCTCACT 

GGTCCACACTGCCTTTATGAGCTGTACACCGCGAAGGTCCACAGCTTCAC 

TCCTGAGCCAGCGAGACCACGAACCCCACCAGAAGGAAGAATCTGTGAAC 

ACATCCGAACATCAGAAGGAACAAACTCTAGACATGCCGCCTTTAAGAAC 

TGCAACACTCACTGCGAGTGTCCGCGGCTTCATTCTTGAAGTCAGTGAGA 

CGAAGAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGGACAAT 

CGCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCGAGACA 

ATCACCTATCGCCAAGCAACAAGCAGATGAATGGTGAAACGATACAGCNG 

AGAAAGAGAGAAGAGGAACATTTGAACGCCGAGAGGAGTTCANCCGANGG 

TGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGATTATCTTCCCGTGCCAT 
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CCCCGCTTNCAGCTCTGCATCCATCCTTCAGAGGACCACCTNCACCACTC 

AATAAAACCCTTGCATCAACTNCANNNhnWN^^ 

TCTTCCCGGGGGCGTTTTAAAAAATGGGGATCCCCCGGGGCGCGGGAATT 

TAATTTAACCTTTTTTCACCCCGCCCACCCGGGGGGGGGGCCCGGACCCA 

AATTTTGTTGCCTCTTAAGAAGGGGAAATCCCCCCCGGGGGAAAAAGGAG 

AAC 

>Sequence 3980 

CCGGCCAGGTACACCACACAATGGTGACACAGCCTAATGTGTGGTCAGCG 

TGTGCCACGTTTTCTGCACTATACCCATGTCTGATGGCTAGATGTGCACT 

TCTGAAACTGTTTCTACAGGGTTCTTCGTTATCCACAGAAACATAAAAGA 

ATTACTCCTACTAATTCCTGTCTCAGACTGAATCTTTATGACTATAAATA 

TATAAACGATCAGACGGCGAGCATGCATATTTTGCCTAAGCTGCCTATTG 

CTAAATGCGTCATCACTACTGACCTTTTCTTTCTATGCCCTGCTCCCAGA 

TTTCAAACTTAGCACTTACATGCTCACCACTAGCAGAAAGGGATTTCCAG 

GGACCAGAATCTCAGAGAAAAGGAAGGTTCATTCAAACATAACTGGTGCT 

GAATCCTTGCAGCTGAAAATTATCTTGCCAGTATATATGCTGGCCCTTCA 

TTTAAAATGAACTTGCAGTTTATTAAAAGCCATCAAAAAGCTCTGGATCT 

TATTTTCAAAACCATAATATTCTCCCATTTTTAATTTGACAGACTTTAGC 

GGACAGTTACnTCTAAAGATTTTTCTTTCAAAAGCTGTGCCAAGCCTATA 

TTTATTCCCCTGAACACCTGGGTCATCATACCCCTTGCGTTCGTATAATC 

CAACCCTCAATGTCTATACCGGATTTGCTCATCTACCAGGTCTGGCATTT 

TTACTAGACACACTGCACACTGGGTCGATATCTATTAAAATACACACAAT 

CTCAGCCATATCCATGCTTGACTACCGGAGATGCAATCCT 

>Sequence 3981 

AGGTACCATCGGACCCCTTTCGCTTGCTATTCTGTCCTGTCTTTGCTTAG 

AGTTCGGGGGCTAAATACTGGGCACCTGTCGGCCAGTTAAAAGTGACTAG 

CGCGGCTGCCGGACTAAAGACAAGGGTGTCAGGCTTTCTGGGAAAGGGCT 

TTCTAACAACTCCCGACTCTTCGGTGTTGAGGCCATTGGTTTGCCTAGAA 

CCAGCTTTTGCTTTTCCTGTACCTGCCCG 

>Sequcnce 3982 

CCGGGCAGGTACAAGCCTTGAACATCGTCCTGCTTCCCAGTGGGTTCAGA 

CCTCACCTTTCAGGGAGCGACCTGTGCAAAGACAGAGAAGCTCCCAGAAG 

GAGAGATTGATCCGTGTCTGTTTGTAGGACGGAGAAACCGCTTGGGTAAC 

TTGTTCAAGATATGATGCATGTTGCTTTCTAAGAAAGCCCTGTATTTTGT 

G ATTGCCTTTTl TTTTTTTI "1 AAGATGCTTTCATTTTGCCAAAATAAAAC 

AGATAATGTGGATGGTTTAAGGGTTATAGTATTATAGTTTAAATAATAAC 

AACAAAATTCTTCCCAGGAACTCTGCTGGAAGGTAAATTAAAATACTTGT 

TTTTCCATTGGTAAAATATTGTTGCACTCTGTGAACCAAAAGACAGTCTA 

AGTTGGAGGACATAGAACGGAACTCATCTTAAACATACTCCCCACCCCGT 

TTTGGCCTTCTCAGACCACTTTGGCC 

>Sequence 3983 

AGGTACGCGGGGTCTGATGCCAAGAAAGAATTCAGGACACAGACACACAT 

GAGGAGTGGGTTTAGGAGTGGAAAGTTTAATAGATAAAGAAGAGAGTGAG 

AAAACTTCCTCATGTTGAGAAAGACAGTTGCTCAAGAGAGGGTTTTCTGG 

GTTTGGGGCAAGATTTGATTGATTTCATACAGAGGCTTGAGGAGGCGGTG 

ATTGATATACATAGGGCCCGGGGATTGGTTTAACCAGGTATACTACTTAC 

ATAGCCGGTGAAAAGACTGGCCCTCCCACCCTAACCTTTTATTATGCAAA 

TGCATCTTCTACCTGGCTGTCACCATGACATTTGCACACGTGGCTTCACT 

TCACCAGTGCCATGTCACCCACACACCTGGTGACAAGGAAAAGGGAGCAG 

GAATCACCATATTGAATGTGCCTGGCTTCCAGGTACCTGCCCGTGAATAT 

ACTCAATATAGGAATTTTCCAGGAGTTAATATGTTACG 

>Sequence 3984 

CTGGCAGGTACTTTTTTfTlTTniU - l"lG'rri ,, ri'l"ITGAAAAAATGAGAT 
TTATTGCCTTGTGGGGGGAAGGGATGTGGTCACCTGTCTACTCCATTCAC 
ACCTACCTGTGGCGTCGCCAGTGATGGACCATATACTCAAGGAGGCACTG 
GGCTCAGCCTGGGCATTAAAGGGACAGAGTCAGCTCACACGCTGTCTGTG 
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ACTAAAGATGGCACATCAGGGCCAGTGTGAGCTTACAGCGACTTAAGCCC 

AGGGGCAATGGATTAGGTGACTCACATTATCCCTTTAGGTGGAGCCATGG 

GCATAAAGCTCTCTAAACACAGATTCTTCTTGCTCCAATATTCAACCTAT 

CCAACCACTATTAATGTTATACACCTTACATTTATAAATCAAAGTGTGAT 

TTACAATATACTATTAATCATAACACCTACGTCGATAATAACACTCTAAT 

ACCTCACGAATAATTATAAACATAGTATAATACCACCCTCATTATTAATT 

CTACCTAATATTTCTATCACTTACTAAGATATATAAATGAGATATATGCA 

GCATCCATTAACATTATCTTAAAAAATATCTAATACGTTATTATATAAAT 

CCCAATAACGTATTATATAAAACAAAATATAACTACACTTTACAACATCT 

CAAT ATAA TAGTACGTTTGCCTCAAATTAAAGACTAAAAAATAGTCAATC 

AATATTTTCTAATTCAATTACCTAAAAAATATTCTATCAACATGGATATG 

TTTATACTTATCCTCACACATTATCCAATCCAATACTAATATTGATTTTA 

GCTATGTCTACTTC ATTTTAC ATCTAG I TT ITAC 

>Sequence 3985 

AGGTACGCGGGGGTTGTGACTAGGAAAGGCATGGGACGACATGTGTCCCA 
GGTGAGGTATGTGCCACAGGCAGTTACXjGATGTGTTGGAGGAGGAAATTC 

caggaaggggcaagatctggaacgaaggcctggagggaggttcccctgaa 

ggatgctaaggaatacgctgaatccataggtgccatcgtggttgagacaa 

gtgcaaaaaatgctattaatatcgaagagctttttcaaggaatcagccgc 

cagatcccacccttggacccccatgaaaatggaaacaatggaacaatcaa 

agttgagaagccaaccatgcaagccagccgccggtgctgttgacccaagg 

gccgtggtccacggtacctgcccg 

>Scquence 3986 

ccgggcaggtacaggtttgggcccagaggcctgacaggaagggcagtagg 

agaggtggtcgtagatgatgggccagagggcgcagggcctagcaggccat 

ggaaaggactctaggttttacgctaggtaaaatgaggaggcactgcaggg 

ctttgagcagcag agtaacacagtctaacttac' n ' 1 tttttttta atgga " 

tcctaccagctck^taagttaagaataatttccagtgagggcttttgtagt 

aaattagagatgatgctggtttgtcaatctccccttccagcagaggaatg 

tgtgggtaagagagtcacaattgtttctgaacaaagccatagctcctaaa 

tggtgaacctgggcctatagcctctgtttcctgacagctggccttggtcg 

tgcgacttaattaccttagtatatttatatacaaagtaatccgtgcggtt 

tgtttaatattaatattatgactatattattacactatatattttataga 

TGGATCCGTCGACACCCTAAGTATTGAGTTACTTTAGTGAAGTGGGATAT 

AGGTATAAAGTTGACGAAATAAAATGATGATATGAGTTAAGAGACTATGT 

GAAATTTGTGTCACAAAATCAAGAAGTGTTTTCCTATTATCTACTATAAT 

TTTGGTGGTAATTTATGTACGTATTGTAATGTTTTATTTATGTAAAATTA 

TTATATAATATATTATATGATGGAGAATGTGTGTGATAAATAGTAATTAA 

ATTGGGATAAATTTAAGGATTGGGTATTAAGCGAGCATATTGTTGAGAGC 

TTGATATGAATATGTAGTATTACG 

>Sequence 3987 

AGGTACTGCATGTTGCCGTGTGAGCCCTGTGAAAGGGGAGCATATAAGGA 

GGTTATCCACATACTGTAGAAGTTATGCCCACCTCAAGAGATTGCTCAGT 

TAGATTTTTGCTAGAGCTTGTCTGAATAAATGTGGGCAATTTCTAAACCC 

CTGAGTTAGGACTGACCAGGATGAAGTTAATAGATAAAGATTTAGGTAGC 

TTTCCCAGGAGAAACAGGGCTATTAAAGGGAAAGATGAATTCAGAGATCA 

TGTGAATATTAAGCAGACACCCATCTTGGAAAGTATATTTTTGCACCAAA 

GAGGTGTGGGATATTTAGACATTCATTACCCAGGGACTGATGGGAGAATG 

GTAATTGGTCCCTTAAATAATATAAAGGAGTGTGAATCTTTTCTTTTGGA 

GGGAAGTGGTGCCATTTGCCCCCATTACCTGGCAGGATTCGGAGGAGAGT 

TGTTTAGAAAAGATTAGCACAGAGTACGCAGCTCTTAAACCCAGAGGGAA 

ATTTATAATTTTACTTGCCACCTCCAGAAGTGCCCTTGGCTTTGTTCTGT 

NGATGGTGAGGTCTGATTTGGAAACTGGCCAGAGCGTAGAGCTCCTTCAG 

CTTCAAGCCATCGGGGGTGGGGATTCTGTCCTAAGCACCCTTCAGCCCTT 

CAGGCAGCCCCGTTCCAGTACCTGCCG 

>Sequence 398S 
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ATCAAATAACTAATAAGCTCCCTCCCATACAAGAAGGAGAGTCTCCGGTG 

TCCCCTAATATAAATACCACGTTGGGGGCTGATGTGCACTAAACCCACCC 

CGGCCTAATCCCATCTAGTTTAAACACTTATCrCGGTGACCTATCrTTAA 

TAGAACCCACCCCAGTGCTCGACCATCATAATTATCGGCCATGTGTGCTT 

TCTTCCTACTGATAACAAGGATTTAGTAGGAGTCGAGGGTATCATACGCA 

AGTTCCTGCGCGTGTGTCTTTGAAATAGAGAAGACCTTACTCGCGTGCTA 

CCTTTTTATAAAACATATATATTGGGAGTCTTGTCCCTTAAACTCAAAAC 

CAATTACTCGTTGGGAGATCTAATAAGATATGCCTCTTGACTCCGTGCAA 

GAAAACAAATACAAAGAACAGCGGGGGGTTTTTAATGTTTATCCTAACCA 

TAATAATTACAGCGCTGCAGCGATGGTGGTTCTTATTATAAT 

>Sequence 3989 

AGGTACATGCCACTTATGGCATGCTCGATAAGGTTCTGGAGAGCTGAGCA 
GTCAAGATGTGTGACTTGACCGAAGACCAGACCGCAGAGTTCAAGGAGGC 
CTTTCAGCTGTTTGACCGACGGTGATGGCAAGATCCTGTACCT 
>Sequence 3990 

ATGTACGCGGGGGGAGAGTAGTGGTTCTCGCAGCACCCAGCACGCAGCTG 

GAGATCTGAGAACGGACAGACTGCCTGCTGAAGTGGGTCCCAGACCCTCG 

AGTAGCCTAACTGGTAGGCACCCTCAGGTGGGGCAGACTGACACCTCACA 

CGCCCGGGTACCTGCCCGGGCGGCCGCTCGA 

>Sequcnce3991 

CATGTACGCGGGGGCCCTTGCTCACTAGAAGGAGCCCCCTGACCCCTTCT 

TCCAAAAATACITrrTGTCTTTGTCTTCGGTTCTGCATTCATCCCCCTTC 

GTTCACTCTCATAACAACCAACAGCGACAACTGGGCACTTCTAGGACAAG 

GGACCGTGAAGTGAAAGGGTCTGCTGGAGCTAGAGAAAACTGACACTTGA 

CTAAGAAGAAACGAGAATTGAGAAAACCCTGCGACCGAGGTCTGCTTGAC 

AGGCTAAATATTAAGTCTGGCAAAAATCAGCTTGGAACCAACCCAAACCG 

GCCATTTGAGAAGCTGGACAAACCTGGCATTTACCTTTAATTCAATTAAT 

GGCAAAAACCAAAAATGGGGAAGATGTTACCATGCCCGAAAAGAATGAAA 

GGTCGTGACCCAACTTAGTATACCCACTTGAAGGTATTTTTGAGCCAAAC 

CAGAAAACTGGTTCTTCATGAAAAGCAAGGATGTTGGGGAAAAACTAAAC 

AAACTGGGGTCTTGCCCGCCCAGAAAGGGTTTGCTTGAAGGGCAGGTCAA 

TGTCCTCCAAGCCGCAGGGGGTCCCTTTTGTGAATTAATCTAATAGTAAA 

CATTCTGAAAGCCTTGTTGTAACCTGGCCCGGGCCG 

>Sequence 3992 

ATGTACCTGAGCTCCCAGTCTAGGGATTACCACATGGAAGAGTGACCGAT 

CATGAGTGGAAGGGAGATGAGTTAATACAAATGGAAAACATGTTTCATTG 

TAAGAAAAAGGAAAGTGAATTAATGCTTTCGAAAGAGACATTAAAGTAGA 

TCTGTGGGCAATATGAAACTGATAGTCAATCTCGTCAGATTCTGAACGCA 

TCTGTAGATAAGCTATCCAATGAAAAACAAGGCAGTGACAATACGACAAC 

TAGAAGTAAGCTATAATTATAGCAAAGAAGGCAAGAGCTAGCATAAACTT 

GCCTATTGTCATTGTTGAAGTCATAGAACTACTCCTTTCAACTACTCTTG 

TCATCAGATGCTTCCTGATGCGATCATCTGTGGTGAGGATAGCTTTTCGA 

GCCCCATCCCACTTTCCAGGGCCCTGTACCTGCCCG 

>Sequence3993 

AGGTACTCGGTTGTGCANCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGATGAAAGAGGGAATTGCTTGACATGG 

CCACAGGAGCATGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCAT 

GTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAGACAAGC 

ACACTCAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTTC 

TCCCAAGAAGAGAGTGGAGAGAGCATGAGTCCTCACATGGAAACTTGAAG 

TCAGGGAAATGGATGCTCACCAATTATTTGTGCATGGGTTGAAGTATTCC 

TTGAAATTAAGATCAGGTGTGTCTTTGTGTTTACCAATTAATGACCAGAG 

GGTAGATAGAAGTATGCTGGATGGCGCAGGCGTGTATGAGAATGTAAAAA 

CAGGTTTCTTGTCCCGGGCGGCCCGGTTATAGA 

>Sequence 3994 

AGGTACTTTNTl 1 1 I 1 I 1 11 Ml 1 1 II T H T l'CC ATAAC A A AGCTC A AGT 
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GTTTATTAAGAATTAAA AATAC TGTAAATAAGCCATACAGTTCATTTCAC 

AGTAAACTAA ACAA AAC 1 rTTTTTTTTTTl i A CTTTTCGGG l 11 i mTT 

TTTTTTTCCAA 1 1 111 1' 1 GGG AAGGGC AAG AC AGCCTTTAAAG AAC AATC 

CAGCTCAGAGGGAAGGGAGATACAGCAAACAATTACACAAACGCAGTTTG 

CACGCTCCTTGCCGACAGGGCTGCCCAAACGGCAAACCTTTTCATGGACA 

TCATGTTAAAATAAAAGGACTGGGCCTGCATTCCCCAGGGAGACCTCCTA 

TTCCACTGTAGACAGCTTTCCTAACGAATTTTTTGAAAGAACCCAAGGAC 

TCC(XTTTCTGGTAGTCGAAACCTGTGCATTCCTTGGGGACCTCCGGAGA 

GAGAACATGGGCCGGCAGTGGGGACAGAGGGCACCGGGACTCTGCTGGGT 

GTAGGGCTTCACATTCAGAACCGCCTGGATGCTTTGCAATAGTACCTTTG 

ATATCACAAGATGCGTCAGGAAGAAAAACTACCCCCACACCATGAGGGAG 

GCAGCCCCTAAGCAGGGGTTTCCTTTTAAAGAAAGACCCAGGGGCTTTCC 

CCTTCTTATTCAGAOCTGAAGCTATGAACTTTACCGGGTCAAAATGAAGA 

ACCCGGTACCTGCCGGGGGGCGGTTTAAACTAGGOAATCCCCGGCTGAGG 

AATTGATATAAGTTATTATACCGCACCTCGGGGGGGGCCGGCCCCATTTG 

TTCCTTAAGGGGTAATGCCCCCGGGAAAAAGGGAT 

>Sequence 3995 

CCGGGCAGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAG 

TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTCAATGGATCGTANGCAACTGAGAAAGACCATAACACCTTGCTGA 

GAAGTTTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCC 

CTGTCCTTCAGATGCAAACAAGGAAGCTGTCCCATACAGACTATCAGGGA 

AAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAAGCAAAGCC 

CTGCTCAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAG 

CTGTGAATACCTT 

>Sequcnce 3996 

AGGTACTTT A 1 1 nTTTT l rTTTTTTTTTTTI rTCC T TITTTTTTTTTTT 

1 1 rrrrnrrn m rmm 1 1 rnrnTi uuiimi rmTT ATA 

CAGGCCCAAAAAACTGTCCTTGGGGGGACCTTGGGACCTTAAAGAAAAAA 

AAAAAAAGCCCXrC CGGG GGGGGCTTGGGGCCCTT T 111 ' 1 ITI T: AAAACAA 

AGGGGCCCAAAAATTTTATTTTAAACATCCCCTTCTCCAAACAAAGAGGG 

CAAAAAAATCTCAAAAACTCAGTCCCCCGGCAAAAAAAAAACGGGGGGGG 

GGGCCCCCCCCCCGAAATTCCCCCGCCCCTTTAAAAAAACGGGGCCCCCC 

GGGGGGGGGGGGAGAACCAAAAATTTTTTCCTTCCCCCGGAGCTAGGGGG 

GGGGCCCCCCCCCCCCCTGTTTTTCTCCTTTAGGGGGAAAAAAAGCCCCC 

CCGCCCAAAATACCACAAAAAATTTTTTCCGGGGAAAAAAAGTTTACCTC 

CAAGGGGTCCCAAAAAGAAGAGCCACGCCGAAAAAAAAGGGTGCGCCGCC 

CGGGGCCCCTTATGAGGGGCGAAAACCCTTTTTGGGGGGGGGCTTAAAAA 

AACGGCCCAAAAAGGGGGAAAAGCGGGCTCCCCATTTGGTATAAAAAACC 

CCACCCCCCCGGAAAAGGGGGGTTCTTTTATTGTCCCCTCTCACACATTC 

TAAAAAAAAAAAAAGGGTAAAAACGTGTTCCCGGAACGGGGTTAACCCCT 

AAAAAAGGCTTGTCCCCTTTCCCCCAAAGGGGGCGTACCCCCAAAAAAAT 

CTTTTTTAGAAGGCTCCAAAGACCGCCCCCCCAGAAAAG 

>Scquence 3997 

AGGTACCCAGCGTCTCTTGATTTCATCTTTATGTTGATGTGTATTGGGTG 

TTGCGCTTCCACTTATAAATGAGAACCTGCAGTGTTTGGTCTTCTGTTCT 

TGCCTCAGTT GCTTA GCAGAGTGGCCTCCAGTTCCACCCATGTTCCTACC 

GAGGGCATGATTTTGTTTCTGTGTTTGATTTrCCTTAGTGGCTTTTTAGC 

ATTCTGTGATGTATAGGAACCACATTTTTAAAAATCCAGTTTTCTGTTCG 

TGGGCATCTAGATCAGTTCCACATCTTTATTCCTGTCAGTAACACTCCCG 

TGGACGTGTGAGTGTCACGTGTCTTTTrGATAGACGCATGTGTTTTTCCC 

TGGGGT AAATGCATG GGGTACGATTGCTGGGTCAAAGCATAGCTCTGCCT 

TCCATCCTTTTTTTTTCCAGAAATCTTCAGACTGGTTTCCACAGTTTAGG 

ATCTAGTTTGCATTACCTCCAAGAGAATAGCCATGTTTGCTTTTCTCTGC 

TGCCACACTGTAGCATGTTATGTTTTGACTTGNGACAAATGGCCACTCTG 

ACCAGCATGTGATGGTACCTGCCCG 
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>Sequence 3998 

AGGTACIT1 llfTIf'l'liniriTirriGGGCACAGAAAACTGTTTTAAT 

TAGGGTAACAGAAAGCAGCTGCAATACAGAGTGATGAATGTGAACTTTGA 

AAGTAAATTTGGTGGGTTTCAGGATTTCTGAGGAGGGAAGTCAAACAGTT 

CTAAAGAGTTGGCAAGGCCAATTGAGAGGGTGGTAAGCTATCCTAAGCCC 

TTTCTTCTACATTAACTCTGCTTTCCAGTTAGTCTTCAGGTGCTTTAGAA 

TTTGAGATCCTTTTTTCTCATTGTGTGGTCCATGGACTAGAAGTATTAGC 

ACTACCTGGAAACTTGTTCAAAATGCAGAATTCTGGGCCCCAAAACAGAC 

CTACTAAATAAAAGTCTCCATTTTAAAGAGATTGCTAAATGATTCATAAC 

TTGTTAAAGTTTGAGAGGCATTACCTTAGATTCTGTCTTCTTCTTACCTT 

TCAAACCCAGCTGAAAGTGGGTTTGTATTTCCCTTTACTTTCGACCTTTA 

GGA AAGTCCCT CCCGGKTNNNTNNNNNTNNNTTO 

TNTNITITLTLNI 1111 IV Vi THAATAA ATATATGAGCAAGTATTTTTG 

AATTAGTAAGTTGTATTGTTTATTTAAAGGGGTTAATAGGTTTTGTTTAA 

AATAGGGGATATTTTTTGGGAAAAACATAGTATCAAAATCCTTCTGATTC 

CTGGAGTCTTCAATAGGCTTCTTTATATCAGATTTCCATTTGGCACCGCC 

CCCGTGTATACAGGATAATATTATAGTTTCTCTCTATAGGGGCGGTATTC 

TTTGAATTATTTTATACTCXTATTCACCTATTATATACTTTGACT 

>Sequence 3999 

AGGACTT 1 1 1 1 1 1 irrrrill^'ri-l'l-riGCTAAATTTTTAGTATCAGGAT 

GATACAGGTTTTATAGAATGAGTTAAGGAGGAGTCCCTCTTTCTCATTTC 

AGGGCTTATTTGACTGGTAGGTTTTTAATACTGCTTCAATTTCATTACTT 

GCTTCTGTTCTATTCAATATTTCTGTTCCTTCCTTGTTCAACTTTGTTCA 

GTCTTCCTTGTTCAATTCCTTGTGTTTCCATTAATTTATTCATTTCCTCT 

AGTTTGTGTAAATAGATATGCTTATAGTAGCTrCTGAGGATCTTTTGTAT 

TTCTGTGGGAT CTATTGTGATG TCACCTTTATrAATTTCTAATTGTGCTT 

GGTTGG ATCTTC 1 i I U 1 1 1 1 ITCTTTGTT AATCTAG CT AGGGGTCTATC A 

ATCTTGGT TATC CTTTCAAAAAACCAACTTTTTATTTTAT^ 

TATGTTGGTTTTTTAAAGAACAAACAAlTlTn TAAAAGATCAATTTGGA 

TGAAACAATCTTGGAGAGAAGAAAACTTTTTAAAAAACTTGTATCAATAT 

TCTTAAAAGGGTAAAAAATGATTATCTTTTCAAGAAGCAATATGAGAATG 

CTATTAATAAAAACCCATTCACCGAGTAACCCCAAAATTATTCTTGAAAT 

TAAAAATAAGATGCTTAAATGAAAACTCATCCAAAATTTGGAAATGAAAC 

CAAGGAATCCTCAAAACCTAGCCAAAAGATTAGAGGTTTTTTAATGGAAA 

AAAACTTAAAAATTAAACCCCCCAGCTTTTTGCCCCACCCAGGACAGAAT 

CTTGAAAAAAACCTTGGTTGAAGGCCCATTCT 

>Sequence 4000 

TACGTATCGACTACTCTACGGCGAATTGGAGCTCCAGCAGCTCCACCGCG 

GTGGCGGCCGCCCGGGCAGGTACTTTCCATTTGCCTTCCTGGTTAAAGAT 

TGGTGCCTGGCCAGAAATGCCTGTGAAACAGCTGTGGTTTAAGCTTCAAC 

TGTAAAAGACAGACGGAATCCTGCTGCATCACAGAAGCCGTGAGTTCTGA 

CGTTCCACTGAAATCACAATGGAAAGTCTTGACTTGACTGGTCACAGTAA 

TGAAAGGCAGTAATAGAAATAAGGATCATTCAGCATAAGGAGAAGGGGTT 

GGAAAACGACCAAAACGAAAGTGTCTTCAGTGGCATCCATTGCTAGCAAA 

GAAACTTATTGATTTTTCAGAAGAGGAATAAGAGGAAGACTAAGAGGAGG 

ATATTGATAAGGTTCAACTTCTTGGGGCCGATGGCCTAGAGCAAGATGTT 

GGTGAAACTGAAGATGATGAATCACCAGATCAGCGAGCCCGGAGACCAAT 

GAATGCCTTATTTTTATTTTGCAAACGCCATTGGTCTTTTGGACCTTGGC 

CCG 

>Sequence 4001 

AGGTACTACTTGCTAAAACGAAAACAGGTAAAAACAATGAACAGACGGTT 

CACGTTAAGAGGAATACGAAAAGCCAATAACAATACTGACATAACAATCT 

TATTTGTAATGAAAGAAATACAAATTTAAAAATGACATACCATTTTTTAA 

TTACATTGGCAAAAATTAAACCAAAAAGAATACCTACAATTGACCAAGGA 

GTATTCTGG CAGGG GGAGGGAAGTCACATACATATAGTACCTGCTTTTGC 

CGCTTCTGGTTTTTGCAGACATCCACTACTCCCCAGCTGATTACACCAAC 
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TTGAATGAAACGACTTCTCTTGTGAACTATCAAGGGGCCGCCAGAATCAC 
CTCTGCAAGTATTGGGGTCAGCATAGGGACTCACTCCTCCAGTACCTGCC 
CG 

>Sequence 4002 

aggtacacatcaaacacttcattgcctaaatgcagggacatgcttccatc 

tgaccacttgactatccgagcattgctttctttaatttcatttccttctt 

catctcggcgtatcctccatcttatnagtattttctacccctttaattnt 

aaccctggttctanccttcttcatccagcamcttcatcttcaaattca 

tcttcataatactgaagatcaaaaggtctgggctctacactgagaaagtt 

gggcagtttaacaaaatataagtcgtttcctaaatcagtgtttactttgg 

gtatntctacttctattctggtctcaggaattggctcctcttcctgttg 

tcctgaggcaatccattttcatcaacaggcttgcctggagtaggtggttt 

gtcttctccatcactccctgaagagatatcatctgcacctccaaataaat 

ccatggttccactattatcttttggcacctcaatgtcactatccck:ttct 

gaatcagatgcaatcgcattcttgcgtttcatttcgaaaaacttcatctt 

cactatcactgcctcttgcagattctgatttatgatcctggtccctctta 

ttatctgaa gcct gtgttcttcatctgaggcctggggctttcatcatcag 

aaatttgcattttctcttcatcagaacagctggggtggttcttcatcaac 

agaattcttgttctcatcatcaatatgagaaagctac 

>Sequence 4003 

ACGTACTTTATTCTT II I "I'i'i" II " 1' 1 ATTCCGCTGAAAGTGGTTACT 

TTATTGGTTGGGAAAGGGAGAAGCTGTGGTCAGCCCAAGAGGGAATACAG 

AGTCCCTAAAAAGGGGAGGGCAGGTGGGCTGAACCAGATGCAGGGCCAGG 

CAGAAACTTTCTTTCCTCACTGCTCAGCCTGGTGGTGGCTGGAGCTCAAA 

AATTGGGAGTGACACAGGACACCTTCCCACAGCCATTGCGGCAGCATTTC 

ATTTGGCCAGGACACTGGCTGTCCCCCGCGTACCTTGACAAAAAAATTCT 

AAGTTGTACTTTCATACGTAATTTTCTACATTAAAACTTATCAGTCGTGA 

ATTTTAACTCGCGCTTTATTTTTTTAATTTCTAAAATTGTTTTA 

TTTATAATCTTATTTCTGGTATGCGGATAATTGTAATTATTTTTTATCAC 

TATTGTATATTCAATCGTTAGTATTTTCATAATTACTTTCTAGCGAATGT 

TTACCTTTCTATCTTCTCTAATCTCGTATAAATTCTCATTATTAAATAGC 

TATATTGTCAAAACCGAAATTCATATTTGGAGGAATCGCGTATTCCTTCT 

TATGGAATTTCTGTAAATAGACGTTTCGTGATACCCGAATTTGATTATTT 

CTATATACTGCAGAACinrTAATTCGTCTATAAGTGCAGAACTCTACAATT 

AATATATCTGGAAATATCTATATTTGCGCAATATTCTAATTACGTATGAA 

TTCGGGTACCCTGCTAATCGGGGAATTCCGCAAATTTACTTTTCCTGAAT 

TCACAATTTCCTTAAATCGACTTAATCAAAAATATTCTATAATTCACATA 

TCTTCGAAATCTCACTATTCTGTAAATCGCCCAT 

>Sequencc 4004 

AGGTAC1 1 1 1 11 i 1 1 1 ITlTnTlTnTlTGTTTGAGACAGAGTTTCACT 

CATTGCCCAGGCTGGAGTGCAATGGCGCAACTGTGGCTCACTGCAACCTC 

CACCTACTGGGTTCAAGCAATTCTCCTGCCTAGCCTCTGGAGGAGCTGGC 

ATTACAGGTGCCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAAAG 

ACAGGGTTCCACTATGTCGGTCAGGCTGATCTTGAACTTCTGACCCCAAG 

GGAACCAACCGGCTTGGGCTTCCAAAGAGCTTGGAATACCGGTGGGAGCC 

AACATGCCCAGACAGCAAACAAGTTTAATTTCACTGTGAACTTGGGGCTC 

TTTGAAAGCGAGCTCTTTCTTTTTTTGGGGGGGGGACCAGTCTCTCTCTG 

TTGGCCAGCCTGGAAGGCAAGGGCTTGATCTTGACTCATTGCAACCTGTG 

TTrCCGGGGCTAAAGCAATTTTCCTTCTTCAGCCTCCCGAATAGCTGGGA 

TTACAGGGGTGGCCCACTTGCGCCGGGATAATTTAAGTTTTTTAGAGGAA 

AGAGGGGTTTAACTATCCTGGCCAGGCTGGGCTTGAACTTCCTGACCTTA 

GGGAAACCACCCGCCCTGGCCCTCCAAAAGGGCTGGGATTATTGGGGTAA 

ACCCACCGGGCCGGGCCGGTTTAAAAACAAGGGAACCCCCGGGCTTGAGG 

AATTAAATTAAACTTTATTAATCCCCGCACCTTAGGGGGGGCCCGGACCC 

AGTTTTGTTCCTTTAAAGGGGTAAAAGCCCCTTGGGGAAATAGGGCAAAG 

TGT 
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>Sequence 4005 

CCGGGCAOGTACTTTTmTTTTTTTTI I I I 11 i 1 TIGAGACGGAGTCTCG 

CTCTGTCGCCCAGGCTAGAGTGCAGTGGCACAATCTTGGCTCACTGCAAG 

CTCTGCCTCGCGGGTTCACGCCATCCTCCTGCCTCAGCCTCCTGAGTAGC 

TGAGACTACAGGTGCCCGCCACCACGCCCGGCTAATTTTTTATATTTTTA 

GTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGAC 

CTTGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTG 

AGCCACCGCACCCGGCTGGAGGAGTATCTTAGAAAGGCCTGGACTGGGTC 

CTCCCCAATCCCTCAAGGGAAAAGCAGAGACTAAATCAGCATCACCCCAC 

TTACGTGGGTGAGAGATAGGGGCGGGGCACCCCACCCTCTCCACCTATAA 

CCTCCGCGTACCT 

>Sequence4006 

ACK3TACTCTCTTTCTCTTTTTCTTGGTTGCTGTGAAGGAAGTCAGCTGCC 

ATGCTGAGAGCTTCCATTGAAGACAGAAGTCTTCCTTCTAAATGCCACGT 

GAGTGAGCATGGAAGTCAAGCCATGCAATGACTGTCACTCTGGCTAGCAC 

CTTGATTGCAATCTTCTGAGAGGCCCTGGTCCAAAGTCACCCTGCAAAAC 

CAATGCCCAGAATTACTGACATATTTATTTCAAGCTAATAAATTATAGGC 

GTAATTTGTAATATGCAGAAATAGATCACTATTACGTAGATCAAATGAAA 

AGATTTTCCAATGTGCAGAAACTACATAAATTCTNTTCTTACAGGACAAT 

CTTATTCTAATCAATAACATTTGCTTTTAAGGCAGATAATCCTCCAAGTT 

TTCTAATGATATCTGAAACTATTAACTGATTCTGTGAATTATGAAATCTG 

ANAAGGAATTGGAAGTTGCTAAAAATCTATCATTTGCATTGACCAGTGTG 

AAGCACAGTGGAATGAGAATGCGTGCCCTGACACCAAAGAAAAATAAGTG 

ACTGAAAAGCTGAACAATCACCGGCTTCAGTGACATGGAACCCAGTGATT 

GGATTTTGACGAGTATCGGGTGACTTTGAAGTGGTCAAGAAACCACCTTT 

TAAGAACAATGTCCAAAAAGGTGAAAACAAAGAGCAACCAAAGAAAAAAG 

ATTCATATAATTGCACAAAAAGGATGAGGAAATTGTGATAGGTTCCTTGC 

CC 

>Sequence 4007 

AGGTACTGGGAGTGATCACTAACACCATAGTAATGTCTAATATTCACAGG 

CAGATCTGCTTGGGGAAGCTAGTTATGTGAAAGGCAAATAGAGTCATACA 

GTAGCTCAAAAGGCAACCATAATTCTCTTGGTGCAGGTCTTGGGAGCGTG 

ATCTAGATTACACTGCACCATTCCCAAGTTAATCCCCTGAAAACTTACTC 

TCAACTGGAGCAAATGAACTTTGGTCCCAAATATCCATCTTTTCAGTAGC 

GTTAATTATGCTCTGTTTCCAACTGCATTTCCTTTCCAATTGAATTAAAG 

TGTGGCCTCG 1" iU'AGTC ATTTAA AATTGTTTTCTA AGTA ATTGCTGCC 

TCTATTATGGCACTTCAATTTTGCACTGTCTTTTGAGATTCAAGAAAAAT 

TTCTATTCTTTTTTTTGCATCCAATTGTGCCTGAACTTTTAAAATATGTA 

AATGCTGCCATGTTCCAAACCCATCGTCAGTGTGTGTGTTTAGAGCTGTG 

CACCCTAGAAACAACATATTGTCCCATGAGCAGGTGCCTGAGACACAGAC 

CCCmGCATTCACAGAGAGGTCATTGGTTATAGAGACTTGAATTAATAA 

GTGACATTATGCCAGTTTCTGTTCTCTTACAGTGAATAACAATGCCTTTT 

GTGCACTACATACTCTTCAGTGTAGAGCCTTTGTTTATGGGAAAAAGCTC 

AAATGCCAAAATGTGTTGATGGATTAATATGCCTTTTGCCGAGCATACTA 

TACTGATGGGACTGGTTTGTCGAGCTTGGTTTGTTAAAGAAACACACTGN 

>Sequence 4008 

CTTGACGCTCAATGAACACTACANGGCGAATNGGATGGCCACCGCGGTCG 

CGGCCGCCCGGGCAGGAACTTTTTTTTTNTATACATCCCTTTTTGGCAGA 

GATTTGGTCTCACTATGCTGCCCAGGCTGGTTTCAAACTCCTGGGCTCAA 

GTGATCCTCCCACCTTGACCTTCCAAAGTGCTGGGATTACAAGTGTGAAC 

CACTGCTCCCAGCCTGGGGAAGATTTCTTAAAGTGTGGTAAATGAAGTTA 

AATTGGGCCAGTCCAGAGCCTCCACTCTTCCCTGCCCCAGCTCACAGATA 

TAGGCAGGAAGTCTCACACCTTCAGAGGGGACACTTCCTCCAGGGAGGCC 

TCCTGGTTGAATCTAGGCCACAAGGAACATTTCTATCTTCCCCATGCCTA 

GCACCAACTGTTCATAGAGTCCAGACCCTGTGGCCTAAGGAGGCCCAAAG 

AGTTGTGGGAATCTGACACACACTGCCTGGCAGGCGGCCTGCTGCCCTTT 
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CCCCGCGTACCT 
>Sequence 4009 

CCGGGCAGGTACGCGGGTGTTATTGAAAATTCAGCAAAA CATA GGTGTGA 

TTGCAGCATTTACAGTTGCAGTCCTTGCTGCGGGTATCTCCTTTCATTAC 

TTCAGTGATTAGGGTGAGGCACAAAGAGTTTCTTGATCATCCAGAGAACA 

TTGACAGACAATTATGAATAATAAAGATGTTAACAATCCATCTGTATTTA 

AAACACTAGCAGCCAGATCTGCTGCCATGATGCCTATTTGGTGTGTTTCT 

GATTAAAATGAAATCACAAGCTGCCn-GrrTAGCCTGCTrTACATTGTAG. 

GTGGCCCGCATTTCCAGAAATAAACGTTATGCATCTAGATGGAAGCTGCA 

TGTAACAAATCATTAATATCTATTTTTAAAAGCTTCAAAATGATGGGATA 

TGATCATAGATTTTAGTCTTACTAATCTGAATCACATATTAATCAGGACA 

TTATAAAACTTTAACAGAGGCATGATGGCTCACACGTATAATCCCTAATG 

CTTTGAGAGGCTTGAGTAGGAACATCACCCGNGGCTGGGAAGGGAGTTGG 

AGACCACCCTGGATGACATAATGAGATTCTGTCTCTACTGGAAAAAAAAA 

AAATTAGCTGGACATGGTGGCAATCAGCTTTAGTCCCAACTACTTGGAGG 

GCTGGAACCGGAAGATCACGTGAACCCCAGAATTTTGAGGCTCGCACGAG 

CCATAAACCCATACTTGGCCTTGGGCCGGTTTAAAACCAGTGGATCCCTC 

CGCTTGCAGAATTCAATATCAACTTATTCATACCCGCCAACCTGAGAGGG 

GGCCCGGACCCAACTTTTG 

>Sequence 4010 

CCGGGCAGGTACGCGGGAGTCCAAAGGCATCCCGCCTTCTGTGCAGACTC 

ACAAGTCCCTGTGGACGGAATTCTTGAAGTGTAGCGCCGCTCAGTCCTTC 

CACCGGAAGTGTCCGATCGGAATCAGCCCTGTCCGAGAGATGGCTACAGA 

ACCAAAGAAAGCTGCAGCCCAGAACTCTCCAGAGGATGAAGGACTTCTGA 

TAGTGAAGATAGAAGAGGAAGAATTTATCCATGGGCAGG ACACTT GCTTA 

CAGAGAAGTGAACTCCTTAAGCAGGAGCTCTGCAGGCAGCrrrTTAGGCA 

GTTCTGCTACCAGGATTCTCCTGGACCTCGCGAGGCACTGAGCCGCCTCC 

GGGAGCTCTGCTGTCAGTGGCTGAAGCCAGAGATCCATACCAAGGAACAG 

ATTCTGGAACTGCTGGTGCTAGAGCAAGTCCTGACCATCCTGCCCGGAGA 

TTTGCAGGCCTGGGTACCT 

>Sequence401l 

AGGTACGCAGGGAGGAAAAGGTCCCGGAGAGCTGAGCAGTCAAGATGTGT 

GACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCCTTCCAGCTGTT 

TGACCGAACAGGTGATGGCAAGATCCTGTACATCTGGAACGGCCACGCCG 

TGATTGGGAAGCAGCCGAAACTCACGGATGGGATACTTGAGATTATCACT 

AAGGCTGAAGAGATGCTGGAGAAAGGCCCAGAGAACGAGTACCTGCCCG 

>Sequence4012 

CCGGGCAGGTACTTTN TTTTn 1 1 1111111 T T TGTTGGGTACCC ACTCT 

ggaatcattggtgggacagagttaggagagaaccaaaacaatttatcttc 

tgggatattgtaggatggctgaatggtggttaggtgaaagttatttccag 

aatcctgaactggaaccaagttttattttccctcaaaaaagggtgagaga 

ccatattatatattagctaagttgtgagattcatagatgcttattttagg 

tcaactaaaatcctaatcaccatttacaacatctctctatgaagaaacat 

cctccaaatttgaaacaaataacttataaacattttgtgatctaatctgt 

tcataaattagttattgctctgctctggcataatagttaataaaaattca 

aagctgacagcaatttttgcx:ataaggggtatctataagtttctgcccct 

aagtttttctattaataaaaatcgttgagttagctagcccaactaacctg 

ggaggctganggctcactgagccgaaaatgcaccacttgacctcaccctg 

tgcaacaaaagcagaccctgtcttaaaaaaaaaaaaaaattctataaaaa 

CGGGTACTTT 

>Sequence 40 1 3 

ACTACAGAGCCCCGAATTAATACCAATAGAACKjGCAATGCTTTTAGATTA 

aaatgaaggtgacttaaacagcttaaagtttagtttaaaagttgtaggcg 
attaaaataatttgaaggcgatcttttaaaaagagattaaaccgaaggtg 

ATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATTTAAAG 
CCTAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGG 
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GAGTGGTAGGATGAAACAATTTGGAGAAGA 
>Sequence4014 

AGGTACT1 rTTTTTTTTTl mTm CTCT AAAG A AA AAACTTAATG ACC 

TT TCAAAA TGAA TAGG CCCGATTTATGATAAATGATTAGTTAACAATTGA 

AGTTTTTTAGTI rCTI 1 CTTTCTTGGGAAACAAAAAATACTC ACTTTTAT 

TATTAAGCCCATAATATTTGGTAGTAATACAAATATTTCCTAGTGGCTCC 

CATTCTCTAGCAGCAAGTCAAACAGCCTCAAGAGAAAAGTATTAAAATTG 

TGCTATTATGACATAGCAGATAATCTGGAATAAAACAAATCCCTCTAGGA 

TCATTATATCCTAAAAGTTCTTTGCCCCAGTCnTAGAACATGGCACTTTT 

GAGCATGCTAAAATCATGATAAGGACATATTTCTCTTCTCATTTCACACC 

AATAAAGGAGGAAAAAAGCCTTGTCCTATAGGCACCATCAAAATAATCTA 

CCCACCCCCAACTATGCCAGGCTCCTGTCTCTTGGGAGTTCGGGGGCTTC 

TCACTAGCAGGAAAGTATAAGCAGAGAGACCATTAGTTATGACATGGAGA 

CTCTAACTGATCATGCTGACTCACTTCAGGAGCTATTATACTATTAAACA 

GTGTGCTGAAAGCCAATTATCTGCATTGTAAGAATAAACAGCAAAAAACC 

CTTAA TTAAA AGGATTGCAAGAATTAACCTGCGGATGTCAAACCCAGTGA 

AGCTACTTTTGCAAAGAAAAACCTGTGAAGGAATAAATCAATTGGGCCAT 

TCCGGAGGGTAAACCGAAAATTCACTT 

>Sequence4015 

AGGTACGATCTTTGCTCACCACTACCTCCGCCTCCTGGGTTCAAGCAATT 

CTCCTGCCTC AGCCTC CCGAGTAGCTAGGATTACAGGTGTGCGCCACCAT 

GCCCGGCTAGTTTTTGCATTTTTAGTAGAGACAGGGTTTCACCAGGTTGG 

CCAGGCTGGTCCTGAACTCCTGACCTCAAGTGATCTGCCTGCCTGGGCTT 

TCCAAAGTGCTGGGATTACAAAATATATGTTCGCTATGCTAGGCAAAGCT 

GTAAAACTTGCATAGCGTCAAACATCATTTTCGGCTCAATAAATATTTGC 

TGAATCAATGGTTGGAACCCATTAAACCATATCTGCTTGCTAAGTTCCCT 

GGCCCGGGTCGGTTCGTTTTTAAAACTATGTGGAATCCCCTCCGGGTCTG 

AT 

>Sequencc4016 

CCGGGCAGGTACGCGGGTATTTTGAGGAATTACGAAAGGTGCTAGTTAAG 

GTGGATGAATATCATTCAGTGCATCAGAAGCTCAGTGCTGATATGGCTGA 

TCATTCTAATTTGATCCGAAGTTTGCTGGTCGGAGCTGAGGATGCTCGTC 

TGATGAGGGACATGAAAACAATGAAGAGTCGTTTTATGGAACTCTATGAC 

CTTAATAGAGACTTGCTAAATGGATATAAAATTCGCTGTAACAATCACAC 

AGAGCTGTTGGGAAACCTCAAATCAGTTAAATCAAGCAATTCAAAAGAGC 

AGGGTCGCTCTGCCGGGTTGGGAAAACCCAAAGAACCCAGGTGGATTCAC 

TGCTTTGTTCGGGATGGCAATTTCGAA GC AATTACCATTAACCACCACTG 

GTTCAAAAA 

>Sequence 4017 

AGGTACAA GAGGA CCATCCTACCAGTGGGGCCACGTCTCAACGGTTTATC 

CTTCACTCATTTTTCTGCACGTCATCCTGAGGTAAACCAATTTTAAATGT . 

GTTTGTTTTCAGTAAACCAGCTATGACAATTTATACTAAACAAATTGAAC 

TAGAACCCATTTGAATAGGTTTTGAATTTGTTTTTTCATTTTTCA^^ 

AATACAAAAGGCCTGAACTGTGCTCAATTCGTCAAAGCTGCAATGCATTG 

AAAAAACTGTGCCAGCCCCACCCCGCGGTACCTTGCCCCGGGGCGGGTCG 

TTTCTAAGAAACTAAGTGGGATTCCCTCCGGGGCTTGCCAGGGAAATTTC 

GATTATTCAAAGCCTTTATTCGGATTACCGGTCCGAACCCTTCGAAGGGG 

GGGGGGCCCCCGGGTTACCCCAAGACTTTTTGGTTTCCCCTTTTTAATTG 

GAAGGGGTTG 

>Sequence 4018 

AGAACACGAATTTTATCGCCCACTGGGCAGGCAGCCC 
>Sequence 4019 

CCGGGCAGGT AC 1 1 1 1 1 1 U 1 1 1 1 1 1 rTTTTTI I' l l 1'1'i G GTTTGTTTTG 
TTTTTGTTTTTGTTTTGCAGCCCCAGGAGTTTTAGCCAATTCAGATGCCT 
TGCTCCCCACAATTTGGAACATTCCTTTGGATTTGACCAAGTCAGGAAGA 
GATGGGAGAAAAGTGAATCAACCATAATACCCCAAACATAAACCAAAAGA 
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GTTTAGCAAAAACAAAACAAATGGCACAAATTTCAATATTGATTTAACTG 

GAGTGTTTCTTAATGGGTAAGGGAGGGGAATTAAAAAGCCAGCTTGGGTG 

GGGTAATTCTTTAAAATTTTTAGGGCATTTAAAACAAAAAATTTTTTAAA 

GACCAAAAACCTTTTAATTTTAAGGCTTACTTTAACCTGGGAAATTAAAG 

GGGCTTAuAAACCTGGGGGGGAATCATTTTITCTGGGCCATTTTTTAAAAG 

GGTGGGGT 

>Sequence4020 

AGGTACACTTTCACTGAGTCCAAAATTAGGAGCAAAAATACAAAGGTTCA 

CATTGGTCTTAGGTAGATACAGGCGAAAAAGGATTGAGCTGTTTAGCTCA 

GAAACAACAAAAACAAAGTTTCTAAAGCACCACTAAATTATATAAAAATC 

AGACCATGGACGGATTGAAACTGGTATTCTGGTGAAATACTTTACTATTT 

TGTAAAAAGTTTTACAAAAAATTACAAATTAAAAGTATCAACCCTCTGAG 

TTCAAAGCAGCATTTTGAAAATGAACTGGTAGTTAATCCTGTAACCACCC 

TTAGAGTTGTAAGTGGACCTTGAGAATAGGGATGGATGGGTTCCCCCTGT 

CTGACATNCTCGAAAACCCTTCTAAACTCCTTGCTGTCCCCTTCCCCGTA 

ACACTGTNCTTTGGGAATAAACTGTNCTTTTGTAAGAGTGGTGACCGGTA 

AAATGAAATTCAGAACCCGCGTACCTGCCCG 

>Sequence4021 

CCGGCCAGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCA 

TCATTCAAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAA 

TCATACGTTATGGTTTTCAAATGCATCCAGAGGAAAGGCAGGGTTGTTTT 

TGAAAAGTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGT 

GCAAAGCTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCC 

ACATTCACCCAAGCTACTGTGCCATTAAAGAGGGAAATAGACAGTTGAGC 

TGCAGGTTAGTCACCAACTGGGAACATGGAAGAAACGTCACAATACATAC 

ANGGATGATTCATTTGCCCACCTTTCTTTATTAAAAAGAGCTTTAAGGAC 

CGCAACAAGAAAGCTTAAACGTGCACTTAAAAAGTTTGTATTAAGAGCCT 

CGTGTCCTACCCCCTAAAATTTTAACACCTTCCGATGCCATATTACGTGG 

TAACCTTTCTTATAAGTTGCAAAAATTCTGTGAAATTCTTGCAAGGAAAG 

ATGGGTTTAATATTCTGGGGCATTCTTTTGCX^AACTTTCATTTCGTTTCG 

GCCTTCGCCCTTGACCTTGTAACCAAACTCATTCAAAGCCACCAAGCATT 

GCCAAACCAAAGGCCCCCGACAAGGATGTANAAATCTTCCAACACCGTTG 

GCTCAAACTGAAGGCACTTGTCTTTTCCCTAAAGATGTTTTTGAAAGAAG 

TTATTAGGAAAGCAACTTGGTGATTAAAGAAGACAGGCATGTCCCATACC 

TTTATCCCGGACCAACTATCCCACCGAATGCTTTGTATTTGA 

>Sequence 4022 

AGGTACCTACGAGGGTGAGAACACAGTGCTCTACCTGCAGGTGGCCAGGT 

TCCTGGTGAAGAGCTACCTGCAGACTCAGATGTCCCCTGGCTCCACGCCA 

CAGAGATCTCTCTCTCCATCTGCGCATATCTCACCGCACCTGACCTGGCC 

AGGTGTCCAGCCCAGAGGGCAGCCGACTTCCTCTGCCCGGAGCTCTACAC 

CACGGCCTGGGCACATGTGGCAGTAAGGCTCATAAAGGACTCAGTGCAGC 

ATTTACAGACGCTGACGCAATCCGGAGCTGACCAGCACGAGGCTTGGAAC 

CAGGCCACTGTCATACACCTCCAGGCTGCTAAGGTGCACTGCTACTATGT 

CACTGTGAAGGGTTTTACAGAAGCTCTGGAGAAACTAGAAAATGAACCAG 

CGATTCAGCAGGTGCTCAAGCGCCTCTGTGACCTCCATGCCATACATGGA 

ATCTTGACTAACTCGGGTGACTTTCTCCATGACGCCTTCCTGTCTGGTGC 

CCAAGTGGACATGGCAAGAACAGCCTACCTGGACCTGCTCCGCCTGATCC 

GGNAAGATGCCATCCTGTTAACTGATGCTTTTGACTTCACCGATCAGTGT 

TTAAATTCAGCACTTGGGCTGTATGATGGAAACGTCTACGAACGCCTGTT 

CCAGTGGGCTCAGAAGTCACCAACCAATACTCAGGAGAACCCTGCCTATG 

AGGAATTATAAGACCACTTTACAAAGTTGGAGATCAAGCTATGAAATACC 

AACAGTATTCAAGAAACAACCGCAACATTCTGTGAAATGGTACTTGCCGG 

GCGGCCGMTCTAGAATN 

>Sequence 4023 

AGGTACGCGGNGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 
AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 
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GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCAACCTTGCCATTGCAATA 
AAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATGA 
CATCACTTGGGTACCTGCCCG 
>Sequence 4024 

AGGTACTTTNTTCTTT CT 1 TTTI T T ATTATATATTA ATAAA 1 TT T TT T TT 

T T 1 1 TTTTTTI ri'lTlT C TT TT 11 11 1 1 m 1 Hi 1 1 GCTTCCTCTTTTT 

TTC rTTTTTTTTTTTTTI l i CTTCGGCGGGG A A AAGG ACCCCTTTTTTCG 

GAAAACCCCCCCCCCAAAAAATAAAATCTAAACAAAAAACCTCCCCGGGG 

GACAAAGGACCAAAAAATTGTAAAAAAAACTGCCGCTTAAAAAAACACCC 

CGGGAAAGGGGGGCCC^AACCCTTTACTCCCCGGGATTTTAAAAAAATAA 

GAACCCCCCCCGCCGGGGGAAACCCAAACCAAACCTTTTAAACCCCCCCA 

CCCCGAGGGGGGGCCCCCACCCCCATTTTTTGCCCCTTTATGGGGGGGTA 

AATTCCCCCCTGGGAAAAATAAAGGCCAAATGCTTTCCCGGGAAAAAAAT 

ATTTACGCTTAAAAATCCCACACAAAATAAGCGCGCTGACAAAAAATAAA 

ACACCGGCGCGCCCTCCACGGTGGCCCCCCCCCAAATAAATGGGTCCCCC 

CCCTCCCCCCCCTTTCCACAAGAAAACACTTAGGCCCCCTTTATTATTAG 

AA ACACAC CCCCCCGCCCGGGGAAAGCATTTTTCTATTTAGCCCTCTTTC 

CCC 1 1 1 1 1 AGC TGAAAAAAATCATAGACACGCGGGATTGTGGGGAGCGCG 

AGG AT T l rri'CTCCCCAC AAGGGGGA ATTGTGTCTCTCACCCATTTGGGT 

GACCCCGCGAAAAAAATGTTGGCTACAGGCCCCCAAAAGGCCCCAACCCC 

AAAAAACCCGGTTTC 

>Sequence 4025 

AGGTACT1 1 1 1 1 1 1 1 111 rTTTTTTTITTTGGGCAGCTAAAATCTAGGAT 

GGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAAACAA 

CATGAATCTGCATTTCTTGGATGAGATAGTAATAACAAACTATTTCTCAA 

TATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTAT 

CTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAAT 

ggtatgtagtaaatgagck:actgtcttggctgggactgctataaaaaaat 

TACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAGTTCTGG 

AAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGTGAGG 

GTCCTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAG 

GAAAAAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCATTAATTA 

CCTTCTGAAGG CTCCAC CCCCAAACACCATCACATTGCTGACTTCCATTA 

ACITCCTTGTCATTTTTAATGCCCGCGTACCTGCCCCGGCGGGCGCTTGA 

AATGGGCGCTCTTNCGCTTCCTCGCTTACTGACTTGCTGGGCTTGGGCCG 

TCGGCTGCGGCAAGCGTATTAGCTCACTTAAAGGGCGGAATACGGTATTC 

CACGAAATAAGGGATAACCCCGGAAAAAACTTGTAACAAAAGGCCACCAA 

AGGGCAGAACCGAAAAAGGCCGGTTGTGGGGTTTTCCATGGG 

>Sequence 4026 

AGGTACGCGGGCAAGTGAACATGCCTGCAGATTCATTTGAATCTCCATTG 

ACGCTAGCTGCCTGTGGAGGACATGTTGAATTGGCAGCTCTACTTATTGA 

AAGGGGAGCAAATCTTGAAGAAGTTAATGATGAAGGATACACTCCCTTGA 

TGGAAGCTGCCCGGGAAGGACATGAAGAAATGGTGGCACTACTCTTAGCA 

CAAGGAGCAAATATAAATGCCCAGACAGAAGAAACTCAAGAAACTGCTCT 

TACTTTGGCTTGCTGTGGAGGATTTTCTGAAGTTGCAGACTTTCTTATTA 

AGGCAGGGGCTGATATAGAACTTGGCTGCTCCACACCTCTGATGGAGGCA 

TCTCAGGAGGGACACCTGGAATTGGTTAAATATTTGCTGGCTTCTGGCGC 

TAATGTGCATGCTACAACAGCAACAGGAGACACAGCCTTAACCTATGCTT 

GTGAAAATGGACATACGGATGTTGCAGATGTTTTACTTCAAGCAGGGGCT 

GATTTAGAACATGAATCTGAAGGTGGAAGAACACCTTTGATGAAAGCTGC 

AAGAGCTGGTCATTTGTGCACTGTGGAGTTTCTTATTAGCAAAGGTGCCA 

ATGTTAACAGGGCTACAGCCCATAATGATCATACAGTAGTGTCCCTTGCA 

TGTGCAAGAGGCCACCTGGCAGTTGTTGAGCTTCTCTTGGTTATGGGGCT 

GACCCTACTTATCGACTCAGGGATGTTTCAACAATGCTTAATGAAGCTTG 

AAAGGGGGGCCCTAACTAAGGAGTTCTTAATTTGTGGATATCCCAAAATG 
>Sequence 4027 
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AGGTACATTGTAGGATGCTTACCAGATCCTGCCCACTAGAGGCCAATAGC 

ACCTCATCATCATAGCACCCCTTCCCTCAGTGATAATAAAAAATGTCTCC 

AGACATTGTTTAAGTTAATAAATGTGCCCAGAGCCCAGGCACAGTGGCTC 

AGGCCTGTGATTTTAGCTCTTTGGGAGACCGAGGTGGGTGGATCACTTGA 

GGCCAGGAGTTCCTAGAACGTTCCTCTGTCAAAAGACAAAATTACAACAA 

TTTAAAATCTAATTGGCTGTTATTGGCCATTCTAGAATTGGTTGACATCT 

CATTCTATGAAATACAATGAGTGCTCTTCAATAAGCTGAGCAGAGGGGGG 

TTAGCTTTATTGGCAGAAAAGGGCTAAAGAAAACAGAAAAAGAACAAAAA 

GTGATTGGTTGTTTCAAAGTTACTTTCCTTAAAGAGGTAAAGCACAGAGG 

ACCCCCCTATCATCCTGGCTCAGGTAACGGTGGTGGCACTCCACATCAGC 

CCTCATTTTACACGGGAAGGTAGTTGCTATTTTAACAGGATTCATGGCCC 

ATAAAATATTAATGATGCCTTTAGGGGTCAATGCATTAATTTAATAGGGA 

TTATTATAAAAATGGAATTTAATTTC I'll 1" 111 GGAGGGTGTCTGGGGCA 

TTGTAAATAAGGAAACTCAATGGTTGGCCCTGCCCGGGCCGGCGTTTTGA 

ACTGTGGATCCCCCGGCTGGAGGAATTAATTTAACTTATGTTCCGGCCCC 

CTCGAGGGGGCCCGGAACCAACTTTGTTCCCT 

>Sequence4028' 

CCGGGCAGGTACCAACTAACCTCCCGCTCTTTATCTCCCCAACCTTCCCA 

CTCCCCAGCCTCTAGTAACCATTATTCTCCTCTACCTGTGAGTTGATTTT 

GACCTCCCACATAAGAGAATGTGGCAGTATTNTGT1 1 1 1 CTGGTGCCTGG 

GNTTATTTCATTTAACCATACTGTCCTCTGGTTCCTATCCTTGTTGTTGC 

AAACGACAGGATTTTGTTCTTTTTTATGACTGAATAATATTCCATAGCCA 

TATACATACCATGTTTTCTGTArcCATTCATTCGTTGATTGGCAGTAAGG 

TTGATTCCAT ATCTT GGCTGTTGTGAATA TTACTGCAG TAAACATAGGAA 

TACAGATATCTTTTCCATATACTGATTTCCTTTGTTTTGGATATATACCX^ 

AGCAGTGGGCTTGCTGGATCATATGGCAGCTCTGATTTTAGGTTTTTAAG 

GATGGGTrrri'l'il'TGCAATGAGAATAAAAAT TTTCC ATGTATAAGATCA 

GTGTCTTTG AACTTTGTTTATATCCTTTGCCC A 1"! " H " I CT ATTG AGTTCT 

TTTTTCTTTTTGAGACAGGGTTTATTGCCCAGGCTAGAATGCAAGGGCAT 

GAACACAGCTCACTGCGGCTTTGATCTCCCGGGCTCAAGTGGTCCTNCCA 

TGTCAGCCTtCTCATAACTGGGACTAGAGGCACATGACATCATGCCTGGG 

CTAATTCITGATATTTTGGGGAGATGGAGTrrTCCl'rrriGCCCAGGCGG 

TCTCCAGGGCCTGGCCTAAAATGGCTCITTGCTTGACTTCCCAAGGG 

>Scquence 4029 

CCGGGCAGGTACGCGGGTCTATATAAATCCAAGACAAGCAACAAACCCTT 

GATGATTATTCATCACTTGGATGAGTGCCCACACAGTCAAGCTTTAAAGA 

AAGTGTTTGCTGAAAATAAAGAAATCCAGAAATTGGCAGAGCAGTTTGTC 

CTCCTCAATCTGGTTTATGAAACAACTGACAAACACCTTTCTCCTGATGG 

CCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAGTTAGAG 

CCGATATCACTGGAAGATATTCAAATCGTCTCTATGCTTACGAACCTGCA 

GATACAGCTCTGGTGCTTGACAACATGAAGAAAGCTCTTAAGTTGCTGAA 

GACTGAAATGGAAAGAAAAAAAATCTTCAAGCCCTTCTGTCTGGCAGGCC 

TTGAGACTTGGAAACCAGAAGAAGTGTGAAGAAGACTGGCTAGGGGGGGA 

AACATTGTGAACACACTGATTAGGTTATGGTTTAATGGTTCAACAACTAT 

TTTTTAAGAAAAACAAGTTTAGAAAATTGGTTTTAAGGGGACCTTGGGTG 

AAAACAAAATTGTGTACTACCCTAGTGGGGCCTGAATTTTCTAAAACAAA 

A A AATA ATGGTTTGGGGGGGTTCTG ATI " r n CCAAA AAGTCAATACCGC A 

AAGCTCATTTAGGGGATCAAGGCATATAAAAAGTGTCCCTGGGCCCTTTA 

AAAAAATGAGACCCCCGGGTTTTGGAAACCCATTAACCGGGGGGGCCCCC 

GACCCAAGGTGGCCCCTACACCGCCTTTTCTCCTCTGGAGCACCCCC 

>Sequence 4030 

AGGTACTGGAAAGATGAACTGATCATATGGAGATGTCAGCCTTGTAAATC 

GAAAATAAAATTCTAAGCCCCCCAGTCAACTGAACAGACTTTCCTTTTGG 

CCAAAGAGATCCCCCAAAACCTGAAAATAAACTAGTTCAGGAAGGCAGGG 

GGCAGGGGCGGTTGGACATGTCTCATTACACCCTCTTCCCTCTGGAGGTT 

AGACAAAATTGACTAGTGTTAACATTAAAATAGAGATCTTAAGGACTGAC 
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AAAACAGACTCTGTAGCAATAAGACACCAAATTCCAACCTGATTCTAGTG 

TAACATCACATGACAGATAGTGGGTCCTAAAGGAAATCAAAGTATTTTGC 

TCCXAAATATACTTCCCTGACATATTTTGAAATGGGCCTGAAAAGCTATC 

TCTTGCGGNGGAAGTTATATTCTATAGAGACTCTCCTTCCCCTACGAGGT 

CTTTTCAGGAGATTOTGACATCTTTTAGCTCTAATAAGAAACATGCACA^ 

CTATTCTCTCTGAACTCTGCTACTTGGAGGCTTCATCTACATGACAGGAA 

CCTTGG TTTCC ACAACTCGACCTCTCTTACCTTACCTTAACTCAAGCTGA 

CTCAACTTTTTCAAGAAGAGCTTAATTCTTTCAACCCATTGCCAATCAGG 

GAAATCTTTGACTCCACCTATGACCCTGGAGGCCCCACACTCTACCCGGC 

TTTGAGATGTCCCACCTTTCCAGGCCCGACCAACATATACCTTACATATA 

TGGAATTAAGTCTTTGCCTGAACTTCTGTCTTCCTAAAAGTATACAAA 

>Sequcnce 403 1 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGGAAAGAGGCTCCT 

CACCTAGAACTCTGACTCATGCTGGCACTCGTGATTGGCAGACTTCCAGC 

TCTCCAAGAATTGTGAGAAGATAAATATCTGTGGTTTAAAGTCACCAAGT 

CTGTGGTGTCTTTTATGGCAGCACAAGGTAACCCAGAATGATGCrTTTCA 

CCACTGGGTGGGCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCCTGC 

AAAAAATGCTTGCTGGTCACTCTCTTTGGTCCTTTCAGATGCCTTTCTTA 

GGGGTGCCTCTACCAGGCCCTTGACTTCATCCTTTTCTGTCCGAGGGAAG 

GTGAGTAAAGTACCTGCCCG 

>Scquence 4032 

AGGTACTGCCAGAAAAACACTGAGAGAAAAACACTGAAATTGAAAAACAC 

TTTCAATTTATTTGAAAGATAACTTTCAAAGAAATTTTCATAACTCAAAT 

GTGTTTCTTTTTTCCAGAGAAGTATATCAGAGAATTCCCTGGTAGCAATG 

GACTTCTCAGGCCAGAAAAGCAGAGTTATAGAAAATCCCACTGAAGCCCT 

TTCAGTTGCGGTTGAAGAAGGACTCGCTTGGAGGAAAAAAGGATGTTTAC 

GCCTGGGCACTCACGGTAGCCCCACTGCCTCTTCACAGAGCTCTGCCACA 

AACATGGCTATCCACCGGTCCCAGCCATGGTTTCACCACAAAATTTCTAG 

AGATGAGGCTCAGCGATTGATTATTCAGCAAGGACTTGTGGATGGAGTTT 

TCTTGGTACCTGCCCGGGCGGCCGCTCGACCTGCCATAACCCAATACCAA 

ACGCCCCTCTTCGTCTGATCCGTCCTAATCACAGCCAGCCTACTTCTCCT 

ATCTCTCCCAGTCCTAGCTGCTGGCCTTACTATACTACTAAACAGACCGG 

AACCTTAACACCACCITTTTCGACCCCGCCGGAGGAAGAGACCCCATTCT 

ATACCCAACACCTATTCTGATTTTTOCGGCACCCTGAAAGTTATATTCTT 

ATCCTACCACGCTTTCKjAAATAATCTCCATATTGTAACTTACTACTTCCG 

GAAAAAAAGACCCTTTGGATACATAAGTATTGTCTGAGCTTTGATATCCA 

TGGGCTTCCTGGGTTATCGTGGAGCCCCCCTTTTTTTCCGTCGGAATTGA 

CTTAACCACAAGCATTTTTACT 

>Sequencc 4033 

CCGGGCAGGTACGCGGGTGGATTTGAAGGAGTTCGACTTGGATGCCCTGT . 

TGGGTATAGATGACCTGGAAACCATGCCAGATGACC7TCTGACCACGTTG 

GATGACACTTGTGATCTCTTTGCCCCCCTAGTCCAGGAGACTAATAAGCA 

GCCCCCCAGACGGTGAACCCAATTGGCCATCTCCCAGAAAGTTTAACAAA 

ACCCGACCAGGTTGCCCCCTTCACCITCTTACAACCTCTTCCCCrrTTCCC 

CAGGGGTCCTGTCCTCCACTCCAGATCATTCCTTTAGTTTAGAGCTGGGC 

AGTGAAGTGGATATCACTGAAGGAGATAGGAAGCCAGACTACACTGCTTA 

CGTTGCCATGATCCCTCAGTGCATAAAGGAAGAAGACACCCCTTCAGATA 

ATGATAGTGGCATCTGTATGAGCCCAGAATCCTATCTGGGGTCTTCTCAG 

CACAGCCCCTCTACCAGGGGCTCTTCAAATAGGAGCCCTCCATCTCCAGG 

TGTTCTCTTGGGGTCTGCCCGTCCCAAACCTTACGATCCTTCTGGAAAGA 

AGAAGGTAGCCACCAAAAGAAAGGGGTGAGAAACTGGATAAGAAAGCTGA 

AAAAAATGGAGCAAAAACAAGACCGCAGCCACTTGGTACCTC 

>Sequence 4034 

CCGGGCAGGTACTTCTTTTTrTTTTTTTTTATGCTGTCTCTCTCTCTCTC 
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TTTTTGACAGGGAAAACAGCTATCAGGTTTCTGGAACATTCTTGAATAGC 

TAATrCCTGGAGTCCTTGTCCTCACTTCTTCTCCTCTGTACCTCACTGGC 

ATTTGCTCCAAGATCTCCTTTTCAAACAACGTCCTGGCACTGAGCTGAGA 

TTTCCAAATGTTAACTCCCTGGCATCCATCCTGTAGGTGCAGAAAGGATT 

CTTCCCTGATTTGCACACAAACCTTTTCATTTCGATGCATATCAGGGTCA 

TCTCGGCnTGTGCCTTGCCTACAAGGTGGTTTGGAGGCCATG 

>Sequence 4035 

AGGTACTTTTTTTTTTTTTTTTTl 1 1 11 TCTTGGCTGG AGGCGGCTGTTG 

CTGCGTAGGCACTATGATAGGTGCTGACTGATACACCGGCTGACTTGGGT 

AAAAAGGCGTTCCTTGCTTCTGGtCGCTAGCTGCAGTGACAGGGGTGCTG 

GCAGCAAGATGAGCGCTCTCCACAGTCCCATAAACCACAGGGCTGTGCTC 

GGGGACCTGGCTGGGCAGCTGAGGAGGAGTAGGTGTGGACGTGGGTCTTC 

CTATGGGTGGAGTAGGATTTCTGCTGCCACCTCCAGACATAATCTCCTCT 

GTTATGTCTTTACCnrCCTGGTTTGGATCCCGAATTCTT 

>Sequence 4036 

ACGTACGCGGGGGAGGTGAGTCCGGTCCCTTTTGCATCCCTACCCCGACA 

CTGCGGGTTGTCACAACGGCACCCTCCCGCirrCTCTCTGCCTCGGATTT 

AGTCGTGACTGTGTGTCTCCGCCGTGGTGCAGCTTCAGGCCTGTCCCGCA 

TCTACTCTCTCACGCTTCCGCTGCGGCCTGAGGGAGGGCGGCGGGCGGAC 

CACGGACCGGGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTCC 

CGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTCK3CCAGGCGTCTGC 

GAAATCATATGGGCTGTAGCATTCGTGCTATCCTTGGGGGTTGCAGCTTT 

GTATAAGT 

>Sequence 4037 

AGGTACTTTGTTCl"l"rrri"rrri"l ri'ri't'l'l'GGTAACAGATCTAATCTTC 

CACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGGGATC 

TATTTAGACAAATCCGATATATTCAGAATGATTCAGTAGGCAAAGAATTC 

CTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCACTGT 

CCTCAGGATTATGGAGGGGAAGATGATGCAGAATTCGCACATGTCTTCTG 

GATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTGATT 

GATAGGAGTGACTGCTGATATCCTGGATCTGACCACTGAGATATCCCGCG 

TACCTGCC 

>Sequence 4038 

CCGGGCAGGTACGCGGGGGGTGGAGGGAACGTCTGACAAAATTCAATGTT 

TGGAGAAAGCGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCT 

AGGGAAATTACGAGTCCTGCAAAAGAAACATCTGAGAAATTTACGTGGCC 

AGCAAAAGGAAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAGACACAC 

CTAGGGAAATTATGAGTCCCGCANAAGAAACATCTGAGAAATTTACGTGG 

GCAGCANAAGGAAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAACACC 

TGTAAAGACTGGATGCGTGGCAAGAGTAACATCTAATAAAACTAAAGTTT 

TGGAAAAAG 

>Sequence 4039 

CCGGGCAGGTACCTGTTGGCTTTCTGCAGAGATGCTTACTTTTCCTCTCC 

TATCAGAGTTTAATGTCCTGGGACTCTGACATTTTGGTAAGTGTTTTCTT 

AACCCGCAGGGCTGTCAGCCTTGATGCAGGATTGTGAGCCCAGCATTCTG 

TCATGAGTTTTCCCATCTGCCTTAGACACTCATCACTGCTCCACCGGTTT 

GGGAATGAGGGGCGTAACTTCTTGATGCACACAATCTCCCTCATGTCCTC 

ATAAGAGGGGTCACTGGGCACTAGGTCATGATAAGGAAGCTGGTATTCTT 

CCACTATACCTCCTGATACACATCTCCTAGCAACCTCCCAAAGGATGAGG 

CC 

>Sequence 4040 

CCGGGCAGGTACGCGGGGTGGTGGCTGTGCTGGTGGCGTTCAAGATGTCG 

ACCAAGAATTTCCGAGTCAGTGACGGGGACTGGATTTGCCCTGACAAAAA 

ATGTGGAAATGTAAACTTTGCTAGAAGAACCAGCTGTAATCGATGTGGTC 

GGGAGAAAACAACTGAGGCCAAGATGATGAAAGCTGGGGGCACTGAAATA 

GGAAAGACACTTGCAGAAAAGAGCCGAGGCCTATTTAGTGCTAATGACTG 



Page 679 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GCAATGTAAAACTTGCAGCAATGTGAATTGGGCCAGAAGATCAGAGTGTA 
ATATGTGTAATACTCCAAAGTATGCTAAATTAGAAGAAAGAACAGGATAT 
GGTGGTG 
>Sequence 4041 

CCGGCCAGGTACTTAACTAGGGTTAGCCCGAGGTCAGGAGGGTGGATGCC 

TTATTATGGGATTAGTGCCCTTCTAAGAGGGACAGTAAAGGGCTTGTTCA 

TGCTCTCTCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGAAAGAG 

GCCCTCACCAAAACCTGACCATGCTGGCACXIGTGATTGCAGACTTCCAGC 

CTCCAGGATTGTGAGAAGATAAATATCTGGTGGTTTAAAGTCACCAAGTC 

TGTGGTGTGTTTAATGGCAACACAAGGTAACCCAGATGATGCTTTTCACC 

ACTGGGTCGTCCAGCCTTCATGGAAGCTGTCAACTCCTCAACCTTGCAAA 

AATGCTTGCT 

>Sequcnce 4042 

AGGGTCTTT T 1 1 1 11 111 1 11T1T1T1TTC 1 i 1 \ rTTTTCTl 1 rTTTTTT 

1 1 n m u rmrrrrr m i rrrnrn rm mrn 1 1 1 rrrrnT 
m 1 1 1 1 1 1 iaati iTTTTTrn rnrr n 1 hi j^t knnnnnaaccggg 

GCCAAAAAACCTCCCCGGGGGGCKiGGGGGGGGCCTrnTTTGGGGAAAAC 

CCGGGGGCC CAAATTTG TTTTTTCAAAAAAACCCCTTGGGGGGGGGAGGG 

GGGCAAAAATTTTTTTTAAAACGGGGGGGGGGAAAAAATAGGGGGGGGGG 

GGGGGGGCCCAACCCTTTTTTCCCCGCKjGGGTTTTAAAAACKJGGGCKICCC 

CGGGGGGGGG 

>Sequence 4043 

GAGCGCGCGTATACGACTCCTATAGGGCCGATTGGAGCTCCCCGCGGTGG 
CGGCCGCCCGGGCAGGTA C i rTTTTTTTTTTTTTnT3 ITT A 1111 HTI 
TTI rTTTTTTTTTTTTTT T n til l 11 nT TT TTI mTTl 1 1 rTTTTTTT 
il'lll i 1 1 1ATATATTTATT11 l iTl ATTTTAAAAAAAAAAAGGAAAGGG 
GTTAAAAAAAAAAAGAAAATTTTTCTCCCCCCCCATTTTTTTGGCTAACA 
TACCAA CCCCC CCAAAACGCCCCCCrCCCTTTGGGTTTCACCCCCCCAAA 
AAAATTCTTTTCCCCACAAACCCCCCCCCCCCCAAAAAAACCCCCCCCCC 
CCCCTCCAAAAAAATTTTTCCCCCCCCCC 
>Scquence 4044 . 

CCGGGCAGGTACAACCAGCAACAAAAAAACTCACAAATTCTAATGTCTGG 

CCCTCAGAACATCCTTCAGACTAATTTTAGAGATTCTTAAAAATTCAAAA 

AAGTAATGCAATGCCCAAAACAAAACAAATATATATGGAAGGAAAAGGAG 

GGGGGAAGCAACACTGTATCATGTACCAGCATCCCCAGCGTCTGGCATTC 

CATGTTTCTGCTCCTGTGGTCTCCACGGTGCAACAAGCTAGCGGTTTACT 

TGGACCTCTGCCTCATCTTTCTTCTTTTGCGCTTCAGCCTGCGCATTCGC 

TTCTTCCTCCACTTGGCTCTCATGGCGCAGAGGTTTCCAAAAAC 

>Sequence 4045 

CCGGGCAGGTACAATTCAGGACACAGGCATGGGCAAATACTTCATGACTA 

AAATACCAAAAAGCA ATGGC AACAAAAGTCAAAATTGACAAATGGGATCT 

AATTAA ACTAAAGAGCTTTTGC ACAGC A AA AG A A ACCATC ATCAGGGTGA 

ACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTATCCGTCTGAC 

AAATGGCTAATATCCAAAATGATCTCTATTTTATTTTTTATGACATATTA 

ATCATGTTTGTTCTCTTGTGTCCTCTCTTTCTTTCTCTCGATTTTCCAGT 

GGTCCACGGTGGTCTATTTGTAGGGTTCATATTTACAAATGGGAGTCAAG 

GTGACTC 

>Sequence 4046 

AGGTACTTTTTTTTTTTTTTT TT n MTnTATGAAGGTTGAATGCAGGG 

TTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCTGGA 

AGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACCTCT 

CCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCTTCTC 

TCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTTGCTTGGCGAT 

AGGTGATTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTCGGTG 

ATAGGCGATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAAT 

>Scquence 4047 
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CCGGGCAGGTACTCAAGGCAAACCAGCAATTGCCCATCGAGATCTGAAAA 

GTAAAAACATTCTGGTGAAGAAAAATGGAACTTGCTGTATTGCTGACCTG 

GGCCTGGCTGTTAAATTTATTAGTGATACAAATGAAGTTGACATACCACC 

TAACACTCGAGTTGGCACX^AAACGCTATATGCCTCCAGAAGTGTTGGACG 

AGAGCTTGAACAGAAATCACTTCCAGTCTTACATCATGGCTGACATGTAT 

AGTTTTGGCCTCATCCTTTGGGAGGTTGCTAGGAGATGTGTATCAGGAGG 

TATAGTGGAAGAATACCAGCTTCCTTATCATGACCTAGTGCCC 

>Sequence 4048 

aggtacttttttttttttttttti 1 1 1 l"l gcgattaaactactgttgtat 

cattggcctgcgacggttacaggtccacaaactgtttaactggacttatg 

tgaggtggtaaacccx:ccx:attttacaggtctttgggaagttctggggcc 

aggaaatccaaatttgataataggattttctcaactgaactcagggcaaa 

ccacaaatggtctgagtgaacx3ccctgcgtgacaggtgccttcctgcagg 

taggaacacttcctctgcagtcagagggagaagaaaacatcaggagctgg 

atgtgatttcagatctgcaccgagaaacatgctgatttcactggggatgt 

ggcagtccc 

>Sequence 4049 

GCCGCCCG<KX^AGGTACTTrNll , TTl"rilll1M"lTll , I4TlllXXjAAGGT 

TGAATGCAGGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGAT 

GCAGAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTG 

GCCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAAAT 

GGTCCTCTTCTCTCTTTCTCTGCTGAATCGTTTCACCATTCATCTGCTTG 

GTCTGGGATGGTGAAGACAACTTGTTTGCTCATTTGGCTTGGCAATAGGG 

TGATTGTCTTGCXICGCTCACCTATAGGCCGATTGGTCTTCCCCACTCGGT 

GGATAGGCAATTGGTCCCATCTAGGGC 

>Sequence 4050 

AGGTAC'l'lillCl-rrri-Il^ll-ri'i'lGAGACAGAGTCTCGCTCTGTTGCC 

CAGGCTGGAGTGCAGTGGCACAATCTCAGCTCACTGCAACTTCCACCTCC 

CGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAATAGCTGGGACTGCA 

GGCACCCACTGCCACACCCCGCTAATITrrGTATTTTTAATGGAGACAGG 

GTTTCACCATGTTGGCCAGGCTGGTCTCGAACTTCTGACCTGAGGCAATC 

CATCCACCTCGGCCTCCCAAAGTGCTAGGATTACAGAGGTAAGCCACCAT 

GCCTGGCCCCAGTCTCTACTAATTTTCTGTTGATGCTGTAACAAATTACT 

ACAAACGTTGTGGCTTAAAACAATATACATTTATTATCTTAACAGTTCTG 

TAGGGTAGGAATCTGACACAGGTCTTGTTGGCTAAAATCAAGGGACTGGC 

AAGGCTGCATTCTTTCTGGAGGCTCTAGGAGGGAATCCAGGTACCTGCCC 

G 

>Sequence 405 1 

ATGTAC fn rTTTTITITrCTTn ' i'ATAAAGCCTTTCCTAC ATC AGGTTT 

ATTTAAAACACAAACAAGTATTTCTCTTTCTGTAAGGGCAAATGGTTCAA 

ATAATGCGGTACACGAAACATTGACTAATCAAGTGCTTTAAATATGAAAC 

ATAATTATTGTTTAAAAAAGCAAAAGAATAAAGAATTTATACAAAAGGGA 

CCTGGAATTTGTAAGCTGATTCCAAAATCGAAATAAGTAGAAAATCCATG 

GTGAAACCTGAACATTCTACCTTTGCTTTGGAGAAGGGCTATCATACAAC 

ATGGAGTCATTTGATAATGGAGTTGGTGAGGTGATTTTATACATAAACTT 

CAGTCATTATTGCTGGCGCAAAATAATCCCAATCTTGCCATGACTGAATG 

GGCGGGCCTGAGGCTAAATTCCTTTTCCATACCATACGTCGTGCCGGGTG 

AGGTCGTTTTAAGAGCTTGTTGATACACCGGGCTTGCAGGAGTTGGGATA 

TCAATCCTTATAGTTTACCTGTTATCCTATGAAGGGGGTGCTGGGTACCC 

TAGCTTATGTTTCCTTTAAAAGAGGGTTTAATGGGGTCTCTTGTTATTAA 

TCATAGGTGCTAGTTTATAATACTGAGTGAGAAGGGTGTATCGTAATACA 

TATGGCGGCAGATATTATATTCTGGGTAGCCTAAAGTTGAAATATCTGGG 

GGTGGCTGATGGTGTTTAGTATATGCTTAAATTAGTTGCGTTGTTCTATC 

ATGCAGGTTTGTCTTAGCTGGATAACAGATTTGGCCGAGGTGTGTTAATA 

TAATAAGCCAACGTGCGTAGGAAAG 

>Sequence 4052 
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AGGTACATTATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGAGOA 

GAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAGATT 

TCCCAGCAATCTTGAGCTGTCAGGCCTGGCACAGCTCGAAATAATTCCAC 

TTCGTCGACCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAGGT 

AGGCGGCCTTCATGTAAATGTACGTGGCCTTTTTAAGTCAAATCATGTCA 

GTTCCTTCTGGAAATCTGGCTATATTCCATCACACTCAGGAGACATCTCC 

TACAATTTCCTTGACACCTGCAGCACTACAGTCACACGACGGCCCCACGC 

GTACCTGCCCGGGCGGTCGCTCGA 

>Sequence 4053 

C CGGGCAG GTACTTTTTTrCTnTTCC l TI 1 ITr TATTGTTTGTTTTTTr 

GT 1 1 1 1 I rGGGGGTTTTTTTTGGCAGCCACAGGAGTTTTAGCCAATTCAG 

ATGCCTTGCTCCCCACAATTTXXfAACATTCCTTTGGATTTGACCAAGTCA 

GGAAGAGATGGGAGAGAAGTGAAACAGCAACAATAAACCTCAAACATAAA 

CAAAAAGAGTTAAGCAAAACAAACAAATGCACAATTCATATGATTAACTG 

AGTGTTCTAATGGTAAGGAGGAATTAAAAGCAGCTGGTGGGTAATCTTAA 

ATTTTAGTCATTAAGGAAAAATTTTAAGACAAAACTCTAACCCGCGTACC 
T 

>Sequence 4054 

CCGGGCAGGTACCnTCAATTTTTCCCACGGTAATGGAATATAACTATTTA 

TCAATTTATCACTGCAACTGACATAGCCAGGGAAATGTTTAAGAAATGAA 

TAAATAGAAGTTTATTCCCTGCAGGTAGTCGATTGAGTCCACCAAAATCT 

TAAGCTAAATTTTATGTTGTTTCATGGTAGCTGTTATGAAAATGGACCAT 

CTAAGAGAAAATCCATTGTTTCTCAAATTCAAATGCATTCTGTGTGACTA 

GGTTGTTCCCGTGATAATGCTATGCGACATTGCTGTTCTCTTCTATTCAC 

CAGTTIXjCCTTCCTAATAACCTCTTCTCATATACATTCTTTAGGAAAAGA 

CCAGTGCCCTCAGTCTGAGCAACGTTGCTGGAGTATTCTACATCCTTGTC 

GGNGGCCTTGGTTTGGCAATGCTGGTGGCTTTGATTGAGTTCTGTTACAA 

GTCAAGGGCCGAGGCGAAACGAATGAAGGTGGCAAAGAATGCACAGAATA 

TTAACCCATCTTCCTCGCAGAAATTACAGAATTTTGCAACTTATAAGGAA 

AGTTACAACGTATATGGCATCGAAAGTGTTAAAATTTAGGGGGTAGGAAC 

GAGGC TCTAA TACAAACTTTTAATGCACGTTAGCTTTCTTGTGGCGACTT 

AAGCTCTTTTAATTAAGGAAGTGGGCAATGGATCATTCTGTATGGATGTT 

GACCGTCTTCCATGTCCCAGTGGTGACTAACTTGAGCTAACGGCTATTTT 
CTTTTAATGCACAG GACTTGGTG 
>Sequence 4055 

CCGGGCAGGTACGCGGGCAGTGGGAACATACCAGCCTGAATTTGGAAAAA 

ATAATTGTGTTTCTTGCCCAGGAAATACTACGACTGACTTTGA 
>Sequence 4056 

AGGTACCACACCAGCCTCAGAACCCGCTCCACTGGCCCCCCATGAGGACC 

ACCAGCAAAGGGAGACCAAAGAGAATGACCCCATGGACAGCCATCAGTCC 

CAGGAATCCCCAAACCTGGAAAACATAGCAAACCCCCTAGAAGAAAATGT 

AACGAAAGAATCAATCAGTAGTAAAAAAAAGGAAAAAAGGAAACATGTGG 

ACCACGTAGAAAGTTCACTATTTGTAGCACCAGGAAGTGTTCAATCCTCA 

GATGACCTAGAAGAAGACAGTAGCGACTACAGCATTCCTTCCAGGACTAG 

TCACAGTGACTCCAGCATTTACCTTCGACGACATACTCATAGGTCTTCGG 

AATCGCCCAGAGCTTTGAAATTACTGGCATGCAACAGCTATACTTTTGGA 

TAGAAGACAAGCAGATTGGAACCTTATCATTAAGCACAGTCCGATCGGAT 

ATCCGGTTTGGGCAATAAGAGATGTAAATAAAGTGAGGATTTTAAAGCCC 

AAAGGCCTCCTTGCTATAAAAACGCACCCAAAACGCCTTACCTGGACCCC 

GCGCGCACCCAGAAGGATCACGTTCAGAGACAGAGGTGCAACATGAGTCA 

AGGATCATTTTAGCTATTGTCAGGTGAAGAACCGCACAGAATCTGGATGA 

CAGAAGAAACCGAATTTTAACCAGGAAGGCCAACAGCTTAGGAGAAGCCA 

TGTCACTGGGGAGCCACAGCCTGCAAGTGACTTCCTGACACAGTTTGTCA 

AGAAGCCGGATATGAGGATTTAATTCCCTTCCGG 

>Scquence 4057 

AGGTACTTTC rTTTTTTTTTTTTTI I'rTTTTGCATTTGAGCTAAGATTTT 
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AACAATCCTGTGAAAATAGGTAATATAGTCACGTATTTGTTGAATACATT 

ATTTCAAAGAACCACAAACACACAGAAAAAATATTTAAAAAGTCCATGGT 

GGGGGAAATGATCCAGAAACAACAGCTCTTTTACTTCCAGCCCTAACCGT 

CTGGGATGCTAGATGGTTGTGGGCAAACCGTGGAAAAAGATAAGCTTCTG 

TTTTTCAAGATTTTATTTTGTTAGAGAGTGCAGAAAATCTAAGTGATGTC 

TCTGTTTTTGCTTTCTAGCAATTAATATATGACAGCAGTCTTTGTGATTT 

ATTTTAACTTTCTGAAAGAACTTTGGCTCACAGAACTGGATGGTATGGTG 

AGAAACCAACTACGGATTGCTGCAAACCACACCCTTCGTTTTTTATGGCT 

TTTTACTACAAACTACAAGACAATTGTTGAAACCTGCTATACATGGTTAA 

TTTTAATAAATTGATGGCCCGGAGATAAAAATCTAAAAATAAATTGGCCC 

TGCCCGGCCGGCCGGTTTTAA 

>Sequence 4058 

CCGGGCAGGTACGCCGTGGGAGCATGAACCCTGTTGTGAACTGCTCATCT 

GAGGGATCTAGGTTGTGTGCTTCATATGAGAATCTAATGCCTGATGATAT 

GTCACTGTCTCACTTTGCCCCCAGATGAGACCATCTAGTTGCAGAAAAAT 

AAGCTCAGAGTTrCCACGGATTCTACATTATGATTTGATCTTCAACAAAG 

CTGACACTGGGGAAAGGACACACTCTTCAATAAATGGTGCTGGGAAAATT 

GGATAGCCACATCCAGAAAAATGAAACTGGACCACTATCTCACTATATAC 

AAGAATCAACTCAAAGTAGATTAAAAACTTAAACAGAAGACCTGAAACTA 

TAAAAATACTTGAAGAAAACCTAGGGAAAAATTTCCTGGCCTTTGGTCTA 

GGCGAAGAATTTATGACTAACACCTCATAAGCCACAAGCAACACAGATAA 

AAATTGACAAATGGGACITAATTAACTTAGAAAGCTTCTGAGCAGCAGAG 

GAAATAATCAGCAGAGTGAAGAGACAACCTTCTGAATGGAAGAAAATATT 

TGCAAACTGGTCATCTAATAGTGGACTAATACCTAGAATTTACCAAAAAC 

CCCAACAACTCACCAGAAGAAGAAAACGATATAGAAAAGTACCTTGGGCG 

CTTTAGAACTAGGGAAACCCCGGGCTGGAGGAAATCAATTTAAAGCTTAT 

TGAACCGGCGACCTCAAGGGGGGCCCCGGACCCAACTTTGGTCCCnTAAA 

GAGGGTTAATGCCCCTTGGGCTATATAGGCATAAGTGTTCCTGGGGAATT 

G 

>Sequence 4059 

CCGGGCAGGTACTTGTTTTTCAAACAATAAAACAGGCCGGGCACCGTGGC 

TGGCTCACGCCCATAATCCCAACACTTTGGGAGGCCGAGGCGGGCGGATT 

ACCTGAGGCCAATATGGTGAATCTCCTCTCGACTCAAAATACAAAATGAT 

TAGCTGGCCGTGGTGGTGTGTGCCTGTAATCCCAGTTACTTGAGAGACTG 

AGAGGAGAGAATCGCTTGAACCCGGGGGGCAGAGGTTGCAGTGAGCCAAG 

ATTGCACCACTGCACTCCAGCCTGGGCAACAAGAGCGAAAACTCCATCTT 

AAAAATAAAATAAATAATAAAACAATGATGAAAACACAACTAACTACAGC 

ACTTCAGAGTTAGTTGACAAATCCACCTTTTCAATCTACAT 

>Sequence 4060 

CCGGGCAGGTACGCGGGGCCATTTAGCCTGCCATTGAAATGCAAAAGTCT 

GTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGAGCAGA 

TG AG ATACTCCC ATC AGA ATCC AA AC A A AAGG ACTATG AAG AAAGTTCTT . 

GGGATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTGTTTA 

CCCAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGA 

AGGTAGATATGCTGCTGAATTTAGAACATTCTCTGCAATGATAAGGTCTC 

CTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATT 

CCAACTAAAGCCTTAGAATTGATGGACATGCAAACTTTCAAAGCAGAGCC 

TCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGAAATGCAAAAAGTCT 

GTTTCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGAGCAGA 

TGAGATACCTCCATCAGAATTCCAACCAAAAGGACTATGAAGAAAGTTTT 

TGTGATTTTTGAGAGTTCTTGGGAGACTTGTTTACAGAAGGATGTGGGGT 

TAACCCAGGGCGGGCCTTAAAAAGAAAATGTTAAATAAAGGGAAAATTTG 

AGGGTTTCTGGTAAAAAAGGTCTTCTGAAGGTTACTGGCCGAAGAAGGTT 

TTTATCCAACTAAAGCCTAAAATTGGGGGCATGCCACTTTTAAGAGCTTT 

CTTCCAAAAGCCTTTTGCTT 

>Sequence 4061 
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AGGTACACACTGGCAGAGCACCGACGGACGGTGGCAGAGGCAAAGAAGAA 

GATTGAACAACAGGGAGGCTTCACCTTTGAAAACAAAGGAGTCCTCTCCG 

CATTTAATTTTGGGACTGTGCCCAGCAACAACTGAAGGAAAGAACATCAG 

CTGACCAAATGTCATCGCTGCATTTTATTTCACAAGAGGAGTGTGAGGGT 

CAAGGGGATGAAATGAGGGGCT GCTTT TAGGGCCCTCCTGCTGTGCCAGT 

TACCATCTGGCATTAGGCAGCACTTTTATCTACTCTTTCCCCTTTGACCT 

TTGTCACCCTGAAATATATATTTTAAACAGCTACTGTAAGTATGAAATGA 

AAGAAAAACAATCATTGGACGGAAAAGGACAACCCATATGTTCCAAAGGC 

TGAATGCCCAAGGTTGTTTTAGAGGATTGGATAGACTTGCACG 

>Sequence 4062 

AG CTCT GAGGAGCGGCCAAGCAGCAGGACAGGCAGCTTGCCCTGGTGGTC 
AATTTTGATGAGTGCGATGTCTGCTTTCTCATCCCCCGCGTACCTGCCCG 
>Sequence 4063 

aggtacagggtcccaaaatgcgctgactcagcttcaccagcccatctcgg 

atctcattgccaaaaatgtctcttcggtcatgaatgaggatccagcccaa 

cctccagtcaggaaccagccagcgcttggccagcctcttcx)acaggaaca 

ggatggggacatcggtgctgagggtggccagtggttcatatttgcaatcc 

gaaaacaccatgtctccatagatctcatcagctaagatggggacacactg 

ccgtgcaggcactgccagaatcrtctgaagatgaacgttgctgaacactg 

acccacaggggtttgatggattattgacaatgagacaagctgtcttttca 

tcaattagatattccagttgtttcaggtcaattttccx:aagatttctctg 

gcaacaaattgtagagtttgacctcaattcccatagacttagccagagtc 

ttgtagagagagaaaccacggtcttggaaccaggatgctttgccctgggt 

tggccaacacagctaaactaaggtccaatagcttggctggagccacttgg 

tagaatggacgtccttagcttttggggctgccttaaggactggtgttaat 

atgaagcaatctccttccgtactgtataggaagccccttggtaagggcca 

taccccttattattgcccggatacagtggattctttaattgcctgggtaa 

acttaagggctggtgagcggttttcaaacacagatgggtcccaaatggag 

aggaaaaatatgatctgtatgaatatgctcaccataatgtggcaacatcg 

cctaataagggcaaaact 

>Sequence 4064 

TCGATGCTCTTCGTACCTTTCGTTTGGTGCCAAGCGGTATCACTTTACTT 

TAAAG GGGGT TAAACCGCTCATCCTCTAAATTCCGGGGTATTCX:CTAGGA 

AATACCTTTTATGCCAAGGTCCCCATAAAGGTTAGGAACCCGTAATAAGG 

TCCCATTTTTGACTCTTTTATTAAGGTTCTCCCCCCTGGCCAGCGTGAAA 

AATATGATTCT 

>Sequence 4065 

AGGTACGACCGCAAAGCCTGACTCTTAACCATTGTGTTCTGTTGCCTTCT 

CCAAGGGAAAGGAGTGCTTCCAGAAAGGCCATTGGAAGTGAGGAGCGTCA 

CCTGATAATAGCTGGCTCCTCATCCCACTAGGTTAACAGGCAACAGATGG 

GGGCCACAGAGTTGGCTGGAGTTAGTCCTGGTTGCCAAGGGTAAATGGGG 

CTGTTACCATGCAATGGATAGAAACTAGGATGCTCCTGTGTGTCTCCTTA 

TATCCTACCAGGTGTAGCATGAAGGTTAAGGACAATTCCGTCCTCTTATT 

TGGAGAGGAGACCAAGGCCCTGTAGGACTAAAGGTTTGGGTGAGCTGAAA 

GCCAAGGGCAATTGGCCCAGCTTGGGGAGGAGAGTTACAAATACATTTGT 

GACTATCAGACCAGAAACAGACTGCGGTGTTCACCTGCGGTTTGGGTACC 

TGCCCG 

>Sequence 4066 

AGGTACGCGGGGACTGCACACATGCTAGGGTCCAGGACAGCAGGACCAAG 
CCAGCAGAAACAGCCTGAGCCCACCGCAGACTGGCCTGGCTATACTGGAC 
AATGCCACTCCTCCTGTACCTGCCG 
>Sequence 4067 

CCGGGCAGGTACACTTGAAACCAAATTTCTAAAACTTGTTTTTCTTAAAA 
AATAGTTGTTGTAACATTAAACCATAACCTAATCAGTGTGTTCACTATGC 
TTCCACACTAGCCAGTCTTCTCACACTTTTCTGGTTTCAAGTCTCAAGGC 
CTGACAGACAGAAGGGCTTGGAGATTTTTTTTCTTTACAATTCAGTCTTC 
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AGCAACTTGAGAGCTTTCTTCATGTTGTCAAGCAACAGAGCTGTATCTGC 

AGGTTCGTAAGCATAGAGACGATTTGAATATCTTCCAGTGATATCGGCTC 

TAACTGTCAGAGATGGGTCAACAAACATAATCCTGGGGACCCCGCGTACA 

CCTGGGCACCAGTGACATTCCAGATGTCCTTGGGGGGCGTCACTATGGAA 

GGACCTTGCTCGCAGGTGCCCTTGCTGACCTGGGTGCCCGCGTACCT 

>Sequence 4068 

AGGTACTTCATTTAATTTTTGCCTCTTACAGTCTGATATCCTGTTGGGCA 

TTCTGGACAACTTGGACCCAGTCATGTTCTTCAAATGCCCTTCCCCAGAG 

CCTGCCAGCCTGGAGGAGCTCCCAGAGGTCTACCCAGAAGGACCCAGTTC 

CTTACCAGCCTCCCTTTCTCTGTCAGTGGGGACGTCATCAGCCAAGCTGG 

AAGCCATTAATGAACTAATTCGTTTTGACCACATATATACCAAGCCCCTA 

GTCTTAGAGATACCCTCTGAGACAGAGAGCCAAGCTAATGTGGTAGTGAA 

AATCGAGGAAGCACCTCTCAGCCCCTCAGAGAATGATCACCCTGAATTCA 

TTGTCTCAGTGAAGGAAGAACCTGTAGAAGATGACCTCGTTCCGGAGCTG 

GGTATCTCAAATCTGCTTTCATCCAGCCACTGCCCAAAGCCATCTTCCTG 

CCTACTGGATGCTTACAGTGACTGTGGATACGGGGGTTCCCTTTCCCCAT 

TCAGTGACATGTCCTCTCTGCTTGGTGGTAACCATTCTTGGGAGGACACT 

TTTGCCAATGAACTCTTOTCCCCAACTGATTAGTGTCTAAGGAATGATCC 

AATACTGTTGCCCTTTTCCTTGACTATTACACTGCCTGGAGGATAGCAAA 

GAAAGCCTGCTGGACCTGCCCG 



Page 685 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 4 



>Scquence I 

AGGTACAGGAACTTGATAATCATTGTTGTTGTCTTTATCATTACCATCAT 

CTCCATTAGCATCATCAGCATCACAGTTGCAGTATGGGGATCACATTAAG 

TGATGCGGCAAGATCAGGAAAACCATTATCAAGACAATGTCCAGTTTGGA 

TGTGTAAATATTATCCTGTGCTTCTTGGCCCATTTAGCAAACACINTCTT 

TTCAGTGATAAACCTATGACCCCCATATGGNGCATGTTCATGAAGAAAAT 

ATTCATCACACTCATCTCTTCCTTGTTCATAATAATGGTAGGGGACTTTT 

CTATACCCTTCTGTCTTGCAGTAGGTGTCATTTATCATCCCGTAGACGTG 

AATGCCATAACAGGCGTCCATGGCCAGAATGAAGGTAAACCACCCTGTGC 

TGAGATATGAGCCAGACTGGACTCTGTCCTTCCCAGTTTCCTTCTTAAAA 

ACTCCATCACAGTAACTCATGCGCTTCTCTGTGGTCACGTATATTTGGGG 

ATTCGGATAGATACCAACTGTCTTTTTCAACATGTTGTAAACGATGCCAT 

TGCCATCTTTCCTCATATTGCGGAAAGGTCCCCAAATAACATAAATAGTA 

GTATTCGCTTCCTTGAAAAAATAATCAAGGrnTTTAGCAAAAGAGGAAC 

GCTGGTATGGGACACAACTCGAATCATGGTCAT 

>Sequence 2 

GGAGCCGCGGAAAGAGTAGGGCCCCCCAGACAACGGGGTCCGACGAGCAG 

TTGGGCACGGGCTGAGTCCGCCTGCCGGCAGAATGTCCCTGGCTGCTTAT 

TGCGTCATCTGTTGCAGAAGAATAGGAACCTTACTTCCCCACCAAAAAGT 

G< ^^CACTGGAGAGATATCAGAAATATAAT^ 

TATTTTAGGAGGTTCTTTATTTCTrACATATGAAGTTCTGGCCCT 

AGGCTGTGACATTAGATACTCAAGTGGTAGAACGAGAAAAAATGAAGTCA 

TATATATATGTGCACACAGTTTCTTTAGATAAAGGAGAAAATCATGGTAT 

TGCCTGGCAGGCAAGAAAAGAACTTCACAAAGCAGTAAGAAAAGTATTGG 

CAACATCAGCCAAGATACTGCGGAATCCATTTGCTGATCCTTTTAGTACC 
T 

>Sequence 3 

CCGGGCAGGTACCCGGCTGGCCAAGGAGAAGGAGCAGAGCCTCACGGCAG 

AAAAGGATGAGGACGAAGAGAACGATGCCTCTCTGGCCAACTCCTCCACC 

ACCACTTTGGAGGACAAAGGCCCTGGCCATGCCACTTTTGGCCGCGAGGC 

caccaaatttgaagaggaggagaaacctgacaaggcx:tgngaagccagac 

CCCCACGAGAGTCCAGCGATGTTCCCCCCACGAAGAGAAATAACTGGATC 
TTTATTGATGAGGAGCAAGCCTTTGCGGTCAGAGGACAAGCCCGGGGCCG 
GGGCCGAGGTTTCAGAGAGTTCACTATTCGTGGTCGGCCTGCTGGCGGAA 

ATGGGAGCGGCCTCTGTGGTGGGGGGGTCCTGGGGGCCCCGCACATCTAC 

TGCAGCAGTCAACGCA 

>Sequence 4 

TTACCCTTTAATTCATAANTTTCAAAACCCCCCCTTACTATTAAAATTCC 

ACNCCTTTCCCCCTTAAAACTCCCTTTTCTCTCTTCTTTTTCCAAACTTC 

CCATTACCCAATACCTTTCCNCTTTTTCTCTTTCAAAAAACTTACCCTTT 

TTTATAATTCACCCTTTAATTATTTAAATTCTCTATAAATGCCTTCTCTC 

CAACTTTTCTTTATTTCACAAACCCTCCTTTAAATCCCACCCCTTTTCCT 

TTATCCTAAACTATTTTCTTAAATCAACCCCTTAAACACAACT 
>Sequence 5 

ACATTCAGCAAGCTCCGGTCGATGGCCTGCACCTCTGGCTC 
>Sequence 6 

CCGGGCAGGTACCCTTTTCTTCCAGCCCAGAGCTAGACTTCTGGATGCTG 

AGCCTGGGAAAATACTGAArrTCTCTCATTTTTCACTTITAGGAGGGAAC 

GGTTATGGCATATACTTGCAGTGCCATTAGAAGCATTGGCAATCCCTGAT 

CTTTTTGATAGTTTAAGGCTTAGAATCATCAAAAGTTCCAGGTTCATATC 

CTTCTAAAATGGAAGAAATGGAGGAAGTTCCAAGTGTGGTACCT 
>Sequence 7 

GGAGCCGCGGAAAGAGTAGGGCTCCCCAGACAACGGGGTCCGACGAGCAG 
TTGGGCACGGGCTGAGTCCGCCTGCCGGCAGAATGTCCCTGGCTGCTTAT 
TGCGTCATCTGTTGCAGAAGAATAGGAACCTCTACTTCCCCACCAAAAAG 
TGGCACACACTGGAGAGATATCAGAAATATAATAAAGTTTACTGGATCAC 
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TTATTTTAGGAGGTTCTTTATTTCTTACATATGAAGTTCTGGCCCTGAAG 

AAGGCTGTGACATTAGATACTCAAGTGGTAGAACGAGAAAAAATGAAGTC 

ATATATATATGTGCACACAGTTTCTTTAGATAAAGGAGAAAATCATGGTA 

TTGCCTGGCAGGCAGGG 

>Sequence 8 

AGGTACTAAAAGGATCAGCAAATGGATTCCGCAGTATCTTGGCTGATGTT 

GCCAATACTTTTCITACTGCTTTGTGAAGTTCTTTTCTTGCCT 

AATACCAT GATTTTC TCCTTTATCTAAAGAAACTGTGTGCACATATATAT 

ATGACTTCATTTTTTCTCGTTCTACCACTTGAGTATCTAATGTCACAGCC 

TTCTTCAGGGCCAGAACTTCATATGTAAGAAATAAAGAACCTCCTAAAAT 

AA GTGATC CAGTAAACTTTATTATATTTCTGATATCTCTCCAGTGTGTGC 

CACTTTTTGGTGGGGAAGTAGAGGTTCCTATTCnTCTGCAACAGATGAC 

CAATAAGCAGCCAGGGACATTCTGCC 

>Sequence 9 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCTTTOTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 

AAGCATGATCTTGTTACTGTGATATTTTAAATATCCACAGTACCT 

>Sequence 10 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 
CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 
GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCITTCTTAAGCCCTTTGCTC 
TGGACKjAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

ccctgggagtttcctgagggttttctcataaatgagggctgcacattgcc 
tgttctgcttcgaagtattcaataccgctcagtcttttaaatgaagtgat 
tctaagatttggtttgggatcaataggaaagcatatgcagccaaccaaga 

TGCATATCKjTTTGAAATGATATGACCAAAATTCTAAGTAGGAAAGTCACC 
CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 
AAGCGTGATCTTGACACCGGGAGATTTTAAATATGCACAGTACCT 
>Sequence 1 1 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTrTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAG AGCAG ATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGAT CAATC AAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGTACCT 

>Sequence 12 

AGGTACTGTGGATATTTAAAATATCACAGTAACAAGATCATGCTTGTTCC 

TACAGTATTGCGGGCCAGACACTTAAGTGAAAGCAGAAGTGTTTGGGTGA 

CTTTCCTACTTAAAATTTTGGTCATATCATTTCAAAACATTTGCATCTTG 

GTTGGCTGCATATGCTTTCCTATTGATCCCAAACCAAATCTTAGAATCAC 

TTCATTTAA A ATACTG AGCGGTATTG A ATA CTTCG AAGCAG AACAGGCAA 

TGTGCAGCCCTCATTTATGAGAAAACCCTCAGGAAACTCCCAGGGTGATG 

CTTGGAGAAGCTGTGAGTTGAGCTGAAGCTGGAGAACTTCCTCCAGAGCA 

AAGGGCTTAAGAAAGAAAGAAGAACTCTAAGCTGGGTCTGCTAACATCAC 

TCCAGTTTAGATGGATCTTGGCAGAGAGACATGCTTGTTCCTCTGGATTG 
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GAAAGATGATTTACTCTCGGGAATCTTCTCTGTCAGCCTGTACCTGCCCG 

GGCGGGCGCCCGGGCAGGTACACCTTGAATGACAATGCTCGGAGCTCCCC 

TGTGGTCATCGACGCCTTCACTGCCATTGATGCACCATCCAACCTGCGTT 

TTCTGGGCACCACACCCAATTTCTTGCTGGTATCATGGCAGCCGCCACCT 

GCCAGGATTACCCGGCTACATCATCAAGTTTGAGAAGGCTGGGTCTTCTT 

CCCAAAAAGGGGCCCTTCGCCCCGCCCTGGTGGTCCCAGAGCTTCTAN 
>Sequence 13 

AGGTACCACATCTTAAATACTCTCCAGTGTTCTGAGTCTATTATGGGAGG 

AGCAGTCTTTGAGACGCTGGAAGGAAATACAATTGAGATAGGATGTGACG 

GTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAAAGGATATT 

GTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGA 

TTCTGCCAAACAAGTTATTGAGCTGGCTGGAAAACAGCAAACCACCTTCA 

CGGATCTTGTGGCCCAATTAGGCTTGGCATCTGCTCTGAGGCCAGATGGA 

GAATACACTTTGCTGGCACCTGTGAATAATGCATTTTCTGATGATACTCT 

CAGCATGGATCAGCGCCTCCTTAAATTAATTCTGCAGAATCACATATTGA 

AAGTAAAAGTTGGCC 

>Sequence 14 

CCGGGCAGGTACCTTTCCAATTTGGAGCTAGAAATGGACGAGGAGAGTCT 

TCAGACATTATCTCTGCAGTGTGAGCCAGCAACCAACACATTGCCTAAGA 

ATCCTGGTGACAAAAAGCCTGTCAAATCCGAGACCTCTCCAGTAGCTCCA 

AGGGCAGGGTCACAACAGAAAGCTCAGTCCCTGCCACAGCCCCAGCAGCA 

GCCACCACCAGCACATAAAATCAACCAGGGACTACAGGTTCCCGCCGTGT 

CCCTTTATCCrrCACGGAAGAAAGTGCCCGTAAAGGATCTCCCACCITTT 

GGCATAAACTCTCCACAAGCTTTAAAAAAAATTCTTTCTTTGTCTGAAGA 

AGG^GTTTGGAACGTCACAAGAAACAGGCTGAAGATACAATATCAAATG 

CATCTTCGCAGCTTTCTTCTCCTCCTACTTCTCCACAGAGTTCTCCAAGG 

AAAGGCTATACTTTGGCTCCCAGTGGTACCT 

>Sequence 15 

CCGGGCAGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGA 

TTCTTTAAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATT 

TGCTGTTTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCG 

GCTTTTCAGAAGAAATTTAATCAGTGTGACAGAAAAAAAATGTTTTATGG 

TAGCTTTTAC ITn I ATGAA AAAAAAATTATTTGCCTTTTAAATTCTTTT 

CCCCCATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGA 

AACGGTGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGT^ 

GTTTTATATAATGTATGTATTCACTAAAATAAAA 

> Sequence 16 

AGGTACATGGATGAAAACTAAAGGCTCGAGTTAATCACATTGTAGTITTT 

AAATTTCTACAGCCTAGAGCTCACTAGTCACAGGTCTTTTAGGTCCTTCT 

GGATGTCCCACAGGGTATCTGCACTTTTCTTGAGCTGAGCAACCTCATCA 

TCCTTTAGCTTCTGGTTGATAACGCTGGTTAATCCCCGGGCATTGAGGAT 

ACATGGAAGGCTCAGGAAGACTTCATTCTCAATGCCATACATCCCCTTTA 

CCATTGTTGACACGGGATGAATCCTGGATAGATTTTTCAACATGGATTCA 

ATAAGATCAGCCACACTTAATCCAATAGCCCAGTTGGtATATCCTTTTAG 

CTTGGTGACTTCATAGGCACTTTCAACCACCATCTTATGCACTTCCTTCC 

AATTTTCACTATCATTGTCAGTTCCCATTTCTGGATTCAATTCCTGGAGA 

GAAACACCTGCCACATTCACACCACTCCACACAGNCACACTTGAGTCGCC 

ATGTTCCCCCAAAATCCATCCATGGCAGCTGCTGGGATGAATGCCAAAGT 

TTTCAGCCATAAGGTAGCGAAATCTAGCAAAATCCAGATTACATCCACTT 

CCAATCACGCGGTGTTTGGGTAATCCACTTAGTTTCCGGGTAGCATACGT 

AAGAATGTCCACTGGGTTGGGAACCCACATTATGATGCAATCAGGACTGG 
ACCTG 

>Sequence 17 

TTGGAGCTCGCACCGTGGTGGCGGCCGAGGTACACAGCCAGTGTGGTTGC 
CTTGCACGATGATATGGAGAGCCAGCCCCTGATTGGAACCCAGTCCACAG 
CTATTCCTGCACCAACTGACCTGAAGTTCACTCAGGTCACACCCACAAGC 
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CTGAGCGCCCAGTGGACACCACCCAATGTTCAGCTCACTGGATATCGAGT 

GCGGGTGACCCCCAAGGAGAAGACCGGACCAATGAAAGAAATCAACCTTG 

CTCCTGACAGCTCATCCGTGGTTGTATCAGGACTTATGGTGGCCACCAAA 

TATGAAGTGAGTGTCTATGCTCTTAAGGACACTTTGACAAGCAGACCAGC 

TCAGGGAGTTGTCACCACTCTGGAGAATGTCAGCCCACCAAGAAGGGCTC 

GTGTGACAGATGCTACTGAGACCACCATCACCATTAGCTGGAGAACCAAG 

ACTGAGACGATCACTGGCTTTCAAGTTGATGCCGTTCCAACCAATGGCCA 

GACTCCAATCCAGAGAACCATCAAGCCAGAAGTCAGAAGCTACACCATCA 

CAGGGTTTACAACCCGGCACTGACTACAAGATCTACCTGGACCTTGGGCG 

GTGTAGAACAAAGGGATGCCCCGGGCTGGAAGAATTGGAAATCAGGCTTA 

TTAATACCGCGGGCTTCCAGGGGGGCCCGTACCCAGGTTTCKjTTCCTTTA 

TGAGGGTAAAGGGCCCCTGGGGTAACATGGTCTAGTTGGTCCTGTGGAAA 

AGGTATCCCCTACGAATCCCCCAA 

>Sequence 18 

AGGTACAGTCCTGATTGCATCATAATTGTGGTTTCCAACCCAGTGGACAT 

TCTTACGTATGTTACCTGGAAACTAAGTGGATTACCCAAACACCGCGTGA 

TTGGAAGTGGATGTAATCTGGATTCTGCTAGATTTCGCTACCTTATGGCT 

GAAAAACTTGGCATTCATCCCAGCAGCTGCCATGGATGGATTTTGGGGGA 

ACATGGCGACTCAAGTGTGGCTGTGTGGAGTGGTGTGAATGTGGCAGGTG 

TTTCTCTCCAGGAATTGAATCCAGAAATGGGAACTGACAATGATAGTGAA 

AATTGGAAGGAAGTGCATAAGATGGTGGTTGAAAGTGCCTATGAAGTCAT 

CAAGCTAAAAGGATATACCAACTGGGCTATTGGATTAAGTGTGGCTGATC 

TTATTGAATCCATGTTGAAAAATCTATCCAGGATTCATCCCGTGTCAACA 

ATGGTAAAGGGGATGTATGGCATTGAGAATGAAGTCTTTCTGAGCCTTCC 

ATGTATCCTCAATGCCCGGGGATTAACCCGCGTTATCAACCAAAAACTAA 

AGGATGATGAGGTTGCTCAGCTTAAGAAAGTGCAGAATCCCTGTGGGACA 

TCCAGAAAGACCTAAAAGACCTGGACTAGTGAGCTCTAGGCTGGAGAAAT 

TTAAAACCTCCATGTGAATAACTCGAGCCITrAGTTTTCATTCATGGACC 

TCGGCCGTTTAAAACTAAGGGATCCCCCGGCTGGGGGATTCAATTC 

>Sequcnce 19 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 

AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 

TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCG 

CAGA AGAAA TTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 

TTTACTTTTTATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCC 

ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 

TGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTC 

ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 
TAGACAAGGTTGCTGTTGTGCAGTGTGCCTGTCACTACTGGTCTGTACCT 
>Sequence 20 

CCGGACAGGTACATGAAGCACAAAAAGACTGTCGCTCAGGCTGCTGACAG 

AGATTCCGGTCAGGTTGGCGTAATCAATCCTCTGCTTGACTTTGGCGTCC 

TCCACGATGACGACGGCGTTGGGCGTGAGCAGCAGCTGCCGGGAGCGAGG 

CTTGTAGCCCTTGCGGTCGTATTTCACAACAGGCACCGCATACTGAATGG 

GCTCAGAGCCCAAGGCCTGCAGCACTCGGGGGCTGATCTCATCTGTACCT 

>Sequence21 

AGGTACTTGTCCCGGCCTTGCCTCATGTTCTCGTTGTGGATGATGTCATT 

GTGGGTCCTCTTATTCTCATCTCGGGCCTGGGACAGCTCGCTGCTCAGCG 

TCAGCAGCTGCCGCTGCACACGCTCGTTCTTCTCTGCCTCAGTGATGCGC 

TTCTCCTCATTGCGGTCATCCCGGATGCCCTCACTAGACAGCTCCGCGCT 

GTAGCCCGTGGGCTCTGCGCCCTCATCCTGCAAGCTCTCCTGGACATGGT 

AGCTCACCGGCTCGTACCTGCCCG 

>Sequence 22 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 
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CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCACtAACACTGGAGAGTATTTAAGATGTGGGACCT 

>Sequence 23 

AGGACTTTTTAAATCATGTTCCCCCTAAACATGGCTGTTAACCCACTGCA 

TGCAGAAACrTGGATGTCACTGCCTGACATTCACTTCCAGAGAGGACCTA 

TCCCAAATGTGGAATTGACTGCCTATGCCAAGTCCCTGGAAAAGGAGCTT 

CAGTATTGTGGGGCTCATAAAACATGAATCAAGCAATCCAGCCTCATGGG 

AAGTCCTGGCACAGTTTTTGTAAAGCCCTTGCACAGCTGGAGAAATGGCA 

TCATTATAAGCTATGAGTTGAAATGTTCTGTCAAATGTGTCTCACATCTA 

CACGTGGCTTGGAGGCTTTTATGGGGCCCTGTCCAGGTAGAAAAGAAATG 

GTATGTAGAGCTTATATTTCCCTATTGTGACAGAGCCATGGTGTGTTTGT 

AATAATAAAACCTCATAGGAAAAACCCAATTAAGGGGCTTGTACCTTGGC 

CCG 

>Sequence 24 

AGGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCTTAA 

AGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACT 

TTGCCGTTGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAGGAT 

GAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCA 

AGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCTACA 

GGAAGCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAAC 

TTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGArrCACTCCCTCTGGT 

TGATACCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAG 

ATGGACAGGTTATCAACGAAACTTCTCAGCATCACGATGACCTTGAATAA 

AAATTGCACACACTCAGGGCAGCAATATTTTACCCGCCAGAATAAAAAAG 

AAATCCATATCTTAAAGAAACCGCTTTAAGGGCCITTCTGCAGTTTTTAA 

GGAACGCAGAAAAATTTGGAAAACGAATAACTCTTGATCTTACAACCCCC 

CCTCTTCAGGATTTGAAAAAAGTTTCACCATAACGTGTCTCCGAGGGGGG 

CGGGGTACACACTTTTTTAACGGTTTTTGGGGTCATTCACCCTTGGTTTT 

TTTGGCAGAGTTCACCCAGGGGGAAGGTTT 

>Sequence 25 

AGGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCATCTGAGTGTAG 

AGAATGTCCCTTCACTGCTGGAAAAATCCACTGGCTCCCAAGAAAAGAAA 

ATGGTCTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTTCCCTAAGTC 

ATCAAGCTCCACATCGCTGAGGTCAATGTCATCCTCCACGGGAAGCTCGC 

CATCCCTGCCGTCCCAAGGCTCTCTCTCAACGATGGTAGGGAAAGCCCCG 

CCTCCTACAGGTGCCGTGGAGCCACGCCCAAAAGAGAGCTCCCTGAGAAA 

CTCGTTGATGCCTTGCTCACTGAAGGAGCCTTTTAGCAGAGCAAATTTCA 

TCTTGCGTGCATTGATGGCGGCCATGGCGGGGTACCT 

>Sequence 26 

GCGGGTCGAGAGTTTTGTTCGTGAGCTGTATAGCGACTGCCGGGGAATCG 

TATTTCGTTGATATGTATGCTATACTTGCCCGTCTGAGTTTCNNNCTGCA 

GAGGAGGGCGTGTACGTACTCACTATTCACTATATGGCGAACTGCACCGT 

GGTGGCGGCCGAGGTACTGTGGATATTTAAAATATCACAGTAACAAGATC 

ATGCTTGTTCCTACAGTATTGCGGGCCAGACACTTAAGTGAAAGCAGAAG 

TGTTTGGGTGACTTTCCTACTTAAAATTTTGGTCATATCATTTCAAAACA 

TTTGCATCTTGGTTGGCTGCATATGCTTTCCTATTGATCCCAAACCAAAT 

CTTAGAATCACTTCATTTAAAATACTGAGCGGTATTGAATACTTCGAAGC 

AGAACAGGCAATGTGCAGCCCTCATTTATGAGAAAACCCTCAGGAAACTC 

CCAGGGTGATGCTTGGAGAAGCTGTGAGTTGAGCTGAAGCTGGAGAACTT 

TCTCCAGAGCAGAAGGGCTTAAGAAAGAAAGAAGAACTCTAAGCTGGGTC 

TGCTAACATCACTCCAGTTTAGATGGATCTTGGCAGAGAGACATGCTTGT 
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TCCTCTGGATTGGAAAGATGATTTACTCTCGGGAATCTTCTCTGTCAGCC 

TGTGCCTCGGCCGCTCTAAAACTGGAGGATTCCTCCGGCTGGAAAGAATT 

GGTGTCAAGATTATTTGGCGCCATTTGCTCCAGGGATGCTTTGGAAGCCA 

AATGGGGTTGCCTAGGAAAACTTGCTGAACCCTGGGGGGAACCCGGTCCC 

AAGGGGCTTCTGGGGCAG ACTACAACCCG 1 "i" ri'CTTAGGG ATCCCTCTTC 

GAACCCGGCTTTTGTTATTGCCCCTGGGGGCCTATGGGCTTAAAACTCCA 

TGACGGC 

>Sequence 27 

AGGTACAGGAACTGTCACCGTGTCAACCTGATGGGGAGATATGGGGACAA 

TAACCACAGTCAGGGCGTTAACTGGTTCCACTGGAAGGGCCACGAACACT 

CAATCCAGTTTGCTGAGATGAAGCTGAGACCAAGCAACTTCAGAAATCTT 

GAAGGCAGGCGCAAACGGGCATAAATTCCAGGGACCACTGGGTGAGAGAG 

GAATAAGGCCCAGAGCGAGGAAAGGATTTTACCAAAGCATCAATACAACC 

AGCCCAACCATCGGTCCACACCTGGGCATTTGGTGAGAGTCAAAGCTGAC 

CATGGATCCCTGGGGCCAACGGCAACAGCATGGGCCTCACCTCCTCTGTG 

ATTTCTTTCTTTGCACCAAAGACATCAGTCTCCAACATGTTTCTGTTTTG 

TTGTTTGATTCAGCAAAAATCTCCCAGTGACAACATCGCAATAGTTTTTT 

ACTTCTCTTAGGTGGCTCTGGGAATGGGAGAGGGGTAGGATGTACCT 

>Sequence 28 

AGGTACTCAGGGGAGGCCAGGAAGGCCTTGAGCTTGGGCCGGGCACTGAG 

GCGCCCCACATATGCTGAGAGCAGGGGGAACGCATCCAGGCAGCCAGGGG 

CTAGGACCTCATGGATCAGCAGCAAGTCCAGCAGGTTGTAGTCAGCGAAG 

GAGATCTGGTCTCCCACAATGAAGGTCTTGCCTCCCTGGTTCTGGGACAG 

CAGGGTCTCAAAAGGCTTCAGTTGCCCGGGCAGTGCCTTCACATAGTCAT 

CCTTGCCCGCCTCATAGTTGGTGTAGATGAGGGAGATGTATTTGCAGCGG 

AGGTCCTCCACGCCGTCATTCACCATGTCCACCAGGGCTGCCTCCTGCTG 

GTCCTTCCCATAGAGCCCAAGGGTGCGGCCCAGGTGACGCAGGATGGTAT 

TGGACTGGTACCT 

>Sequence 29 

AGGTACTTGAGCTGTGAGGTCATCGGAATCCCGACACCTGTCCTCATCTG 

GAACAAGGTAAAAAGGGGTCACTATGGAGTTCAAAGGACAGAACTCCTGC 

CTGGTGACCGGGACAACCTGGCCATTCAGACCCGGGGTGGCCCAGAAAAG 

CATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAAGATGC 

TGGAGAATATGAGTGCCATGCATCCAATTCCCAAGGACAGGCTTCAGCAT 

CAGCAAAAATTACAGTGGTTGATGCCTTACATGAAATACCAGTGAAAAAA 

GGTGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCTGCATGGT 

TAAA AGTAGTCATGGATAACTACATTACCTGTTCTTGCCTAATAAGTTTC 

TTTTAATCCAATCCACTAACACTTTAGTTATATTCACTGGTTTTACACAG 

AGAAATACAAAATAAAGATCACACATCAAGACTATCTACAAAAATTTATT 

ATATATTTACAGAAGAAAAGCATGCATATCATTAAACAAATAAAATACTT 

TTTATCATAAAAAAAAAAAAAAAAAAAACCT 

>Sequencc 30 

AGGTACATGGATGAAAACTAAAGGCTCGAGTTAATCACATTGTAGTTTTT 

AAATTTCTACAGCCTAGAGCTCACTAGTCACAGGTCTTTTAGGTCCTTCT 

GGATGTCCCACAGGGTATCTGCACTTTTCTTGAGCTGAGCAACCTCATCA 

TCCTTTAGCTTCTGGTTGATAACGCTGGTTAATCCCCGGGCATTGAGGAT 

ACATGGAAGGCTCAGGAAGACTTCATTCTCAATGCCATACATCCCCTTTA 

CCATTGTTGACACGGGATGAATCCTGGATAGATTTTTCAACATGGATTCA 

ATAAGATCAGCCACACTTAATCCAATAGCCCAGTTGGTATATCCTTTTAG 

CTTGATGACTTCATAGGCACTTTCAACCACCATCTTATGCACTTCCTTCC 

AATTTTCACTACCATTGTCAGTTCCCATTTCTGGATTCAATTCCTGGAGA 

GAAACACCTGCCACATTCACACCACTCCACACAGCCACACTTGAGTCGCC 

ATGTTCCCCCAAAATCCATCCATGGCAGCTGCTGGGATGAATGCCAAGTT 

TTTCAACCATAAGGTAGCGAAATCTAGCAGAATCCAAAATACATCCACTT 

CCAATCACGCGGGGGTTGGGAATCCACTTAGTTTCCAGGTAACATACCTA 

AGAAGTCCACTGGGTGGAAACCCCCATATGATGCCATCAGGACTGTCCCT 



Page 6 
o f990ofTable4 



WO 01/51628 



PCT/US01/00798 



Table 4 



CGGGCGTTTAGAACTAGGGACCCCCGGGCTTGAGAATTCATATT 
>Sequence3l 

AGGTACTGCAGGGCCCCTCAAGGAGGATACTACAAAACAGCCCTGGGAAC 

CAGGTGCGACATTCACTGCCAGAAGGGCTACGAGCTGCATGGCTCTTCCC 

TACTGATCTGCCAGTCAAACAAACGATGGTCTGACAAGGTCATCTGCAAA 

CAAAAGCGATGTCCTACCCTTGCCATGCCAGCAAATGGAGGGTTTAAGTG 

TGTAGATGGTGCCTACTTTAACTCCCGGTGTGAGTATTATTXjTTCACCAG 

GATACACGTTGAAAGGGGAGCGGACCGTCACATGTATGGACAACAAGGCC 
TGGA 

>Sequence 32 

AGGTACACCTTGAATGACAATGCTCGGAGCTGCCCTGTGGTCATCGACGC 

CTCCACTGCCATTGATGCACCATCCAACCTGCGTTTCCTGGCCACCACAC 

CCAATTCCTTGCTGGTATCATGGCAGCCGCCACGTGCCAAGATTACCGGC 

TACATCATCAAGTATGAGAAGCCTGGGTCTCCTCCCAGAGAAGTGGTCCC 

TCGGCCCCGCCCTGGTGTCACAGAGGCTACTATTACTGGCCTGGAACCGG 

GAACCGAATATACAATTTATGTCATTGCCCTGAAGAATAATCAGAAGAGC 

GAGCCCCTGATTGGAAGGAAAAAGACAGGACAAGAAGCTCTCTCTCAGAC 

AACCATCTCATGGGCCCCATTCCAGGACACTTCTGAGTACCT 

>Sequcnce 33 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCTTTCTTAAGCCCTTTGCT 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGATTTGGTTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGGAAAGTCAC 

CCAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGGAGGAA * 

CAAGCCTGATCTTGTTACTGTGATATTTTAAATTTCCCCAGTACCT 

>Sequence 34 

AGGTACAGTCCTGATTGCATCATAATTGTGGTTTCCAACCCAGTGGACAT 

TCTTACGTATGTTACCTGGAAACTAAGTGGATTACCCAAACACCGCGTGA 

TTGGAAGTGGATGTAATCTGGATTCTGCTAGATTTCGCTACCTTATGGCT 

GAAAAACTTGGCATTCATCCCAGCAGCTGCCATGGATGGATTTTGGGGGA 

ACATGGCGACTCAAGTGTGGCTGTGTGGAGTGGTGTGAATGTGGCAGGTG 

TTTCTCTCCAGGAATTGAATCCAGAAATGGGAACTGACAATGATAGTGAA 

AATTGGAAGGAAGTGCATAAGATGGTGGTTGAAAGTGCCTATGAAGTCAT 

CAAGCTAAAAGGATATACCAACTGGGCTATTGGATTAAGGGTGGCTGACC 

TTATTGAATTCATGTCGAAAAATCTATCCAGGATTCATCCCGTGTCAACA 

ATGGTAAAGGGGATGTATGGCATTGATAATGAAGTCTTCCTGAGCCTTCC 

ATGTATTCTCAATGCCCCGGGATTTACCAGCGTTTTCAACCTAAGCCTAA 

GGATGATGAGGTTGTTCAGTTAAGAAAAGGGCTAAACCCTGGGGGGCCCT 

CCCGAAGGACCTTTAAGACCTGTGACTAGGAACTTTTTGGTGGCAAAATT 

AAAATAACTCCATGTGCTAACTCCACCCTTAATGATACCCCCGAACCTGG 

GCCGTCTAAAATAGGGGATCTCCCGCCTGGAAAATTTCT 

>Sequence 35 

CCGGGCAGGTACATGACCCCTTCATTGGTTGTGCAGATTTCCTCGTGGGC 

AGCCATGGGGCAGAACCCAAACTTCTGGTCGGCATCATAGTTCTGTGTGG 

TCCCACACCACTTCATGTTGTCTCTTCTGCCCTCAGAAGTGCAATCAGTG 

TAATTGTGGTTGTTGTATAGGAAGGGGAAGTGGCACAAGGCACCATTGGA 

ATTTCCTCCTCGAGTCTGAACCAAAACAGTGTGGTCTGTGCAGAAAGAGT 

ATTTCTGGTCCTGCTCATAATTCGAAGTTGTGCTGCACCAAAGATGTTCG 

TCCTGTCGCCCTTCTGTGGTGCAGGAGTAGAACGTCCTGCCATTGTAAGT 

GAATGGTAAGACACATGGCTCTCCATTTGAGTTGCCACCGTAAGTCTGGG 

TTACAGCTGTCTCTTGGCAGCTGACTCCGTTGCCCAGGCACGTGCCAAGC 

ATTTGCTTATTTCCTTGGGGCTTCAACCACTGGATCCCCACAGAGTATAC 
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CACACCCCTGTCTGGGACACAGTGCCCTTAGGGAGGAGGCTTGGGGTGAA 

GCCTCTGTTTGAAAACGGGTGCCCAACATCGGTGAAGGGGCCCAAACCCT 

TCGATGTGGCCCGACCGAGGGTAGCCTTTTAAAATTTCCGTTTTCTTGGG 

CCGATTTAAAACTAGGGAATCCCCCGCCTAAGGGAACCGTGCCCATCTTT 

TTTAAACCCTCGCCTCCTAGGGGGGCCCCCTCCCCCTTTTT 

>Sequence 36 

AGGTCTAACATCCCTAGCAGCCTTCCTCAGGCACACTGTGACAGTGGAGT 

GGGCACACGTATCGTTTCAGGCACCTTGGCTGACAGCCCAACGCGGCCAC 

CTGGGTGCATGGACATTTGCAGCTGCCACCATGCCAGCACCCTGGCCACA 

GATTAGCTCAACTGGCCACAGTCTGTGATGACAATCTTCTTGGATGTCCT 

CCCACTCTTAGAGCCGAAAGATTCTATTTTCTTCACGACGTCCATGCCCT 

CTTTGACGTGACCGAACACAACATGCTTGCCATCCAACCAGTCTGTCTTT 

ATGGTGCAGATGAAGAACTGGGAGCCGTTGGTGTTAGGACCAGCATTAGC 

CATGGACAGGACACCTGGCCCCACGTGCTTCAGTGCAAAGTTCTCGTCAG 

GAAAAGCGGCTTCCGTAGATGGACTTCCCGCCTGTGCCATTGTCGTTGGT 

GAAGTCGCCCGCCTGGCACATGAAGGAAGGGATCACCCTGTGGAAGGTGG 

AGCCTTTGTAGCCGAAGCCCTTCTCACCAGTGCACAGGGCTCTGAAGTTC 

TCAGCTGTCTTTGGGACGACATCTGCCTTCAGCTCCAGCACCAC 

^Sequence 37 

AGGTAC A AGCT 1 ITITTTTTTn riTlTlTlTGCTGGTAATATATTGCTG 

CACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTGATGCTGAGAAGTT 

T CGTTGA TAACCTGTCCATCTCTAGTTTCAACCGTCTTAATCAGAAGTGT 

CCTTTTTGAGTGGGTATCAACCAGAGGGAGTGAATCCAGATTAGTTTCCC 

TCAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGCTCTCC 

TCGCCTTCCAGCAGCTTCCTGTAGGTGGCAATCTCAATGTCAAGGGCCAT 

CTTAACATTGAGCAAGTCTTGGTATTCACGAAGGTGACGAGCCATTTCCT 

CCTTCATATTCTGAATCTCATCCTGCAGGCGGCCAATAGTGTCTTGGTAG 

TTAGCAGCTTCAACGGCAAAGTTCTCTTCCATTTCACGCATCTGGCGTTC 

CAGGGACTCATTGGTTCCTTTAAGGGCATCCACTTCACAGGTGAGGGACT 

GCACCTGTCTCCGGTACCT 

>Sequencc 38 

AGGTACCTTACAAAAGTTAATGCATTAGACACTTCAGATGTTAACTGCTC 

TAA ACAAAA CTCCTAAGTCTGTCCTATGCAATATATATTTTATATACATA 

TATA i i 1 i I ACATAG AATACCCACAAAGTGCA AGCCAATAATAACATTGC 

AGAAAAGTAATACATATCTGCTAGGTGACAATATCAAACAATTCAGGGAA 

TAATTrTACTTTAATTAACATTAACAGAATTTCTTTTTCCACTTCAAATC 

AATCATATTTCTGTCATCTGCAACCTAAGATATrrTTTAGATTGTCTCCC 

TATT CTTTGA TTCAAAAGCCAATTACAGAAACTATGAACTTGACCTAATT 

CTGGTTTTTGACAATTATGAGACAGAAATAAAGAAATGCAAGCAGTTCTT 

TTCTTTGCACACTGACCATnTTTAATTACATCATCCTCTATGATGATGG 

TGCTTTCACAACTGCAGCTCTCCTGTATGTCAAAATCATTCTGGTTTCCA 

GGTAAATGGACAAAGGAGATTTGCCTTCAGTGTCTAGAAGGCAATTTACT 

TTTCAGCTGCCTTAATTACCTATAGGTTAAAGAAAGGAATGCCACATATA 

GGGTCCCTTAAACATCTAAAATGGGAGGTTGCCTTCAAGGGCACCATTCC 

CAAAATTTGAATCAAGGTCCAAGAAGCTTTCATATATGTTACAGTATGTT 

CACTGGGAATATGTCTCTGGCCAAGGTTAAAGGTGTGACAAATTTAAG 

>Sequence 39 

AGGTACTCCAGGCCGGGACTCAGGTTATCAAAAGTGCAGGAGCTCTGATC 

AGCATGGACCACTTCTTCCAAAGAATTTCCCTGCTGGCCGTTTGTAGGGG 

TTGTGGTAATTCTATAACCAGTAATGTCTGGGGTGGTGCTCCTCTCCCAG 

GAGACTGTGAGCACTCCAGTGTCAGGGTTTGCCTCCAGATGCAAGTTTGT 

TGGTGGAGACAATGGTGTCACCACTrTGTTTACAATTGGCGCATCTCTTT 

CCTGTCCATCTCTCAGGACTTGGATGGTGTAGACGTATTCTACTCCTGGA 

GTCAAGCCGGACACAACGATGCTTGCTGAGTCTGAAGTCACTTCTCGTGG 

TGCCTCTCCTCCCTGGCTTGGTCGTACCT 

>Sequence 40 
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^T A ™ GGAGACAWT ^ AGTCCCTCAC CTGTGAAOTGGATGCCCTTAA 

AGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACT 

TTGCCGTrGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAGGAT 

GAGA ^ A ^J A J°^ GGAGG ^ ATGGCTCGTCACC ^^ 
AGAC ^I G £3 G - AATG " AAGATGGCCCTTGACATT GAGA7TGCCACCTACA 

GGAAGCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAAC 

TTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGT 

A T^5 AGG " ATCAACGAAACTOTCAGCATCA CGATGACCTTGAATAA 

AAATTGCACACACTCAGTGCAGCAATATATTACCAGCAAGAATAAAAAAG 

AAATCCATATCTTAAAGAAACAGCTTTCAAGTCCCTTTCTGCAGTTTTTT 

AAGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTTTTAACAAC 

CGACACTCCTTCAAGATTTAGAAAAAAGTTTACAACATAATCTAAGATCC 

AG £ AAAAAC ^G C T A ^ 

AACGGCi 1 1 i 1 1 1 1 C AGCAGG ATTCCACCACTTTGGTCTGGTTAATG 
>Sequence 41 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

AmGCCCGTTGTAAAGCTCATTAAGGCCAACTnTACnTCAATATGTG 

ATrCTGCAGAATTAArnTAGGAGGCGCTGATCCATACTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TrcTTCACCATTTTGATTCCATTrACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCC 

>Sequence 42 

CAGCACTCCGAACTGAGTGAAGGCAAAGGCATTTGTGTAGGTGCTGACTC 
^ AA ?^I AGTGCCACAACTGTArcACAGACAGCCAGA CCAGGTGCCA 

G ^ G J AAAG i^ AGAGaaa g^^ a octccagaaggagcggagttcctgct 

tgtagctccctgttttcatgctcagctgcttccttctcttcctttgtggt 

gccattcccagggcacaggccatagctgtagttggggggcagtgggtatg 

ggatgtgcccccggggcatcaggaggaaagtgcgtgctacatgccaggta 

>Sequence 43 

AGG I^ GCTGTCTGCATOaaaa " catgcatgga gaaagggagtaagc 

^ AG v AAA J C ^ CTCCATGAAAAG " AAAACAAG 

°. c l c A gggtacttgaagg tgcagacttgaaagagctcctgacacaacctg 

? AG ^P5 GACA " AmGTGCCAACCAATGATGC 'nTrAAGGGAATGACT 

AGTGAAGAAAAAGAAATTCTGAtACGGGACAAAAATGCTCTTCAAAACAT 

G ™™ TCACCTGACAG CAGGAGTnTCATTGGAAAAGGA-nTGAAC 

CTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATCTTTCTG 

AAAGAAGTAAATGATACACTTCTGGTGAATGAATTGAAATCAAAAGAATC 

TGACATCATGACAACAAATGGGGTAATTCATGTTGTAGATAAACTCCTCT 

ATCCAGCAGACACACCTGTTGAAAATGATCAACTGCTGGAAATACTTAAT 

AAATTAATCAAATACATCCAAATTAAGTTTGGTCGTGTAGCACCTTCAAA 

GA ^ TCCCCGTGACTGCTTATA GGCCAATTATTAAAAAATACCCCAAAAT 

CTTTGATGGAGTGCCTGTGGAATAACTGAAAAGGAGACCCAGAAGAACGA 

TTCATTCAGGTCCTGGAATAAAAAACACTAGGATTTCTACCGGAGG 
>Sequence 44 

AGGTACTTGAGCTGTGAGGTCATCGGAATCCCGACACCTGTCCTCATCTG 

GAACAAGG J AAAAAGGGG TCACTATGGAGTTCAAAGGACAGAACTCCTGC 

CTGGTGACCGGGACAACCTGGCCATTCAGACCCGGGGTGGCCCAGAAAAG 



Page 9 
of990ofTable4 



WO 01/51628 



PCT/US01/00798 



Table 4 



CATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAAGATGC 

TGGAGAATATGAGTGCCATGCATCCAATTCCCAAGGACAGGCTTCAGCAT 

CAGCAAAAATTACAGTGGTTGATGCCTTACATGAAATACCAGTGAAAAAA 

GGTGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCTGCATGGT 

TAAAAGTAGTCATGGATAACTACArTACCTGTTCTTGCCTAATAAGTTTC 

TTTTAATCCAATCCACTAACACTTTAGATATATTCACTGGTTTTACACAG 

AGAAATACAAAATTAAGATCACACATCAAGACTATCTACTGTAAAAAAAG 

TTTTTATAAAAGAAAAAGGCTTGGTCCT 

>Sequence 45 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCGATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTmCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGTACCT 

>Sequence 46 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCCAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTTACCAGTTGGGGAAGCTCGACTGTCTTTTTCCTTCCAAT 

CAGGGGCTCGCTCTTCTGATTATTCTTCAGGGCAATGACCTAAATTGTAT 

ATTCAGTTGCCCGTTCCAGGCCAACAAGTTTGGGCCTTTGGAACGCCAAG 

G AG ATGCCCTGTGACCAA 1 1 1T1 1GTGACGAGCTGCACCT 

>Sequence 47 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCC 

>Sequence 48 

CCGGGCAGGTACAAAGCAGGAGAATGATGCTCCCAGCTGAGCTGCAGGAT 

GGGCGCTGGGCTGACTGGAGGGGTAGACGGGGTGGGGTCTGACCCCATTA 

GCCTTTCCCCATCCAACCTGGGCCCCCATAAGCCATTCTCTGGCCCTCTG 

CACAAGACAGACTCAGCAAATCTGCGAGGTATGGGGATTCTGCCAACTCC 

CCACCTCGCCTCACCTTCCCTAGGTCTGCCGGGTGACCCAATCCACTGGG 

TGCAGCCCCACCCCCGCTCAACCCCACATCTGGACAGACACATGGCAAAT 

ATGGAACTGAAGCCCGGCTGGGCTGGAGCACATCTGGTTGTTGTTGGGTT 

GGAGTCGTCTTGCAGGTGTCCCAAGGTGGTCAGGCCTCACCCACAGTGGC 

CAGGTTGAGACCGTGTTTTTTAGATGATTCAGGTTACTCCAGGGCCAAAC 

ATGATCCTGATGACCCCCGGCCGAAAAACAAGCTGGAACCCTGGAAGAAA 

CCT 

>Sequence 49 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 

AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 

TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTT 
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CAGAAGAAATTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 

TTTACTTTTTATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCC 

ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 

TGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTTGTTGTTGTTGTTTT 

ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 

TAGACAAGGTTGCTGTTGTGCATTGTGCCTGTTACTACTGGGCTGTTCCT 

GGGACGGTTTAACACTGGCTGATACCGGGACCTTGGGGAATCTAGAACT 
>Sequence 50 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCGTAAAAA 

CGGTGCTGGCAGGTCCCAGAAGCAGGAGATGGCCGAGAAGATGGTCCCGG 

AGGTTGCAAGCGGAGAGGAAATCGGAGGGCGGTCGGAG 

>Sequence51 

AGGTACAACTTCATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCT 

GATTGCACTGCCGACTGAGAGCTCCACTCCGCTGTCTGCCATCATCCCAC 

ACATCAGCACCAAGACCATAGACAGCTGGATGAGCATCATGGTGCCCAAG 

AGGGTGCAGGTGATCCTGCCCAAGTTCACAGCTGTAGCACAAACAGATTT 

GAAGGAGCCGCTGAAAGTTCTTGGCATTACTGACATGTTTGATTCATCAA 

AGGCAAATTTTGCAAAAATAACAAGGTCAGAAAACCTCCATGTTTCTCAT 

ATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGAACCAAAGCTTC 

AGCAGCAACAACTGCAATTCTCATTGCAAGATCATCGCCTCCCTGGTTTA 

TAGTAGACAGACCTTTTCTGTTTTTCATCCGACATAATCCTACAGGTGCT 

GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAA 

CCATGCAAAGCAACX}ACTACTTrTGCTACGAAGAAAGACTCCTTTCCTGC 

ATCTTTCATAGTTCTGGTAAATATTTTTGTACCTTC 

>Sequence 52 

AGGTACATCATTTCATGTCATCCTGTTGGCACTGATGAAGAACCCTTACA 

GTTCAGGGTTCCTGGAACTTCTACCAGTGCCACTCTGACAGGCCTCACCA 

GAGGTGCCACCTACAACATCATAGTGGAGGCACTGAAAGACCAGCAGAGG 

CATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGG 

CTTGAACCAACCTACGGATGACTCGTGCTTTGACCCCTACACAGTTTCCC 

ATTATGCCGTTGGAGATGAGTGGGAACGAATGTCTGAATCAGGCTTTAAA 

CTGTTGTGCCAGTGCTTAGGCTTTGGAAGTGGTCATTTCAGATGTGATTC 

ATCTAGATGGTGCCATGACAATGGTGTGAACTACAAGATTGGAGAGAAGT 

GGGACCGTCAGGGAGAAAATGGCCAGATGATGAGCTGCACATGTCTTGGG 

AACGGAAAAGGAGAATTCAAGTGTGACCCTCATGAAGCAACGTGTTACGA 

TGATGGGAAGACATATCACGTAGGAGAACAGTGGCAGAAGGAATATCTCG 

GTGCCATTTGCTCCTGCACATGCTTTGGAAGCCAGCGGGGCTGGCGCTGT 

GACAACTGCCCGAGACCTTGGGGGTGAACCCAGTCCCGAAGGCACTACTG 

GCCAGTCCTACCAACAGTATTTTTAGAGAAACCCTTCGAGAACAAACACT 

AAGGGTAATGGCCAATTGAGGCTTAATGCCTTTAAATGAACCTTGGGCGC 
T 

>Sequence 53 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTrCTTTCTTTCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAG 

> Sequence 54 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 
ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 
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attctgcagaattaatttaaggaggcgctgatccatgctgagagtatcat 

cagaaaatgcattattcacaggtgccagcaaagtgtattctccatctggc 

ctcagagcagatgccaagcctaattgggccacaagatccgtgaaggtggt 

ttck:tgttttccagccagctcaataacttgtttggcagaatcaggaatta 

ggacctgatcaatcaaatggatcacaccattatttgtcacaatatccttt 

ttgttcaccattttgattccatttactgttatactgtcaccgtcacatcc 

tatctcaattgtatttccttccagcgtctcaaagactgctcctcccataa 

tagactcagaacactggagagtatttaagatgtggtacct 

>Sequence 55 

CCGGGCAGGTACGAGTGGCAGTTGAGGGGATCCCCGTTGGTCAGCGCGAA 
CTGCCCGTGGGTCGGCTGGGTCGGCGGCATCCTGCCCCTCTGCACCGCAA 
AACCATATTTGCCTTGTTCAAGGTCCCAAACCGCTTGCATCTTCCTCCTA 
AACTGGAATAACTCTCCTTTAGTTTGGCGGGTGAAATAAATGCTTTGTTG 

GCCCCCTGAAAAGATGTGTCTTTGATAATTAAAGAGAATCTCCTACCT 
>Sequence 56 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCT1TCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTGCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 

AAGCATGATCTTGTTACTGTGATATTTTAAATATCCACAGTACCT 

>Sequence 57 

AGGTACACCTTGAATGACAATGCTCGGAGCTCCCCTGTGGTCATCGACGC 

CTCCACTGCCATTGATGCACCATCCAACCTGGGTTTCCTGGCCACCACAC ' 

CCAATTCCTTGCTGGTATCATGGCAQCCGCCACGTGCCAGGATTACCGGC 

TACATCATCAAGTATGAGAAGCCTGGGTCTCCTCCCAGAGAAGTGGTCCC 

TCGGCCCCGCCCTGGTGTCACAGAGGCTACTATTACTGGCCTGGAACCGG 

GAACCGAATATACAATTTATGTCATTGCCCTGAAGAATAATCAGAAGAGC 

GAGCCCCTGATTGGAAGGAAAAAGACAGTTCAAAAGACCCCTTTCGTCAC 

CCACCCTGGGTATGACACTGGAAATGGTATTCAGCTTCCTGGCACTTCTG 

GTCAGCAACCCAGTGTTGGGCAACAAATGATCTTTGAGGAACATGGTTTT 

AGGCGGACCACACCGCCCACAACGGCCACCCCCATAAGGCATAGGCCAAG 

ACCATACCCGCCGAATGTAAGTGAGGAAATCCAAATTGGTCACATCCCCA 

GGGAAGATGTAAACTATCACCTGGACCT 

>Sequence 58 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCCAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTrACCAGTTGGGGAAGCTCGACTGTCTTTTTCCTTCCAAT 

CAGGGGCTTGCTCTTCTGATTATTCTTCAGGGCAATGACATAAATTGTGT 

ATTCGGTTCCCGGTTCCAGGCCAGTAATAGTAGCCTGTGTGACACCAGGG 

CGGGGCCGAAGGACCACTTTTCTGGGAGGAGGACCCAGGCTTATCATACT 

TGATGATGAAGCCGGTAATCCCTGGCACTTGGCGGCTGGCATGATACCAG 

CAAGGATTGGGTGTGGAGCCCAGAAACCCAGTTGGATGGTGCATAAAGGC 

AGGGGAGGCCTTAATACCCCAGGGGAGCTCTTACCCTTGGATTCAAGGGG 

ACCCTTGCCCGTTTATAAATAGTAGATCCCCCGGGCTGTGGGATTCCTTT 

CAATTTATTCTACCATATACCTGGGGGCGGCCCCC 

>Sequence 59 

AGGTACACAGTCAGTGTGGTTGCCTTGCACGATGATATGGAGAGCCAGCC 
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CCTGATTGGAACCCAGTCCACAGCTATTCCTGCACCAACTGACCTGAAGT 

TCACTCAGGTCACACCCACAAGCCTGAGCGCCCAGTGGACACCACCCAAT 

GTTCAGCTCACTGGATATCGAGTGCGGGTGACCCCCAAGGAGAAGACCGG 

ACCAATGAAAGAAATCAACCTTGCTCCTGACAGCTCATCCGTGGTTGTAT 

CAGGACTTATGGTGGCCACCAAATATGAAGTGAGTGTCTATGCTCTTAAG 

GACACTTTGACAAGCAGACCAGCTCAGGGTGTTGTCACCACTCTGGAGAA 

TGTCAGCCCACCAAGAAGGGCTCGTGTGACAGACGCTACTGAGACCACCA 

TCACCATTAGCTGGAGAACCAAGACTGAGACGATCACTGGCTTCCAAGTT 

GATGCCGTTCCAGCCAATGGCCAGACTCCAATCCAGAGAACCATCAAGCC 

AGATGTCAGAAGCTACACCATCACAGGTTTACAACCAGGCACTGACTACA 

AGATCTAACCGGACCT 

>Sequence 60 

AGGTCAAAGATTTA TTGAA GCAGAACCAAGTTGGTTGGATACTTGCTGGA 

AAAAAAAAAA GCAGTT TTAATAGTATTCAAAATACCTTTTAAAAAGTATT 

CTAGCAC AAG A 1 i 1 1 I CTGTAAACTAGATTATGTTGTAA ACTTTTTTCTA 

AATCTTGTAGGAGTGTCGGTTGTTAAGAACTAGAGCTTATTCCTATTCCA 

AATCTATCTTGCGCTCCTGAAAAACTGCAGAAAGGCACTTGAAAGCTGTT 

TCTTTAAGATATGGATTTCTTTTTTATTCTTGCrGGTAATATATTGCTGC 

ACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTGATGCTGAGAAGTTT 

C GTTGA TAACCTGTCCATCTCTAGrrTCAACCGTCTTAATCAGAAGTGTC 

Cum G AGTGGGTATC AACCAG AGGGAGTG A ATCCAGATTAGTTTCCCT 

CAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGTTCTCCT 

TGCCTTCCAGCAGCTTCCTGGAGGTGGCAATCTTAATGTCAAGGGCCATC 

TTAACATTGAACAGGTTTTGGTATTCACCAAAGTGACGAGCCATTTCCTC 

TTCATAATCTGAATTTATTCTGCAGGCGGGCAAAAGGTCTGGGTAGTAGC 

ACTTAAAGGGAAAGGTTCTTCATTTAAGCCTTGGCGTTCAGGACTAATGG 

TTCTTTAAGGGATCCCATTAAGGGGGGGACGCACTT 

>Sequence61 

AGGTACAAGAGTGTTTCATGAAATCCGTTTTTAAAATGAACATCTCTGTG 

TGCCACAGTTCCTAGGACTGGGGCAAGGACACAGTGTCAAGTCTTGTTTT 

GAGGATGAGTCTCTGAAGAGACAGAATTCCTGCCAGAATGCGCACAGAAC 

ATAAGTCAGCCAAGTGTGTCGTGCCAGGGATACITTGACTTTGGTTTGCT 

GCTGCTGCTAGGGATATTGGGAGGGTTATCCTTTCCAGGTTGTAGGAGAG 

GGTTGTGGGTAAAGGTCTGTCGTAAAGGACCCCTGGCTGCTAGCTCCAAC 

T GATTC CGCATGCGTTGTTCACGCTCTCGCAGCTGACGCGTCATTTCAGC 

ATTTTTCCAGCCTTTTTTGAAGCTCTCTAGGAAGCCTTCCCGTGGAGGTA 

ATTTGTCCAGGTCATGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 62 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCCAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTTACCAGTTGGGGAAGCTCGTCTGTCTTTTTCCTTCCAAT 

CAGGGGCTCGCTCTTCTGATTATTCTTCAGGGCAATGACATAAATTGTAT 

ATTCGGTTCCCGGTTCCAGGCCAGTAATAGTAGCCTTTGTGACACCAGGG 

CGGGGCCGAGGGACCACTTGTCTGGGAGGAGACCCAAGCTTTTCATACTT 

GATGATGTAGCCCGTAATTCTGGCACGTGGCGGCTGCCATGATACCCAGC 

AGGGAATTGGTGTGGTGGCCCAGAAACCCAGGTTGGATGTGCCTTAATGG 

CAGTGGAGGCGTCCATAACCCCAGGGAGCCTCAACATTGGCATTCAAGGT 

GGCCTTGCCCGGCGGCCCTTCTAAAACTATGGACCCCCGGGCCTCAGAAT 

TTATATAAGCTTATGATACCGTAACCTTAGGGGGGCCCCGTT 

>Sequence 63 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 
AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 
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TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTT 
CAGA AGAAA TTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 
TTTACl l'l 11 ATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCC 
ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 
TGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTTGTTGTTGTTGTTTT 
ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 
TAGACAAGGTTGCTGTTGTGCAGTGTGCCTGTCACTACTGGTCTGTACCT 
>Sequence 64 

AGGTACATTTGCCATCTCTGGTTAGTTGATTTCTGTCATGTTCCCTTCAC 

TGATAATCTTGGCATTTCATTCTTGAAGAACAAGTGGGGCTCnTCTCTG 

CCATGGCCATGCTGCCTTGGGCTGTGGTGACTCATGTATGTGTCTGTCCT 

CTGCACHTGAATGTGAGCTCTGTGTGGGTTTTTCTGTTCCTCTCATTAGC 

AGGTTCTGCTCCCTGGGCACAGAGGAGGTCATGAGTTGAGAGTGGGCTGT 

GCGTGCATCCTAGAATCTCAGCCTTCTTGGAGCAGCGACTATTATATGCT 

CTGGTGGGCTCTCATCTCCATCCGATTAAGTGTTTCTCTTTGGCTGCCAC 

GCCAGC 

>Sequence 65 

AGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCCAGGCGA 

ATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATAAT 

GGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAG 

CACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCC 

TTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTAAGTTTG 

TCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATG 

ATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCC 

AGTTGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTTTGGCTCC 

TCCCCAGCTGACCT 

>Sequcnce 66 

TAATTTGCTGTTGCGGCTACACATGCTCCAGCTTTTTCCAGTTCGGGAAA 

AACCTGTTCGCTGCACAGCCTTGCATTAAATTGAATTCGTGGCCAATCGC 

CGCGGTGGATAGAGTGCCGGCTTATGTTTTATTTGGGGTCGCTTTTTTCC 

GCCTTTACTGCCGATTAATATGAAACTTAAGGTTGGATTCTCCACCTGGG 

CCTTGCK^AATGAAAATTTCTAATTTTTAAAAGCCTTTTATTTGAATTACC 

CGTTCGGACCCTTTCGAGGGGGGGGGGCCCCCGGGGTACCCCAAGCTTTT 

TTGTTTCCCCTTTTTAGTGGAGGGGTG 

>Sequence 67 

AGGTACAGAATCATATTCTAAGATTATGTGCAAATATATGTGTAGAAAGA 
GGCATTTAAAAAAAGAGGCAGGAGATTGAGAAGAGACATATTGAATGAGG 
CACTAATCTTTAGAAAAATGATCTTTTACTGAATCAAGCCATGCTCATTC 
CTTGCTG A ATC^ GCTGTTAA 

TTTTTTTCCTTGCACCATCCTAGATTGTTAACAACCATTGCACAGTTGGC 

TCATGTATCCTTACACTCTGAGTTATAATAAGTTGTATTTTTATAAACAA 

ATACCTAAATATTCAAGTTTTAAGGCGCATGGAAACTGAATCTAGGCAAC 
GGGT 

>Sequerice 68 

AGGTACAAAAAGAAAACCATTTCTTTTCTCTTTTTCCCCCAGCATCATGC 

AAGGCAAGGCAACACCACAAATACAATAACTGAATTTACTTTGATTATAC 

TTTAGTTTCTTACACTTAAAATTATTTTGTATTATAATACTTACTTGGTT 

ATCTAAAATCAACATTGTCGATTTTAAACGGTTATAAAGCCAGACTTTAA 

GAAGCATTTAAAACAATTCATGAACTCTGTATGAAAGGAAATAATTGCCT 

CCAGCTTATTCTTTTGCATTTGAAGTAAAAGAATTTCCAGTATCATCAGT 

TTACTAGAAAATAAGACTTAGGGGGTCCATATAATTTATTCACATTTTTT 

TATACATCGTAAACAAGGATAGGATACTTCTGACAGTAGCCTATAAAGAT 

TTTTTAAAATTTATCCTTCAGTAT 

>Sequence 69 

AGGTACAAACTGTTTTGAAGCCAGTTCATCATAAGGAAGGACAAGAACTA 
ACTGCTTTGCTGAATACTCCACATATTCAGGCACTTTTACTGGCCCACGA 
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TAAGGTTGCTGAGCAGGAAATGCAGCTAGAGCCCATTACAGATGAGAGAG 

TTTATGAAAGTATTGGCCAGTATGGAGGAGAAACTGTAAAAATAGTTCGT 

ATAGAAAAGGCTCGTGATATTCCGTTGGGTGCTACAGTTCGTAATGAAAT 

GGACTCTGTCATCATTAGCCGGATAGTAAAAGGGGGTGCTGCAGAGAAAA 

GTGGTCTGTTGCATGAAGGAGATGAAGTTCTAGAGATTAATGGCATTGAA 

ATTCGGGGGAAAGATGTCAATGAGGTTTTTGGCTTGTTG 

>Sequence 70 

GTCCTCTGTTTTTAAACTGTAAAGGACTCCAGCGGATTGTTCGAAGTCTC 

CGATATCCCGCGATCTGGTGGCCGCAGAAGAAAGAGGCCGAGTCGGCGGG 

GACTGGGAACCACCAGTTAGCGGCCTACGGGCAACCTCCCGGACGCGCGC 

GCCGGGCCGACGTTAAACGTACCT 

>Sequence 71 

AGGTACCCGGCAACAGACCCTTTTTGCTGATATTAGCACCAGAGAAAGCT 

TACAGCAATCTAAGGTCCCAGGCTCTGGGTTCTCAGATGCCAGTCATTAG 

ATTCTCGTGGGTTAACAGAGATGGGAAAAGTCAATGGGGAAAATGTGCGA 

ATGATCGATTTCTTCGATTGTCGGATTGAGGGTGGCACAATGTCTTAGGC 

GGCGGCGGGTAAGTGACTCAAGCGAACCTCTTCGTTCCCTAGGCGCCCCT 

GTCTCCAAGAGGCGGCCCCGAAGGTGATCCGCCCCCCAGAGCAGGAAACC 

AGCCCACCAGTCCCAGCAAACTCTCCTCCGAGCCTGGGATGAGGAAA 

> Sequence 72 

AGGTACAGAATCATATTCTAAGATTATGTGCAAATATATGTGTAGAAAGA 
GGCATTTAAAAAAAGAGGCAGGAGATTGAGAAGAGACATATTGAATGAGG 
CACTAATCTTTAGAAAAATGATCTTTTACTGAATCAAGCCATGCTCATTC 
CTTGCTGAATCCAACAGCCCCAAATCTCT i 'I'i'CJ i ATATTTGGCTCTTAA 
III i 1 1TCCTTGC ACC ATCCTAG ATTGTTA ACA ACCATTGCACAGTTGGC 
TCATGTATCCTTACACTCTGAGTTATAATAAGTTGTATTTTTATAAACAA 

ATACCTAAATATTCAAGTTTTAAGGCGCATGGAAACTGAATCTAGGCAAC 
GGGT 

>Sequence 73 

TGGNNNTNNCCGCGTATACGGCTAATAGGAGCTCAATCGGAGCTCCACCG 

CGGTGGCCGCACGCCCTGGCACK}TACTTTCCTTAGCATATGTTTTCCTCA 

TATGTTCTGGGGTTTTAGACTGTAGACTAATCTGGAGTTGGAGTCTGTGC 

CTCTCCACTCTCCACCAACCAGGCGGGCCCATCACATACGTGATANGGAA 

A ATACC TGAAACCCAGGCCAGCAGGCAGCTCGGCCATGGCTGAGAGGCTG 

TGTTTTAGAAACGAGGCTCTTGGGAATGGGGCAGAACTTTTTTCAGGCCT 

TTTCAAGAGCAATGGAGCTCCATTGCAATCAATACCCCAGTCTGCTTGTA 

GACGCGCTATTTCTTTCTTCAGTGCTCCTTATGGCTCTGTGTTGCCGTTT 

CATTTCTAGTACCT 

>Sequence 74 

GTTCCTTGTGTCTTAAAGCAAACACAGGCACAGTATTCTGGGCAAACCAG 

ATGTTAATAGCTTGACCTCTCTGTCAAAGGAGGACTTGGTTGCTTAAGAC 

CCTTAAAGCTGTCAAAATATAGCTTCTCCAGGATACTATCATCCTCACCC 

ATTTCTTATTCTCTTTGCAGGGAGAGATCATCTCTCAAAAAGCTCCCATC 

AGAGCAACCATTCTGGGACTTTGAGCAGAATGCTTAAGGCAGTGGATCTA 

ACATTGCACACCACCTGTTCTTGCAGTTGTGTGCTGTCTGAACTGCCTCT 

GACGGTCACATTCCATGGCCATGTGCCACAGCAAACCTGGGATACTGAAT 

TTAAGGGTTGCCTTGGCCATTGGGGGAAGGGAGGAAGGAGAGACAACACA 

ACGGGAGAGAACAACAAAAATGCGAGTGGGGTGCATTCATCCATCTCTCT 

TGTCATTAAGGGCCCACCGGGTGCCACTATGGTACCT 

>Sequence 75 

AGGTACTTTAGTGTTTAGCAAAAAAGGGACTATGGAATGTCAAACAGGAA 

CATATATGTTAAACATAAACATGAAGCAGTGCCAGCTGCTGTCTGCCATA 

TAGTCATGCTTTGTTAATGTGGCACATCTTGCCATGATGGTGCCCTCATG 

AAACGAAGGATGCTGAAGCAGATGCCATTCTGTTTGCTTTGATCAGAAGC 

CACTCTCTGGTCAAGGAAGTATTGGTTTCATGCTTAATTATAACAAGTTC 

TCATCACAAAGATTATTTTCTTTCTCCAGATCTGGATTGTCTGCACTCAC 
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TTTATATTATTAGACAATCACTCAGATTGTTTATGTTTTTATGTTTAGAA 

ATAAGACAGTGATTCAGAGAGrCCCTGTATTTAGATGAAAGAACATTTTT 

TAAACATATTGACTGTAAACACTGAAAATCATTAATTCTCAACAGTTGAA 

GGTTTCTGACAGGAACGGCCCTTGGAAATTGTAAATGGGCACATTGTCAG 

GTATGCCCATTGTTGTCACATTGGAGAAGATGGATTCTGTTCTCTCTGGA 

G TCCT TTGTAATGCCAAGCTTCCTCTCCAGGGAACTGGCTTATTGTCATT 

ATTTTGAAATAAATGGCACTTCATAGTATTAAGTGGTTCATTGACTCTTC 

TCTGGCTGACT GTATT CTGGAAGCAAGCCACTCAACTTTGGAACCCTTCT 

•CTTGTACCAACTTTTTGTGGTTGCCTTAAACCAACCTTATGGNTTCCTGG 

TAGTTTCTGACAACATGGTATAGCATGGACTTTGTCATCAGATAAGCACG 

>Sequence 76 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGA 

AAGAAAGGTACCTCT 

>Sequence 77 

>Scqucnce 78 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 

GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 

AGAGCCTCACAGCAACTAAGACCAACX:CAGCTCTCAGAAGAAGGAATGTC 

AAAATGTGATGTTCAATTTTACATTCAGTGCCTGGAATCnTrTCTTCACA 

ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGTATTAATCTTCAGC 

TCACAAAG GAAATAC TACATAAGAAGCAAGACCACAGACTCAAGGCGGAC 

ATAATTGGATTTTTTCGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 79 

>Sequence 80 

>Sequence 8 1 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAAATCCAATTATGTCCGT 

CTTGAGTCTGTGGTCITGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAA 

GATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAA 

GAAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATT 

TCTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACAC 

CGACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGT 

TCTCCCCAGTCC ACT7TACCCGCTCTG GGCTCACCTCTG AATGTCCCCGC 

GTACCTGCCCG 

>Sequence 82 

AGGTACGGGGACTGGTAGGTGGTTTGGATTCTGATAGGAGAAAACACTGC 

ACACAGCAGGCCAGAGTGGGAATACCTGTATTCTCTATGGTAACAGTCAG 

GTGAATGGAGAAACTGGAGAGATATTTTGACGGTTGTCTTTAAACTCAAT 

GGAGGGCTTGTGTAGCAAAGATTGTAAACTGGCAGCTGCTGGTGGTGTAA 

TGGATTAAATCAGCAGTGCTTATAGAAAAGAATTTGAGTGTTTTTAGATA 

GGCAGATAGTCTCCTGTCTTCCCTGTTATCTTGGCTTCCCTTGTTTACGT 

AGCTTATCTACCTCTCATGGAGATATGAGTTTGAGATACTTGTAAGGTCT 

GCCCAGGAGCAGATGTGTACCTGCCCG 

>Sequence 83 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGTAAATACGACTTCATCATGCTGAGTTGTGTGCAACTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCACTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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AGTTCCTTATGCTACTTTGACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTCGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATGCACAATGCCCACAAGAATTCAACTGGATCTGGAAGACGAAAGAG 

ACTGATGGTGTGGAACTGAACCCATTTTGATTGAGACCTACACAGGGCTG 

ATGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTAGCCCGTGG 

GAGTATTGGTTTTTGAGAGTCCTTTTGGTACCTA 

>Sequence 84 

CCGGGCAGGTACCCAGTGATTACTATATCGGATGGTGCAGGTCTCAGTTC 

TTTCCACCATTTTTTCCCCACCATATTTTATATGTTTACATAGGTGAGAC 

AAATGG ACTTAGG CCAAAAGGTTTACAACTGGAGAACCAAGTTGGAAGCA 

AAG AGGTJ Mill GC AAAG AGG AATCTCTTGC AAACAAACCTGG AACTTG 

GCTTAGTGAGTCAGTTTTTCTCACATGTAAGTATGGCTCTTTCAGAGCAC 

TAACACTGGGGCTGTGCTCCCCTGGAGAGGAAGAGCCTTAAGGAAGGAAG 

GAAGGAACTCTTGAGTCTGTTAAGTGAACTGAGTGTGTTGACAGTTTGAA 

CACACTCCTTCTGGCAGCAAAACAAACTGCTTGGCTTATTTCGTATGTTG 

AATCAGAGTAATTCCTTTAAACTGGCTTTTAATTTTCAAAGGTGGAAGCC 

TGCTCCATATACTCTGCTGGCGCTGTGCACCTTTTTAGTTTCAGAAAAGG 

ATGCTGGGCACCGATCTCTTTGGAAGCCTTACCTGGAGATTTTACCCAAT 

GCGTATACCTGCCCTGTTTGTTAGGAGCTCGAAGTGGTGAACACTCTTAC 

CAAATCTGTAATACCAAGGCTGATTACAGAGAGCACACGTGCATGAGTCT 

TTGTTTCTCCAGAGACTTTTATATATCTGCAGCTCTGTTGCCGAGCTGTT 

ACAAGATGTTCAGCTTCAGTCCCTGTTGTGGCTGGTGCACCGCAACCCCA 

AACCGGTTCCTGGGCGTTGTAGACTATGGGTTCNCAGCTTCC 

>Sequence 85 

CCGGGCAGGTACCAGACCCGGTGAGAGCCCCCATTCCAATGCACCCCCAT 

CTCAGCTTCTGGCCAGAAGACCTGAGCAAGTCCCTCCTTCTTCCTGGCCT 

TGCTCCTTCCCATGGGTGGAACCAGGAGGGCTGGCTTTAATCTCCACCAGA 

CTC TTGC CCCGGGACTGTGATGGGCGATCGGCCACTTCTCAATAATCTTC 

CTGTTTTCCTTCCGCCTTCTGTTTGGCTGTAGACAGGACCAGTGCATCTA 

TAACACCACCTACCTGAATGTCCAGCGGGAAAATGGAACCATCTCCAGAT 

ACGTGGGAGGCCAAGAGCATTTCGCTCACTTGCTGATCCTCAGGGACACC 

AAGACCTACATGCTTGCTTTTGACGTGAACGATGAGAAGAACTGGGGGCT 

GTCTGTCTATGCTGACAAGCCAGAGACGACCAAGGAGCAACTGGGAGAGT 

TCTACGAAGCTCTCGACTGCTTGCGCATGCCCAAGTCAGATGTCGTGTAC 
CT 

>Sequence 86 
>Sequence 87 

CCGGGCAGGTACGCGGGGCAGAGCGGGTAAAGTGGACTGGGGAGAACTTC 

GGAGGATGTTCATGTCCAGGAGCAGTCCCACGCCCTGTATGGTCGGTGTC 

TAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGT 

CAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCAC 

AATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAG 

CTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGA 

CATAATTGGATTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 88 

AGGTACCTGTTGGGAATCTGAATCTCAGGGTTTCTGGCCATTTCCTGTTT 

TAAAAAATCCTCCAGTAAGAAATATTGTAGCTGTTTCCTTTCTCTTTCTA 

AGTGTTGATTCAACTTGAGTGTATGAGTTATTGCGCTGATAAATGATTGT 

CCTTTGAGGGGAATCGGATCAAACCCAAACAACAAAGGTAGGTATGACTT 

GTGTTTAGTTAAACTTAGAAACCAACCCCATCCCTTAGGAAACCCCCCCC 

TTTGGAAATGGTTTGGATTCTTAATTTTACCAAAAAAAAAACCCCTCCCA 

GTTTTTCATTGGAACCCAGTGGGTTTCCATTTAAAAGAAGGCCCTCTTTT 

TTGAAAAGGGCCCCCAAACTGGGATTTTCTCGGCCGGATGTTGACCTGCC 

CCGGGGGGCGTTTTTAAACTGGGGGATCCCCCGGGCCGGGGAAATTCCAT 

ACACCCT TATTT GAACCCGCCACCCTGAGGGGGGGCCCCGTCCCCACATT 

TTTTCCCCTTTTAGGAAGGGTAAAAAGCCCCCCGGGCCTACATTGGGCCA 
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GAACTTTGGCACTGGGNNNNNACTGAAATCTACCCTCAGACCTTATCCTA 

CATGTCTGTTAATTCCCCCTTAACTGTTTATAGGTrCATTTGGAACCTGG 

CTAGTTGAAATTCCAGTAAAGTGCATTTATGTGGCCCAATGTTGCTTATA 

GTAAAAGATGGGCTCCAAAGCCATGAAAGTGCTTTAGGGCAAAACAGAAT 

CCTTCTGATACCTGCCCGGC 

>Sequence S9 

AGGTACTCATCCTTCCACACCATTGCCAACATTTAATATTACCATTTTTA 

AACTTTAATCAATCTGACAGGTGAAAAAAAAGACTTCACTTTCTATGTAG 

CATTTCTTTTTTAGTGAAGATG AACA 1 1 1 i ill CGTAAGTTC ATTAACTT 

TTAAATTTTCTAAACAGCAGTGGATCCAATCAATACTCCTCAAGTTGCAT 

TTAAAATTTTAAAAAAACACAGCTATAATCCTACCACTTTGGGAGGCCAA 

AATGGGAGGACTCCTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACAT 

AGCAAGGTCCTGTCTCTTAAAAATAAAAAAATGTGTCAGATATGGCGGCG 

TGTGCCTGTATTCCCAGATACTCAGAAGGCTGAGGCAGGAGCATCAACTT 

GAGCCCAGGAACTTGAAGCTGCAGTGAGCCAGGGTCACTCCACTACATTC 

CAGCCTGGGTGACAGATCAAGACCCATTTGCAGATTGTATCATGTCTCCA 

GATTTCTGGACTTTATCAAATATTGTAAAAATTACATTANACCGGGACTG 

TGGCAATCCTTTATTACTGAGATCTGCCCTCACACGTTCTCCTACATGTC 

TGTAAGTCTCCACTAAGCTGTTTATTGCTGCATCTCGAACCTTGCTCTTT 

GGATCTGCAAGTAAGTGGCATTATGTGGCACACTCTTGCTTATAGTAAAG 

ACTGGCCTCAAAGCACTGAGTGTTGCTTTAGGCAGAAAAGATGCCTTCTC 

AAGTCTTGCCAGGG 

>Sequence 90 

CCGGGCAGGTACAATCCTGCCCTCAAGAAGGTTAAGGTCCAGTTGGAGGA 

GACTTAGGAGTTCAACTGACCCAGTTCTGCAACCTTAGGTGGCTGTCCTC 

ATCCTGACAGGAGACAGGGGACACACAAAAAACAGTGATTTAGGCGTTAA 

CAAAGTGGCTTTACAAAGGTGTAGACAGAATATAGGAAATCCAACAAGGC 

CTGGTGGAGCACCATGAAGCTGGTGACAGCAGGGAACACCCGCGTACCT 

>Sequence9l 

AGGTACCTTCCTGCTCTTGCTGAAGTGCCCTGCAGTCTGTCTGCCAGGAC 

AAAAGTTTGGGGCTACACAGGCTGGCCTAACAATGCCACAGGTGCTGATT 

TGGAGGGCCGAGAGGAGTGATGCGGCACTTATAAAGAGGAGAGAAAGGAG 

GAGAGGCTCACCCTCACGAGGCTTCTGAGAAGGGGGTGAACTGCAAAAGT 

GCAGAGGGCAGGAGAGACCTCAACATCTACCCAGTATGAGGAGTGTATCA 

CAGCTGGGAAGGTGATTCCAGAGCAGGGGAAAATGCAAGCTCCACTAATA 

CAAATGAGGTGAGGCAACCAGTGCACAGCGAGGGGTTCCACAAGACCCAA 

CAACCTCACAAATCCAACAGACGACCAACAATAGCTGGGGACATGCTCAA 

GACCCACAGAGCAAGTGCATGAAGCCAGGGCAAGGGGCAGCAGTGAGGAC 

AAATCTCTCCATGAGTACCTGCCCG 

>Sequence 92 

TTTATTTCTGAAANTTGGGATTCCCACGTAGGGTGTTTTTTCrTTATGAT 

TTATTAAAACTCTNTCCCCCCGGGTTGGGGGCGCCCCCCCCCCGTGGTAT 

TTCTTTCTAGAGAGGAGAAAGAAAGCCCGTCTGAAATACAAAGGGAGGAG 

TTI i 1 1 i I ATTA AAAGNNG AGAAAATACNGTNTAG AATAGG AGTG AG AAT 

AAAGGGGAGAATGATGAGTGATTATAGCGATATAGTACTA 

>Sequence 93 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGCCACAATAAAAAATCTGACTTAG 

CTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCAA 

ATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTATG 

CATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAGT 

CTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACCC 

ACTCACTGTACCTGCCCG 

>Sequence 94 

AGGTACAGACAACGGATTGAGCTACTTCCTAACACAGTGACTGGGATTCA 
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GGACATATCCAGTAAACGTCTGTTAAGGAACTAAACAAAATAAATAAATA 

AAACAGGATAGTGGCTGGCTGCTCTCTCTGTGTAGACTGGATTAAAGTAG 

AGCAGGAAAACATGTGGGAGGTTACTGAAGTGGTGGTATTGGGAGTGAGG 

ACAGGCGAGTGATGTCACTTGGACCATTGGAAGGAAGGAGGTTCATGCAG 

TCAGGAGCTTAGCGATAACTCACATGGAAAGAAGGCAAGAGTCTCGAGAT 

GCACAGTGCGAAGAGTAGCTGAGGTCCAGAGGAGGTGATACCGACCTATA 

CGTAAGCGAGCTAATAGGTGTTGTGCTATGGCCCAATGAGTAAAAGTCAC 

CTGCCCAACTCCCTCGAATAGATTCACGTTCTGCTTTCTGAAATACTCGC 

TCAGAGGCAGTAGGGAATATCCCATACCTGGCAAGCATATTCAACCCATA 

TTCTAAACTAGAAAGGTTTACTTTTCTTCATGCCAAACAGAAAGCCATTT 

CATCACTTTGGAAATGAGTCGCATACTGTATTTTCTCCAATTTTTACCCA 

CATGAAAATTAACACCTTATAATAAAACTGATAACACCTTTACCTGCCCC 
>Sequence 95 

ACGTACAAAATGCATATTATTATTCTTTTCATATACATATAATGAATGCA 

A A AT A A A AT ATTAAC AT ATA ATAA ATGCTCTGC AC AG A AC ATG CTG C AG A 

ATAAATAATAAATGGACAATAAATTATCCTGGTCCTGTATTGATAGAAAA 

GGAAAATAAAGACTAGAGGTTAAGGCTTGCCAAATGTCATGTATTTAGTT 

TGAGAACTTGTTGGTAGAGCAAAGGGAATTTCTTCCATAAACTTGAAAGT 

GCATTACACAAATATTTTTCTACTTAGTTCCTATACK^ATTTCrTTGAGAA 

AAGTAGATATTACCCCTTAATAGTGAGGGAACAAAGGAAGGACAGAGAGG 

GAAGTGGGTTGTATAAGCATATGAGACAAATTTCAACAGACAGTGGAAAC 

AAACAAAATTAGATTAATCCACTCTCCCCTACXTTAACnTCCACACTAG 

TCTAAATTTTTGTTCCCTGGATGTATATTACAGATACATGTGGTTAATGT 

GTTCGAGGAGGATCCGCAAAAGTTGGTGAAACTGTGAATGTGAAAGCAAA 

ACCCATATTAACrGTCCCACTTTATTTGAGTGGGGAAAAAAGACCACCCA 

CTGACAGAGACCCAGGATATGATCAAATCCTAAGAAGGAGGATATGCCAC 

AAAATGCTCCGGCTTATTTTTCTAATGGCCTTCGATGCCGGGAACGAAAA 

CATTTGGAAGTTAGGGACTTAAAGAACTTGCTCCATCCAAAGATGAAAGA 

TTGCTTCCTTCTCAACAGTTAAT 

>Sequence 96 

>Sequence 97 

ACGTACACAGTACATCATCTATGGTCTATGCTTGAGAGTCAATATGGTGT 

CACCTACCTGGAACCCTACGCACAGTATTTTTGAGAAACCCACTCACATG 

TGTCAGGCAGTATGTTTGCCAAGGTGCCAACATGCAAGAATTTCAAAGCT 

GGATGATACAAAGTATAAAACCTATAATTTTGGCCAGGCGCAATGGCTCA 

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACCTGAG 

GTCAAGAGGTCGATATCAGTCTGCCAACATGGCAAAACCCCGTCTCTACT 

AAAAATATAAAAATTAGCCAGGCATGGTGGTACCTGCCCG 

>Sequencc 98 

AGGTACATCATTACCAGTGACCAGTCATTGTGTCATTTCTTTCGAAGTCT 

GTCAGTGATTGGTCAATGAAGATCTGTTACTCAGTTTACCCTTAAATACC 

AAGGCATGTAGTTGTGTCCCTCCTTATTTCCCAGTGATGGAAGTTGGTGA 

CAGCTTACAACAAAAGTATGAGCAAAAAAAAATGAGTTGGTCAGCAAAGG 

TAAATGTGCAAGAAAAAAAAAAAAAAATTCCTTGCCGGGGGGGCCCTTTT 

AAAATTAGGGATCCCCCGGGGCGGAAGGATTTCAATTTAAACCTTATGGA 

TCCCGCCAC<XTAAGGGGGGGCCCCGGCCCCCACCTTTGGTCCCTTTTAG 

GGGGGGTAAATGGGCCCCTGGGGGTACTGAGGGCAATAGCGGTTCCTGGA 
>Sequence 99 

AGGTAC AAGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCTTTTGGTTAATTTrrGGTTTGGTTAT 

TTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACCA 

AC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTGT 

TTATTTTGAAACTCTTTGTAAGAAATGAAAACTTGTAATGATAATCTCTG 

(nTTGTAAGGTTATTTCCTTCrrrACCCCTTAAACCCCITGATCCTTTCC 

AAAGCCAAAGGGAGAAACCTAAATTTTTTTATTTTGGGTAACCTACCCTT 
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GACCATTTCATTTTGAAGGGTTCCTATATATGCTTTTTTTCATTCTAACC 
AATAATGGTGTTTAAGTTCTGTACCCT 
>Sequence 100 
>Sequence 101 

TTAAGGACAGTTGCCGCTNANGAGAAATGCTCCACNCAATGATGGTCCCC 

TACATTCCGCAAACCAGCCTGCACATTACCTCTCCATACTGCAGCCCTAT 

ATATGGAAACTTCTTACATCACTTTGCTGTGTGTAGTCAACACAGGTGGG 

I i 1 1 1 GCTTGTA ACCTCGGCACG ACTGCTAG AACTAAGTGGG AGTCCCCA 

CGGGCCTGCGAGGAAATATCAAATATCCAAGCTTTATCCAATTCGCGTCC 

GACCCCAACCGGGGAGGGGCGCGGCCCCCGAACCCTAGGTTTCTGTTTCC 

CTTAAAGGTGAGGGTGTAATTCGCTGGCTTGGACGTAATGCATTGTCATA 

GTTCCTTGGCCCGGGGNAAAGGGTTATACATAAAAATATGGCGCGAAGAA 

ATTACTGACGGAACAACAGTGGCAGTGGGAATAATTCAGGGGTGAAGTAT 

ATGGTAGGAGGAGGAAATATGGGGGGAGGAAATATTGCGGGAGGGATATA 

TTGCGGGCGGTTAATATATTGGGAGGGAGAATTTAGTGGGGGGTGAAAGT 

TAGCGGGGGGAAAAATCGCTGGTAGAAAATATATTTGCGGGCGGAGAATA 

TTGTCGGCGTAGGTAAAATTATGCGGCGGGTCATATTATGGGGGGGAAGA 

AAACAGGCGGCAGGGGAAGATTATGCGGGCGTGGAAATTTAGTGGGGGGG 

TGAAATATTTTGGGAGGGAAGAATATGTGTGGCGTGGAGATAATTTCGGG 

GCGGGGCGAAAAGTTGGCCGGGGGAGAAATATTATGGGGGTGAGATATAG 

ATATCGGTGGGAAAATATAATGGGGGGGAGAGAACACATATGGCGGACGA 

GCGCAAGAAGATCGGCGGCGTATGGTAATAATAATGGTGCGGAGAGAATA 

TCATGGTGAGGGGGGAGAAATATACGGGGGGCGGGGCAATTTTGATGGGG 
CG 

>Sequence 102 

AGGTACATACTTTCCTGTGTCTTGCTGTTT^^ 

ctatttctatattgccacattcaAagctititaaagcattttcaggatag 
ctatttatagtcaagatgtatcacagtttgtcttatttacctgtcccccc 
actgatgaacagtctggttgcton'gtttgtttttt^ 

AAA CATCC TTATAGTTGCACTTTTTTATTGTTAAATCTTGATGTATTCTT 

AAT<J in 1 GTTTTAATAAACACAAGGTCTCACTGTGTGGCCCAGGCTGGT 

CTTGAACTCCTGAGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTGC 

TAGGATTACGGACGTGAGCAACCACCACTGGTCAATAGTTGCACTTTCTA 

ATGTGGGTTTGTAGGACAGTTCTTCAGTANTGTACGGCATGAAGGTTTAT 

AGTTAGGTAAAATGGCGCTAGATTGAACCTGCCCGGGCGCGCCGTT 

>Sequence 103 

CCGGGCAGGTACACCTCTAGCCTTCACTCACACTCCTTTCTATGTTGGTC 

AAAAGGCAAAAACCTCCTGAGTGACAATTACCCCTTCTCAGGTAGCAGCC 

AAAAAGAGTTAATTGTTTCTCATCAGAATCTGCATGTGGCCCCAGAGCAT 

CATGTATAGAACTATTCTGGAGTCCTTATCATCATCATATAACTACGTGT 

CCACTGTGCATCTCCAGAAAAGAGATCCTATTATAGTCATCTTTGCTTCT 

CAGTTTGCACCACGATACTAACAATAGCAGCCATTCAACAGATGGTTGTG 

GAA TGAC TAAAATTCTGTGTTCCTTATTGCATGCCTTGCCTTCCCAACTA 

AGCTTTTCAAGAGTATGGATACAGTATTATAAGTATTTATATAACACCCA 

CACACAGAGACACATAAAGCACCTGGAATCGCACTTTTCAGACAGAAAAT 

ACCCAATAAATACTTACCGAATAAAtTAATCAATAGAGAATTAAGAACAA 

TNTTGCCAGAGGCATAGCTGAGTCTGTTGCTCTGACAGAAGAATGTATTC 

AGGTAATGAGAAGCCAGTTATCAATGCTTGTATGTGTGGCAACATCCCAG 

TCCATCTAAATGGGTTTACCTGTGTACCT 

>Sequence 104 

CCGGCCAGGTACCTTGGAATAGATATTACTCTTTACTTTTGCTAGTGGGG 

TACATTGTATTTACCAAACAGAGCTGCATATGTATGTGTGTGCATACTCC 

CCCCATCTCACCCAATATGCTATTTTTGAGCCTCCATCAAGCAGTGGGGT 

CTTTGTTTCCTCCTCTTGAACCCGTACAGACAGGAATTCTGCCCCGAACG 

TTTTGGATCTTGAGCATTGTGTTTTAAGAGCACAGCTGCAAGATCAAGAA 

CATGCACCTGGCACTGCTAGGTGCCCAGCGCCATCACGCCAGCATCTCCC 
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TTCCCATTrTCCTTGTGACCACTGTTTAGGCATTGAGATTAAGCACTGTA 

TATGTATATGTGTTCATTGAGAGAGGGGATTAAGTrTTTTTACTTTTAAA 

TG AAATC A AC A ATG AAAATATCAATTG AC ATC AGAG AG AGTT rC TTl TAA 

GCAGTGAAATGAACCAACATGACGGCTGTCGGGTGCATTTTTTAAAAATC 

CACCTThmNGAAAAAATAGGGGGAANANNhWNCCCCCCCTGGCCCGCTCT 

AAAA ATAGGG AAACCCCCGCGCTCGG A AAATTTTTTTTAA AAATTTTTTT 

TTCCCCGAACCCCTGGGGGGGGGGCCKjGCCCCCATTTTGTGCCCCCTTTT 

AAGGAGATAAAGGCCCCTCTGGGCCATTCTGTGATATTNNNNNTTTT^ 

GCGGNNhWNNNAAANNNh^^ 

GNANGAAAAAATAAGAGAGATGAAGAATCAAGAAATAAGGT 
>Sequence 105 

CCGGGCAGGTACGCGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAG 

TGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACG 

CCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGC 

TCTCAGAA GAAG GAATGTCAAAATGTCATGTACAATTGTACATTCAGTGC 

CTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAAT 

CCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGA 

CCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Scquencc 106 

>Sequence 107 

>Sequencc 108 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGGGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTAGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGGAGCAAG 

GAACACGCAAGAGATCTACAGCTCTGATCTCCAGGATAGTGAAATGAGGT 

GGTGAATGATAAGGGTATAATTTAGCCAGCTCAGTGAATAAATAATCATT 

G CAAATGG AACAGTAGCACCAGACCACAGACTCAAGACGGACATAATTGG 

An 1 1 1 1 1 I GCCATGGGCTGG AAAG AA AGGG ACCT 

>Sequence 109 

AGGTACATTTTACTTGCTTGATCTCTGATTCCCCTCACTGGGTCACCCGC 

ACCTCTGAGTGCCCTCCTCACCCTGCATGAGTCTTGACACCAGGCCCTGA 

GCCTTTCCTCTGTGTGGTTGCCTCACAGTCCTCTGTGTGGGATCCAGAAC 

TAGGCACCAAGCTCCCCACGTAGGAGGGTGCCCTCCCCATTCCCTCTGCT 

GAGGCTCGAACCAGCATG 

>Sequencell0 

AGGTACTTTT1 TTTTTTTT1 111111 rTTTTTTTTAAAAGGGCCTGCTTA 

TTGTTTTGTGCTACCTAGCATCCAGCCGCCCCTTTAATTTTCAGGTTAGC 

ATGTGTTGTGTGGGTCCCAGTGGACTGGCCTTGTCGTTTCTGCTCACCTC 

AGGATAGTTATGGAATGTTCATGACATAGACTTAGCCAATTCAATGTCCT 

TGTCCTAGATTTTGAATACTGAAGGAGGAACAAAGTGTAGGGACAGTTGA 

AGTGTTTACAGTGGTAAGGGCAATGATGTGGAGAGTCCAAAGGTGAGGGC 

TGCAGCAAGACTACAGTAGTGGCAAGTGTCTAATAATAGCAATGCACAAT 

GTGACACACGAACTAGACCTTGATCATCTTTCCTGATGTCTGATCTGGAC 

TCTGTTGCATCTGGCCTGGTTCTCCAGCCTATAGTTGATTCTGCAAGCTC 

CCTGCTATCCTTCCAATACACTTCTCTACTGCTTAAAAGAGTCATAGTAA 

GTTCTGTTGCTTGCAATCAAGAAGTTTTTATTCGGGATTTATAATTTCCT 

TGTTT ATAGCTA ATTGTTGTCCTATAAAATTCTTCTTTTTGGAAATTTAT 

GGGGATTTTTTTTCTTTGGGGCCTAACATAGGCAAATTT 

>Sequence 111 

AGGTACACAGACAGCAGGTAGGTAAGCTGATCTGGAAGGTAGGGATAACT 

TGTATAATGAATGGAATGTTAGGAGTCTGTGATCCTAGCTCTTCAACTTA 

AGAGTTCTGCAAACCTGGCCGGGCGCAGTGGTTCACGCCTGTAATCCCAG 
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CACTTTGGGAGGCCAAGGTGGGGGCGG 
>Sequencell2 

GTTCCTTGTGTCTTAAAGCAAACACAGGCACAGTATTCTGGGCAAACCAG 

ATGTTAATAGCTTGACCTCTCTGTCAAAGGAGGACTTGGTTGCTTAAGAC 

CCTTAAAGCTGTCAAAGTTATAGCTTCTCAGGATACTATCATCCTCACCC 

ATTTCTTATTCTCTTTGCAGGGAGAGATCATCTCTCAAAAAGCTCCCATC 

AGAGCAACCATTCTGGGACTTTGAGCAGAATGCTTAAGGCAGTGGTTCTA 

AAATTCCACACCACCTGTTCTTCCAGTTGTGTCCTCTCTGAGCTGCCTCT 

GACGGTCACATTCCATGGCCATGTGCCACAGCAGACTTGTGATACTGATT 

TTAGTGTTGTCCTTGGCCATTGGGGGAAGGGAGGAAGGAGAGAGAAGAGA 

AGGGGAGAGAAGAAGAGAAATGGGAGTGGGGGTCATTCATNCCTCTCTCT 

TGTCATTTAGGGCCCACCAGTATCCACTATGGGACCCTCCCGGGCGGGCG 

ATCTAGAACTGTCKjAACCCCCGGCATCCTGGAATTTCATTTCAAACTATT 

AATGCCGCCACTCTCCAAGGGGGGGCCCGGACrCCAGCTTTTGTATCCTT 

TTAATCGAGGATAAATAGCCCGCCTCTCCGAAATCCAGGCCATTACCATT 

CTCCTCGGTAAAATTGGTTATCCGGTACAGAATCTCCAACACCTTTAAGC 

GCGAGCGTGTAAATGAGTAAGACCTGAGGTGCCTTATTCAATAGGCGAAC 

TCGCATTAATGTCATGTGGCAAACGTGATAATlTATCCTCTCGAACT 

>Sequence 113 

GATGATCGACTCCTATACGGCGAACTGTGCGCCTGATATAGGCACGCTAC 

CGCGGTGGCGGCCGAGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGG 

TCACAGCACAGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACC 

TCTCCTGGCCACTATCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAG 

AAGAGCCTTGAGGACCAGCCTAGTCAGCCGGGGGCCATTGAGACTGCCAT 

GGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAG 

GCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCAT 

CATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATC 

GCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGA 

CAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCT 

TCTGTCCCGCTGGAACCCATGGTCCACTTGAAGTCCTTATGCTACTTTCA 

CTGAGCATCCTATGAAATACACCCATGAGAAAATCCTTGGAAATTGCAAG 

TGGGCTGGGGTCATGTCTTAACTTGTCCCACCTATCCAGATTGCCCACAA 

G AATT CAATGGGTCCGGAAAAGAAAGAAACTGATGGTGTTAACTGAACCC 

ATTTTGATTGAACCTACCAGGGCCTGATGTATTCATTGGAAACCGAACAA 

ATTGGCTTTTCCCTTGCCGGGGAATATTGGTTTTGAAAGGCTTTTGGTAC 

CTGCCGGGCCGCCGTTTTAAAACTG 

>Sequence 1 14 

CCGGGCAGGTACAGAAAAGCAGAACATGACAAAGCCATTAGAAATACCAA 

GCATGTCTCCTGGAGGGTAAGAGGACAGTGAGCCCTTGAAGCAAGTTGGG 

GGGATTGGGAATGATTTTACAGGATGGTCAGAGTTCGAAAGATGGGTAGG 

AATTCAACAGGAGTGAGAGGTAGAACACAAGCTTAGCTGAAAGAACAGCA 

TAGAGAAAAGACAAGTTATTGGTTACTTGAAGAAGAGTTAGTGAAGAGCC 

TCAATGCCTAGCTAGGCAGCTTTATACCTAATTTCAGTGGGTGATGAGGA 

CTACTAAAGGTAACTGAGTAGGGAAGTGACATCATGATAGCTATAATGAC 

TAGGCTGGGGCAGTGGGATATCAGTCCAGTTAGCAGATCAATAATCTGGA 

CCACTTT GAGGA AAAGCAAAGGCATCGTAGAGAAAAGAACCTTAATTTCA 

GGCCTTA 1 TTT i AGTTG A A A ATGGTCTG AGTTTGGTGGTGTGTGTGTGTG 

TGTGTGTGTGNGTATNTNTANGAGAGAAAAATGAGAGAGAGTGAGTGAGA 

GAGAAGAGGGAGAGAACGATTTGGGTTGGACCATAAGCTAATAATTTGCT 

GGAATGATAGCAATGCTCTAATTTTCATTATTA 

>Sequence 1 1 5 

CCGCGATTGCGCGCGAAATGAATACTCTAGGGCGAATGATGTCACCGGTT 
GGCGGCCGAGGTACTTCCATGATTATTCAAAGAAAAACAATTTTTTCCAT 
TTGTCTAATGAGATGACCACCAGTGGTGTGAACTACCTTCTGCCCCCATC 
CGCAGTCCCAGGATCCTGGGACAGGGCTTATGAACACAACCACTGTAGTC 
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AGCTCACTTGATCCACAGCCTGGCACCOCCACTGTCTGGCTAGGGAOCCT 

CGAATGGGTCCCAAGGCCACCCTGCTCCTCAGTTACATCATCTGCATAGT 

AGTGGTGGTTGTGAGGAATTCAGGAGCTGCAGCATAAGGGCTCGGCAGGT 

CCTAAGTGCACAGTAAATGCCAGTGATTCTTAAGAGTCTGAGCTCCCATT 

GTAGAGGCAAGTAAGCTGAGGTTCAGAGACAGAAAATGACTTGCCCAAGA 

TCACCCAGCTGGGAAGTGACAGTGCCAGGGTTGGAGCCCTGGTTGAGCTG 

GTTCCACAGGCCAGAGCTCAATCTGCCCTTTCTCTGGAAGAACCTCCCAC 

CTGTCCCCATGCCTTTGGTTCTTCCTTAACCCAAATTCCCGGCTGCCTTC 

TAGGGATAAGTGGGAGCCCACTGGAGAAGCCAGCCCCTAGAAGGAGAGAA 

AACAGGAGGAGGGGGAAATTCTAACAGGACACAAGCTTGGAATCGGACAA 

AAAACTTGGGGGCCATACTGGTCCCCCCAACCCCACCTGGTTGACCTTGA 

CTGGGCGGTCGGTTATAAAGA 

>Sequence 116 

GGTACTACAAAGCATATCTGAAAGGAAAGATTGAGCGCACCAACTATTTG 

CAGAAACGAGCTGCAGCCATTCAACTACAAGCTGCTTTTAGGAGACTGAA 

AGCTCATAATTTATGTAGACAAATTAGAGCTGCTTGTGTTATTCAGTCAT 

ACTGGAGAATGAGACAAGACAGAGTTCGATTTTTAAACCTTAAGAAGACT 

ATTATCAAATTTCAGGCACATGTAAGAAAACATCAACAACGACAGAAATA 

TAA GAAGA TGAAGAAAGCAGCTGTTATAATTCAGACTCATTTCCGAGCTT 

ATATTT 1 1 GCC ATG AAAGTTCTAGCATCTTACC AGAAAAC ACGCTCTGCT 

GTCATTGTGCTGCAGTCTGCATATAGAGGGATGCAAGCCAGGAAAATGTA 

TATTCACATCCTCACATCTGTTATAAAGATTCAATCATATTATCGTGCTT 

ATGTTTCTAAAAAGGGAATTNTTGAGCCTAAAAAATGCTACAATTAAATG 

GCAGTCAACTGTTAAGATGAAACAAACACGTAAAACATATTTGGATTTAA 

GAACCGCTGCACTATTATCCAGCAATTGTACCGGTCCAAAAAATAGCTGG 

CCAAAAGAGAGAGAGTATATTCCGATGCGGAAATTTGGTTTAACCTGGAA 

CAATTGGGTTAAGGATACCCTGGCCAAAGCAAATAGGTTCCAAGAAAAGC 

TGTATTTCACTCCAAGCTTATTrAAATGAGAAGGTTCGGCGGATTATTGA 

AATGTN 

>Sequence 117 

CCGGGCAGGTACTTTGCTACACGGTCGGGGGCCATTGAGACTGCCATGGA 

AGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCT 

TCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATT 

CTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCAT 

GCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCA 

TCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAA 

GGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCT 

GTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTG 

AGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGGTA 

GGAGGCATCTTGGGTATTACTCTCAGATTAGCTTTGTTGCTGGAGCTATG 

TGCTTCTAAGGACGTGTACCT 

>Sequence 1 1 8 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 

GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 

AGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTC 

AAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACA 

ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGC 

TCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGAC 

ATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 1 19 

CCGGGCAGGTACTTTTAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGAACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGGGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 
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CCTGGGGCCTCGCGGCAAAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 

GGGTGTGGCTCGCCTGTTCTGTTGCTACACGCTCAAACCCCTGAGGGGAG 

GGGAGCATGCAGATGGACAGGTGCAGGAGCCTAAGTGGGGGTGTGTTACA 

GTGTGCCCTTTTAGCCCTGCTGTCCATGGATGGGCTTGAATGTTAATCAG 

CTCAATGGACACTCTGCCTTTTCACAAGGGCAGATGGCCAATGTGACCAC 

TTTTTGTATTCCAAGCTCTTGCCCAGCAATCTGGAAGAATCATGCCACAC 

ATGGGCTTGAAGGCTGAATGCAGGGTTTAATGAATTGGGGGAGTGGTTCT 

CTTAAGATGGATGCAAACTGGAACCGGGACGGCCGGGAAGATAATTTTCT 

GGGGGGGGGCAAAACTTTCGACACCCTTGGTG 

>Sequence 120 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCITGTGAAAGTGATCTTTGATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTAT 

TTGTGTCTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAG 

AGAGGCCTGTTTTGTGGTTAACTGTGTGTACCT 

>Sequcnce 121 

CCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1X1 11 11 1 1 1 GTG AC AATGCCAATATT 

CCAAGAGCCTGTAATAAAGGCTCTCAGCATAAATGGTCTACTATCTAACA 

CCACCAGAACCCTTTTGGCATCTTTTGCATCTGGATACTTTTGCTCTATG 

CATGAGTCKjGATGTATGGTCATTCCTTTTATGCAATCATGTAGTAGGCAA 

AACAATGGCTCCCTCAAAGATGTCCACATCTTAATCCCAAGAATCTGTGA 

TTATGTTAGTTTATATTGCAAAGGAGAATTAAGGCTGCAGATTGAATTAA 

GGTTGCTAATCAGCTTGCTTTTAAATATGGAGAGCATCCTGGATTATCTG 

TGGGAGCCCAGTGTAATCATGAGGCTACTTAAAAGTGAAAGCGGAAGACA 

GAAGAAGAGTCAAGAGTGAAATGTGACCCCGGAAGAACTTTCAAAGGCGC 

AATGTTGCTGGCCCTGAAGATGGAGGAAGGGCTGCTGTACCAAATAAGGT 

AGGTGGCCCTCGGAAGAAGGAAAGAGGATTCACCCCAAGAACTTTCTAGA 

AGGGAAAGCAACCCTGGCCACACTTTTGATTTTAACCCAGTGGGACCCTA 

ATAGGACTGGTACAGAAATCTAAGAATAGTAATTGTGTATGTGAAATGTT 

TGTGTGTGTTTTCCCCCCCCCCCCCCCTrTCTATGTGTTTAAACCACTAT 

AAGCCATGTTATTTTTTTTGGCGCGGATTTAAAAACCGGTTCCAATAAAC 

ATCCCCTGTTTTCCAATAAAAAATAATAACTGGGGGCCAAGGCCCGTAAA 

AAG 

>Sequence 122 

AGGTACATGTCATTTTTTGGTGGNTGCCAGTAGGATGGTATTACAGTAGG 

GAAAAATCCAACATTTGTAAGTTAACCAATNCNCCCTTTCATGGGTTGCC 

ATCTTGCAGACTACTGCCTGCATGTGTCAAAGCAACCTTAGCCCCTTTTA 

AAATCATACAGTATGTCAAGAATATACTTACATAAAATTATCTCATCGCC 

ACATTTAGAGGGAAGTTTTTGGGGCTTTTTNNCAAAAAAAATTTCCCCAC 

CCCCAAATGGTGAAAAAGCTTGGAACCTGGCCTTCACCGGGGGTTAGAAA 

A CCCA AAAATGTGTCAATTTTTTTCAAAGGGACCCCCCCAATAACTTTCC 

CCTTTTCCTTAAAAAAAGGGGAAAAACCCCCCCAGAAAATTTAAAACCCC 

G A A AAGCCCCCGG A AAA AAAA ATTTTTTCCCCCCCCXCC 1 " V 1 " 11 ' 11 ' 1 ' 1 CT 

CCCCGAAAAAAACCCCCCTTTTTTTCCCAANTAAAGAGGGGGGGGGCGGC 

CCAAAAAAAAAAACCCCCCCTTTTTTTTTTTTAT 

>Sequence 123 

AGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAG 

AAACGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCAG 

GAATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCT 

GGCTGCCCCTGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAG 

CATCATCACCTAGAGCCAACAAGTCAAGGAGGTGATGGTTTGCCTTTGAC 

ATCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCTTTTTCATCAC 

TGCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCAGTAGGG 

GCTGAATAGTATACTGTTAGCTCAGGCAACAGATGAACTCTGCCTCCATG 
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CGCAAATACAAAAAGCTATCTCTGCTTCTTTTTCACTCACTTAAGATTTT 

GGAAGAATGGCTCCTAAAGCGGGTGATCATCTGCCCTCACGACTTACAGT 

GCCTCAGCATCACATGCTATTCATTNTGCACAGCANAACCAGGAAGTGAA 

TATGACTGTTATCCCTACTTCACAAGTAGAGGACACTGAGGCCCTGAGAG 

GTTAAAAGTGCAGGTAAGATTTGACCTACGGGCTGTGTGCGGGG 

>Sequencc 124 

AGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGGTCACAGCACAGGGC 

ACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACCTCTCCTGGCCACTA 

TCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTTGAGGA 

CCAGCCTAGTCAGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAG 

GTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTG 

ACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCAC 

AGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTG 

TGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGC 

AAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCT 

TAAGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGA 

ACCCATGGTCCACTGAAGGTTCCTATGCTACTTTCACTGAGCATTCTATG 

AAATACACCAGTGAGAAATTTCTTGAAAATTGGCAGTTGTCTGGGGTCAT 

GTCTAAACTTGGTCCAACTTTTCAGAATGGCCACAAAAATTCAACTGGAT 

CTGGAAGAGGAAAGAAACCGGTGGTGGTAACTGAAACCCCTTTTGATTGA 

GACCCTCCCCAGGGCTGATGTGATTCATTGGGAAACGCAACAAAACTTGG 

TTATTCCCTGGCCGTGGGAAGATTGGGTTTTTAGAGATCTATTGGTCCG 

>Sequence 125 

CGGGCAGGTACCTCTGTGTGGCAGGCGATCAATGGTGTTTCTATCTCAGC 

CAGGGACTCAGGTGCGAGACTGAGAAGCCCAGGAGGCAAGAGGCACCTGC 

AGCTCTAGAGCCCACTGCAGATTTTCTTGAGGGCCGTATATCCAGAACCA 

TCCCAGGGCTTGGCTTTTGAGAGAAAATGTAGTCTTAAAGAATGAACAAG 

TGGGCCGGGCGCCGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTC 

ACGAGGTCAGAAGATGGAGACCATCCTGGCCAACACAGTGAAGCCXCGTC 

TCTACTAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 126 

AGGTACTCACTGAGATTCTAGTGAGCATATCTACATTAAGCTGGGGTGCA 

CATTCTTTAGATATATCCTGGTATGCCATATACCTGTATACAAGCTGCCA 

GCAGACACCGATGGCGAAGAGCCTCATAGCAGATGTGGCAGTGGCCGTCA 

CTTCCCATGACCCGCGTACCTGCCCG 

>Sequence 127 

AGGTACAGTGAGGGTGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATT 

AGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGATTTGAATACCA 

ACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAAG 

AAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTATCATTGA 

ATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTATT 

TCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCrrAAATTTCATGG 

>Sequence 128 

CCGGGCAGGTACAACTGACCTTCTGGGCTGGATAATTCTTGGTTGGGGGG 

ACTACTCTGCACATGATAGGGTGTTCATCTCTGGTCTTCACCTATCAGGT 

GCTGACAGCACCACAGCACCCCAACACCGCATTGTCAACAGACACTACCA 

AATGTTATCAGGGGAGGAGAGTGATTCACCCCTCTTAAGGAACCACTGAA 

AATGATTTTAAAAATACCTATTATTITCATCrTTAAGGAATAATTATTGG 

CCAGGCTCAATGGCACATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGG 

CAAGCAAATAGCTTAAGGCCAGGAGCTCAAAACCAGCCAGGACAACATAA 

TGAAACCTCGTATGTACCT 

>Sequence 129 

CCGGGCAGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGA 

TGTAAGAAGTTTCCATATAAAGGGCTGTAGTATGGGGAGGTAATGTGCAG 

GCTGGTTTGCGGCTGTAGGGGCCACCTTGCTGCAGCTCTCCACTGATATG 
GTACCT 
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>Sequence 130 

AGGTACACAGAGTTCCCACATAACCCCCTCCAACAGCCTCTATCAACATC 

CTGCACCACTGTGGTAAACCGTTACAACAGATGAACCTACATGGACAGTC 

CACAGTTTACCTTAGGGTTCACTTTGTGGTGTTATACAGTCTATGGGTTT 

GTATAAACAGATAATGACAGGTTTCCATGATTACAGTATCATACAGAATA 

GATTCACTGCCCTAAAAAATCTGTATGCTTCAAGAGGCCGAGACGGGAGA 

ATCGCTTGAGCCCAGGAGTTCAAGACCGGCCTGGGCAACATAACGAGACC 

CC 

>Sequence 13 J 

AGGTACATGGGTAAGTAAAACTCGTGTAAGTTTCCGCATAGTTCACACTC 

ATGGGAAACAAAAACTGCGCCTTGTATATCATCATCCCCCGACTGTCTGT 

CACTCACAGAATTCAAGGCACATATGAAGTGCTCAATAAACAAGAGCTTA 

GAGGAAATCAATGAGGCTTAGTGCATAGCCTTATTGCAAACTGTGGTCTC 

CAATGCAAAAACAAAATAAAACAAAAACCCCACAACTAAAAACAAAGTAG 

GGGATGTTAACAAGAGAACAAGGATATGAAACCTATCTCATGAAAGAATA 

AACATTTCACACAGAAATCATGAATGTTGGTATTAATTTTAAATGACATT 

TGTCAGCCATAGAAAGTGATCTCTAATAACTCACGATAGAGCAGTTTAAT 

GCCCAAATAATTGAAAAAAGAATTGGAGAGGTAACCTAACGGCAGATAAG 

ATTAAGTAAGGAAAATTTCAATCTGTGTGAAGAAGAGAAGGCTNTAATTN 

TTCAACCCTTTGGGACAATTTGGAACATCAGGGCTCTACACCAAAACTCG 

ACTTTATTTATCCTATATATATCCCTTATTTAGGATCCCTAAATTTATTT 

TTTACTTTCTTCATGAACTCGTAAGTCAGTCTTCTAGGGCAGGGGTCCCC 

AAGGCTGCGGACTGGTACCTGGCCG 

>Scquencc 132 

CCGGGCAGGTACGTTTAAATGGG ATTGTTTGT TTT I'CACTTGTTG ATTTT 

TTTAAGTTCACCAGATGCACTGTGCTGGGGTTCTGTGATAGTCCCTAATT 

GCTGTGCACCCTCCCAAGCCTGAGAGCAGCAGGAGGGAGGGTTGCGAGAC 

AGCAAAAAGGTGGACTGCCTCTCTCTTTGGAAGCTGCATGCCGGAGAAGT. 

GTAGAGCTGCTCCCAGCTGGAGAACTCAGGAGGACTAGGGTGGCCTCACT 

AGCATCCCAGGCTAGTGGGCCTTATCCTACAAGGTTCAGTGGTGGTGAGG 

TCTGCAGTCTATCACTGCTCAGCCCCATGGACTTGGCCC 

>Sequence 133 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTTAGGT 

GTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTA 

C ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATAT 

ATTTTGGTGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTT 

TCCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACC 

AAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAA 

AATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTA 

TCTCGCAGCATAAAGACAACTTGTACCT 

>Sequence 134 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTGTTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 135 

CCGGGCAGGTACTCGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAG 
TGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACG 
CCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGC 
TCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGC 
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CTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAAT 

CCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGA 

CCACAGACTCAAGACGGACATAATTGGATTTrTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 136 

CCGGGCAGGTACGCCTGTAGTCCCAGCTACTCTGGAGGCTAAGGCAGGAG 

AATCGCTTGAATCCGGGAGGTGGAGGTCGCAGTGAGCCGAGATCGGGCCA 

CTGCACTCCAGCCTGGGAGACAGAGCGAGACTCTGTCTCANGAAAAAAAA 

AAGG A AAA AG A A AA AAAATTGGGGGGG A A r T TT T T i ' 1T ACCAAAAC AATT 

AAGGGCA TATCCAACTTTAAAGTTTTTATAGGGTATCACTTTTATAGAAA 

t i l l I 1 lG AA AA GCCCC ACATGTTAAACCrAATGATCTAAAATCTTATTC 

TGATCAAACCACTTTTTAATAAGTGAGGAAACTTAAACCCCCATTGGATT 

AGACTAAAAAATTACCAAATTAATTGAGGAACCTAGGGCTTATAAAGAGG 

GTTA TTTG TAGATCACAAAGTGGCAAACCCAAAACTGAAGTTCAGGCCTC 

CTGACTTTAATCTAGGGCTCTTTCTTGCATCATTAAGCCTCTGCTATGAG 

GAACATTTTTAACATGTCCnTTAATACCATGTGGCTATAAAACATAATTT 

TATTTGGAATTTGCCGGACCTAAAACCTNNTTNCC^ 

AAAACCTGGGCAACCGCAAAAATTTGTCCGGGAAAAAAAAGGNNAAAAAA 

AGCC CCC CGCGCCTT TAAAAAAATGGGGAACCCCCGGGCCGGGGGATTTT 

TTTTCAAATTTTTTTCCCCCCCCCCCCCCGGGGGGGGGCCGGGCCCCACC 

TTTGGTCCCTTAAAGAGGGTAAAACGCCCCCCG 

>Sequence 137 

ACGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 138 

AGGTAcn rrn rn 1 1 1'lirrncccAGAAAAGGmrccAATAGAGATT 

GGAATGGTTTTCCAATAGAGATCTTCTTGGGTCCAATGATGATGTAATAC 

TAATGCTTGTTAATATACTTTACAAAATTGCTCTCTAAAGCTCTTGTTTC 

TATCTGAAATACCCAATTAATGACAGTTTGAACTGTAAATAACCTCTACA 

AGGTATACAAACTATTGACTGTTAATATACTTTATAAAATTGCTCTCTAA 

AACTCGTTTCTATCTGAAACATCCACCAATTAATGATAGTTTGATCTACA 

ATAACCTCTATAACATATACAAACTATTCKjTTTTTTTGTTGTTGTTTT^ 

GTTTGTTTTGGAGATGGAGTCTTGCTCTGTTGTCCAGGCTAGAGTGCAGT 

GGCATGATCATGGCTCACTGCAACCTCTGCACTCCAGCCTGGGTGACAGA 

GTGAGACCCTGTCTCAAGAAAAACAAAACCCAAAAATCTAGACAGCAAAA 

CTCATAAACAAAAAAGTCCAAGTATTATTGTTGACTCAATGGAACAGCCT 

TAA GGCT ATAACTTTCTATTGGCTAAACACTGTTTACACACCGCTTAATT 

CAATTTTAAAACTGTTTATCAGAAGCCTCTTAGAATGCAATGGTTTTTTC 

CTAACCCATTCACTTTTTCTGGTTTACTTCriTrGGATGAGGTATCCTTTG 

AGGGTTAGGTACCTGCCCGGGCGGCCGTTTTAAACTAATGGATCCCCCGG 

CCTGTAGGAATCCATATTAACCTATGAATCCC 

>Sequence 139 

CCGGGCAGGTACCTGAAGTCCCAGCTACTCAGGAGGTTGAGGCAGGGGGA 

TCCCTTGGGACCAGGAGTTTGAGGTTACAGTGAGCTACAATAGCACCACT 

GCACTCCAGCCTGGGCAACACACAAGATCCTGTCTCCTTTTAATGAAAAA 

AAAAGAGGGGAGGGGGGCAGAGGAGACAATAGGTATTTGCCAGAAGAATT 

ACTAAACCACCAGTAAATATGAAATTATGCACAACCTCAGTGGCAATTAA 

AATGCAAAATTAGAAAGACAACTTTAGGCCTATAAGATTCATAATGATGT 

T7TTAAAAAAACTTATTGAAAAAGGTATAGGAAAACATGTTCTGTATTTT 

CATCTCTTACTATGTTTTCTTACATATTAATAATAATCCCCCACTTCCTA 
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TCCTTAGGAAATATCAACTCTTCCACCTTTATTGGGAACTCTAGCATCTC 
TACTGTAGTCTTTTCTACTCCCCAACTCATACCATAATCAGGGGCATCCT 
CGACGTACCT 
>Sequence 140 

AGGTACTGTAACTGAAGAATTAAAGGCAAAAATTTAAGACTGGAATCAAT 

GGAGAATAGAAAAAGTTTTAGCTGGCAAGTGAATATGCTTCAGATAAATC 

AACTAAGATAGACTGAAATAAGCCAGGGGTAAGAGTAGTTCTTACTAGAA 

TAGAAATGCCAGCCGGGCGCCGCGGCTCACGCCTGTAATCCCAGCACfTT 

GGGAAGCCAAGGCGGGTGGATCACGAGGTCAGGAGATTGAGACCACGGTG 

AAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATTGGTGGTG 

GGCGCCTGTAGTCCCAGCTACTCGGGAGGCGGAGGCAGGAGAATGGTGTG 

AACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCC 

AGCCTGGGTAACAGAGCGAGACTCCGTCTCAAANAAAAAAAAAAAAAAAT 

TTTAAAAAAAATTTTTTTGCCGCKjGGGGGCTTTTAA 

CCGGGGGGGGAGGAATTTAATTAAAGTTTTTTGCCCCCCGCCCCTCCGGG 

GGGGGGCCCGGGCCCCACATTTGGGCCCCTTTTGGGGGGGGAATTTGGGC 

CGTTGGGGTAAACTGGGGGAAAANNGGTTTTTCCNNAAAAAAAAAANAAA 

ANAANANAAATGGTGNATGTAATNNGTGTAAGATGTGTGATGTAGGTTTG 

CGTGGTTATATGTGAGATGTGTGATATGAGAGAGGACGGCTGTGGTGTGA 

GTCGCGTGTTGTTGGGGGAGTTGAGCGTGTTATGAGAGGAGATGCC 

>Sequence 141 

AGGTAC AAGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCTTTTGGTTTAATACTTGGTTTGGTTA 

TTTGTGCATGACTCTAATCTCATTCCGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCTCCAAAATATATGTTTTTGGCATTAACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATGATCTCT 

GCTTTGTAAGGATATCTGCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAAGGGAGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTCTGAAGGCTTCCTATATATGCTTTTTTTCATCTCAA 

CGAATACTGGTGTATAAGTTATGTACCTAC 

>Sequence 142 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTTCTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCGCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAGCATAAAGACAACTTGTACCT 

>Sequence 143 

AGGTACCTCAATGGTTTGGAATGCAAAAAGTGTAATTAAATTTGAAGCTG 

AAAAGGAAGGCACCTTGGAGAGTCCTGGCTCTTATTAGCTTTCAAGCTAG 

GGACAAACAGATGCCACAGACCATTGAGGGCTGTTTGTTGGATGATGCTA 

ATTGTTTACTGTGCTTATTATTCTGTGACATCCTTAGAATCACCCAGGTG 

GGGAGATGTCAGACTAAAGTTACCAATATCTGTGCTAAGAAAAACTCAAC 

ACTTCTATAGTTTAAGTCCATTTTGGTCAAAGCAGAAGGATTCAAAGCCA 

TTCTGAGGTTTATGAACAAGATTAAGAAAGCACCTGGCACTGATTTTAGC 

TTGTAAAAGTGGAACCCTCAGAAATTATTTCAGATTATTTCATACACCTA 

GAAAAAATATATAGAGAAAGGTGTTTACAAGAAGAAATATGATCAAAAAC 

AAGTACATAATTCAGAGGTCTATTTCAAATTAATAATCATTTGAGCATAA 

TTTCTCCACTGTCAGAGACGACTGTTATTTTATTTTCAATCAAATTAAAA 

GTTGTTTTTATGCGAANG 

>Sequence 144 
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ACGTACTATGTCCCTCTCAAGTCCTGAATCTAACTTAGGGAGTAGCCAGG • 

AGACTATGAGAAGGAACTACTCCAGGGAAAGAACATCCCATGCCCTTTCT 

GAAACACAAGTGGCAACCATAAGACACCACTCTTTATCCTACCTTTTAGC 

AGACTATGCACAGTCCCAGGAACGAGGCCAGAACTGATAAGCAAGTGTGG 

CATTGGCTCCAGCCAAGGTTATGGGATTCGGGAACCTCCCCATCCTGGAA 

TTGGGCTGGGAGGGGTTTCACCTGGGAGCCACAGTTTTATGGCCTGGGGT 

TATATTGCAGTCCAAAGACAAACTGCTTGTGATTrGGCTGGCTGCCTCAG 

CTCGATGCCAGTGGCAGGCCGTAGGATGGTATCCCGCTAGGTTGAGAGCA 

TGAGAGCAAGGCAGGTCTCACTACCACCTGCTAGGCTATGGAACCCGAGC 

CACCCCACTTTCCCCATGCTGGTTAAGTGGAACAGAAAAGAGTGCTCCAC 

TTCNTCCTGAACTATTGCTCCAGTGGCCCGAGAACTGGCCTNCAACCCCC 

ATCAAGGCTGGCACTTTGTACCTGCCCC 

>Scqucnce 145 

AGGTACTTTG I rTTTTTTTTTTTTTTl 1 CTAGGTAGTTTGTTTTTTTGAG 

ACAGAGTCTCGTTCTGTCACCCAGACTGGAGTGCAGTGGTGCGATCTCGG 

CTCACTGCACTCCAGGCTGGGCAACGGTGTGAGACCTGGACTCAAAACAC 

ACACACACACACACACACACACACACACACACGAAGCGGGAAAAATTCTG 

GTGCTTCGCAAAGTCATCACAATACAAATCAAAATAAATTTGTCTTAAGC 

CACTTA GACA ATACTAACCAACTTTCACCAGGTGTAATCCATGCACAACC 

AAAACCTTTTACTGTGAGAGCGAAGCTCTTATGGAGTTCTACCTCATCAG 

TGATCTACCATTATAAGATATAAAAGACTAGTAGATTCTATTCATGAAAC 

CATTTTTCTTGGCTTGAGATTAATTTTGGTAAGAGAAGAGTTACCAAGTT 

AGAAATTAGTGTGGGCCCAAATTAAAACCTTAAAAAGAACCACCTAAGGT 

AAATATAAATATGTGATATAAAATTGGCAAAATGAATCCTTTCAGACCTT 

ACATCAATTTCAATGGGAAGTATATATCAATCATTGCTAAACACCGGTTA 

ATATTATGTGAAATACCACAGAGTACCTGCGCC 

>Sequence 146 

CCGGCTCAGGTACTAAATTTCTAGGAGCAAAGTTCTAGGGGCTGTGTCAGG 

CCAGCTGAGTGAGAGGGTGGTGTGAGGAGGCACAGGCAGGTCCTTACTAA 

TCACACAGCATCAGAGCTGCCAACTCGAGTGTCGACAGCCTTTCCTGGGC 

ACACCTTCCTGAACTCACTCTGAAGGGAGGGAGGCTATTAGGAAAGAAAT 

ATAAGCTGAAAATGCCCCCGAAAGGTCCACTCACAGAAAACCAAGAGCTG 

GCCGCCACCCTGCCAGCAGTGGTGACGGGAATCATGCCAGTGACTCATGC 

AGCAGCCACAGCTCCAAAGTCCTGGAGCCGGCCCCGCCCAACACACCGGA 

TGCCACAAAGCACCACCTACCTGAGCATACTGTTCCTTGAGTGGACCAGA 

GAGCCGGAGGACAGCACAGACATCAGCTCCAAGTCTGCTCTGCAGCGCCT 

CGGTCACGAAGTCCTTTCCGGATTTCCTCTTGCCGCTGAACAGCAAGTAC 

CT 

>Sequence 147 

AGGTACACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATG 

GCTTGAGCTGAGGAGGCAGAGGCTGCAGTGAGCCAACATTGCAACACTGC 

ACCCCAGCCTGAGCATTAGAGCCAGACCTAGTCTCAAAAAATAAATAAAA 

TAAAATAAAATAAAATAAAATGTTTAATAATGCCTACTCAGACAAAGAAA 

GGCTCAGGCAAAAGACTGAGTCTGATCTTCTACATTGAGGAGACCATGTT 

GATTAGTGTTATATTCAAAAAAACCAATTCCCAAGTAATGCATACACAGC 

TGAAAGAAGGAAGTATTCCAGCTACACCCTCCAAGTTTTCTACATCTCAG 

TAA ACGGCATCGCCACC CACCTAGAAACTGGGCATCATTTGGTTCCTCGT 

TCTCCt i I t I [TI 1 rnTGAGATGGAGTCTCTGTTGACTCCGGGTTCAAG 

CCCCGCGTACCTGCCCG 

>Sequence 148 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGGCC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTACAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 
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CTGGTGAGGGCCTCTNTCCTTCTCACTGTGTGCTCTTTCTTGTGCATGGA * 

GAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGCACTAA 

TCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAGTTAATA 

CCTGCCCGGGCGGCCGAGGTACATGATCTTTCATACACCCTTTTGCAAGA 

TGGTTCAGAAAGCTTTGGCTCGCCTGATGTTCAATGACTTCCTGTCAGCC 

AGCATTGACACACAAACCAACCTTATTTAGGGGCTGGAGGCTTTCGGGGG 

GCTAAAGCTGGAAGACACCTACCCCAACAAGGGACCTGGTTAAACACTTC 

TAAAGGGCCTTTCAGGACATTGTCCGAAAAGAAAACCAAAGGTTTTCCTT 

TACCTTTCAATTCAAAATGGGAACATGTAACTTGCCCGGGA 

>Sequence 149 

CCGGGCAGGTACGCGGAGAGACTGATTGGCGTCACAGCACAGGGCACTGT 

CTTGCCTGGCTTTATCTGAGCCAATCACACCTGTCCTGGCCACTATCTGT 

GGTCTAGCCCCCTTTGTGCATAAAGAGAAAGAAGAGCCTAGAGGACCAGC 

CTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTCTTGAAGGATTCCAG 

GCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTGAGACTGACCA 

CCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATTTCAAGGCAGT 

CAAGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCATCAGCCTTAT 

ATCTCACGGAAGTACTTTGCTACA 

>S€quence 150 

AGGTAC1 n 1 1 1 I'll l i t rrn iGTGATGGGGTCTTGCTCTGTCGCCCAG 

GCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAAGCTCTGCCTCCTGG 

GTTCACACCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGT 

GCCCACCACCATACCAGGCTATTTT1 rrrriTlGTArnTlAGTAGAGAC 

GGAGTTTCACCGTGTTGGCCAGGATGGTCTTGATCTCCTGACCTCGTGAT 

CCGCCCACCTCGTCCTCCCAAAGTGCTGGAATTGTAGGCGTAAGCCACCG 

TGCCCGGCCAGAAAGCACCATTTCTTATATACCTTTAAAAAAGAAAAATA 

TTGCTAACTAAATTAAGACATGTCTTCTGTTGTAAGACATATTCTGGTTT 

AAGATATGTTAAATGGAAAAAAAACAAACAAACTCAAAACCCATGTACCT 

GCCCG 

>Sequence 151 

GTGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGGCTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAAGA 

GCTGATGGTGTTAACTGAAACCCATTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGGAACAAAACTTGCTAATTCCCTGCCCCGGGG 

AGTATTGGGTTTTGAGAGTC I till 1GTACCTGCCCG 

>Sequence 152 

AGGTACCACCACCTATCCACACTCTCACACAATCACCCCTTTTGAAGTAA 
AGCCTATATTTTAAAAATAACCATTACAGATTGTGAGTGCAGTCTAGGAT 
CACATAGCAGAACTAAAAGCTAACTGGCCCACCCACAAAGTAAATGTGAG 
ACAGAGGGCTCGGGGTAGCCATACTCTAGCCAAGTAGTACCTGCCCG 
>Scquence 153 

AGGTACTTTTGGAGTATAAGAGAGTCAGTGTTTTCTAAAACAGTTGTTCT 

TAGAGAATAATAATGATATCTACCATTACTGAAAGATATTTTATTTCACC 

CTAACCATAACTATATGAGGTAGGTGTTGGGTTCTCTAGAGGACCAAATA 

AGTGACAACCTCATTTTCTACCTGAGATCTGAATCCATGGAAATCTTTTT 

TAAAAGATTAAAAGATTGAGAGATTAAAAGACTGCTTTATAAATGATGTT 

AAAAGAATGTAGCTTTTTATTTGTTGGCAAATGCACTTCCTAACCCTGAA 

CTTCCCCTCCCAGTCACAGACAATGTTGGGCCAAGGTAGACCTCCTTCAC 
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AGAAAATCCTGCTCTTGCCAAACAAGAGTATTGGAATAACAGAGTGAACT 

GTGCTTCCTATGAGCAGTTTGCTCCAAGTGTAATTTGGAAGGGCAGAGCT 

ACACATCCCTAGTTCCTTATTCTCATCAAAAGAATCACTATGCATGAGAG 

GATAGAGAGTTXjCTACAAGTATTTTGCTGCTGGAAGTCCCTTTCCACGGA 

AAATATCGGTAAAAGCAAGCACTTTTATTATATTTTGGGAGAAAGCCACC 

TATGTATATGATCACTTTCCTCAGAGAATGACATTTCTGATATTAATGCT 

TTTCTTGAAAAGTTATGTGGCAGAGGTGACAGCCCCATTGAGCAGGTCTT 

ACTTAAATACCTTTCTTTCCAATCCAACATATTCACAACTTTTAAATTTC 

ATCACCTATTAGGCCTTGATTTGCACTTTGAAGGGGGGCAGCTTTGCTTA 

ATGCCTCKjGTGTGGCTTTGCTTTT 

>Sequence 154 

GNGGCCATTGAGACTGCCATGGAAGAC1TGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAA(K}CTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGCCTAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAAGAAAGAA 

ACTGATGGTGTTAAACTTGAACCCAATTTGATTGAGACCTACACAGGGGC 

TGATGGCATTCATTGGAuAACCCGCAACAAACTTTGGCTATTCCCCTTGGC 

CCGGGGGAGTATTGGTTTTTGAGAGTCTTTTTTGGTACCTCG 

>Scquence 155 

AGGTACCTGGAATTCAGGTTACAGGTTTTCCTTTTCAGGGCAGGGTGCCC 

TCCCATCTAACCTCTCTACCCAGTCTCCCCCAAACAAGCTGAAGGCACTT 

ACATTGGCATGTTGCTAGGCATAAGGTTACTGCAAGCAGCAACAAAGTCC 

GCGTATCCACAAAGCTGAGCATGTCTAGCACTTAGACATGCAGACTCCTT 

GTGTCGCAGAGCCTCTGGGTCACCGGCGGAGGTATCACCTGGCGGGCGCG 

GGCATGCAGTCGTGGCCAGTACCTGCCCG 

>Sequence 156 

ATGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGCCCATGG 

GCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTGATGTAA 

GACATTAAGACATTCTTAAACGAAGCCAGTCTTCAAGGACTAGAATAAAT 

CCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGAAACAAG 

GAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCTCTAAGT 

TGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAGCTCATTAA 

AAAATGCTCACTAAACTTCCATAGGATACAGGGAAACAATTCAATGGAAT 

CAGGAAAACAATAAATTACCAAAAAGAGATATTTACCAAATTACCAAAAT 

TACCAAATTACAAAATTACCAAAAGAGATATTTAACAGACAGATTGGAAA 

TTTAAAACAAACAAACAACAACAACAACAACAAAAATCAAACAGAATTTC 

TGGGGCAGAAAAATAGAGGGAACGAAATAAAAACCACCAGAGAAAATATC 

AAGTACAGAATTGATCAAGTAGAAAAAAGATTTATACATGAATTTGAAAG 

ACAAGTTATTTGGAAATATACCGGCAGAAGAGAAAAAAAATTTAACCAAT 

TAAAAGGGATAAAGAAAATTTATTTTTAGAAATTTTTAGGACTTTTGGAA 

AAATTTTCAAAGGACAATTTTAAGTNGTAAGAATTCAAGAAGGAGAGAAG 

AAACAAAGGGTTGAAAGCTTTCCAACCTTATTTAAAGAAGCATTGCCATC 
CTTCTTTCA 

>Scqucncc 157 

AGGTACAGAAGGGCTGAGGCTTCTGTCTGAGTTGACCGTGACCTGTGGTT 

ACAGCATTTTAGGACTTCGTAACAGAATGATCCACAGAGGTCAGCAGGCC 

CTTGAAAGAACGCTGAAGGAAACTTGCATACAAACAGTCTCAAGGAGGCA 

AACACATGCTTCAGCGCTGCCCGCGTACCTGCCCG 

>Sequence (58 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 
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CCTG CCCCGGCACCTGCAAGCCAGTGTGCCACTTTTTTGATGTTGTATGT 

TTTTA ATATTCCCTG AG ACAG ACTCCAG AGTTCTG AG 1" H TCT I ACTTGG 

GGTGTCAAATTATATTCCAGGAACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAAGCTGGACAGATTTTGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGCACTATTTTTAGGGCACTATTTTGTAGAACACAAGATTTTTCAGGAAG 

TATATTGAAAGGCCTGTACCTGCCCG 

>Sequence 159 

CCXjGGCAGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGGTCACAGCA 
CAGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACCTCTCCTGG 

ccactatctgtggtctagccccctttgtck:gaaagagaaagaagagcctt 

GAGGACCAGCCTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTTTTGA 

AGGATTCCAGGCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTG 

AGACTGACCACCTATCGATGGAGGAAGAAGACCTCATGCCAAGACAGATT 

TCAAGGCAGTCAGGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCA 

TCGGCCTTATATCTCACGGAAGTACCTCGGCCGCCCGGGCAGGTACCAGC 

GCCATGCTGTTTAAGTATCAGAGGCTTCATAGTATGTTTTAATATTGGCT 

AAGACTAGGCCCTGCTTAGAACTCTTCTTTCGCTGTGTTTTCCTAACTAT 

TGCGTGTGGTATrrrCCATAAGAACTITAACGTCAACTTTATCTGGTCCA 

TCCAAAAGCATATGTGGGTGGTTTTTAGGTGACCAATTAAGCCTATCAAT 

CACACTCAGGAGAACTGACCTCTTTATGCAGTGAAGCTTTTTCCTTCGAG 

GGTGTGGCTAGACCGGGAAGCCCCCAAAAGTACCGTGGGGGCCATATGCC 

AACCCAGGGTGGCATTGGCCAAGAACGAGGGCCGGGAAGAAATAAACCCT 

GGTTATAATAGCAAGCCCTCTCTTTGTCCTCCCAAAAAGCAACTGTCCTT 

GATTATGCACCGGGTGGTATGGTTCAACAAC 

>Sequence 160 

CCGGGCAGGTACGGAAGAACATGGGAGTCTGTATGCAGCACGACGTCTTG 

TTCAGTTACCTCACTACTAAGGAGCACCTTCTCCTATATGGTTCCATCAA 

AGTTCCTCACTGGACTAAAAAGCAGCTCCACGAGGAAGTAAAAAGGACTT 

TAAAAGATACTGGACTATATAGCCATCGTCATAAGAGAGTTGGAACACTG 

TCAGGAGGCATGAAGAGGAAGTTATCTATATCCATAGCTCTCATTGGTGG 

ATCAAGGGTAGTAATTTTGGATGAACCATCTACTGGAGTTGACCCATGTT 

CTCGCCGAAGTATATGGGATGTTATATCCAAGAACAAAACTGCCAGAACA 

ATCATTCTGTCAACGCACCACTTGGACGAGGCTGAAGTGCTGAGTGACCG 

CATCGCCTTCCTGGAGCAAGGTGGGCTTAGGTGCTGTGGGTCCCCATTTT 

ACCTCAAGGAAGCCTTTGGCGATGGGTATCACCTCACGCTTACCAAGAAG 

AAGAGTCCAAATTAAATGCAAATGCAGTATGTGACACCATGGCCCGTGAA 

CAGCATTGATCCAATCACAATCTTCCCGAAAGCTAACCTAAGGAAGGATA 

ATGGGGGAGAGCTGGTTTATGTCCCCTT 

>Sequence 161 

AGGTACATTTGGCTGATACTGCAAAAATGACGGTCCCTGGGTTAACGGGA 

GGCATGTCTGGCTGCTAGGTCATCCGAGAGGCAGATTGGGGCAGGTTTCT 

AGGAAGTATAGGCTCGCCTTGCGGAGGACCAGGTTGGCACAGTTTGACTG 

CTGTGCACTAAGGCAGGGCACAGAGCTGATGCCCTCAAGGTCAATTCCAG 

CCACATTTCTCTGTGATTCTATGACTCAAAAGCTTGGAAACAACCTCAAA 

GGATTAAATAAATGGGGGAACAAAGTATTTGCTCTCCTCTATTAAGCCTT 

GGCTGGGAGTCTTTCTTCCACACTCCTCACATGCAAAATGCTGTTTGTGG 

GAGCAGATTAACATTTCAAACCACTTCCTGCAATTAGACGGGAACACCTG 

GTTTTGCAATAACTCTCATTTTCTGTGTGTGCTGAAAGGTTTTTGAAATT 

CCCATGCTCAGTGGATTACCCTTATGGCTTGTCACCAGCTGATACGTTGG 

CATTGTGCACAACAATTTATTGCAGCTTCCCACCAGCCTTTGGCAGAAGG 

CCCCACAAAAATAAGTAGCAGGTTAATGCTGACACCTTCACTTTCTTCCG 

TCACATGGGGCCCGGAATCCTTTTAGTGAAAAGTGGTTCAAGCTTAGGGG 

GAGAGTTGTAGGAGCTTGAGACCATGTAGGGCAGCAAAAAGAAACCTTTT 

TGGCCTCAAAATCTGGGTGATTAAATAAAACCCAAGTTCTGCCAAGGGGC 

ATTTGAGGTATGGAGTTGAGAGATATTTCTTGGTAACC 

>Sequence 162 
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AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAA ATGAA ATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTCAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTCGCTT 

CCTAATGAGATTGAATTCATGCACAAATAACCAAGGCCGAGATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGATGTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

GTGGCAGCATAAAAACAACTTGTACCT 

>Scqucnce 163 

AGGTACATACTTTCCTGTGTCTTGCTGTTTTCACTTACTATATCTTGGAG 

CTATTTCTATATTGCCACATTCAAAGCTTTTTAAAGCATTTTCAGGATAG 

CTATTTATAGTCAAGAl'GTATCACAGTTTTGTCTTATTTACCTGTCCCCC 

CACTGATGAACAGTCTGGTTGCTTCTGTTTGTTTTTTTCTGTTATTGTAA 

TAA ACATCCTTATA GTTGCACTTTTTTATTTTTAAA 1 M i ' l ' l TTT ATTTT 

TAAl 1 1 1 1 1 1 1 1 1 t AATAG AG AC AAGGTCTC ACTGTCTTGCCCAGGCTGG 

TCTTGAACTCCTGAGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTG 

CTAGGATTACAGACGTGAGCAACCACGACTGGTCAATAGTTGCACTTTCT 

AATGTGTGTTTGTAGGACAGTTTTrCAGTAGTGTAGGGCATGAAGGTTTA 

TAGTTAGGTAAAATGTTGCTAGATTGTACCTGCCCG 

>Scqucnce 164 

AGGTACGCGGGTATGTCTCGAGAAAAAAGCCAATACAGTCTCTTTTGAGG 

ACCTTGAAAACTAACCTGCTAGGGATATCATACTAGGCCTCTGGGTGCCG 

CTGTCCGCCAATCCGTGGCTGGAGGGAAACAAAGCAATCCACTGACGCAG 

CAGTCCCCGCAGGCTTTTGAGACACACATTAGGAGAGGACTCTGCCCGCT 

GTCTGTCTCACAATCTGCTCGAAATATCTTGGTCAGGAATCTCAGGATGT 

CTAGTGACCCCGAGTGAGGTGCTGCCTTTTATTCCTGAGCATCTTTGGAA 

GCAGGAAGCAGGGAGCAACGGTAGCGAGAGGTATTCGGATCTGAGTATCA 

GCAGGAAGAAGAAACAGAGGAAGAAGTCCCCCATAAGGAAGGCGTGAAGA 

GCGCANGAAGCGCTGTTTCCCTGCCTGAGATCTTTATTCTACTAGGTCTT 

TATTCTACGTAGCCGATACGCTGTAAAATTCTGGAAGAGAAAGCTAGGGG 

TTTAAGGTTGGTAATCTCTCAAAAGATCTGCGTCTTGGTGACGGAAAGAA 

CTAANGGTAAATGCTGAGAAGCCTTTCTTTACAGCCAGAGAACGAACCAA 

AACCCAGCTTGAGAATGAACGGATAGATCTAGCAATTATTCCCCAAGGAA 

GACCCTTCGCCCTTTAAATTGAAGGCACTGAAAAACGTATAAATGTTTTC 

ATATAAACGTATGCATTTTGATATAAATAACAAAATGGCTTTTAACACCA 

AATTTGGTTTGGGAAATTTTTGAAAAACGTTTTATATAAAGGAAGG 

>Sequence 165 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCCCTCTTATATCAAAGAT 

CACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCAC 

CTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGAG 

AATGTGGGA 

>Sequence 166 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 167 

CCGGGCAGGTACTCTTAAAATACCCCCTTAAAAAAGCTAAAACACCACTT 
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TGGCAAAAATTAAGGCATTTAACAATTCATGTCTTAGTGTATTTCCTGTT 

ATCATTTGCTCAGATATCATAAGCTGTGGGCATTCATCAATTTCCTACAG 

CTTTGAATCTAAGGCTACAAAAGTCCCACTGCTGTTAAATCCTGGAGCAG 

CTTTTTACACAATTCTACAATCCTCTTGTCTTCAGGTTACCGAGAGCCTA 

TGAAAGCCTGGAAAAGCCCCCAAGGGAGTGCCACTGAACAACTCTTCGCC 

AGAGTGGANTTTGCTGAATATATACAGCCAATCGATAGCATCCACAGAGC 

AGTCAAGGAAGTCTTTGAAACTTGTCTGAATTTACACACAAGATCAGACA 

CACAGGCTGTTTGGGCTTAATGAGACCTTAGAGATCACCTAGTCTGGGGT 

TTTCATTCTTCATATGAAAAAAATGAGGCTCAAGGCTGGGACATGACTTG 

TCTGATGTCACCCATTAATGACAGAGCTGTTACCCATAATTCATATTCCC 

CATACTACCAGGCCAGGGCTTTAAACCAGACCACTTTACCTGCCATGCCA 

GAATACCTCGGCCCGGCT 

>Sequence 168 

GCCTGGAGAAGCCGGCTTAGCATATATGGGAGGCTCTTCCGCATTCCTAT 

GTTCAATTTGCCTAGATGTGGCTAGGTAGTTTCGGCATGCTGGCATGACG 

GTATTAGTGTTATTCAAAAGGCGTGAGGACGGTGTTTCCAACAAATATCG 

GGGATTAACCCATGAAAGGAACAATTTTGCCAAAAGGCCGGTGAAAATGG 

CTGGAAACCGGTATAAAAGCCCCGTAATTGGCGGTTTTTTCTGTGGGTCA 

CGCCCCCTGTGCGTGCATATCAAATAACGATACTTCTAGTGTAAAAGTGG 

TGAATACCCTCCCGAACCTTTAAAGAGACCCGTCGTGTTCACCTTATGAG 

AAATGCTGTGGGACGCATTTCT 

>Sequence 169 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGGGGATGAAAATACAGATCGAATTTGGGGG 

AGCATGTTAAGGTTAGGGGAATAGAGATAGCTTATATTTAGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTTACGCCTGTAATCCrGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGATCGAGACTATCCT 

GGCTTACACGGTGAAACCCGTTTTTACTAAAAATTACAAAAATTACCTGG 

GTGTGGTGGTGGAATCCTGCAATCCCAACTACTTGGGAAGCTTGAGCATG 

AAGATTGGTGTGAACCCTGGAGGAGGATCTTTGAATTGAGCCCAAATCAT 

GCCATTGTATTCCAATCCTAATGACAGGAGCTATACTTCATTTTTTGAAA 

AATAGAGAGGATAAGGGCCCTCTGTCGTTTATAACTAAAGGATTCCCAGG 

CCTGAGGAATTCGAAATCAGGCGTATTTTACCGTTGATCTGGAAGGGGGG 

GGCTGTTCCCAACTATTGTACTATTTATGGAGGGATAAATGAACCGCTGG 

GTTATAATTGGGCTATATTTGAGGCCAGGGTGAAATTGTAATGGGCATAA 

AATCGCCCCTAATTTATGAATCGGGTGGCAAAAAGTGAAAATAGGTGTGG 

CTAATGTGGGGACTTGTAGTAATTAATTGGTTG 

>Sequence 170 

CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 
CTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 
GAGTACCT 
>Sequence 171 

CCGGGCAGGTACTTTCTTGGCATCACATGGTTTGGTTCTGGCACAGCCAA 

GCCTAGAACCCAACCrrCCTACTGCCTGCTGTGTTTCTTCACCACCCAGT 

TGCTCCTTGGCAAGTGAACCAATTACAAAGGCTGTCTTACTTGTCCAAGG 

ACAGAGAGAAAGGTGCATCCTGNGTGACTGGAAATGGGAGTGGGAGGGAG 

AGGATGGAGGCAGCAGACATTGAAAGTAAGTATTGACTAGACTTGGTGAC 

AGAATGGCTCAGCTCGGCTCAGTGAAGAAAGGAGTCCAGAGGCCAAACTT 

TCAACCCTGGTGGGATGGCTATACAGTTAAGTAAAGTAAAATCAGTAGAA 

TGGTGTTGGTTTTTTTGCTTCATGATGAATTTAAAGGGACTGCCTTATCC 

AGATAGAAATATGTTAAAGATATAGGTAGGAGAGGTAGCTACCATTAAAG 

ATACAGATTTGAGATTAATGCCACAGAAGGAAAGCTGAAACCACTGTACC 

TT 

>Sequence 172 
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AGGTACGCGGTGACATTGTAGTGGGTGTGATGGAACAGGCTCTCAGCTGT 

GCATTGGGGTGCTTTAAATTCTCATCAAGGAACTCATCTTTTGGAGTAAG 

ATACTGTGTCTCCGGGAGGCCTTTGCTGGAAGAAAATACATTCGCTGTGA 

AAGTGCATAAAGACAATGAATCCTTAACTAACGTTAATAACAGAGTGGGA ' 

GCACGTTCTGGCCATGTGTCAGGCGATCATAAGCAGCAATTCTGAACGGC 

TTCCCGATATCAACATCTACCAGCTGAAGGT 

>Sequence 173 

CCGGGCAGGTACTTACTTTGATTCCTCTAGTGCAAGATTATAGTGGGGTT 

ATACCTGAGACTTCAATAAATGTTTGACTAACTAAACTAAAATAGCTTAG 

GGTAAGGACTACTTCCCCAAACGCCCTTTTAAACATGTGAGAAAGGGAAT 

CTGCCTG ACAT ACTGGTATGGCCATTTGTAGCAATATACTGAGAGTGACT 

TGGGTGATTTTCTGGGGTGATCAACCACATTCCATGAGCAGGTTAACTGT 

GGAAGACACCTGCCCTTGAGCATCGCGTATGGGCCGCATGCGTCAATGGG 

GAAATCTGTGTTTCCATTCTGCTTCTTGTTTTGCCTTCACAACTTCAGGG 

ATAGAAGCGTATTCCATTTTTAGTTAATAATCAGCTCTCTGGGGCTTCCA 

TGTAATGAGTCAGACACTGATGACTGACTCCACTCTGCTCATTATCATGT 

CTCCCAAAAACAACCCGAGAACCCACTGTGTCAAGTGAAGCTTTAATTTT 

TCAGGGGAGGTTTTCTGCATTGAGACCAATACATCTTTTCTTGTGACAGA 

TCCAGTTACCATATCTCCTTATTTTTAACTGTCGAAAAGACAGTTAAGCT 

GCAACAGAGTATGGTGAGTTTACCAATTGTAATACTCGAAGCACCAAACA 

AAGGATCAGTGTTGCAGGCTGTCTTTTATTGACTTTGTCCAACTCTTCTT 

AGCAGATAACCAGGATGATATTGTTTCTGTTTTACAACATGATGATTGCT 

ATATCTCTATATTAACTTTTGAAATTGATTTGCAACCCAATATTCCTCTC 

AGCTGCATTAGAATTTTCTAAAAGAACATGAGACAC 

>S«quence 174 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGGTCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGA 

>Sequence 175 

CCGGGCAGGTACGCGGGGGGACTGGGGAGAACTTCGGAGGATGTTCATGT 

CCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCA 

ACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTC 

AATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATG 

TGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATA 

CTACATAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGATTTTT 

TTTGCCATGGCCTGAAAAGAAAGGTACCT 

>Scqucncc 176 

CCGGGCAGGTACTGAGCACAGCACAGTATGGCTATCATAGAGGGAAAATT 

AAACTGAGTCACAAAATGCATTTTATAATAACACAGTAATGCATTTCATC 

CCTGGGTATAAATTGAAAATGTACCTATTACAGAGTGTTTTAAAAATTCA 

CTGGAATTATTGTTCTAGCATAGGTAAGTTTGAATAAAAAGAGTAAAATG 

AAATCAGTCTAGTCTTAAAATTGAACTTTTAAAACAAGAAAAATCATTAC 

AACTACTAAGATTATTTTTAAAGGTATCACTTAATGACTTAATTACATCT 

TGCTATCATTATCTCTATTTTGTATACAATCCATTTCTGTATTTTACCAT 

AACTGGGAAAATTAAGAATATACGTGATCTTTAACCAGATCAAAAACCTT 

CATATCCCATGCTGATTATTCAGCTGCCTCTGAATCCTGTATCTTCACGC 

TGCTCTCACGTGTGCTGCCTGATAAGTATATGTGAGGTTGTAAGTTATTC 

CTTACTCGCGGTTCCGGGTGCTCTTGTGGATTTTGACCTGGAGAGTCTTT 

TCTTAGGGCAGGGTCTTTCACATGGTCTACTTCTACTTTATTAGACCCAT 

AATTAGGTGTTTAAAGCCCAGGAATGAAATTATTACTCAGCAATTACCAT 

GCCTTCATCAATTTCATTCAACAGAAAGTTCCAGTTGTGCAGTTTCACCG 

CTCTTCATGCCAACATCATCGCTTATTGAGCGTACCT 

>Sequence 177 
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CCGGGCAGGTACATGACAGATAAATACAGTTATTTCCGGCAATCATTAGT 

CTCAATAAGAAAATGATTCTCTTTTCTAAGATAGTCTAAGAAGTGGGAGG 

CTTCCAAACTAAGTGTCAGGACCTTACCAGGTGGTAGGGTGGGCCCCATG 

ATATTATCAATCCCTTCAGCTCCCTCTGCACATACGACTGAGGGCATCCA 

GAGTNCCCTGGATGNAGTCTTGGCCCATGCCTGCCTTGTAATATANTTCC 

AAAThn^TTATCATTTTTAAAATCAAATTTTTCCAAAGACCCAGGGGTCT 

CTCAAAGGTTANCCCCAGGCNNAGGCATTGAACCTCCTGGNNGCTCAAAN 

ATGATTTCTTTTTACCTITCAGCCCTCNNCTGAGTANGCNNTGGGATTGG 

GAAGGTONGCCCATCNNACCACGCNNCTC^ 

TTCACAATNNGAAAGNNCTATTGGGANNAATTATTGGGACTANAGGGANA 
CNNNCTCATANTWGATGANANATW^ 

AAGGGTANGAAAAAGGGTGGNGGCAAGAATANANNATTTTTCCCTTACCT 

NNTAAGAANATTATTAANNATCTTTATAAGAAAGATANAAAAAGTTTAAT 

TTAATGAAATGGGCTTAGGGTNGGNTCTGGAATNTTNNCTTTTGCTTGGT 

ATTAATTCAATCTTTCTAAAGTrTCCCTGGGGTCTTAAATTAGTCACCCT 

TTTTTAAGTGAAACCCTTGTTCAAAAATAAAGGGACTTTTCAANNTGAAA 

TATTCCCTTAATTGGGGGTAAAAATCTTCTAATTTCTCTTGCTTCCAACT 

TTCCTTTTAATACTTTAAAATTTTGTGTGGATAAATTGGANAAAATTCTT 

AAAAATGAAATNAGCACCCCCGGAGAACTTTTCAATTGTTTTGGAACTGG 

TAAAAATTAAAAGCATTAATTTCAAATCAAATGGTCTGGAATAAGAATCT 

ATGGTACCCTCGGGCCGCTCCTAAGAACTAATGGAATCCT 

>Sequence 178 

AGGTACTCATCTGTGAGAAGTGGAATAATTCAAAGATTCACAATGGCTTT 

CCTCCCCCAAGGTCATCAGTGTTAACTGCCAACTAGATCCCTAGCCCACC 

CTCTCTGCTCATCCGAGCAGCAGATGCCAGGTGGGAGTTGCTTTTATGCA 

CATG GGATGT CACTGTGACTCTGTTCCTGTCACTCTGTAACATAAGCTCA 

TTTCAl i 1 1 i CTCTAGGTATATAGGTATGG ATTTAATTATTTTAGTC ATT 

ACATAATAGTCCACAGTTTAGATTGGCCACAGCTAACCATTCTGTATATC 

ATGGACATTCAGGCTCTTATAGTTTTAAGCTGCTTAATTATTCAGACTAT 

GATGC 

>Sequence 179 

AGGTACAAACCATTGCAGGAGCTGAAACATCAACAGCTACCCATACTACT 

GCTAATAATTCAGGCTCTCTTGGCTCTGAGAACTTCAGCAAAAAAGCTGA 

AAAGGCTAACCTATAACATGTAAATAGGTTCTCATTTATCATCTTGATAA 

CTCCACTTGGCTGATTCAAATACATATGGCTACACACCATAAGCTAAAGA 

AACACCTCCTAAGAGCCTGCTAGATGTCAGGAAAGCAATAAAGGGCAAGC 

AGGGAACCCAAAGTTGGCCCCAGGGTGTCACGAGTCAGGAAAGTAATATA 

AAGAATATGGCATGTAGCTGGGTGCGGTGGCTCACGCCTATAATCCCAAA 

>Sequence 180 

AGGTACATGAAAATGCACAAGACTCTTCCCACCACTGACCTCAGTGTCTG 

CCCCAGGAAGAAGAAGAAAAGTTTTGGCTCGAAAATGCTCTTCAAGGACA 

CAAGGCGGTCACCAAATTACAGCATGCAGCTTTCAGGGGATGACTAAAAG 

GATGAGGATGATGACTCATAGCTGGGGACAGAAGCGAATCCCTCTTGCTG 

ACCTGTGCCCTCCTTTGCACCGGTGTTCTTTCTCAGCCCTCCTGGGGTGA 

GGATGTGACTGTCCCCTGGGAAAGCTTGGCAAGATAAGAGTAGGAGCACA 

AAGAAGGAGGTAGATAGAGAGTGGTTTGCAGTCGATACTCAGTGGTTTGG 

GTAGGC 

>Sequence 181 

AGGTACGCGGGGGGGTCCCCAGTGGAACATGCAGTTCTTAGGACAGAGCA 

GGGGATGGGGCCAGCTGACCTAGTGAGGAAATTTAGGCTCCTGCATCAGT 

CTTTCTGCATAAGTAAAGAAAGGACAGTTGTGCTAATTGACATTGGCTAT 

GAGGTCATAGCCACAGACAGGATTATGAAAGATGCAAATATGCGAAACAT 

GGCACATGACCTCCCTCCCTCAAGCTAGGCCCTTGCTTTGTGTGGTTGGG 

AAATGTTGGGAGTAGCAGAGAGAGGACCTAGGCAAATAGATGGGCATTTC 

CTTGAAGAAATCGGTTTTCCAGTAACATCTGGGTTGTGTTGCAGCTGGTT 

>Sequence 182 
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CCGGGCAGGTACGCGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTA 

TGTATGTGTATGTAAAACAGAGAAAGATAGTGGTCCAGAGGCCAACACAC 

CTGGAATCTATTTGTGAGGGTCCCTGCtTCAGTCCACGAATTGGGCCATT 

CATTTATTTCTCAGTAAGTGAACATCTGGGATTCAGTTTGAAACJGCCAAT 

AAGTTTGGATGGGATCGCAAAGCTGTGGTTGGGATGTGGAACTGCTCGCC 

TGAGGTGGGAGTGAGCGAGGTGAGCGGGGGCTCTTAAACTATTTCTGCAG 

ACTTCAGTTCAAATGCAATAGCCAGAGGGTTGAGAAA 

>Sequence 183 

AGGTACGCGGGATATGGTTTGAGATATTATTGCTTGTGTTTACATTTCCA 

CATTTGAGGCAAAGTTAGACTCCAAGTTGAATTCATTAAATTTTGATTCC 

AACATTCTGTTCTTCCTTTGGGCACAGAATTCCTATGAAATGAAACACTG 

GGTTTTGTTCCAGAACAAGAACAGACTAACCCAAAATTTCTCCTGGGGGA 

AAAAAAAAGAGTAAAATTACATTTCTCATTGAAAATTGTATTTCTCATTG 

AGGAAGGGTGTGTTACTTTATTATATAAAATGCCTTATCTTCATTATAAG 

AAAAAAATGCCCTTGCATTTGTCACTGTTGCCATACATTAGGCCTGTAT 

>Sequence 184 

CCGGGCAGGTACAAGTTACCTACCCTTTGCTTGCCTCAGTTTCCTCCTTT 

GTGACAATGGGGACAATAACAGAAACTGCCACACAAGAGGGATGTTAGAG 

AACTGACCAAGCGAATGTAAGTAATGACTTGGAGCAACGTATGGCTAAGA 

GTAAGTTAGOGGTTGTTACGATGACTTTCCTGAGATAAACAGGGAGATCT 

TTTAGCTGTGGGTCAAGTGCAGGAGGACAGTGGAGCTCAAGGCCTAATGG 

AAACTAACACTAATTGTACCT 

>Sequence 185 

AGGTACAATGGAAACTCAACCKjATTACACTATTTTCTAAAGGGCCACTCA 

taaaaatgaagttgggttatgg i rrmn i icccccttccattctaatt 

taggaagtggaaagtcacagcaagggcaggggcttacccacggtgacaca 

gcttagcacagcgtcatcatttcatcctgtgcttcccatggattctatcc 

tctcaaagattaactaagcattttgctatttgatctgggtagagggaaaa 

ggtgcccaagacatgagaagataaaattcttgacaggaggaaccaaggtt 

aaaacatgtaacaaggttcactcacttaaaaatatata 

>Sequence 186 

aggtacagagcctggcacgtagcaagtgttgaaatatctcttggagagag 

agaaaaaaaatgaatctattaaaatgtctctatgatgcactgcggaagct 

agacttggtagatcgagtttaagggaatgaagagggggtgaatgtttgct 

acttccgtatatttggagtatttgataaaacagaagaccagtttctot 

aaacttcatgtcggtttgtaggccaggctaccagggtttagggtacctgc 

CCG 

>Sequence 187 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGCKjGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 
>Sequencc 188 

AGGTACGCGGGAGTAACTAATAGAAAAAACTCTAAAATGCATCGGGAGGG 

AAACACATTTAAAGCTCTGGAGGCATAAAAACCTGCATATAAATTCAGGC 

CGCACCGATTGATAAGTGTGTTACTTTCTCAATTTACTTATTCTTTCTTA 

ACCTTAGTTTTCTCA TCAGCA A ACTA TCTTA ATTAC ATG ACTTTGTA ATC 

CATAAAGCTTGCTTCAAGCTCTTAGCATGCACACAGCACATCTGCAAAAG 

TAAGCATTTGCCACTTTCGGTTCTCAGGATAACATATTCACCCTTCCCTA 

CCTACTAGCAAGCTGTGCTCACAAGATTAATCAGGTAGTGCTAGAGAGAA 
>Sequence 189 

AGGTACACGAGCTAAAGGAATCCAATTCACTATCCCAGGGTTGCATCGCA 
GTGGATTTCATACAGGCCAAGAAAAAACAAAAACGTTTTTAAGCCTCCAT 
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CCTCAGATCAAAACAATAAACAAAAAATTATGATATCCTTAACAATGTCC 

TGGGTTAATATTTTATTCCATAAATCAAGTTTTCAGAACTCTTTACCCTC 

TAAGAGATACAGATTGAACATGCCTTTATAGGCTCTGAATTTCATAACTT 

CTAATCTATGCTCATAACCTGGAAAATGTCATCATACTGAATGCCCACAT 

GAAAAGGTACCTGCCCG 

>Sequence 190 

AGGTACTTGGACTGTGAGACCCCTGAAGGCACAGACAATGTGGCCCTGGC 

ACTTGGCATGCTGTCTAGCACATCACAGACCCTCAATGAATACTATAGGT 

TGAATTAAATGTAGGACCTAAGGGAGTAAAAAGAACAGCGTCCTCCAGCA 

TTTATACAGCTGGAGGCCAGGAATC1TCCCTCTGGCTTTGCACTACAGTA 

AAGATATTTACrTATTTTTTTAACAAAGTTTTATTTTAG 

TACATGTGCATGTTTCTrCTATAGGTAAACTCGTGTCATGGCGGTTTGTT 

GTACCTGCCCG 

>Sequence 191 

CCGGGCAGGTACGCGGGGAGGTTGTGGCGGCGGCGCCCTGCTCTTCCCCG 

C TCGTC TGGGGCTTCTGCTGGCTAGTGGGGAGAAGTGCTCTTCTAGGGGG 

GCTTTTCTGGCCCTTGGCAGGGGTTTGGAGTTGGAGTCACACGGGCCAAT 

AACTCATCACCCCAACACTTCTGAGGTGGCTCCTTGTGCCACGGACTCCG 

AGGAGTCCTTCAGCTACTGAACACTCAAAGCTGAGGAGGGCAATTTGGTT 

CTGATGCTGTGCCAGAAATCTTCTGACAATGAGTTACTGGAACTTGGAAA 

AAAGGAACTGAGTGCAGTACCT 

>Sequence 192 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 

CCTG CCCCGGCACCTGCAAGCCAGTGTGCCACHTTTTTGATGTTGTATGT 

TTTTAATATTCCCTGAGACAGACTCCAGAGTTCTGAGTTTTCTTACTTGG 

GGTGTCAAATTATATTCCAGGAACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAAGCTGGACAGATTTTGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGC ACTA IT 1T1 AGGGCACTATTTTGTAGAACACAAGATTTTTCAGGAAG 

TATATTGAAAGGCCTGTACCTGCCCG 

>Sequence 193 

AGGTAC AAG7T GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCl 1 1 I GGTTTAA T 1 Vi'i GGTTTGGTTA 

TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AACTAGTGAATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACrCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GC1TTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

N 

>Scquence 194 

AGGTACTTTAGCTACTCGAACAGCATGCAGACAGGGTAAGAATCACAGAA 

CCTGGCCGAATACACAGCTCATTCAGCATCAACCACAAGGTGGCGCTGCT 

TCAATGCTGATTCAGATGCACAGCCCTGCTAGAGACGTTTCTCCACCATC 

AAGGCTACATTTGCTTGTGTCCTTTCCAGGCCGGCCAAAAATGCTTTCTC 

CTTAAGGTTTCAGGTAATACACATATGGCTAACAGTCTATATTGAGAAAG 

TAAACCACTGAGGCACAGCAACTCCCTACCCCCATCTTAGGACAGACTCT 

GACTGCACCTGAGAGGACTTATCTCAGCCTCCCTTAGTTAACAAGGCAAC 

AAAGT 

>Sequence 195 

TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTA 

AGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCT 

AAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGAT 

AAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAG 

CGTCAGCATTTTTCATTTATACCT 

>Sequence 196 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 
CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 
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TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 
GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCT 
CTGGGCAAGTCAGTACCT 
>Sequence 197 

CCGGGCAGGTACTATGTTCACCCAGGAAACAGCCACTTAGGACACTGGTG 

AGCTACTCCTTAGGGGGTTGTGGAAATAGAGCCCAATCTGGCCTTGACTC 

CATCGTAGAGCACAATTTACTGAGCAAATTCTAATAAATGTAAATTGAAA 

TTTACATATGATGCTGTTCTTTTCAGAACCAAGATTCGTTCGCTTACTGC 

TTATCAACTCTTCCTCCTGTTTAGGTCTAGTTCTCTCCTGTGCAAGATTG 

CGACAGAAGCTGAGAGGAGCCTTCTGGTGTTTGATCGATACACTCCCTTG 

ACCACAATTTATTCACTGTAGTCACAATGGATAGTCTTATGAAATCTTAA 

ATAC 

>Sequence 198 

CCGGGCAGGTACGCGGGCTGCACATCTGGTCTCTAACAATGAATCAAGTA 

ATTCTCTCAGCTCATGTTGCTACAGCAGCCAGCCGGGACAGCCAAGTGGT 

TCGGAGAGAAATTGCTAAAGCCCTTAGCAAAAGCTTTACGATGCACTCAC 

TCACCATTCAGATGGAATCTCCAGTTGACCAGGACCCCGACTGCCTTTTC 

TGTGAAGACCCCTGTGACTAGCTCAGTCACACCGTCAGTTTCCCAAATTT 

GACAGGCCACCTTCAAACATGCTGCTATGCAGTTTCTGCATCATAGAAAA 

TAAGGAACCAAAGGAAGAAATTCATGTCATGGCGCAATGCACATTTTATC 

T 

>Sequence 199 

AGGTACGTGACGGAAGGGAGGCTCACAGGGATGGTGTCTGCGACCCACTC 

AGCTCTGCCATTTACCATCACCTGACTTTAAGCCAGTGTCTATTTTGTAG 

GGCTGCTGTGGGGACCAATATGAGCTGAGAGCTCTGCCAGGCACCCTACA 

TGATATACCTGTAAGGGAGCGTCCTTCTGCGGCCTGAACCTGAAGCTCTT 

CAGAGGGACCCATGCTGGGCTCTGAAGAAAGTGACTCACCTTGGAGGAGC 

AAGGGCAGGTCACATTCCATCATGAGAAATTCTCACACCACCCTCCTTCA 

TATTTGACTCACATCATGCAGCATGGACTTCCACTCCAGTAAATGAGTC 

^Sequence 200 

CCGGGCAGGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGC 

CCATGGGCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTG 

ATGTAAGACATTAAGACATTCTTAAACGAAGCCAGTCTTCAAGGACTAGA 

ATAAATCCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGA 

AACAAGGAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCT 

CTAAGTTGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAACT 

CATTAAAAAATGCTCACTAAACTTCCATAGGATACAGGGAGACAA 

>Sequence 201 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 
TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 
GG AC ATCCTTTCTGGTG AGTATTCTTTTGGTTTAA'l TTI TGGTTTGGTTA 
TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 
AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 
TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 
GCTTTGTAAGGATATCTCCCTCTGTGACACCTAAAACACTAGA 
^Sequence 202 

CCGGGCAGGTACAGACATTCAGGTTAAATGCTGGCCAGTGGTGGGGGGCG 

GGGGTTGTCATTATTTCCCATTACTAAGGAACAACAAATACCACATCTAT 

TTATTTATATATTTAGTGCATTGAGTAAAGATAAGAGAGACCTGCAAAAG 

AAAAAATATCTAGTGTGTATCAATGACTGAATTTGTGTCTACATTTGGGA 

TAGGAAAAGTGATAAGACATTTTTAATATTCCCAGCACAAATTTCCTTCC 

TGTGTGGTTGTACCT 

>Sequence 203 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 
TCCC ACCTTTTC AGTG A ACTCTTACATTTTG GGG G ATCTGCTCTTGTA A A 
GGACATCCmCTGGTGAGTATTCTTTTGGmAATTTTTGGTTT 
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TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 
AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 
TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 
GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATG 
>Sequence 204 

CCGGGCAGGTACTAGGATTGCAGGCATGAGTCACTACACTCGCCCAGAAA 
TTTGTTTTTAGAGTAACTACCATGCCATTAACAAACCTGACAAAATTAAC 
AATTTCTTATCTTCAAGAACTCAATTCATATTCAA AT I i 11 ATCATCTCA 
AAGCTGGTTTGTTCAAACAGGAGTCCAAAGTCCCCATACTGCATGTCATT 
ACTGAGACCATACTGGGACTAAGGCAGGGAGGAATGAGCCCTAAGTGAGT 
CTGTAACAAGCGAGAAAGAAGCTCATTCAACTAAAAGAATTAAATTGGAG 
GTCTGGCCCAAGAAAGTGGAAAAATAAACAAAGAAAACTAAAACTATTCA 
>Sequence 205 

AGGTACGCGGGCGTTTTTG Ti'l'l" 1 TTrTTAACTTAGTTlCTTTGCTTATT 

CAAGGGAAGAAAATCAGGTTTAGTTGGTGTCTATATGAATGATAGACCAA 

TTAAATGCTTTTACTTTCCAGTTGCTGGAAGACCTGGGTCAAATTGGTAT 

ATAAGGACATGGATTTCTTATGTAACAATAAATAGAAAATTAGGACAGAC 

CTCAGGCTGAACAGCAGTATCATTCACKjACTTAAGTATTTITCTCCTGTT 

ATCATTCATAGCATTAACTTCATCCCAAGGATGGTGCCCCCTCTAGTTGT 

TATAAGATGCCTGCTGACACAGTTATGGCATATTCTTCCTGGTTCAGGT 

>Sequence 206 

AGGTACAGTTCCATCTTTGGCCATAAGGAGACAATGGTGTCAAGAGGCTA 

AGGCCATATGATCTGTAGGTGAAAAACCTGGGATGAGAATCAAGGCCTCA 

AACTTTTTCCACTACATCACAGATTTAGGAGCAGTTAGAGGGAAGGCTTC 

AATCTGGAGAACACTAACAGGCTCTAGAGATTATTGGGTCATGGTGGCTG 

GGACAGAAATAAGGATTCACAGAAAGATGTTTGTTGTCAATGTTCTTTTA 

CAGTAAATGTTCTTTTGAGATTTTGCTTGATAAAAAGGTTGAGCAGAAGT 

GAAAAAAA 1 1 1 1 1 1 TCI VVVVi TCI i iciTrric r rrr cri'li H GCTTTT 

TT 

>Scquence 207 

CCGGGCAGGTACCATTCTCCAGGCACATACAACATGAAATATCATACAGC 

TGTGAAAGATCTGGTGGAAAGCTGGAATATTGAGGAAGAAACATTTTTTG 

AAAATTATTTCTCTCTCTAAGTCNAGTAAATGTTTGATANTAATTCTGAG 

TGCATGGCTGTAGTCTGAAAGTTTAThWGTGCCCCTAAAATTAATATNNG 

TCAAAATCCTAAAACCAACCCATGGTGATGATTCAAGAAGGTTANGGCCC 

CTTTTGGGGGGGAAAAAA 

>Sequence 208 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTAGTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACTACTTCATCATGCTGTGNNGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAACAGTCTCTTCTGTCCCGCTGGAACCCAT 

>Sequence 209 

CCGGGCAGGTACGCGGGGAGACACATTCAGAGGTGAGCCCAGAGGGGGTA 

AAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCC 

ACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCC 

AGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAG 

TGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTG 

AATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCA 

AGACCACAGACTCAAGACGGACATAATTGGATTi IT IT 1 GCC ATGGCCTG 

GAAAGAAA 

>Sequence210 

AGGTACGCTGGGAAGATGCTGCCAAGCAGCAGGATCACCAGCTTAGCTGT 
GTGTGGTGAAGTTATGCAAATACCTCCCCCTGTCAACTGTGGCAGCAAAG 
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TCCCCGGAAGGACTTGGACTGTCCTGGTTTGATATATGCTCATTCCCCCA 

TCAAGCACTGTGGCCGGGAATCAGGAACTGTGACTGGTCTGACCTGGGTC 

ATGTGCCCACCTCTGGCTGGTAGGAATGGTTTTGATTTTGTGATCAATCC 

TGAAGAGGAAGACAGGTGCATGGCAAAGGAAAATGGGATAGTACCTGCCC 

G 

>Sequence 21 I 

NCGNNCGGNTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGTGGTGNGCGA 

AGCGCCTTCCCnTNCCGAAAGGTTTCGGAAGCTGGTGGTAGCTCTGAAGA 

TAACGCTGCGTTAGGGCATACTGGCCGAACCGGGGAAGGGGAATGGAACT 

CCGATTGAAAGCCAGTTGCTGGAGTGGACACCAATTTCAACAAGCCGATT 

GGTTTAAAAATTNTTTTTAAAAAGGGCCGTGAAAGGGTTTTTTGAA^ 

CCGTTAAAACGCCCACCCCAAAAAAATAAA 

>Sequence212 

CCG GGCAG GTACATTT rTTTCAATTTAAAAAATAAAATTTTAAGAATAAA 

AAA llli 1 A A ATTTTAAACATTTTTTTAA ATAAA AAAGAAAAGC AG ATAA 

TTTGTCTACCAAGCCTAGATGGATGTATACTCATAAACAGGTAATACTGT 

AGTGTGCCATAGGGTGATAAGCGCCATGGAGGGGATTAATTTCATGCAGA 

GCGGGCCTGCAGGAAGTAAAGGAGCGAGCCGTGAAACTGNTCTGGATAAC 

GAGTTCTCAGGTAGAGGGAATAGCAAGTGCAAAGTCTCTGAGGCGAATTG 

CAGGGGGAGGG 

>Sequence213 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 

TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 

TATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCA 

GA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTN 

>Sequence214 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGAGCTCTTCTGTAGGTGAA 

GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 

TCATCCACCCCCTACCCAGAACTTACTAGTACCT 

>Sequence215 

ACGTACTTTGTTCTCTTTTTTTTTTTTCAAAGGAAGACCCGGTAATCATG 

TCGAGGTTGAGGTATACAAGGACAATGGCGCGATACTTTGTTGACCATGA 

CTATAGCCTCACAGCAACTAAGACCAACCCATCTCTCAGAAGAAGGAATG 

TC AAAATGTC ATGTTC AATTTTAC ATTCAGTGCCTGG AATCTT 1 TC 1TC A 

CAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCA 

GCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGG 

ACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAA 

>Sequence216 

AGGTACGCGGGCGTTTTTG1 J i 1 1 1 J J 1 1AACTTAGTTTCTTTGCTTATT 

CAAGGGAAGAAAATCAGGTTTAGTTGGTGTCTATATGAATGATAGACCAA 

TTAAATGCTTTTACTTTCCAGTTGCTGGAAGACCTGGGTCAAATTGGTAT 

ATAAGGACATGGATTTCTTATGTAACAATAAATAGAAAATTAGGACAGAC 

CTCAGGCTGAACAGCAGTATCATTCAGGACTTAAGTATTTTTCTCCTGTT 

ATCATTCATAGCATTAACTTCATCCCAAGGATGGTGCCCCCTCTAGTTGT 

TATAAGATGCCTGCTGACACAGTTATGGCATATTCTTCXrrGGTTCAGGTT 

CAGTGGAAGAACACT 

>Sequence2I7 

CCGGGCAGGTACTCCCTATGTCTCTTGTCCTTCTTGGACAGGGGAGTCAT 

TTTTATCATAAGATGACAGAGGTGCAAGAAGCTAAGAAGAAAATGAAGGA 

CATTTTTAGGTTAGGCTCTGTATGGCCACACTGTTACCTCCACCCTCATG 

TGCTTGACCAGCGCAGTTCCTGTGGCTGAGCCCAAAGCCAAAGGGTGGCG 

ATTACACTGGCTTCCAGGGAAAGACTTCAAAGCCATATAACATAAGGGTG 

CAGTATTGGGCCAATAATTCAGCCTGCCATACTTCTCAACCCATATAGTT 
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TGGTATGATCTGAATCTCCCACGATCTCCATATACTTCACATTAATGA 
>Sequence218 

TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTA 

AGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCT 

AAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGAT 

AAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAG 

CGTCAGCATTTTTCATTTATACCT 

>Sequence219 

CCGGGCAGGTACAATTATTTTGACTTTTATGTCTGAAAATGGTCATCACA 

AAATGTTAGGGAAAAAAATAAGAGATGTGGGTTAACATCTCTGGTCTCTG 

GTAT CTTCATAGCC ACAGACTTGGTTTATACCTC ATTAC ATC [TV 11 ' I IT 

rTTTTTTTTTT 1 1 TTT1 riGGAGACAAGAGTTTTGCTCTTGTTGTCCAGG 

CTGGAGTGCAATGGCATGATCTCAGCTCACTGCAACCTCCACCTCCTGGG 

TTTAAGCGATTCTCCTGCCTCAGCCTTCCGAGTAGCTCGGATTACAGGCA 

TGCGCCACCACGCCCGGCTAATTrTTTGTATTTTTATTAGAGACAGGGTT 

TCTCCATGTTGTTCAGACTGGTCTTTAAGTCCCGACCTCAGGTGATCTGC 

CCA 

>Sequence 220 

aggtaccccttcatgagaggcgagcacaactcgacctcctatgactctgc 

agttatttaccgtggtttctgggcagtcctgatgctcctgggggtagttg 

ctgtagtcatcgcaack:tttttgatcatctgtgcagcccccttcgccagc 

cattttctctacaaagctgggggaggctcatatattgctgcaggcatcct 

attttcattggtggtgatgctgtatgtcatctgggtccaggcagtggctg 

acatggaaagctaccgaaacatgaaaatgaaggactgcctggatttcacc 

ccttcrgttctgtatggctggtcatttttcctggccccagctgggatc 

>Sequence22i 

CCXiGGCAGGTACTGTCCATCCCTGAGCCGGCCCACAAGTGTCTTCTGTTT 

TCTTTACCCTCTCCTTAGCACCAGCTGCCTAACAAAGTCAGCGGGCAGCC 

AGGGCAAAGAACAGTTTGGGCGACITCAATATGACTCrCTCTTCTGAGCC 

CCCGATCCAAAAGAAGGCTCACCCITAGTGAATGTGCCTTTGCCAGAGGG 

TCrTCCCTAGGGTGAAGGGGAAAATCATGTTTCACAATTTCAGGGAAGTC 

TGAGTGGTAGGAGCCAGGTTTTCACATTCTGGTCGTTAATGCGTAGTGGC 

CATTCATTCCATTAGGCTTGAGATGTGATGACATAGTTACATGTGTGAG 

>Sequence 222 

AGGTACGGGGAGGGCGTAAGAATGACTACCAGCAATCTGGCTGAAAGAGA 

GAATGGGATAAGGAAGACTGAAGGAGAAATGATTTTAGAGTGGGGAGTCT 

CAGGAGCTCTATCTCAGATATACCAAGTTTGAGGTGTATTAAGACAACCA 

GCCAGGTGCAGTAGCTCATGCCTGTAATCCCAGCAAGTTGGGAGGCCAAG 

GCGGGCAGAACCCGAGGTCGGTAGTTCGAGACCAGCCTGGCCAATATGGT 

GAAATCCCGTCTCTAAATTTTGTATCTAAAGATACAAAAATTAGCCAGGT 

GTAGTGGCACGTGCCTGTAGTCCTAGCTACTCAGGAGACTGAGGCAGAAG 

AATCACTTGAATCCGGGGGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCA 

CT 

>Sequence 223 

AGGTACCCCAGTCCCTCCCTCTTAGCCTGGAGCAGCTCCTCAATGTGCTA 

AGCCTTCCAAGGATAAGCTGAGCCCTGGACAGAGGAGGCTCCCCTTCAGG 

CCAGCACTGCCCATTACTTGAAGACAAGGTGAGCCTCAGCCTGATGTTGA 

AGGCTAGCATTAGGAACCCCGCTCAGGATCTCCCATTCTCCAAGATCTGC 

TTTATCAATAAGAAAGGGGATGCTGCCGGGCCTGGTGGCTCATGCCTGTA 

TTCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATTACCTGAGGTGGGGAG 

TTCGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTGAAAATN 

>Sequence 224 

CCGGGCAGGTACTGTCCATCCCTGAGCCGGCCCACAAGTGTCTTCTGTTT 
TCTTTACCCTCTCCTTAGCACCAGCTGCCTAACAAAGTCAGCGGGCAGCC 
AGGGCAAAGAACAGTTTGGGCGACTTCAATATGACTCTCTCTTCTGAGCC 
CCCGATCCAAAAGAAGGCTCACCCTTAGTGAATGTGCCTTTGCCAGAGGG 
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TCTTCCCTAGGGTGAAGGGGAAAATCATGTTTCACAATTTCAGGGAAGTC 
TGAATGGTAGGAGCCAGGTTTTCACATTCTGGTCTTTAATGCATAGTGGC 
CATTCATTCCATTAGGCTTCTTATGTCATGACATAAT 
>Sequence 225 

CCGGGCAGGTACGCGGGGGCGGGTAAAGTGGACTGGGGAGAACTTCGGAG 

GATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGA 

GCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCAAA 

ATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTrrrCTTCACAATT 

GAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCA 

CAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGACATA 

ATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 226 

CCGGGCAGGTACGCGGGGAGACTGAGTGGGGTCACAGCACAGGGCACTGT 

CTTGCCTGGCTTTATCTGAGCCAATCACACCTCTCCTGGCCACTATCTGT 

GGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTTGAGGACCAGC 

CTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTTTTGAAGGATTCCAG 

GCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTGAGACTGACCA 

CCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATTTCAAGGCAGT 

CAAGTGTGACCGAATCAACTCTNTACCCCAATCCTTATCATCAGCCT 

>Sequence 227 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTGTCCCGC 

GTAC 

> Sequence 228 

AGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGGCCAAGT 

TTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAGT 

GATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCACT 

AGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCTG 

GGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGGCAGT 

CCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAGGCTTGG 

GAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCATC 

TGGTGAAC 

>Sequence 229 

CCGGGCAGGTACTTCCTGCAATGGTGGAAATGTTCTCTGTCTACACTGTC 

CTATATCGTAGCCACTCGCCACATGTGGCTATGGAGCTCTTGAAGTGCGG 

ACAGATGGACTGAGAAACTGAAATTTAAATCTTACATAATTTTAATCATG 

AGATAGTGGCTACTTGACAAGATGCTGGAGAACAGGCTTTGGAACCAACA 

TGATTCACTGACATGAAGCTCCCACATCTTGGCCTATGGACACAATGAAC 

AATGCATCTACTAGCTGTTTAGGGCAGCCTGTGAACAGAGCACACAGCTA 

TTGCAAACAAACAGACCCGGGTTCAGAGTCAGGA 

>Sequence 230 

AGGTACTTGATTCAAAGCCTGGGTCTCCCAGAAGTGAGCTGTGTGGCTTG 

GGCCACTTTATCTCCTGAGGTCTTAGAGTTTTCATGTATAAAATTGTAGA 

ACTTGTCTTGATGGTTTTGAACATTCTTTCTAATTCTGCACAACAGTCCA 

TTTGTGGGTTAGATGAGCCTTTACCAAACTGTATTTCATGGAACAATGGT 

CCCAAGAGCTGTTCTGTGAAAAGTAAGTTTCATCATCAAATAATTTTGAG 

AAATTCTGAATCCTATATGCGTGTTGATTCCTATTTCTTTCCTTCCATTC 

TTTCTTGAGTCCACTCTGATTGGTCCTTAAAGTTGGAGTTTATTTTTATC 

ATTATTGTTATTGTCATGGTA 

>Sequence 23 1 

CCGGGCAGGTACTCAAACTATAGCCCCAGGGGAAGACAAACGGTCACAGA 
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TGAGGCAGGAAGAGTGCCTGGGAGAATTTCCCCATTCACCATGGAGCCAA 

gtgaaagacctcaccatcagctgctgcacagaaatgacacagccacccac 

acaagtgggagatcgaggaggaggcacckjccagtttgtttggaatggaca 

ggtgtgttaggtaggagtccagccttcacaccctgtgtttcctttctttt 

gctttggaccttctttcctaactaaaaagagagccagtgaaggttcttga 

gaaggggatggcaaagack:catgagattttatctttgtaaacctcgaagt 

GTGGGTT 
>Sequence 232 

CCGGGCAGGTACGGAAGACATGGGAGTCTGTATGCAGCACGACGTCTTGT 

TCAGTTACCTCACTACTAAGGAGCACCTTCTCCTATATGGTTCCATCAAA 

GTTCCTCACTGGACTAAAAAGCAGCTCCACGAGGAAGTAAAAAGGACTTT 

AAAAGATACTGGACTATATAGCCATCGTCATAAGAGAGTTGGAACACTGT 

CAGGAGGCATGAAGAGGAAGTGATCTATATCCATAGCTCTCATTGGTGGA 

TCAAGGGTAGTAATTTTGGATGAACCATCTACTGGAGTTGACCCATGTTC 

TCGCCGAAGTATATGGGATGGTATATCCAAGAACCAAACTGCCAGAACAA 

>Sequence 233 

AGGTACTCTGCTATAACATGAGATCTGTCTCTCCAGGCTCTGGCTTCCTC 
AAGGACAGCTGCCACCAGGTCCTATCCATCTTGTAAGTCCAGTTCTTAAC 
GTCCCCGCGTACCTGCCCG 
>Sequence 234 

AGGTACTGGAGGTCCGAGCTACCACAGAAGACAACAAAAATCAATATAAG 

GTATAGGAAGATTGGAAAGAAAGAAAACAAACCACCTAGGCTGAAATCCC 

AAACAAACTGGACACGCAAATTATTAAAGGTGATTTCATAAATGTTATGT 

CATTTAAGACAGCCATATAAAAGGAATCATTATTCCCATTTTCTCTATGA 

GGAAATAGAGGCTCAGAAAGGTTTTGAGCAACTTGCCTGAAGTTGAAGTC 

CCCCCAGCATATTAAGTGCTGAAGCCAGAATTCAAACCAATTGATAATTT 

CAGTGCTCTTCACCGTAGACCACATGACCTCCCCTCAGTTAATATTCACC 

C 

>Sequence 235 

AGGTACTTCCATCAAGTCGAGGGAGTAACGCAAACTAGAATAGTAGCCAT 

CTATTAAGGATAGTTCrGAGGTTTGGAATTTGTAACrGATTTTTAGGAGC 

TACGACATGAATATCATATCAGGTAGAAATACTCAGAGTGATCACCTTTT 

ATGAAAGTTAGTT CTATC TTTCATGTCTAGGAAAATATAACAGTGAATGT 

TTGC TTTTTGTATGTTTTGTCTCCAAGCAGAGGAAACTGACAGTTTTATG 

TTTTAGGTGCCGAAAGTTGTTTTTGGCTAGGCAGTTCCAGAGTTAATCAC 

TGGGATGCTAACTTGAAT^^T^GTCTTTAAAATGTTTTAGATTTTTAAAA 

CCN 

>Sequence 236 

AGGTACCTACTATGGGACCTAGACAGGCTGTTTCACTTCTCTTATATCTG 

TAATATAAGCAGAGTAACTGGAGCCCTTTTGTTCACCTGCAGTTGGATCT 

CAGTGATTTGGGGAAGGATCTTGGGCCTCCACTTGCAGTGACTATAGTCA 

CTATAGCTTCATCAGCAGGGGCGGGAAATGATGCTGCCTCCAGCTTGAGA 

GTGATGAGGCCAGCACCTCCTGGGAGCCCTCGATAATTTTATCTTCTTTT 

GCAATCCTTCCCCAAATCTCTTGGTTCCACTCAAAACTAGGAACAGTCCT 

GCCCACTGTGGCAAGCTGTGGTGCCCACCTCTCTTACAGCTGTCCCCACA 

GGACTACTATAATTATTCACTTTTATCCCATTGCCTGTAATGCA 

>Sequence 237 

CCGGGCAGGTACTTTTAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGAACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGAGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 

CCTGGGACCTCGCAGCANAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 
GGGT 

>Sequence 238 
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CCGGGCAGGTACGCGGGTGTCCTTGAGTTTTGAGCTCATGGTTAAAGCTG 

AGAATTAAGCACTGCCCTTACAACTGCTAGGTAAGCTCAGTAAGGTGTTG 

CAAGGTGGTGCAAAGGGCCCTGGGAGGAGGGTCCCAGTTGCCCACCGTTT 

GTCCACTGCTTTGTGATGAATTCTAGATCACCTTGTGGTTACCTGCCTAT 

TAGGAGGTGCTGTTGAAAAGCGACTTTAAAAAAATAGGACTTTGGGAGAG 

TGGGGCAGATCAAATGAAGGGACCAGCAGTGTTCATAATGGTGCTGAAAT 

TTAATTTCAGTGCTGACCTTTTATTTGACATTTTAGATAATGCTATGGAT 

GTGCTCAGCTATTTGTTCTTAACATA 

>Sequence 239 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 

GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 

AGAGCCTCACAGCAACTAAGACCAACTCAGCTCTCAGAAGAAGGAATGTC 

AAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACA 

ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGC 

TCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGAC 

ATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCTCGGCCGC 
TCTAGA 

>Sequence 240 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAGCAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCACCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTCGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCC 

>Sequence 241 

AGGTACTTAACCATGGGTTGCCATGCnTTTATAGCACATGACTTCACTAC 

TCTGAGCACAGCTAAGAGAATTAAAAATCAGCAACTGATGCAAAGGTAAG 

GTAGACATTTTCAAAATAGCCAGAAGCTGATGATGTGACCTGGCAGCTCT 

GCCCAAAGGGGCATACTACATGAAGTTGTCACTAGGCAAAACCAATCAGG 

TCCTCTCTTAGGAAGGCTGAATACAGAGTCAACAGACACGTAAGTTTTGC 

ATAAGACAGGAAAAACACAAAATAAAAGCAGTAAGCTAAGAGGCTGAGAA 

GAGATGAGATAGGCAGGTCCTCCGCAGTGGAAGAGGG 

>Sequence 242 

AGGTACCTCTCATAAACTTTGTTCATTCAGCCACTTGAAATAAGCCACGT 

GGGTTATGTGCCACGCAAAATTTCAGTAATGGGTTTTGGGGGTGTTTAGA 

TAGCAACAACTTCATAGACTGAACCTTTTGG 1 1 1 H nTl 'CTTTCTCTCC 

AACTCAGAGGTTAAAAATTAACCTGAAAAATCAATGCTGCAATATGAATG 

CGCTGTATGTTTCTTGCATGGACTTGCAGACACTCTGTAACGGTGTTTCC 

AGTCTCCAGCAGTTCATATTGGAAGGTGAGCTTTCACATGGACAAGCCCT 

TTGCGTTGCCAAGTAGTAGTGATATTACAAGTTTGAAAGACATTT 
>Sequence 243 

AGGTACCCCAAAACCAGGGGTCTGCAGCTCCAGCAATTGGGAAGGCCAAG 

TTTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAG 

TGATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCAC 

TAGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCT 

GGGAG CAGCTC TACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGGCAG 

TCCACCi i i l l GCTGTCTCGCA ACCCTTCCTCCTGCTGCTCTC AGGCTTG 

GGAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCAT 
CTGGT 

>Sequence 244 

AGGTACACAAGTAGAACTGTTAAAACCGTGTGGCTTCCAACTGCTCTAAT 

AACTTTAAGATTCACAGTCTTCAACTTTCTTACAGTGGAAGCCATGGGGG 

CATTGTCCTGTTGCCTTCTCTCTCATTCCTCATTAATGAGAAAGATGTTA 

AGCTCACTGACGTAAGTCCCAGTGAAGTCTTCTCCAGAACTCAGAAGGGC 

CATAAATAGAGAGACAAAGGGCAGGAGGTGGGAGTTATTCACCAGCGTGG 
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AGGAAGCAGGATAAGCCCAGAGGAATGGCCTCTGGAATTATACAAAGAAT 
TTGGAGGCGACTGGGGGTGGCCCTGGGAACAAAGTGAAACTGTCAGAACT 
>Sequence 245 

CCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGATCGGGTAAAGT 

GGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 

CTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCC 

TGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATC 

CATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGAC 

CACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAA 

GAAAGGTACCT 

>Sequence 246 

AGGTACAATCTGAACAACCCTTTTTATTGCTTACTTTGCGTTTTAAGGGT 

CTCAGTTAATGAAGTATCTCCTAGCACAGGGGATGAGAAGAGGGGAAAGA 

AGGCAGGGCATCACCAATCCACTATTCCCTTTTACTAATCCTCACAGGAA 

AAGACCATCCTACAACATCCTCCAAGTCCAGCTGGCTATCTGTTCTGCCT 

CATTTCTTCTATGTTTTATTCCACCAACACGAACAGGCITAGTTTTCCCC 

AGCCCTGAACAGAGCTCTGTCCTCCTTAGGAGACACCTCATTTGCAGTTT 

GTTTCCAAGCTTCAACTCATTCCAATGTTCrrAGACACAGTTGT 

>Sequence 247 

AGGTACGCGGGTGAGAAAAGGCTCTAACATGAGTTGATCTTGAGCCCAAT 

GTTGAACAGCTCX^GACCTTACAATTTAAAAAAGTAGTTCAGACCGGGTG 

TCTTGAGTTCCGCAGTATACCTGGTCCAGTGGACACTTGCAGAATGCCGT 

TGGCACATGCCACTGGCCATTGAGGGGTCCCCAGATGCATAAACAGCCTG 

ATCCTGTAGCTCCCCTTCCCCACACGGATGCATGGAGGCAGGTGGCGAAC 

TCTAAAGCCTCACTGAAAGGCAGATTGCTGGACTGTTAGAAGGGGCTCAC 

TCACCTGCCTCCAAGCGCTTGTCTTCTGTTTACATA 

>Scquence 248 

AGGTACGTTTCCTCACAGATATATCAACTATTGTGCATATCTCTAGTTCT 

GATTCTAGTTAATCAATATCAGCAGAAAGCTTATCATTTCATGTCTAAGT 

GTCTGTGTGGGCATGAAATTGTTAGGAATTGTTTTAGTGAATAACTGATT 

CAAAAATTCATTGCTTAAAAACAAGATTTTTTTTTTACAGAAGCATTCAG 

AACTCCAAAGAGATTATAACTCACAGAGAATTATTTTAAAAAGCAGATAA 

TATCTTATTCCTTTnTCCACACATCTCCACATACCAACTTAAATCTTCA 

CCAGTAAAGAGGAATCCAGGGGAAATCATAAGAGAAGCATCTTTAC 

>Sequence 249 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGCTCCTTATGCTGCTTCCACTGAGCATCCTATGAAATGCCCCAATGAGA 

AATCCCAC 

>Sequence 250 

CCGGGCAGGTACTAGAAAAACTCAGAAGCTGGAACGTGGGAATACATCTT 

CATTTCACAGATGAGGAGGACCTGTCTCAGGAAAAGAGGTGACTCACCCA 

AGGTTATAGCTGGTTAGTGGCAGAACCAGGACCAGAAGCAAGGCCTGCAG 

CCTCTTGTGTAGGCTTTCCTAGTGCGTGCTGCTGACCCTCAAAGCTGTCC 

TTGGCCAACTCACCACCTGTGTGACACTTACCCCCAGGCAGCTGTAGGGA 

GGAACACAGATGTTCGGGGAAGGCACTTGTGTTACTGTATAAGCACAAAG 

GAAGCTGGGATCTGAGTATGGTGGCCCTTGTCGGTCTCT 

> Sequence 251 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 
TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGTAGCCCCACGCCCTG 
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TATGGTCGGTGTCTAGAGCCTCACAGCAATTAAGACCAACCCAGCTCTCA 

GA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTITl CTTCACAATTG AAATG AAATGTGCTG AAGG AGGTGAATCC ATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTTTTTTGCCATGGCCTGGAAAGAAAG 

GTACCTGCCCG 

>Sequence 252 

AGGTACTACAGTCACTAAAGCTCAGTTTCTTAAATCCATATTTTAATGGG 

ACTCTGCTGGACATTGAATACCACCAGTCCACTTGTCAGGATGTCTGTTC 

TCATGTGCAGTGTGATGAAGCCTCTTTCATGATGTATTGACTTTACTGGA 

CTGAAATATTTTGAAGAGTGTCAGCCCTTTGACAAGATCCATCTGACCAT 

TTCTGTTCACAAATGATTTCTCCACACGATTCCACTCAAAGCACACTCAT 

TTATATAACACAAAGTAACTTTCCCAAATAATCATCAC1TTCAAAAAAAG 

ATCGTGAAAATACTGATAAAAAGAATTCTCCCGGCCAGGCACGGTGGCTC 
ACGC 

>Sequencc 253 

CCGGGCAG GTAC TGTCAGCCTCACTGGCATAGAAAGAAGGTGGAGGAAAT 

GGGTGCTGCTTTCATTTCTGAGGTATAAGTGGTGATGTAGATAACTGCTA 

TAGGAAATGCCCACGCATAGAACAAATGGTAAAGAAGTTCCAGGTAGTCA 

GCTGGTTTCAACAATGAATAAAGCAGGACACCCTGCTTAGAGGTTGAAAT 

CAAAATGAAGAGCTTTGGAAAGAGATACCTGCTCTACAGTGTGGTGAGTG 

CTGGAATGGAGGAGAAAGCAAGAGGAATAGCAATAGAGTCAAGTCTTGAA 

GGATGACGGCACATAAGGAGAAAGTGTTCCCCACACTAAGGAAGAGAAAG 

TGGAAGCACAGAGTTGAAAGGGTGTGGCACATCCAGGGAAGAGTGG 
>Sequence 254 

AGGTACGATCTGACTTATGTTTAGTAAGATCCTGGGCCACTGGGTGCCCT 

GTAGAGAAGAGACTGAACTGGTCTAAGAGCAGAAACTGTGAGAGCAGTTA 

GGGCACTACTAAAATATGCCAGGTGAGGCATGGTGATTGCCTAGACTGGT 

GTGCAAGCTGTGGATGCAGAAAAAAGTAGCTGGATTGTCGATGGATTCTG 

AAGGTGGAGTCAAGAATTTGGTCATGGACACGGGTGTGAAAGAAGGAACC 

CAAAGATTCTGGCCTGAGCCAACTAGAAGACTGGAGA TGCCA TCATTTGA 

GATACAACAAGGCTGTGGGAAGAAGAGATTTGGGGTGGGAGTGAGGTAAT 

TGGGAAAAAGGGTATAAGGGAGCTCAATTCGGGATAAATTAGGAATGGG 
>Sequence 255 

CCGGGCAGGTAC TCTCAG TTCACTTCCATGTGGGAGGGTCATTTGCCATC 

CA TCCAG ATTACCTTTTTGATrAGGCTTTTCAGTGTCTATAAATATTTCG 

GTCTTTTCTGATCATTTAATTTCTAATACATGCATATGCTCCTATGTATA 

ATAAATAGACAACITCAAATTTGCAGTTTCTAGATGGTTGGAAAAGGGAA 

ACATTGTGGTGTGTAATTTATCAGCCATCAGATCCTAGATATTTGAGATT 

TTAACTAAGCAAGGTATTAGATAGACCATGTTGTTTTGGCTTCACAGAAT 

TCATTCATATTGTGCATTACACAATCAGTGTGCATATTGCACATTGATTT 

TATCTGTAAGTTGTCTTTATCAGTGGTTCTCAAAGTGTGGTC 

>Sequence 256 

GGCAATGGAACTCACCGCGGTGGCGGCCGAGGTACCCTGGGCAGTAGAAT 

TTCATTGAAAAGCCTTTGGACTCCAACTAAAGATGCAGAGAAGCCCAAGT 

TCCTCCCTCTCTCTTGCTTCTGGAGCTCCTTGTAGTTACATCTATTATAG 

TATCATTATATCAAGTTATAACAATCTGTTTACCTTTATCTCCTCTAGTG 

GCCTGAGAACCTCTAAGAGGCAAACACAGTCCCCATACAGGAATGGGATG 

TCTGCAGAGCTGTATAACTACTCTCTTCTGTCTGAAGAATAAAAACAACA 

TTATACAAAGGAAAAGAGTGGTTCATTTTCTCTCCTCAGCAGAGATGTCC 

AATGTGGAAATGGCAGAAGAAAGATCAAAGCCTTTGCCGTAATGTGGGTA 

ACCACCTGCCTTTATCCTGCAATACC 

> Sequence 257 

TGGAAGCCTCTTCACTCATTTATGCGAATGATCTCCACCGCGGTGGGCGG 
CCGCCCGGGCAGGTACGCGGGTGTCCTTGAGTTTTGAGCTCATGGTTAAA 
GCTGAGAATTAAGCACTGCCCTTACAACTGCTAGGTAAGCTCAGTAAGGT 
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GTTG CAAGGTGGTGCAAAGGGCCCTQGGAGGAGGGTCCCAGTTGCCCACC 

CTTTGTCCACTGCTTTGTGATGAATTCTAGATCACCTTGTGGTTACCTGC 

CTATTAGGAGGTGCTGTTGAAAAGCGACTTTAAAAAAATAGGACTTTGGG 

AGAGTGGGGCAGATCAAATGAAGGGACCAGCAGTGTTCATAATGGTGCTG 

AAATTTAATTTCACTGCTGACCnTTATTTGACATTTTAGATAATGCTAT 

GGATGTGCTCAGCTATTTGTTCTTAACATATTTTCCATCTTTTGGGGGCA 

>Sequence 258 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTATAAATTGCTGATCrAATTAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACTAAGGTGTCAGGAACAGTTGTTCTG 

ACCTTACTATCCAACGAGGAGTAACTGATTCACTTCTCAGAGGTATATTA 

A 

>Sequence 259 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTTGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGCCTGGAATCCTTCAAAACTCCCAATTGTTGACAT 

TTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTGC 

ACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGATTGGCTC 

AGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCTC 

CCCGCGTACCTGCCCG 

>Sequence 260 

AGGTACGCGGGTAGGCACCTGCCACCACGCCCGGCTGATTTTTGTATTTT 

GTAATTTTGTATTTTTAGTAGAGACTAGGTTTCACCATGTTGGCCAGGCT 

GATCTTGAACTCCTGACATAAGGTGATCCGCCCACCTCCCAAAGTGCTAG 

GATTACAGGCGCGCCCAGCCCTGTTGTATTAGTTTTCTATTGCTTCCATG 

ACAACAAATCACCACAGGCTTGGCAGTTTAAATACCACTGATTATCTCAC 

AATTCTCTAAGTCAGATGCCTGAGTTCAGCCAGGCCCAGCTGGGTCCTCT 

GCTCAGTCTCATGGGGCCAGTGTCTGAGGTGCTGGGTTCACCCTGGAGGC 

CTTCAAGCTTATGCACAGTTGGCTCAATTATTCCTTGCAGCTGTAGGACT 

GGGTCC 

>Sequence 26 1 

AGGTACCCCCAAACAACCATCTAAAAATATACCATTCCTGCTCAGGTGCC 

AAAC TTGCTTTTTCAGTTTCTTGGACAAAAATTCTGGGACCATCCTTGAA 

TTTTCTATTTCCCAGATACACTGCAGTTAATTCACTAACAAATTGTGTTA 

TCTGTGCCTTAAAAACATGCCCAAGGCCGGGCGTGTTGGCTCACGCCTCT 

AATCCTAGCACTTTGGGAGGCAGAGGCGGGTGGATCACGAGTTCAGGAGT 

TCAAGACCAGCCTGGCTTGCACGGTGAAACCCCGTCTCTATTAAAAATAC 

AAAAATTGGCTGGGCATGGTGGCGGTCACCTGTAGTCCCCGGTACCTGCC 

CG 

>Sequence 262 

AGGTACGTGGGCTTTACGTAAAGAAAATGTGCCATTTTTTCAAGCCAGAT 

ATAGCTTCTGTATCAACAAATGGAACACAAATCTTTAGTCTAGGACTTAG 

AGTTGGGGAAAAAGGGAAAAAACAACTATAACACTTAAATGAAATCTTTG 

TATCTTAGGTTTGTTGACCAGAGTATTATATATATATCTAATGCTACTAA 

AATTATGATGTTATCGAATATTCAAGTTAATTCAATAAGTGGTGGTTATC 

TGTAGTAATCATAGAGAAAGGAACTATTACTATGAGGGACCTGCGGGTAC 

CTGCCCG 

>Sequence 263 

GGCAATCCCTGAACTACTATATAGGACGACTTGGAGCTCCTCCGCGGTGG 

CGGC CGAGGTACATTTCACGGAGGTGGGACCAAAAGAGTAAAGAACAAAA 

TTTTCTAAGTGCCAGCATGTTGGGAATGCATCATTGCAATAAGATTGTGA 
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AACTAATGCTGGCAGGCAAACAACAAAAAACAACAACTGCCACAAACTGC 

AATATGCTTATCAGGGTCTGACCAAGAAGAAAGGCCCCCGATCTTCCACA 

GAGGACACTGGCACCAGTCCCAGGTCCTGCAACTCTTGAATAGCTCCATG 

TGCCGTGTTCTCTTCAGGTACCTGCCCG 

>Sequence 264 

TGGCCCCAGTTCGATTTCGCTCGTCATACTGACTGAATATCGGGCTAATT 

GTAGCTCGCCCGCGGCGGCGGCCGCCCGGGCAGGTTCTCGAGGGAAGGAA 

TACACATTAAGAAATTTATAAGTAAGAGGTTGTGTTTTTGTTAAGGGAAA 

AAGAGAGTATTTTTTGTCTAAAAGTAGAATGTCTTACTGTTCCAAAAAGA 

AAAAGAGAAAAAATATAGACAAAAACTGAATAAGATAACTGGATGANNTT 

TTATTGTAAGGCCT 1 ' 1 U 44"J"1CCATATTTATTTTTTATTCTGATTTATTT 

TG ATGT GTCGAAATGGCCCCTTGTAATATGGTCTTTTTTTGGAATTTGTC 

TATTTTCAACGTCTTATCTTCCXjAGTTACTTTTTATCTTACTTCTCTAG 

AAGATTTCCAATGTGAATTAGTTCTACTCATGTATTTTATTTAGCATCAT 

TTTCCACTGAGGTATAAATACTTTTTTATTTGGTACCTGCACAGAAAACC 

CTTTTAGAAATCTTCCG 

>Sequence 265 

GGGTTAGGCCCGTATACGACTATTTAGGGCGAACTGGAGCTCCTTCGCGG 

TGAC AGGCC GCCCGGGCAGGTACCTAATTTTACTCTTAAGCATTTGCGCC 

TTGTATTTTAGGTTGGTTTCATTTCATTTCAACGGGAGAGAGTCCTGCTT 

CACACCTGTTGCAGTGTGTCCTTCCAGTGAACACCCAAGCCTGGGCTACA 

AGAGCGAGAGTCCATCTCAAAAAAAAAAAGGAAAAAAAAATAAAGAAAAA 

AAGAGGCAAAGCATCCACTGATCCTACATTCGTGTTTTTATCACATTACC 

TTGTCTCATCTTCAACTTCGGTCTCTCCACATTGAAGGGAAGGTGACATG 

ATGTCTTCTTAGTCATTCAAATCCAATAACTTTTAATCTGAAGGTTAAGT 

AGTGAGATATAAACTAAGAGATGATAATATCAATTTTATGTTCACTGAAG 

>Scquence 266 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACGAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAT 

>Sequence 267 

GGCAATGCCCTAGACACTCATATAGGGCGACTTGGAGCTCCTCCGCGGTG 

GCGGCCGAGGTACAAGTTGATTATGTAGGTGGCCGGGGTTCAGGCTTCAT 

CTTTCTGTGCTCTGAACACACCCCACACCTCCTCTATTTTAGCACATTTC 

CCAGTTGATTCCAAATGCGTGCTCACTCCTCTTTTCCCCCCACTAGAGAG 

TAAGCCTGATCTTGCTCACTCGCAGTTAGCTTCTGGACAACTTGTGGCGT 

ATAATAAATTT TGCTC AACAAAATTTATTAAATGAAGGAGTATCTCCAAT 

TTGAAGGCAAATTTTCTTTGTTATCTTGGAAACTGCCATAGGAGCTGTGT 

CTGAATGTGGTGATGGGTGAAGATCTTGTACCTGCCG 

>Sequence 268 

CCGGGCAGGTACTTAACAACCCCATGAGGAAATTAAGGCAGGGTGGTTCA 

GTAATTTGTCAAGGGAAACAAGGAAGTAGAGCAGGCAGCAGAGGCGTTCT 

GGCTCTGAACTACTCTGTTCTGTAGAAATCAGTGCAAAAGTCCAAGCTTC 

AGCATACTTGTTTCATCTTGTGATCACAGGTAGiril 111 I Grrrrri"lT 

TGTTGTTGTAGTTGATGTTCATTAGTGTGTTATGAGATGGACCAATGGAC 

TGGAATGAAGTTTATCGTTGATTTGCTTTAATGCCTTTTTGTTTGTAATA 

TCTGTGTGCCTGGACCAATTAAATGAACTGGGAGAGACCCAAGGTAAAAA 

CAATATAATAAATATGTGCTCCCTTTTTGGTAATTATTTTGTATTGTATA 

ATACTATGTGTGGAAT 

>Sequencc 269 

CCGGGCAGGTACGCTGGGGCAGCGGGAAGCTCGCAGCAGCTGGGGAGGAG 
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CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCATAGAGGAGAACTAACCCACACAGGATCATT 

GCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTCTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGC 

CTGGCTTGGGAATTTT 

>Sequence 270 

CCGGGCAGGTACACTGTGTTCCAGACCCTGTGCCAGGCACATGGAAGACA 

CATCTTTGTTTATACCCTTCCCATGGTGTCTACATGACACTGCCTGTATT 

ATATTTATCTGTGTTCATATCTTGCACAAGAGGTTGAAACCAGTGCCCAG 

GCCTAATCTTTTCTGGGTCCCCAAGCCACCAAGCTGGGGGAAAATACCCA 

AAGGAAGGCCTCCATrAAGTTGCTTAATGAAAAAATTGGAATTTTGGACC 

GTGGTATACCCCAAAAGCCTTGGGCAGAGTGCTTGTGAGAAAGACCAGAA 

ATTCTTTGCTAAAACCTCAACAAGGAAGTTCAACCCCCCCAAGGGGTCTT 

TAAGCTGATCTTCAATTCAAAAGAGACCAATCTTGGGGGCTTGGAGGGCA 

TTCAATGGTTCAAGTTTCAAACAAAGGGCCACGAAGGGTAGGGGCTCAAC 

CCACCAAAGGTTGCCTGCTTGGGTGGCCTTTCTTTTAAGGGAACCCTTTC 

CAA 

>Sequence 271 

CCGGGCAGGTACCCAGGGAACAAATGCTACTGGGACTCCACACCTACCTA 

AGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGGTCTGGAGA 

CCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCAGA 

AATATGCATCCCACGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGG 

ATTCCCCTGGGTCTGTGCCACTCCTGGGTGAATGGCTGATCTGTCTCACT 

CTTCTCCGTGATCCGAAGGTCACACTATGTCACTGATGAATCCTTATGT 

>Sequcnce 272 

ccgggcaggtacacatttttccattctatctcacgagctcaagack:ttta 

tactaaccagcccagaagatattttccttgctxn'aaataactgtaatttt 

gggggtcatttataccccactttttatttctttcaaggacctcttactgc 

tcattataaatgccattatccttctctacaagcgatcaaatattataagg 

tctgacaagttagttttatgtttgcattgtaactgaagtcccatccatct 

atccttcgggagtttctgaaaactctatatgaacttcactcaaaatacac 

aagtagcatgtaagcgtgctgatcatatttttaaaattatgaaga 

>Sequence 273 

AGGTACTTGGGAGGGAGCAGGAGGATTGCTTGGGCCCAGAAGTTTGAGGT 

TGCAGTGAGCTATGATTAAACCACTGCACTCCAGCGTGGGCTACAGAGTG 

AGAGCCTATCTCAAAAAAAAAAAACCAAACCCAAAACAATAAAAAAAATA 

CTTATGTCGCCTATCACATTTGACCTTTTCACTGCAAATTACTCTATATT 

TGAAATAATTTTATCTTTCTAGTAAAAAAGGGAGATTTCACCATATCTAA 

TGTTACTTAATATAATACTTAATGTTACTTAATGTTAATATAATACTTAA 

TGTTACTGGCTCAGAGACTTTGCCAAAGGATAGAAATAATTCATAAAACA 

G 

>Sequence 274 

AGGTACAGTGTGGTTGGGAGCAGCTGTGATCCCGCCAAAGACGTGCAGCA 

GAGACTGGAGAGAGCTCGAGCCGCCACCCACTTGTGACCAGCCCTGAGGA 

TGCAGCTGCGTGAAAGAACCTGGCAGAAAATAGAAGCCGCCACAGATGCG 

AATGACGCCTGAACGCTCAGTGTGCTCCCTGTCCACACACAGCCGTGGGC 

C AAGG A AGCCTTACTGTGCTCG AGGTATTTG AGCCCAGCG I'lTl fCCAGT 

GCTGGCTAATTGCTAAGCTGTGCAGACACGGTGGTGACCCCTTGGAAGCC 

AAGGTTGAAAATTAAAATAGGCATGTGGGAAGGAACGGGGTGGCCACGAG 

C 

>Sequence 275 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 
ACCTGGTGGCAGCTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCT 
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CATGTTATAGCAGAGTACCT 
>Sequence 276 

AGGTACACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATG 

GCTTGAGCTGAGGAGGCAGAGGCTGCAGTGAGCCAACATTGCAACACTGC 

ACCCCAGCCTGGGCATTAGAGCCAGACCTAGTCTCAAAAAATAAATAAAA 

TAAAATAAAATAAAATAAAATGTTTAATAATGCCTACTCAGACAAAGAAA 

GGCTCAGGCAAAAGACTGAGTCTGATCTTCTACATTGAGGAGACCATGTT 

GATTAGTGTTATATTCAAAAAAACCAATTCCCAAGTAATGCATACACAGC 

TGAAAGAAGGAAGTATTCCAGCTACACA 

>Sequence 277 

AGGTACAGAGCCTGGCACGTAGCAAGTGTTGAAATATCTCTTGGAGAGAG 
AGAAAAAAAATGAATCTATTAAAATGTCTCTATGATGCACTGCGGAAGCT 
AGACTTGGTAGATCGAGTTTAAGGGAATGAAGAGGGGGTGAATGTTTGCT 
ACTTCCGTATATTTGGAGTATTTGATAAAACAGAAGACCAGTTTCTCTTC 

AAACTTCATGTCGGTTTGTAGGCCAGGCTGCCAGGGTTTAGGGTACCTGC 
CCG 

>Sequence 278 

AGGTACAGAGGGTGCCAGGCACTGTGGTGCACACCTGTAGTCCCAGCTAC 

TTGGGAGGCTTGAGGCGGGCGGATGCTTGAGGCCAGGAGTTTGAGGCTGC 

AGTGTGCTGTGATTGCTCCTGTGAGTAGCCACTGCACTTCAGCCCTGGCA 

ACATAGCAAGACCCTGACTCTAAATATAAAAAAAAGTATAGCGGGCACAA 

ATGGGGCGAAGCCAGGGTGGGATGCAGAGTCTAGAGGGAGATGAAGCTGG 

AGAGGCAGGCAGTGGTCAACATGTGGCCATGGAAAATAGTTTAGGTTTGA 

TTCTGATGGCACTGGGCTGCCATTAGAGGGTTTGAAGCAGGTCAGTGATG 

>Sequence 279 

TGTTAAGGGAAACCACAGGACAACAGGTGAGTCACCAAGCAGCAGGACAG 

CAACAGTGAGTTAATCATACAGAGGGCTACCACCCCACTGGGCTGATTTC 

TTCTGTTTAAAGAACACATTCAAATCCAAAGCAAAGAACGAAATAATGTA 

TTTCTCCCCATTTCTCCAAAAGACAATGCTGAGCTCATGACCACATCTCA 

AAAAAGCTCCTAACCACACCCAGCAGAACCTCAGCATTGAGTATATAATG 

CTTGGCTGACAATGTGCCCAGGGGAAATACAGTACCT 

>Sequence 280 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 

GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCT 

CTGGGCAAGTCAGTACCT 

>Sequcncc 28 1 

AGGTACAAAGTTGGGAAACAGGTGAGCAAAGAAATCCATGGGTTGAGTTA 

ACAGTGATTTCTAACTTCTTGAAGAAAGAGGGCATTTATTTTTCAACACT 

CTCTTCTTTCCAGCTCACCCTAAAATATCTAATTATAAGTTTACGCCArA 

CATTAAAGTGAAATTAAATTGAATATGTTTTAAGAAATAACATTCCTAAT 

A TTCT AGGAAATAAGAGAATTCCTAGGGGCTCCACCATATCAAACCTTTG 

ATTTTACTATCACACAATTTCTTTTCTCCTATTTTCGAACTACCACTGTT 

TCTAGACAAAATACCAGATGGTTATTTTGTTTCCT 

>Sequence 282 

AGGTACCAATATTCTGCAGAAAACCAAAACCCCACCTGCATTCCTANCTC 

CTAT CATGATGTTCTGCCCCrCGGGACCCTTGTTTATGCCTGGTCTCTCC 

TTTTGAAAGAACGTTACCCTnTCTTCACCCAGCAAATTCTTACTCAGAC 

TTCAAGACTCAGTTCAGAGTCTGGGGATGAATATTCTACAAATGGCCCCC 

AGGATTGTCATGGTCCTCACGGCAGGTACCTGCCCG 

>Sequence 283 

CCGGGCAGGTACTAGGATTGCAGGCATGAGTCACTACACTCGCCCAGAAA 
TTTGTTTTTAGAGTAACTACCATGCCATTAACAAACCTGACAAAATTAAC 
AATTTCTTATCTTCAAGAACTCAATTCATATTCAAATTTTTATCATCTCA 
AAGCTGGTTTGTTCAAACAGGAGTCCAAAGTCCCCATACTGCATGTCATT 
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ACTGAGACCATACTGGGACTAAGGCAGGGAGGAATGAGCCCTAAGTGAGT 
CTGTAACAAGCGAGAAAGAAGCTCATTCAACTAAAAGAATTAAATTGGGG 
GTCTGGCCCAAGAAAGTGGAAAAATAAACAAAGAAAAGTAAAACTATTCA 
GGAA 

>Sequence 284 

AGGTACACAGAGACACACACANCTGAGACACACATACACAGACACACATA 

CGCTTCTCATAGCTGAAAACATGGAAGGCAGTCCATCTTTCTAGACAGTG 

AGTATCTAATACAAGTCAAGACACAGTAATTACGCTACAGACAAACGGAG 

GGAGGATAAAAAGGAAGGTCACTCTGATTGAAGAGGAGATGGTTAGTAGG 

GGGATGGATGCAAAGGCCAGATGTGGGAGAAAGAGACTGGCAGGCCTAAG 

GTCAATTCTTATCTTGTCAGTGTGGAGAAAAATGTGTTACCAGCAGCGTT 

TAGTCTAATGATGTGTGAGAGATACACAAAACANAAAGGGGGGTGAGGGT 

TTTGGGTAGAAGGAAATCATGAT 

>Sequence 285 

AGGTACTTAAGGAAGGGCAAGCGTTGGTAGCAAGCTTGGCTTTTTAGTGT 

CCTGGAGCTCCCAGGAGAGGAGCAAAGTCTTGTCTAACTAAGGCTTGTTC 

CTGTGAATATGAAGATGCTTCTCTCCAGTCGCTCAGTGGGAAAGTCAAAT 

CCAAGGCTTTGGGGAATGAGAATTCCAACATTAAGGGGTAAGGAGAAGAG 

AGACTCAGCATTCCATAGGATGCTGGGCTTGAAGATGGCTCTCCCTCCTA 

CCACGGCATANGGATGAGAAGAAGGAGGGGGCACAGGTTANGTAGGAGCT 

TACTCAGTGCATCTGGAGGATGGAAAACCAATGGCGCACTCCTCCCCTTC 

TTCAATGTGAAGACATTTGTCTN 

>Sequence 286 

AGGTACAGGAGGGACTTTGTGGAGAATTCAGGGTGGCAGAATAAGCTCCT 
GAGAATTTAACTTAATCTTArTCTTCTCAAATTTAGCTTCAATGAAGAGA 
AATGAAAGCTATTGTTTCTCATTCTCACATCTCCCAGAAAGTAACATTGA 
AGGTA ATCTC AGTGTCCTTG AAGTTAGCC 1 1 1" ITGAGTGGTTAAGTTGAA 

aagaagttctatcttggtgggctcccccagaggctaaatgggcctttgca 
ttgggaggtcaaagtccgggttcatck:cattctcccgcctcagcctcctg 
agtagctgggactacagcccatgaggctactgagctagagtttttgtttg 
aagatggaggagaagaggaggt 

>Sequence 287 

CCGGGCAGGTACCACGGTTTGTCGGTTTGTCGCTGGCCCTGAGTCGCTCC 

TAGGGATGGGGTGAGTGAAATTGATGTGGAGTGGCCCACTCTTGCCGCAG 

ACCTCTGGGAGCCTACCTGTGGGAGACCCCATGATTCTCATGAACATCTG 

AGCTGGCAGGAAGAACTTCCTGGAGAGTTGACAGAGATGGAACTCTAGCC 

TGCATGGAGCCCAGAGGGTTTGTTGTGGGAACAGTTGCAGTGGAGCATGG 

CTGTGGATATCCATAACACCATACTCCTCTAGGCAGCTCTAGCCTTTGTT 

GGCTGCCAGACCTGGACAATAGAGGGCTGGCTTGCTTGTGGAATGGGACC 

AGTCT 

>Sequence 288 

AGGTACAGTTCCCCTGACTGTTGACGACGGAGTCCTGTTTGTGGACCCGC 

CACCTGGGTTTTCTTCCTTGGCATGTGTAGTCCGTGGGTGGGATGGCTGG 

AGCATCACTGGCTATAACCTGTTTCCAGAGCAAGCCTGTCCAGGACAAGA 

AACTGTGTGTTTTTCCTATGGGAACACAGATTTCCAGGAACAAGCCTGCA 

GCTTCTCTCGCAGGTCAGAGTGATTTGTCCAATAGCAGTGGCTTCAACCA 

GGTCAAATCACGGATCTGAGAGNGAGGGGAAGGGGAGTNNCANNCNGGAC 

TNTNTNCCACCCCTNCCCTCTGCTTGGCTGTTCTGAGCACCCACTG 

>Sequence 289 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTT 

GGGATGTCCCTGGACAAGAGACAAGGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTC 
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>Sequence 290 

AGGTACTACATGTAACAATGACAAAGCAATTCTGTGACAGAATTGTTGTC 

TGATGGATGCCTGAGTTTTCTGATTCTAGATCCCAAATATTTATAGACTG 

TGAGAACGCACCTTGCTAGCACTGGTCAAGCCAATGTTTCTGACTTTTTT 

TATTATCAGTGAAGAGGGCTrTTTGTTATAGTTTTAATTTTCTTTTA 

TAGAAATTGCCTCAGACAGGGATTGATGTCAGGAGCCTTCAAGGAGAAAA 

ATATACATGAATGGGAGACCCCAGGTTGCGGGCAACAAGAGTCACAGGTA 

TGGGAGAAACCAGGAAGTCTGTGCCATGTTGACTTTGCTCATCTCATCGT 

GCTTTGTACCTGCCCGGCGGN 

>Sequcncc 291 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

atctgcaaatacxjacttcatcatgctgagttgtgtgcagctgcagcggat 
tcctctgagcgctgtctatcck:atctgcctgggcaagttcaccttccctg 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 
AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
AGTTCCTTATGCTACTTTCACTG 
>Sequence 292 

AGGTACTACATGTAACAATGACAAAGCAATTCTGTGACAGAATTGTTGTC 

TGATGGATGCCTGAGTTTTCTGATTCTAGATCCCAAATATTTATAGACTG 

TGAGAACGCACCTTGCTAGCACTGGTCAAGCCAATGCTTCTGACTTTTTT 

TATTATCAGTGAAGAGGGCTTTTTGTTATAGTTCTAATGCTCTTTTATTC 

TAGAAATTGCCTCAGACAGGGATTGATGTCAAGAGCCTTCAAGGAGAAAA 

ATATACATGAATGGGAGACCCCAGGTTGCGGGCAACAAGAGTCACAGGTA 

TGGGAGAAACCAGGAAGTCTGTGCCATGTTGACTTTGCTCATATCATAGC 

GCTTTGGACCTGCC 

>Sequence 293 

CCGGCCAGGTACTGCGGCTGATTGGCCTATGATGGTGACGGCACTGAATG 

ACACTAACAGATATTACTTCATTTTGGTTCTCAGGGGTTGCTATATCCCT 

AATTCTTATGGGCTATGGTTAGGGAGGTTGGCATGTGTATATGTAAAAGC 

ACTGTAGGGGGACATTACCCAATTCCCTAGCCCTGCAAGGATGTCTATAG 

CAAAGACTGCCAGTTGCCTATCCAATACCCCTTCTGCCATCTTCTGCCTT 

TTATGGCTCACAGCTGCCCAGTCCCTCATAGCTAGATGTGACCTTGTGAC 

TAAGTTCTGGCCTATGAGAAGTAAGACGTATCTCATGGTGTTTTGAGAAA 
TN 

>Sequence 294 

CCGGGCAGGTACATGGAACCTTATGGGACACAAACAGGAGAGTCAGGCAA 

TGTGAAAAGACTTCTACACTATTGTTATTGTGTTTCCAAAAAAAGTAAAA 

AATAGATGG ATAAAG TGGAAAGACAACAGAGAGATAGTTTGGCTAGCTGG 

GTGAGTTCAGTTTTTCTCCCACAACTTAACCTAAGCAAAAGCTTTTAAGA 

A ATTCA GACTGNGAAGGCTGGGTGCGGTGGCTCACGCCTGTAATCCCAGC 

ACTTTTGGGAGGCCAAGGCAGGTGGTGGATCACCTGANGTCAGGAGTTCA 

AGACCAACCTGACCAACATGGGCGAAACCCCATCTCTACTAAAAATACAA 

AAATTAGCCAGGTGCAGTGG 

>Scqucnce 295 

AGGTACTT i U 1 11 U 1 1 1 H 1 U 1 1 1 1 1 1 1 IT ! AGGGGAGACAGGGTTT 

CACCATGTTGCCCAGGCTGGTCTTGAACCCCTGATCTCAAGTGATTCGCC 

TGCCTCAGACTCCCAGAGTGCTGGGATTACAGGCATGAGCCACCGTGACT 

GGCCAGTATCTTTATTTTAAAGATGAGACAAGTAACTTGCTCAGGATTGC 

TCACGGAGTAAGTAGGGAATGTGGGATTTGAATTCAGGCAGTCTGATTCC 

AG AGTC ATTCTCTCTTGCTCTGTATG ACTGG G TGTTCTGTG ACCA ATA AA 

TACACACCCCCAACTTGGAGGAGAGGAATATCATTTCCAAGTGAACTACC 
CA 

>Sequence 296 

CCGGGCAGGTACTAGGTGCAACTGGGACAATGCTGTGAATTTTCATGAGG 
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AGCTTTGATGGTAATGTAATGGGGAGAAAAAAAGATGTTATTTTAAAAGC 

ATGCTGAAATTGTTTGAAATAGTGGGAAAAAAGCAAACAATAAACTGGCA 

AAACCAAACTAAAGACTACTATACAACCATTTAAAAGAATGAAGTCACAA 

TATGATGACATTGGAAGGAGCTCCAAGATTTAGGTGGTGGAAGAGGGAAG 

GCCAAGTTTCAGAAAATGTGCACAATATGATACCACTTATGTTAAAATAC 

AAAGTAAAACTACAAAAACTGAAAAGGCTTGGAATGGTTACCTCTTN 

>Sequence 297 

CCGGGCAGGrACTAATTTTACAAAATATGGAGGCCTTTCCTAGAATAACA 

AAATCATTATAGGTTrrrAGTGGCAGGTTTTTTTGTTTGTTTGGCATGGT 

GTTTCTTTGGCATAATGATCAATTTCTTGATCAGGAAACCCAGTTCTAAC 

ATTTCTAAAATTGTTTTGTTTAGTGTTTTCTAGGAGTATTTGGAAGTCAA 

ATGTGTAAGCGACTTCTGTCAGGTTGACTTAAAAGTAGTCACCTCCTATA 

ATAGCXjCTGTTTCAGGTCGTTTCTTCCTGGACACCTGGACATTTCCCAGG 

TGTTGTCCCCTCTTACTCrrCAACCCTGCAACCTAATTCTACAAGCrTTG 

CCCT 

>Sequcnce 298 

CCGGGCAGGTACCCTATACCTTATCCCCTCCCACCTCTTGAGCCTGGCCT 

TTGTGTAGCAAATGTTGCTTAAGGGGCAGTGGCTTCTCCCTTCTTCTGCC 

TTGACCCTGCCCATTTATAGAGTGACCTGCCTATGTATTCCnTGATTTTT 

GATTCTGATAAAGCACTTGACATTTTAAACATTCl 1 1 1 1 1 1 1 1 I XI TlTl 

CTTTTTGAGACGGAGTGTTGCTCTCTCGCCAGGCTGGAGTGCTGTGGCGT 

GATCTTGGCTCACTGCAGCCTCCGCCTCCCGGGTTCAAGTGATTCTCCTG 

CGTCGGCCTCCCGAGTAGCTGGGACTACAGGTGCACACCACCATGCCCGG 

CTAATTT 

>Sequence 299 

CCGGGCAGGTACTTCCTCTACTTTCTGATAAGCTTTAAAAGAAAAAAACT 

AAACTAAATATTTCAAAATCAATGGACTTCAAGTAATCCAAGAGAATTTG 

GAAAACATTTCTCTAAAAACTAATCCAGAACACAAGGTGTCAGTTTGGAA 

ATAACGGAAGCATATTTCGTTTTAAAAATCTAAAACATTTTAAAGACAAA 

AATTCAAGTTAGCATCCCAGTGATTAACTCTGGAACTGCCTAGCCAAAAA 

CAACTTTCGGCACCTAAAACATAAAACTGTCAGTTTCCTCTGCTTGGAGA 

CAAAACATACAAAAAGCAAACATTCACTGTTATATTTTCCTAGACATGAA 

AGATAGAACTAN 

>Sequence 300 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCGTAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAAAAGGTAT 

TTGTGTCTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAG 

AGACKjCCTGTTTTGTGGTTAACTGTGTGTACCTCAGCCGAGGTACCTGGG 

AAAAGGCTGTTTGTGTCACCAGGTGGGGAGAAATTCACCTTATGGTACAA 

TTGCTCTCTTTGGTTCATTATTTCTGTGAACTCCTCANGAGACACACACT 

TTCGGGAGGCTATGCGTTTTGGCAAGTCTGATGTGCTGGACACCATCTTG 

TCCAGGAGAGAGCCTGGAGCAGCATCCTGGGATACTCGAAATGAAAAGAA 

ACTTGGTGCTAAACCCGAGCCCTAAGAGATGGCACCA 

>Sequence 301 

AGGTACTACGGTGGTAACAGTGTTGAGAATTCAGCAGCAACAAGATTGAG 

AATCCGGCAGAGCTGAACCAGTGACAGATTCGCAAGGTGGACTATTTGGT 

GGCACGACCCTGGTTGTGTTTGCCACTGCTGAGCTTTCCTTGATTTCTGC 

TCATTTTCAGATCTGGTTCTCCCATGTTCTTGCTGATTCTGAGAGCTGCC 

CAACCTACTTCAATAAATTCCTTTTCTGCATAAGACAGCCAGAGTCAGTT 

TCTTGGTTACAGACAAGACTTCCAACTCATAGTCACCCAAAATATACCCA 

TCCTAACTCCCGCTGTAATAATTAGCCACATTCATTTGTTTAAATAAGCA 

AAGATCACTCAAAGTTCCTGAAAACTCCATTATTTAATGACTGTGTCTAT 

CAATACCAAACTTCCTAATTCAGAAGGACAAACAAAAGAACAAAAGAATA 
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ACAAATACAATCAAAAGGTTAGGTCAGAAGTGCCGGATATAGAAAGAATA 
GATGAAATATGCATTTTCATTTTCAGTATTTTTAT - 
TGGAGTCTCACTCTGTCACA 
>Sequence 302 

GAGCTCCCCGCGGTGGCGGCCGAGTACTGTTTCTTTGTTTATTTCAAGAG 

GGTAAATTGGGCAATCTACACAAGTTTGGGGTCCTTGCAATCAATCAAGA 

CCCGAAGGGAGTAGCGGTTTCTCAGTTTTATTACTCCTGTAAATCCTTCT 

TCTAGTTTATTTCTGGTCTTGCAGAAATATTTTTCCTACCAGCTGCATTG 

GACATGGTGAAGTTTTTTTGTAACTTTTGAAGATTTTCAGTTTTCT 

TAAATAATACTTTGGAGTATATACAATTTTTTTGTTCTACATCATATATC 

CACACTGCACATAGATATTTTCTGGCAGAACAATATCCCATAAAAAATCT 

TAAGCTTCTTTAGTTAGAATACCATAACCTTCATATGCTACATGGTAACA 

TTACCCGCGTACCT 

>Sequence 303 

AGGTACCTCCGCATCCCTTTCCTCCCCAAGTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAj^TATCTATTAATTATTTCCCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGAT 

>Sequence 304 

AGGTACTTTAGCTACTCGAACAGCATGCAGACAGGGTAAGAATCACAGAA 

CCTGGCCGAATACACAGCTCATTCAGCATCAACCACAAGGTGGCGCTGCT 

TCAATGCTGATTCAGATGCACAGCCCTGCTAGAGACGTTTCTCCACCATC 

AAGGCTACATTTGCTTGTGTCCTTTCCAGGCCGGCCAAAAATGCTTTCTC 

CTTAAGGTTTCAGGTAATACACATATGGCTAACAGTCTATATTGAGAAAG 

TAAACCACTGAGGCACAGCAACTCCCTACCCCCATCTTAGGACAGACTCT 

GACTGCACCTGAGAGGACTTATCTCAGCCTCCCTTAGTTAACAAGGCAAC 

AAAGTGGGGCAGAAAGGG 

>Scqucnce 305 

AGGTACTCA CATG CTGAGGGTAAGAGGCAGAATTTCTTTTGCTTGTAAGT 

AACAGGATCTTTTCCAGAGCCTGGGTCTGAAGACCCCAGGTGTAGATGGA 

ACTTCAGTTATGACTGGATCCGTGAGTTCAAAGGATGCCACirCCCGCGT 
ACCTGCCCG 

>Sequence 306 

AGGTACAGTTCCCCTGACTGTTGACGACGGAGTCCTGTTTGTGGACCCGC 

CACCTGGGTTTTCTTCCTTGGCATGTGTAGTCCGTGGGTGGGATGGCTGG 

AGCATCACTGGCTATAACCTGTTTCCAGAGCAAGCCTGTCCAGGACAAGA 

AACTGTGTGTTTTTTCTATGGGAACACAGATTTCCAGGAACAAGCCTGCA 

GCITCTCTCGCAGGTCAGAGTGATTTGTCCAATAGCAGTGGCTTCAACCA 

GGTCAAATCACGGATCTGAGAGGAGGGGAAGGGG 

>Sequence 307 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTAGA 
AAGN 

>Sequence 308 

AGGTACCTGTCTCATTCTGGCAACTTGTCACATTTCTCAATCCAAACAAT 

ATCTTrAAGGTATTAAACCCTATGTTTTTGGCTGAAGAAACTGACCTCAG 

AAATGACAAGCAATGTATCTAAAGAGCAGTAAGTAGGCCGGGTGCAGTGG 

CTCACGCCTGTAATCCCAGCACTTTGGAAGGCTGAAGCGGACAGATCACC 

TGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGCAGAAACCCCATCT 

CTACTAAAAATACAAAATTAGCTAGGTGTGGTGGCAGGCACCTGCAGTCT 

CAGCTACTCAGGAACCTGAAGTAGGAGAATTGCTTGAACCTGGGAGGCGG 
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AGGTTGCAGTGAGCTGAGATCACXJCCACTGCACTCCAGTCTGGGCGACAG 

AGCAAGACTCTGTCTCAAAAAAAAAACAAAAACAAAAACAAAAACAAAAA 

CAAAAAAAAAAAACGGTAAGTAGCAAATCTGAGATTTGAATTGAGAATTG 

ACTCTAAAAGCCCATGCTGCTTCTAAAACAGAACCTTCTGCACCTTCTCT 

CTATCCCTAATACTTCTTTTCCACCTATACAGGAATAGACCN 

>Scquence 309 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 

ACCTGGTGGCAGCTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCT 

CATGTTATAGCAGAGTACCT 

>Sequence310 

AGGTACGCGGGGGGAATGGCTTGTGCCTTACCCCATTCTGATCGGTCACT 

GATGCAGGAAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCACT 

GATGCAGGAAACAGGGAATGGCTTGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATCCAGGTAACGGAATGGGCGTCK^CCTACK}CAAGGCTTTGCTTTCAG 

ATGAAGCAGGGCTTAAATTTGAATGACATGACKKjCTATTTTATGCCTTC 

TGGGACTCCAGATGGCGCCTCATAGGATCTCACACAAGTGAATCATTTAT 

ATCATGGGTTCGTCATGTTTTTAGCATGTTAACAGATATGCAAAGTGTAA 

TGGAGAATCAATGAAAAGAAAAATAATGTATGAATGGAAATATTAAGAAA 

GGCTTCGTGCACATTGAATAACAGGCATGAATACAATGGGTGCATATCAC 

AGAGAGAAT 

> Sequence 3 1 1 

CCGGGCAGGTACAGATCCCAAGGCCATTGTTCGCATAGACAGTGTGCACA 
CCTGGTCAGTCAAACAGCCTTGCCCGTGCCTGTGCCTCTCCTGTGGGGCC 

TCTGAGCCTGGACTCTTCACCCTAGCTCAACCACTCCTCTGTCTTTTTCT v 

TCACTGCTGTTTGCTTATTTCAAAGGGAGAAAATCTGTTGGTCACAGTGG 

TCACCACCGTATCCACTGGCCAGTCTTTCTATGCCACCTGCAGTCTGCTG 

GCTGATTGTCCTTGAGTTACATATCCACTCCAAGCAAACATACACTCCAA 

TCACCCATGGCCGAGATGTTGGGTTCACACTTGGCACTAGTGAGATTTCT 

TATGGGAGTGGATT 

>Sequence 3 12 

AGGTACTGCCACAAATTTGCTATCTGGTAACATATGAATGGTTTACTCTC 

AACAAGTCTACCGAGACATATTTCCTGTCrTGTTAAGACACTTTAAGAGA 

AGAGTCTAGTAATTACACATGTAATGACTTTGCAGTGGCTCACGCCTGCA 

ATCCCAGCACTTTGGGAGGCTGAGGGGCGGTGGATCATGAGGTCAAGAGA 

TCGAGACCATCCTGGTCAACATGGTGAAACCCCGTCTCTACTAAAAATAC 

AAAAAGTAGCTGGGTGTGGTGGTTCATGCCTGTAATCCCAGCTAGTTTGT 

AGGCTGAGGCAGGAGAACTGCTTGAACCTGGGAGGCAGAGGTTGCAGTGA 

GCCGAGATCGTGC 

>Sequence3l3 

CCGGGCAGGTACGCGGGGAGAGCTCAGGACCTCTGAGAAGAATGGAGCCC 

TCCTGGCTTCAGGAACTCATGGCTCACCCCTrCTTGCTGCTGATCCTCCT 

CTGCATGTCTCTGCTGCTGTTTCAGGTAATCAGGTTGTGCCAGAGGAGGA 

GATGGACGATCAGAGCCATGCACCTGTTTCCTGCACCCCCTGCGCACTGG 

TTCTATGGCCACAAGGAGTCTTACCCAGTAAAAGAGTTTGAGGTGTATCC 

TGAGCTGATGGAAAAATACCTATGTGCCGTTCCCTTGTGGGTTGGACCCT 

TTACGATGTTCTTCAATATCCATGACCCAGACTATGTCAAGATTCTCCTG 

AAAAGACAAGGTAAAN 

>Sequence314 

AGGTACTGCATAACTAAAATTGACTTTTTTTAAAAGCCAGAACTATGTCA 

CAGTTGGTGCTTATAATTGTTTCAAAATTATACGACrTTATTTAATTCCA 

TGCAACGCATTTCCACATAGAAATGGAATAGCAAACTCCTACTCAATAGC 

AAACAATAAAATAAAATAAAATAAAGTATGTAAGCTTTTTCCTCTTCTTA 

GACACTGTCCCCAGAATGGAAAAGTTATAAAGAAAGGTAGGTAAAAATCC 
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TGCAGCrrACACATTTTTCCACTGAGAAGGCAAATCCTTACTCCTCCAGA" - 

AAG T^T A ™ 
TGAAAAAAAGAAAAAAA 

>Sequence315 



sequence i is 

N^TGCGCGTAACACGACTCACTCCTrGGGCGATTGACGCTCCACCGCGG 
NGGCGGCCGACGCTAGACCTCNGAGGACAAATAACCGTNACATCATGAGN 
GAGNCTNCTAACTCGGACAANGCTTTCAACAAATTCTAAGACCAAATCCC 
GGAGGCACTGGCTCCAAAAAAAAAAAAAAAAAAAGTACCT 
>Sequence316 



CCGGGCAGGTCCGGGCAGGTACTTTGTTGGGAATTAAGGATGATGATGCA 
GATCTGAGTCAGGCTCTTTGTCTGGCCATCTCCGTGTCAGAGATCCTTCA 
AGCGAATCAGCTACAAGGGGAAGGAGTCCGGTTCTTTGTGGTGGATTGCC 
GTCCTGCAGAACAATATAATGCTGGGCATTTATCAACTGCnTCCACTTA 
?^I!^ ACCTGATGOTCAGA ATCCATCTGAGTTTGCACAGTCAGTAAA 
ATCCTTGCTGGAAGCACAGAAGCAGTCCATTGAGTCTGGCTCCATAGCTG 

>Sequence 317 

AGGTACAATGCCCTTGGAGGGAGAGGGGCTTCATGGAAAATGGTTGCCAT 
GATAGGATTTGGGGAGAACCTCTATGTTTGAGGGAGTTTGGGTCAGGACC 
TATCCGTGGAAGCAAAAACTAGTGCCCAAATA7TCAAAACATAGT7TGGT 
? A ^^ TCACCTATGA ™^ 

AAGTTTTCCTATTGAAAAAAAGAAAGTGTGAAATCAGATACTTTTGTTTT 
^ AGG ^^^^^^^ A A A T~TTCCTAA CTTGGCC AA AA TGTC AATGGTAC 
CTGCCCG 

>Sequence318 



CCGGGCAGGTACCATCGCCCTTTCCTTATCTATTGCAAACCCAGAGTAGG 

GAGACAGGGAACCAGCAATGTCAGAAGGAGCCGATATTTTGCATGGAGCT 

AAGGCTrCTGCTCATCATTTCTCCTCTAGGAAGCAGGAAGCCATTGAAAT 

CCATCCCTAATGTATCCCAAATGTCCACTrGCTGAGGGCAGGATrcCACA 

A ?S^ CAATC1 ^ GCTCATGAAGC ^ AGGG AGCACTGTCCCAGGGTATC 

AATTGGCCCAAAGCTGGTCTCTTCCTACAGACCATGCGGCAAATCAGAAC 

ATAAGAGGACTTGAGGCCCACAGCCCTGAGTTTCAATTCCAGTTCTGTAT 

TTTAGGTCTGTGTTCGTAATTAGTATCATAATTAACTGAGAAGGTTATTT 

AGATTTATTGAGCCTCTTTTTTGTAAAATGGACTATTCATATACAACTGC 

A ?^ AAACCAAATCCCCCCAAAAAACCC ^^ACTTAATACAAAAACCT 

AACTGCAAGCACTTCTACTTTGCGTGGTTGACAGAATAACCCATCACTAT 

ggStctctccS NACACCCCAGATCCGTGGTGGTA ^ 

>Sequencc3l9 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGGGGATGAAAATACAGATCGAATTTGGGGG 

r5 CA I™^°II AGMGAATAGA0ATAGC ^ ATAm AGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGATCGAGACCATCCT 

GGCTAACACGGTGAAACCCGTCTCTACTAN 

>Sequence 320 

AGGTACACTTTAATATCCCAAAGTGGGCTTGGCAGCTCATCTGCGCAGAG 

ATTCCAGCATTCTCTTTAATACCACCACGGATCTGGGGTGTTTGTTTTGG 

TGGTGATAGTGATGGGTTATTCTGTCAACCACGCAAAGTAGAAGTGCCTG 

CAGTTAGGTTTTTGTATTAAGTAGCAAGGGTTTTTTGGGGGGATTTGGTT 

T^CTGCAGTTGTATATGAATAGTCCATTTTACAAAAAAGAGGCTCAATA 

AATCTAAATAACCTTCTCAGTTAATTATGATACTAATTACGAACACAGAC 

CTAAAATACAGAACTGGAATTGAAACTCAAGGCTGTGGGCCTCAAGTCCT 
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CTTATGTTCTGATTTGCCGCATGGTCTOTA 
>Sequence321 

AGGTACCTGAGGCTCTGTGCCAGTGGGGATGACGGGGGCTGATGTCTCTT 

CCCATGGGCTCCTATGGATTTGCCCTTCAGATGACCTGGTAGGGCTCTGA 

GTGACTGACTTAAAGACCTTCGTAACGCCAAAGTGGCAAGATTTTGGAGA 

CAG ATTTGTGTCTCCTCATCC ATGA 1 1 1 11 GACTTTAATCTTTTCTGAGA 

AGACCAGAAATCAGAGAGTTTGTCTTCTCAGCCTCTCTGTGCAAGGATCT 

GCTGAGCTCAAGCTTCCCTTTTCAGCGTCAGCTTTTTAAGTTGAGAATAA 

TAATTAAAGAAAACTCCAATCTCAATTCCAACATCAAGTGTCCATGAAGC 

TG 

>Sequence 322 

CCGGGCAGGTACAGTAGTCACTCTTGTCACAGTGGTTATTGTATCAGACG 

ATACAGAACATGTTAATCATCATAGAAAGTTCTGGACAGTGGTGCTCTAG 

AGTCTCAACATGTCACGTGTTCGGGGGATCACTGGATCTAAAGCCATTCC 

TTATGGGAAATGTTGGC 1 1 rCT I G AAAATACACCGG AG ACC AG AG AAGGT 

CACCATGTGGAGAAGAGGCAGCCTTCACTCTGCCAAGAATGCTGGCCAGG 

CTTCTCTGTTTTATATCTCATCACAATGAGGGCCATTCTGGCCCTCCAAA 

ATATGGATACCAACCTTTACGCACTGTCAGAAATGGGCCACAATTAAGTG 

TC 

>Sequence 323 

AGGTACCAGAGTCCATGTTCTTAAACCATTAATCTACGATGCCTCTCAAG 

TAAATAGTCAATTAGTGGTAGGTGTGAGGCTGTAGGAAAAAGAGGAGACG 

AAGGGACAGGAAAGCAGTCCTCATTCGAAAACTAGGTTTCGACTGGCACT 

GTTGGACTCK3GCTGCAGTITAGGTCCTCCCACTCK:TGAGTTCCCTCACTT 

CATCTCCTGGTGCTTCTGGTTTCCCATTTATAAAATGCAAGGGAAGGATT 

CTATTTATGTCACAAGGTGCATCTAAGGAGTAAAAAGTCACXjTCATGTTT 

GACCAATGTTAGTCAGATCAAGATTTATTTTAGATAAATTATCTGTTAGT 

T 

>Sequence 324 

CCGGGCAGGTACAAGCAGTAGGCTGAACTCATGTGCCAGGCAGAGGTCTG 

ATGAACACCACCGCCAGTCCACCGGCACTGGGGTCAGTGTGTTAGCGGGG 

ATATGTGGTGCTGTTTCCCAGAGTGCAAAAAGGACAGGGAGGCCCTGTCA 

CATGAATGCTGAGTCAAATTTATATATATAGAAACAAGACATTGCCTGGC 

AGGGAAGATGAGCCATGTTAGTGTGGGCTGTGCCACCACTTCACCATTGC 

ACTGATTACATTGTCGCACAGATAGCTACTGCCCATAATCCTGTCTCCTG 

GCTTAAGTAAGTCAGAAATCACTGCTTTATAAATGAATTCCTAAGGTGGT 

TAGCAATG 

>Sequence 325 

CCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTTTACTTCCCTACTTG 

AAAGTTCTACTCTGAGCCTTGACTCTTAGCCACAGTGAGGCATGTTGAAG 

GTTCCTGCTGGTTTATTC T T lt TTI 11 1X11111 TAGACAGAGTCTCACT 

CTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTCGGTTCACTGCAAGCT 

CCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCCTCCCAAGTGGCTG 

GGACTGCAGGCACCCGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGT 

AGAGACAGGATTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCT 

CGTGA 

>Sequence 326 

AGGTACCTACCCCAGTGTTCCTCCTGAGATGGCCTATGGTTGGATGGTTG 

AGCACAAACACAGGCACCGTCACAAACACAGAGAACGCCGTTCTTCTGAA 

CAACCCCAGGTTTCTATGGACACTGGCTCTTCTCGATCTGTCCTGGAATC 

TTTGAAGCGCTATAGATTTGGAAAGGATGCTGTTGGAGAGCGATATAAGC 

ATAAGGAAAAGCACCGTTGTCACATGTCCTGCCCTCATCTCTCTCCTTCA 

AAAAGCTTAATAAACAGAGAGGAACAGTGGGTCCACCGAGAGCCTTCAGA 

ATCTAGTCCATTGGCCTTGGGATTGCAGACACCTTTACAGATTGACTGTT 

C 

>Sequence 327 



Page 58 
of 990 of Table 4 



WO 01/51628 



PCT/USO 1/00798 



Table 4 



AGGTACTACAAAGATCCTGGGGAGCCTGTAGGTGACACGTATGATTTGCT 

GCAAGAAATTTCACAATTAATAACAATTCTAGGTCTATATGGTTGATTTG. 

TGATAAAAGTCACCTATGGCAAAAACAAGAGAGAAGTTGTAGGGAGTAGT 

TTGGGAAGTGGTAAGGTGAGCAAAGGCAGGAATCTTCTGGACACCAGGAA 

TGTAAATTGGGGGAAGAAAAATATTCCAAATTTTCTAGTCATTGAGGAAC 

TGCCAATAACATTAATTATGAATCATCTATGTGAGCTGTAGAATGGTCTT 

TTCTGTGTTTGTTCATCCATTCAATAAATACATACTGGGGGTGGCCATGT 
GCCA 

>Sequence 328 

AGGTACGGGGGGACGTTCAGAGGTGAGCCCAGAGGGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGA 

AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGG 
TACC 

>Sequence 329 

CCGGGCAGGTACGCGGGTGCCCGGCCTCAATTATTTTTCTTACACTAGTT 

CCAGAACGTTATATGTATATTATATGTGCTCATACATTTTTACCTTTCCT 

AGCCTCATTTAAAAATGTTCCAGCTGGCTCACACCTGTAATCCCAGTTAC 

TCAGGAGGCTGAAGCAGGATAATCGCCTGAACCCAGGAGGCGGAGGTGGC 

AGTGAGCTCAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGCAAGG 

CTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAATTAGTACCT 

>Sequence 330 

AGGTACTCA CATG CTG AGGGTAAGAGGCAGAA 1 rTCTTTTGCTTGTAAGT 

aacaggatcttttccagagccx:gggtctgaagaccccaggtgtagatgga 

ACTTCAGTTATGACTGGATCCGTGAGTTCAAAGGATGCCACTCCCCGCGT 
ACCTGCCCG 

>Sequence 33 1 

AGGTAC1 i I i l CTGTTATACCCCTG AAGGCACAGACAATX3CGGCCCTGGC 

ACTAGGCACTGCTGTCTAGCACATCACAGACCCTCAATGAATACTATAGG 

TTGAATTAAATGTAGGACCTAAGGGAGTAAAAAGAACAGCGTCCTCCAGC 

ATTTATGCAGCTGGAGGCCAGGAATCTTCCCTCTGGCTTTGCACTACAGT 

AAAGATATTTACTTATTTTTTTAACAAAGTTTTATTTTAGGCTCAGGAGA 

ATACATGTGCATGTTTCTTCTATAGGTAAACTCGTGTCATGGCGGTAAGT 

TCAACCTGAACTAATGTAACTTACTATTACTCTCAAATCCCTCAGACCAC 
ATGAACAA 

>Sequence 332 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 

TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 

TATGGTCGGTGTCTAGAGCCTCGCAGCAACTAAGACCAACCCAGCTCTCA 

GAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTCKjATTTTTTTGCCATGGCCTGGAAAGC 

>Sequence 333 

AGGACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCCA 

TGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTGA 

GCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGAT 

CACTTTCACAAGATGAG CGACT CAATATCTTTTATCAAACCAATGATCAC 

CTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGAG 

AATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAAC 

AGTGTCTTATCAGCTAGTGTGTACCTGCCCG 

>Sequence 334 

CCGGGCAGGTACTTAAGTGTCCCACGCAATGGGTTGGGCCAGGGAAAGCT 
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CAGTGGTTTGGGTCTTACACTCAGCCTTGGGGGAGGGGAGGGGACTGGTG 

GGGAGAGGTGAAGCTGGGTAGAGCTGGACTGGGCAAGACAGCCATTTGGT 

CCCCCAGTAGCAGGCACAAGCACTGGCTCTGACAGGGATCTAGGGACAGT 

TGCCAAACCCTGTAGAAATGCCTAGGCAAAGATGAGAGCAACTGACATTG 

CATCAATGTCCCAGCACAGGAAGGCAAGGGCAAACCCATTGTTAAAACCA 

GGCAAACAGTATGGGACCTGCCTCTCTCTCTCTCTCCAGAACCATCAGGA 

CTCA 

>Sequence 335 

CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTTCCCGCGTACATGCTGA 

TATAGGGACAGCTTAGAGCATTAGGGAGCTGCTAAGAGAGAAGAGGGCTG 

GAATAGCAAGCCAAGAGTTACGTGGGCTCAGAGGGAGGAGGAAGCCCTCC 

CAGGTGGCAGTCTGCGAAATGAGGAAAGGTCCCATAGAGAAGATGTCATT 

TGAGCAGATCTGTTTTGATAGACAGTATTTAGATGCAGCCTAAACGAAGA 

GAACTGCATGGGCAGAGACTCTGAGGCAGGAAAGTACCT 

>Sequencc 336 

CCGGGCAGGTACTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCT 

GGTCTCAAACTCCTGACTTCAAGTGATCCGCCCACCTCGACCTCCCAAAG 

TGCTGGGATTACAGGCATGAGCCACCGCAGCTGGCCAAGGCAGAGCTTCT 

TATAAGGTGAGAGGAGTAAAAGAGGAGCATGTGTAGGTTGAAAAGGTGCA 

CAGGTGAGTGTGTTCACTGACACACATCTTATCCCCTGAAAAATATTTAA 

AATGTATATGAATACATCCCAGGAAAAAATAAATCAACTAATCAACTCTG 

AAAATCCTTCATCTCTACTTAAAAATGACACCACGCTGACTCTACATAAG 

ATTAAAACAAAATG 

>Sequence 337 

AGGTACTGGAGGTCCGAGCTACCACAGAAGACAACAAAAATCAATATAAG 

GTATAGGAAGATTGGAAAGAAAGAAAACAAACCACCTAGGCTGAAATCCC 

AAACAAACTGGACACGCAAATTATTAAAGGTGATTTCATAAATGTTATGT 

CATTTAAGACAGCCATATAAAAGGAATCATTATTCCCATTTTCTCTATGA 

GGAAATAGAGGCTCAGAAAGGTTTTGAGCAACTTGCCTGAAGTTGAAGTC 

CCCCCAGCATATTAAGTGCTGAAGCCAGAATTCAAACCAATTGATAATTT 

CA GTGC TCTTCACCGTAGACCACATGACCTCCCCTCAGTTAATATTCACC 

CGTTTTGCCAGTGG 

>Scquencc 338 

AGGTACCTCCGCATCCCTTTCCTCCCCAACTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAAATATCTATTAATTATTTCCCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGATCTTGCACCTAGGAAACCGT 

CATTATCAAGGGCATCCCCTAGTCCACTGTGCTCCCCGGTAAGTACCTGC 

CCG 

>Sequence 339 

AGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCACACATAC 

AAGCATTGATAACTGACTTCTCATTACCTGAATACATTCTTCTGTCAGAG 

CAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTCTATTGA 

TTAATTTATTCGGTAAGTATTTATTGGGTATTTTCTGTCTGAAAAGTGCG 

ATTCCAGGTGCTTTATGTGTCTCTGTGTGTGGGTGTTATATAAATACTTA 

TAATACTGTATCCATACTCTTGAAAAGCTTAGTTGGGAAGGCAAGGCATG 

CAATAAGGAACACAGAATTTTAGTCATTCCACAACCATCTGTTGAATGGC 

TGCTATTGTTAGTATCG 

>Sequence 340 

AGGTACTCTAAGACTCCTAATCCAGGCCAATTCCTAGTGGACCAATAACA 

AAAAGCCCAATTACCTTCTTCAACTACACTTAAAATCATAAAGCTTCAAA 

GATGCAATGACCTAATACAACCCACCTTCCAGTTTTGGAAGCACTGTGCT 

CCATGCAATATTCTGCGATGGTCAGTCTAGTATAAAAGGACTTCCTGGAG 

GGTCTGCTCCAAATACTAATGCAGAGGTCACAAATTGGTGGCCCTCAGGC 

CACATTTGGCCCATTAAAGTATTGTTTTATTTGCTTCATAGTCTTTAAAA 

AAAAAACTCAATTAGTCATCAACATTTACAGAATAAAGATGTCACATAAA 
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AATTTGTGTTACTAGCTC 
>Sequencc 341 

AGGTACTACAATTAAACCGCAGCCCATCTCCAGATATTCAGACCATTTAA 
TCTCCAAATAGCACKjCATTTAACACCTCATCTGTGACCTGGGGGTTGACA 

gaaccacctaggactcaggacagatagcaggaaaagaggtaacacttagg 

taacaccttcagcttgtcaaattgtatcactgttcatcaaagggaaacac 

acacatgtagccatgaagtttgaaaggcatcctggactacctctgctgtg 

gaagaagaggcttck:cagggttttcagaacccgaatttgtgctgtggctc 

tgtgttgtgattctagagggttctatagtcctagcatcccagggcctgag 

gcttactagacatttcc 

>Sequence 342 

aggtactgagctgagccatgccagagagccttttattck:aagtttctctg 

GACTGAGGAAGAAATTTCCTCTGAGCACTCTGAGAAGTAATCTTATATAT 

CAAAATTATATAAGGAAGCACACGGCTAAGAAGATGAAGACCGTGCTGGG 

CCCAAGCCAGCGTGTCCCATGTGATAATTCTCAACAAGTCTTTGGGCTCT 

TTCTTGGATCACATCCCTGTAGGGGAGCTGAATAAGGAGAGAAGTGACAT 

TCCTACACTGCTTCCTGGTTTATGAAATGTTCTTACCTACCCTAGATCTT 

CACAACAATCCAGGAAGGAAACGGGCATTACTGCATTGTTTTAAAGGTAT 

GGATACTAGC 

>Sequence 343 

AGGTACACAAGGGTTGGCCTGAGTCCCTGTGTTGTGAAAGTTGGCCTACA 

AAATGAGTCCACAGGGACTGTCATGGGTTTTGAGTTTATGGAGGTTTGTC 

CATTGCTGGAGTCTACTGGGATGAGCCTTGGTCTGCTGAGCAGGTATGGA 

ACCTGAGTCTGGGGAAGTGTGGGGCCATAGAGGTCAGACTGAAGGGTAGG 

GTTATGGGGACTAGCCTAGTACCTGCCCG 

>Sequence 344 

AGGTACCTTAAGAATTGCTGACACATTTATTACAATTTCAAGGCTACAAC 

tcaaatcccaggaacacaggattck:agtgacctacataatttgggctcaa 

ATACCTTCAAGGCATTCCGAAGAGACAGAGAACACCAGAACAAGGGAGAA 

ttggagtggaggtggatgctgaaattccagtataaaaatctactctggct 

gaggaataagacaaaatgtaagtgatttaggaaaattatcccagacaaat 

gagaggtgaactttggaagggggtataaatcaagataataatttccatat 

TTGCTGCTTCTTTTACTTTTTGCAGAAGAAATGCAATATAGTCGCTACTC 

AGGAATTTTGACTGAG 

>Sequence 345 

CCGGGCAGGTACGCGGGACCCACTGTGCCCAGCCCTTGAATTTCTCCTAG 

CCCTTCAGTTCCTCAAGCTTCATGCCTCCCAAGGTTGCACCCCCCATGGC 

CTGTCCTGCAGTCCTGGGGCCCTTCTCTGAGGGGATGAAGGGGGCACTTC 

CCTGAACAGAGAGAAAGGGAGACCCACACCACTTGGATTAAACTCCCTGG 

GCCCCAGCTGGCTCTGCAACTTGGCCAAGAAGCCCTATCTCCTAGGGCCT 

CAGTGTCTTAGTCCGTAAAATCKjTTCCTGAACTTTTAAAATACAAACACT 

CTTTTGTAGAGTCGAAACACTTTGCAGACCTGCACTCTGTGGCAGTACCT 
>Sequence 346 

CCGGGCAGGTACTATCCCATTTTCCTTTGCCATGCACCTGTCTTCCTCTT 

CAGGATTGATCACAAAATCAAAACCATTCCTACCAGCCAGAGGTGGGCAC 

ATGACCCAGGTCAGACCAGTCACAGTTCCTGATTCCCGGCCACAGTGCTT 

GATGGGGGAATGAGCATATATCAAACCAGGACAGTCCAAGTCCTTCCGGG 

GACTTTGCTGCCACAGTTGACAGGGGGAGGTATTTGCATAACTTCACCAC 

ACACAGCTAAGCTGGTGATCCTGCTGCTTGGCAGCATCTTCCCAGCGTAC 
CT 

>Sequence 347 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 
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GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG * 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGC 

>Sequence 348 

AGGTACCACCATGCCTGACTAATTTTTATTTTTTTAGAGATGGGGTCTTG 

CTATGTTGCCCAGGCTGGTCTTGAACTCCTGGGCTTAAGCAGTCCTCCCA 

CCTCGGCCTCCCAAAGTGCTGGGATTACTAATAGGCATGAACCACAACAC 

CCAGCCGGCATATCTGTATTTTGGTTGCACGGAGGCTGCTGCTATAAACC 

GTGGGCACCAGTGCCCACGAGTCATACATAATTGCTGGCCCCCATGGCTG 

GAAGTATCTGAGGGAACCTCAGGCAAGGCCGTTTCTTTTCTGGAAGCTCC 

AAGTTCTGGGTCCTTCTTAATAAATCTTCTCG 

>Sequence 349 

AGGTGGGAGAATCACCTGAGCTTGGGAAGTTGAGGTGCAGTGAGCTGAGA 

TCGCACTGCTGCATTCCAGCCAGGGTGATGGGAGTGAGACCGTGTCTTAA 

ACAAATAATAATAATTTGGGGGTGATGTAGACAGAAATAAGGACAGAGGT 

ATGAAAAGGAATAATTATTTAGCATTTTACTAGCCAGAGATTTGGGCAGT 

CCCAAAAAGCAGCTTTTCTAATCTCCCTCTCCTTTCCCAAAAAACTTTAA 

TCAGATCCAGTAGTATCCTATCATCTTTGGGTTATTTACATACTACTTTT 

TGGAGGGGGGATTGTGGAAAGCTATCGAGATCTT 

>Sequence 350 

AGGTACTATGTCCCTCTCAAGTCCTGAATCTAACTTAGGGAGTAGCCAGG 

AGACTATGAGAAGGAACTACTCCAGGGAAAGAACATCCCATGCCCTTTCT 

GAAACACAAGTGGCAACCATAAGACACCACTCTTTATCCTACCTTTTAGC 

AGACTATGCACAGTCCCAGGAACGAGGCCAGAACTGATAAGCAAGTGTGG 

CATTGGCTCCAGCCAAGGTTATGGGATTCGGGAACCTCCCCATCCTGGAA 

TTGGGCTGGGAGGGGTTTCACCTGGGAGCCACAGTTTTATGGCCTGGGGT 

TATATTGCAGTCCAAAGACAAA 

>Sequence 351 

CCGGGCAGGTACATAGTTGCTCATTGCCTAAAAAAAAAATGTTTGCCCGT 

GTGAGACATCGATGCATCAATAGTGCTTAATTATAATGACAGCTTCAAGC 

CACAGTATTTTTCCACATTTTTTTAGTTCTATGTTCTCTTAAAACTAG 

TACCTAGGCTGGGCGTGGTGGCTCACGCTTGTAATCCCAGTTCTCTGGGA 

GGCCAAGATGGGCGGATCACCTGAGGCCAGGAGTTCAAGACCAGCCTCCC 

CAACATGGTGAAGCCCCATCTCTACCAAAAATAGAAAAATTAACCAGGCA 

TGGTGGCGCATGCCTGCAGTCCCAGCTACCAGCAAGGCTGAAGCTGGATG 

ATATCTTGAACCCGGGAGGCAGAGGATACAGTGAGCCGAGATTGCGCCAC 

TGCACTCCAGCCTAGGAGACAGATGGAGACCCTGTCTCAAAAAAAAAAAA 

AAAGGGGGAAAAAAAAANGTCCCCTGGCCCTTTTAAAAATAGGGGACCCC 

CGGGGCCGGGGGAATTCCATTTTAGGTTTTTTAAACCCCGCCCCCCTGGG 

GGGGGCCCCGGGCCCCCATTTTTGTGCCCTTTAAGGGGGGATAATTGGCC 

CCTGGGGGATAAATGGGGGAAAANGGGNTTTTCCCGGAAAAAAANAANAA 

>Sequence 352 

ACGTACATTATTCCTCCTAAGCTCCTGATTTATTTTGCACCTAATTATTT 

CAGA ACAAGCTTGAGGATTTCTCCTCCTCTTCCAGAACCCTGTGACAGCT 

TTTTGACACTTGAAGGATATTTTCACACACTTGTAGGTCGGCAGTTCTGC 

TCTGAACATTGAGGCTGTGAAAAATCCTATCACTCACGGGTGGCCCTAAA 

CTCTCTCTCTTCACAGAAGACTCATTTGAACTGAAATATTTCAAGAAATG 

AAATTTGACCAGAAAGGGTAAAATACCTGACAAAGTGGCAAATAAATGTG 

TCAGACTAATGGGTTCAGCACCCACATCCAATGACTCATGCAGCCACACA 

TGCAATGACAAAGCCATAGAAGGAGAATCCTACTGCCTGTCAGCCACTGA 

GCCACAGGGTGGAACTATGCCAGTAGTACCTGCCCG 

>Sequence 353 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 
GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 
TCCTA CAC AC A A ACTATG AGG AG AG ATC A IT 1 IT nTCTTTCTTTTATTT 
ATTTAT IT 1 ' I T i " IGAG AC AGGGTCCC ACTCTGTTGCCCAGGTTAGAGTAC 
CTGCCCG 
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>Sequence 354 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGGGCAGAATGATTCTTTGATGGGCAGAA 

AGGT CCCA CCCTTCGCAGAATGTCTATCACTAAACTGCAATCATTCTCGC 

CAATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCA 

GATGTTCAGAGCAGCGGATATGAAGTCATACAGCCGGGTTTGGTTTTTAT 

TCCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGC 

TTCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 355 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGCK3CAGAATGATTCTTTGATGGGCAGAA 

AGGTCCCACCCTTCGCAGAATGTCTATCACTAAACTGCAATCATTCTCGC 

CAATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCA 

GATGTTCAGAGCAGCGGATATGAAGTCATACAGCCGGGTTTGGTTTTTAT 

TCCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGC 

TTCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 356 

>Sequence 357 

NCTGGANGTTNGNAhWAACTGACCTGANNNGGCCTCAANNCITGCTGTGA 

ACTAGTCACGTGCCCAATGATAGTTCTTCACCCAATGCCTTCAACCTTTC 

CTTCCTCACACAGTGACGTGAAAACAATCAGNATGTAACCTTGTAGCCCT 

TTTGGNTCGTGTGAATCNNTGTAACAAACCCCATGCCTTTTAACCATGAC 

TNACCCACTGCATTTCCANNA^ACGCTTTATGAAACAGAAAAGTTCTCC 

AAGCATACCCCTGAAATTCTTTTAGACAAGAAAGGTGNNNGTTTAATAAT 

GGTTATGATCTCAAAAAAGAAACANNNTAAACATGTTGGGTCCAATATGA 

AAAAAATCAAAATCCTTTCGAAGTCACTGAAGACTCTTGGGCTTGGTGGA 

AAATCGAAAATAAGCATCTAAATGAAATTAGCACCCAAAATTGAATTATT 

AGCCACCCAATTCTTTACCCTAGAAGACTGGATTTTATTTAAGCAAAGAA 

TATAAGGCCAAGTTTGGGAAAAGAAAACCAAAGTGGGACTTTTACTTTTC 

AACGATAAACTAAAATCCGAGGATAATTCATTTCTTCAACAGACTGGAGG 

AAAGAATCCCTGTAAAACATTGGAGTTCACCAATACCCTAGAATTTAAAT 

TCTTGACTGGTCTTGAACAAAAGGTAAAAACATTATCATCTTCCCAACCC 

TTAGATTTCCTCATCCTGTAGAGGGAGGAATAATTGGCCCAACCCTTTCT 

AAGGTCTGAAAATGGTTGTGAGTCCAAATGGGATAATTTATGTTGAGGGT 
ACT 

>Sequence 358 

CCGGGCAGGTACACATCTGCTCCTGGGCAGACCTTACAAGTATCTCAAAC 

TCATATCTCCATGAGAGGTAGATAAGCTACGTAAACAAGGGAAGCCAAGA 

TAACAGGGAAGACAGGAGACTATCTGCCTATCTAAAAACACTCAAATTCT 

TTTCTATAAGCACTGCTGATTTAATCCATTACACCACCAGCAGCTGCCAG 

TTTACAATCTCTGCTACACAAGCCCTCCATTGAGTTTAAAGACAACCGTC 

AAAATATCTCTCCAGTTTCTCCATTCACCTGACTGTTACCATAGAGAATA 

CAGGTATTCCCACTCTGGCCAGCTGTGTGCAGTGTTTTCTCCTATCAGAA 

TCCAAACCACCTACCAGTCCCCGTACCT 

>Sequence 359 

>Sequence 360 

AGGTACTTTCAAAGACTTTAGAACCAAATGTCATTCAGCTGAAACCATAA 

TGTATTATAAACTACGTCTTCTAGAGTTTTGTTGTCATAGAGTCAAATGA 

GATGCCAAATGCTAGCAATCCTATTTAGGAGGCCTACTATTAGGATTTAA 

AAGAAGTGGACTGCCAGAGATGAATTATGTGACACAGATGCTAACATCTA 

GTTATTATGAGTGATCCATTCTGTCATGAGGTAGCACTTGAAAAACAACC 

TGGGACAAAAGAACAGGCCTCTGGCACTACTGAATTTTTGGAGAGAGAAA 

CCTTTAGAAGTTAGCATGTGGTTCTTTCTGGACATGTTCATTGCCTTAGT 

TCTTCTTTTGCAAATATTTTGTAAATATTCATGAAGTGAAATGAGATGTT 

TGAGAAGGCAGATCTGCAGATCCCCTAAAGAGCATTGTCAGTTATGCTGG 

GCTGTTCCTACCCTATCCCTCTGTTTACCTGCGGCGGCCTCTCAGAGCGT 
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GATCGTGGTGGCTTTGTGGTGGTTTTAAATGTAATCGTGAGAAGCTAGCT 
GAAAAAATGCTAGCAGTGTTCCTTTGGATCAAGTTGAGACTAGCTTGTAC 
CTGCCCG 
>Sequence 36 1 

ccgggcaggtacagggctggatccttcccagccagggtgcctgggattat 

tggctttcagcagccgactcacggaggcctcctttgggctaggcactggg 

acagacccctgcctccccaaaggcatgagaccctggcctgccatttggga 

gctcagagcctggctagaggcaggagaggtgaggagggaagataaggaca 

cagatggtgaatgtggtgagaaaggaagcatgagggggtgggcatggtgc 

atgggagaacagaggaggcgatggaggagtccaggaagccttcctgggag 

ck:ggtcgcctgagctgagcctcaaggagtatgagcagcttctcaacagga 

gaagagagtggagagcactttgggcagaaagttacaggcagagggagcat 

tccaggcagagggagcattccaggcagaaggagcactgcaaggagagggt 

gcactcaagaagcaagggcactcagagagagagaacactccaaggagaga 

gaagcaagaggtgcanggtgcactgcaaggagagggagcactatggggaa 

gaggtgcactcaaggaggcagagcactcagagagagagaacaatccaagg 

agagggaaccaagaggtgcaacgtgcactggatggggagggaacacttca 

ggggagggagcacccagggagagggagcactcagggagagggagcacttc 

acgaagacxcttcagggagagggaacaaggaggtgcaggacgcactgcag 

GGAGAGGAAGCACTACAGGGAGAGGGTGCACTCAGGGAGCCGGACCCCCC 
CAAG 

>Sequence 362 

AGGTACTTAATAAATTACTGTTATTATTAATAACTCACCATTATTAGTTC 

AAATGAATGAACTTATCCAAAGTTTCAAAGAGTCTACACAAAAATATTTG 

CTTTCATGTGCTTGAGTAAAGAATTTAGTATCTAAGAAGCATAACACCTT 

TAACGTTTAAAACAATGGTTAATATAATTTATAGGAAAAATTTTTTAATA 

TTCTGTTAAAAACAGCAATAAAAGAAAGAAGATGCCGGGCGCAG 

>Scqucncc 363 

AGTACCTGTCGTTCACGGCCATGGCAACACAAATCCAATTCTGTCCGTCT 

CGAGTCTGTGGTCTTGCTTCTTATGTGGCATGGCCCTTTGTGAGCTGATG 

ATGAATGCATGGATCCACCTGCTTCAGCACATTTGATTATAATTGCGAAG 

AAAAGATTCCGGGCGCTGAATGCAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTCACAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTGTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGCG 

TACCTGCCCG 

>Sequence 364 

CCGGGCAGGTACCACCTTGGTTGAGAACTCCTGACTAAAAGAAGGCAGGG 

CAGAGCAGGGTATGCCATTGATGTTGATTCCTAGCATCCAAGAACCACAT 

CTGGGCATTTGTCTGAAGGAAGAAATTGGGAAGTTTCCATGATAAAAGCT 

CCAGTGGAAATTGTAGACCTTGGGAATGAATATGCTAAACTGAGGTTCTC 

AACCAAGGGCCAGATCACAACTTCAGAGGCCTGAGGCAGACGTGTATTTT 

GGAAAAGCTTCCCAGGTGATTCTGATTCAGGTCCCTCCCTCAGTGAGTCA 

TAAGACTGAACAGGAAGACAAGAAAAGTTGCCCCATAATGATGGCTCATG 

GTTATGGCCTTATGATGGGGATATAGCTGAGGCAGCACACACCTTGGAGC 

TGGGCTATAGGCAGAGCTCTTATTTTAGATGGTGGCAGAAGACACCACAC 

ACAATATGAAGGCAGAAGAGCAAAGGTCACTGAGAGGCCATGTTTTGCCC 

TTCAGTGTTGCCAGGTCCTGCTGTGTGTACCT 

>Sequence 365 

CCGGGCAGGTACAGGGTTTACTCAGTCCTGTTGTGTAATAGGAAGCAGGA 

AAGGGCAAGGGCCCTGGGAACAACCTCAGCCCTGCCACTTACTGGTCATG 

TAACCCCGAGCAAAATGACCACCTTGAGCCCCAGTCTCCTCTTCTGTAAA 

TGGGTATACCACCACCTACTCATAGGCTGCGTGATGAGAAATGGAATAAT 

GTCAGGGAGTGCCTGGCATGACGCTGGCACCCTGGAGGCTCCCCAGGAAC 

GGTGGCTACTGCCTTCAGAAAAACTGAATCTACTTCAACTTATTTTACGT 

AGGCCAAAGCATCCAGTCAGTGAGTAAATCAAGCTGCAAGATTCATTTCT 
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ACTTAACTTTTAGGAGGAGTCATCCCATGATACCTCGAATAGGTCTCAAA 

GCACATGCATGATATAAATGATTCACTGATATGACTCTGGTCAGATGTAT 

GTTCTTATGAAAAACCTAAGTTCAGGGTTTACCTAACATACATGGGGATA 

CTCATCTTCCA CCTNC CAAAGCTTCCAAATCAAGGCCAGAGACTTCCGGT 

CATCATCACTATTTTTGGGCCATATATCTGGCTTCCGTGGGTAAACTGCT 

GCCTGGCTGGATGGGGGAGTGAGATAGCCCATAACCCTATACATGGATGG 

GCTGGCAAGAGCATGACGAGGCTAAAAGAATCGCAACCTTAATGTGGGAT 

AATGTACTAAAGCTAAGACACGCCCCAACTGCCATCAGTACCT 

>Sequence 366 

AGGTACGCGGGGTCACTGGACTGAAAGTTCCCTAAGGCCAAAGGCCATTC 

CTCTTTGGCTTTCAGTAGTATGCCCTGGCATTTTCTGCAAACTTACCACT 

TGATGGGTGCTAAAATATGTTTTAAACTGAGTATTGCACCCAACGGATGA 

AAATTTTCTAAAAGTGCrrCTATCAAGAATTAGGAAACCAAAGTATAGAA 

ATAAATGAAGCTGATAAGCATAAGTTTGTGATGCTAAATAAAATTACACT 

GAAGTCCTAGCCACAGATTGGCAAGGACAGTTTTGTGGGGGCAGCCCCAC. 

ATGCCATAGTCCTCTGCAGGGAGCCATAACTTAACATCCCCATGTTTAAA 

TTTTAAATTATATACCCAGCCCCTTGTTTTGTCCATTACCAGTTGAGAAG 

TGAGGTAATTCATTCTCCTTTCTACTGCnTCTGCCCATGGTGAGAACAGA 

ACTTCCATATACATCTTCTCTGCCCAGCTGGAGGGGGCTGATGGAAGACA 

CAGCTTCTGTCATCCAGCGCCTCCCCTGGGAGTCTCTNTACTGATTGGTC 

TTCATTTGATCTACATTAGGTCACATTTACTGATGGATGGAATAAACTGC 

TTTAACAGAATCATCGTCTCCAAGTTTCACTTCACCTTCTGTCCTC 

GTGGCAAGTGCCCTGGCCAGAACCTGCTATTCTCTCCGGCTTCCTGTTTC 

TTTTGTCTTTTATCTACTGTCTGAAAAATGAATTGAGTCCGGGAGAATGG 

AATTTTAAATAAAAAGGCCCGCTGGGCGAATGGGTCATGCTGTAATCCC 
>Sequence 367 

ACGTACAATGGCTTCATTATTGCCAACTTGGAATAAGAAGTAGCAGAGGC 

TCAAAATAGTAATGTGAATGCTCAATGTTACATAATAATTCAATGGCGAG* 

GCCAAGATTGGGATTCCAATTCTCACATTTCTAGCCACTGCT C1 1C1 11 i 

ACACAATAAAGATGGGGAAAAAACATTTAAGCAAGTTTGACAGGAGAGTG 

CCCTCTCCACCAACAAAAATTATTGAAGCTCAAAAGTTCAGGGATTTGCA 

GAGACCATTCAAATGGGAAAGGGCAAGTCTCTTCAACATGGTGGTGGAAA 

AACTGGATATCCACATGCAAAAGAATGAAGTTGGACCCTTACCTTATACC 

ATATACAAAAATTAATTCAAAATAGATTAAAGATCTAAACAGAAGATCTA 

AAGCTATAAAACTCTTAAAACACAGGAGAAAAGCTTCAGTGACATTGGAT 

TTAGCAATGAATTTGTGGATGACACCCAAGGCACAGGCAATAAAAGTAAA 

AATATGTTACTGGACCCATACAAAAATAAAAATTTGTGCACTGGAGAAAC 

AACCGAGTGTAAAGCGAACTTCCTATGGGAGAAAATTTTGCAAATCATTA 

TCTGATAAGGGATTAATTTCCGAAAATTTAAGAAAATCTTAAGCTCACCC 

ACAAAAAACAATTTAAACCGGGCCAAGGACTGATTGACAATTCTTCAAAA 

AAGTGTACCTGCCCGGCGGCCGGTTTTAACTAAGGATACCCGGCCCGCCG 

GAATCATTTAAACTATTCATTACGTCGACCTAGGGGGGGCTGTCCCT 
>Sequence 368 

ATGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CHTCTTCTGAGAGCrGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGCT 

CTCCCCAGTCCCCCCGCGTACCTGCCCG 

>Sequence 369 

CCGGGCAGGTACATTTTCTAAAATCCAAAATTACCCTTAATAAATCTTGG 

CAAAACACACACTATAGGAGATAAAGACATCCCTAAAATTTCACTCTAAT 

TTACTGAAAATAGAAGTCAAATTAAATTCAAATGTTGGCTTACATTAAAA 

TAGCACAGGATCTTATAATTTACTTTTAATCTTGGAGGAATTCTCATTAT 

TCTCTCATCAATTCTTCTTCAAAAAAATAAATTAATAAAAACTTCCTTGT 
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TTGTCAC ATACAGTGTCCTAAAC AGAAAC ATCTG A ll'll'lC T I ' I GGGTC A 

GCAAGAACAACTTAACTTCCAAATTCCTTTATGGCCACTATTTTAGACAC 

TAAGACCAAGAACTCCAAAGAAAGCTATAAAAAAAAATGCTACTATATGA 

CTATATAGTAGCATATATATATATAGAAAAAAATATAGTATATGATACCA 

AATATTATAGTTTACAAAACCACATTCATATACAACAGGTTCAATTTTTT 

AAATCACATCACGAGTGGAAAAGAAACCCAAACTATATATTCTAGGAAAA 

AAGCAGCCGGTCACAGTGGCTTAAGCCTATAATCCCCAGCACTTTGGGAG 

GCCAAGGCAGACAGATCACTTGAGGCCAGNAGTTTGAGGCCAGCCTGGCC 

AACATGGGTGAAAACCCATCTCTACCAAAAATACAAAAATTAGCTGGGTA 

TGGTGGCCCATGCCTGTTATCTCACCTACTTAAGAGGCTGAGGCANGGAG 

ATCACCTANACCTAGGAGGCCGGCGTTGCAGTGAGCCAAATCATGCCACT 

GCATTCAACCTGAATGACAGAGGGG 

>Sequence 370 

>Sequence 371 

GCCGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGA 

GACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATGGACC 

ACTGGAACAATGAGAAGGAGAGAATTCTACTGTCACAGACAAGACTCTCT 

TGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCHXjTCTATCGCATCTGCCTGGGCAAGTrCACCTTCCC 

TGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACT 

GAAGTTCCTTATGCTACTTTCACTGAGCATCXTATGAAATACACCAGTGA 

GAAATTCCTTGAAATTTGCAAGTTGCCTGGGTTCATGTCTAAGCTTGTTC 

CAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAG 

AAACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCT 

GATGGTCTTCATTGGAAAACCGCAACAAACTTGGCTATTTCCTTTGCTGG 

TGGAATATTGGTTITrTGAGAGTCTnTTGGTACCTAGC 

>Sequence 372 

CCGGGCAGGTACTTGGCACATCTGGAAAATGACGGAGTCTTTCAAAAATA 
CTGCTGGGAAGATGACCTGTTTTCACTCTCTCTCTAGGCAGGTTCACATC 
ACCAGATGATGCTGGATATGGCTCCACTCCAAGGAAAACAACCTTTTCTT 
GGTCmCAATGGCTGTTTATGAGTATACAACAAGTGCTTTCTATATAC 
> Sequence 373 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGGGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACC AC AG ACTC A AGACGGAC ATA ATTGG A IT!" 1 1 " I" 1TGCCATGGCCTGGA 

AAGAAAGGTACCT 

>Sequence 374 

CCGGGCATGATCGCGTGATAGTAGCGGCCTCATGCTTCGGGAAGTCGCTA 

GCAGACGTGCTTCATGCGGTATAATGGATGAATACCACCTTTGTTATGCT 

GACCTACTGCCTGACGACCCCTCTGATGATGACATGACGGAGATCGGGGG 

CATATAGAAGATTCGCCCCTCATTGCXAAGCCGGCGGACCCCCGATGAAT 

GTACAAAGCACATGGGACAACTTATGACTAAATGCTGGGCTCACCTTCCT 

GAATCAAAGCTGACAGCCATGCATGCCAAGAAAACACTTGCCGGGCCGTG 

AGACTACCAGGACATTCATCTCTGATAGGAGAGGAGAACTCTGCATCTAT 

GCATAGAGCCAACATGTACCT 

>Sequence 375 

AGGTACTAGGCCCATGGTAGACAGTCAACAAATATTTGTCCAACTACTTA 

AGAGAAGATAAATTATTTTTCTAAATACAACTTTATCTATGCTCTTGCTT 

TCATAAACAATACCTCCTAAGAGCAGAGATTAATATGAGTAGCTGAAGTC 

AATTTAATATAGTGGAGTTAACTGCTCTGACTGGATGTTATCTATCAATC 

AACAATCATAAATTGAGCATCAACTATATATTCAGCATGAATATCCTCAT 
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CAATATCTATGTATGTATGTATGTATGTATGTATGTATGTATCTATCTAT 

CTATCTATCTATCTATCTATCTATCTATCTAATCCATCCATCCATCCACA 

CTCTGAAGATGCTATATATAGAGGCCATGGGAAATACAGAAGTCTATCTA 

TGGCAGGGCCCTGCCCTCAAGGAAATGGTGGGGGTCCAACAGTATTCACT 

GTTGTAGAAGGTACCTGCCCGGGCGGGCGGCCGGGCAGGTACTTGCCCAA 

CCAACTAACCCATCTGATCAGAAAGTTCACAGCTTTTTGTTGCTTAGGGA 

CCATTTCTCCAATTTCCCAATTGTTTTTGATGTCGGTCTAAATGGATCCT 

TA A TATGTCTCCTGTAA G AGTCTTTC AAAAC A TTCATTGCTCTCCA TAGG 

GCCTTTATGTAACTAGGAATAATACCTTCCTCTGGGGAAATACAAACTCT 

TTTGGGCAAGAGCTGATGCCTITGAAAAAGAAATGGAAGGNCAATTCCCT 

CTGGCAGGCCAAGCTGGGGCCCAGATTTGTAGCAGAACACCGG 
>Scqucnce 376 

CCGGGCAGGTACTTCCTCTACTTTCTGATAAGCTTTAAAAGAAAAAAACT 

^ACTAAATAmCAAAATCAATGGACrrCAAGTAATCCAAGAGAATTTG 

GAAAACATTTCTCTAAAAACTAATCCAAACACAAGGTGTCAGTTTGGAAA 

TAACGGAAGCATATTTCGTTTTAAAAATCTAAAACATTTTAAAGACAAAA 

ATTCAAGTTAACATCCCAGTGATTAACTCTGGAACTGCCTAGCCAAAAAC 

AACTTTCGGCACTTAAAACATAAAACTGTCAGTTTCCTCTGCTTGGAGAC 

AAAACATACAAAAAGCAAACATTCACTGTTATATTTTCCTAGACATGAAA 

GATAGAACTAACTTTCATAAAAGGTGATCACTCTGAGTATTTCTACCTGA 

TATGATATTCATGTCGTAGCTCCTAAAAATCAAGTACAAATTCCAAACCT 

CAGAACTATCCTTAATAGATGGCTACTATTCTAGTTTGCGTTACTCCCTC 

GACTTGATGGAAGTACCTTC 

>Sequence 377 

CCGGGCAGGTACTGAGTAAGAAGCCCATTTGGTTTGTGTCTGGGAGGATG 

GGCAGTGAGGATGAGTGAGGATGAGTTTAATTTAGCTTGGTGAGAGGGGG 

ACAAATCCACCTTTTCACGAGAGCTGTTTCTCATCGCTTTTTGTCCCCCT 

TCATCCACAACCCCCGCAGCCAAGGCAGTGTCAGTAAATTTTGGGATGGA 

A^GCCTTAGGTAGGATTCTTATGTTTTCGAAATGTGACTGATTGGAATT 

GGGGGAAAGCTGTATTAAAATTGGATATGTGGTAAAAGCTGGATATGTGG 

TTATTACCCATATCCAGTAGTGAGTCATGTTCCTGTGCTACCATGATCTG 

CCCGCAGTAACCTAGCAAGACATCAAATCACAGTGTGCAGTAGATGGTAC 

>Sequencc 378 

AGGTACTCGGGAGGCTGAAGGAGGAGAATTGCTTGAACCCAGGAGGCAGA 

GGTTGCAGTGAGCAGAGATCATCGCACCACTGCACTCCAGTCTGGGCAAT 

AAGAGTGAAACTGTCTCAAAAAAAAAAAAAGGAAAAATTAATTACACCTG 

AGGGAAATTCCCATGCAACATTTAATGAATGCCTTCAGTGCTGTTATAAT 

GCATTAATTTCTATGAGAAATGTTCTCTCITTTTTGTGCCITT^ 

ATTGCATTTTGGTGATAGAAGATAAAAACTTGGCTAATTAGGCCAGGCAT 

GGTGGGTCATGCATGTAATGATATGGGAGGCTGGCATATCACTTGAAGCC 

AGGAGTTCGAGACTAGCCTGTCCAACACAGTGAAACCCCGTCTCTACTAA 

AAATACAAAAATTAGCTGGATGTGGTGGTGGATGCCTGTAATCCCAGCTA 

CCTGGGAAGCTGAGGCAGAAGAATCGCTTGAATCCAGGAGGTGGAGGTTG 

AAGTGAGCCGAAATCACGTCACTGTACCTGCCCG 

>Sequence 379 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

AT^CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

GG T AA ™^ 

^ G I AAGAGTOACTGAAAAGGT G^ 
CTCGCAGCATAAAGACAACTTGTACCT 
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>Sequence380 

AGGTACAGCTTGGGCCTCCAGCTTTGGGCACTAGAATTGGACCCCTGCAC 

CCCCATCATGGGACTGGAGCAGGAGATTTGCCTGAGAGGTGTGGTTTTGG 

ACCCAATAGCAAATTTGCAGGCTGAAGCAGATATATGGTCTGTCTGATTC 

CTGTGGTTGGGATGAGGAAATGAGTCCTGATGGTTCTGGAGAGAGAGAGA 

GGCAGGTCCCATACTGTrTGCCTGGTTTTAACAATGGGTTTGCCCTTGCC 

TTCCTGTGCTGGGACATTGATGCAATGTCAGTTGCTCTCATCTTTGCCTA 

GGCATTTCTACAGGGTTTGGCAACTGTCCCTAGATCCCTGTCAGAGCCAG 

TGCTTCTGCCTGCTACTGGGGGACCAAATGGCTGTCTTGCCCAGTCCAGC 

TCTACCCAGCTTCACCTCTCCCCACCAGTCCCCTCCCCTCCCCCAAGGCT 

GAGTGTAAGACCCANACCACTGAGCTTTCCCTGGCCCAACCCATTGCGTG 

GGACACTTAAGTACCTGCCCG 

> Sequence 381 

CCGGGCAGGTACCTGGCCTATTCCTGGCTTTGAAAAAATGGTTTTCGGAC 
ACT AA ATLT 1 " 1*1 ATT AT AATTCA AAC AC ATTATAGTTGCTTCTGGG AG AC 
TTTTGCCTTTTGCCCTGCTTACAAACTAGCATCATATTCTAAAATCTCAG 
GAACTAAAATTACTCATTGTAATTTCTCTAAAATTCAAAGCCTATTGGAA 
TCCCTGCTCTTGTTATGTAAAATATAAATATTCGAGACATTTCACACCAC 
ATTITCATTATTCAGCATTCCCATCAAGTGCTGGAAGGCCAGTTCGCTAT 
TTTATAATGAACGTGCTGGGTTTGTTCTGAAAGGGCAGCCTTGTACCT 
>Sequence 382 

ccgggcaggtactgtgctcagaaatgtgaccagcaatgtaaaccgacaga 
acc aatggcnttttg aaaataac aaagtatttccgatcc 1 \ ttu a agt 
agagaattn-ctcccagcacatgctatttccaattgtgcgcaaaaaacct 
tccagcttacaaatgttaattcaggggttggcaaataaaggcccagaggc 
caaatctggcccaccacctck:tcagtctgcaagctaaggatgttttctta 
c attttta a atggttgg gg ag aaatag aaag agta 1 " 1 ' 1 " j " j g aatatgtg a 
aaattacatgaaaaatcagtgttcagtgtcaatgtttctttggtatacag 
ccacacccattcattcacgtattgtacct 

>Sequence 383 

CAGGGAGGCTAGGAACGGAAGGTAGAGAAGTGATGAACGGAACGGATTGT 

TTGAACGAANGAGAGGTAAAGGANGGCAAAGTTTGGTAGAGGATCGTTNG 

hWNNNNNNCGGAGGGAGCAGGTAGCGNACTCATCATAGGCTGATNGGAGC 

TGAACCGCAGCGGCGGCCGCCCGGGCAGGAACCCGGGACTTACCACCATT 

TTACATGGGGGGAAACTGAATCATAGAGCATTATCACTTGTGTAAGGTCC 

CCAGGAGAGGAATGGATGGAATAAAAACCAAACCCGTCTGTATGACTCAT 

ATCCGCTGCTCTGAACATCTGGGAGGGCTCTCATTTGGGCATTACTCTTC 

CCATCCACCCTAAAGATTGGCGAGAATGATTGCAGTTTAGTGGTAGACAT 

TCTGCGAAGGGTGGGACCTTTCTGCCCATCAAAGAATCATTCTGCCCAAA 

TGCCACCAATGCCCCTCCTTGAGAAACAGCTCAAAACTCTATGTGTAAAC 

AGCATCTGGCGTAGTACCT 

>Sequence 384 

AGGTACAAAACTTTCTAAACATCCTGTTTTCCCTCAAGACAGGGCACTGT 

TCTTAATAAACTGAACATTCTTTTGCACTGGCCCTGGGGCAAGGGTGTCC 

CAAAAGCTTTGACAGGGGTGCCATTTGGCATAAACAGTGTGGTAATAGGG 

TGGAGTCAGAAAGAAATTCTCTCATCCCTTTTACAACTCCAGGCAATTCT 

AGAACCAACCCTTGGGAACCCAGGGAAAGAACTCTGAAATGATACGCTGG 

CTGAAGTTTGCCGTGGCCACACCTCAGGGTTAAGCATTGAAGGAGCTAGG 

CAAAGAATGTGTGTGTTTAGCTACAGACTAAGTCACAGAATAAGAGGGTT 

TTGGTATTCTTCCATTTTTGCn'AGAATTCTATGATGGTTTTTGAATATA 

TTGGTCTTACTTTATGGTCTTACCTGTAATCTAATAAGTTTTCTGGTAAA 

TTAAGCTTTTGCCAGGTTTCCGGTGGGTCTTACACCAATAAGGTTCATAA 

GTAATTGAACCCAATAAAGGATrGATTTAGGATGTAAAATTTAAATTCCC 

TTAAAGGCCTTAAACCCCTAAAAAGTATATTCCCCTGGAATTTTCTATGC 

GTCCTTCACCTTTGGGCGTTTGTTTTTA'I'rrrri'l 1 1 TATAAAAGGAGGT 

ATAAGGGGGTTTAGTTATATACTAGAGGAGAGTGGGTGGGACCCTCGTGT 
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GCTAATTGTATAT TAAAAA GAAAGAGAACGATCAAAACGGGCATAAAAAG 
AGAGTAAGTTATATTTTTTCTGGGAAAATTACAGGCGAAGAAAGTGTGCC 
CTGGGG 
>Sequence 385 

CCGGGCAGGTACTGAGATCCTCTTCCCAAACCAATCAAAGGCCCATTTAT 

TGAGAGGTAACCAGATAAAATAAAATGGTTGTAAACCAAACACTCCCTGG 

TGGTTCCTCGTAGGAAGCCATGCTTCCCCAGCTTCAAGCCTTTCTATGAA 

TTCTATCCAAAACAGGGTTGGATCAGATTCTTACTGAGATCCTACTTGAC 

TTAATCCTTGGCTTGGGGTTACTAGGGAATTAAGACATATTCAAAGGAAA 

AGAAAAGGAAAAAATAAGCAGCTGGAGTTTGTGTGCTTGGGTATGCTTCT 

ATGTATGTATACACAATAGTTTAAGCCTGGCTAAGACTTTTATGATTCAT 

GTCATTTCTTGTATACAGACTTCATCTCAGTTCTTAGTGGTTTTTCAGTA 

ACAAGGTATTTGCTTAGCACGGAAAATAAGTGTTTCTACCTGTGATTGCC 

AGACTGGTGTTGGTCTCTCTGCAAAGCACATTTGCTCATCAAGAACTCAC 

GCCCTCTAAATAGGACAGAGCAACAAGTATTGGCATGCAGACAAAAACCT 

GCACAGAGTGCCATCTGACTCTTCACTTTCTTCACCAGGTACCT 

>Sequence 386 

AGGTACCCTGATCATATCAAGGGCCCCATTTTAAAAGGAGACATTCTGAT 

GAATCAAAAGAAAGATATACTAGGAGCAAAAAAATGTTTTGAAAGGATTT 

TGGAGATGGATCCAAGCAATGTGCAAGGAAAACACAATCTTTGTGTTGTT 

TATTTTGAAGAAAAAGACTTATTAAAAGCTGAAAGATGCCTTCTTGAAAC 

ACTGGCATTAGGACCACATGAAGAATATATTCAGCGCCATTTGAATATAG 

TCAGGGATAAGATTTCCTCATCTAGTTTTATAGAGCCAATATTCCCAACC 

AGTAAGATTTCAAGTATGGAAGGAAAGAAAATTCCAACTGAAAGTGTAAA 

AGAAATTAGAGGTGAATCCAGACAAACACAAATAGTAAAAACAAGTGATA 

ATAAAAGTCAGTCTAAATCCAACAAACAATTAGGAAAAAATGGAGACGAA 

G AGACA CCCCACAAAACAACCAANGAAAAATACTATTATAAAAATAGTGT 

TCTTTTGCC GGGGG GGCCCCCTGGCCATTACCCCCCCITCrTTATAGGAT 

TAT AAAC AATTTTGGAACTGGGCATGTGGGAAAAAATTTGGTTTTTTGCC 

TGGTTTTACCCCCCCAAAAAAATTGAAAATTTTTTGGGAAAAAAATCTCT 

TATGGGAA CCAGT GTA 1 1 1 I J 1 J J GGGAAAACOCCCCAAAAAACCCCGCC 

CCCCTrCGGTTTTTTGAAAAAAAAATTTTTTTGGTTTTTG^ 

CCCCCAACAAACTTCAAAAAAATCCTGGCCTTTTGGGCAAAATTAAATT 
>Sequence 387 

CCGGGCAGGTACTTTGAAACATTCCTGGCAGGCAATGTGTCCAAGAGGGA 

GAATCTGAGACCCACTTTCCTGAGGTCATCCAATCCCCTCCCATCTTATC 

AGGGGTATGGTATGGCAGCTGTGGCAGAGGGATGGAAGAGAGGAGACACC 

AGAGGGAAAAAAAAAACGCAAATCCTGTTCACCCAGGAGGTCAACATTGG 

AAGGAATACAGAGGAGAAAGCACCAGGAGGGTGTACCAGGCATACCCCAA 

GATGAACAGGGGTTTGGGCGAATTTGGATGTGCAAACAACTCAACCCCAC 

CATGACATGAAGGAGGCCACCGTGTGAGCACAGGGCCTGGAACAATGGGT 

GTAATGAGTTACTGCCACGTCAAAGAAATTGGTTGCTCCTGTTGATATGG 

TTTGACTGTGTCCCCACCCAAATCTCATCTTGAATTGTGCCT 

>Sequence 388 

CCGGGCAGGTACACTTGTGAATGTTATGGAGCTGTTGATAATGACGGAGA 

AGTGGCCCCACTACAATTACATCAGGGCCATGGCTTTTGGAATATCGGAA 

GTCACAGAACTGACAATTATAGCTCGTTACCATATTATCCTCGGCTCCCT 

TGCTGGAGAAGTCCTTCTTTTTAGCCCCACTCGAGCTCTTGTCTGTCTTG 

GTCATTGTCTCTCCTTCTGAACTTTTGGCTAGATCATTCTGATTAATGAC 

AGAGCCCCTGGAAAGCTTATCATTTAACTCTGGATTAAGGCCGCCTGACT 

GCACTGCTCCGTGCTGCTTGCCATAATGTTCTAGCAGTTTAAGTGAGCTA 

GATGACTCACAGCTGAAACTACAAAATTTACACCAGTAGTAACTGGTGGC 

CTCTGTACCT 

>Sequence 389 

AGGTACAAAATACTTTCATCAAGAACCAAACGTTTTATTTCCTATTTAGC 
TGAAGAATTAATACTTTTACAGAAGCAATGAGTGAGCACAAAAAGCTTAT 
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TTTCCCATTCTCCATGTTCTCTCCTGAAACAATGATCCAAGTGTATTTAG 

AACAAAGAATCCTACCTTCAAATGAGTGTAGACCCTCTACAGGGGTATCT 

ACCACGTTCC TTCAT GTCCCCAAAATAGCTCATAGACCTTGCTAGAAGAG 

AGTGATGTGATTTTCCTTACCTACCACCAAAATGAAAGAGAGAGAGACAG 

AGAGAGAAAAAAAAAAAAACCCTCCGAACCAAAAAACCCCCCTAAATCCC 

CCTTTGGTGGCGGGCCCCCACCCCCTCTTAACTAAAACGTGACCTAAGGG 

GTCCCCAAACTGACCTGTAGTATAAACCACAGTTCAGTTCTTTGGTGGGC 

AAAATCAAAAGGGGAGTTTTTTTTTAAAAATATCATTTCAATAACATAAA 

TAACTGTTCATTACGGTCCCAAACATAACCATGGGGGAAAGTAGCTTTCC 

AACAAGCTTCCTCCCCAAAAATCACTGCCAAACCCTGGGGCGGGAAAAAG 

GGAAACTNGGAAAGTGAAAAACCTGAAATACTOTTGACCTAATTTTTTT 

i l J 1 1 lATAAAAGGGGGGCCGGGGACTTCCCGCCTGTATTCAAGCCTAGG 

GGGGGGGATTTTAAGAGGCGGGATAAAAAACCTTTTTGGCAAACACGGGG 

AAACCCTTTTTTTTTAAATCCCAAAAATTCGC 

>Sequencc 390 

AGGTACCAAAAGAATTCTGTGTTTTAAAACACCATCCAAAAGCACAGCCC 

AGTGGTCKjGCCACCTCCCCACCCTGAAGTTCTGCGTTACATATAACCTTT 

CAGGCACAAACAAGAAGGGTGTGGGATAGGGGGAGGAGGCTAGAGATTTG 

TCTGCAAGGGCTTTACCATCCACTAAAAGCTGTGTGCAGGACAGAAGCAT 

CTTTCTCTCCTCACTTTTTGCACGTGTTGAGTATCATTTTGCTGTGTGCC 

CAGTGGATGTAGCGAGGATGCAGAATCTCCAAGCAGCTTAGAGTCAGAAG 

GCTGCTTGTCTTCCTTTCTGATTCrrCATGTAGTTCTTCCTGTGTTTCTT 

AGCATTCTCAGTCATCTTGGATTTTACTCTGCTGTTTATTCCCATATATG 

CAGATCAGATTACCAGAAGTCTTGGAGACTCTTTTCAGAATATGAAAGAC 

TTTGGTAGCAAAGAAGTGAATCTCTAAGGCGAGTTGAGTTTGAGCATAGT 

CACCTTTAAAATGAGATGGCCTTTGCGGACACATGAAAGGGGTACTTAAG 

CTTACCAAAATCCAGAACTTATTGGGTGGAAAGGTAACCATTATTTGAAA 

GTAGACCTTTCTTTTATACAAATATTTTTTTTTCAGAACTATTATTATCT 

TTAAATTGGAAGGGGATAGCTTAACACTAAGTTTGGCAGTTTATTTTGGA 

AATATGTTGACCACTAAGTTTTTTTTCCATATTAAAATGTATAATACTCT 

TTCTGTTCTTATAATTAAAGGGTTCCTTGCCGGGCGGCCTTTATAAATTA 

ATTACT 

>Sequence 39 1 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGACTGTAGCATTAGGTCTCAGAG 

ATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCTC 

TGGGCAAGTCAGTACCT 

>Sequence 392 

>Sequence 393 

>Scquence 394 

AGGTACCTCACAATTTAAAAAAACGGGGAAAAATAGACATCTGACAAAAA 

TAAAAATAAAAGACCAAGAACACATGAGCTGGAATGATTAATATGTTAAA 

CCATGTGCCAAACTCAATGGTGAATGTGAATGTGTATTTTAATCCCCTGA 

GCTAGCCAGAATAAGAAAACTTTTCTAAACACATGGACAACTTCTATTTT 

AAAAGATTCAGGGGAAGTCTAAAAAAGATATGAAAGTTTAAAAGATATAA 

TTTTTTTTTAAAAAAATCAATAGAATCATCATAGTTGATCAGAGTAGGCA 

TCTGACCCTTAGAGAAAAAAAACAAAACAAAAATGTCAACTCTAGAGTTG 

GAGTAAGCCCTGACAGTCCCCTTCCTGTATTTAGGTAGATAAACCACTAT 

CCCCACGCCATGAATGAAGCAGAAGCGCTCAGAGTGGACTGCACCATCCA 

AGACTGGGAGACACTGGGTAGAACAGCGAGAAATCATGACGACTTCTTTC 

CCAGGTGGGGGAAAGCCAGAGAAACGCAAGCTACCCATGCACTGCCTGCT 

CCACGCATCCCAAGAACCCTGCGGATGGGCTGTTTCAGCACGTGCTGCTA 

ATTACCATGCAAACTGCTGTGCCCTGATTGTTCCCTGACACAAAGTACCT 

TGCCG 

>Sequence 395 
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CCGGGCAGGTACATAAATCAGGGGTCTTGAGACCATCTTTCTTCCCCTGG 

ACTGAAGGAACTCAAAGCTATTTTCTCCTGGGATTCACAGGAACAAGCTC 

TGAACAGTTGGGTGCCATTGTGGJCTGTAGACTTTTACAGAAAAAGCTCT 

ACCAGACTGTTGCCTTGAAACTGTTAATCTGTTTGTCATTAGTCATTCCA 

CCTGGCTGGTGGTTTTAAAACACTAAATAGTCGTTGGAAAGTTAGGTAGA 

TTTCATTAAAGCAAGACTTGAAAAATAGTTGCTTCAGGATCCCCAGGAGG 

CTTTTGCACTTGGGGTTGGGGTGAGGAATGGATATTCATAAGTTCAGTGT 

TGATATTCTGCTGCTTTTGGGGAGGGGTAGGGAGAGAGAGGGAGCATTAA 

GCTCTCCAGACTCCTGGTGTTTCKjGCAGGTCTAGGTCTGGTTTGGGCAGT 

TGGTTGTAATCTGAGTGCCTGGACTTGCCCGGTAAGTTTTGCTGAAAGAG 

AAGCAAATGTTCCTGAGACTGGAAGAGGAAAAGCTGCGTTTCAAGAGCCA 

ATTCATAAGTGCATTTGCTG^rrTCrCATCGCTATGGGTTAAAAAACTACA 

TAGGGTGCTTTGCACGTGGTCCTGGAAATGCTTTTCTTATCTCTGTTTCA 

ACACACCTGAAATTCCATTCTTTCTTTTCTGGCTTAGTAGTTTAAA 

GGAATTTGGTATATTAAAAGGAAGGAGCTTCCCTTTATAAAGGAGGGAAA 

AGGGTTATAGGGACCAGGTTTTGATAATTCTGGGCCTGAC 

>Sequence 396 

AGGTACGCGGGACTAATTTTTTTTTTCTTCTACTTAGAATAAAATTCATG 

TAGTGCAGTATCCAGAGCACATTAACTGAAGTATTTGGAGACTAGATTTA 

ATCTCAGATCTCACCCTTGGTAAAATCATAAGCTTCTGAGCATCAGAGTC 

TCAAACTTTTCATGAGAGCKKjTAAGTGTAGTTTTCAAAGGACAGAAGGAG 

GAAGACTACAGTTTCTTGAGCTrCTCCGATGTCGTAGGTACCTGCCCG 
>Sequence 397 

CCGGGCAGGTACT 1 1 i 1 1 1 ] 1 1 1 1 1 1 1 " I T 1" f GTAG AG ACGGGGTTTC ACC 

ATCTTGGCCAGACTGGTCnTGAACTCTTGACCTCGTGATCXAOCCTCCTC 

GGCCTCCCAAAGTGCTGGNGATTACAGGCGTGAGCCACATAACAGCAGTT 

CTCACCAAGCATCTGACAGCCGAAAAACTGAAAGCATTAGAGAATGCTAC 

AGGACAGGCTTTGGCTTAGTAGTGAGTTCTGAGTTCAAGCTGAGGCTCTG 

CACTTATTAGCTAGAACTTTGCTTAATCTCTCACAGGTCTCCTCTAAATG 

ATTAAATGGCGTAACGGAGGTAAGCGGATTAGCACAATTCCCGGCAAACA 

GTAAGCACTCAATTGTTACTACTGAATTGCCAGTTCACAGGCACAACCAA 

CCGATCTCTCTCATCTCCTGGTT(XTCTGTTGCCAACTTCCTCGTTGAGG 

TCCAACAGGATACCTGTGGGGTAATGTGTCCCAGATGATATCCCAGTCCT 

GACACCAAGACAAAGGCACCAACCAAAAATGGCGACCTCAAAGCCATCCG 

AGGGCGTCAATTACCCGTCATGCTACCGATAGATAAATAAACAGCGTCGG 

GAAGAAAAGCTAGTGAAAGATTCTTAACGCCCGGTTGGAATACGCAGAGC 

TCGCTCATGCCGGCACTCAACCACAAGCAGTTAAAAGCGCAACCTGCAGG 
GTGTACCT 

>Sequence 398 

CCGGGCAGGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGC 

CCATGGGCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTG 

ATGTAAGACATTAAGACATTCTTAACGAAGCCAGTCTTCAAGGACTAGAA 

TAAATCCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGAA 

ACAAGGAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCTC 

TAAGTTGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAACTC 

ATTAAAAAATGCTCACTAAACTTCCATAGGATACAGGGAAACAATTCAAT 

GGAATCAGGAAAACAATAAATTACCAAAAAGAGATATTTACCAAATTACC 

AAAA TTAC CAAATTACAAAATTACCAAAAGAGATATTTAACAGACAGATT 

GAAATTTTAAAACAAACAAACAACAACAACAACAACAAAAATCAAACAGA 

ATTTCTGGGGCAGAAAATTAGAGTGAACGAAATAAAAACCACCAGAGAAA 

ATATCAGTAACAGAATTGATCAAGTAGAAAAAAGATTTATACATGAATTT 

GAAGACAAGTTATTTGAAAATATACAGTCNGAAGAAAAAAANTAAAAANA 

AANAAANGGGTCCT 

>Sequence 399 

CCGGGCAGGTACTAAAAATATAGCAATGTGGGTGGGCTCCAAGGACTGTT 
CCTTCAGACCTCAAATCCACATGCTTATAGAAGACCACATAGGTCAGAGC 
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AAACTCTCTACACCTGTCTTTGTCAACTGTCACCCAGTTGAAGATCTCTG 

AAGCTGCATGCCGATTTAGGCCAACAATCAGACTATGTAGCATTTACATT 

TACATTTGTCTGTGTGTGATAACATGAAGCCAGAAGGAAGGAAAATTTGT 

GGCTGCTGGTTTCCCTGACAAGCAGTTTGAAGGTCAAAAGAAACCAACCC 

TGGAGGAACTCGAGTTATGACAGAGCAATGTTAAGTGTAGACCTAGGAGG 

GAAGCCTATAGGGCTAGGATAGGGGTGCTAACAGATAAAGTGGCAAAGCA 

AGAGAAGAAGGGAAAGACAGCAGATGAGGAAAGGTGCCCTATCCATAGCA 

GGATGCAATGCAAAGACAAATC 

>Sequencc 400 

AGGTACGCGGGGGAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTG 

GACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCC 

CTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTC 

TCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCT 

GG AATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAAGAGGTGAATCC 

ATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACC 

ACAGACTCAAGACGGACATTAATTGGATTTTTTTTTGCCCTGGCCTGGAA 

AGAAAGGTACCTGCCCG 

>Sequence401 

CCGGGCAGGTACTGTTGATGAGCACTCCCTACCCACACTCCTTTGCTGCT 

CTCCCTCTCTCCTCCACTCTCCTGGCACTGACATGGGCTAGTCTGCTCTC 

TCTCATTGGCACAGCAAAATCTATTTGATTCGTGCCACCACCTCTTTTAC 

CTCATTCTTTCAGTGGCAGGCAGATACCT 

>Scquencc 402 

CCGGGCAGGTACAGGCAACTGAGAATCAGAAT(XACCCATGGTAACAGCA 

AAAGCAGCAACATCTAAACGTCGCTGCTAACGTTTACCTCTGATGAAGTT 

GTCAAAGTCATCCTGCCAGAAACCX^CAAAAGTTTGAATTACTAATGTGGC 

GTAACTCACACATGAAGCAAAATGGGAGAAAATATCAGTTATTTGAGCAT 

GGAAACTGCTGTATTTGTATATACTCAGCTCAACCAATGCTTTCTGATAA 

TCAGAGGAGGTGAGAAGTAACTTAGAGAAGCACAGTTCAAGCCAACACAC 

TGAACCTTTATCACACCTGCXIAGAAAGCATTAGGTAGATACATGTAAGGG 

TGACTGTGGAGCTCATGGACAGGAACTCCTCAATCTGCGGAAACCCATCA 

AGACGAGAGAAAGACCACAGACGTATTGAGGGTTGGGAAAATCCAAGAGG 

AAGC AACGG AC AG AAG A AA AG AAG AA ATGG AAATAA AGTTTCTG ATTTCC 

TTGTGCTGTTCAAGTTCATAAAATGGACTGGTTCTCATCGGCTTTTATTT 

TTAAAGGGTTCTCTTAATCTGCTATAACCCTTCAATGTTGAAGCTTAGAT 

AAAGCTGGGCCCTTTGGGCTCACATAAATAACGCAAACCACCAGGAGGGA 

CCACCCCATGTCAACAGTTTCCAATGTCTACTTTAGAACTTTGGGAAAAG 

GGGAGACCGTGCACCTATGAGGGGCCTGGCATNTTATCTTTCCTTCCCAT 

TCCCAAAAGAAACAGGG 

>Sequence 403 

CCGGGCAGGTACGCGGGATATATTCAAGGTATACGATGTGATGCTAGGTG 

GGGATGTAGGGTTTGGGAGAGAGGAGACAGCATTGCTTAGATCAGTCACG 

TTCAGAGACCTCTTTACATAATCTTTACTTCCATCACAGGTGCAGATAGG 

TGGCTTCAGTTCATATCTCTTCAGGAATACACACACAAACTGGTGGAGAA 

GAGCAAAGGCATGCTGAGCTGGAGCCCAGAGCAAGGCCAGACTCACTGTC 

CAGCTCTTTTCTCCTTTACTCAGAGAGGTCTAAGAGAGGTGTGGCTCTTT 

CATGATTGGGCAGAATGATAAATGTTCAGATGCCATGGACTTTCAGTATG 

GTTCACAAAGAGTGGAAACCACAAATGATAATCTGTGAATTCCAAGCTAC 

TGTATTATATGGATATATGAATATAGTTTATGAATATATATTAAACAAAA 

ATAGGATCATACAATGATGATGTTTTACAGCTGGCTCTTTCTCAATTAAC 

AGTATCTTTCCATGTCAGC ACATACAGACCTAACTT 11 11 H AAGTATTC 

CATTATATAGATATACCACAACCTCTAAACTATGGCAGTGACCTGTGAAC 

AACCTGGATTTGAACTGCATGGGGTCACTTACACATTGATTTTTAAAAAT 

AAATATATTGGAAAATTTTTGAGATTGGCACAATTGAAAAATTCTCAATG 

AACTATGGACCTTGNAAAAAAAAAAAAAANNAANNNNGGGCCCTGGGCGG 

TTTAAACTAAGGATCCCCGGGCG 
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>Sequencc 404 

CCGGGCAGGTACACGGGGGGCTGTTGCCATGGATACGCTTTGTGTAGCGG 

CTATGGGCGCTGTCTTACAACAAAGCCAAGGAATCTCGCTGCTGAGGGCA 

GTTCTGTGCTTTATTATGAAGAATAATGGACGATGATGATGCAAAGCTCA 

AAGCAGAAATAGAAGCTGAATTGGATAAACTCAGCATTTCCTCCTTGGAA 

AAAGAAGACAATGAGAGTGATGCAAAATCAGAAACCCAGAGTGATGATAG 

TGATACAGATTCAGTTGAATTACCAGAATCAGTTCTTCACTGTATTAACA 

TCATAAAGAACGGGAGTAAAGCTGTTGAAGAGCTCATTCTTCAGGACCTG 

GAAGATACTGATATTTTAAGCTATAGTTATGGAGCAGTTTCTAATAATCA 

TATGCATTTAAGAACAGGACTATCAACTGAATATGAAGAAAGTTCAGAGN 

CATTAATTAAGATATTATCCGCNAAAAAACGGNNmAAGGTTCCTTGGCC 
CGTT 

>Sequence 405 

AGGTACAAGGTCTGAGGAGAAGGTTGAGGTCTCCCCAAGACTTCTCTAGA 

ACACTTGGTGAGAGGCGCCATGAGGACAGGTGATGCTTGGGCTTATAGCT 

CTGACTCAGGACATCACTGCTCAACAGCCTGAAGCCCACATCCAAAGCTC 

ATGTCATGCTGGCAATTGAAGGGGTAGCAGAGCCCAAAAGTCCAGAGGGG 

CTCATCACAGGGAGCAGATGTCTGTGAGCAGGAGAGACAGCGGCTGTAGG 

GATCGATGAGACTTGGTAAGCATGATGTGCTCTTGTCAGCATAGCATCTT 

TGAGCTCACACAATAATTGATGTATAATTGTCCATTTCAGTAAGGAGTTT 

CCACATCCACTATCTTACACGATTCTCACAAGGGCCTTGAGTAAATATTA 

CCTGCATGTTATGGGTGAGAAAGGGGTAGTTTAGAGAGCTGAAGGGATTT 

GGTGAACGCCACATAATGAGTTAGCCTGAAATCAATGACCAGACCCCCAG 

GCnTCTAAATGTTAGCTTGGGCTTCTTGTTTCATGGGACTATTAACATCC 

CTTTGACCTGCCCGGGC 

>Sequence 406 

AGGTACAGATCAATAAGCAATCTGCACTACTTCGCAGAGCATTGCGTATT 

TATGAGCATGGTGAGGAGGTTATATAGGATTTGGGAAGGAGGGACTCCAA 

ACC^AAAGGTAAATGGTTGGGCCTGCACTGCACATTAAGCTTGCTGTGG 

TTTTTCTGCTGATGGGACCCATGAATGTAGTTTTCCTCCTTTGGTGGTTT 

TAATGCTG A ATG TG TA AAACCCTAGGCAG ATTGTGTAAC ATCCCCC AGGC 

CCAGCTGCTGGTCCTGCCCATTAAAGGGGAACTTCAAGGCCCGATTCCTT 

GGCTGGCAGCTGCACTGTGGAGGGCATCCCAGGAGAAGTTGTTGGGAAAG 

GGTGGTGTTGCTTTGTAAGTCGGTTCAGTTTTTGTAAAGCAAGTCAGGAA 

GCCCCAGTGACCTTTTTTGAGCTTATACTGGAGCAATTCCAGTTCCTTTT 

TTTCTTCCAACTTACCTGTGAAAAGGCAGGGCTGGAATCCTATGTTGGCC 

AAGCCATTrCTCCAGGGCTTTGAAGGTGACAGACCCCTGGAGCCTTCCTG 

TGAGCCCACAACTGGGCCTGGCAGGCCTTTCTGCCCTTTCCAGTAAAGGA 

ATGCAAGTAACCTGAGTACCTGCCC 

>Sequence 407 

TTTATGATTTTGTAGGTGTACGGCX/AATTGGAGTTCCACCACNGTGGCCG 

CCGCCCGGGCAGGTACATGTTATCTGCCCTTGGCTGTATTTAAAAGCTCA 

ATTTATCAAACAAGGAGAGAGATAAAAAGGAGTAAAATATTTTGTTTGGA 

TAAAGCTCTGTCACTGAATGTCTTTGAACCCAAAGAAGACACCAGAAAGT 

CTCCAAACCTCTAATTCATCTGTAAACTGGGAACTCATACTAAGTCATGC 

TGACTGTAGGAATAAAAAGATGAAGAGGAAGGGGGGGCTCACTAGCAATA 

TCAGGCACTACCCAGAATTAGTGCCAGTTGATCCCTGGTCAGGGTGCATA 

GGC7 T GGAGAA ^^^ 

GCAATTTTCTTAAACTTAATTGGCTCTGGATGAGTGCATTCCAATGTGAC 

GGAGGAGGTATTTGCTTCCTGGGAAGGTTTTCTTTCACAACAGGCAAGAA 

AAATTGCTCTTTAAAATATACCTCTTCGGGGTTGAAAAAGACAAAATCCT 

CCATGGCTTAAAATTCTAAATGGCTAGCCATCATCAAAAGTACCT 
>Sequence 408 

NAATTGCATGTTGCTACTATACGGCGAATTGGAGTGGCACAGCGGTGGCG 

GCCGCCGGGCAGGTACAAATCTGTTTGCATATTTGACACATTTGTTGGCT 

TTTATCTTGGGGACCAGCAGACCACCCCGCAGATACAATGCACGGAATCT 
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A GCAAAC AATAAAGAGCAGTGTGCTCGCGTGGCAGATCGTTCGCTTCCTT 

CCTTTTTCGCCTTCATTTTTGGGAAGTCCTTGCCTCGTTAGTTCCATAGG 

CCATGAGACATAGCAATATAAAATGCCAGAGGATGTTCAAATGGGCGTGT 

GGAGGAAGAGGGAAAGCACGAATTCTGGGCCAAAGAGCAGATGGCCAGCC 

AGTGACCTATGAAGGGAAGCTCATGCrTTTAAACAATGGCAATGTTTCrr 

TTATGTGCAGTTNTCATTAAGGAGCACCGAGACTCCAAGTTGGAGGATTC 

TGAAAGTG GTCA TAGAGGCCCTGCCCTCGAGATTTAATATCCAAAGAGGA 

AACAGTGGTTTTAATATAATGAATATATGCAGAAAACAGCCGGAGACAAT 

AAAAACACTTTGGCACCTTCTGTGGCGCTGCTAAAATGTGTGCTGTAGCT 

TAAAGCCCCATACGGGTTAATGTAAGGGGTAATTTGCGAGTGTGTGTGTT 

TGAGAGCCTAAGCCCGCGTTCCCCATACACATATCTATACTATATTAGTT 

GGGTTAACAATCTGTCCCCTTTTAGAACGGATACCCCGCGTGTCCCCTTT 

TTTTATGAAACATCCCTATGCTTGTGGGGGCGGCGTTTGTGAATGAACTC 

ATTTCCGCCTAATAAAAAGATATCCCGAGTAGCGTATAAGTTGGAGGTTG 

ACGGCAAACTAGCCG 

>Sequence 409 

ACGTACACTGTGACGACGTCCAGGATAGTTTTGAAATGAGAAATGAGAGC 

AGCATTTCCTTGGTGTCGTGAAAATATATTATACATTTATTAAATATTGA 

AGAAGTGTGGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAAGCTGAGGCTGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCT 

GGCCAACATAGTGAAACCCCATCTCTACTAAAAATACAAAATTAGCCGGG 

TGTGGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGA 

GAACCGCTTGAACCCATGATGCAGAGGTTGCAGTGAGCCAAGATCGCGCC 

ATTGCACTCCATGCTGGGCAAAAAGAGCAAAACTCTGTCTCAATGAANCA 

NAATCTCAAAACTAAAAATGTTCCTGCCCG 

> Sequence 410 

CCGGGCAGGTACAAGCTCAGGATTCTCCGAATGAAGTTAAGGTCCCTTGC 

CCATCCGGAGAGGCCTCAGCTGTGTCGGTATGATCTTGTCCTGATGGAAA 

ACGTTGAAACAGTCTTCCAACCTATTCTTTGCCCAGAGTTGCAGTTGTAA 

CTGTTGCCAGGACACATGGCCATAAATAATAGAAAGAAAGCTACAACCAC 

AGGCTGTTTGAAAGCTTCACCTCACCTTTC 

>Sequence4ll 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAGAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTTAGGT 

GTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTA 

CATTTCTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACGTAT 

ATTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTT 

TCCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACC 

AAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAA 

AATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTA 

TCTCGCAGCATAAAGACAACTTGTACCT 

>Sequence4l2 

CCGGGCATGTTCCAGTTGAGAAGCTGAATGTTGGTGTTGTGGTTGTGATA 

AACTCCCAACATGAAAACTGAGGACCACCAGCGTTTTCAGCTCACCTTTG 

ACTCACGCTGGCAGCTCCAGGAACACTGAACAGGAGTCCCCACTGAACCT 

TTGCTGCGTTCCGAAGCAGCACAGCCATGGTTAGGCACTGCCAGGCAGCT 

CTTGGAAACCACAGGGAGGGAAGTTTTGGTTCCTTCTTTCTGTCTTTGTT 

TTTGAGAGGAATGAGCTTGGAATAAAAGAACGCTAGTAATGACTGATTTG 

CAGGTTAGGTGTAAACATTAAATCCTCATAACAGGCTAATGAGAGGTGGG 

AGAAATTATCCCCATTTTACAGATGAAGGAACAGAGGCTCCTAGAGACTA 

AAGAACTTGCTACTCAATGAGGTCAGGATTCACACCTAGGTTGACCTGAG 

GATAGCTGCTGCAATGCTTACCCTTCCTACCTTCCCAAGAAACAATACGC 

AGAGAATTTCTTTTCTAAATATTGCGTGCCTAGAAGGTGCTTTGTGTTAT 

CGAAACAGATATATATGTGTATATCTGGGCTCTTTAAAATTCTCTTTAAT 

AAAAACAAAAAGTGATGCTAGTGTAAAATAAAAGATATATATAGAAAGAT 
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GGGT GTCC TCGATAAATCTT l " 1 " 1 ' 1 A GG AAGG ATATATGCATATATGC ACG 
ATAGTTTTGGGTTTTTATAAAAAGGAGACATGCTTTTAGTATAGTGAATA 
CCCTTATATAGCTTTCGGGACCATTTTACTTTTTCTCGGGGATGGATATC 
AAA 

>Sequcncc 413 

NAATTAGACTCTACTATAGTGGCTATATTGCGACATCGCAGCTGCAGCGC 

GGGTGGCGGCCGCCCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTTT 

ACTTCCCTACTTGAAAGTTCTACTCTGAGCCTTGACTCTTAGCCACAGTG 

AGGCATGTTGAAGGtTCCTGCTGGTTTATTCrri'l'l i rj"ri"l"J"ri"l"l AGA 

CAGAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTCGGT 

TCACTGCAAGCTCCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCCT 

CCCAAGTGGCTGGGACTGCAGGCACCCGCCACCACGCCTGGCTAATTTTT 

TGTATTTTTAGTAGAGACAGGATTTCACCATGTTAGCCACGATGGTCTCG 

ATCTCCTGACCTCGTGATCCGCCAGCCGTGGCCTCCCAAAGTGCTGGGAC 

TACACGTGTGAGCCACCACTCCCAGCCAATCCCGCGTTACCT 

>Sequcnce414 

ACGTA CAGACTAGCCTTCATCTAGTTCAGGACTCCTACCATACCCACACC 

TTTTTACCTACTTTCTAGTCACAAAATAACTTTTCATCATTCTGAGCACA 

CCACGTCCTTCCATGACTCCTTGCCTCTGATGTCATTCTGAGGCAGGGCT 

GAAATGAGAGACACCAGAGTGAGACCTTGCTTTAATTTATTTTGATGCCA 

AAGCTACCAAATTCTATTCTAAGAGAAGATCAGGCATGTAACAGTGTTTT 

TAAATTGCCGGCAGCAACCCATTAGTGGATCATGGCCATCATTTAAAAAC 

GCTAATCTGAAGAATATCAGCACATATCACACAGAGTGAGGTCATTACTG 

CTTTATGAAACTTCTGTTACATGAACATATATGTGATGAAAAAAACTTAT 

ATGTCACTAAAACAAAATTGGAAATACACTGACATTTATAAAATGTATTG 

AGGAAGAGAAACTTGGCTTAAGTGTGTGGAGAGGGGAAGATGGAATANGA 

CGATGAGGGAAAGGAAGGAAGTTATTAGCACCGGGGTTCTAATAAGTGTT 

ATTGAAGTGTGAGTGAACAAAGACCTCAACTGGGCCAAAGCATACAGGAA 

AAAGAGCCCGCGTACCTGACCCGGCAGA 

>Sequence 415 

CGTTATATTGGACGCCGCCTNTGGCCGTCAACTCCTGGGGTCAGTAGCTG 
>Sequence416 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCGGATGGGACAGCCTCCTTGT 

TTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGG 

AATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCC 

TACGATCCATTGAGGCAAAGGTTTCCITCrCTCAATACACCCTCTGCTTT 

AGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTGCTATTTGTTCCTGA 

CTGTTAGTACCT 

>Scqucncc 417 

ACGTGCACGGATCACAAGGTCATGATATGGAGACCATCCTGGCTAACGTG 

GTGAAACCCCATCTCTACTAAATACAAAAGAGTACCCGGGTGTGACAGCA 

TGTGCCTGTACTCCCTCTACTCATGATGCTGACGCAGGACAATGGGGTGA 

ACCCGGGAAGCAAAGCTTGCAGTGAGCATAGATCGTGCCCCTGCACTCCA 

GCCTGGGCGAACAGATCGAGACTATGCCTCAAAACAAAACAAAAACACTA 

GAGGGCAATTTTGCATGCAAATTATGCTAAGGCATAATTTTTAGTATTAT 

CTGAGTATTTCTGAAAATGTAGTCATCTATGGATTTACTGAACAAATTTG 

CCATATCTGCTTATAATCATACACTACTTCATAATTTTTGACAACCATAA 

ATA ATAT AATTACCTTGACATGTCAATGGTATCATTGGAATTATCATGTG 

ATGCTTTGGAGACTGATTATCATACTATGGGAAGGCATTCCAAGAAAATC 

AAGACTCTTAACCGACTGGGAGCATTTTTTTTTCCTAATAAATGTGAGAA 

AATATTACTGCTTGATTTTACTGGTGAGATTTTGATTCAAACATACTGTT 

CTTATAAGAATCAAAAATCACAAAATCTGAACCGTACTGAATTTTCCAGA 

CGATCCCTAATGGCTATTGCAAAAGAATTTGAGGCTAGTGGAGATTGGAT 

ACCTCACTTTGTTTTGGAGCCACATACATTTTTTATTTAGAGGGTGAAAT 
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AGGCTAGCCCAAATTGTTGCTTTACTCCCCAGAGGAAATGGGGGAAAGGT 

AAAAACCTGCT 

>Sequence4l8 

AGGTACATTTCACGGAGGTGGGACCAAAAGAGGAAAGAACAAAATCCCCT 

AAGTGCCAGCATGTTGGGAATGCATCATTGCAATAAAATTGTGAAACTAA 

TACTGGCAGGCAAACAACAAAAAACAACAACTGCCACAAACTGCAATATG 

CTTATCAGGGTCTGAACCAAGAAGAAAGGCCCCCGATCTTTCACAGAGGA 

CACTGGCACCAGTCCCAGGTCCTGCAACTCTTGAATAGCTCCATGTGCCG 

TGTTCTCTTCAGGTACCTGCCCG 

>Sequence4I9 

AGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCACACATAC 

AAGCATTGATAACTGGCTTCTCATTACCTGAATACATTCTTCTGTCAGAG 

CAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTCTATTGA 

TTAATTTATTTCGTAAGTATTTATTGGGTATTTTCTGTCTGAAAAGTGCG 

ATTCCAGGTGCTTTATGTGTCTCTGTGTGTGGGTGTTATATAAATACTTA 

TAATACTGTATCCATACTCTTGAAAAGCTTAATTGGGAAGGCAAGGCATG 

CAATAAGGAACACAGAATTTTAGTCATTCCACAACCATCTGTTGAATGGC 

TGCTATTGTTAGTATCGGGGTGGAAACTGAGAAGCAAAGATGACTATAAT 

AGGATCTCTTTTTTGGAGATGCACAATGG 

>Sequence 420 

AGGTACATCACTGTGTCCCTAAGATAACCCACCCCAGTGAAAAACTCCAG 

CCCAGTGAACTGGAGGGTGTTCTTTTTGGCCACGGTAAACTGAGGGATTA 

TGATGAAGCTGAAGTTCAGGATGAATGAGAAAATGTTGAACTTCAAAAGC 

CATTTCAGAAAGTTGAAATTGGAGAGGACGCTGGTTCCAAACTTGCCTCC 

AATGATCTTCAGCGTCTTCTGCCACAGGCTGATGGAATTCAGAATTTCCG 

ACAGGCTGTTCTTGGATCTCCGATAAGCCCGGGAAATGGAGTTCAGACAC 

TGAATACAGCAATTGAGCTTAAGGATACGATGGGTCTGTTTGCTTTTTTC 

TTTGGCAACTATTTACCTAAGGTTCCTTTTCTCTTCCATGGCCCTTGGCT 

GGTTCCTG ATGGCTTTA ATTCTGG 

>Sequence 421 

CCGGGCAGGTACCCAAGCTTCACAGCCCTGTCTCTGCCATGGAGAGCAGG 

CCCACGCACTGCTGCCTGCTGGAGCAACCGTGCTGGTCACAGGGCCAGAG 

GCAGAGAGCCCTAACAAGCAGTCAGGGCGCTAATGAGGAAGGGGGGGGAC 

AACCTGTCCTCTACAGAAAATAATGAGATTAATATGTTCAACAACTCCCA 

TCCAGAATCCAGCAGGAAGTTAAACCAAACGACACATGATTCTCTGACGA 

AG A AATA AG AATACGGTTG ACTGG 11 TT ITATATTTATTTACCTG AAAGC 

TTCTAATGTTTCTAACTAGTGACATATTTCAGGCCAGGAATTCTGTTTGC 

CTAGATCATGATGTCTAAACACTGCACACTTGACCAACTTTGGATCCAAA 

TAACTAGCTTTGGATGCTCTTGG 

>Sequence 422 

CCGGGCAGGTACTGGTGACTCACCATTCTGCCAGCAGCCACTTTGCACTG 

GGCACCAGCACATACCAGCCCCCATCAGGAAATGTGCACAGTCCATCTCA 

TCTTGTTTC ATCTTC ATTTTATTAATG AGG A ACTG AG AGTCC AAG AAGGT 

TCAATCATTTGCTCAAGGACAAAGAAGTGCATATCAACTCAAGATCTGAG 

CGACTCCAAAGCCCAAGCTCTGTGCCCCCGATAACACTAAAGGGCTCTGG 

AACCTTCCCTCACTGTGCCAAATTCTGGTCGCCACACTTTAGGAAAGGTA 

CCT 

>Sequence 423 

AGGTACGCGGGACTAATTTTTTTTTCTTCTACTTAGAATAAAATTCATGT 

AGTGCAGTATCCAGAGCACATTAACTGAAGTATTTGGAGACTAGATTTAA 

TCTCAGATCTCACCCTTGGTAAAATCATTAAGCTTCTGAGCATCAATAGT 

CTCAAACTTTTTCATTGAAAGGGGTAAGTGTAGTTTTTCATAAGGACAGA 

ATGGGAGGAAAGACCTTACAGTTTTCTTTGAGCCTTTCTCCCGAATGTTC 

CTAAAGTTACCCCTGCCCCGGGGCGGGCCCGCTCCTTAGAAAACTAGGTT 

GGAATCCTCCCCGGGGCCTTGCATGGAAATTTCGAATATTTCATAGCCTT 

TAATCCGGATTACCCCGTCCGAAACCCTTTGAAGGAGGTGGGGTCCTCGG 
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TATCTCCCAAGCTTTTATTGGATACACCCTTTTTACGTGGAAGGGGATTT 

AAAATTCGCCTCCCTGCTTTTGGACCATTAAATTAAATTCGCCTCTTTAA 

GTCCTGTTATACTCCCTTGGTGTAGAAAAAACACAGTTTTAATTACCCGT 

CTTTAAAC 

>Sequence 424 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCTGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACATCAACTAAGACCAACCCAGCTCTCATA 

AG AAGGA ATGTCATAATGTCATGTTCAATTTTACATTTCAGTAGCCTGGA 

ATCTTTTCTTCACAATTGAAAATGAAATGTGCTTGAATCAGGTGAATCCA 

TGCATTAATCTTTCAGCTCACAAAGGAAATACTTCATAAGAAGCAAGACC 

ACAGACTCAAGACGGGCATAATTGGATTTTTTTTTGCCTGGGCCTGTAAA 

GAAAGGTACCCTGCCCCGGGCGGTCGCTTTTATAACTAGTCGGTTCTCCC 

TGGCCTGGTAAGATATTAGGTGGTGGCCCTTTTTCTATAAC 

>Sequence 425 

AGGTACCACAGGACACGCCCAGGATGTTGGGTTCCTGGTGCTGACCACAG 

TGCTATGGTCACTCCACAGTCCAGCACTGCAGTGCACAAAGGGTGCCCTT 

TGACAAAAATGCTGCAGCAAGAGTCTGACCAACTTGAAAAGCAGCAAATC 

AACAAGATAAAGATTCCTGAGAGTCCTAAGTAGCCTCTACGAAGATACAA 

AACATGCACACTCACACAGGCTACTGACATGTTTGACCGAATAAGGTGAC 

TTGGCACCTCTGCTGCCTGTGATTTTCCCCCTGCGACCTGCGAGTGTTAT 

ATAATAACCCTAAAAAAGCATCCGTCGCCCTTGCAAAA 

>Sequence 426 

AGGTACCATAATTCATATATCCTGTTTTTATTTGTATAGGAACCTAGGAG 

AAAGAGAAGGAAAATTGAAAATAAATTAAGTCAAATGCAATACTTGTGCT 

AAAAATGTTGTC AAAA GTTGAGGCCACTTTCTAGGCAAAATGTTTGGAGG 

CAAGAGTTTGCCTTTTCAGTCTTCTTTCTCATTTTCAAAAGTTTTTTCTT 

TTCTGTACTTGCAGTTTGTGTCnTrCAGATGCCCrrCCACAATTTCTGCTC 

TTACCATCTAAAAAACACACTCACTTTTTCCTATTCTGGCCTTAGAAGCC 

ACAA CAACAATTTGTGGAAACCATTGCAGGGTGGCCTTAATTTCAATGGA 

T TTTAAACA GGCCATTCAAAGCCAAATGGGATTCAACATTAGACCTTAAT 

C i t I i ill 1 G AATAAACCTT ATATATTATTGCCTTTAGCATTAATTG AA A 

CTTCACTTrCCCGCTTCGTGTCCTTTAAGAGTTTTTTATTTAAAACCGGG 

AATATATTTTTCAACTTCAAAAAA 

>Sequence 427 

CCGGGC AGGTAC 1 rTTTTTTTTI nTTTTTl GTGGGCAAAATG AAATCTG 

AGTGGACCAATGACCTCACCATGTCCAGTGTTTGGTTGCTAGTTTGAGAT 

TTGGAAATGGCTGTTCAGGTGAAGAGGTAAATGGATCCAAATGCCTTGTT 

ATAAGGCATTTGACAATGCTTACAGCAAGTATTGTGAATAGAGGGCCTTT 

AAATTCTAGCATAAACATTCCGGGCTACTGGTTATTTTTTTGGTTGTAAC 

TTACATTTGAGGTTTTCACAAGAGACAGGCTCTACAAGATACCCTACATG 

TCTAAAGGACTAAGAATTGGAGAGCCCTGACATTGAATTAGGACGTTGTT 

TTGCCACCACAAAAGAAGCAGTATGTTAAGCACGGTGGCTTACGCCTGTA 

ATCCCAGCACTTTGGGAGGCCTAAGCCTG 

>Sequence428 

CCGGGCAGGTACGCGGGGAGTGGCATCCTTTGAACTCACGGATCCAGTCA 

TAACTGAAGTTCCATCTACACCTGGGGTCTTCAGACCCAGGCTCTGGAAA 

AGATCCTGTTACTTACAAGCAAAAGAAATTCTGCCTCTTACCCTCAGCAT 

GTGAGTACCT 

>Scquence 429 

CCGGGCAGGTACTAGACATCTCTCTGAGGTCATGTCACACTCACCATGCC 

ACCCCATCATGTCCTTATAGATGGGACCCTCCTCTTCTGGTTAACACATC 

ATCTGAAGATAGCCAGAGAGCCATCTCTAAGCTGTGCAATGACAAGGAGT 

CATCCTTCATAGAAGACATCTGCCCCCCAAACAGGTCGTCTATACTTGAT 

GGTGACTTGTTAAGAAGTTCACCCTGTGCTTTATTTCCAACTCAGGACAC 

CTGGAAAAGGTAAAAGAACCACCATAGTTGTACCT 
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>Sequence 430 

GTCGAGCGGCCGCCCGGGCAGGTACAGTGTATTTGCTCGAAAGTGGTAGT 

AATGCTGAAGAGTTTCAAATTATTTGAGCCTCTCTCTCACCTCTCTCAGT 

TTCCTCATCTTTGAAATGGGAATACTAATACATACCTCAGTTGATTATGA 

GGGAAAGAGTTAAATGACGTAATATGTGGAAAGGGCTTAGCCAACTGCTT 

AATAGGCATCGCTCAGTAAATGTTACCTAAGTACTCCAGCCTGGGTGACA 

GAGCAAGACTCCGCCTCAAAAAAAAAGTGCGAATCCAACGTCTACGTTAT 

TTGTTTGTTTATATTTGCTATTGTTTCTTATTTATGGCCATATTTTCT^ 

CTG CTTTG CATGTCCATTAATTTATTTTAAACCGCATGTCATGGATTTGG 

TGGTTTTAACTTTGTTCTGGCAGGCAGTTAATTTGCTGGAAAAATCATTT 

TGATCCTTTCAAGTTTTG 

>Sequence 43 1 

AGGTACTCTCTGAGCCGAGTGCAGTGGCTCACACCGGTAATCCCAGCAAT 

TTTGGAGGCCGAGATGGGCAGATCACTTTTGAAGCAGGAGTTTGAGACCA 

GTCTGGCCAACGTGGTAAATGCTGTGTCTACTAAAAAGGCCAAAAATGAC 

CCACGTGGATCAAGCATGAATCCAATGACACTTATTCAGGAGGTGTCACG 

CCCTAGAAATCATTTTGAAAAAAAAAAAGGGGACCAAAAAGCCCCCAGGT 

TCTTGGTGAACTTTGGCCACCTGACCTGTTCCAATCTGGAATGGGAGCCC 

AAAAACAGCCCCAAGGGAACTTGGAAGTAAATGTTTTTGGGGAAAAAAAA 

ATGAACCCGTGGGGAGCCTTTGGGGCCTGGGAAGCCCCCAAAGGTTTCCA 

AAATTTGCGGGGGGAATCTCCAAAGGGGGCTTGGAAAAGAAAATTTTAAA 

TTTGTCCAAAGCCTAAAACCCAATGGCCCGTGTTATAAATATAAAACCGG 

AGGGGGGGCCCTCTGGGTAACCCTAAATATTTTTTG 

>Sequence 432 

tttatattttttataattaataacaataaataaaacgaactttctgataa 

cactcactatagttgaattggagcatccaccgcggaggcggccgaggtac 

atactgagcttctccgtcactcatgcaaacattcactgcctgtcctctta 

cctgtcx:agatgggtgttagggccccaaagaagattcagctcagggcttt 

gtctgcaagatgttatctaatgtaggtaggagacaaataacgcctgacat 

tcaaccaaggaggacaaaggttctcagctcataggctcacagtagaattg 

ccaacactttgataagctgtatcattttcatcacctaatgttcttagttc 

taaaccatacttatcaactttaaataatcctcatttttactaataacatc 

t aa a attatctgtccc agttcgtttc ac ac ll'i'i tattcctac attcttt 

aatataatgaatgcaataactatattgaaccacattaagctaaagtcact 

actaaccttaaaactcaccctctttacctacccttactgtctctctaaaa 

cta ataa aaataccaaatcaccacaaaatcccaaaataaaccatataaat 

acattttaccatcaagtggaaacacataacaaaataaaaattccacatct 

ctcgaatatttcctccctccatacacttatatcttatacctcattccatc 

ttaaacacccct 

>Sequence 433 

TTTATGTCACTACTATACGGCGAACTGTAGCTCGACCGGGATCTCCACCG 

CGGTGGCGGCCGCCCGGGCAGGTACGTAAGTTGAAGTCCAGGAGGGTTCC 

AGACACAGAGCTTCTGGTGTCTTCTCCCTGTGGAGTCAGGACTCATTACT 

CTGCTGTCTTTGATGTGTGACAACAGGCACCAACTATCGCCAACTAGAGA 

AGCTCACCAGAGCTCTGATGTTGGAAGTTTTTATTGGGGCCTCAGCATGT 

AGACATGATTGACTGGTTGGTGGATTAACTGTCTACATGGTTAATCTTAG 

TGTCCAGGTCAGCTGATACTGCGTGACCAAAAGCTCCTACCCCGAATCCC 

TTGATTAGTATTTCTGGCATAGCAAGCCCCCATCAGAAACAAAGACAtTC 

CTCTTAGAGGTAATATAGATTACCTTTCAGCACCAGAGGGCAAAGGCCAG 

ACTACTTTTAGGCAAGTACCT 

>Sequence434 

AGGTACACAGCCTGGCACGTAGCAAGTGTTGAAATATCTCTTGGAGAGAG 

AGAAAAAAAATGAATCTATTAAAATGTCTCTATGATGCACTGCGGAAGCT 

AGACTTGGTAGATCGAGTTTAATGGAATGAAGAGGGGGTGAATGTTTGCT 

ACTTCCGTATATTTGGAGTATTTGATAAAACAGAAGACCAGTTTCTCTTC 

AAACTTCATGTCGGTTTGTAGGTCAGGCTGCCAGGGTTTAGGGTACCTGC 
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CCG 

>Sequence 435 

GAGCTCCCCGCGGTGGCGGCCGAGTACTGTTTCTTTGTTTATTTCAAGAG 

GGTAAATTGGGCAATCTACACAAGTTTGGGGTCCTTGCAATCAATCAAGA 

CCCGAAGGGAGTAGCGGTTTCTCAGTTTTATTACTCCTGTAAATCCTTCT 

TCTAGTTTATTT CTGGTCn TGCAGAAATATTTTTCCTACCAGCTGCATTG 

GACATGGTGAAGTTTTTTTGTAACTTTTGAAGATTTTCAGTTTTCTGCAT 

TAAATAATACTTTGGAGTATATACAATTTTTTTGTTCTACATCATATATC 

CACACTGCACATAGATATTTTCTGGCAGAACAATATCCCATAAAAAATCT 

TAAGCTTCTTTAGTTAGAATACCATAACCTTCATATGCTACATGGTAACA 

TTACCCGCGTACCT 

>Scquencc 436 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

mttccttgaaatttgcaagttgtctgggttcatgtctaacx:ttgttcca 

gctatccagaatgcccacaagaattcaactggatctggaagaggaaagaa 

actgatggtgttaactgaacccattttgattgagacctacacagggctga 

TGTCATTC ATTGG AAACCGCAACAAACnTGGCTATTCCCTTGCCCGTGGG 
AGTATTGGTTTTGAGAGTCTTTTTGTACCTCGGCCGAGGTACCGGGTGGA 
AAGCACTCCCTGGTGTTATCTGAGATACTGCACAGACCCATCCACTGTGG 

aggacaagtgtgaagaaggcctgccck:cccgaagaagagtgccttgccct 

CAACACACCTGGGGTTGTTTTTGAGACAGGACTTAATAGGTCTGATGGTC 

ACAGTTGCAGCCTAACTAGACTTGGGCCCAGGAGAACAAGGTGAGGTGGA 
CAAAG 

>Sequence 437 

AGGTACGGTGGGGCACCCAGGTAGTAATATGCAGGAAGTAGAATTGGCAA 

CAAAGGACACAGAATGAAATGGTGAGATGGCTAGCGGAAACATAGGGAGA 

ATGGCATCACAAAGGCAAAGGGGGGAAAGAATTTCAGTTTAGTGGATAGT 

CAACCAAGGCATTTCACTTAGCAGTCAGGAATGAAAAAACGATACTGAAT 

TTGAACATTAGGAAAGCTTGGTAAATTTCAAGAGTATAATTTCTGCAAAG 

TTGGAACACAGTGAATAAAAAAGTGCTAAGAAATTGAGGACAATTGAAAA 

GTTTAGCAAATGATAAGACAAAGCAGAAGAAGATAGTAGATAGTGAGGAC 

AGCAGAATCAATAGGAGGGTTTCTTGGGAAGGCCATCTTTGTTTTAAAGT 

TTATGGGGAGAGAACCAGTGTGCGAATGGAAGTAGCTAGGGGGAGAAACT 

GAAAATGCTAGGAAGACTGGGTGTGGTGGCTCATGCTTGTAGTCTCAGCT 

GCTCAGAAGCCTGACGTAAGAGAATTGCTTGACCCAGTAGTTCGTGACCA 

GCCTGAAATATAACCAGACCCTGTTTCCAAAAAAAAAAAAAGCTAGGAAG 
GTAA 

>Sequence438 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAGGCAGGACTGTAGCATTAGGTCTCAGAG 

ATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCTC 

TGGGCAAGTCAGTACCT 

>Scqucnce 439 

AGG I^ A ^ AAACCTGNGGCTAA ^^ 

CGTTTTCCCCTTCTCATTCACCAAATTTCCTTTCCCGTTTTAGGAAGTCA 
CNAAANNACGGTAAGAATTTCAGTCCCCTTCCTTGTCTGTAACTGTCAAT 
CAAATTACAGAACGGAAAAATGTCAAGAGGATCCAGGAGACGGCACCAGG 
AAGCAGCAGAGACCTGGGCGATCCACAAAGGAGCAGGAGAGGCCTGAGCA 
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GGCAGGGATGGCCAGAACACAGCCCTGCACTCCTCTACCAGTGCACTCAG 

CCTGCAGCAAGCTCAGCAAAGGCACAGTAAAAAAAGTGAGCCATGCCAAT 

TTAAGTGTGTGCCTTCTGCGTGCAAAGCACACCAGGGGTTACAAAAACCC 

TGGCGTTCTTCATGGCTAGGCAGCTCTACCTTGTTCTITCTTCCCTTCAT 

CAAAAGTCAACAATATCCTCTTATGTTTTTCATATAGCTGGCTGCAGTAT 

ATTTTTCAAATCAAATCTCAAACTCTAAATAAAAATGAGTTGGTAGCCTT 

TGACATGTATAGAAATTTACAAGGGGGAAAAAAAACCCTGCTTCAATTAA 

AACAAAGGAACTTAAGACAGAGCCACTAATAATTAGAAAGAATAATATTA 

CCAATTAAATCTGCAGAGTGGCTCACTATTTTGGAAGTATTTTCAGTGAA 

GTATTATTCCAACTCTGAGGCAACAAAACTGGCAGGAGAGATGTGAGGTG 

ACTCACTCTGGTATGACGTCATAAGGATGGTATCATAGCTATAGGACATT 

TTGAGATTTAAGCTTTTTTCCAAATTATTCCACTGAATTTCCGCAGCCAT 

CCAATGACATAGGCGGGATCACCAC 

>Scqucnce 440 

CCGGGCAGGTACGCGGGGAGGGGGTAAAGTGGACTGGGGAGAACTTCGGA 

GGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAG 

AGCCTCACAGCAACTAAGGCCAACCCAGCTCTCAGAAGAAGGAATGTCAA 

AATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAAT 

TGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTC 

ACAAAGGAAATACTACATAAGAAGCAAGGAACACGCAAGAGATCTACAGC 

TCTGATCTCCAGGATAGTGAAATGAGGTGGTGAATGATAAGGGTATAATT 

TAGCCAGCTCAGTGAATAAATAATCATTGCAAATGAAGCAG 

>Sequence44i 

AGGTACCTCCGCATCCCTTTCCTCCCCAAGTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAAATATCTATTAATTATTTCGCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGAT 

>Sequence 442 

CCGGGCAGGTACTAATCGTTCCTGTTTGATTACTTTTAAACCAGGTGAGA 

A AAAT TAAATTATGTATTCTAACAAAGTAATATGTGAGATTTTGCAAATG 

ATTTTATAGAAATACACAAAATAACTCTTTAGCTTGCTCTGAGCATTTTT 

TTCTTITCTGATAGCAACTTmAACG'TTGTGGATCCACAGAACTTACTG 

CTTTGCTTTCTCTTTTGGGGTCATAATTCCTCTCCCCTTGGAGTGTCCAC 

TCCATGCATGTGCACTTAGGATGTGTGGCTGTGTGTGTGTTTGGGAACCC 

TCACGGACACATAAGGTTCTATGTCATCAAGTAGAAAACCTATCTCATTA 

TCATTATAATGTCTTCAGATGCTTTCTAAGGTTCACCTCTTTTTTAACAT 

TAGAAGTCAGTGAATGCAGCTTTCATTATAATTTTTAATACTTTAAAATG 

TTTTTGTATTATGCTGCCATAATGCTCAGCAGCAAAGTTATGACTCACTT 

CTAGCAAGTGTGGTAGTTCTTGCTTCAAGCATTTGGTTTCATGTAGCTTT 

TATTCTTATTTTTTCTTAGTCTTGTTTTATCAATTACTAAAACAATTTTG 

TTGATA 

>Sequence 443 

CCGGGCAGGTACTG CCAAT TAGTTGCTTAAAACTTTTTGTCATTGTTAAA 

ACTGTTTACATGGCTnTTTTAAAATGGGGGAAAAACAATAGAAACATGCTG 

TGGTGCAACGAATGAATACAGTGTGATTAACAACTTAATTTTTTTTTTCC 

TGTTTCAAACATCCACCTATTTTTAGCATTTTGTATACCCATAGGTTAAA 

AATATTTACATTT 

>Sequence 444 

AGGTACTTTTT1 1 11 1 L 1 11 ll l l'l l TLGTAGAGACAGGAGTCTCCCTAT 

GTTGCCCAGGCTGTTCTTGAACTCCTGGGCTCAAGCAATCCTCCTGCCTT 

GGCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCACCATAATTGGAAAA 

AGTAACCCCTCACGCATCCATCTTTTCTACTGTTCTTGATAGGAGTTCTG 

TTTCCCTAGTCAGATTCCCCCATTCCTCACAACAAGTCCCCCGCTTCAAA 

GCAGGCCTCCTTCCACTGCCCTGAGAAACCGGCAGTGGGAACACGCTCTA 

CTTCCTGCCTCAAGCCCCTAAAGCCGCCCTCCTCCCTAGCTAAGACCAGT 

CATTCTACCTGGGCCCTAATCTCACGTCCCCACGTCCTGAAGGATCGCAT 
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CCAATCATCTGCTCTCCTCCACTGTGTAGGCAAGGTTCTTCTCTCCACTG 

GCCCTGCTGGGAGAGATCTCTCCCATCTGAAATGCCCTTTGATCCTTATT 

TCTCTCCAGTTTGTTCCTTAACTTTTTCACCCACTGTGATCTGGTTTCCA 

TTCTCAACTCTGCACTCAACTGTGCTCACAAGATCCAATGTACCTGCCCG 
>Sequence 445 

AGGTACCTCTCATAAACTTTGTTCATTCAGCCACTTGAAATAAGCCACGT 

GGGTTATGTGCCACGCAAAATTTCAGTAATGGGTTTTGGGAGTGTTTAGA 

TAGCAACAACTTCATAGACTGAACCTTTTGGTTTTTTTTCTTTCTCTCCA 

ACTCAGAGGTTAAAAATTAACCTGAAAAATCAATGCTGCAATATGAATGC 

GCTGTATGTTTCTTGCATGGACTTGCAGACACTCTGTAACGGTGTTTCCA 

GTCTCCAGCAGTTCATATTGGAAGGTGAGCTTTCACATGGACAAGCCCTT 

tgcgttck:caagtagtagtgatattacaagtttgaaagacatttagatga 

TAATTCCAAAGGCCCTCTTATCTCCAAATCCATCAAAAGCTACCTATAAT 

TTCAGTGCAATGAGTGCTGGGCATAGGTGGCCATTCAGTGAGTGAGTACC 
TGCCCG 

>Sequence 446 

AGGTACTCAGAGGTTTCCTGGCTCCAGCCATTGCTCTCGACCTCACAGCT 

ACCCATTGGGCCAAGCCACCTCCAGCTCTCACCTGACTTGCTGCAGTGGT 

CTCCCAAGAGGTCTCTCCACTCAGTCCCTGCCACCTTCAGCCTGTTCTCA 

GTGGAGGGGGCCAGAGTGACCCTGTTAAAACATGAGACCTTTCACGTCCA 

ACCTCAGCTGAGACTTCCCCATGGTTCCTATCACACTCAGGGTCAAAGTG 

AGAGTCCCTAAGATGAAACACAAG 

>Sequence 447 

CCGGGCAGGTACGCGGGACTATAAAAAATAACATGTTCATAGTTTTAAAA 

TTTTAACCAGTGAAGAATAGTATAAAACGAAAAATTAGTCTTCTGTCCTG 

CTAATATTTATGCTCATTCTGTTTCTTACATATGCTTACAAAAATGTTCT 

TGCATATATAAATACACGTCnTTGTCTATTTTTTATGTTTATGAAACTAG 
GATCATACTTA^ . 

rTTTTTTTTTTTri l iGAGGCGGGGTCTCGCCCTGTCACCCAGGTTGGAG 

TGCAGTGATGGGATCCCAACTCACTGCAACCTCTGCCTTCCCAGTTCAAG 

TGATTCTCCTGCCTCAATCTCCCGAGTGGCTTGGACTGCAAATGTGGGCC 

ACCATGCCCTGCTAATGGTTTGTACCT 

>Sequcnce 448 

AGGTACCTGTCTCATTCTGGCAACTTGTCACATTTCTCAATCCAAACAAT 

ATCTTTAAGGTATTAAACCCTATGTTTTTGGCTGAAGAAACTGACCTCAG 

AAATGACAAGCAATGTATCTAAAGAGCAGTAAGTAGGCCGGGTGCAGTGG 

CTCACGCCTGTAATCCCAGCACTTTGGAAGGCTGAAGCGGACAGATCACC 

TGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGCAGAAACCCCATCT 

CTACTAAAAATACAAAATTAGCTAGGTGTGGTGGCAGGCACCTGCAGTCT 

CAGCTACTCAGGAACCTGAAGTAGGAGAATTGCTTGAACCTGGGAGGCGG 

AGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGTCTGGGCGACAG 

AGCAAGACTCTGTCTCAAAAAAAAAACAAAAACAAAAACAAAAACAAAAA 

CAAAAAAAAAAAACGGTAAGTAGCAAATCTGAGATTTGAATTGAGAATTG 

ACTGTAAAAGCCCATGCTGCTTCTAAAACAGAACCTTCTGCACCTTCTCT 

CTATCCCTAATACTTCTTTTCCACCTATACAGGAATAGACCN 

>Sequence 449 

AGGTCGTAGACAAGAGGTCCTCCATCAACCTTCTCAGGTGGAAGTCTTCT 

TT^AAGGATGTTTGTAAACCCTTTTGCATCAGGAATGACAGTCCAATT 

CTTTTCTGTCAGTTCTTGTTCCAGAACAATTAGGGTGAGTCATACGGAGT 

AACCTTGCCATAAAAAATGGAATTCGTATGGGAATTGTATGAAGGCCTTC 

TTACTGAAAGTCATTGAGATCCTTTAGATGATGTGTTTGTGTATTCTTAT 

GATTTAAATACATGCAGAAATGAAAGGATGCAACGCAGTGCTAGAAAGCA 

ATTTCTCTCTGCGTTTCACTCAGGGTTTCCTGTAGCCACTGCTTCTCTCC 

ATCCATGGACATTCTCCCTCTTCTGGTGAGTCGTTCCCCTCTATATCCCT 

CAGAGAAAATTCTGAAGACAGGGAATGATTTGACTGCTTTAGGGAATTCC 

CTCTGCCTTCGTCACTGTGTTGGGCAGAGACTTTCATGCCTGAACATCTC 
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AA AAGAG AGTCACTGGCCAGCCTGCACGCAACCATTTTTAAACCAGfGCC 

GATTTTTGTTGCGGCAGTGAGCCCTGCCATGCATAAAATGGGCCAGGTTC 

TTCTTTCACAAAAGGCAACCATCATGTCCCTTTTGCTTGAAGGACCGCAA 

GCAGG GATTGCAATGTGCACATCCCTCAAAAGGATCTGACCGCTGCTTTT 

TTTTTAAGACACGGTGAAAACGAAATGGCATTCATGACTTTGAATCTTTT 

ATTGAATGACCAAAAGAAGGC 

>Sequcnce 450 

CCGGGCAGGTACATCCCACTGAGAACCACTGAGACAGATCCTGTATGGCC 

TTGTGGTCATAAATATGATTTTGTTCTAAGTGTAAGGAAGAAGCCAGTAG 

AGAGCTATAAAC AGAGGAAATGG CATATTGCCTATTTCTAGAAGGCCATG 

ATCTAATTTCCTA I 11 1 1 1 1 1 1 1 11 riTGAAATGGAGTCTTGCTCTGTGG 

TCCAGGCTGGAGTGCAATGGTGCGATCTTGGCTCACTGCAACCTCCACCT 

CCTGGGTTCAAGTGATTCACTGTATCAAAAAAAAAAAAGTACCT 

>Sequence 45 1 

AGGTACGCGGGGGGAATGGCTTGTGCCTTACCCCATTCTGATCGGTCACT 

GATGCAGGAAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCACT 

GATGCAGGAAACAGGGAATGGCTTGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACGGAATGGGCGTGCCCTAGGCAAGGCTTTGCTTTCAG 

ATGAAGCAGGGCTTAAATTTGAATGACATGAGGGCTATTTTATGCCTTCC 

TGGGACTCCAGATGGCGCCTCATAGGATCTCACACAAGTGAATCATTTAT 

ATCATGGGTTCGTCATGTTTTTAGCATGTTAACAGATATGCAAAGTGTAA 

TGGAGAATCAATGAAAAGAAAAATAATGTATGAATGGAAATATTAAGAAA 

GGCTTCGTGCACATTGAATAACAGGCATGAATACAATGGGTGCATATCAC 

AGAGAGAAT 

>Scqucnce 452 

ccggg cagg taccccaaaaccaggggctgcagctccagcaattgggaagg 

ccaagttttcttgcacgctcccx:agaaaaggggccaagtccatggggctg 

agcagtgatagactgcaacctaccaccactgaaccttgtaggataaggcc 

cactagcctgggatgctagtgaggccaccctagtcctcctgagttctcca 

gctgggagcagctctacacttctccggcatgcagctcccaaagagagagg 

cagtccacctttttgctgtctcgcaaccctccctcctgctgctctcaggc 

ttgggagggtgcacagcaattagggactatcacagaaccccagcacagtg 

catctggtgaacttaaaaaaatcaacaagtgaaaaacaaacaatcccatt 

taaacgtaccagcagaggttcagctttccaggaatctcatcatgatccat 

actactgacacagacctttgtcacctgaagcattcttaaaataaggagac 

tgacattaaacaggacaattgtgaactccactttgtaagcatcatacata 

tcttacaactcattctgaagactcctttattcttgctcttcccagagagc 

tactgtgtttagtcatgctcactgcactcacaagagaaaaagagtaagtg 

gcatatttgcaggtgttgatggttacaagagcatttttactttttcctcc 

atgtttgttctgcagcatttccattgatgcatgctattggagaactctta 

ggttgaccctgggcggtctaag 

>Sequence 453 

CCGGGCAGGTACT I T i l "1 TTTTT riTTGCACCTCCAAACCAGCTATGGTA 

TGTGGGAGTGCAAAGCCTTTGACAACACAGAGCTTAGGAGCATATGCCTT 

ACCACTGTTCTTGGCAGCCTTGGCAATGTGTCTAGTGAGAGGAAGGGGGA 

CAGGAGGGATGGCTTTCGTCCTTTGGGTAAGAACTGTGCCCAGCCAGAGG 

GGAACATCATGGCTTCTGCAAGCAGAGTCCAAGCCCCGCTGTTTATAGTT 

CAGCCATAATGGTACCT 

>Sequence 454 

CCGGGCAGGTACCCAGGGAACAAATGCTACTGGGACTCCACACCTACCTA 
AGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGGTCTGGAGA 
CCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCAGA 
AATATGCATCCCACGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGG 
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ATTCCCCTGGGTCTGTGCCACTCCTGGGTGAATGGTTGATCTGTCTCACT 
CTTCTCCGTGATCCGAAGGTCACACTATGTCACTGATGAATCCTTATGTG 
TCCACCTGGATGTTCCGGTTGAAGAGCTAGTGTCTCACCACTCTTTCTGC 
TATTTGGGAGAG TGGCA CACACTAGCTGCTTCTAGTCAACCATTTTGGCC 
CCCACTAACTTACTTTTCTCAAGTAATCCAAGACCAGAAAGGATGTGCCT 
TACAAGAGCAGATCCCCCCAAATGGAAGAGGTCAATGGAAAGGGTGGAAG 
CCTTAACCAGAAGAGGACCTATTCTTGCAACAATAAAGAACACTTTGGAC 
CCCGGGCGCTCTAAAACTAAGGGATCCCCCGGGGGTGGAGGGAATTCGAA 
■ T TTAAG GGTATCTATACCGCTCTCCCTCTTAGGGGGGGCCCCGGTCCCCA 
CCnTTTGGTTCCCTTTATTGAGGGGTAATTGTCCCCTTGGGCGGAATCAA 
GGCATAACTTTATTCCTGTGGGGAAATGGTTATTCCGTTTCCAATTCCXA 
ACAACAAACCAAACCGGAGACATTAATGGTAAACG 
>Sequence 455 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTi^TATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAAGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACTC 

TGGGGTATAGATCATGCTTCTAAGCTCCTCCTGGGGTCCTGCTGAGGCTC 

AATGCCAGCTGAAACCATACCCTTGCTCACATACTTTCCCTTCTCTTTCC 

TTOTCCCTTGCTTTCITAGAGATTCCTNCTGCAATGGCTTCCTCAAAAA 

AGCATTTTCATAAACAACCTTATGTCAGCCTCTGCCTTCACAAAAGCCCA 

TCTTAATTAAGCAGCTGTTTTACTTAGCATGTTCAACATTAAATTCTTGG 

TTTC i [ 1 1 1 ATTCCCTGGCCCCTGAACGTTCTNCTTTGGCTGGCTTTCTT 

ATCTCAATGGAAGTAACCACACCAAGTTTCAAGTGGAAAATAAAAGAAAC 

CTCCTCTGGATTCCTTTCTTTCTCAAGGATTAATAAAATCTACCGGATTT 

ACCCATTTCTATTCAAAATCCCAACCTAGCCTAAAAACCTTTCTTTGTGG 

TTTTAAACTCG 

>Sequence 456 

AGGTACTTCCATCAAGTCGAGGGAGTAACGCAAACTAGAATAGTAGCCAT 
CTATTAAGGATAGTTCTGAGGTTTGGAATTTGTAACTGATTTTTAGGAGC 
TACGACATGAATATCATATCAGGTAGAAATACTCAGAGTGATCACCTTTT 
ATG AAAGTT AGTTCTATCTTTCATGTCTAGGAAAATATAACAGTGAATGT 
TTGCTTTTTGTATGTTTTGTCTCCAAGCAGAGGAAACTGACAGTTTTATG 
TTTTAGGTGCCGAAAGTTGTTTTTGGCTAGACAGTTCCAGAGTTAATCAC 
TGGGATGCTAACTTGAATTTTTGTCTTTAAAATGTTTTAGATTTTTAAAA 
CGAAATATGCTTCC GTTA TTTCCAAACTGACACCTTGTGTTCTGGATTAG 
111 l I AG A OA A A TGTTTTrr AAA TTfTrT'TYVl ATT A PTTr. a A nrwr A 
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ACAACTGTGGGAGCTTGGGACAGATGACTTCTCATTTTCCAGATGAAGAA 

GTTCGAATCCAGAGAAGTCTAGGATAAATAAGAGGAAAGGAAGAAGGAAT 

AGGAAGTGAGAAAGAGGGAAAAAGAAAAAAGTGTAAGAGCTAGTAGAGAA 

GCAGTTAGAGTCCTTCCAAGGTCCTGAGCATGTTTAGTTTAGGATGGAGG 

GAGGGGAGTTCTCAGAAGAGAAAGCAGCAACTCCACACCATAGGTTGAGG 

TGGGTGGGCAGAAGAGGACATGCAGGATATGACTCCTCCTCTCCAGTAAG 

CACTGAGCGACTCTACTGTCCTCTTGCCTTCTTCTGCTCCTTTGCTCTGG 

GTCACCAGAAGTGGACTCTTGTTCCAGCCTCCCCACCCTGACAAGGAGCT 

CGTAATCATCTCCTCCTTTTCCCCACGTTCAGAAGTCCAATCTCTGAACA 

AGGTCAGAGGTTTTCAAATGGTAATGTGTCTAAAACTCACTCGGGGATCT 

TGTTAAAATTGAGAGTTTCATTCAGCAGGTCTGGGGAGAGATTAAAACTT 

CTGGATTTAACAGACGCCCAAGTACCTGCCCG 

>Sequence 460 

CCGGGCAGGTACCATCGCCCTTTCCTTATCTATTGCAAACCCAGAGTAGG 

GAGACAGGGAACCAGCAATGTCAGAAGGAGCCGATATTTTGCATGGAGCT 

AAGGCTTCTGCTCATCATTTCTCCTCTAGGAAGCAGGAAGCCATTGAAAT 

CCATCCCTAATGTATCCCAAATGTCCACTTGCTGAGGGCAGGATTGCACA 

AGCAACAATCTTTTGCTCATGAAGCTTAGGGAGCACTGTCCCAGGGTATC 

AATTGGCCCAAAGCTGGTCTCTTCCTACAGACCATGCGGCAAATCAGAAC 

ATAAGAGGACTTCAGGCCCACAGC<XTGAGTTTCAATTCCAGTTCTGTAT 

TTTAGGTCTGTGTTCGTAATTAGTATCATAATTAACTGAGAAGGTTATTT 

AGATTTATTGAGCCTCTTTTTTGTAAAATGGACTATTCATATACAACTGC 

AGAAAAACCAAATCCCCCCAAAAAACCCTTGCTACTTAATACAAAAACCT 

AACTGCAAGCACTTCTACTTTGCGTGGTTGACAGAATAACCCATCACTAT 

CACCACCAAAACANACACCCCAGATCCGTGGTGGTATTAAAGAGAATGCT 

GGAATCTCTGCCN 

>Sequcncc 461 

CCGGGCAGGTACGAGCTGTATTGCTTATCAGAACACACTAACAGTCTTTT 

TGATATATTCGCTTTTCCCCTTTGGTTCAGCCGAGCCTGCTGACAGATCA 

TTCAAATTCAATTGTTTTATGTCTAAGCCGAACAGCTAATTAAAGTAGGG 

ATGATTAACCTGACTGGCAGTGCCGCTCTCCCTCTCGCGCTCTCTCTCCT 

TCTCCrmCTCTCTCTCTCCCTCCTGTTCCAATCAGTCTTTTTCTCACA 

CACTCTCTCTCTCCGTCTCTCCTCTCTCTCCCTCTCTCTCTCTCTCTCCC 

CCCCCTCTCTCTCTTCCCC^ 

CCTCC CTCGGTTG GTGTCTCTCTCTCTCTCTCTCTCTCTGTCTCTTGCTC 

TACTGTli'l 11 " i " ITCCTCTCTCTCTCCTAAACGTGGTCTGCTTGCTG ATG 

GCAGAATGGCACTCGGAGATTTGTGCATTGTGTCTGGTTTCCTACGGGCA 

GGCTGACCCAGTGCCTTCAGGGACTTATCAATAGACCACTCAGAAGAGAC 

ACAGACAGGAAGGAGGAAGAGGGGTGGGGGGAGAAAGAAAGAATCATTTT 

CCAGAATTGAAGGAGCTTCGAAGCCATTTTTTTTTTAAGAAATATCGGGA 

CCTGGGAAAGGGTGACAAAGAATGTTTTTTAAGAGGGGTGGGAGGAGGTT 

CTAATAATTTGGAAGAAACAGTTCCTGTCTTGGAAAAGGAGAACTCCTCC 

TTGTATTCTTCACACACGGTTGAAAGGTTCGTCCCCTTATACTGTTGCGC 

AACCGAATGAAAAACTCTTTTTTTTTTTTAGAAACCG 

>Scquence 462 

CCGGGCAGGTACTGAACTGGGAGGGTTTTAGTCTGATAGCCACAATTTTG 

ACCTAGGCAGGAAGCTTTACAGCTTGAGGCAGTTTCATGGTCTGAAGACA 

AACTTCTTGTGACTTGCTGCCGGTGTTGGACTGCAGGAGAGAGCCTCACT 

GGGTCAGGAGCACGAGAACAAAGTGGATCCCACTACCACATTCCACCCCT 

CCTGTTTCATAGGCAGATCATGGGACCAGGACTACTGAGAGTACCATGGC 

CCTCCCCATACTATGACATGCCCTAGAACTTCTCCCGATTAACAAAGGTC 

AAGCATAAACTCTATTGTCACCACCACAGCGGGTTCTGACTTTTAAGTGC 

TACCTCCTGTCCTAAAGGGTAGGTCTATAAAAGGACCTGTACAACATTAG 

GGCTTCTTAAAGAGCACATGAGCTTAGAAAAAGAAGCGAGCTTTGGGATT 

GCCTTTAGTTATCATCATGTGCCCAACGCCACCCAAAGCTTCTTCAAGAT 

GGCCTTTGAGTCCAGAGCATCCCACATCATGTGCTCTTTGGCTGGCTCCA 
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GTCATGGGTCCTACCCTCTTGAGGGGCTCTGTAATTTTGAGGCTTGATTA 

TACACCTCCCGGTTTAATAGGAAAAGACTTCAGTTGGTAGAGCTTAACTA 

TTCTTGGTAAAATATTCCCCTCCTAATAATAGTGGGCAGTTCTGTAAAGA 

TCGCCTAGTTAAACCATTCTAAGGTTTTCTCCATCCTGATTATAGTACTA 

TAATTTATTTATTATTAAAAGACCGCCTTCCTACCAGTCCTATTATTGGT 

AC GTACG ATAATGATTCCATACTTATCGTACTCCCACCGTTCTCTAGCTG 

AGCTTTTAATATTTGTTACTCTNTTAGGCACCACACCACCGCCACCCACC 

GCCTXrrCTTTTTCCCACCCCCTCCCCCCCT 

>Sequence 463 

ccgggcaggtacgcggcacacttctctgatgcctcttgggcaattgctct 

gttt tctgttck:cttggaactatgtatatacctctactatagctatcaca 

ttttattgtaactgtttttcctcaccagcctatcgagcggccgaccgggc 

aggtactgtccggacataccccttacaagaagaagcatctctttggccca 

aatgtttgtaattaagggtctaacaaataattcacctgaaatccatgttg 

tgtgtagtggtgtagccactacagggacaggctggacccatgggcacaaa 

gaagcaaaacagcgcattcgaaccagcactcccctgagggattctctgct 

ggatgtggtggaaagccacggagctgcctcgtggccaggaactggagtcc 

cactggtggtgcaaagagtgtattctttttccagcagagactgcaccagg 

ggtcagcacggggccagctcaggacacacagacccagctggaactccagc 

ctgccttctggtacctcc 

>Sequence 464 

TTTTACCGCTCGCGCGTTATGCGACTCACGTTGCTGCACCGCGGAGGCGG 

ACGAGGTACAGAGCTTAAACACCACTATTTGTTGAGATGAAAAAAAGCAT 

ATATAGGAAGCCTTCAGAATGAAATGGTCAAGGGTGAGTTTACACAGATA 

GATAGATTTAGGTCTCTTCCrnTGCTTTGTGAAAGCATCTAGTGTTTTA 

GGTGTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGT 

TTAC ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACA 

TATATTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTT 

GTTTGCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAA 

ACCAAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCC 

CAAAATGTCAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGAC 

TTATCTCGCAGCATAAAGACAACTTGTACCTG 

>Sequence 465 

ACGGGCCGTTTTAAAACTCACCCTGAGGTTTAAATG 
>Sequence 466 

CCGGGCAGGTACTGAAAATATGAAAATTGCTTAGGCCAAAGAATGGGCTT 

TTCAATAGCACACTGCAAAACTGGGCCCAAGTATTTAAAACATCTCTAAA 

AAATATCTAGGTTGGCAGGTTTTTATCCCTAGTTTTAACAGTCTGAAAGA 

GGGTTCGTTACTGAGCACTGGAAGTGATGAAGACAGAGTAGCTACAACAT 

AGGGGCTGGTAGGCAGCAGAGCCTCACCAACAGCCTTAATTTGTGTGGTG 

TCTTCACAGGGCAACCCTGGGAACGATGGTCCCCCAGGTCGCGATGGTCA 

ACCCGGACACAAGGGAGAGCGCGGTTACCCTGGCAATATTGGTCCCGTTG 

GTGCTGCANGTGCACCTGGTCCTCATGGCCCCGTGGGTCCTGCTGGCAAA 

CATGGAAACCGTGGTGAAACTGTAAGTTTGTGAATACCAGTCCCTTAGTG 

CAGCATTCTCGTGGGCTTCACTTCTGACTTCCCCACACTTGGGGAAGGTG 

GAAGGAAGTGGAAGGGNTTTCTTGGGCCCTTTCTTAGTAGGGTGTTAGTT 

TTTGAGGGGACAGGGGCCCITATGGTCCCGTTGCTCCCTCTGGGGCTTTT 

GCCCCATAAGGTCTAGTGTGTAACCCTTGTTGCCTTAGAAAAAAGTGATC 

CCCCGGGCTGCGGAATTTTTTTTCACACTCTATCCTTCCGAGGACACTCG 

GGGGGGCCTAAACCCACTTTTTGTCCCTTAAGTGAGGTCATTGGCCCCTG 

TGGAATCAGGACACTGGAGTTCCCTTGTATATTTGTATCCCCTCCCCGCG 
>Sequence 467 

CCGGGCAGGTACCACCACACCCAAAGCCTGGCTCAGAATGAATTCAGCAC 
CCATTCCTTGCTTTTTAAACCTCAAAAGTTCCCGACTCAGTGAAAGGCTT 
CCATTTTGCTATCCTCTTCTCTGTCTGCATTTTACTCTGTAATTTATTGA 
CATAGAAGAGGCCTCGTGCAGGCTTTCATTGCATTAGTCCACTTGGAAGT 
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CTTTTCTCCAATCCATTTGACCTCAAGCTGCTTTTTTGCTGCTGCTGCAT 

GTAAGCTAGACTGATCCAGCTCACCTTATGCTGCTTTTGAAGGCTGAAAA 

GCCCTGTGACCAAATGTTTAGCAGGCTGTTCAGACAGTGGACTGATGGTT 

TGATCTAAGTCCGTTTCCTGCCTTACACACACCTNCCCATCCCCCAAGGC 

AAAGGTGGAAAACCCAGCAAGTTACATAAGTTGTTGGAGCAATCCAGATG 

GCTTGCTGCTAGCCCAAGCAAACTCGCTTTTAAGCAACTGGGGATGCCTG 

CACTGGCCATGAAACATGGGCTCATTTTTTATTGAGAACAATCATTTTGT 

TCAACTGTATTAATCCAATAGTGGAGTGAGAACAAGGGTGGGATCCCCTA 

AACATGGTTGTTGGCTTTCCTCTGGGCAAGGACAGGGGTGTCTTGTAAGG 

GGAGGTGTCTGGCCTACTGTTTGGGACCTTCCAAACAGGAAGGAACGGCC 

GGGGTTGCAACACAGGATTTTCCATTGTTCCTTCGGCCGTTTAAAACTAT 

GGATCCCCCGGCTGTAGGAATrCATTTAAAGCTTTCGTCCCGCTACCTC 
>Sequcnce 468 

AGGTACGCGGGATTCCCCAACAAGATGAAGTCAAAATTCCTTAATTATAG 
AATCTAGGAGGGCTGTGATTTCTCTGAGTAATGGATTATAGCAGAAGCGG 
TGCTAAGTCGTATACAAGTCTGGGTAATAAAAGATGATGCAACTTCCACT 
TTGTTCACTAAAACATTTACACTTGGAGCTCTGAGCCACTGCATTAGTAG 
>Sequence 469 

CCGGGCAGGTACTAATTAGATCTGCCCATCCGTTACTTGGCAGAGGAATG 

GGCTGGAAATGGGAAAGGGTCAACCTTTCACCTGCTGGACACTCAAGGTG 

AGAAGAAAAAGGAAAGGGGCCAAGAACTAACTGTCTGGCTAGACAGTAAT 

CATGGACTCAGGCTTTAGGTATTTGATCTTTTAGAATTCCAATTTCTGAA 

AAATAAAGGTGTTATATGTAATTAAATGGTTGGAAGTGGGAGGAACTTCA 

CATTTAAATAGAAAACTATAAATAAGCCAATGAAAAGAAAACACTCATAA 

TTATCCAATATAATTTTTTTATAGTTCATAGATTAAAATATATATATATA 

TCTGCTG TCAT CCTTCCAAACATATTACTTTTACTCTTAAACCAGCACCA 

CTACTTATTTTCTATAATAGTGTATTCATTTTCCATGTTTCTGTTCA 

AGTGTAGGTAGAAAATGTATGAGCCTATCCTTAGGGAAAAATTCCATTCT 

CTAAACCACATGACAATTCTCAGTGTGGATATTCCACTGTTCCAACATGA 

GCAAAATGCCCCCAGGAAATTATTGTACCT 

>Sequcnce470 

CCGGGCAGGTACCCACTCTGTGCCAGGCAATGAACAACATGGGCAAATAG 

CCTACCCTCATGGAGCTTACATTTTAATAGGGAGACAGTCAATAAAGCAA 

ACGAACATGCAAATAGATAATGGACTGTCAGTGGTGACAAATGCCATAGA 

GTAGGCTAAGATGCTATTTTAGAAGGGCTTGGAAAGTCTTCTGCATAGGG 

TAATATTGGAGCAGAGACTAAATGGTGGAGGAGAGGAATATGGGACTGTT 

CAGAGGAAGAATATCCCTGGTGAGGGAACTTCAAGTATAAACACACTGAG 

GCAGGAGCATGCCAGATACAAGGATGACAAGAAGGGCAGTGTAACTGGAG 

CGCAATGAGCAGGGCAGAGAGTGGTAGATACATGTTTATATATCTGCATC 

TCTAGAGTTCAAGGAGCAGGTTGGGGTGGAAGATAGAAACTTGGGTGTCA 

TCAGATTATATATGTTGTrTAAAGCCATATTTAATAGAACAGTTATTTCT 

GAGACCGAGTATTGATAGAAGAGGGGTGGCCTGAGAACTGAACCCTGGTG 

TTGGTCACGAGGCAGGTGCAACCAAAAAGAAGTAAAGTGGAATGACCAGC 

GAGGTGGGAAGAAAGAATCCACCATACGTTGTTTTAGAAAGCCTTCGAAG 

GAAACTTGTTAACAGGAAAGACCAATCAACTCTGGTTAAATGCGGTGGGC 

CTAAAAATAGGGTGGCAATGAAGCCCTGTTCAAACGAGAGGCTTNATAGA 

GAATGGGATGGGAGGAATGGGATTGCTAGTATCAACTTCTTTAAAACCTT 

TGGAGGAAAGGG 

>Sequence 471 

CCGGGCAGGTACTTTTTTTTTTTTT1 1111111 rTCTGCGATGGAGTCTC 

GCTCTGTCACCAGGCTGGAGTGTGGTGGCGCAATCTCGGCTCGCTGCAAG 

CTCCGCCTCCCGGGTTCAAGTGATTCTGGATAATCTGTGCTATCTGATCA 

AACTGTTAGCTCCAAGATGTAGAAAGAAGAACCTGTGGTATGAATATTAA 

GTCAGCCAAACAGCTTTACCCTTTGTATGGGAGTGCTTTTTGCTTCCTGT 

AAATAGCCTTGTAAATGGTTGTTTTACAGAGAATTATTCAGTAAGGAGAA 

GCCATGGAAAAATTAAGAGGAAATGATTTTTTCCCAATAGCTTCTTTTCT 
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i il i 1CC1 1 1 1 l d 1 I GTTTTTTCCTTG 1 ' i 1 1 U 1 TH 1GAGATGGAATC 

TTGCTCTGTCACCAGGCTGGAGTGTGGTGGCGCAATCTCGGCTCGCTGGA 

AGCTCCGACTCCCGGGTTCAAAGGAACCCAGATCGTGCCATTGCAAGCTA 

ACTGGGGCGACCAGCAAAAAACCTTTGTCTCAAAGGAAAAAAACAAAGAG 

AGAAAGATTCAATTTGGGAAAAAGGCCCGGGGTTAAAGTTCCCTGGGTAA 

CTTGGATGGACCCGCGGTCCCTG 

>Scquence 472 

CCGGGCAGGTACTATATCAGCTCATCCCTGGCATGCACAACTGCTCAGTC 

TGGCCAAGGCACCAACTCCCAGAAGGATAATGTGCTGCTTCAGCTCATGC 

CCAGGGAGCATACTCTTTTGGGTGGGCCAGGCACCATTTCCCTGTGATGC 

TGGGAGCTGCTTCAGCTTAGGTACCACTGCACTCCAGCCTGTGTGACAGT 

GAAATTGTGTCTCAAAAAATAAATAAATGAATAAAGACACAGAATCTGCA 

GGATGGCTCAGTCAGTTGGAGACCCAAGAAAGCCATGCTGCATTTGCAGT 

CTG A AGGTCTGC ATGCC AG ACACCTACGGTAGCGG ATG AGCC AGTGC AAG 

TCC^AGGATGGGCTGTGGAGAAGTCTATTTTGTAGGAAAGAGGCTGAGC 

TTTTTGTTCTCGTCAGGCCTTTAAACGTATTGGAGGAGGCGCACTTACAT 

TATGGAGGGCAATCTTGTTTACTCAGA<fiTTTGCAGACGTAAATGTTAATC 

TAGTCCAAAAATAGCCCCCGCCAGACACACCAGGAATTCTGTTTGACCAA 

ACAGGTCTGGGCACCTCGGGGGCCAACCAAGCAAGGTGGCATATAAATAA 

CTATCCCACTTTTTGAATTTTGGAAGAACCCC<nTGAATTTATGAAGAAC 

AGAAACCCTGGGAAGCCTGCATAATTGGTCATCCTTTTATGCCTCTTATA 

AAATGAAACTCGGGCACTATAGAGGACCCCTCCTTTGCCAAAAAAAAAAA 

AAAGCCCCTGGGCGGTTTAAAATTTATGATTCCCCGGGTTGGGGAATAGT 

TATAAAGTTAATAATCCCCGGACCTCGGGGGGCKjGCCCGGACCCATTTTG 
TT 

>Sequence 473 

CCGGGCAGGTACGCGGGGAGAGCTCCAGCATTTCATCTAGGGGGAGGTGG 

aagtgtggcttttagagataaaaggacagggttgttttggggtgctctga 

gaaggggaaaaggagaccagtgataactttgagtagctagaacgggaaga 

tttgagggggctgaatgaattgatgagagtgatttaacttaaaggactgg 

ggcattatctgtgggcccgggtatactagcttcacrntgaggaaaagtg 

aagctgggaaatgtgagatctactcagtgggtccggggaaatgtgagagg 

agtaaggaaagtgaagacacagatgtgttggaggctccaggcgagcaggg 

ta^gagaaagggtttcctggattctgattacagaatgtgcctgtggggg 

TTTTAGATTGAGGCCTAACAGCATTTAAAAGGAGCAACTGGGAGAACAGA 

GTTGGGGAAATATTTATTGGTAGAAGAGAATGATAAGTGAGCTACAGAAA 

TAAGTAGAGGCCCATCTAAATATCAGGTTCCGGAATGAGGACTACACCAT 

ACATGTGCAGCTGAATGACTACGTGGGACATCATCTGTCCGGACTATGAA 

GATCACTCTGTGGCATACGCTTGCTTGAAGCAGTACCTTGGC 

>Sequence 474 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAACGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAAGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGGCCACTGA 

AGTTCCTTGTGCTACTTTCACTGAGCGTCCTATGAAATACACCAGAGAGA 

AATTCCTTGGAATTTGCAAGTTGGCTGGGTTCATGAGTAAGCTTGGTCCA 

GCTTTCCAAAATGGCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGGGTGAACTGAACCCCATTTGATTGAGACCTACCCAGGGCTGA 

TGTCATTTAATGGGGAACCGGCACAAACTTGGGTTATTTCCTTGCCCCGG 

GGAAAATTTGGTTTTTGAAAGTTTTTTTGGTAACCGGGCCGCTTTTANAA 

CTAATGAATCCCCCCGGCCTGGAGGAATTCCAATACTAACGTTATTTATA 

TACGCTGGACCTTAAGGGGGAGCCCGTTCCCAAGTTTTTGTTCTCTTAAG 

GAAGGTTATATGCACCCTTTGATGAATCCTAGGCATTACGTTATCTCGGT 
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GGCAACCTTTGTTACCTCCTCATTTCCTTAGAATATTAAGTCATGTTCTA 

TAAAGGTGAAGCT 

>Scqucnce 475 

AGGTACAATGCCCTTGGAGGGAGAGGGGCTTCATGGAAAATGGTTGCCAT 

GATAGGATTTGGGGAGAACCTCTATGTTTGAGGGAGTTTGGGTCANGACC 

TATCCGAGGAAGCAAAAACTATTGCCCAAATATTCAAAACATAGTTTGGT 

GAAAGATCACCTATGATTCTGAACGAAATAGTGTAGATAAAGACATCTGG 

AAGTTTTCCTATTGAAAAAAAGAAAGTGCGAAATCAGATACTATTGTTTT 

TAAGGCTCTCTTTCTTAAATTTTCTAACTTGGCCAAAATGTCAATGGTAC 

CTTGTAGTATGACTTAGAATCTAGTTCTTTGTCTCTCTAGTAAGGGTAAA 

A TGCT CCCTTTGCTCCATAAATGTATATAGCTGTTTTCATTATAAAAATT 

ATTTTCCAATTACAATGTCATCAGTACCTACTTAGCCGGGATCAATTAAG 

AAGATATCTTAGTAATTCCCATATAAGTTTTTATAACTATCATTAATTTT 

AGGTTGTCCTCTACTTTAGCCATTTAGAATTAGTGTAATAAGGTATGTAT 

AATTCTATTATTATAATGAAAATTATTTCTACTTCGTTGATAAGAGAGAT 

AATTAACTATCATTTGCCTTATTATTCTTCGTACCATCTAATGTATCATT 

TTACGATGTGTACTTATCTTATACACTATCTTGAGTTTGTATATAACGTA 

ACAATCTGAGTATCATAAACTATTTTCCTCAATTTAATTATCTTAACTTT 

CAGATGTATATATATGCTTGTTAACATTTGATTCTTACCTATCGTCTGTT 

TCCATTATTTAAGTATGGTATGTTATCTriTACTTCTGTACAATAATCTA 

TTTATTCGCATTGTTAGTCATATAAATCATTCTTTCGTTAATCAACTAAT 

ATTAAGTCTGATATCTTATGTTCATGTCATTAAACTTATTTATCG 

>Sequence 476 

ACGTACCTTTAGTCTTTAAACCCTGATTCTTCCTTTm 

ATGGATGAAAAACTCAAACTGACTGATGTGGCTGTAATCTTGGGCCTGTG 

AGGTAGAACAGCAGAAAAAAAATAGGAATTTAGAAGAAGAAGACTTGGTT 

TGAATTTATCTCCTTTAATAGGTGTGTGGCGGCTGGGCACGGTGGCTCAC 

GCCTGTGATCCCAGCACTTTGAGAGGCTGAGGCGGGCGGATCATGAGGTC 

AGGAGACTGAGACCATCCTGGCTGACGCGGTGAAACCCCGTCTCCACTAA 

AAATACAAAAAATTAGCCAGGCATGGTGGCATGCGCCTGTAGGCCCAGCT 

AATCAGGGGGCTGAGGCTGGAGAATCGCTTGAACCCATGAGGTGGAGGTG 

ATTGGGAGCCGAGATCGCACCACTACACTTCAGCCTGGGCGACAGAGGGG 

GACTTTGTCTTAAAAAGAAAAAAAAAGGAATGTGTCAGCCAGGTGTGGTG 

GCTAAAACCCTGAATCCCAACAGTTTGGGATGCTAAGGGGGTGGATTGCT 

TGAGCCCAGTATTTCAAGACAAGCGGGGCAAAAATGATAAAACTCTGTTT 

TTTCCAAGTATGCAGGAAGTAAGTTATTAGTATTAATATAAGTTCCTGGC 

CGGGCGGGCGGCCCGGGCGGTTATATTTTTCCAACCTTGAAGGGTATAAA 

GTATTTCACAAGTTACCGTTACATGTTGTTCTTATAAGGAAGTTTAAATC 

AAGACCCCTTGATTGTAAGGAGGGTGTTGGTTATGGAAACATGGGGGCTA 

AGTAGGTAAAAACAGAACTTTGATGTTTTCTTAAACAAAGTAGTTATCGG 

CGCTC 

>Sequence 477 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCACGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCA 

>Sequence 478 

CCGGGCAGGTACTrATTGTATATTTCTCACATTCTTTCAGAAAGTTATTA 
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A A ATGGCTTT AC AGTTGCGTTG CTTTTTTn A A AG AG A G AAG ATTG AAAT 

TTATTTTGCAGCTATACACTTGGTTTTGGATTATTCATGTGTATAAGTTA 

TTTGAGCTGCTACCACTTCCTCTGACCTAAGGCTGTGGCTAAAATGGGTT 

TGGAGAAGAAATTCTTGCCTGTACCT 

>Sequence 479 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTGCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTGCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGCG 

TACCTGCCCG 

>Sequence 480 

AGGTACAGGTAGCTGTTGGCTAAAACATATTCCATTTACTTGTCAGGACT 

TACAATTTCATTTCACGTGCATATAAAATTAGTCATTTTTCAAATTCACT 

AT TAAA AATCATATCCAAGGCAGCATTTTCCACTCAATTAACCCATGTAT 

TATTrTAA ATCTA CAAACCAACATTTCAGCTACAGATTTTGAAAAGCCAA 

TTGTTACTATTTTGTAAAATTCACATTTCTAGCCACATAAATTAACAACA 

TTCCTGAAAAACATAAGAATCAGATATAACTCTGCAGTAGGCAATCCTGG 

GTCCTGACACTGACTTTCCTACCTGAGGACAACCACATTCAAACTGCAAC 

CATTTGACAAATGGGGAGTCTCAAAAAGTACAGAAGATAGCAATCCAGAT 

CACGGCAAAAACATGGCTTTTTCTTGCCAATAAGAAAAAAGAAAAAAATT 

AAAAAAAAGTACCTGCCCG 

>Sequence 48 1 

AGGTACGCGGGGGAGTTTCTAAGCCCCCGCCTGCGGTCTGAGGCACCGGC 

TGAACCATGTCGGAGATCCTGTGCCAGTGGCTCAACAAGGAGTTGAAGGT 

GTCCCGGACCGTGAGTCCCAAGTATTTGCAAAGGCATTTTCCAGTGGCTA 

TCTACTTCKiAGAAGTTCTACACAAGTTTGAACTTCAGGATGATTTTTCAG 

AATTTTGGACAGCAGGGTTTCAAGTGCCAAACTTAATAATTTTTCTCGCT 

TGGAGCCAACACTTCACCTTCTGGGTGTGCAGTTTGATCAGAATGTGGCC 

CATGGCATCATCACAGAAAAGCCTGGGGTGGCAACAAAGCTCGTATATCA 

ATTGTACCTGCCCG 

>Sequence 482 

cx:gggcaggtacttatagaagagacagggtttcaccatggtggccaggct 
ggtctcgatgtcttgacctcgggatctggctgcctcggcctcccaaagtg 

CTGGGATTACAGGTGTGAG(XA(XACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGGACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGAGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 

CCTGGGGCCTTGCAGCAAAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 

AGGTGTGGCTCGCCTGTTCTGTTGCTACACGCTCAAACCCCTGAGGGGAG 

GGGAGCATGCAGATGGACAGGTGCAGGAGCCTAAGTGGGAGTGTGTTACA 

GTGTGCCCTTTTAACCCTGCTGTCCATGGATGGCTTGAATGTTAATCAAC 

TCAATGGACACTCTGCCTTTTAACAAGGGCAGAAGGCCAATGTGACCACT 

GTGTGTATCCCAAGCTCTTGGCCAGCATCCTGGAGGATTCAGGCCACACA 

TGGGGCTTGAATGTTGAATGCANGGTTTTATTGGAATGGTGGAGGTGGTT 

CTTTTTGAGGATTGAATGCAAAGCTGGAAGCCGGGTATGCACAGGAAGAT 

AATCTTCCTGGTTGGGAGCCAAACCCTTTCGGACCACCCTAGGTTGAACT 

CCTTTGGGGGCAAAGTGTCCCCTTTCTCTTATGTGCCGAACGGTGAACAT 

TTATTG 

>Sequencc 483 

CCGGGCAGGTACGCGGGTCCCACAGTGCCCCTTGATTGAGAACCCTCTTC 
CCAGCCAGAGGCAGGAAGAGGACGAGGCACATGAGCCTGGTTGGCATCAT 
GCCCTAATCATGCCCTTTGCAGCCTTCTTACTCCTTCACAGCCCACATGC 
TCAAGGTCGTCTGTCTTTTCTGTCCCTCCCCACCTGTTCCAGTTAGATTT 
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CTACTAAAGTAATAGTTAGCATTTTTGAAACAGTGTTGGCTTGTTTAATC 
CTCACCACAAACCCATGAGGTGGGTTAAGAGAGATGAAAGAACTTACAAG 
GTCACACAGT 
>Scqucncc 4S4 

AGGTACCTAGGAAAGGGGTGACAGGTCGGAGTTTGAAACCGCTTGAAGGG 

AGGAGTCACAGAGCTTGGAAAATGCTAGTGCTAGGCCAGAAATGACTATC 

ACTGCTACGAAGTCAGCAGTTATAGTGCTGGTATTGTCAGTCTAGTCAGA 

CAG CCATTAA AAATAACTTAGGATTTCCAGGTTTCCTTTTCAAAAGCTAT 

ACATTTTTTTAAAAATTAAAATTATTTTAAAAACTAGAATATGTGTCAGT 

TCCATTTCTACATCTGAATTTAAGGTAAGCCTCCACTATCAATTCAGCTT 

CTACCACGGTATATATTTACTCTCC<nTnTCACTCACTCAACCACTCTG 

TTTACAGGCAGGACAAACTGTGGGGGTAGCCAAAGTCCTTCTGTCC 

>Sequence485 

ACKjTACATGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCAC CTTTTC AGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATTCTTTCTGGTGAGTATTCTTrTGGTTTAATTTTTGGTT^ 

TTTGTGCATGAATATAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTATGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAT GGAAG AGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTTTTGAAGGCTTCCTATATATGCTTTTTTTCATCTCA 

ACAAATAGTGGTGTTAAGGTAATGTACCT 

>Sequence 486 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGAGCTCTTCTGTAGGTGAA 
GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 
TCATCCACCCCCTACCCAGAACTTACTAGTACCT 
>Sequence 487 

AGGTACCTTAGTAGAGCAGTTCCAAAAAACCCTGCCAGTCACTGCTGTGA 

CCTGCTCCACAGGACTCAACCTGAAATTGGACATCGCCTCCCAGGAAAAT 

GGTGCTTTAATGGAGCAGCTCCACATACATCTTCCAGTCACTCCTACAGC 

CTTCCCCACTATGCCAGAGCTAAAGCAATAACTGGCATCCCAGGGAAATG 

ATGCATTGACTGCCAGAGCAGTTATATTCCCAGTGCCTGGGCTGAAGCAG 

TCCCCTGTCTCCTGGGAAAATAGTACCTGCCCG 

>Sequence 488 

TAGTACCTTTCTTTCCATGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCT 

>Sequence 489 

CCGGGCAGGTACTGCCCTCCAGGGCTTACAGTCTGGTGAAGGCACAGGCA 

ACAGTAAGATGATGTGGTAATTACTGGGAGGGGGCAGGAAAGAGAGAGAG 

CAAAGCAGATTCCAGGAGAAACAGGAGGNAAAGAAGGGCTGCGGGGAATA 

GACTGGCATATGCAAAGGTCTAGAGGAGGAAAGAGCAGGTTTAGTCAAAG 

AACTCAAAATAGTTCAGCACGGTCAGACTTTGGAGTCTGGTGAGGGACAA 

GATGTACCT 

>Sequence 490 

CCGGGCAGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGG 

CCAAGTTTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTG 

AGCAGTGATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGG 

CCC ACT AGCCTGGG ATGCTAGTGAG GCCACCCTAGTCCTCCTG AGTTCTC 

CAGCTGGGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGA 

GGCAGTCCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAG 

GCTTGGGAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAG 
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TGCATCTGGTGAACTTAAAAAAATCAACAAGTGAAAAACAAACAATCCCA 

TTTAAACGTACATGAGATAAATCATGAAGGCCACTATCATCCTNCTTCTG 

CTTGCACAAGTTTCCTGGGCTGGACCGTTTCAACAGAGAAGCTTATTTGA 

CTTTATGCTAGAAGATGAGGCTTCTTGGATAGGCCCAGAAAGTCCTGATG 

ACCGCGACTTCGAGCCCTTCCTAAGCCCAGTGTGGCCCTTTCCGTGGCAA 

TGCCAATTTTCGAGTGGTTCAGTGTTCTGAATTGGGTCTGGACAAAGTGC 

CAAGGATCTTCNCCCTGACACACTTTGTGTAAACCTGGAAACAACAAAAT 

TACCGAATCCAAGATGGNGACTTTAGAACCTGAAAACCTTCACGCATTGG 

TCTTTCAACAAATAAATAACAAAGTTAGGCTGGACCTTTACACCTTTGTG 
AAATGG 

>Scqucnce491 

CCGGGCAGGTACCATTATCATTTTTAGTGCAGTAATAAAGAAATTAAAAG 

TCTTAACATTGAGCATTGGACAAAAACACTCTGCTTGGCCTCCCAAGGTG 

CTGGGATTACAGGCGTGAGCCACCACACCTGGCCTGGGCTCCTGCACTTT 

AATTCAAGCCCTGTGACTTGCAGTGAGTGTGGCCAGGCAAGCACTCCCTG 

TCAGAATGGTATGATCCCTCTTTTCTGGAGGGCCAGCCTGCCTGCAGCAC 

TGTTCACAGGCTTGCAGGTGCCACTGAAGAGACCAGTGGAGTTTAATGTC 

TGGAATGTGTTCCACGTGGAAATATAATTACTCTGTCATCTGGAACAAGC 

GATTGTAATTGTTAGAGAGTTCCTCAGTCCACTAGTTTGACTTTGGCCAT 
GGTCGTACCT 

>Sequence 492 

AGGAACACACTAAGGGCGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACC 

CCAACGTTTCGCTTCCTTTTGACCAATAAGATAATTTGCAGCTATGTGAG 

ACAAACACGCCACCTCAGGCCCTGTGATGTGCATCAGACCAGAAACAGCC 

GAGGCAACAGCATCATAACCAGCTCGCTGAGAAATTGGACCTGTCTGACC 

ATACCCTGTGATGGAACAATAGATGATGTGAGGAGCAATCTCGTCTATAT 

CTTCATATCCCAGGCCCATTGCAGACAGTTTGCCAGGGACATAGTTTTCC 

ACCCCCGCGTACCTGCCCG 

>Sequence 493 

GAGCTCACCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACT 

TGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGG 

CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACT 

GGTCACAGACAAGACTCTCTTGGTCTGCAAATACGACTTCATCATGCTGA 

GTTGTGTGCAGCTGCAGCGGATTCCCCTGAGCGCTGTCTATCGCATCTGC 

CTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGA 

AGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCC 

GCTGGAACCCATGGGCCACTGAAGTTCCTTATGCTACTTTCACTGAGCAT 

TCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGT 

>Sequence 494 

CCGGGCAGGTACGTAAGTTGAAGTCCAGGAGGGTTCCAGACACAGAGCTT 

CTGGTGTCTTCTCCCTGTGGAGTCAGGACTCATTACTCTGCTGTCTTTGA 

TGTGTGACAACAG GCACCA ACTATCGCCAACTAGAGAAGCTCACCAGAGC 

TCTGATGTTGGAAGTTTTTATTGGGGCCTCAGCATGTAGACATGATTGAC 

TGGTTGGTGGATTAACTGTCTACATGGTTAATCTTAGTGTCCAGGTCAGC 

TGATACTGCGTGACCAAAAGCTCCTACCCCGAATCCCTTGATTAGTATTT 

CTGGCATAGCAAGCCCCCGTCAGAAACAAAGACATTCCTCTTAGAGGTAA 

TATAGATTACCTTTCAGCACCAGAGGGCAAAGGCCAGACTACTTTTTAGG 

CAAGTACCTCGGCCG 

>Sequence 495 

CCGGGCAGGTACTTGCCCTCTCTGAGCCCGCCTTGCTTCCTACCCTGTTG 

ACTGAGCACATTGGACTGGGTCATAGTGGGTGATGGCCCCTCCCGGCTCT 

GTAATTCCCCACAACAGTCCTGGTGCGAGTGTCAGGCCTGGTAGAACAGG 

GTTGTTTGAGAGATGGTATCTAGGCAGCTATGTTTCCTCTGCTCCAACCA 

GTCCTGTATCAGTCGCTTCAGACAATGTGGCACATTCTGTTCATTGTATG 

AAGAGGAGGAAAGTGCAAAGCATGGTTGATAGGAACCAGATGATTTTGTA 

ACAACTATTAATTCCAGATAAGGGGTACCTCGGCCCGCTTCTAGAAACTA 
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AGTGGAATCCCCCCGGCGCTTCKn'AGAAATTTCTATTTTCAAAGCCTTAT 
TTGATTACCGTCCAAACC7TTTATGGGGGGGCCCCGGTTACCTCAGTTTT 
>Scqucnce 496 

AGATTTATCACTACTTACTACTATGGGCAATAGAGCTCCACCGCGGGCGG 

CCGCCGGCAGGACTTATTTCACATGGAGACTCTTTTGGCTTGCTTTTCCT 

TTTAATTGGTTTTATAGAGAAAATATAACTAAAAGTAATGTCATATGAAA 

TAATGCATTGCTTATTAAAAATACATACTGAAAATATGCACTGTCAATTT 

CAGATACTCGATCATTTTTATATTATTTGGCATATAGCCTACTTAATTCT 

G TAAGT G GCAA CATGTCTCCATCCCTGATAGAATATATTTGNCTATTTGT 

TGTTTTCATTTTAGTTTATATTATTAATACAATGTTCAAAAATGTAACAA 

TCTTCATTGATTAATATGGAAAAGGTAATGGGGGGAAAACCAAATTTTTT 

TTTTAAATTTCATTCCATTCGGTAAGTTGTAACTATCTTTACACGGAGTG 

TAACATTCATTTCAACTGATTCTTTGCCATGAAAACAAAAAGGAATCTTT 

GATTC TTTGT GTATTTACCCAAAGATTAAGGGTATGTTTAAGATGAAAAA 

ATGCCCTTTTCTTTGCTTCCCTGGAAGGGACCCTGAATAAAATTTTAAAA 

AATTGAAAACCTGCAACACrrTTGCAATCTTTTTTAACTACACCTAAATA 

CCGCCTA TTGGAATTTTGGC AAAAAACTTTTCTGTAGGCAAAAATCCCA A 

GGCATCCTTTGAGGCTCTTTCTTATTCCCTTAAAACTTTCAAAAACTTCC 

ACAAGCCAGAACCCAATTAGCTTTCTTTCAAACCCCCACAAGAACATGGG 

GGCACCAAGGCCCTGNGGGAAATTTTGGTAAACTTAACCAACCT 
>Sequence 497 

CCGGGCAGGTACCATTTTAGGCCAAAGCTATCCCATGACTATTGCCTAGA 

ACGGGAGAGGTGAACAGAAGAGGTAGGGGCTGTGAATGCTTTCGCAAAAC 

TGACAAGCAGGGCGAAAGGGAAACTCTGGAATATGAGCTTCCAGACTGCA 

CHTGCATCTTGTTTATCTCACGGTTCTCACH3GGCCACCACCTTACCTGGC 

ACACCGAATGTGCCTGAGGAATGCTTGATGCACTAAACCACAAATCAGTG 

CAATGGAATTGCCATCCCCCAAAAGTCCTTTTTTAAGATAAGAACGTATT 

TTCTGAAGTGGATTCTGATAGCTATTAGTTTTGGTGGTCTGGAGTATGCT 

TTTACTCTTTCTCCCTGATACTGGCAATAGAACACATAGGTCCACAGGTT 

TGG 

>Sequence 498 

CCGGGCAGGTACTAGCTACTCTGGAGGCTGAGGCAGGAGAATGGCGTGAA 
CCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAG 
CCTGGGCGACAGAGAGAGACTCCCTCTCAAAAAACGAAACAATGTTCTTG 
GCTGGGCGCAGCAGCCTCACACCTGTAATCCCAGCAAGTACCTT 
>Sequence 499 

CCGGGCAGGTACTCCCAGGATTTATTTCATCTATAGCAAGTTGAAGGAAT 

AGCAAAGCACCGTGGCAACAGCCCCAACTTGCAATTGGCTCTTTTTCCTG 

TGAGGCATTCCCCTTTCAAATGAGCATCCGCATCCAACAATAGCTTTATT 

TCAAGCATCCAAGCCCGGAGTCATGCCATCGCCTGTGCCTAGGAGACCTG 

GCTTTTGGAGGTGAAGCCAATGCAAGCCAGTATTTCTGCCTGCTGGCTCA 

CTGCACCAGGCATTGTTCTCAAAGATGTCCAATCATCCTCCTTCTGGGTA 

ACCCTGCTTGCGTATGTGTGTGTGTTTCCCATGATACAATATGTTTGTAA 

CCAGGCATCTCTGAATCAATCATCTCAGCTAGCATATTTTACTTATTGAA 
C 

>Sequence 500 

AGGTACCACTCCGATCCCTGGTGGAGGTCCCCGTGCCTCTCTGGAGACCA 

GTGGTCTGGCCCCAGAGGT 

>Sequence 501 

CCGGGCAGGTACAAGGACAATAGGGATACCCTGGAGCTGTCCCAGTCCAG 

CTGAGAAGGGCATTCTCCCTACTTGTGTTTCATCTTAGGGACTCTCACTT 

TGACCCTGAGTGTGATAGGAACCATGGGGAAGTCTCAGCTGAGGTTGGAC 

GTGAAAGGTCTCATGTTTTAACAGGGTCACTCTGGCCCCCTCCACTGAGA 

ACAGGCTGAAGGTGGCAGGGACTGAGTGGAGAGACCTCTTGGGAGACCAC 

TGCAGCAAGTCAGGTGAGAGCTGGAGGTGGCTTGGCCCAATGGGTAGCTG 

TGAGGTCGAGAGCAATGGCTGGAGCCAGGAAACCTCTGAGTACCT 
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CCGGGCACKjTACCCTGAGCCTCCTGTGCCATTCTTGCTAGCTGGACAGAA 

GACATTGCTACTGAGCCAAGAAGACTTGATCTCTCTTACACCGAGGAAGA 

AGGGAAGGTCTGATGCAATGAAACAGCACGTTTGCTTATAATTCTAGATC 

AGAACCATAATAGTAATTTGCCTACTAACTATGTAACATTGAACAAACTA 

CTGTTTTGTGAGCCTGAAAAGTTGGTACCT 

>Sequence 503 

CCGGGCAGGTACGCGGGGGAGGGGGTAAAGTGGACTGGGGAGAACTTCGG 

AGGATGTTCATGTCCAGGAGCAGCCCCACGC(XTGTATGGTCGGTGTCTA 

GAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCA 

AAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAA 

TTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCT 

CACAAAGG AAATACT ACATAAGAAGCAAGACCACAGACTCAAGACGGACA 

TA ATTGG A ATTTTTTGCC ATGGCCTGG AAAGAAAGGTACCT 

>Sequence 504 

AGGTACGCGGGGGAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTG 

GACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCC 

CTGTATGGTCGGTGTCTAGAGCCTACAGCAACTAAGACCAACCCAGCTCT 

CAGAAGMGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTG 

GAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCA 

TGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCA 

^GGTACCTGCCCG ACAT ^" 
>Sequence 505 

CCGGGCAGGTACTCACAGCTACATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTG AGCAG GGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGT 

TTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGG 

AATCACATTCAAACTTCTCAACAAGGTGTTATGGTCCTTCTCAGTTTGCC 

TACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTT 

AGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGA 
CTGTTAGTACCT 

>Sequence 506 

CCGGGCAGGTACCAACAACTGCCAGGCTGCCAAGCAGTTTGGAGTATTGG 
AAAAAAACGTTCGAGACTGGCGCAAAGTGAAGCCACAGCTTCAAAACGCC 
CACGCCATGCGGCGGGCATTCCGAGGCCCCAAGAATGGGAGGTTTGCTCT 

G 9I9 GACCAGCGTGTG ^^ 

ACCCCATCACCCGGGAGGCGATGCAGCTGAAAGCTCTCGAAATNGNNTAG 

GAAATGAACATTCCAGAGAAAGGGTTCAAGGCAAGCTTGGGTTGGTGTCG 

AAGAATGATGAGAAGGTATGACCTGTCTCTGAGGCATAAAGTGCCCGTGC 

CCCAGCACCTGCCGGAAGACCTGACTGAAAAACTCGTCACTTACCAGCGC 

AAGGTCCTGGCTCTGCGCTAGGCGCATGACTATGAAGTAACTTCAGATGG 

GGAATGCAGATGAAACCCCCATTTGTTTAAAAGTGCCATTACTGGTTACT 

GTTGATAACCAAGGCGAAAAGCCTGGCTTGGTCAAGACACCCAGCCGGGA 
AAAACTGAN 

>Sequence 507 

AGGTACCCCAAAACCAGGGGCTGCAGCTCCTGCAATTGGGAAGGCCAAGT 

TTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAGT 

GATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCACT 

AGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCTG 

GGAGCAGCTCTACACTTCTCCGGCATGCAGCTTCCAAAGAGAGAGGCAGT 

CCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAGGCTTGG 

GAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCATC 

CGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTGCGCTTACTTTGTAG 
CCTTCATCAAGGGTTTGCTGAAGATGGCGGTATATANGCTTGACAAGAGG 
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TGGTGAGGTTGATCGGGGTTTATCGAATACAGAACAGGCTCCTCTAGAGG 
GATA 

>Sequence 508 

ACGTACCCACCTTACAATGTGGACAAGATTAATTTAGGGAAAACACGTAG 

CACAGGGCTTCACCCATGGTAAGTATTTCATAAACGGTAACTATTTTTAA 

CAATGACAATTCCAGAGTAATCCTAATAAAAAATGATTACAGAAGAGGAC 

GCCTCCACCCACAGGAAGGAGCCAGCACGGTGGGGAGCTGTATCACCAGT 

GGAGTGTTCTCAGCAGCTGACACACGTGGAGTTGCGGAGGTAGCAAGCAG 

AGCTGGAGGAGGAGGGGGAGCCCTGGCTCCTGCTCTCTCATGAGCAGTGT 

GCATGCTTGATCATGGCACTCACTGTCTTACCAGCTTAACTGTGCTAATT 

CGTAAAACGATGAGCTCTCTGAAAGTCTTACAAGGCCGCTGCCTGATCTG 

TGACACCTGGGCATGTTAAGGAGTATGCAATGCAAGATCCTGTGTGCAGG 

GATGACTGTTCGCTTTCCACACCGGACTCCTGGCAGGCCATCGCTGTCAA 

TCAAGCTTCCGAAACCCGACTGGGAGTCTTTTCGAAGCCAAATCGG 

>Sequence 509 

AGGTACTGTATAGTGATAAAAGGTTAATTGTATCAAGGTTACACAATCCT 

GAAGCTTTACATGCCTTCAAAATACATAAAACAAAAATTGTCCTTAGTAA 

AATC AGAACT AGAC AAACCCACAATCACAGTGGGAGATTTTTATTTTTAT 

TTTTA 1 1 1 1 1 ATTTTCATTTTGTGATGGAGTTTTGCTCTCTCGTCTAGGC 

TGGGGTGCAGTGGCATAATCTCAGCTCACTGCAACCTCTGTCTCCXAGAC 

TTAAGTGATTCTCCTGCCTCAG(XTCCCAGGTAGCTGGGATTACAGGTGT 

GCGCCACCACGTGCAGCTAATTTTTGTATTTTTAGTAGAGACAGTGTTTT 

GCCATGTCGGCCAGGCTGGTTTTGAACTCCTGACCTGAGGTGATCCTCTT 

GCCTCGGCCTCCCAAAGCGCTGGGATTAACAGGTGTGAGCCGCTTTGCCT 

GGCCAGGAGATTTTAATATACCTCTAAAGTAACTGACAAAACAACCACCA 

TGAGTCAGTAAGGATATTGAGGATTTGAACCTCATCATGTACCTGCCCGG 

>Sequcnce 510 

CCGGGCAGGTACTTGGCACATCTGGAAAATGACGGAGTCTTTCAAAAATA 
CTGCTGGGAAGATGACCTGTTTTCACTCTCTCTCTAGGCAGGTTCACATC 
ACCAGATGATGCTGGATATGGCTCCACTCCAAGGAAAACAACCTTTTCTT 
GGTCITTCAATGGCTGTTTATGAGTATACAACAAGTGCTTTCTATATAC 
>Sequence 51 1 

AGGTGCTGTCGCCCGGGCAGGTACAGCTCAGTGCATTTTACGCAAAGTGA 

ACATAGCAGTGAACCCAGACTACGGACCATAACATTACCAGAAGGCACGA 

AGTCCCTGGAGTCCTCTTCTAGTCAGTAGCCCTCACGAGTAACCAGGATC 

CAACGTCATCTTGTTCGGCTTTGACTTTTACAGGAATGGAGTCACCCAGT 

TTGTCTTCTTTTGTGCCTGCTTCAGCTTGCTGCGGGTGCTGTAGCTGGCC 

TGCCCTGGTGTGGCCGGGGACTCCCTTGCGTGAATATACCCCATCGTTTC 

TCAGTCCCTTGAACTGTTTCCAGCTGGGGCGATCGTGGATAGTGCTGCTG 

TGAACAGGCrTAAGCACGTCCCTTTTTCTCGAATTTTATTGAAATACAAC 

AAAGTGCAAACATCACAAGTGCACAGCTCGATGAGTTTTTACCGACGTAT 

ACACCCGTGTAGTCACCGCCCGCAACAAGCAAAGAATGTTTCCTTGCACC 

CCAAAAACCTNCCTTGTCCCTACCTTTGCCACACCCCCGCAGAAGGTCAT 

CACAATTCTGACTTCTTTTTCCCATAGACAGATGCCTNCGTTCTTTGAAT 

TA ATATGAT GGGATCATACAGAGTGTGCTCTCTCTGGAGAAGGTNTAAGA 

TTCTT1 11 1 AAGGCATTCTTGGGGCCCTGGGGTTCATGGAACCGGGGAGA 

GCATTTTTGCAGACCTTACAGGCACCGCGGTTAAAACAAGCGTGACCAAG 

CCGCACAACGGGGAACAAGACAAAACTTGAAAGTCCTTCTCACGTGCAGC 

CTTGAGGTT 

>Sequence512 

CCGGGCAGGTCTTCAGCTCCTGGACTCAAGTGGTCCTCCTGCCTCGGCCT 

CAC AAAATGCT GGGATTACAGGCATGAACCACCACACCTGATCCTAAGTT 

gtai mrn ICTGCCATAATTTATTTTATATTTAGATTTTACTATTTTG 

ACGGAGGTATTTCCTAAAAACCGAAGTCCTTGTAGATAGGGGCACAATTA 

ATTCATTAGTTAATTAAGACCATTCATGGTTTGATCCTTGCCTTCCTCTC 

CCACCTTATTTCTAACTGTGGTCTCCTTCCTTCTGTCTCTGCTCCTCCCA 
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TTACACTGGCCTTCCTTGGGTCCTTTGTACCT 
>Sequence5l3 

AGGTACTCACTCACTGAATGGCCACCTATGCCCAGCACTCATTGCACTGA 

aattataggtagcttctgatck}atttggagataagaggck:ctttggaatt 
atcatctaaatgtctitcaaacttgtaatatcactactacttggcaacgc 

AAAGGGCTTGTCCATGTGAAAGCTCACCTTCCAATATGAACTGCTGGAGA 

CTGGAAACACCGTTACAGAGTGTCTGCAAGTCCATGCAAGAAACATACAG 

CGCATTCATATTGCAGCATTGATTTTTCAGGTTAATTTTTAACCTCTGAG 

TTGGAGAGAAAGAAAAAAAACCAAAAGGTTCAGTCTATGAAGTTGTTGCT 

ATCTAAACACTCCCAAAACCCATTACTGAAATTTTGCGTGGCACATAACC 

CACGTGGCTTATTTCAAGTGGCTGAATGAACAAAGTTTATGAGAGGTACC 

TGCCCG 

>Sequence514 

AGGTACTTTCAAGCTCATTGCTAGTAAAGATATCAGGCTAATAACAACTC 

AGAAACTCAAGTTTATTTTCTACACTATCTTAAAAATAAAGTGAAAGCCA 

ACAACTATTGAGTAGCTATGTAGCAGACAGGACTTTACTGACACTACTTC 

TAAAG AAAT CTACAATCTAGGCTGGGCGCGGTGGCTCATGCCTGTAATTC 

CAGCACTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCG 

AGACCAGCCTGGCCAACATGATAAAACCGCGTCTCTACTAAAAATACAAA 

AATTAGCTGGGCATGGTGGCGGGTGCCTGTAATCCCAGCTACTCGGGAGG 

CTGAGGCGGGAGAATCGCTTGAACCCGGGAGGCGAAGGTTGCAGTGAGCC 

GAGATCGAGCCACTGCACTCCATCCTGGGTGACAGGGCAAGACTCCGTCC 

CCCCGCAAAAAAAAAAAAAAAAAAAATCCCCATTTAAAACACTTGCAAAA 

AGGGGAAAACCAAACCCTTCCAATTTTTTATAAAAACCCGAGAAGGGGTC 

CCGGTTTCCTTTAACACCGGGGGGTAAAAACCTTTCCAAAAAAAAAGGGT 

TACCGTTTCCCCTTTGAGGAAAACCTAAAAAAATTGCTGCCCTTCCCGGG 

CCGGGTAAGCCCA ATTC CATGGGGATTTAAAAAGGTCCTTTTGGGGGTAA 

AGGCCCAAAGCTCTTTTAAGAATTTTTTCCCCCGGGGCAAGGGAAAAGTT 

TTATACCTTCCGGGCGGGCCGTTTAAAATAGGGATCCCGGCCTGAGAAA 

>Sequence515 

AGGTACAGAGATAAAACTGAGGCTTAGAGAAGGTCAATACCTGGCCCAAA 

CCATATCTGTTAAGTGGCAGAGCCAAGATTTGAGCTGTCTGACTTCAGAC 

TACTAAACTATTCTACCTCTAATATAACATATATGAAAACAACTATCAAA 

TGGTAAAGTCCTAGGCAAACATCAGATCTCACTATCATTAAAACTTTTCT 

CTGAATCTTTACTTAAAAATTACATTATGTGACCGGGCACGTAATCCCAG 

CACTTTGGGAGGCCGAGGTGGGTGGATCATGAGGTCAAGAAATCGAGACC 

ATCCTGGCCAACATGATGAAACCCTGTCTCTACTAAAAATACAAAAATTA 

GCCGGGTGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCTAGGAGGCTGAGATTGCAGTGAGCCGAAAT 

AACGCCACCACACTCCAGCCTGGGCAACAAAGGGAGACTCCATCTAAAAA 

AAAAAAAAAGGCACTTTTGGCTAAT 

>Sequence5l6 

NGGGGCGTCTTACGATAGCTTAGCCAATCGAGCTGCGCCGGCGGCCAGGT 

ACAGGCACTTTCTTCAAAGCTCCTTCTTTTGGTGACATCTGGAGCTTCAG 

AGGCAGTGGGAGATGGAATGGGGGTCAGATCCATGGAGATCATTATTGGC 

AGCATTATTGGCAGCAATTCCTGAGAAACTGAAACAATTGAGAGAGAGAT 

GGCTTACTTAGCTCACTTAGCTTCTAAGCCATTTTTCATTTGCTGAAAGT 

AATGGAAGCCAGCAGCCTATTCTTAGGATTTAATAGGAGATTTGAGTAAA 

ATTTCATTCAGGAAGGTTCTCATTTTTCATTTTTAAAAGTGTGAATTCCC 

TGTTCATATAGAGCAGAGCTATTCTTAACAATATTGCATATTTAAAAAGA 

ATCAAGTTGTATCCTTGAGATACAGATCTCTATCGCTTGGTAATCATCAG 

CTCTAGCATCTTATTTCACTTAAAAGCAGTGCTCACAGAGGCAGTTAGAA 

GATGAGGATAACTGAAAAAACATTTACGATATAAAGCAACCACGTTTAAG 

ACTGGAAAGTGATGCTATCACTTATGTCAAAGAAATAGCAACCGGTTAAA 

AGATGTTCAAAGTATGTTAAAATTAGCCTAACAGCTTGAATCATATGAAA 

TCTGCCAACATCTTGTACATTTGCAAGAAATACACTGATTTATAAACGCC 
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AATCTGCAATTTGGGTTTCCAACCCGCGTTCCTCGGCCCGTTTTAGAAAC 

AAAGGGATCCCCACGGCTGCAAGGAATCCAATTTAAGGCTTTTTGATACC 

CGTGCCCTCAAGGGGGGGCCCGGCCCCAACTTTGGTTCCCTTAATGAGGG 

TTAATGCCCGCCT 

>Sequence517 

TGCCTTGCTGCATACANATGACAACACCCGTTTCTCCATGTGGTGGCGGC 
CCGGGGCCATTGAGACTGCCATGTTTTACTTGAAAGGCCACGTATTTGTA 
TTACTTTTTTAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGAC 

cactggaacaatgagaaggagagaattctactggtcacagacaagactct 

cttgatctgcaaatacgacttcatcatgctgagttgtgcgcaactgcagc 

ggattcctctgagcgctgtctatcck:atctgcctgggcaagttcaccttc 

cctgggatgtccctggacaagagacaaggagaaggccttaagatctactg 

ggggagtccggaggagcagtctcttctgtcccgctggaacccatggtcca 

ctgaagttccttatgctactttcaactgacatcctatgaaatacaccagt 

ggagaaattccttgaaattttgcaagttgcctgggttcatgtctaagctt 

GTTCCAGCTATCCAAAAATGCCTACAAGAAATTAACTGGAATCTGGAAGA 

GGAAAGAAAACTGATGGTGGTTAACTGAAACCCATG 

>Sequence5t8 

CCGGGCAGGTACTTAGGGCACAGAGAGGTTAGCACACAATGGGTCTAAAT 

ATACCACTGTTTGGGGATAAATAGCTTCCAGGGATCTGGATGCAGAATAA 

GCTAAGCCAGAAAGATTCAATGCAGTCACCTCAGAAAGTCAGCCACATGC 

ATCTTGGAGAGGCCTTGTGGTTTCAGGGCCATTCTAAGAACGCAGCTATA 

CTATAGTCAGTCCAAGCGGTCATCACATTAAGGAATCTCAATTTGTGAAA 

ACTAGTATTTCAATAAAAAAGGAGAACACTTGTTTTGTTAAAGGAGTGAT 

AACnTCACGTGGATATTTGTCATAGGTTGTATTTAAATGAAAGCTACCCT 

GACTACATTAAAATATGATTTATTTAATTCAAATGTATTTTGCACATATA 

CGACTTTTAAAGAACAAGTTCATTGCTTAAGCAAATTAGACTCAGATTGC 

AGAAATATGTCTCATATGCAAAGTCATCTGGATTAAAATAGATACCCAGC 

CCAATAAAGACTATTTATCTTTTCATTTCAAAAAAGAAATTCCACCGTTA 

TATAAACTCATCATTCAGCAACCAAATTTCCATGAAGGAAACAGAAAATA 

TTTAGAGTATTATTGGGCCTTAAACACAAGTGATTAATCCTGGAGATACT 

TGTGACCAAGGATTGNTTTGTTCTTGACCGCAACCTAATTTTAAATGGTT 

TGTGTAGCAATTTGAGTGTCAAAAAGAGGAGGAAAAAGCCTTCCTTGACA 

AAAATGGCCCGAATTTTAAAAGAAAAGGAGGCA 

>Sequence5l9 

AGGTACGCGGGTTTTGTGGAACAGTAAGACTCACTTACAAGAAGTAACAT 

GCTGTGTTTCTGGATGATATTCTTATCTGAGTACAAAGCACGATGAGATG 

AGCAAAGTTAACATGGCACAGACTTCCTGGTTTCTCCCATACCTGTGGCT 

CTTGTTGCCTGCAACCTGGGGTCTCCCATTCATGTATATTTCTCTCCTTG 

AAGCCTCCTGACATCAATCCCTGTCTGAGGCAATTTCCAAAATAAAAATA 

ATAAAAATAAAAAAGGTTCCCTGCCCCTGGCGGCCCGTTTTAAAAACTAT 

TGGGGATCCCCCCCGGCCTGCAAAGAAAATTTGAATATTCAGAGCTTATT 

CGGATACCGGATGAACCTTATAGGGGGGGGGCCCCCGGTACCCCCAGCTT 

TATTGGTTCCCTTTTTAAGTGAGGGGTTAAATTTGCCCCCGCTTGGGCGG 

TAAAATCAATGGTACATTAACCTTGTTTTCCCTGTTGTGAAAAATTGATT 

AATCCCGTATTAACAAATTCCCACAACAACCATATCTGAGCCCGGGGAGG 

CATTAAAAGTGTTATAAAGCCCTGGTGGGTGGCCCTAAATTGAGGGAAGC 

CTAA 

>Sequence 520 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTA 

>Sequence521 



Page 96 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 522 

AGGTACAAGCAGTAATTGATTCACTGGCCTTGGACTACTTGCAGGTCAGC 

TTGTCTCACATAACAGGTTGGTATATGTATAACTATCACATAATTATGCA 

TTTTAGTAAAAATAATTGTTTAGAACTGGCTTCGGGCAGTTGTGACCTCT 

AACTGGTAATTCCTTGCTTCTTCTGTATGTGTCCACCTCTTGTGCTGTGC 

GCCTAGCCAAATCAGGGTGCTCTTGAGTAAAATTCTTCTAAAATTAGGCA 

GCTCATCAAGATTCCACTTCTTTTTAAACTTAATTCTCCCCAAGGTTTTC 

AAACrrCTTTCCAGATAAGGGCCCTGCCCTACTTCCTTCAAATCGAGGTG 

CACCAAACCCTCTGTCC 

>Sequence 523 

AGGTACAAGCAGTAATTGATTCACTGGCCTTGGACTACTTGCAGGTCAGC 

TTGTCTCACATAACAGGTTGGTATATGTATAACTATCACATAATTATGCA 

TTTTAGTAAACATAATTGTTTAGAACTGGCTTCCGGCAGTGGTGACCTCT 

AACGGTAATTACCTCGGCTCTCCTGAATGTTCCCACCTTTGGGCTTGGGC 

CCCTAACCCAAATCAGGGGGCTTTGGATAAAATTGTTTCTAAAATTAAGC 

CGCATCAAT AAGGATC CCATTTTGTTTTTACCAAATTTTTCCCCAAGGGT 

TTCCAAAACCTTTTTTGACGATAAGGGCCCTCAGCCTAACTTTCTCTCCA 

AATGCGAGGGGCACAAAAACCTTTGGGTCCCGGCGCGCTCTAGAACATAG 

GGGGTCCCCCCGCGTCTGCGAGAATTATGATTACACGCTTTATGGGATCC 

TGTCACCTCTTCGGGGGGGGGCCCGGGCCACCCAATATTGGGTCCCTCTT 

AAAAGGGGGTAAAATGCGCGCGCTGTGGCGAAAATTAGGGATAAAGTGTG 

TCTTTGTGTGAAAATTGGTTTGTCTGCCAATATTTCCCACACATTTATAT 

AGCCCGGGTGAGAAATAAGTGTGAAACACCTGGGGTCCCATAAGGGCGCG 

ACTCTCACACATATAAGTGTGTATCGCCTAAACACCCCTTTTTGAAAGAG 

GAAAACTTGTGACGGCATCTATATTAGATATACAGCCACCACCCCGTGAA 

GGAGTCGTGTTGTTTTGTGGCATATATCTGATATCTCTCAAAGATAGATA 

TAGTCTTGACATTAAGTGGTGGGAGGGGTGTGAGAGTAATATAGGGGGGG 
AT 

>Sequence 524 

ACGTCCGGGCAGGTACCTTTGTAAGTCTTTGACATTATGAATGAACACAG 
GATTATGAAATTGTAAAGGTTACTTTCT 

AATTTTAGTTTTCTTAACGGTATAACTTGATGCAAATATATACACAGTAG 

ATACTAACTTTCACTGAAGTGTTTTCGGGAGGGAGGGGCACTTTACAAGA 

TGTGTTGCCTTTAGTTTTTCCGGTAAGGAGACAGGAAGACACAGACAGAG 

GCTCTTAGGGCACATGGAAAGCGCCTGCCCCTGTGCCAAGAACTTAAGAG 

AGAGCCGGGGATGGACCCTCCTTGCTGTGGCTCCTGAACAGTGCAGCCTC 

TCTTCTGATGCACTCACCCTGGCGAGGAGAACCGCTTGTGTGGCGACTGC 

TTGGCCCAAGAGCGAGTAGGATTGTTGACTCAACTCTCTTCGTGTCTGCT 

CAGAGGGGAGGAACACCTGGCTTCACCTGTTTACATAACTCTTGTTGATT 

^GTCCCTAAGCTCTTCCAGAATGCTCTTTrGGGCTTTTCCTCAAAAGG 

JTTTTAGAAGAACAAGCTTTTTGGGGTGGCAAGAAATTTAGGATGGAGAG 

TTTTGi 1 1 1 I AACCTATTAGTCAACGTGGCATCAGAGAACCACATGTGCC 

CCACAGTCAGGGGCATGTTCAGGAAATATTTGTTGAATATTATTTAAGTG 

AATGACTGGTTGCTGGAGAACAAAATTTCTCTGATGAACTTGACAACGTA 

TGTTTGTGGATTAAGTAAACATACCTACCATTTAAAACTTTTAATACATA 

ACAGTAGTGTACACTTGAATGTCATTT 

>Sequence 525 

AGGTACTAGTAAGTTCTGGGTAGGGGGTGGATGAGTCCTATGAGTGGGGG 
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GCCCCAGGCACACAGGAACCATAGTTAACCACTCTTCACCTACAGAAGAG 

CTCCTCAGGTCAAAGCTTCACTGTACCTGCCCG 

>Sequence 526 

AGGTACAATCCTGCCCTCAAGAAGGTTAAGGTCCAGTTGGAGGAGACTTA 

GGAGTTCAACTGACCCAGTTCTGCAACCTTAGGTGGCTGTCCTCATCCTG 

ACAGGAGACAGGGGACACACACAAAACAGTGATTTAGGCGTTAACAAAGT 

GGCTTTACAAAGGTGTAGACAGAATATAGGAAATCCAACAAGGCCTGGTG 

GAGCACCATGAAGCTGGTGACAGCAGGGAACAGTGGCCTCCTTAGACTTA 

AGGGGCAAGAGCAGGAAGAGGTTCTGTGGCCCAAAAGGGGTGAGGCACAC 

AGAGAGGGTCTGGACAGGAGCTCTGGTCACCAGCCTCCAAGGACAAGGAG 

GGAGGCCGCCTGGGGAATATGTATCTTGACCTCATCTTCTTCCTCCTTCC 

AGTCTCCTATTAGAATCTCCCACCGGTCAACCCCAACCAGAAACCAGAGG 

GCAGTGGGGGTCCATTAATGTGATCTACATTAGGGGCACAGGGCAAGATG 

GAAAATGATGGAGAGTGGATCTAGAGGACCCGGCACCTAACTGTCACCCG 

ACTCAGTTATCTCTGTTCTGTCATCGACTGCTGTTTTTTTCTGACCTACC 

TTTAACCTTCCCGTAGCTGGTACCTGCCCGGGCGGCCGGTTTTAG 

>Sequence 527 

CCGGGCAGGTACAGGGTTTACTCAGTCCTGTTGTGTAATAGGAAGCAGGA 

AAGGGCAAGGGCCCTGGGAACAACCTCAGCCCTGCCACTTACTGGTCATG 

TAACCCCGAGCAAAATGACCACCTCTGAGCCCCAGTCTCCTCTTCTGTAA 

ATGGGTATACCACCACCTACTCATAGGCTGCGTGATGAGAAATGGAATAA 

TGTCAGGGAGTGCCTGGCATGACGCTGGCACCCTGGAGGCTCCCCAGGAA 

CGGTGGCTACTGCCTTCAGAAAAACTGAATCTACTTCAACTTATTTTACG 

TAGGTCA AAGCA TCCAGTCAGTGAGTAAATCAAGCTGCAAGATTCATTTC 

TACTTAACTTTTAGGAGGAGTCATCCCATGATACCTCGAATAGGTCTCAA 

AGCACATGCATGATATAAATGATTCACTGATATGACTCTGGTCAGATGTA 

TGTTCTTATGAAAAACCTAAGTTCAGGGTTTACCTAACATACATGGNGAT 

ACTCATCTTCCAACTNCCAAAGCTTNCAAATCAAGGCCAGAGAACTTCGG 

TCATTATCACTATTTTGGGCCATATATCTGGCTTCCGTGGTAACTGGCTG 

CCTGGCTGGATGGGGGAGTGAGATAACCCATAACCCTATACATGGATGGG 

CTGGCAGGGACATTACCAGGCTAAAAGATCCAACCTTAATGGGGGATATG 

GTACCTAAGCTANAACACGCCCAACTGGCATAAGTACCTTGGCCGTCTAA 

ACTAATGGATCCCCCGGCTTGAGGAATCCTAT 

>Scquence 528 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 

CCTG CCCCGGCACCTGCAAGCCAGTGTGCCACTTTTTTGATGTTGTATGT 

TTTTAATATTCCCTGAGACAGACTCCAGAGTTCTGAGTTTTCTTACTTGG 

GGTGTCAAATTATATTCCAGGAACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAAGCTGGACAGATTTTGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGCACTATTTTTAGGGCACTATTTTGTAGAACACAAGATTTTTCAGGAAG 

TAT ATTGAAAGGCCTGTACCT GCCCGGGCGGCCGCCCGGGCAGGTACTTN 

NNATTTT rTTTTTTTTTTTTI n AAATGGGGTGGTGCTGTTTATTTTTAA 

AATCACACATTGAATACACACAACAATCAGATTTCTTCACCAAACCCCCA 

ATTTTTTAGTAACTGGCTCTATTCAGCACCAAAAACTCCAGTCTGTGGGA 

AGTGCACAGACACAGACTTCACTTCTGTGTCTTGGTCCAGCCAATCCATA 

GGTAATTGTTAAGGTTCAGGACTTGCCCTTTTTCCTTCCCTCTTAATTGC 

TTTTCAAACCCCAAGTTCTAAGGCTTTAAAATTTTGGCCCACAACCCCTT 

TTACCACCTAATTCCACCGCCCTTTTGGAAAGAATCAAATTATTTGGGAT 

TAATGAAATGGCCGGGCCTGGTTTCACAGGGGATTTTCCATTCCAAGAAA 

ACGTTTCTTAAGAGTTCGAAAACTTGGTCTTG 

>Sequence 529 

CCGGGCAGGTACATGCGGTTTCTTTGGGCAGGAACACCCTCCCTTCTACC 

ATGGTCTGTAGGAATTGAACCTTCCGTGCCGTTTTCAAATGCTGTCTGTG 

CTCGGAAAATACATAATATCAAGTCCCTTACTGAACCCCCTACAGATTGT 

GTTCATAAGGTGCTTCACTGCTGTTGGTCTACCTGGCCTACTGTTTGTAC 

CT 
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>Sequence 530 

CCGGGCAGGTACTGTGGCATGTCACACTACAAGGAGCAGAAAGAACAGCT 

CCTCTAATATAGAATTGCCAGGGTACACTGGCAGGTCATCATAAGCTGCC 

CTGGCTCTATAGAGCTCCAGCATTCAGACTAGGAACCAATGCACGCGTGC 

AGCCATGCTTGTCAGTAATAAACTTCCCTGGACTTATACTAAAACCGTAT 

TTTATTGATATGTCCAGTATGTTTTAAGAAAACAGTCTCAAACTCGGGTC 

TATCTAATATTACCAGCCACTTAACACTATGTGATAACTTTTTATGCTTT 

CAGCCCTGGATATTCTTTGAAGAATATTTTCTATAAGGAGTTCTAAAATC 

CTTCGATCCTCATATTGATACAAAAAAATTAAACACATGAACAAAATCTC 

TGTGCTTCACACAAAGGTGAGATCCAACCTGTGGCCCCATACAGTCACCA 

GTGTCATCAAATAGGCCACTACAGTGTAGGGGGATGCAGGGGCAGCTTCA 

AGCCATGAATGAGACAGCATTACACTCTGTATACACAGTGCCCTAGAATA 

TCTGTGTGAAACAGGTGGAGGAAAAAAAGATGACTAATTTGTGTGTGTGT 

GTGTGTGGGTGTGTGAGAAAGAGAGAGAGAGAGAAAGACCGAGAGAGGTG 

AAAAGTTCCATTTGGTGGTGGCATTGTCTTTTAACTTCTTTTTCATAGGC 

ATCAAGAAAATTCCACCCCCTAAGCCAAATTAAATGGCTCATAACCCAAG 

AGATTAATAAGGGGTATGGCAGAACCGGTACCTTGCCGTTT 

>Sequence 53 1 

CCGGGCAGGTACATGAGTCCCTTCAGGAAGTCATCAGCrrTGTTCAGTTT 

CCTCAGATTAGATAGTAAAACTGAGATTATGAACTATAAAGATGTGTGTA 

ATTTATCTGTCAGTGAACTTGACTTTAATAAAAGCTnTTGAAAAAGAAC 

TCTGGGTGGGGTGCATTGGCTCACACACATAGTCCCAACTACTGTGGAGG 

TCAGGGCAGGAGGATCACTGGAGCCCAAGAGTCCAAGATCAGCCTGGGCA 

GGATAGCGAGACCCTGTCTATAGAAAATATTAAAAATCAGCTAGGCATGG 

TGGCTTGCCCTTGCATTCCCTGCCACTTGGGAGGCTGAGGTGGGAGGTTC 

GCTTGAGCCCAGGAGCTCAAGGCTGCAATGGGCTGTGATCGAACCACTGA 

ATTCCAACCTGGGTGACAGAGTGAGGCCCTGTCTCAAAAAGAGAACTCTC 

GATGTCACTGGCTTTCCATGTAAGCAGAGCACATCATGTGAGCCCCATTC 

GTGGATGTCAGTCAGCAGAACAGAATCTTGGACCTGGAGCTTGTTTGTCC 

TGTGCTAGAGGTTGGAGGGGGCTCTGTCTTTCTGTTGGTTCCTGTCAGTT 

CAGGTCACTTAAAGATTCTGTTCCATACACCAGCTCTTACAGGTTGGGGG 

AGATGATCAACCTTCCGGCTTGGCCTTTTTCCTTCCCTGACTAACGCCAA 

ATATCCCTGAATTTTCAAGGGACCCGGGACCGTCCCTTGGCCGTTCTTAT 
>Sequence 532 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCrTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTTCTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAACATAAAGACAACTTGTACCT 

>Sequence 533 

aggtacck:gggatggcccaatattaaattgggccaatgaatgtcttcttt 

TTCAGTGCTAA GGGAA AAATAATTTTGGGAGGAAGAGGTAAATACTTAAA 

T^P?^"^^^^^^ 1 " 1 " 1 " 1" l'C ATTA A A ATG A ACTTTTT ATTGC ATTTTTTTCTTT 

TTTTAGATTCTTATAATTATTTTTAGAGACAAGCTCTCACCATGTTGCCC 

AGGCTGGTCTCGAACTCCTAAGTTCAAGTGATCCACCCACCTTGGCCTCC 

CAAAGTGCTGGGATTACAGTCCTAAGCTACTGCTCCTGGCCGAGACATAC 

ATTTTTATAATGTTAAGAGTTATTTAAAAAAAAAATTTAAGGCACGTAAT 

GAAGGGTGGTTGGTATTCATTACATAAGTGTTTATTCTCTACAAGCGTAG 

AGAAATGAACACCATCATGAAATGAAATAAAAGTAAAAGTTTGAANNANA 

AAAAAAAAAAAAAAAGTACGCGGGGAAGCGCTTCCTGCGCAGCGCCTAGG 

CGACCTGGAGTTTGTGACGCTGTGATGGTCTAAAGGCrGGAGATTCAAGA 
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TCTGGGTGCCATCATTTTCTGGTTCTGGTGATGACCCCTTTTCAAGTTAC 

ATACAACTTACATCTTGCATTCCTAAGCGTTTTTCTTATTAAGCTAAAAA 

TTCACAAAACATATATCAATGAATTAAGAGGATCTAGATCCGGATAGTAC 

CTGCCCGGC 

>Sequence 534 

CCGGGCAGGTACAACTTTTGATACAGTCAATGTTTCTCTCCAGTTTCCGC 

AAATTGTTAACTTTTATCATGAAACATGAGATTTGAGGGTGTTTATCCTT 

TCTTGCATAGAGCACATGAACAGGTGTCAATGCTGATCATAGCTAGAAGT 

AGAGTGGGTCCCATGTGTAACTCCGGATGGCTAAAGAAAGTGTTCTACTT 

ACAAGAGGATGCTTCATTTGACTAGGATTGGCTCTCAACAAGGCCCGTGC 

ACCTTAGAAGAAAAAAGTCACTTCTGTCACATAAGAGCTCAACTGATTCA 

CTCAACTTCAAAAGGGCACTGAGAATGCCATGCTTTGAAAAACATACAAA 

ACAGTAAGAGGAGCAGAGAAAAGCTTGATGTGTTTTTCTCAAATGACACA 

AAACAATTTGTCTCTACAGGTTTAAGGAAAATCAATTAAAACATAATCTG 

TAGATCAGGAGTGGTAGCTACTTAAATACCAAAAAAGGAAAATAACCCCA 

AATAGAAAAGACAAANAAAGACATATCAAGGTATGAGAAGAGTAGACCTA 

TTCAAACCTATTCCAACACAGTCTGCTAAAACCAGATCCTCAGCACTGCA 

CATCTGCTGGTCAGATCTGAGCAAATGACCATGGGAGGTCAAGTGGAGAG 

CTATTCTGGACTTTTAACACTGAAAATCAGGGTGTACCTTC 

>Sequence 535 

ACGTACGTGTTTCAGTCACTGGGCTGACCTGTAACACAGCACAACCTTCA 

TAGCCACTGTATGAAGAAGTAGAAGACCCAGACTCTTGCTTTATGTTGGT 

ATCAAAAGTCATTTCAGAGTCAGGCTGATCACTCCCAAGTAACCCACTGA 

C TTCTT TACTCCAGCTCTCTGTCTGCTGTTGACTCAGAATGTTACACTTC 

ATTTTCTCCATTGCTGATATAATCATATCTGCAACATAAAAGTGGGCATT 

TTCCTTTTCTACATCAACAGGCAGCACAAATACCTCTGGTGAGAAGGAAT 

TCGAAGAAATGGTTCTTCTACTGACTTGAACAGCACCTTCATCAGCAGCA 

GATGTCAGATGGGAAGGCTCAAAAAAAGCACTGTCAGTCTCAGGATATGG 

GGAGGTGGCCAAAATCCCAGGGCTTGTGGGCAGAGACACCCGATGGGAGT 

ATTCTGGGCGGACCATGTGTACCTGCCCG 

>Sequence 536 

CCGGGCAGGTACTGCCTGAAAGGGCTGTAGGGACTTACCTGTGTCACCCA 

GTGTCAGCACATAGGGGCTGAGTGATGCTGGAAACATAGAATAGAGAGCT 

TCCTCTGGACTGCTCTCTGGCTGCCTGGGACCCAGGCAGACCTCCTGTTT 

GATCTCTGCTGCKSGTTGCTGGGAGCAGGAAACACCTACCTCGCKKjGCTTT 

CTCTTGCTAAGGCjGAAGGAAGTAGAGGTTCTGAAACCTACGAAAGTCTCC 

TGCCCCTGGGTAGAGGATTACAAGACACCAGGGCTATAGAAGCCACTGGT 

GCTGTTACCTGGTAGGGGACAGGCCTCCCTGCAGTTGCTGGTGATGTGGG 

CGGACCAGGCCTATAGCTTCTGCTGAGTATGGAGTGGACAACAGGAAGGC 

CCTTATGGGCTGCATTGACACTGTACCT 

>Sequence 537 

AGGTACM rTTTTTTTl 1'i rrn iGATACAGCGAATCACTTGAACCCAGG 

AGGTGGAGGTTGCAGTGAGCCAAGATCGCACCATTGCACTCCAGCCTGGA 

CCACAGAGCAAGACTCCATTTCAAAAAAAAAAAAAATAGGAAATTAGATC 

ATGGCCTTCTAGAAATAGGCAATATGCCATTTCCTCTGTTTATAGCTCTC 

TACTGGCTTCTTCCTTACACTTAGAACAAAATCATATTTATGACCACAAG 

GCCATACAGGATCTGTCTCAGTGGTTCTCAGTGGGATGTACCTGCCCG 

>Sequence 538 

AGGTACGCGGGGATGGGTGTGAGTGTGCTCTGCCATGAGAGATTGTCCTG 

TTCAGGGCTGGTTCCCACCTCACTCCGTGAGCTGCTGGGATGGTCTCTGG 

CCACCCATGGCCATGAACTGGAAATAAGCAGGTATGGACAAGGTTCTGAC 

CCTTATTATTGGAACTCAAATCCAGATGGAGTTTGTTGGGACTTCACATC 

ATTGGAAGGTGAATAGAAAAGTATGTCTTAAGAATTTCACCATGTTTTGG 

AAGAATTGCAGCAAGAAAAAAAGAACTCCTTTGTTTCCACCCCATTTCTT 

TTAAGGAAAACCTGGAATATCTGAGGGTGCAAGCTGAGAAAAGTCTGCTT 

ATCTGTTCCCTACTCTGGCAATCAAAAAGGATCCAAGTCTACTGTTCTCT 
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TCTCCTGGCACTCTTAACTTGCACACATTCX^AACCTTTTATGGCAAAGTA 

ATGGTCAAGCTATCCTAACAAGGACGAGCCCTTATTAAATAATTCACTGT 

GGTTGGGAAATX}GTGAAGAAGCCATCTTCTTTTGGCTTCTTTTCTCTGAA 

AATAAAAATTT GGCTAA ATTTGGATTAAAGACAATTGGGCTTCACTTTAT 

TACATTCTCTACTTTTTTAAATAGCTCGAAACTCATGACAGTACCAGTCT 

TGGTCTTGCAAAACAAGATGAATTTGGTAAATTAAACTTTTTAAAANAAA 

AAATAGATGAGGAAAAAGTTCCTTGCCCGGGC 

>Sequence 539 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATGCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGTGTTAACTTGACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAAACTGGCTATTCCTTGGCCCGGGGA 

GTATTGGTTTTGAAAGTTTTTTTGGTCCTTGGCCGTCTAGAACTAATGGA 

TCCCCCGGCTTGCAGATTCATATCAGACTATCGATCCCGCGACCTCAAGG 

GGGGCCCGGTCCCAACTTTGTCCCCTTTAGGAGGTTAATGCCCCCTGGCT 

AACATGGCAAACCTGTTCCGGG 

>Sequence 540 

CCGGGCAGGTACGCGGGGGGATAGGCAATTAATTTCATGGAGAGTAGGAG 

GTGTGGGTTCAGCTGCTG C 1 111 1 111 1 ' I T 1 CAGTG AGGCATTATCTGAA 

TGATGCTCATTCTCTCTTGAGTCTGGACTTCGTGCAACAAGCAGCAACTG 

GAT ATTAT TTTAAAATAAGCATAAGCCACCCAAAGATACTGATCTGGGTC 

CTTCTTTTGGAAGAAGAGTTGATTGAGAAGTGCCTCTTGGTTAAGGATTA 

ACCACAGGGAAAAATCCAGCAGAAACAGAAGAACTGTGGGTTTCTTACCC 

CAGCCCTCAAGGAAGCTATGCCGTGAAAGGGGTACCT 

>Sequence 541 

CCGGGCAGGTACCTGGCCTATTCCTGGCTTTGAAAAAATGGTTTTCXjGAC 

ACTAAATCTTTTATTATAATTCAAACACATTATAGTTGCTTCTGGGAGAC 

TTTTGCCTTTTGCCCTGCTTACAAACTAGCATCATATTCTAAAATCTCAG 

GAACTAAAATTACTCATTGTAATTTCTCTAAAATTCAAAGCCTATTGGAA 

TCCCTGCTCTTGTTATGTAAAATATAAATATTCGAGACATTTCACACCAC 

ATTTTCATTATTCAGCATTCCCATCAAGTGCTGGAAGGCCAGTTCGCTAT 

TTTATAATGAACGTCCTGGGTTTGTTCTGAAAGGGCAGCCTTGTACCT 
>Sequence 542 

CCGGGCAGGTACGCGGGGAATGCAAGAATCAAGTGTGTAATCTCTGTGGA 

TTTAACCCTACACCACATTTGAGTGAGATTCAAGAATGGCTTTGTTTAAA 

TTGCCAAACCCAGAGAGCAATATCAGGACAGCTTGGAGACATACGCAAAA 

TGCCACCTGCACCATCAGGACCCAAAGCATCTCCTATGCCTGTTCCTACA 

GAATCATCATCTCAGAAAACAGCAGTGCCTCCCCAAGTAAAATTAGTGAA 

AAAGCAAGAACAAGAAGTAAAAACGGAAGCTGAAAAAGTCATTCTGGAAA 

AAGTAAAGGAAACACTATCAATGGAAAAAATTCCTCCTATGGTAACCACA 

GATCAAAAACAAGAAGAGAGTAAACTAGAGAAAGACAAAGCTTCAGCTCT 

TCAAGAAAAAAAGCCACTCCCTGAAGAAAAAAAACTAATCCCTGAA 
>Sequence 543 

AGGTACCAGAGTCCATGTTCTTAAACCATTAATCTACGATGCCTCTCAAG 

TAAATAGTCAATAAGTGGTAGGTGTGAGGCTGTAGGAAAAAGAGGAGACG 

AAGGGACAGGAAAGCAGTCCTCATTGGAAAACTAGGTTTCGACTGGCACT 

GTTGGACTGGGCTGCAGTTTAGGTCCTCCCACTGCTGAGTTCCCTCACTT 

CATCTCCTGGTGCTTCTGGTTTCCCATTTATAAAATGCAAGGGAAGGATT 
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CTATTTATGTCACAAGGTGCATCTAAGGAGTAAAAAGTCACGTCATGTTT 

GACCAATGTTAGTCAGATCAAGATTTATTTTAGATAAATTATCTGTTAGT 

TTTAATTACCATGACTCAGTTTTTATGTTCACTTTTTGGTCAAAGCTAAA 

TAAAATATATAAATATATAAAATCTGGGCTCCAACG 

>Sequence 544 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAATTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTGTCTCCC 

CCCGCGT 

>Sequence 545 

AGGTACTCAGAGGTTTCCTGGCTCCAGCCATTGCTCTCGACCTCACAGCT 

ACCCATTGGGCCAAGCCACCTCCAGCTCTCACCTGACTTGCTGCAGTGGT 

CTCCCAAGAGGTCTCTCCACTCAGTCXJCTGCCACCTTCAGCCTGTTCTCA 

GTGGAGGGGGCCAGAGTGACCCTGTTAAAACATGAGACCTTTCACGTCCA 

ACCTCAGCTGAGACTTCCCCATGGTTCCTATCACACTCAGGGTCAAAGTG 

AGAGTCCCTAAGATGAAACACAAGTAGGGAGAATGCCCTTCTCAGCTGGA 

CTGGGACAGCTCCAGGGTATCCCTATTGTCCTTGTACCTGCCCG 

>Sequence 546 

CCXjGGCAGGTACTGTTCTAGCTAGGGCnTCAGGTAGATAAGTTCCATTG 

GAAGGATAATTAGAGGGAAAAAATGGTTAGAATTTATAGAAAAGTCTTTA 

TTTGAACAGCTGTCATAGAAACAAGGAGTAGACAGTCAAGTTTTTACTAA 

A GGTAG AACTT AAATCAATAAGA AATTATAAGAAGGAAGATTTTACCTAA 

ATTTTTAAACAATTTTTTCCTTTTGGCCAGGCACCATGGCTCATGCCTAT 

AATCCCAGCAATTTAGGGGGCTGAAACAGGTGGATTACTTGAGTCCAGGA. 

GTTTGAGACCAGCCTGGGCAACATGGTGAAACCCTGTGTCTACTAAAACC 

ACAAAAATTAGGCAGGCATGGTGGCATGTGCCTGGAATTCCAGCTACTCC 

GGACGCTGAATCTGAAAAATT 

>Sequence 547 

AGGTACTGTGTCAGCTTTTTACATTGAGCTAGTGCCATTGGGGGTGGGGG 

GTAAAAGCTATTCTTATTTTTAAACTCTrCAACATTTTTTAAAGTCTTCA 

ACATGATCTTTATCATGTTGTGATGTGACCGCCTAGATTTCCATTTTGAG 

GCTCTCATATAATTTACTTGACCAGTCCCTACTGGTTGACAGGAGACCAT 

CATGGTTCCTATGATTTCTCAAAGTGTGACCCCCAACAAACACCTGTCCT 

AGAAACACCTGTCCCAGAAACACCCAGTACCTGCCCG 

>Sequence 548 

CCGGGCAGGTACGCGGGGAGATGTAGTGAATCTCTGCCTGTGTGGACAAA 

GAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTGGGGAGAA 

CTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGG 

TGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGA 

ATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCT 

TCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCT 

TCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGA 

CGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 549 

AGGTACTGCTGAGAGCACAAAATCATCAATCAAACCGCGGAGAATGCAGC 

AGGCTGCTCCTACAGATCCTGACTTACCACCAGGTTATGTGCAGAGTCTG 

ATTAGACGAGTTGTAAATAATGTAAACATTGTGATAAATAATCTCATACT 

AAAATATGTTGAAGATGATATCGTCCTTTCCGTCAATATCACTTCTGCAG 

AATGTTATACAGTAGGTGAATTATGGGATCGTGCATTCATGGATATTTCT 

GCAACTGATTTGGTGCTGAGAAAGGTTATCAATTTTTCTGACTGCACCTG 

CCCGGCGGCCGCCCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCC 

CATAATGTCTATmATTGGATCAGCAATTTATAAGTCCCACATTTTGAT 
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GCCACATAGCTTTACACAGGCTGCAA 
>Sequence 550 

GGGGGGTGGTCGTTGCAGTTCGTATATGCAGCCAATTGGTGCTCCTCCGC 

GGTCGCGGCCGCCCGGGCAGGTACCGAGCTTCAGTAGCAGTCTAACAGGT 

TCCrTTCTGTCTCTTCCAAAAAGCGGGGACTTATCCTCATGGCTTCAAGG 

TCACCTGCAGT CCTTA GCTGTCCCGATAGACTTCTCTCTCCAAAAGTCCC 

TATTTTTAGCTGTTTTCACAGGGGCACCCAGAGGCAAATATTATACAGAA 

ACTGCCACATGTAGACTGTGATAACCCACACCTGCTGGACGGGAAGTTAA 

CCTTTGTATAAAGAAGAGGGTTGGCTGAGTCAATTTATGACAAGAACAAT 

TTGGAAAAGGTAATGCTGGAACTACTCAAGTCCTTTCTTAAGCATCCTCC 

AGCATTTCAGAAGCACCTACCAATTAATATGTTAATTACAAACCATTCTC 

ACCTGTTCAGGAAAGGGCCCCTGAGGTCTTCTTTCAG 

>Sequence 551 

AGGTACAGTGTGGCCTAAAACAGAAGAATGTTTAACTGCATGAAGGCAGG 

GTGCTTTGTATTGCTGGGCTTGGTGTATATTTCTTTGCTATCTAGTTTAA 

TATATTGAGCTTTACATCTGTGCCAGCCTTGCATGTCCATATACCTTTGG 

CAGGCATTTCTAGTCAGGTGGCATGGGGCAAGGGGTGTGCTACGTTTTAA 

GTCCCTCATTTCTCCAGCCTGTCCAGGTAGTGTCTACGTCTCCAACTCAC 

TCAGGAAGGCAGGAGACTTCCAGATTCACTCCACTGGTATCAAGAGTTAG 

GTTC TGGTGAGA GAGCTGGCAGAAGCTTCAAAGGACCTTGCGTCTTAGCC 

TCCTCTTTTTTTCCTGTCCTTTACAGCAAGTTGTTGCCTCTAATTTTCAG 

AAAATCGCAGCACATTTTCAGGAGACCTGAAATGCCGGGGACTGCTTCG 
>Scquence 552 

AGGTGGGAGAATCTCCTGAGCTTGGGAAGTTGAGGTGCAGTGAGCTGAGA 

TCGCACTGCTGCATTCCAGCCAGGGTGATGGGAGTGAGACCGTGTCTTAA 

ACAAATAATAATAATTTGGGGGTGATGTAGACAGAAATAAGGACAGAGGT 

ATGAAAAGGAAT AATTA TTTAGCATTTTACTAGCCAGAGATTTGGGCAGT 

CCCAAA AAGCA GCTTTTCTAATCTCCCTCTCCTTTCCCAAAAAACTTTAA 

TCAGATCCTTTAGTATCCTATGATCTTTGGGTTATTTACATACTACTTTT 

TGGAGGGGGGATTGTGGAAAGCTATCGAGATCTTTGAAAGCATTGATGAT 

TAGCAAGATGATTATTCCTGTAAGAAGCCTTAATAGGAGAAATGCAAGTG 

TAAGTTAACACTGGCTTCTTAAATTGG 

>Sequence 553 

AGGTACTGACTTGCCCAGAGCCTCAGGTCCAGATGAAGGGGAAGTGTATT 
TGTCCTGTTCATTGCATCTCTGAGACCTAATGCTACAGTCCTGCCTTGAC 
CTGTGAAGAGGAAGTCAAAGGTGTAAACAGCTCCACTGTTCC 
>Sequence 554 

CCGGGCAGGTACGCGGGGCTCTCTTCTACTGTCCCAGCTGTCTCTGTTTT 

TTAGGCAACTTTCTGTGGCTTTTTCAAGAGTGGAGATTTGGCTGGAGCAG 

GATTAGGAAGCCTCCTGCTACACGCTTTCCCTGAAAAAACCTCCTCTCTG 

GAAGGGGCCTGAGGTGAAAATGATTCACAAGGCAGCTGAGGAGTTCTGGA 

AAGAGCCCCAAAGACCAGGCTCTGAGGCCTCCCTGGGCCACTTACTAACT 

AAATGGGAGAAGATTACTTGAGAAAAAGCCTATAACAGTGCCCACCATGA 

TACCCCATTGTGAATTACCATTTGGAGGTAGTCCGTCCCCACCTGGAGTG 

GATCAAAGACAACATAGGCCAACAGGGAAAAAGTTTGAGCTTTGCCAGGC 

TTATATTGGCTGCTGAATAAAGGTGATTTTCTCTTGTGAAATGGCTTGGA 

CCCCAAAGCTATAGCACAAGCAAGCCAGGTCATTAGAAGCCACTCCTTTC 

TTTTGGAAGCTGCAAGGAAAGGGGACCTCACAAACCAAATTAGTCTCCTG 

GATTCCCACATTGCCCCAAATAAATTTTGTTCTCTGCATGTGTAAACAAA 

TACCTATGGCGTCCGGGCATGTACACGTATGTATAAACCATTATTTCTTA 

ATGAGACTATATATACAGTGCCGGTCCGGGCATTGGTTTAAATAGACGCG 

TATGAGTACATATATACATCATTTGGGAATACGCGTGATAGGTGTACTTA 

GATATAAATGGGCATGGGAATATTAATCATAGCATGAGTGTTAATCATTG 

TCTCGCACATACAGGAGTGCTTGATATAGTCA 

>Sequcnce 555 

AGGTACTGTTTCACTTTCATCACCAGTAGGTAATTATTACTATTATATAA 
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gt ttcta aaaggtttgtttttgcatattcaaataaatatgaatttccatc 

ttctt ttact caaatggtggcatattatacacacagttttnntttgagac 

cagagttttgttcattgttgcccaggctggagtgcagtggcgcaatctcg 

gctcaccacaacctccatctcccgagttcaagcgattctcctgcctcagc 

ctcc cgagt agctgggattacaggcatgtgccaccacgcctggctaattt 

tgtatttttagtagggaccaagtttccctatgttggtcaggctggtcttg 

aactaccggcctcaggtgatctggccacctcggcctaccaaagtgctaag 

attaca ggcgtgack:caccgtgcctggcccacactgtattatactttagg 

TTTTTTGTGTAGCAAGTGTACCCTTGAGAAATTTCTTTTTAATATTAAAG 

GAGGGATTGTGG TGTT 1TTTAAAAACATATGGGATAAATTTAATTTTATA 

GGGAGAGTGACATTTTACCCATTTCCTGATTGAGAGTATTTGGGGCGATT 

TCCATTTACCTGGACACGTGGAACATGCCCGGGACGGGCTTATTTGAGAT 

TGTGGATtTCCAGGGGTGTGAGGGATn'GGATTTCAGTTTTATTGTACCC 

GTCGCACCTTGGGAGGGGGGCCCGGACCCATCTTTTGTTTCCTTTATGTG 

GGGCGTAATTTGGCGCCCTTTGCGAATCAATGGCATATGTGTATCCGGGT 

GAAATATGTAATCCGTCACATTTGCCCACATATGAGTACCGGG 

>Sequence 556 

CCGGGCAGGTACTTTGAATGCTTCCTCCTGGAAGTGAGCTACTCACATTT 

TATGAGTCAAAGCAAGTCTCTTAGCCCCACTTCACTTTAATAGGGCAGGT 

ATCACTAGCCCTAATGACCACTTCAAGGGGTAGAATATGAGGCTGTTAAT 

ATTAAGGAAACAACTCTGAAGTCTAACATTATTGAAACCAGCATTCTGGT 

AAACACAGACAAACTATCAAAGACAATAATAATAGGATCATAAAAGTTTC 

AGAAAGCACAGACACGGCTGAAACACTAACACCCAACTGGCAATGGAATC 

ATTCCTGCCCTGCCTTCCTGAAGAAGCCCTTTCTAATTATGTAAGGCCAT 

ACCACTGTCTTTCTCCCAACACTTATAGAGTGCTGGCTGGCCTCATGACC 

CTCTGGCTTGGGATGATGTCCCTTTATACTATTCTTTAACTGCCCTCCGG 

GGAAATGGGTCCTTCATAAAATGGGCTTAAAGGTCTTAAGGCCAACTGTG 

ACAATCTTCAACATGTACCTCGGCCGGTCTAAGAACTAGTGGAAACCCCG 

GGGCTGCAGGAAATTCCATATTCAGGCTTTATTCATCCACCCCACACCTT 

CAAGTCKjGGGCCCCCGGCCCCCACCATTTGTTTCCITTATTGGAGGGTTA 

AATATGCCCCTCTGCGGTAATAAAGGTGAAATACAGGTTCCCTGGGGAAA 

AAGGTTATACCGTTCAAATATCCACACAACCATCTAGACCCGGAGGCTAT 

AAAGGTAAAACCTGGGTGCCTTTAAGATGAGCTAACTACATTTAAATGGG 

TTGGCCTACCGTCCCCCTTCACGAACGGGAAACCCGCTCGCCCCTCCATT 

TTAAAATAT 

>Sequence 557 

AGGTACATCAGGCAGTCACTGCTCCCGTCATACCGGGCACATTTCACCCA 

CAGGCCTGTGTAAACAGTCAGGTTCTTCTCGTTTCTGTTGAATGTGATCA 

ATCGTAATTTTCTCCAGTTGGGAAGCAGAGTCCCTGCAAAGAGGCCTGCT 

ACTGAGGCGATTCCACACAGGAAGGAAAGGACTGTGGCTGCGTGGACATC 

CCGACAGCCCATGGCAGGCAAGCTTGTGGAGTACCTGCCCG 

>Sequence 558 

ACGTACCAAGTACCAGCCTGGGCCTTAAGAGGTCTTGCTTGCTTCTGTTC 

CCTTTGGAACTCTGTTACTGCTGTGAGCACGTGAACAGGCTCACTTGGTG 

GAAGGGGAGCAGCTAAATGGAGCAGAGCCAAGTCATTTTACTTGAGTCTG 

GCCCTCTCAGACCAGCCGTCAGCCAGCTGACCAAAAATGTGTTAAGACAG 

AACAGCCAACATCAGCAGAGCCACCTACCTAACTTGTACCTGCCCG 

>Sequence 559 

AGGTACTAGAGAAGACACCAGGATGGCCAGGAGACAATGGCAGCATTAGA 

AGGCCCTAGTTGAACAGAATATATAATTTCATTTAACAGCTGCCGAAGCT 

CATTACGCTGGCATGAATGATTCTTTACAACCACAAAAAGAAAGAAAAAC 

AGACAGCAGCCTATTTACAGATGCAGTGAGAGCTGTCCCTTGCTTTCCAG 

CTTTCAAGGGAAGCAAAACATGTCTGCATAATAACTTTAACCTATAATTC 

AACGCTATTTAAAAGTGTAGCTTGCCATAAGCTTACAGGGATATTTTTAT 

ACTACATTTTCAAAACCTCCACAATCTCTCAGCAGTTTCTGACTGTATTG 

CTTCCAGGCTTGCTGCTACCTGCTGCGGGGCCAATCAAGCAGCAATCTAC 
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CCAGCACAGGCCATCTTTATGGCACACACCCTCCTGGCACTCAAACATTT 

TTATC(^AACATACTTTGCATATCTTCATGTTTTCAACCTGAGGAAAGTA 

TAACTCAAATGCCTTTCACAACTTTTTTAGCTTA 

GATCTTCAACACCTTATTT 

>Sequence 560 

CCGGGCAGGTACCAGCCAGTTTTGAGATATACCTGGTTAGCTTTAATGTT 

ATTAAATT GTTCCG GTGAGTTTTGCAAATGGACAATTGAACTTTGTTCTG 

CCAAATTCTTn 1 TATTGCATTTAAACTTCAGGGCTTTTTATTTCCGGCT 

TATTATGAATGGATTAGTCATTTTGTGAATATAACTCTTCATTGAGTTTA 

GGGAGAAATAGGACGTTAGATCCGAAGATGCTATTTGTTTAATCACCAGA 

ATGGACAAAATTATACTTCATTTACTATCACGGAGGCATGGGGAGAATAG 

AGGCCTAGGGG TGCGTCTTGTGGCTCTTACTGGTTTTGTGAATCTGCnT 

Ti i i inn 1 1 iGAGAGGGCTTCCCATTATGTTGCCCATGCTGGACCCCA 

ACTGCTGATTTACTGGCTTTAGAGATCTTCTCGCCTCAGTCTCCCAAGGA 

CCTGGGACTATAGACGCCTGGAGATCATTTGGCCTTAAGCTGGAAGTTGC 

TAAAAAACATGATGTTCACAATACCCTTGAAGACCCCGAACAACCTTTAG 

CCCCCCCA 

>Sequence561 

CCGGGCAGGTACACTCAGTGCCTTACACGTGTTGTTTCATTTCATCTTCA 

CAATAGCCTTAGGAGATAGGTGCCATCATTTCTACTTTATATATGAGGAA 

ACTGATGTGAGGGGACAATGTGTGCCCAGGCCACCCGATCAGTGATTGGT 

AGGGCTAGAACTAAACCCAAGGCCTGTGACTCCAAATCCCACCTTTTCAC 

AAACCAGAGTGCCTCGACAGCCAAGTCrTCAATACTAATTTACTCACGGT 

GTTTGTAATAAAATATGAGGGTAAGAGAGGTCAATGTTTTTTTTTTGAAC 

ATTGAGATTCTTCAGAACCACACAACTGTCTAGAGCTATGCTGTTTGATG 

TGGTAACCATTAGCCACCGATGGCTACATTCATTTAAAGTTCAAAACATG 

GCCTGGATGCCAACACGTGTCGCCCTATGGCAGGACGATAGACGGCATGG 

GCTCAA ACACGAG AGTAGGTTTCTGCTGTCTTCATTGTTTTTTGCATTTC 

T GGGTCC TTTTTTATATAACACTTGGAATACATGTGCGGTGACAAACTTT 

CC 1 1 i l l AGATTGGGG 

>Sequence 562 

CCGGGCAGGTACCATTCTCCAGGCACATACAACATGAAATATCATACAGC 

TGTGAAAGATCTGGTGGAAAGCTGGAATATTGAGGAAGAAACATTTTTTG 

AAAATTATTTCTCTCTCTAAGTCAGTAAATGTTTGATATAATTCTGAGTG 

CATGGCTGTAGTCTGAAAGTTTATGTGCCCCTAAAATTAATATGTCAAAA 

TCCTAACACCCATGGTGATGATATCAGGAGGTAGGGCCTTTGGGAAAGTA 

ATTAGGTCATTAAATTAATAAGGAAATCGTATCCTTTTTTITTTTTGAGA 

CGTAGTCTCGCTCTGTTGTCCAGGCTGGAGTGCAGTGGCACAATCTTGGC 

TCACTGCAACCTCCGCCTCCTAGGTTCAAGCGATTCTGCTGTCTCAGGCT 

CCT GAGTA GTTGGGATTACAGGAGCCTGCCACCACGCCCAGCTAAGTTTT 

GTATTTTTAGTAGAGACTGGGTTTCACCATGTTGGCCAGCCTGGTCTTGA 

ACTCCAGACTTCAAGTGATCCACCCGCCTCAGGCTTCCAAAGTGCTGGCA 

TTACAGGCGTGAGC 

>Sequence 563 

CCGGGCAGGTACAGCTGGATGTTGACATAGTCAGGTCTGTTCTCTTGCCA 

AAACTTGTTATGCAACATACAGAGTAAATCTGCAAACCAACGGAAGGACT 

GGATATCTCTGCATACCCAAATAAAGTATAGTCTTCTAAGCTTGTATGGT 

TTCCAGTCATCCAACAGGGTGTTGAGTATTGATGCAAATGGAGTTACTCC 

AATGCCTCCAGCCACGCAGAGGCTGACCTCATAGTTCAGTGATTCCTCAA 

ATGGACTTCCAAAAGGACCATCAATATACAGCTTGGGATAATTTCTAGAT 

TGAATGAAGGGCAGAATTTCGGAGTCTTGACTAGATGAAGGCAGTAGTAA 

ATCTCGAAATCGTTCTGTCCAGTCTCCTACTATTTTAAGATGAACCCCAA 

ATGTTGCTTTGGTTTCAGTTGGACACATTGTGAGGGTAAATGGATGATTT 

TC TAAT GCAG ATAC ACTGGGACAATGTAGAGTAATATACTGACCAGGTCT 

TGCTTTAAAATTTTCTTTGACCATTCGGATTTCCATGACATCTGAGGGAT 

G ACTTATG ACCG A AATG ATG 
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